
 
Supplementary File S1B. 
 
Supplementary File S1B is a complement of Supplementary File S1A. The latter contains a 
sample set of 3725 env/asp overlaps in which the asp ORF, delimited by a start and stop codons 
at canonical positions, can encode a full-length ASP protein. Supplementary File S1B contains 
the non-overlapping coding region of the 3725 env sequences. It includes the region of env 
outside the antisense overlap with asp, as well as the region outside the sense overlap with 
genes vpu and tat/rev. The non-overlapping coding region of env is reported in the alignment 
format with gaps and it consists of 2436 nucleotide positions. Considering the 3822 nucleotide 
positions of the multiple alignment of env (see paragraph 2.1 in Materials and Methods), the 
non-overlapping coding region is comprised between nucleotide positions 151-1815, 2683-3264 
and 3634-3822. All sequences belong to the group M of HIV-1, except for that from SIV infecting 
chimpanzee (isolate cpzMB66; acc. number DQ373063). The non-overlapping coding region of 
env is also reported in the format without gaps. 
 
 
>K03455 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTAGTTTAAAGTGCACTGATTTGAAGAATGATACTAATACCAATAGT-------------
-------------------------------------------------------------------------
-------------------------AGTAGCGGGAGAATGATAATGGAGAAAGGAGAGATAAAA---
AACTGCTCTTTCAATATCAGCACAAGCATAAGA---------------------------
GGTAAGGTGCAGAAAGAATATGCATTT---TTTTATAAACTTGATATAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACCAGCTATAAGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGAATCCGTATCCAG------AGAGGACCAGGGAGAGCA---TTT------GTTACAATAGGAAAA------
------------ATAGGAAATATG------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGCTAGCAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AATAATAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------AAT------
CACACGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATACAC---
TCCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>KF725913 
GTT---GCA------------------------------------------
GAAAACTTGTGGGTTACTGTTTACTATGGGGTACCTGTGTGG---AAAGATACAGAG---



ACCACCTTGTTTTGTGCATCAGATGCTAAAGCACATGAAGCAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGTA---------AATGTGACAGAAAAGTTCAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAGCAGATGCAGACAGATATA---
ATCAGTCTATGGGACCAGAGCCTA---AAGCCATGTGTATCATTA---
ACCCCTCTCTGCGTTACTTTAGATTGTAGTCATAACATCACATCAACCAATGCAACC----------------
-------------------------------------------------------------------------
-------------------------------------------CTTAAAGAAATAGAAATGGCA---
AACTGCTCTTTCAATACGACCACAGAATTAAGG---------------------------
GATAAGCAACAGAAAGTGTATTCACTT---TTTTATAAACTTGATATAGTAAAACTTAATAAT----------
-------------------------------------------------------------------------
----------------
AATAATGGTAGTAAGCAGTTTAGATTAATACATTGCAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GAGGTAGGGTTCAAT------GGATCAGGACTATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAATATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGGAGAG------------
GTACAAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCAATTTAAT----
-----------GAGACTGTAGAA---------ATTAATTGTACCAGGCCTAATAACAATACATTGAGA-----
-AGGGTAAGTATA------------GGACCAGGACGAGCA---TTC------TATGCAAGAGATAGA------
---------ATAATGGGAGATATA------------AGACAAGCACATTGC---AATGTCAGTAGAGGA---
AAATGGAATCAAACATTACAAAGGGTAGTCTTACAATTAGAA---------------AAACACTTTAAG----
-----------------------------------AACAAAACAATAAAGTTTACT------
GAACCCTCAGGAGGGGACTTAGAAATTATG---ACACACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAACATGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATATGG------GAT------
AACATGACCTGGTTACAATGG---GATAAAGAAATTGATAATTACACACAAATAATATAT---
GGGCTAATTGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTGGCATTTGACAAATGGGCAAGTCTGTGGACATGGTTTGACATATCAAACTGGC
TGTGGTATATAAGACTTTTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAATTGCTTAGATACCCTAGCAATAGCAACAGCTAAC---
TGGACAGATAGGGTTATAGAATTAGTACAAAGCATTTGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCATCGAAAGGGCTTTGCTG---TAA 
>KY968401 
GCT---GAA------------------------------------------
GATCAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTTTTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTAATGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATTTGAAGAACAATAATACCACCACCACCAATACTGCTGCCT
CTCCTAGTAGT--------------------------------------------------------------
-------------------------------------------------GGGGGAGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGGCATAGGA---------------------------
AAAAAGGTGAGGAGTGAATATGCAATT---TTTAATAAGCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATATGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAACTTCCTTTAATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAAATGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCACCAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGCAGTA---



AAATGGAACAACACTTTAAAACAGATAGTTAGAAAACTAAAA---------------GAACATTTTGAA----
-----------------------------------AATAAAACAATAATTTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGTACACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAACGGTTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAACAATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACACACTTAATATAC---
ACCTTACTTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------TTATCATTC-----
TATTTTGCTCAATGCCACAGCTGTAGCAGTAGCGGGG------ACAGAG---
GTAATAGAAGTAGTACAAAGA---TTTGGAGGT------------------------------------
ATCCTCCACATA------CCA---CGAATAAGACAGGGCTTAGAAAGAGCTTTGCAA---TA- 
>KY968403 
GCT---ACA------------------------------------------
AAAAATTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCTAACCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAACAATGCTACTAATGCCAATATT-------------
-------------------------------------------------------------------------
-------------------------------------AGTCAAAGGATAGAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAAATATAGGA---------------------------
AATAAAATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAGGT----------
-------------------------------------------------------------------------
----------------------
GATAACACAAGCTATACTTTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAATGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAATAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAACCTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATCTA------------GCATGGGGGAGAACA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTACCAAAAGA---
CAATGGGAAGACACTTTAAAAAAGGTAGCTATAAAATTACAA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAAATTTGG------AAT------
AACATGACCTGGATACAGTGG---GAGAGAGAAATTGACAATTACACAAACATAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTGGATCAATGGGCAAATTTGTGGAATTGGTTCAGTATATCGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAAAATAGTTTTTTCT---
ATAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------TTGTCATTC-----
TATCTTGCTCGATGCCACAGCTATAGCAGTAGCGGGG------ACAGAG---
ATTATAGAAGTAGCACAAAGGATTGGA---GCT------------------------------------
ATCCTCCATATC------CCA---AGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TA- 
>AY037269 
GCT---GCA---GAA------------------AAT---AAT---AAT---
ACTAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAATAAATTTGCCA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAATGCTACTGAAATCAATATGAATAATGCTAATGCT-
-------------------------------------------------------------------------
-------------ACTGGGACCACTAATACCAATATCACCACCAAAGACATACAAAATATGAAA---
AACTGTTCTTTCAATATCACCGAAGGCATAAAA---------------------------
AATAGAAGGAAGAAACAACATGCAATC---TTTGATAAACTTGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACAAGCTATATGTTGGTAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATTCATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTATCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGTTGAAC----
-----------CAAACTGTAAAA---------ATTAACTGTACAAGACCCAACAACAATACAAGACAA-----
-GGTATACCTATA------------GGACCGTTGGGTTCA---TTT------TATGCAACAACAGAA------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACGTGAGTAAAAAA---
GATTGGAATGACACTTTAAGCAAGGTAGCTAAAAAATTAGGA---------------GAACAGTGGAAT----
-----------------------------------CAAACAACAATAATCTTTGAT------
CATCCATCAGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATTACATCTGG------AGA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATAGACAATTACACAGACCACATATAC---
CTCTTACTTGAAAATTCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTTGATAAGTGGGCAAATTTGTGGAATTGGTTCAACATATCTAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATAATAGAAGTAGGACAAAGACTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGGTA---TAA 
>KY968394 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCCGCCCACAAGAAGTAGTATTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAYGAAGATATA---
ATCAATTTATGGGATGAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTCACTATTAGTCCTAATACT-------------------
-------------------------------------------------------------------------
----------------------------GCTTGGAGTAATGTGACAATAAGAGAAGAAATGACA---
AACTGCTCTTTCAACATCACCACAAGCATAAGA---------------------------
GACAAGGTGACGAAGGAATTTGCACTT---TTTTATAGAGATGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
AATTATACTAACTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAATACTCTACAACTGATAGTTAACAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAGACAATACTCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATCAGATATGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGTTTAATATAC---
AATTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATCAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGGTAGGTTTAAGAATAGTGCTTGCT---
GTAATTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------TTATCGTTG-----
TATCTTGCTCAACGCTACAGCCATAGCAGTA---GGA---GGGACAGAG---
CTTATAGAAGTAGTACAAAGAATTTGA---GCT------------------------------------
ATTTGCAATATA------CCA---AGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TA- 
>KY968407 
GCT---ACG------------------------------------------
GAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAARCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---RCACATAAT----------------
--------------GTTTGGGCCACA---CATACCTGTGTACCCACAGAC---
CCTAATCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGYATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATGCTAATGGTACTGTTAACAATAGCAGTAATAGAACTACT-
-------------------------------------------------------------------------
----------------------------AACGCAAGTTTGGAAAAGATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCAGAGGA---------------------------
AATGAGATGAAGAAAGAATATGCACTT---TTTTATACATTTGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGCTGACACATTGTAATACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGATTTGGAAGAGCA---TTG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTACAGAA---
AGCTGGAAAGAAACTTTAAAACAGGTAGCTGAAAAATTAAAA---------------GAACAATTTGGT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCATCAGGAGGGGACCCAGAAATTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAT------
AAAATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAC---
ACTTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGGCAGATCTGTGGAATTGGTTTAGCATAACTAATTGGC
TGTGGTACATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------CTATCATTC--
TGCTGTTTTGCTCAATGCCACAGCTATAGCAGTTGCGGGG------ACAGAG---
ATTATAGAAGTAGCACAAAGAATTTGA---GCT------------------------------------
ATTATCCACATA------CCA---AGAATAAGACAGGGCTTAGAAAGGCTTTTGATA---TA- 
>DQ383746 
GCT---ACA---GAC---------------------------------
ACAAACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCACATAATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGTAATGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCCTAAATTGCACTAATTGGAATAGTACTACTAATGCCACTGACATA----------



-------------------------------------------------------------------------
-------------------------ACTACTAATGCCACTGACATGGGAGAAGGAGAAATAAAA---
AAATGCTCTTTC---------CAACCTAGAAGA---------------------------
GAAAAGGGGGTAAAAGAATATGCACTT---TTTCGTAAACTTGATTTAGAACTAATAAATAAG----------
-------------------------------------------------------------------------
----------------
ACCAGCAATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATAACACAG---
GCATGTCCGAAGGTATCCTGGGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACTATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAATAGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCAGCTGTAGAA---------ATTAATTGTACAAGACACGGCAACAATACAAGAAGA-----
-AGCATACATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAG------
---------GTAACAGGAGATATA------------AGAAAAGCACATTGT---AAGGTTAGTAAAGCA---
AAATGGGAGAACACTTTAAAACAGATAGGTATAAAATTAAGA---------------GAACAATTTCCA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCATCAGGGGGGGACCCAGAAATTACA---ATGCACATTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGGGAAATTGATAATTACACAAGCTTAATATAC---
ACTCTACTTGAAGAATCGCAGTACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGATTGATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGATTCTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGGATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY968396 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAACTTGACA---------AATGTGACAGAACGTTTTGAT----------------
--------------------------GCGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATAATGGGAATGTGACTGCTAATAATAGTAGCATCAAT-
-------------------------------------------------------------------------
----------------------AATAGTAGTGGGGGAAGAGAAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGCAAATGCTCTT---TTGTATAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTAGCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGGAAAGGAGACTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGACAACTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAAGTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAAAGCA---
GAATGGAATAACACTTTAAGAAAGGTAGCTATCAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAGATTTGG------AAT------



AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAGTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGATTTATTGAAATTAGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------TTATCGTTT--
TGCTATCTTGTACAACGCAACAGCAATAGCAGTAGCG------GGAACAGAG---
GTTATAGAAATAGCAAGAAGATTTGTA---GCT------------------------------------
CTTCTCCACATA------CCA---AGAATAAGACAGGGCTTCGAAAGGATTTTGCTA---TA- 
>DQ383748 
GCT---GTG------------------------------------------
GAACAATTGTGGGTCACTGTCTATTATGGGGTACCTGTATGG---AAAGAAGCTAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGAAACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTG------------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAATGATACTGATACCCAGAATATC----------------------
-------------------------------------------------------------------------
----------------------------------ACTAGGGGGATAGAGAAATTAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAAGTGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGGTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCGAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAG---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACG---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGTA---------ATTAATTGTACAAGACCCCACAACAACACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATGAAACTTTAAAACGGATAACTACAAAATTAGAA---------------GAGCAATTTAAG----
-----------------------------------AATAAAACAGTAGTCTTTAAT------
TCCTCCTCAGGAGGGGACCCAGAAATTGAG---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTTAAATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCCTGATATAC---
ACCTTAATTGAGGAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCCATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCGTAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTCTAGAAGTGTTACAAAGAATTGGGAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGTTA---TAA 
>DQ383751 
ACT---GCA---GAA---------------------GAT------
GCAGGAAGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTATTCTTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTACGTAGGGAATACTACTAATGCTGGGAATACTACT----
-------------------------------------------------------------------------
-------------------AATACTACTAGTACTGTAAGCCCTACTGCTAGTACAGGAATGAAA---
AACTGCTCTTTCAATGTCACCACAGACCTAAGA---------------------------



GATAAGGTGAAGAAAAATTATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GAAAATACCAGCTATAGATTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCACTTCTAAAGT
GTAAC---AATAAGACATTTAAC------GGAACAGGACCATGTGGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATTTCTCAGATAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------AAAGCTGTAAAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAGATGCACATTGC---AACATTAGTAAAGCA---
GAATGGAATACCACTTTAAGACAGATAGCTATAAAATTAAGA---------------GAACAATTCAAG----
-----------------------------------AATACAACAATAGTCTTTAAT------
AGTTCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAACTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACAATAGCTGGAGT-----------------
----------------------------AATAGATCTCTGGAGTCTATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGGCTTAATATAC---
AATTTACTTGAAAAGTCCCAGAACCAACAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAGCTCGATAAATGGGCAAACTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTA---------AAGAGAGTTAGGGAGGGATATTCACCT------
TTATCGTTTGCTGTTAGCTTGTTCAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCAGTGCAAGGAGCTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KY968399 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGTATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTTTACAGTGCACTAATGTTACTAATAAGAATGCTACTAATACCACTAGTGATGCTA
CTAGTACTCCT--------------------------------------------------------------
-------------------------------------AGTAGTAGCGAGGAAGTACAAATGAAA---
AACTGCTCTTTCAATGTTACCTCATTCATAACA---------------------------
AATAAGGTGAAGAAAGAATATGCACTT---TTTTATAGTCTTGATGTAGTACCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------------
GAGAATAACAGCTATAGGTTGATAAGTTGTAATACCTCAATCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACA---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATTAGATCAGCAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACTCAACAACAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGGAGAGTA---TAT------TATACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATAGCACTTTACAAAAGATAGTTGAAAAATTAGGA---------------GAACAATTTAAA----
-----------------------------------AATAGAACAATAGTTTTTAGT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTACAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCCTAATTGAAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTGTTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------TTATCATTTAGT----
-CTTGCTCAACGCCACAGCCATAGCAGTAGCGGGG------ACAGAG---
ATTTTAGAAGTATTACAAAGAATT---ATAGCT------------------------------------
ATTATCCACATA------CCA---AGAATCAGACAGGGCTTGGAAAGGGCATTGCTA---TA- 
>KY658686 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAGTTGCACTGATGCCAACAGGACTGAGAATACTAATATCACT----------
-------------------------------------------------------------------------
-------------------------------------AGACAAATGGATAAAGAAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACCTAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTC---TTTTATAGACTTGATGTAGTACCACTAGATAAC----------
-------------------------------------------------------------------------
----------------------
AGTTATAGTAGCTATAGGTTGAAAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CATTTGCTGTTAAATGGCAGTCTAGCAGAGGAGGAG------------
GTAGTAATTAGATCTAAAAATTTCACGGACAAT---------GTTAAAAACATAATAGTACAGCTGAAG----
-----------GAAGCTGTACAA---------ATTAATTGTTCAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TTTAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTGCA---
AAATGGAATGACACCTTAAAACAGGTAGTTACAAAATTAAGA---------------GAACAATATGGG----
--------------------------------AACAATACAATTATTGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGC-----------------
----------------------------AATAAATCTTTGAAGACGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTATCATTAGATAAGTGGGCAAGTTTGTGGACTTGGTTTGATATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTGGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGCT---
GTGCTTTCCCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCTGTTAGCTTGTTTAATGCAATAGCTATAACAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KY658683 
GCT------------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAGCCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATAAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTTTGTGTTACTTTACAATGCRCTAATTGGACAGCTGATAATAATACTAAT----------------
-------------------------------------------------------------------------
----------------------------AGTACTATCAGGAGGGAAATGGAGAGAAACATAAAA---
AACTGCTCTTTCAATATCACCACAGAGGTACAA---------------------------
GATAAGAGGAAAAAAGCCTATGCACTC---TTTGATAGTCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------



AATAATACAAACTATATGTTAATAAATTGTAATACCTCAGTCATTACTCAA---
GCCTGTCCAAAGGTAACTTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAAAATTTCAAT------GGAACAGGACCCTGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CACCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAACAGTAGAA---------ATTAATTGTACAAGACCCAGCAACAACACAAGAAAG-----
-AGCATACACATA------------GGGCCAGGGAGAACA---ATG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGCACA---
AAATGGAACAACACTTTAGGAAAGGTAGTTAAAAAATTAAGG---------------GAACAATTTAAT----
-----------------------------------AAAACAAAAATAATATTTCAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAACGCAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GATAGAGAAATTAACAACTACACAAACATAATATAC---
AGCTTGCTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTGTTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAACATTGGTAGGGGT----------------------------
--------ATCCTCCATATA------CCCAGAAGAATACGCCAGGGACTTGAAAGGGCTTTGCTA---TAA 
>MH078530 
GTT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAGTTGCAGCAATTTAGTTAGTACTAACAATTTAAATAGTACTAATAACAGTA
CCAGTAATAAC--------------------------------------------------------------
-------AGTACCAGTAATAACAGTACCAGTGGGGAAGACTTAGACATGAATGAAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAGGA---------------------------
AATAAGATGAGGAGAGACTATGCAATT---TTTAATAAACTTGATATAGTACCAATAGATGGTGAT-------
-------------------------------------------------------------------------
-------------
GGTAGTAATAATAATACAAGCTATATGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCTTGCCCAAAGGTAACATTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT
GTAAG---GACAAGAAGTTCAAT------GGATCAGGATTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATTTCAGACAAT---------GTTAAAACCATAATAGTACAACTGAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATG------------GGACCAGGAGCAGCG---CTC------TATGCAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAACA---
GAATGGTATAAAACTTTGAGACAGATAGCTGCAAAATTAAAA---------------GAACAATTTCAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CACTCCGCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGCAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATATGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
-------------------------AGGAATAAATCTCTAGATTATATTTGG------GGC------
AATATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAACTACACAGATTTGATATAC---
ACCCTAATTGAAGACTCACAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGAACTCGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGCTGTTACT---
GTAATTTCTATAGTG---------AATAGAAGTAGGCAGGGATACTCACCA------



TTATCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAGATAGGACAAAGCATAGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGTGTAGAAAGAGCTTTGATA---TAA 
>KY658685 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAGGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATATTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAGACTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTTTGTGTTACTTTAGATTGCATTGATGTTCCCACGAATTGCACTAATACCGGT-------------
-------------------------------------------------------------------------
----------------------AATTGCACTAACTGGAAAATAAAGGAGGGGGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACATACAGAACA---------------------------
GATAAAATGCAGAAAGGAAATGCATTG---TTTTATAACCTTGATATAATAAAAATAGATAATGAA-------
-------------------------------------------------------------------------
----------------------
GGTAATAATAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAG---
GCATGCCCAAAGATATCCTGGGAACCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGAACTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATATCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAAACTGTAAGC---------ATTACGTGTCAAAGACCCAACAACAATACAAGGAAA-----
-AGTATAAATATA------------GGACCAGGGAGGGCA---ATT------TATGCCACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAATGCA---
ACGTGGCTAAACACGTTACAACAGGTAGCTAAAAAATTACAA---------------GAACATTTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGCTGGAGT-----------------
----------------------------AATAAATCTCAGGATGACATTTGG------GGA------
AACATGACCTGGATACAGTGG---GAAAGAGAAGTCAATAATTACACAAAATTAATATAC---
AATCTAATTGAAATATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTTAACGCCATAGCCATAGCAACAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGTACGAAGGATTCTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATCAGGCAAGGATTCGAAAGGGCTTTATTA---TAA 
>MH078533 
GGT---GCA------------------------------------------
GAACAGTTATGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCTGATGCCAAGGCATATAAGGATGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGATATGGTAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATAGCAGCCTA---AAGCCATGTGTACAGTTA---
ACCCCATTGTGTGTCACTTTAAATTGCACTGAGTTGAATAATACTACTAAGGTGAACAGGACTAGTATTAATA
CT-----------------------------------------------------------------------
-------------------------------------------------GAAATAGACTTGAAA---
AACTGTTCCTTCAATGTCACCTCAAACATAAGA---------------------------
GATAAATATCAGAAAGAATATGCAATG---TTGTATAAGCTTGATTTGGTACCAATAGATGGC----------
-------------------------------------------------------------------------
----------------------
GAGAATGCCAGCTATAGATTAATAAGTTGTAATACCTCAGTCATAACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATCCACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAC---AATAAAACATTTAAT------GGAAAAGGACCATGTACAAAT-----------------------



-GTCAGT---ACAGTACTATGCACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAGGAA------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCCAAAACCATAATAGTACAGTTAAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACTAGGAAA-----
-AGTATTCATATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGTA---
AAATGGAATAACACCCTAAGACAAGTAGCTAAAAAATTAAGT---------------GAACAATTTAAT----
-----------------------------------AATAGCATAATAATCTTTAAG------
AACTCTTCAGGAGGAGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAAAACTTGGAGT-----------------
----------------------------AATAGAACTTTCAAGGAAATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAACTACACAGGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGAAACAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTGTAATACTATAGCCATTGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAACTAGTAGAGCT----------------------------
--------ATTATAAACATA------CCTAGAAGAATAAGACAAGGCCTTGAAAGGCTTTTGATA---TAA 
>AY037268 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATTGGATGAGGACAAATAATACCTTAAATAATACCTCAAATA
ATGCC--------------------------------------------------------------------
----------ACTAATCAGGATATAACTAGAATCAATAATACGATGGAGAACGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAACATGAAA---------------------------
GACAAGGTGCAGAAAAAATATGCACTT---TTTTATGACCTTGATGTAGAACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------------
AGTAGTTATAGGATAAAAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAACATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGAAATTGTAAAAAT-----------------------
-GTCACC---ACTGTACACTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAAATCTGCTAACCTCTCAGATAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATAGCA---------ATTAATTGTACAAGACCTGGCAACCGTACAAGAAGA-----
-AGGATAACTCTA------------GGACCAGGGAGAGTA---TAT------TATACAACAGGAGAA------
---------ATAATGGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAAAGCA---
GACTGGAATAACACTGTAAGAAAGATAGCTATTAAATTAAGA---------------GAAAATTTC-------
-----------------------------------AATAAAACTATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACATTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGATATTTGG------AAT------
TACACGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAAGCATAATATAC---
AGCTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGAAATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTGACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTGTTAGCTTGTTCAATGCAGTAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGCACAAAGAATCGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>AY037282 
GCT---ACA------------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAATTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
GTTGATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTATGGATTGCACTGATTATAAAAATGCTACCAATACCACTAGTGGTAGT-------
-------------------------------------------------------------------------
----------------------ACCAATACCACTAGCTATGCTACCGGGGGAGAAGAAATAAAA---
AACTGCTCTTTCAACATCTCCACAAGCATAAGA---------------------------
AATAAGGTACAGAAAGAATATGCACTT---TTTTATAGCCTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACCTCCTATACTTTGAGAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCTACA---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGGCCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAACACCTTAAACCTGATAGTTAGCAAACTAAGA---------------GAACAAGTCAAA----
-----------------------------------AACAAAACAATAGCCTTTAAG------
CAAGCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GGTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGGCTTAATATAC---
ACTTTAATTCAAATATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAGTAGGGTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTACTA---TAA 
>FJ952154 
ACT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATATGGAAAAATAACCTGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTAGTTTAAAGTGCACTGATTTGAAGAATGATACTAATACCAATAGT-------------
-------------------------------------------------------------------------
-------------------------AGTAGCGGGAGAATGATAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCGCCGCAAACATAAGA---------------------------
GATAGGGTGCAGAAAGAACATGCATTT---TTTTATAAACTGGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACCAGTAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGATCAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTGATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAGT----



-----------GTATCTATAAAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAARM-----
-AGTATAYCAATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GAGTGGAATAACACTTTACAAGAGGTAGCTAAAAAATTAGAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAAGTTTGGATGACATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGAATTAGATAAGTGGGGAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ676886 
ACC------------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---AAGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGGTAGAATTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGRAGATATA---
AYCAGTTTATGGGAACAAAGCATG---AAGCCATGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGTTAAAGAGAGAAATGCTAATGATACCACTAGTACTACTA
GTCCC--------------------------------------------------------------------
----------CCTAATACTAGTACCCCTAGTAATAGTAGTCTGGAAAATAATAGTGACATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAACATAAAGAAAGAACATGCACTT---TTCTATGCACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTAGCTATAGGTTGGYAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---CAGAAGGAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------ACTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATG------------GGACCAGGGAAAGCA---TTT------TTTGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCAGAACA---
GAATGGAATAAAGCCTTAAACAGGATAGTTACAAAATTAGGA---------------GAACAATTTAAAAAT-
--------------------------------AGTACCGAAACAATAACCTTTACG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTGRGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATAAGATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACCTAATATAC---
ACCTTAATTGAGGAATCGCAGAACCARCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCTCAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTGCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>AF042100 
GCT---GCA------------------------------------------
GAACACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAACC---



ACCACTCTATTCTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGCAGTAGCATTAGCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAAGAATGCTACTAATACCAATAGTACTAATACC----
-------------------------------------------------------------------------
-------------------AATAATAGTAGCAGGGAAATGATTGAGGAAGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAGAATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------
AGAACTAATAATACCAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAGGT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAAGCTATAGCT---------ATTAATTGTACAAGACCCAGCAACAGTACAGGACAA-----
-AGTATACGTATA------------GGACAAAGGAGAGCA---TTT------TATGCAACAGGGAAA------
---------ATAATAGGTGATATA------------AGACATGCACATTGT---AACATTAGTGGAGCA---
AAATGGGATAACACCTTACAACAGATAGTTAATTTCTTAAAA---------------GAACAATTTGGG----
--------------------------------AATTATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGCGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTGATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGTTCAATGCTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF042101 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTACTCAAAGAATGCTACTAATACCACTAGTAGTAGCGAG-
-------------------------------------------------------------------------
----------------ACAGTGATGGAGAAGGGAGAAAAAGTGATGGAGAAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGG---------------------------
GGTAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAGTAGATAAG----------
-------------------------------------------------------------------------
----------------------
GACAATACTAGTTATAAGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATTTATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATGAAAAGTTCAAT------GGAAAAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GATCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGGCAAGCATATTGT---ACCCTTAATAGAGCA---



AGGTGGAATGACACTTTAAAACAGATAGCTGAAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGAGGGAGTGG---GAAAAAGAAATTGACAATTACACAGACTTGATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACCAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AF538304 
GCT---ACA------------------------------------------
GAAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTAATACCACTAGTAGTACTAATACCACTAATGGT----
-------------------------------------------------------------------------
----------------ACTAATCCCACTATTAGTGGCAGCAGAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAACGTCACCACAAACATGAGA---------------------------
GATAAGATGCAGAGAGCTTTTGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAGAAT-------
-------------------------------------------------------------------------
-------------
AATGATAACAATAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACCCAA---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAGGTG------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------ATTAAAAACATAATAGTACAGCTGAAC----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATATGTG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAACAATCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTTCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTGCAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAACAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>AF538306 
GCT---GCA------------------------------------------
GAACAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACG---
ACCACGCTATTTTGTGCATCAGATGCTAAAGCATATGATCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAACTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACCTTAAATTGCAATAATGCTAAGCTCAATAATACTAATACCACT-------------
-------------------------------------------------------------------------
----------------------------AAGGAATGGGAAAAGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAACACCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACAAATAGATAATAAC-------
-------------------------------------------------------------------------
-------------
AATAACAATACTAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTAATTAGATCCAGCAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAC----
-----------CAATCTGTAGCA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACATGCACATTGT---AACATTAGTAGAAAA---
GAGTGGAATAACACTTTAAAATTGATAGTTGAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------GAGAACAAGACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAAAGAAATTAGCAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGAG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAGCAAGTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF042103 
GCG---GCA------------------------------------------
GAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACCATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTACTAAAACCAATAATAGTAGCGGGGGTACTAAA----
-------------------------------------------------------------------------
-------------------ACCAATAATAGTAGCGGGGGAGCGGTGGGGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGA---------------------------
GATAAGGTGCAGAAACAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------
AATAGTACTAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGACAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGSAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGTA---
GACTGGAATGAGACTTTAAGACAGATAGCTATAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AAGAACACAATAGTCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAACGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAGAAGATTTGG------AAT------
AACATGACCTGGAGGGAGTGG---GAAAGAGAAATTCACAATTACACAAAATTAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACAATTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------ACTAGAGCTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGAGTTCTAGAAGTATTACAAAGAGCTTATAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAATGGCTTTGCTA---TAA 
>AF042104 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAGCC---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCTCTTTAAATTGCACTGATTATGTGGGGAATGCTACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTAGCGAGGAAGCGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTGCAATGTCACCACAAGCATGAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATTT---TTTTATAAACTTGTTGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTCTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAAAAGGACCGTGTACATAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGCGTTAAGCCAGTAGTATCAACT---
CAACTGCTGTTATATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAGA----
-----------GACCCTGTACAA---------ATTAATTGTACAAGACCCGCCAACAATACAAGAGAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACC---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACAGTAGTAGAGCA---
GAATGGATAAAAACTTTACAACAGGTAGTTACAAAATTAAAA---------------AAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAC------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACATTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAGATTGACAATTACACAAGATTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGTATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTACAATGCCACCGCCACAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------GTCCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTATGCTA---TAA 
>AF042105 
GCT---GAA---GAA------------------------------------
GACAAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGCATTGGAA---------AATGTGACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGAGACTAAGAATACTACTATTACC-------------



-------------------------------------------------------------------------
-------------------------AATAGTAGCCGGGAAAAGATAGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCGACACAGACATGGGT---------------------------
GCCAAGGCGCAGAAACACTCTGCAGTT---
TTTAATAAACTTGATGTAGTATCAATAGATAATGATAATAAAACT----------------------------
-----------------------------
ACTGATAAAAGTAATGCACAAGGTAATAATAGTAAAACTATTACCAACTATAGGTTGATAAGTTGTAACACCT
CAAAAATTACACAG---
GCCTGCCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GAGGAGGACTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGCAATTAGATCTGCCAATTTCATGGACAGT---------AATAAAAACATAATAGTACAGCTGAAC----
-----------GAATCTGTAAAA---------ATTAGTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATGACTCTA------------GGACCAGGAAAGGTA---TTC------TATACAACAGGA---------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAAAA---
GAATGGAATAAAACTTTAGAACGGATAGCTATAAAACTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAA------
CCATCCGCAGGAGGGGACCCAGAAATTAAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAAAGTCCTGGCTGTGGAAAGATACCTAATGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
-------------AATAGTAGTAAG---ATACATTCTCTAGAAGAGATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTCGCAATCACACAAAATACATATAC---
TCCTTACTTGAAGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATCACTGGGCTAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTCAATGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTTTAGAAGTATTACAAAGAGTTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCCTAGAAATGGCTTTGCTA---TAA 
>AF538302 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCAAAAGAAGTAGAATTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTACATTGCACCGATAATATCACTAGTAATGCTAATACCACTACTAGT-------
-------------------------------------------------------------------------
-------------------CCTCCTACCACTAGTAGTGTAGAGGAGGAGAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTCACCTCAGGTATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTAGAAGCTATAGGATGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTGCTTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAACTGAAA----
-----------AAACCTGTAAAC---------ATTACCTGTATAAGACCCAGCAACAACACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCG---
GAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAAAAATTTGAG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCGGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAAGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTCTGAGTCAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGAAGAAATATAC---
AACTTAATTGAAAAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGCTTTTACT---
GTACTTTCTATAGTG---------AAGAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY624305 
GCT---ACA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATATTGAAA---------AATGTGTCAGAATATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAGTGCACCAATGCTAAAAGTATCAATGCTACTAGTACCAATAATAATAACA
GT-----------------------------------------------------------------------
-------------ACCAATAATAGTAGTAGTTGGAAACTGCCGGAGGAGCCAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGATGCAGAAAGAATATGCAATT---
TTTTATAACCTTGATGTAGTACCAATAGATGATAATAAGAATAATAATAGTAGTAAT----------------
--------------------------------------
AATAAGAATAATAATAGTAGTAATAACACATATAGGTTATATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCGATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAAT
GTAAT---GATAAAAGGTTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCTACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAGTTAGATCTGCCAATTTCACGGACAAT---------GCTAAAACTATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATATATATA------------GGACCAGGGAGAGCA---ATT------TATACAACAGACAAA------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---ACTATTAGTAAAGAA---
AATTGGAATAAAACTTTAGCACAGATAGTTATAAAATTAAGA---------------GAACAATTAAAGAAC-
--------------------------------GATACTAAAACAATAGTCTTCAAG------
CAATCCTCGGGAGGGGACCCAGAAATTGTA---ACACATAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTACAGGCAAGAGTCCTGTCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGAAGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGACCTAATACAC---
ACCTTACTTGCAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGGAGTAGTACAAAGAGCTTGTAGGGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCCTGGAGTGAGCTTTGATA---TAA 
>JN002002 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGAATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGAGGAATGATACTAATACCAATAATAAT-------
-------------------------------------------------------------------------



----------------------AGTAGTGAGAGAGTGATAGAGATAGAGAAAGGAGAAATAAAA---
AACTGTTCTTTCAATGTCACCACAAGCATAAGA---------------------------
AATAAGATGCAGAAAGAATATGCATTT---TTTAATAGACTTGATGTAGTAAAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTAATAAATTGTAATACCTCAGTCATTACACAG---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGATGTTCAAT------GGAACAGGAGCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCGCAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGGGAA------
---------AAAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAGCA---
AAATGGAATAACACGCTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCTGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGAAAACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGCAATTACACAGACATAATATAC---
ACCTTACTTGCAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>JN002009 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGG---------AATGTGACAGAAGAATTTGAC----------------
--------------------------TTGTGGAAAAATTACATGGTAGAACAGATGCATGAGGATGTA---
ATCAACCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTATGAGAGAAATGCTACTATGAAAAATGATACT-------
-------------------------------------------------------------------------
-------------------ACTAATACTAATACCAAGAATAGTAGTAAGTGGGGGGAAATGAAA---
AACTGCTCTTTCAAAATCTCCACAAACATAAAA---------------------------
GATAAGACACAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACTAGCTATAGGTTAATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGCAG----
-----------AAACCTATAAAA---------ATTAATTGTACAAGACCACAC---AATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAGTAGGAGATATA------------AGAGAAGCACATTGT---AACCTTAGTAGAACA---
GATTGGAATAATACTTTAAAACAGGTAGTTGAAAAATTAAGA---------------TTTGGG----------
-----------------------------------AATAAAACAATAGTCTTTAAA------
AAATCCTCTGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAGGGATAATATAC---



AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>GU367406 
GCT---GCA------------------------------------------
GGAACGTTGTGGGTCACAGTCTATTACGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATCATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACTATTGGAA---------AATGTGACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCAGGAAGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAGGAATATCACTGTG----------------------
-------------------------------------------------------------------------
----------------------------------GGGAATAATACTCAGGGAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGTAGTAAGA---------------------------
GATAAGGTAAAGAAAGAGTATGCTCTT---TTTTATAAACTTGATATAGTACCAATAGATAATACAATA----
-------------------------------------------------------------------------
----------
GATAATACTACCAATAGTACCACATATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGATAAT---------GCTAAAATCATAATAGTGCAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACGACAATAGAAGAAAA-----
-AGTATACAAGTA------------GGACCAGGGAGAGCA---CTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AATTGGACTAACACTTTACAAAAGATAGTTAAAAAATTAAAA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CCACCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGTGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGGACAAAGAATTTGGAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAAGGCTTCGAAAGGGCTTTGCTA---TAA 
>GU367395 
GCT---GCA------------------------------------------
GAGAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGAGACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTA------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAAGAATAATGTTACTGCTGAT----------------
-------------------------------------------------------------------------
-------------------------------AATACCACTACTAGTCCTTTAGGAGAAATAAAA---
AACTGCTCCTTCAAAATCACCACAAGTATAAAA---------------------------
GATAAGAAGCAAGAAGAATATGCATTT---TTTTATAAACTTGATGTAGTGCCAATAGATAAT----------



-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAGTGATTAGATCTGCCAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGTCCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------GTAGTAGGAAATATA------------AGACAAGCATTTTGT---ACCCTTGATAAAACA---
AAATGGGAGAACACTTTAAGACAGATAGCTATAAAGTTAAGA---------------ACACAATTTGAG----
-----------------------------------ACTGAGACAATAGTATTTAAT------
CAATCTACAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAACTGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAACTACACAAGTGTAATATAC---
AATTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAACACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGTTTTGCTA---TAA 
>FJ653258 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCGACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTCAATAGTACTAGTACCAACACTACTAATACC-------
-------------------------------------------------------------------------
-------------------AATAGTAGTAGTTGGGGGGAAAAAGTGGAAAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGGTACAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACTAGCTATAGGTTGATAAGTTGTAACACTTCAGTCCTTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAAAGGTTCAAT------GGAACAGGATCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATAAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAAGTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATATATATA------------GGACCAGGGAGAGCA---GTT------CATGTAACAGACAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGGACA---
CAATGGAAAAACACTTTAAAAAGGATAGCAATAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AGATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGACCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAGTCTCATACAGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTCGAACAAGCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATCAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAGTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGTAGAGCA----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN485973 
GCT---GCA------------------------------------------
GAHAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGTCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTCTGTGTTACGTTAAATTGCACTGAGTTGAATGTTAATAGTACAGATAGTAATAGT----------
-------------------------------------------------------------------------
-------------------------AGCAGTATAGGTAATAGTAATATGAAAGGGGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGAATAGGA---------------------------
AATAGGCTGCAGAAAGATTATGCACTT---TTTAATAAGCTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGAAAGCTATATGTTAATAAATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTGCAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCGTGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTTACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTGTAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACTGGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATTATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGAA---
GACTGGGGGAAGACTCTAGAACGGGTAAGAATAAAATTAGAA---------------GAACAATATAAG----
-----------------------------------AATAAAACAGTAGTCTTTAAT------
CAATCCTCAGGAGGGGACCAAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGCTGGAGT-----------------
----------------------------AATAAATCTATGGATAARATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGGGAAATTRAYAATTACACAGGCTTAATATAT---
ACCTTACTTGAAGAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTAYTGGAATTGGATAAGTGGGCAAGTTTGTGGAAYTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATRRTAGTAGGAGGTTTAGTAGGTTTAAGAATAGTYTTTACT---
GTACTTTCTATAGTG---------AMGAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGTCTGYTTAATGTTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAGAGGATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTCTGCTA---TAA 
>MN485981 
GCT---GCA------------------------------------------
GGAAATCTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAATCCACAAGAAATAGTAATAGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTATTTTAACTTGTACTAATGTGCAAAATCGTACTAATGCGAATAATTATACT-------
-------------------------------------------------------------------------
----------------------------------------GTGGAAGAGGGGGTAGGAATAAAG---
AACTGCTCTTTCAATATCACCACAACAACAGGA---------------------------
AATAAGAGRAAGACGGAYTASSCACTT---TTTAATAGYTTTGATGTAGTACCAATARWTAATAYA-------
-------------------------------------------------------------------------
----------------------
AATAATAAAAGCTATATGTTGACAGCTTGTAACACYTCAGTTGTCACMCAA---



GCCTGTCCAAAGATATCCTTTRAACCAATTCCCWTMCATTATTGTGCCCCGGCTGGTTTTSCAATTYTAAAAT
GTAWT---AWTAAGMCATTTAAT------GGAMCAGGACCATGTAAAAAT-----------------------
-KTCASC---ACAATMCAATSCACACATGGGATTAGGCCAGTAGTATCAAYT---
CAGTTGYTGTTAAATGSCAGTYTASCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTCACGAGCAAT---------ACTAAAAACATAATAGTACAGTTAAAT----
-----------GAAACTATACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAACATA------------GGACCAGGAAGAACA---TTT------TATGCAACAGGAGGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
CAATGGAACAAAACTTTAGGACAGATAGTGAAAAAATTACAA---------------GCACATTTTGAG----
-----------------------------------AATAAAACAATAATCTTT---------
AAATCCTCAGAAGGGGAMCCAGAAGTTGTA---ATGSACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGAACATATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTACTAGAAAAATCACAGATCCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCATAGTAGGTTTAAGAATAGTTTGTAGT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGCACAAAGACTTTTTAGAGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MN485993 
GCT------------------------------------------------
AAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAAACCACAAGAAATATTATTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGACATA---
AAAAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGTACTAATGTGACCAATACAAGCAAGGTTGACAATGCTACA-------
-------------------------------------------------------------------------
-------------------------------------------------AGAGAAGAACTAAGA---
AACTGCTCTTTCAATGTCACCACAGTTATAAGA---------------------------
GATAAGAAAACTAAAGAACATGCATTA---TTTTATAGATCTGATATAGTACCAATAGATGATGGG-------
-------------------------------------------------------------------------
----------------------
AATAATGCCAGTTATAGGTTGATAAATTGTAATACATCAGTCATTACCCAG---
GCATGTCCAAAGGTGACCTTTGAACCAATTCCCATCCATTATTGTGCCCCAGCTGGTTTTGCGATTTTCAAAT
GTAAT---GACAAGAGGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTAAGC---ACAGTACAGTGTACTCATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAACTGTACAAGACTCAACAACAACACAAGAAGA-----
-GGCATACATATA------------GGACCAGGACAAGCA---TTT------TATACAACAGGAGAT------
---------ATAGTAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAGAGGA---
AAATGGAATAACACTTTAAATCAGGTAGCTAAAAAATTAAGA---------------GAAATATTTAGG----
-----------------------------------AATAAAACAATATCCTTTAAG------
CAACCCTCAGGAGGGGACGCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGACTCAATATAC---
AAATTAATTGAAATATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTGCTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTGTAGAAGCATTACGCAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTGTTGCTA---TAA 
>MN485996 
GCT---GTA------------------------------AAC---ACA---
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAAAATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATGAGATTGCTGCGAATCATACCAACTATAAT----------
-------------------------------------------------------------------------
-------------------------------------------GAGACTATAGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACACACATAAGG---------------------------
GACAAGATACAGAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAGT----------
-------------------------------------------------------------------------
----------------------
GAAAATGATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTTAGT------GGAAAAGGATCATGTAACAAC-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTTGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAGAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAG----
-----------AATTCTATACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGGCAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGGATGACACTTTARAAAAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAACAAAACAATAGTCTTTAAG------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCAGGATGATATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAGAATTACACAGACCTAATATAC---
ACCCTAATTGCAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGAACTTGATAAGTGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTCAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCAATACAAAGAGCTGGAAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAAKTTTGCTA---TAA 
>MN485998 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAATTTAGAA---------AATGTCACAGAAAACTTCAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTAATGTGACAAAAAGTTGCCTTAATAATACTTCTGATCCGACTA
ACAATTGCACT--------------------------------------------------------------
-------------------------AGTAATAATTACACGGTAGAACTGGATAACGGAATAAAA---
AACTGTTCTTTCAATATCACAACAAAAATGGAA---------------------------
GATAAGAAAAAGAAAGAATATGCATTT---TTTAATGAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GACACCACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATCTCCTTTGAACCGATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGT
GTAAA---GATAGGGATTTCAAT------GGGACAGGACTATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTAGTAATAAGATCTGAAAATTTCACAGACAAT---------GTTAAAATCATAATAGTGCAGCTGAAA----
-----------GACCCTGTAAAC---------ATTACTTGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TAT------TATGCACCAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAATGGGACA---
AAGTGGAATAATACTTTAAAACAGATAGCTAAACAATTAGGG---------------GAGCAATTCAAG----
-----------------------------------AATAAATCAATACGATTTCAG------
CCACACTCAGGAGGAGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGCTGGAGT-----------------
----------------------------AATAAAAATATGACACAAATTTGG------GAC------
AGCATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACACAATTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGGTAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATCAAAATCTTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCCTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATCTCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAACAGTAGCTGAG---
GGGACAGATAGAATCATAGAAGTAGCACAAAGAGCTTTTAGGGCC----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>MN486009 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAA---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAGATTGAAA---------AATGTGACAGARGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATCAGAAGAATAGTACTAATAGCAGTAATAGTACTAATG
TTACTAATAGC--------------------------------------------------------------
-------------------AGTAATAGTGCTCACGCTCTCACTGCTTCTCCTGGAGAAATACAA---
AATTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
GACAAGATGCAGAAAACATATGCACTT---
TTTTATAAGCTTGATGTAGTACCAATAGATGATAATTATAATAATAAT-------------------------
-----------------------------------------------
AGTGCTAATAATAATGAGAGCTATAGGGACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
TCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAC---AATGACACATTCACT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAGAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAAACATAATAGTACAACTGAAA----
-----------GATGCTGTGCAA---------ATTAATTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGCACA---TTT------TATGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAGGCACACTGT---AACCTTACTGCAGCA---
GATTGGAATAATACTTTAAGAGAGATAGTTAAAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAAAGTTTGAG------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGTTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAGAACTTACAGTGACATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTAGCCAATACACAGACACAATATAC---
AACTTAATTTCCGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGACTTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AGCAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAGGACTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCAGTAAGGATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>MN486010 



ACT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACCATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTAATTTAACCTGCACTGATGATTTAAATTGCACTAGTGCCAATATTACTCAAAATTGCT
CTAGTGCCAATAAAACTGGTAATACT-----------------------------------------------
-------ACCAGTTCTAATACTACCTCTCCTCCTTGGAGTATACTGGATAAAGGGGAAATAAAA---
AACTGTTCTTTCAATATC---ACAACAATGGGA---------------------------
GATATGAAGAGGAAAGAATATGCATTT---TTTAATAGTCTTGATATAGTACCAATAGATAACAAT-------
-------------------------------------------------------------------------
----------------------
AATAATAATAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATGAGGATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAAAC------------
GTAGTAATAAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTGCAGCTGAAA----
-----------GACCCTGTAAAC---------ATTACTTGTATAAGACACAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TAT------TATACACCAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGGGACA---
AATTGGACTGATGCTTTAAAACAGGTAGTTGAAAAATTAGGG---------------AAACAATTCGAT----
-----------------------------------AATAAAACAATAATATTTAAG------
CCACACGCAGGAGGAGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT---------AAT-----
----------------------------AATAAAAATCTGACACAAATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACACAATTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGAATTGGATAAATGGGACAGTTTGTGGAGTTGGTTTACCATAACAAATTGGC
TGTGGTATATCAAAATCTTTATAATAATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
ATCTCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGCACAAAGAGCTTTTAGAGCT----------------------------
--------AYTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>MN486013 
GCA---GAA------------------------------------------GAACGA---
TGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTGGAACTGGTG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATATCAATAATACCACCAGTAATAATACC-------------
-------------------------------------------------------------------------
-------------------------ACTAGTGGATTAAGGAGAATGGAGCCAGAAGAGATGAAA---
AACTGCTCTTTCAATATCACCACAACCATAACA---------------------------
GATAAGATAAAGAAATACCGTGCCCTT---TTTTATAAAGATGATGTAGTACAAATAAATAGTAATGAG----
-------------------------------------------------------------------------
----------
AATAATAATACTAGTTATCCTAGCTATAGATTGATCAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGGATTAGGCCAGTAGTATCTACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGACGAG------------
GTAGTACTTAGATCTGAAAATTTCATGAACAAT---------GCTAAAACCATAATAGTACAGCTGGAT----
-----------AAACCTGTAGTA---------ATTAACTGTACAAGACCCAACAACAATACAAGACAA-----



-GGTATACATCTG------------GGACCAGGGAAAGCA---TTT------TATGTAACAGGAGAC------
---------ATAATTGGAGATATA------------AGACAAGCACATTGT---AACATTAATGGTACA---
CAATGGAATAATACTTTACAAAAGATAAAAGAAAAATTAAAA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAATGATACTTGGAGT-----------------
----------------------------AACAAAACTCGGGAACAAATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGACAATCACACAGGCATAATATAC---
AAATTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACACCACAGCCATAACAGTAGCTGAG---
GGGACAGATTGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTGCGTATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN486014 
GCT---GCA------------------------------------------
GATCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCGAGTCCACAAGAACTAGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCATGAAGATATA---
ATCAGCCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAGCTGCACTAATGCTAACTTTACGAATGCTACTTTTGAGAGT----------
-------------------------------------------------------------------------
----------------------GGCAATACTACTATGGAAACAATGGAGGGAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAGGA---------------------------
AATAAATTACAGAAAACATATGCACTT---
TTTTATAAACTAGATATAGAACGAGTATCTGATAATGATACTAAAGAG-------------------------
-----------------------------------------------------------
TATGATAATTATACCAACTATAGGATGATACATTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAATAATGAGACGACATTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAAAGATTAGATCTCAAAATTTCTCGAACAAT---------GCTAAAATTATAATAGTACAGCTGAAC----
-----------ACATCTGTACCC---------ATTAATTGTACAAGACCAGGTAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGACAA---
GCCTGGAATAAAACTTTAGAACAGGTAGCAGGAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAACCTTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGATAGTTGGAGT-----------------
----------------------------AATAGGTCCTTGGATTATATTTGG------AAT------
AATATGACCTGGATGGCTTGG---GAAAAAGAAATTGACAATTACACAAGCATAATTTAT---
GGGTTAATTGTAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAGTGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTT---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTATAGGGCT----------------------------
--------ATTTGCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>MN486022 
GCT---GTA------------------------------------------
GAACAATTTTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTCTGTGCGTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTAATGGGC---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGTACTGATTATAAGGGGAATTTGACTGGGAATTCGACC----------
-------------------------------------------------------------------------
----------------------GGCACCAATAATAGTAGCATCATGGAGGGAGGAGAAATAAAA---
AATTGTTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGAGACAGAAAGAGTATGCACTT---
TTGTATAAACTTGATTTAGTACAAATAGATAATAGTGGAAATAATAAC-------------------------
-----------------------------------------------------
AGTAGCAATAGCAGTTATGACAGTTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCTGGGTTTGCGATTCTAAAAT
GTAAC---AATAAGAGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATATCTCGGAYAAT---------GCTAAAAACATAATAGTACAACTGAAA----
-----------GAGCCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAGATATT------------AGACAGGCACATTGC---AACCTGAGTTGGACA---
AAGTGGAATAAAACTTTGGGCAACATAGCTGGAAAATTAAGA---------------GAACACTTTGGG----
-----------------------------------AATAAAACAATAGTCTTTCAG------
CGACACGCAGGAGGGGACCCAGAAGTTGAA---ATGCACAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGTCTTGGAATGAAAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGCAAATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GATAGAGAAATTAGAAAATACACAGGAAAAATATAC---
TCCTTAATTGAAGAAGCGCAGACCAAACAAGAA----------------------------------------
-----------------------------
ATGAATGAAAAAGAGTTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACTAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCGTTCGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGCACARAGGGTTGGGAGAGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCAA---TAA 
>DQ313249 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGAAATGCTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGGAAACGATGGAGGGAGGAGAAATGAAA---
AATTGCTCTTTTAATATCACCACAAGCATAAGA---------------------------
GATAAGCTGCAGAAAGTATATGCACTT---TTTTATAAACTTGATGTAACACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACTAGCTATAGGTTGATAAGTTGTAACACCTCGGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATACAAAGTTCAAT------GGAACAGGACCATGTACAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCACGGACAAT---------ACTAAAGTCATAATAGTGCAGCTGAAT----
-----------AACTCTGTAGAA---------ATCAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGCA---
AAATGGAATGACGCTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTAAG----



-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATTACATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAATACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTACATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACTGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------ACTCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>L07421 
GCT---GTA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATAACATGGTAAAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAAGAGTGCTAATAGTACCAGTAAT-------------
-------------------------------------------------------------------------
----------------------------ACCAATAGTAGTTTGGAGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGTATAAAA---------------------------
AATAAGGTACAGACAGAATATGCACTT---TTTTATAAACTTGATGTAATGCCAATAGAGGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTCAAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCACTGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAGTAAAAGAAAA-----
-ACTCTACATATG------------GGACCGAAGAGGGCA---TTT------TATGCAACAGGAGAC------
ATAGGAGGATATACAGGATATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGATAGTTAAAAAATTAAAA------------GAACAATTTGGGAGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCGTTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AGATTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
CAGAATGAACAAGACTTATTGAAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATACAACTGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>DQ313250 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTATGG---AAAGAAACAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACAGAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGCTCCGAATGTTACCAATACCAATAATAGTACT----------
-------------------------------------------------------------------------
-------------------------AATACCAATAATAGTAGTTTGGACGAAGGAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCATAAAA---------------------------
GATAAGATACAGAGAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGCAGCTATAGGTTGACAAAGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGAGGAGCA---ATT------TATGCAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
AAATGGGGAGAAGCTTTAGAAAGGATAGTTAAAAAATTAAGA---------------AAACAATAT-------
-----------------------------------AACAACACAATAATCTTTACT------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAGTTGGGCAAGTGGGACAGTTTGTGGAGTTGGTTCGACATATCACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGATA---TAA 
>DQ313253 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCCCAAGAAATAGTAATGGAA---------AATGTGACGGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCACGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTTTGTGTTACTTTAAATTGCACTGATTTGGGGAATGGCCCTGATTTGGGGAATACT----------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGAGAAACCAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAAAATCACCACAAGAATAAGA---------------------------
GATAAGATGCAAAAAGAATATGCAGCT---TTTTATAAACTTGACCTGGTACAAATAGATAATGATGATAAT-
-------------------------------------------------------------------------
----------
AATACCAGCTATAGTAATACCAGCTATAGGTTATTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCGAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACACGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAGGCA---TTG------TATACAACAGGAGAA------
---------ATAATAGGAAAGATA------------AGACAAGCATATTGT---AACATTAGTGAAGCA---
AAATGGAACAACACTTTAAGACAGATAGCTATACAATTAGGA---------------AAACAATTTGGG----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTGCAGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACGAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGTCTATAGAGGGATTACAAAGAGCTTTTAGAGCC----------------------------
--------TTTCTCCACATA------CCTACAAGAATAAGACAGGGCGCAGAAAGAGCTTTTCTA---TAA 
>DQ313252 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACCACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCGCAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCATA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGGGGTATACTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------GATAGCAGGACAGGGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATGAC----------
-------------------------------------------------------------------------
-------------------
AATGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGTCAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAAAACA---
AAATGGAATGACACTTTAAGCCGGATAGTTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGCTTTTAAG------
CGACACTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTGTACGAATAAGACAGGGCTTGGAAAGGTTTTTGCTT---TAA 
>EU191616 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGAGTTGAAGAAGAATGTTAGTTCTGCCAATAATACTGTTGGTT
CTGCC--------------------------------------------------------------------



----------AATAATACTGATAGTGATGCCAATAGTACTAGTTGGATGAGAGAAGAAATAAGA---
AATTGCTCTTTCAACGTCACCACAAATATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTCTAAGCTTGATGTAGTACCAATAGGTGAT----------
-------------------------------------------------------------------------
----------------
GATAAGAATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCACGAATAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAACAGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATAGGACTTTAGAAAAGATAGTTACCAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAA------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGGCAATTACACAAGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCCATTAGCTTGCTCAACGCTACAGCTGTAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAGTAGCACAAGGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTGTTTGATA---TAA 
>MH746266 
GTT---ACA------------------------------------------
CCAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGAGGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAACCATGTGTAAAGTTA---
ACTCCACTATGTGTCACTTTAAATTGCACTAATTTGACTATTGGCAATAATACCAAT----------------
-------------------------------------------------------------------------
-------------------------AGTACGGAAGAAATGAAAAACTGGGCAAGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGAATTAAGA---------------------------
GACAAAACAAAGAAAGAATATGCACTG---TTTTATAGACTTGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------------
AATGATACAAGCTATACATTGATAAATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATCCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CATCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCACAGACAAT---------ACTAAAACCATAATAGTGCAGTTGAAT----
-----------GAAACTATAGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATAAACATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACAGGAGCA------
---------ATAACAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTGGATCA---
GCCTGGAATAAAACCTTACAAAAGGTAGTCATAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAATTTTTAAG------
CCACCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAGCATAATATAC---



AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTGTTGGAATTGGATAAGTGGTCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACC---
ATACTTTCTCTAGTA---------AATAGAGTCAGGCAGGGATACTCACCA------
TTATCATTGGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATCATAGGAATAGTACAAGGAGCTTGCAGAGCT----------------------------
--------ATACGCCACATA------CCTAGAAGAATAAGACAGGGTGCAGAAAGGCTTTTGCTA---TAA 
>MH746265 
GCT---ACA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGAGGCTAGAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTGCGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTTGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTAATTTGAACAATAGTAATAGTCAGAATAAT-------------
-------------------------------------------------------------------------
----------------------------ACTACTATAGAGGGAGGAGCAAAAGGAGAAATGAAA---
AACTGCTCTTTCAACACTTCCACAAGCATACAG---------------------------
GATAAAAGGCAGAAACAGTATGCACTA---TTTTATAAACTTGATCTAGTACAAATAAATGAAGAT-------
-------------------------------------------------------------------------
----------------------
GATAATGCCAGTTATACATTGATAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATACAAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCACC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGATCA---
CAATGGAATAAAACTTTAGAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATCCACAATTACACACACTTAATATAC---
TCCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTTGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAAGTGGC
TATGGTACATAAAAATATTCATAATGATTGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTACCAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATCAGACAGGGCGCGGAAAGAGCTTTAATA---TAA 
>MH746264 
GCA---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAGGAATGCTACTAATACT-------------------
-------------------------------------------------------------------------
-------------------------------------------ACTTTGGAAGGAGAAGTAAAA---
AACTGCTCTTTCAATATAGCCACAAGCATAAAA---------------------------
GATAAGATGCAGAGAGAATATGCACTT---TTTTATAAATATGATGTAGTACAAATAGATGAGGATAAGAAT-



-------------------------------------------------------------------------
----
GGTACTAAGGATAATACTAGCTATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTGGGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGACGTTCAGT------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAACAGAG------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGGAG----
-----------GAGGCTATAGTA---------ATTAATTGTATAAGACCTAGCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GGATGGAAGGACGCCTTACAAAAGATAGCTAAAAAGTTAGGA---------------AACCAATATAAT----
-----------------------------------AAAACAAAAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTAGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTCTCGCTAGTG---------AATAGAGTAAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGGGTTTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGGCTGAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>MH746261 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GTTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTACTATTGGCG---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATC---
ATCAGTTTATGGGATCAGGGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGAGGGGAATACTACTAGTGCCAATACTAGTAAGGGGG
GTAATGGTACT--------------------------------------------------------------
----------------AGTACCAAGAATACTACTTGGGACACGATGGAGAAAGGAGAAATAAAA---
ATCTGCTCTTTCAATGTCACCACAGACGTGGAA---------------------------
GATAGGAGAAAGAAAGAACATGCACTT---
TTTTATAAACTTGATATAGAACAAATGGAGAATAATAATAATGGTAGCTAT----------------------
-----------------------------------------------
AATAATAATAATAATGGTAGCTATAAGAACTATAAGTTGATAAGTTGTAAATCCTCAACCCTTACACAG---
GCTTGTCCAAAGATGACTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGTGATTCTAAAAT
GTAAC---AATGAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTACTATTAAATGGCAGTCTAGCAAAAGGAGAT------------
GTAGTAATTAGATCTCAAAATATTACAAATAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACGTATA------------GGACCAGGGAGAGCA---TTT------TTAGCAGCAGAAAAA------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---AATATTAGTGGAACA---
AAATGGACTGAGACTTTAGGAAAGATAGTTAGAAAATTAAGA------------GAACACCACTTTAAG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCAGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAAAGTGAGGACCGGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
AACTTAATTGAAAAATCACAGAAACAACAAGAA----------------------------------------
-----------------------------
GAGAATGAACAAGAATTATTGGCATTGGGTAAGTGGGACAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC



TGTATTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTTGCTGTTAGCTTGCTTAATACCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTAAGAGGAATTTTTAGAGCT----------------------------
--------ATCATCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH746254 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACTGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
GTCAGTATATGGGACCAAAGCCTA---ACACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATGATTTGGAGAACCTTACTAGTACCAAT-------------
-------------------------------------------------------------------------
-------------------------AATACTAGTTTGGGAAACATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATAGGAAGCAGAGAGAATATGCACTT---
CTCTATAGACTTGATGTAGTACCAATAGAGAATAATAATAGTACA----------------------------
-----------------------------------------------------------
AATAGTAGTTATAGCAGCTATAGGATGATACATTGTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTGATTAGATCTGAAAATTTCACAAACAAT---------GCCAAAACTATACTAGTACAGCTAAAT----
-----------GTAGCTGTACCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGTAAA-----
-AGTATACATCTA------------GGATCAGGGAGAGCA---CTT------TATGCAACAGAACGA------
---------ATAATAGGAGATACA------------AGACAAGCACATTGT---AATCTTAGTGAAAAC---
GCATGGCATAACACTTTAGAGCAAGTAGCTAAAAAATTAAGA---------------GAACAATAT-------
-----------------------------------AATAACACAATAGTTTTCACA------
CAATCCTCAGGAGGGGACCTAGAAATCATG---ACGCACATGTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAGGATGATATCTGG------AAT------
CACACGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGAATTAATATAC---
TCCTTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAATTGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AACAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTTGCTGTCAGCTTGCTTAACGCCACTGCTATAGCAGTAGCCGAG---
GGGACAGATAGGATCATAGAAGTAGTAAGAAGGACTTTTAGAGCT----------------------------
--------GTTCTGCACATA------CCTACAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>DQ358809 
GCG---CAA---------------------------------------------
CAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATGTAAATAAAAAGAATGGTACTAGCAACAAT----------
-------------------------------------------------------------------------
-------------------------ACTAAGGATTGGGAAAAGATGAAGGAGGGAGAAATAAAA---
AACTGTTCTTTCAATGCCACCACAAGCATAAGA---------------------------
GATAAGGTGCGGAAAGAATATGCACTT---TTTTATAGACTTGATGTGGCACCAATGAAAACA----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACGCAG---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAAAACTTTACAAACAAT---------GCTAAAACCATCATAGTACAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTTCAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTACAGAA---
CAATGGGAAAAAACTTTAAAGCAGATAGATACAAAATTAAAA---------------GAACAATTC-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGGAACAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAT---
ACCTTAATTGAAGAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGATGAGTGGGCAAGCCTGTGGAATTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCATAGCTGTAGCAGTAGCTGAG---
GGGACTGATAGGATTATAGAAATAGGACAAAGAATTTGTAGAGGT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ358810 
GCT---ACA---------------------------------------------
CAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAATTAAAATTGGTA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCATGAAGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAGCATTA---
ACCCCACTCTGTGGTGCTGCAAAGTGCACTGATGTGGGAAATGATACTACCATTAATGGTGCTAAT-------
-------------------------------------------------------------------------
-------------------AACGCTAATAGAACAATAGAGGATAAGATGGGGGAACTAATAAAA---
AGCTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------
GATAAGAGGCAGAAAGAATATGCACTT---CTTTATAAATATGATATAACGTCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACAAGCTATACATTGATAAATTGTAATACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GACAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAGAACCATAATAGTACACCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---AACATTAGCGAAAAA---
ATTTGGGCACAAACTATAAAAAGGGTAGCTATAAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------ACTACAAAAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCGCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAGAAAGAAATTGACCAGTACACAAACACAATATAC---
ACCTTAATTGAAGAATCGCAACGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATTCGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JN692435 
GCA---GAA---------------------------------------------
AAGTTGTGGTTCACATTCTATTATGGGGTACCTGGGAGA---AAAGATGCAACC---
ACCATTCTATTCTGTGCATCAGATGCTAAAGCACATCACACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAAAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGGGTTACTTTAAATTGCAGTGATTACAAGGGTACTACTACCAATAACAGTACGGAT-------
-------------------------------------------------------------------------
----------------------ACTAACAATAATAGTAGTAAGGTGGAGGGAGGAGAAATGAAA---
AACTGTTCTTTCAATGTAACCACAGGAATAGGA---------------------------
AATAAAATGCAGAAAGAATATGCAATT---TTGTATAAACTTGATGTAACACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGTACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAAAAGTTTAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATCAAGCCAACAGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAA---GAT------------
GTAATACTTAGATCAGAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GACCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGCA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAACACAGGTAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATATCCTTTCAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTGACAATTACACAAAATTAATCTAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATATCACAATGGC
TGTGGTATATAAGAATATTCATAATAATAGTGGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAATAACTGGTAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JN692440 
GCT---ACA------------------------------------------
AAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAGGAAATAGTATTGGCA---------AATGTGTCAGAATATTTTGAC----------------
--------------------------ATATGGAGAAACAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATTTGGGGAATGATACTAATACCAACAAT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTGATGTAGGAGACATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGAAGTGAAA---------------------------
GATAAAATGAAAAAAGAATATGCAACT---TTCTATAGACTTGATGTAGTACTAATAGATAAGGAAAATAAG-
-------------------------------------------------------------------------
----------
AGTGATAATACTAGTAATACTCGCTATAGGTTGATAAGTTGTAACGCCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGATCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTGCTATTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATCAGATCTGACAATTTCTCGAACAAT---------GCTAGAACCATAATAGTACAGCTGAAT----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAGTACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAGCA---GTT------TATGCAACAGAAAAA------
---------ATAATAGGAAACATA------------AGAAAGGCACATTGT---AACATTAGTGAATCA---
AGATGGAACAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAAAATTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTTGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATGTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATAGCATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTGATATAC---
ACTTTAATTGCAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTGATACCATAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGGTTACAAAGGGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGGATAAGACAGGGATTTGAAAGGGCTTTGCTA---TAA 
>JN692443 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCTCTCTATTTTGTGCATCAGATGCTAAAGCATATAGCACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGATGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCAGTAATGTGAATTTAAAGTGCAGTAATGAGAATTTAAATTGC----
-------------------------------------------------------------------------
-------------------AGTAATGACAATGCTAGTAGGATAGAAATGGAGAGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAGCATACAA---------------------------
AATAAGAATAGTAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCACTAGATAAGAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTAATAAATTGTAACACCTCAGAAATTACACAG---
ACCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGAGCTGAAAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAGTA---------ATTAATTGTATAAGACCCCACAACAATACAAGAAAA-----
-AGTATACCGGTG------------GTA---TGGAGGACA---TTA------TATGCAACAGGGGCT------
---------ATAACAGGAAATATA------------AGACAAGCACATTGT---AACCTTAACAGAACA---
CAATGGAACAAAACTTTAGGACAGATAGTAACAAAATTAAGG---------------GAACAATTTGGA----
-----------------------------------GATAAAACAATAATCTTTACC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTATACAGGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTCTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTGTTAATTTGCTTAATGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGATTATAGAAGGATTACAAAGACTGGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCAAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAA---TAA 
>JN692444 



GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGCCCCACAAGAAATAGAATTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATATCCCTGCCAATAAGAATAGT-------------------
-------------------------------------------------------------------------
-------------------------------AGTGTGAATACCACTAGTTTAGGAGAGATGAAA---
AACTGCTCTTTCAATATCAGCACAAAAATAAAA---------------------------
GATAAGGTAGAAAAGGTCTGGGCAACT---TTTTATAATCTTGATATAGTACAAATAGAAAAT----------
-------------------------------------------------------------------------
-------------------------
AATAATAGTTATATGCTGACAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGATGACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGATAATTAGATCTGAAAATATCATGGACAAT---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTGCAA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
GCTTGGAATAAAACTTTAGAACGAGTAGTTATAAAATTAAGA---------------GAACATTTTAAA----
-----------------------------------AACAAAACAATAAACTTTACA------
CAACCCTCAGGAGGGGATCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGAAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTAGGGATCAAATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGAATCAATATAC---
AGCTTAATCGAAAAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTATCATTAGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGGGCAGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN692445 
GCA---AAA---GAA------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCTTATGTCACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGGTAGTACTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAATGTAATGATGCAAAACTTAACAGTACAAAAACTAACAGTACAACTAAC-
-------------------------------------------------------------------------
----------------AGTACTGATCCTAACAATAGTAACTTGGGGATAGAGGGAGAAATAAAA---
AACTGCACTTTCAATGTCACCAGCATGGGA---------------------------------
AAGAGTAGGAAAGAAAATGCAATT---TTTAATAAACTTGATATAGTACCAATAGAGGATGATAGTAAT----
-------------------------------------------------------------------------
----AATAGTACTAGTAATAGTAGTAAAAGTTATATGTTGACAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAAT
GCAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATGATTAGATCTCAAAATTTTTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GACACTGTACAA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGGGCAGCA---TTT------TATGCAACAGGAGAT------



---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAACAAAACTTTAAAATTTATAGTAGCAAAATTACAA---------------GAACAATTTAAC----
-----------------------------------ATAACAAAATTAAATTTTAGG------
AACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGCTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATATTATTTGG------GGT------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AACTTGCTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAGACTTGTGGAGTTGGTTTGACATAACACACTGGC
TATGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>JN692447 
GCT---GCA------------------------------------------
GACCATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAACCCCCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATTATACAGAA---ATGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
AAAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGGAGAATAAGAATATTACGAATAATAAT----------
-------------------------------------------------------------------------
----------------------AGTAGCATGAATACAAATATTATAGAGAAAGGAGAAATAAAA---
GATTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGGTGCAGAAAGTATATGCACAA---
TTTTATAAACTTGATGTAACACCAATAGGTGATGATAATAATAGTAAT-------------------------
--------------------------------------------------
AATAATGGTAGTAGAAACTATACAAACTATAGATTGATAAATTGTAATACCTCAGTCATCACACAG---
GCCTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTAAAAACTTCACAAATAAT---------GCTTACACCATAATAGTACAGCTAAAT----
-----------GAGACTGTACAA---------ATTAATTGTTCAAGACCCGGCAATAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGCGTA---TTT------TAT---ACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---AACATTAGTGGAAAA---
GCCTGGAATAAAACTTTAAATCAGATAGCCACAAAACTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTCAA------
CCATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGACAATTACACAAACTTAATATAC---
TCTTTACTTGAAGAATCGCAGTCCCAGCAAGAA----------------------------------------
-----------------------------
AACAATGAAAAGAAATTATTAAAATTGGATCAGTGGGCAAGTTTATGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGAATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTGATGCCACAGCCATTGCAGTAGCTGGG---
GGGACAGATATAGTTATAGAAGCAGCAAGAATAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>EF637056 
GCA---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTCACTTTAGATTGTACTAACTATAATATTACTAGTAAAACTAATAGAACTAAT-------
-------------------------------------------------------------------------
----------------------GAAAATGATATTAGTTTGGAAATGGGAGAGGGAGAACTAAAA---
AACTGCTCTTTCAATGTCACCACAGGTATAAAA---------------------------
AATAAGGTAAAAAAGGAGTATGCAATT---TTTAATAGACTTGATGTAGTACCAATAGATAGC----------
-------------------------------------------------------------------------
----------------
AGTAATAGCAATAGTAGCTATATGATAATAAATTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGCTTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAAAACATAATAATACAGCTGAAT----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTC------------GCACCTGGGCAGGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGGACAA---
GATTGGAACAGAACCTTAACACGGATAGCTAAAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAATCAATACAATTTACA------
AAACACTCAGGAGGAGACCCAGAAATTGAA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTTCCGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAAACTTGGAATGAGATTTGG------AAT------
AACATGACATGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTACAATTAGACTCATGGGCAAATTTGTGGAGTTGGTTGGACATATCAAACTGGC
TGAAGTATATAAAAATATTCATAATAATAATAGGAGGCTTAATAGGTTTAAAAATAGTTTTTACT---
GTAATTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCC------
CTATCGTTCGCTGTCAGCTTGCTTAATGCCACAGCAATTGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAATAGCAGGTAGAGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>EF637054 
ACT---GAA---GAA------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGTATTGGAG---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTGTGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTATTACTTTAAATTGCTCTAATACAGAGAGAAATGTTACAGGTATCAAGGCA----------
-------------------------------------------------------------------------
----------------------GAGAAAAATATTACAGATAATAGTATAAAGGAAGAAATAAAA---
AACTGCTCTTTCAATGTC---ACAAGCATAGGG---------------------------
AATAAGGTGCGGAAAGAACATGCAATT---TTTAATAAACTTGATGTAGTACCAATAAATGATAAGACA----
-------------------------------------------------------------------------
----------
AATAATAATACAAACTATACAAACTATATGTTGATAAGTTGTAACACCTCAGTCGTCACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAGGAAATTCAAG------GGATCAGGACCATGTAAAAGT-----------------------
-GTCAGT---GTAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAGAACCATAATAGTACAGCTGAAT----
-----------GGAACTATACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GACTGGAACAAAACTTTAGAACAGATAGTTAGAAAATTAAGG---------------GAACAATTTGGT----
-----------------------------------AATAAAACAATAAGCTTTAAG------



CAATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAGGTCTTTGGATAACATTTGG------CAG------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTGGCAATTACACAAAATTCATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AATAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATAACAAACTGGC
TGTGGTATATAAAAATTTTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTGTTAGTTTGTTTGATGCAATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTGATAGAAGTGTTACAAAGAATTGGCAGAGCT----------------------------
--------TTTCTTAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>EF637051 
GCT---GCA------------------------------------------
GGGAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAGAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTTGACAAATAAAACTACCCCTACCAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTCTTGAGAAAGGGATGGGGGGAGAAAGAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAAAA---------------------------
AATAAGGTGCAGAAAGAATATGCTACT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATCCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGGGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTATTAAATGGCAGCCTATCGGAAGAAGGG------------
GTAGTAATTAGGTCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTCATTGTATAAGACCTGGTAATAATACAAGCAAA-----
-AGTATACACATG------------GGACCGGGGCGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAACA---
AAATGGGACAACACTTTAAACCAGATAGTTACAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATATCCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---CTACACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACCATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAACTGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTTTCACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTCGCTGTTAATTTGCTTAATACTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTACAAAGAATTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGATTTTGCTA---TAA 
>EF637050 
GCT---CCA------------------------------------------
AATAACTCGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCAACT---
ACCACCCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCTAACCAGCAGGAAGTAGAATTGGAA---------GATGTAACAGATAATTTTGAC----------------
--------------------------ATGTGGAAAAAGAGCATGGTAGACCTGATGAATGAAGAGATA---
GTCAGTGTATGGGATCAAAGCGTA---AAGCCATGTGTAAAATTA---



GCCCCACTCTGTGTTACTCTAAATTGCACTAATTTGAATAATAGTGTTGATAAGATCAATACT----------
-------------------------------------------------------------------------
-------------------------AGTAGTAGTAGTGAGAACGAGATAAAGGAAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGCAGAAGA---------------------------
AATAAATTGCGGAAAGAATATGCACTT---
TTTTATAAGCTTGATATAGTACCAATAGATAATGATAAAATAAGC----------------------------
-----------------------------------------------
AGTGATACAGGTAATACAAGCTATGCAAGCTATACATTGATAAGTTGTAACACCTCAATCATTACCCAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGAAGAACTTCACT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TGG------TTCACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGAGTAACACTTTAAAACAGATAGCTATAAAATTAGGA---------------AACTACTTTGAC----
-----------------------------------AACAAAACAATAATCTTTACT------
AACTCCTCAGGAGGGGACCCTGAAATTGTA---ACTCACAGTTTTATTTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAGATTGACAATTACACAGAGGTAATATAC---
AACTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAACTGGTAGAGCA----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>EF637048 
GCT---AAT------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGATTGTAGCCATAATGTTGATAGTATCAATGGTAGCCATAGTGTTACTACTA
TC-----------------------------------------------------------------------
----------AATGGGACCAATAATGTTACTACTACCCTTGCGCAGGAGGAGAGGGAAATAAAA---
AACTGCACTTTCAATATCACAACAGGCTTAAAA---------------------------
GATAGGGTGAAACAAGACTATGCACTT---TTTAATAGCCTTGATGTAGTACCAATAGGCAAG----------
-------------------------------------------------------------------------
----------------------
AACAATACAAGCTATATGTTGGCAAGCTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGGCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGAACTGAAAATTACACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCAATG------------GGACCGGGGAGAGCC---ATG------TATGCAACAGGAGGC------
---------ATAGTAGGAAATATA------------AGACTAGCACATTGT---AACATTAGTGGAGAA---
AAGTGGAATGACACTTTAAGACGGATAGCTATAAAATTACAT---------------AAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACTCAGAAATTATA---ATGCACACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------



----------------------------AGCAAATCAGAGAAAGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAACTACACAGACTTAATATAC---
AACTTACTTGAAAAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTGGATAAGTGGACAAATTTGTGGTCTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCAACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAGGATTTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>EF637047 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGATCCAAATGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTCTATGGGATGAGAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCCCTCTGTGTCACTTTAAATTGCACTGATGTGTGTGACAATAATACTCAA-------------------
-------------------------------------------------------------------------
-------------------------------ACTAATTGTTCTACTATTAATTCAGAAATGAGA---
AACTGCTCTTTCGATATTGACACAAAAATAGGA------------------------------
AATATACGAAAAGAACATGCAATT---TTTAATAAACTTGATATAGTACCAATAGAGCAAGAAGAACCGCAT-
-------------------------------------------------------------------------
-------------------------AGAAGATATATGTTGAGAAATTGTAACACCTCAGTCATTACGCAG---
GCCTGCCCAAAGACATCCTTTGAACCAATTCCTATACATTTCTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGGTCTGAAAATTTCACGGACAAT---------GTTAAAAACATAATAGTACAGCTAAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGCATACATATG------------GGATGGGGAAGAGCA---TTT------TATGCAACAGGAAAG------
---------ATCATAGGAAATATA------------AGACAAGCATATTGC---AACATTAGTAGAACA---
AAATGGAGTGACACTTTAAAAAGAATAGCTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
TCATCCTCGGGAGGGGACCCAGAAATTGTA---ACACATAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGAAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCAGGATAACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATAGACAATTACACAAATACAATATAC---
AGGTTACTTGAAGAATCGCAGAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTGATTTCAATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGTCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGACTTATAGAAGCAGCACAAGGAGTTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF637046 
GCT---ACA---AAA------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCGAAAGCATATGAAACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCAATCTGTGTTATTTTACATTGCACTAATTATACTAATACTAGTGCTAATACCTTTAGTAGTCCT----
-------------------------------------------------------------------------
-------------------CTTACCAATGATAGCAGGTGGGAAGATATGAAGGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAAAA---------------------------



GATAAGGTGAAAAAAGAACATGCACTT---TTTAATAGACTTGATGTAGTACCAATAGATAATGCA-------
-------------------------------------------------------------------------
-------------
GAGAATGGTAGTAGGACAAGCTATATGTTAAGAAATTGTAACACCTCAATGATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGATCAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCCACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
ATAGTAATTAGATCTAAAAATTTCACGGACAAT---------GCTAAAATTATAATAGTACAACTGAAT----
-----------ACATCTGTAGAA---------ATTAAGTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTGGAACA---
AATTGGACTAACACTTTAAGGCAGGTAGCTCAAAAATTAGAA---------------GAATTTAAT-------
-----------------------------------AATAAAACAATAGTCTTTAGT------
CCATCTTCAGGAGGGGACCCAGAAATAGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAGTGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
TCCTTACTTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGTTTGCTTAATTACACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JN692450 
GCT---ACA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTAGCA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTGGAATGGTACAAATACCACTAGTTCTAAT----------
-------------------------------------------------------------------------
-------------------------ACCACCACTATTGAGGATAAAATGAGGGAAGAAATACAA---
AACTGCTCTTTCAACATAACCACAGGGATAGGA---------------------------
AAAAAGGTGAGAAAAAACTATGCATTT---TTCAATAAACTTGATATAGTACCAATAGAGGATGAT-------
-------------------------------------------------------------------------
----------------
GATAATAATAATACTAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGTAGTTTGGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATATCTCAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------GAAACTGTGCAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTATG------------GGATTTGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAATACTTTAAAACAAATAAGTAGAAAATTAAGA---------------GAATATTTTAAT----
-----------------------------------CATAATACAACAATCTTTGCT------
AATGCTTCAGGAGGAGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AAAAGCAATGTAACTACAATCTGG------GAT------
AACCTGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGATTTATTGGCCTTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTAGCAGTTAGTTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTAATAGAAATAGTACAAAGAATTGGCCGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN692451 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGACACGGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGACA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTTAATACTACTAATACCAATAATAGTACTGCTTCTAATA
CC-----------------------------------------------------------------------
-------------AATAATAGTACTAGTACTAGTTGGAAAGAGATGGAGGCGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACTGCAAGCATAGAT---------------------------
AAGAAGGTGCGAAAAGACTATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAGTAATAATACAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGCACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGGCCAGTAATGTCAACT---
CAGCTGCTGTTAAATGGCACCTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATTTCAGACAAT---------GTTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACAGCTG------------GTAGGGGGGAGAACA---CTT------TATGCAACAGGAAAA------
---------ATAATAGGAGAGATA------------AGACAAGCACATTGT---AACATTAGTGCAACA---
AAGTGGACTAACGCTTTAAACCAGACAGTTACAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTACT------
CAATCTTCAGGAGGGGACCCAGAGATAACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAATGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCCCCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATCAGGCTATTTGG------AAC------
AACATGACATGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGAATTAATATAC---
AGCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCTCTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTGTTAGTTTGCTTAATTTCATAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGCAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------TTTCTCAACATA------CCAAGGAGAATAAGACAGGGACTCGAAAGGGCTTTGCTA---TAA 
>JN692452 
GCT---GAA------------------------------------------
AAAGATTTGTGGGTCACGGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGGCTATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAACTAGAATTGAAA---------AATGTAACAGAAGACTTTGAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTATTAATTGGACTAGTACCAATATCAATAGTAGTAATGTG-------
-------------------------------------------------------------------------
----------------------TGGGCCAATAGTAGTTTGAAATTTAAGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCTCCACAAGCATAGGA---------------------------
AATAAGATGCAGAAAAACTATGCACTT---TTCAATAAACTTGATGTAGTTCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------



ACAAGTTATATGTTGGTAAATTGTAACACCTCAGTCATTACACAG---
TCTTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGAAAAGGACAATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAACATCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCGGGGAGAACA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTGGAGGA---
AAATGGAATAACACTTTAAAACAGATAGTTATAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GGTGCTCTGGAAGACTCATTTGCACCACTAATGTGCCTTGGAATAGGACTTGGAGT-----------------
----------------------------AATAAATCACGTGAGGACATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GAGAAGGAAATTGACAATTACACAGACATAATATAC---
ACATTACTTGAAACATCGCAACACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTGGTTTGCTCAACGCCACAGCTATAGCAGTAGGTGGG---
GGGACAGATGGGATTATAGAAGTAGTAAGAAGACTTTGTGGAGCT----------------------------
--------GTGCTCAACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN692453 
GCA---GAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAGGAAGTGGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAAAGAATAATGGTACCAACAATAGTAGTATTGTT----
-------------------------------------------------------------------------
----------------AATATTACCACTAGTAATAATAGGGAAGAGATGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGAATAGGA---------------------------
GGTAAAATGCAGAAAGAATATGCAGTT---TTCTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAGTTGTAACACCTCAGCCACTACACAT---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTGAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGGATAAT---------GCTAAAACCATAATAGTACAGTTGAAC----
-----------AAATCTGTGGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAAACAA---
AATTGGACAGAAACTTTAAGACAGATAGCTAGAAAATTAAAA---------------GAACAATTTAAC----
-----------------------------------AGCACAAACATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCGGAACTAGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAGAATAAATCTCTGGACAACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAACTTAATATAC---
ACTTTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTATGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------



TTATCATTCGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACATAGGGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGGCAGGGCTTAGAAAGGGCTTTAATA---TAA 
>JN692457 
GCT---GAA---AAA------------------------------------
GACAACTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAATTAAAAATGGAA---------AATGTGACAGAAAATTTTCAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCAGTAATAGTGTAAATGCCACTATTAGTGCTAGTGAGAAC-------
-------------------------------------------------------------------------
----------------------AGAACTTTTGATTGGGAACAAGGGATGGAAAAAGAAATACAA---
AACTGCTCTTTCAATGTAACCACAAGCATAGGA---------------------------
CAAAAAGTGCGGAAGGAACATGCACTT---TTTAATAGACTTGATATAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTACAAACACAAGCTATATATTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATATATTATTGTGTCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATATCACAGACAAT---------ACCAAAAACATAATAGTGCAGTTGAAT----
-----------GATACCGTACAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGG-----
-AGTATATCTATG------------GGACCGGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGC---ACCCTTAGTAGAGCA---
CACTGGAACAACACTTTAAAACAGATAGTTATAGCATTGAAA---------------AAACACTTT-------
-----------------------------------AATAAAACAATAAAATTTAAT------
CAATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAATATTAGTTGGAGT-----------------
-------------------------AACAGGACAAATTTGACTGCAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAACATAATATAC---
AACCTACTTGAGGAATCGCAAGTCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAGCTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGTTTAATGCCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGAGTAATAGAAGTAGTACAAAGAATTGGCTTAGCT----------------------------
--------TTTCTCCACATA------CCTAGACGAATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>FJ195090 
GCT---GCA---GAA------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACTGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAATTGAGTATTACTACTTGTACCAATAGTAGTACCAATAGTA
GCAAT--------------------------------------------------------------------
----------AGTGCTGGTAGTAATAATACTTGTATAGATGAACAGATGAGGGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAG---------------------------
AATAAAATGCAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGCACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTATCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATACAGT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAACAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAATTATAATAGTACACCTGAAC----
-----------GAGTCTGTAGAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAAAGCA---
AAGTGGGAAACCACTTTAAAAAGGGTAGCTATAAAATTAAGA---------------GAACAATAT-------
-----------------------------------AACAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAACTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTAATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAGAATTAATATAC---
AGTTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCCGATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
ATAATTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAATTTGTATAATACTATAGCTATAGCAGTAGCTGAG---
GGGACAGATTGGGTTATAGAAGTAGTACAAAGACTTGGCAGAGCT----------------------------
--------TTTATCCACATC------CCTAGGAGAATAAGACAGGGCTTAGAAAGAATTTTGCTA---TAA 
>JN692459 
GCT---ACA------------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCTCAAGAAATAAACCTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGTTTTAAATTGCACTGATGCGCAAGATGGTATTATTGCAAAAAATGATAATAGT----
-------------------------------------------------------------------------
-------------------ACTACTAATAGGACTTTTAAGGAAGGGATGAATAAAGAAATAAGA---
AACTGTTCTTTCAATATCTCCACAGGCATAGGA---------------------------
AACAAAGTAAGGGAAGATTATGCACTT---TTTAATCTGCTTGATGTAGTACCAGTAGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAGAAGCTATATATTGAAAAATTGTAACACCACAGTCATTACACAG---
GCATGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTTTAAAAT
GTAAT---AATAATACGTTCAGT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGT---GTAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGATGAG------------
GTAGTAATTAGATCTGAAAATTTCACCAACAAT---------ATTAAAAACATAATAGTACAGCTGAAC----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACATATA------------GCCCCAGGGAGAGCA---TTT------TATGCAAGAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
GACTGGGGTAGGGCTCTAACAAAGGTAGCTAAAAAATTAAGA---------------GAAAAATTTAAA----
-----------------------------------AATAAAACAATAATTTTTACA------
AATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGAAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTAGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAAAATCTAAGTGCAATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAGAAAAAAATTGACAATTATACAGAACTAATATAC---
TCCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGAAATTGGATAAGTGGGCAAACTTGTGGAACTGGTTCGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAAAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAGCTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGCAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCCAGAAGAATCAGACAGGGCTTAAAAAGGCTTTTACTA---TAA 



>JN692460 
GCT---ACA------------------------------------------
AAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATATGTAAAGTTA---
ACCCCACTTTGTGTTACTCTAAATTGCAGTAATGTAATTTGCACTGGGAATAGCACTAGTAATAGTAATTGTA
GTAGC--------------------------------------------------------------------
-------GCTGGTATTGATACTGGTATGAAAAATAGTAGCGCTGGTACTGATACTGGTATGAAA---
AACTGCTCTTTCAACATCACCACACCCATAAGA---------------------------
GGTAGGGTGCGAAAGGAATATGCAATT---TTTGACAAACTTGATGTAGTGCCAATAAATGAAAATAAT----
-------------------------------------------------------------------------
-------------
AATAATGATAGTAAGGCAGAATATATGTTGGTAAATTGCAACACTTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GAAAAGACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CATCTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCCGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACAGTAGAC---------ATTAATTGTACAAGACCCAACAACAATACACAAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATACAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACAGTTAATAAAACA---
AAATGGGAAAACACTCTAAAACAGATAGTTATAAAATTAGCA---------------AAACAATTTCCT----
-----------------------------------AATAAAACAATAGGCTTTAAG------
CAACCCTCAGGAGGGGACCCAGAAGTTACA---ATGCACACTTTTAATTGTGGAGGAAAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTTGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AATAAATCTCTAGATGACATTTGGAAA------ACA------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTATACAGTCGAAATATAC---
AAATTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAGGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTG------------------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTTAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGGAGCACAAACCATTGGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAA---TAA 
>JN692463 
ACT---GCA---GAA------------------------------------
CAACTATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAGGTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCAGTAATGCTAATTTCACTAATTCTAATAGTACTAAT----------
-------------------------------------------------------------------------
-------------------------AATAATAGTAGTATTAAGATGGGGGAGGGAGAAGTAAAA---
AACTGCTCGTTCAATATCACTGCAGGCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTG---TTATATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCGGTTCAAT------GGAACAGGACAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTCCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAACATCACAGACAAT---------GGTAAGAACATCATAATACAGCTGAAC----



-----------GAAACTGTAATA---------ATTAACTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
GCTTGGAATAACACTTTATACAAGGTAGTTAAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAC------
TCATCCTCAGGAGGGGACCAAGAAGTTGTA---ATGCACAGTTTTAATTGTGCAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATTATATTTGG------GAT------
AACATGACTTGGATGGAATGG---GAAAGAGAAATTGATAATTACACAGGATTCATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATGTAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGACTTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JN692467 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTTTATTATGGAGTGCCTGTGTGG---AAAGATGCAAAC---
GCCACTCTATTTTGTGCATCAGAGGCTAAATCAGTTGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCTCAGAC---
CCAAACCCACAGCAGATAGTCTTGGGG---------AATGGGACAGGATCTTTTAACTA--------------
--------------------------TGTGAGAAAAACAACATGCTGGAGCAGATGCAGGTGGTTAGG---
ATCAGTTTATGGGATCAAAGAGAA---AAGCCAAGAGCAAAAGGA---
ACTACGGTATGTGTTACTCTTTTGGCACCAATGGTGGAATACTACTGCGAATACTACTGCCAATAC-------
-------------------------------------------------------------------------
-------------TACAGACAAT--ATTATTCGGGTGGAAAAAATGGAGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATCTCTCCTCAAACATAGGA---------------------------
AATAGGAGGCATAGAGAATATGCACTT---TTTTATAGACTTGATGTAATGTCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCTATACACTGATAAATTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------GAAACTGTAGAA---------ATAAATTGCACAAGACCTAATAACAATACAAGAAAA-----
-AGTATACATCTA------------GGGCCAGGTAAAGTA---TTG------TATGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AGCCTTAATAGAACA---
AAATGGAATAACACTTTAGAACAGATAATTAAAAAACTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAACCTTTAAG------
CCTTCCTCAGGAGGGGACCCAGAAATTGAA---ACACACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATGACATTTGG------GAT------
AAATTGACCTGGATGGAGTGG---GAGAAAGAAATTGATAATTACACAGGCCTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGCAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GTATTTTCTATAGTG---------AGTAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTGCAAAGATTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JN692475 
GCT---GCA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAACAACC---



ACCACTTTATTTTGTGCCTCAGATGCTAGAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---TCTGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAGTAATGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAAGCTA---AAGCCATGTGTAACATTA---
ACCCCATTCTGTGTTACTTTAAATTGCACTAATGCTAATAGTACTCATGCTAATAAGACCAATACC-------
-------------------------------------------------------------------------
----------------------ACTGCTCCTACTACTACCACTGCTGTAGGTGAAGAAATAAAA---
CACTGCTCTTTCAATGTCACAGATAACATAGGA------------------------------
AAGGTACGAACAGAACGTGCATAT---TTTAATAAGCTTGATGTAGTACCAATAGATAATGATAAT-------
-------------------------------------------------------------------------
-------------AATAATGGTAGTGGAAGATATATGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACACTGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAGTTGTTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGTTGAAC----
-----------AAAACTGTAGTA---------ATTAATTGCACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAATCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGCATG---
AAGTGGACTAACACCTTACAACAGATAGTGATAAAATTAGCA---------------
GAACAATTTAATATAACAGGA------CAA------------------GATAATAAAACAATAAGCTTTAAT-
-----CGATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTACCTGGAGT-----------------
----------------------------AAGAAATCTCTGAATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAC---
AACTTACTAGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTACTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTCTTTACT---
GTACTCTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAATTTGCTGAATTGCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAACTGGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>FJ195091 
GCT---GCA------------------------------------------
GACAAATTATGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAA---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCTAACCCACAGGAAATGGTATTGGCA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAATTCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTTCTACTTTGAGTACAAAGTGCAATAATACT----------------
-------------------------------------------------------------------------
-------------------------------GGTACTAATAATAGCCGTTGCGAAGAAATGAAA---
AACTGCACTTTTAATATCACCACAGGCATAGGA---------------------------
GGTAAGATGAAAAAAGAATATGCACTT---TTTTATACAGGTGATATAGTATCAATAGAGGGA----------
-------------------------------------------------------------------------
-------------------
GGTAATAAGACTAGCTATATGTTGATAAATTGTAATACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAAGCATAATAGTACAGCTGAAT----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGGCCTAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGAAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGC---AATCTCAGTAGAGCA---
GACTGGAACAGCACTTTACAACAAATAACTGCAAAATTAAAA---------------GAACAATTTAAG----



-----------------------------------AATCAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---AAGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGAAACTTGAGTAAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGACATAATATAC---
CAATTGCTTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAACGAACAAGAATTATTGGAATTGGATAAATGGGGAAGTTTATGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCCATTAATTTGCTTAACACAATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGGGCAAAGAATTGGTAGAGCT----------------------------
--------ATCATTCACATA------CCTAGAAGAATAAGACAAGGCGCAGAAAGGGCTTTGCAG---TAA 
>FJ195088 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---TATGCCTGTGTACCCGCAGAC---
CCTAATCCACAAGAAGTAGTACTGGAA---------AATGTGACAGAATACTTTAAC----------------
--------------------------ATGTGGAAAAATACAATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCGCTCTGTGTTACTTTAAATTGTATTAATGCTAATAAGACTGCTGACAATAGT----------------
-------------------------------------------------------------------------
----------------------------AGTAGTAGTGGGGAAAATCTGAAGGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACAGAAGA---------------------------
ACTAAGGTACAAAGAGAGTATGCATTT---TTTAATAGACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACAAGCTATATGTTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAAAAGTTCAAG------GGAACAGGACCATGTACAAAC-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATCAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAGTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCATCTTGT---AACCTTAGTGGAACA---
GACTGGGAGAGCACTTTAAAACAGATAGTAGAAAAGTTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATATCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATAGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGAATATGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATGGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCGATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGGACTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ195089 
GCT---AAA---GAA---------------------------------
GAAGAAGATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CGTGCCTGTGTACCCACAGAC---
CCTAAACCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---



ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATTTGTGTAACTTTAAAATGCACTAATGTGACGTTGAATAATAACAGTACAGAG-------------
-------------------------------------------------------------------------
----------------------------AATAATAACAGTACTATAGACTTGGAAGAGGTAAGA---
AACTGCTCTTTCAATATAACAAGAGGCATGGGA---------------------------
GGAAAGGTGCGGAAGGACTATGCCATT---TTTAATAAACTTGATATAGTACCAATAGGTGGT----------
-------------------------------------------------------------------------
-------------------
AGTAATAATACAAGTTATATGTTAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAT---GATAAAAGTTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAGGGAGAT------------
GTAATAATTAGATCTGAAAATTTCACTAATAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTATTTGTATAAGACCCCACAACAATACAAGAAGG-----
-AGTATACATATG------------GGATGGGGGAAAACG---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTTTTACA---
AAATGGAATAACACTTTAAAACAGATAGTTAGAAAATTAAGG---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
TCATCCTCAGGAGGAGACCTAGAAATTGTA---ATGCACACTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTTATAATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACACAACAAATATAC---
ACCTTACTTGAAGAATCGCAGTTCCAACAAGAA----------------------------------------
-----------------------------
CACAATGAACAAGAATTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTGATAGAAGTATTACAAAGAATTGGCAGAGCA----------------------------
--------GTACTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAACTAGCTTTACAA---TAA 
>JN692479 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTTACAGTCTATTATGGGGTACCCGTGTGG---AAAAATGCAACC---
ACCACTCTATTTTGTGCATCGGATGCTAAGGCATATCATCCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAAACTTGCAG---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAATAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTCACTTTAAATTGCACTGATGCTAACACTACTACTAGTACCAATAGTAGTAGG-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTGAAAAACTAAAAATGGAGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCGAAAGCATAAAA---------------------------
AATAGGGTGAAGAAAGAATATGTACTT---TTTGATAGACTTGATATAGTCCAACTAGATAGTGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATGCATTAAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGCACCCCAGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAAAACTTCAAG------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGGA---------
GAAGTAGTACTTAGGTCAAAAAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGCAT-
--------------AACAATGTAACA---------ATTAATTGTCTAAGACCTAACAACAATACAAGAAAA--
----AGTATACACATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGCT---
------------ATAATAGGAGATATA------------AGACGAGCACACTGT---AACATCAGTAAAAAA-
--GCTTGGAATGACACTTTAAGACTGGTAGCTAACAAACTAAGA---------------GAACAATTTAAT--
-------------------------------------AATAAGATAATAGTCTTTAAC------
CACTCCTCAGGAGGAGACCCAGAAATCGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACAGCATTTGG------GGT------
AACATGACCTGGATGGATTGG---GATAGAGAAATTAGCAAGTACTCACAATCAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAATTTGCTTAATACCACAGCTATAGCAGTAGCAGAG---
GGGACAGATACGATTATAGAAGTAGCACGGACAATTGGTAGAGGT----------------------------
--------TTTCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ377443 
GCT---GAA---GAA------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGAGGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACATGAACAAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
AAGAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCTCTAATTATTTGAAGAATGTTACAAATACCACCAGTACC-------
-------------------------------------------------------------------------
----------------------AACAATATTACTGGTTTGGGAAATATGGTGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACTACAGGCATAGGA---------------------------
AACAAGGTAAAGAAAGAACATGCACTT---TTTAATAGACTTGATATAGTAAAATCAGACAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCCATATATTGGTAAATTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCTCT---GATCCAAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATATCTCAAACAAT---------GCCAAAACCATAATAGTACAGCTGAAC----
-----------AGCTCTGTAGAA---------ATTAACTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGCACA---
GCTTGGAACAACACTTTAAAAAAGATAGTCGAAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAATCTTTAGT---
CCTCCTGTCACAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AGTAAAACTCATGATGAAATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATAGACAATTACACAGACATAATATAT---
GGGTTACTTGAGAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGACAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTATTAGCTTGCTCAATACCACAGCAATAGTAGTAGGTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ377487 
GCT---ACA------------------------------------------
GAGGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTTTATTTTGTGCATCGGATGCTAAAGCATATGGCACGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACTCACAAGAAATAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAAAAATGGTACTGATGTCAATAATGCTAGTGCTA
CAACCCCTCCTACGTCTACGTCTACCACCAGT-----------------------------------------



----AGTGCTTTGAGAAATAGGGCGGAAGAAATAGATTTGAAAAATATGACGGGAGAAATAAAA---
AACTGCTCTTTCAATATCTCCACAAGCATAAAG---------------------------
AATAAGATACAAAAACAGTATGCACTG---TTTAATATACTTGATGTAGTGCCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AATACTACAGAATATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAAATCTGAAAACTTCACGAACAAT---------GCTAGAGCCATAATAGTACAGTTGAAT----
-----------GAAACTGTAGGA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------GTAATAGGAGATGTA------------AGAAAAGCACATTGT---AACATTAGTGGAGGA---
AAATGGGAAGAAACTTTAAAAAGGATAGCTACAAAATTCACA---------------GAACAATTTAAT----
-----------------------------------AAGAGCACAATAATATTTAAA------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTATCATTCGCTATTAGTTTACTTAATGCCACAGCTATTGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAAGGATTTGAAAGAGCTTTGCTA---TAA 
>JN687739 
GCT---CAC------------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGRC---
CCTAATCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCAATCTGTGTTACTTTAAATTGCATTAATTGGAATAGTACCAATAGTACCAGTAAT-------------
-------------------------------------------------------------------------
-------------------------GCCACTAGTAGGGTGGGAAACATAGTGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAGGA---------------------------
GATAAGGTGAAAAAAGACTATGCGCCT---TTTAATATAATTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
GTAAGTTTTATGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGGAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGGGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACGGTAGAC---------ATTAATTGTACAAGACCCAGCGACAATACAAGAAAG-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAGAGCA---
AAATGGAACAATACCTTAAGACAGATAGCTATAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------ACTAATATTACTACAATAATCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGCAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAACAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGGAAAATCATTTGCACCACCGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAGATTGACAATTACACAGGCTTAATATAC---



AGCTTACTTGAAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCTTTCGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGGTGAA---
GGGACAGATAGGGTTCTAGAAGGGTTACAAAGAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF680907 
GCT---GCA------------------------CTA---GCA---GCA---
CCAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTGTTTTGTGCATCAGATGCTAAAGCATACAAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTATTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATGATTTGAAGAATGATACTGGTGCCCAGAATACTAGTAAT-
-------------------------------------------------------------------------
----------------AGTGCCACTAATAGTAGTTGGGGACATATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGTATAAGA---------------------------
GGTAAGATAAAGAAGGAACATGCTCTC---TTTTATAGACTTGATGTAGTACCAATAAAAGAA----------
-------------------------------------------------------------------------
----------------
AATAGTGATAATACTAGTTATAGATTGATAAGTTGTAATACCTCAGTCATTACCCAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAGTGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAAAGCA---TTT------TATGTAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
CAATGGAATAAAACTTTAGAAAAAATAGTTGAAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AACACAAAAATAATCTTTGAG------
CCATCTTCAGGAGGGGACCCAGAAATTGTG---ACTCACAGTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAACGTGCCTTGGAACACTAGTTGGAGT-----------------
-------------------------AAGAATAAATCTCTGGATGACATTTGG------CAA------
AATATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAT---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTAGCT---
GTACTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCA------
GTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTGTAGAAATAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTTCACATA------CCTACAAGAATAAGGCAGGGCTTAGAAAGGGCTTTACTA---TAA 
>KU749389 
GCT---ACA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGACAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATAATGGTACTAGTACTAATACCACTAGTAATGCCACTA
ATACCACCAAC--------------------------------------------------------------
-------------ACTGCCTCCCCCAATGTTGCCACTGATAAGATAGAGAGACAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCGCAGACACAAGA---------------------------
GATAAGATAAAAAAAGAATATGCAGTT---TTCTATAAACTTGATGTAGAGCCAATAAATAAT----------



-------------------------------------------------------------------------
----------------------
GATAGTACCAGCTTTAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGATGTTCAAT------GGAAAAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTCTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAAATCTGAAAATTTCACAAACAAT---------GCCAGAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATATAAGAAAA-----
-GGTATACATTTA------------GGACCAGGGAGTGTA---TTT------CATGTACACCAAAAA------
---------GTAATAGGAGATATA------------AGGAAAGCATATTGT---AACATTAGTAGAGCA---
GAATGGAATAAAACTTTAGAACAAATAGTAAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAGATATTTGG------GAC------
AACATGACCTGGATGGACTGG---GAAAAAGAAATTGATAATTACACAGGCATAATATAC---
TCTTTGCTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCACTAGATAAATGGGCAAATTTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTCAATACCATAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAATATTACAGAGGGCTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427690 
GCT---GAT------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCAGTTGATAAGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGCTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAGAGTGCAGTAATATAACAGGTAATATT-------------------------
-------------------------------------------------------------------------
-------------------------------------AGTGAGGAAATGAGGACAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGAATACAG---------------------------
GATAAGGTGCAAAAACAGAATGCAATT---TTCAACACACTTGATCTAGTACAAATAGAGAAT----------
-------------------------------------------------------------------------
-------------------------
AATAGTAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGAACATGCACCAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTGACAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAATAATCAGATCTGAGAACATCACGAACAAT---------GTTAAAACCATAATAGTACAGTTGAAC----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATG------------GGATTTGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGC---AATCTTAGTGGTGCA---
CAATGGGAAAGAACTTTAAAACAGGTAGCAAAGAAGTTGAGA---------------GACCAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCTAGAAATTGTA---ACACACACTTTCAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTTATGATATAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAAGTACTCAGGCATAATATAT---
GGGTTAATCGAAGACTCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAACTGGC



TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAACTAGTGCAAAGAATTTTTAGAGCT----------------------------
--------TTCCTCCACATA------CCTAGAAGAATAAGGCAGGGCCTCGAAAGGGCTTTACTA---TAA 
>KT427688 
ACT---AAG------------------------------------------
GAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGTATATGACACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAGCCCACAAGCAATACATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTTTAAATTGCACTGATGTTTCTAATACCAATGCTACTAGTAAT-------------
-------------------------------------------------------------------------
----------------------------AATAGTATAGAAGGGAAGATAAGAGAAGAAATGAGA---
AACTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------
AATAAGATGCACAAAGAATATGCACTT---TTGTATAAGCTTGATATAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAT---AATCAGACATTTAAT------AGAACAGGACCCTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAGA-----
-AGTATACCTCTA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGAAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGAC---
AAATGGGAGAGCACTTTAAAACAGGTAACCATAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AGGAACAAAACAATAGTCTTTAAG------
CCACACACAGGAGGGGATCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGAAATGATCTGG------GAT------
AATCTGACCTGGATGGATTGG---GAGAGAGAAATTGGCAATTATACAAACACAATATAC---
AACTTACTTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCGTTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTGTTGCT---
ATACTTTCATTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTGGCTATTAATTTGCTTAATACCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGAACT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGACTTTTGCTA---TAA 
>KT427686 
GCC---ACA------------------------------------------
GAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCCTCAGACGCTAAAGCATATTCCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTCCTGCACACTGTATAAATGGTACTTTGAACAATAATGAGTCGC
TATGTAATACA--------------------------------------------------------------
----------------------------ACCAATAACAGTACTTTTTATAGTAGTGACATGAGG---
AACTGCTCTTTCAATTTCACCACAAGCATA------------------------------
GGTAAGATGCAAAAAGAATATGCAGCT---
TTTCATATATCTGATTTAGTATCAATAGATGATAGTAGTGCAAATAGTACAGATAAA----------------
-----------------------------------
AGTACAAATAGTAGTACAAATAGTACAGATAATACAAAATATTATAAGTTAATAAGTTGTAATGCCTCAGTCG



TTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGTGCTTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGAAAAGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGGACA---
CAATGGAACAATGCTTTACAACAGATAGCTATAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AAAACAAAAATAGTCTTTAAT------
CAGTCATCAGGAGGGGACCCAGAAGTTGTG---ATGCACACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAGACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGGTCTCTGGATGAGATTTGG------AAT------
AACATGACCTGGATGGATTGG---GAGAGAGAAATTGACAATTATACAGGCTTAATATAC---
TCCTTAATTGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTCAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTTTGTTTGATACTATAGCTATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTCTGTAGGGCT----------------------------
--------ATCCTCCACATC------CCTGTAAGAATAAGACAAGGCTTAGAAAGGCTTTTGGTA---TAA 
>KT427685 
GCT---AAA------------------------------------------
GAAAAATATTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACCCAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTCATCTTAAATTGCACTAATTCTACAAATAGCAATGCTACTGTCACTTCTAAT-------
-------------------------------------------------------------------------
-------------------------------------------AATAGGAAGGAAGAAATGAAA---
AACTGCTCTTTCTACATCTCCACAGGCATAGAA---------------------------GAGAAGAAG---
AAAGACTATGCACTT---TTTAATAGACTTGATTTAGTACCAATAAAAAAT----------------------
-------------------------------------------------------------------------
-------------AATGATAGTTATATGTTAGTAAGCTGCAACACCTCAGTCCTAACACAG---
GCATGTCCAAAGACAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATACAAAGTTCAAT------GGAACAGGACTATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTTTATCAAAAGGAGAG------------
GTAATGATTAGATCTGAAAATATCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATTATAGGAGATATA------------AGACAGGCACATTGT---AACCTCAGTAAAGGA---
GAATGGAACAACACATTAACACAGGTAGTTAAAAAATTAAAA------------GAACTAGAACTATTTAAG-
-----------------------------------AATAAAACAATAATCTTTGAT------
CAACCCTCAGGAGGGGACTCAGAAGTTGTA---CTGTTCAATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAATGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTAATGTGCCTTGGAATAATACTTGGACTAAGGGT---
AATAGAACTTCA------------------------------AATCTAACAAAAATTTGG------GAT----
--AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAATTACACAAACTACATATAC---
ACTTTACTTGAAGAAGCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATCGCAGTAGCTGAG---



GGGACAGATAGGGTAATAGAAGCAGTACAAGGATTTGGTAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAAGGATTAGAAAGGGCTTTGCTA---TAA 
>KT427683 
GCT---ACA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCTACAGAT---
CCTAGTCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATCAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATTATGGAAATAATACTAGTGAAAGAAATCATAGT----
-------------------------------------------------------------------------
-------------------------------------------GATATGAAGGGAGAAATGAAA---
AATTGCTCTTTCAATATCACTAACAGAATAAGA---------------------------
AATACGATGCACAAAGAATATGCACTT---TTATATAAACTTGATTTAGAACCACTAGGAAGG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAACCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGCACCCATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATATTACAAACAAT---------GCTAAAACTATAATAGTACACCTGAAG----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACGAGCCTATTGT---AACATTAGTAAGGCA---
CAATGGGAAAACACTCTAAACCAGACAGTTGAAAAACTAAGA---------------GAACAATTTCCT----
-----------------------------------AATAAAACCATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACACATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACCAGATTTGG------AAC------
AACATGACTTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACACAACTGATATAC---
AACTTAATTGAAGAATCACAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAGACTTGTGGACCTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATACTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATCCTACACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGATTTTGCTA---TAA 
>KT427682 
GTT---ACA------------------------------------------
TCACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---AAACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAGGAAATAGTTTTAGAA---------AATGTGACAGAAGAATTTGAT----------------
--------------------------GCATGGAAAAATGACATGGTAGAACAAATGCACAAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTGTTTTAAATTGTACTAACTGGAATGCTAATGCTACCAATGGGAATGCTACTGCTACCA
ATGGGAATGGTACTGCTACCAATGAG---------------------------------------
ACTAATCCTGCTAACAGTACTAATCCTGCTAACAGTAGTAAGGTGGAAAATTTGGGGGAAGACGAGGTAAAA-
--AACTGCTCTTTCCATACCAATAACAGGATGAGA---------------------------
AAGGGAATGCAGACAGAATATGCACTT---TTTTATAAGCTTGATGTAATGTCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AACAGTTACACATTGGTAAATTGCAACACCTCAGTCATTAAACAG---
ACCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ACGGTAATTAGATCCAAAAATTTCTCAAACAAT---------GCTAACACCATAATAGTTCAGCTGAAT----
-----------GAAACTATAATA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAAA-----
-AGTATACATTTG------------GGACCAGGGGCAGTA---TTA------TATGCAACAGGAAAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACCTTAGTAAAGCA---
GGTTGGCAGAAAACTTTAAAACAGGTAGCTATAAAATTAAGA---------------GGAAAATTTGAG----
-----------------------------------AATAAAACAATAGCTTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTTCAGGCAAGAGTGCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAAGCGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTAGCAATTACACAAACTACATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTTCCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAGTTTTTGCT---
GTACTTTCCATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGTTTGATTAATACTATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGAGTTTTAGAAGTAGCACAAAGACTTGTTAGAGCC----------------------------
--------ATTCGCCATATA------CCTAGAAGAATAAGACAGGGTGCAGAAAGGGCTTTGCAA---TAA 
>KT427680 
GCC---ACA------------------------------------------
GACAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAATTGAAACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAAGCCACAAGAAGTAAGATTGGTA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTATTAGTTTAAATTGCACCGATTATAATGGTACTACT-------------------------
-------------------------------------------------------------------------
-------------------------AATAATAGTACATTGGGAGACATGGTGGGAGAAATAAAA---
AACTGCTCTTTCAAGTTAAGTCAAGGGATA------------------------------
GGTAAGATGCAGAAAAACAATGCACTT---TTTTATAAACTTGATTTAATGCAAATAAATGAGGAA-------
-------------------------------------------------------------------------
----------------------
AATAATACAAGATATACATTGATAAACTGTAATACCTCAATCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
CTAGTAATAAGATCTGAAAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAC----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTATA------------AGACCAGGGGCAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---ACACTTAATGGGACA---
GAATGGGAAAAAACTTTAACACAGATAACTGAAAAATTAGGA---------------GAACAGTTTAAT----
-----------------------------------ACAGCAAATATAGTCTTTAAT------
CAATCTACAGGAGGAGACCCAGAAGTTGTA---ATGCATAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTGCAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAGCATTTGG------GGT------
AACATGACCTGGAGACAATGG---GAGAAAGAAATAGATAATTACACACAAGAAATCTAC---
AACTTACTTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATCATAGTGGTAGCAGGCTTAGTAGGTTTAAGAATAGCTTTTATT---
GTATTTTCTATAGTC---------AATAGAGTCAGGCAGGGATACTCACCA------
CTATCATTCGCTATTAGTTTACTTAATGCCACAGCTTTTGCAGTAGCTCAG---
GGGACAGATAGGATTATAGAAGTAGCACAAATAATTGGGAGAGGC----------------------------
--------ATCCTCAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGA-------- 
>KT427675 



ACT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATGTTACTAATGTTAATGCCACTAGTGGTAATACTAAT----
-------------------------------------------------------------------------
-------------GCCACTAGTAGTAATACTACTATAACAGATAATATGGAGGGAGAAATAAAA---
AACTGCTCGTTTAATATCACCTCAGGCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTG---TTATATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAACTTCACGAACAAT---------GCTAAGACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAATA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGCGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGAA---
GATTGGGAAGACACTTTAGATAAGGTAGCTAAAAAATTAAGA---------------GAACAAGTTGGG----
--------------------------------AATAAAACAACAATAATCTTTAAT------
GCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGATCTGGG
GCTGCTCTGGAAAGCTCATCTGCGCCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTACAGTATATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGATAATTACACAGAATTCATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGGGTTAGGAAGGGATATTCACCA------
TTATCGTTGGCTATTAGCTTGCTCAACGCCACAGCAGTAGCAGTAGCTGAA---
GGGACAGATAGGGGTATAGAAATATTACAAAGAATTGTTAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGGATAAGACAGGGCCTCGAAAGGGCTTTGCAA---TAA 
>KT427671 
GCT---AAA------------------------------------------
GAAGATTGGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTTTATTTTGTGCATCAAATGCTAAAGCATATGACCCAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAATAGCATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAACCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGTACTGATTGGAATGGTTGGAATGCTACTTCCAACACAAACACGACCC
AGTCTAGCACT--------------------------------------------------------------
----------------ACCCCCTCTAATAGTAGTATCTGGGAAAACATAAGGGGAGAAGTAAAA---
AACTGCTCTTTCAATATCTCTACAAGCACAGAA---------------------------GAGAAAAAG---
AAAGAATATGCAACT---TTTTATACACTTGATGTAGTAAAAATAAATAATGAT-------------------
-------------------------------------------------------------------------
----------------AGTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCTTGTCCAAAGACAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACGAATAAT---------GCTAAAACAATAATAGTACAGCTGAAC----
-----------GAAACTGTAGTG---------ATAAATTGTACAAGACTAGGCAACAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------TACACAACAGGAGAG------



---------ATAATAGGAGATATA------------AGAAAAGCATACTGT---AAAATTAATGCAGCA---
GCATGGACAGACACTTTAAGACAGGTAGCTATAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAATACCATAGTCTTTCAG------
AATTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCCTGGAACACTAGTTGGAGT-----------------
-------------------------AAAAATAAAACTCTAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGACTTAATATAT---
AACTTAATTGAAAAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTTTAAGAATAATTTTTAGT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGCACAAAGAGTCGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGGCAGGGTTTAGAAAGGTCTTTGCTG---TAA 
>KT427745 
GCT---ACA------------------------------------------
AAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAAGGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCAGTGATGTAACTTGCAATAATAGTAGTTGT----------------
-------------------------------------------------------------------------
-------------------------------------------GATGGGAAGGAACAAATGACA---
AACTGCTCTTTCAACATCACCACACCCATAAGA---------------------------
GGTAGTAGGAAAAAAGAACATGCAATT---TTTGATAAACTTGATGTAGTGCCAATAGATAATGATAAT----
-------------------------------------------------------------------------
----------------
AATAGGAATAATACAGAATATATGTTGGCAAATTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATCCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GAAAAAATGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACC---
CATCTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCACAAACAAT---------GTTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACAGTAGTA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACAAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGAAACA---
GCATGGAACAACACTCTAAAACAGATAGTTATAAAATTAGCA---------------AAACTATTTCAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTTGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
-------------------------AATAAATCTATAGATGACATTTGGAAT------TCA------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTATACAGGCATAATATAC---
AAATTACTTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTGGATAAGTGGGCAAGTCTGTGGGATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGTTGAACGCCACCGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAATTAGCACGAACCATTGGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAA---TAA 
>KJ849788 
GCT---GCT------------------------------------------
CAACAATGGTGGGTCACAGTCTATTATAAAGTACCTGTATGG---AGAGAAGCAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATAAGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAGCCCACAAGAAGTGGTATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATATGGAAAAATAATATGGTAGAACAAATGCATAAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGACTTGAAGAATATTAGT-------------------------
-------------------------------------------------------------------------
----------------------------------------AGTACAGATAAAGGAGAAATAAAA---
AACTGCTCTTTCAAGGTCACCACAAGCATAAAA---------------------------
GATAAGGAGGTGAAAGAATATGCTCTT---TTCTATAAACTTGATGTAGTACAAATAAATGATGATGATAGT-
-------------------------------------------------------------------------
-------
AATACAAGCTCTAGTAATTATACAAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTAGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGCACATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATAGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGCT------------
ATAGTGCTTAGATCTGACAATTTCACAAATAAT---------GCTAAAACCATAATAGTACAGTTGAAA----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGACCCTTCAACAATACAAGAAAA-----
-GGTATACATATA------------AGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTGGAGCA---
GAATGGACTAAAACTTTAGAACAGGTAGCTACAAAATTAAGA---------------GAACAATTTGAA----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CCCTCCTCAGGAGGGGACCCAGAGATTGTA---ACACACAGTTTTAATTGTGGAGAGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAATTCATCTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------GGGAATAGATCTCTGCCAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGACATAATATAC---
AGCTTACTTGAAAAATCGCAGAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTCAGCTTATTCAACACCACAGCTGTAGTAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGTAGCACAAAGAATTTTTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAACGTGCTTTGCTA---TAA 
>KT427740 
GCT---ACA------------------------------------------
GAACCACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAGGAAGTACTATTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACCAATAATGTTACTACTACCAATAGTAATAGTACT----------
-------------------------------------------------------------------------
-------------------------------------AGAATGGAAGGAAAAGAAGAGATAAAA---
AACTGCTCTTTCAATATAACCACAAGCATAAAC---------------------------
AATAAGGTAAAACTAGACTATGCACTT---TTTAATACGCTTGATGTAGTGCCAATAGATACT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTAACAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGATCAGGACCCTGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCATCTCAAC----
-----------ACAACAGTAAAT---------ATTACTTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGCAAAGCA---
GACTGGGAAGACACTTTAAAAAGGGTAGCTAAAAAATTAAGG---------------GAACACTTT-------
-----------------------------------AGTAAAACAATAAGCTTTAAG------



CAGTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAGTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTGTAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGTTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGATCAGTGGGCAAATTTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAGTAGGTTTAAGGATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTCAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAAGTTTACTA---TAA 
>KT427739 
GCT---ACA------------------------------------------
AAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTGTTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCAGTGATGTAACTTGCACTGGAAATAGCACTAATAGTAGTGCTAGTA
ATAGCACTAAT--------------------------------------------------------------
-------------------AGTAGTTGTAATGGACAGGAGGGGACATTGAAGGGAGAAATGAAA---
AACTGCTCTTTCAACATCACCACACCCATAAGA---------------------------
GGTAGGGTGCGAAGCGAATATGCAATT---TTTGATAAACTTGATGTAGTGCCAATAAATGAT----------
-------------------------------------------------------------------------
-------------
AATAACAATAATAATAGTGAGTATATGTTGATACATTGCAACACCTCAGTCATTACACAG---
ACCTGTCCAAAGATATCCTTTGATCCAATCCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAAAAGACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CATCTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAAACAGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TGG------TATACAACAGGAGCT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACGTTAGTAAAACA---
GAATGGGAAGACACTCTAAATAAGATAGCTATAAAATTAGCA---------------GAACAATTTCCT----
-----------------------------------AAGGGAACAATAGCCTTTAAA------
CAATCCTCAGGAGGGGACCCTGAAGTTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTTGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACCTCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AATAAGTCTCTAGATGACATTTGGAAA------ACA------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTATACAGGCATAATTTAC---
AAATTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGACAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGGG---
GGGACAGATAGGATCATAGAAATAGCACAAGGCATTGGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KT427738 
GCT---GTA------------------------------------------
AATAAGACGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCTCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCTCAAGAAATAGAATTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---



ACCCCACTCTGTGTCACTTTAGATTGCAAAAATATAAGTAGAAATGCCACTGCTGWAAGTAAAAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGTGTAAATAATACTATTAAGGAGGATGGAGACATGAAA---
AACTGCTCTTTCAATGTCACCACAATAGGAAGA---------------------------
AGCAAGGTAAAGACAGAATATGCATTT---TTTAATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTGATACACAATATACATTGATAACCTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACACTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAATGACTTCAAT------GGAACAGGAAAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCTACT---
CAATTACTGTTAAATGGTAGTTTAGCAGAAAAAGSA------------
GTAGTAATTAAATCTGAAAATTTCACAAACAAT---------GCTAAGAATATAATAGTGCAGCTACCG----
-----------GCCCCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGCAGACA---TTC------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---ACCATTAATAAGAAC---
AGTTGGAACAACACTTTAGGACAGGTAGCTRAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAGTCCTCAGGAGGGGACCAAGAAATTATA---ACGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTACAATCTGG------GAT------
AACATGACCTGGATGGAATGG---GACAAAGAAATTAACAATTACACAAGCATAATATAC---
ACCTTAATTGAAAAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACTAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGAATAGTAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTACTAAGAATAATTGGGAGAGGT----------------------------
--------TTTTTCCACATC------CCTAGAAGAATTAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>KT427735 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTTTGTGTTACTTTAAATTGCACTGGGGTTGAGATAAATAAGATAAGTAATACCAGT----------
-------------------------------------------------------------------------
----------------------AGTAGTAGTAATTTTACTATGGATGGTAAAGATGAGTTAACG---
AACTGCTCTTTCAATGTCGCCTCAATCATAAGA---------------------------
GATAAGGTGAGGAAAGAATATGCACTT---TTTTATAAATCTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
-------------------------
AATAAAACCTATACATTAATACATTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGTTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCACAAACAAC---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAGTCTGTAGTG---------ATTAATTGTACAAGGCCCAACAACAATACAATAAAA-----
-AGGATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGC---AACATTAGTGGTACA---
GAATGGGACAAAACTTTAAAACAGGTGGCTAGGAAACTCAGT---------------GCACAGTTTGGA----
-----------------------------------AATAAAACAATAGCCTTCAAA------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACCTGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAGACTTAATATAT---
AACTTAATTGAAGTATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGARTTGGTTTGATATAACAMAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTRTCCATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCAYAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTGGTAGGGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGATTTTGCTA---TAA 
>KT427734 
GCT---GCA------------------------TCA---GAA---TCA---GAT---
TTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATACAAAACAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTATTCTTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTTACTCTCAATTGCACTAATCCTCAGCTTAATTGCACTGATTCTAAG-------------
-------------------------------------------------------------------------
-------------------------TGTAAGAACATTACGATTACAGTAGAAGGAGATGTAAAA---
AACTGCTCTTTCAATAGCACCACAGAGATAAGA---------------------------
GACAAGTGGCGGAAAGAATATGCTCTC---TTACATAAACTTGATATAGTACAAATAGAGAAT----------
-------------------------------------------------------------------------
----------
AATCAGACTGGTAACTATAGTAGTTATAGATTGATAAGTTGTAATACCTCAGTCATTACTCAA---
GCCTGTCCAAAGGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAAAGGTTCAAT------GGAACTGGAATATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTACTTAGATCCGAAAACTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGCAC----
-----------ACACCTGTACAA---------ATTAATTGTACAAGACCTGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACCTTAGTGAGACA---
CAGTGGAAGAACACTTTACAAAACATATCTGAAGAATTAAGA---------------AAACAATAT-------
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTCTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCGGGCAAGAATCCTGGCTGTGGAAAGATACCTGGCGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGACTACATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
AACCTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTAGAATGGGATAAGTGGGCAAACTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTACATAAAAATTTTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTGCT---
GCACTTTCAATAATA---------AATARAGTTAGGCAGGGATACTCACCA------
ATATCATTTGCTGTTAGCTTGTTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTTCACATA------CCAGTAAGAATAAGGCAGGGCTTAGAAAGGGCTTTACTA---TAA 
>KT427733 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGAGATGCAAAC---
ACCACGCTATTTTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCTCAAGAAGTAAAATTGGAA---------AATGTGACAGAAAAGTTTAAT----------------
--------------------------ATGTGGAAAAACAATATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAATTGCAGTGATTTGAATAATACTAATTTGAATAATACTAATAGC-------
-------------------------------------------------------------------------
-------------------------AACAATAGTAGACATGATATGGAACAAGGAGAAATGAAA---



AACTGCTCTTTCAATGTCACCAACCAGATAAAA---------------------------
AATAAGTTACAGAAGGAATATGCACTT---TTGTATAAGTCTGATCTGATGGCAGTAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AAGAGTTATACGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTGGGAACCAATTCCAATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAATAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTTTAGCAAAGGGAGAA---------
GAGGTAGTAATTAGAGTTGAAAACTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT-
--------------CAATCTGTATGG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA--
----AGTATACATATA------------GGACCAGGGAAAGCA---TTC------TATGCAACAGGAGAC---
------------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGCAGCGAC-
--GATTGGAATAAAACTTTAGATTGGATAGTCAAAGAAGTAAGA---------------
AAACAATTTCAATTA---------------------------------GATAATAAAACAATAATCTTTAAT-
-----GGGTCCTCAGGAGGGGACCCAGAAATTGTA---TTTCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAGATCTCTGAAAACAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GACAGAGAAGTTAACAATTACACCGGCCTAATATAC---
ACCTTACTTGAAGAATCGCAGAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTATAACGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAATTTTAGAAGTAGTACAAATAATTGGGAGAGCT----------------------------
--------TTCCTGCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ849803 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGACACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATAAACTTGGAC---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAACGCCAACGACACTGCTGCCAACGCC----------
-------------------------------------------------------------------------
----------------------ACTGTCACAAATAGTAGTTTGAGTATGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATATCACTGAAAGCATAGGA---------------------------
AATAAGAGGCGAAAAGAATATGCACTG---TTTAATAAACTTGATGTAATATCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AATGATAATACAAGCTATATGATAATAAACTGTAACACCTCAGTCATTAGACAG---
GCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGATTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAA---GAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTAAAT----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATT------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGACATA------------AGAAGGGCACATTGT---ACCCTTAGTAGGGAA---
GATTGGAATAACACTCTAAGACAGATAGCTAAAGTATTAAGA---------------GAACAATTTGGG----
--------------------------------GAGAATAAAAAGATAGCCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTATA---CTGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCAGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGGGAAATTAATAATTACACAAGATTAATATAT---
AGCTTACTTGAAGAATCGCAAAACCAACAAGAC----------------------------------------



-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCTAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTGTTTACC---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACTGATAGAATTATAGAAGTAGGACAAGCAATTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCCAGGAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>KT427730 
GCT---ACA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAAAAATAATAGTACCACTAATATT-------------
-------------------------------------------------------------------------
-------------------------------------------ACTGAAAATATAGAAATGAAA---
AACTGCTCTTTCAATGTCACCAACAGAATAAGA---------------------------
AACACATTACAGAAAGAATATGCTGTT---
TTTTATAAACTTGATATAGAACAAATAGATAAGGATAATGTAAGCGAT-------------------------
-----------------------------------------------------
GCAGGCAATAAAAGCTATGAAAGCTATGTGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAATAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACCGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGGAGGA---------
GAGGTAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATTATAGTACAGCTGAAG-
--------------GAACATGTAAGA---------ATTAATTGTACAAGACCTAATAACAATACAAGAAAA--
----AGTATACATTTC------------GGACCAGGACAAGCA---TTA------TATGCAACAGGAGAT---
------------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCAGGGAA-
--GATTGGAATAAAACTTTAAGACAAATAGTTCCAAAATTAAGA---------------GAGCAATTTGGG--
-------------------------------------AATAAAACAATAATCTTTAAT------
CAGGCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAACTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAACAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAGTTAGCAATTACACAAAGTTAATATAC---
TCCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGAAATATCAAACTGGC
TGTGGTATATAAAAGTATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCC---
ATATTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATAAGAGCAATTGGTAGAGGC----------------------------
--------TTTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTAATA---TAA 
>KT427728 
GCT---ACA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCAGTTGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAT---
CCTGACCCACAAGAAATAAAATTGAAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAGGAATGCTACTGGTGCTAATAGCACTGGTATTAATG
GCACTAATGGT--------------------------------------------------------------
----------------------ACTAGTAACAGTAGTGTGAAATATGTGGGGGGGGACATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAGAA---------------------------
AATAAGATGAAGAAAGAACGTGCACTT---TTTTATACATCTGATGTAGTAAGAATAGATGAC----------
-------------------------------------------------------------------------



----------------
AATGACAATGGTACAAGTTATAAATTAACAAGCTGTAACACCTCGGTTGTTACACAA---
GCTTGTCCAAAGATATCCTTTACTCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGAAATATGTACAGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AGGTCTATAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATCCATATG------------GGACCGGGAAAAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAATGAAACTTTAGGACAAATAGTAGACAAATTAAGA---------------GAACACTTTCCT----
-----------------------------------AATAAAACAATAATTTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGCTGGAGTAGTGAT-----------
-------------------AGAACT---AATGAAAATCTCAGTCAGATCTGG------GAT------
AATATGACCTGGATGCAATGG---GAGAAAGAAATTGACAATTACACAGGCTTAATCTAC---
AATTTACTTGAAAAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATCTCAAATTGGC
TGTGGTATATAAGATTATTCATAATAATAGTAGGAGGCTTAGTAGGTTTAAGGATAGTTTTTAGT---
GTAATTTCCTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTATCAGCTTGTTTAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACTAAGAATTGGAAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCATTGCTA---TAA 
>KT427727 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAACACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAGTAAGATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCAATCTGTGTTACTTTAGAGTGCAAAAATGCTACTTTTAATTGCACAAATTTGAGAGACAATACCACTA
GTGAA--------------------------------------------------------------------
-------------AATTGCACAAATGTGAGAAACGATACTTATATCGCTAGTGGGGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAAAA---------------------------
AATAAGATGAAAAATGAATATGCACTT---TTTTATAGCCTTGATATAGAAAAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGAGAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCGTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAART
GTAAT---GAMAACAAGTTCART------GGAAMAGGRCCATGTAAMAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAARGA---------
GAGGTAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG-
--------------AACCCTGTAAAA---------ATAAATTGTACAAGACCCAATAACAATACAAGAAGA--
----AGTATACMTMTA------------GGACCAGGGRSAGCA---TTC------TATGCAACAGGAGAC---
------------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACCTTAGTAGGAAA-
--GATTGGAATAACACTTTAAGAGAGATAGCTATAAAACTAAGA---------------GAACAATTTAAG--
-------------------------------------AATAGAACAATAATCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCTWTGACCARATTTGG------ART------
AACATGACCTGGATGGAGTGG---GACAGAGAAGTTAGCAATTACACAAAATTAATATAC---
AMCTTAATTGAAGAATCGCAGAACCAACAGGAG----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATARTAGTAGGAGGATTAGTAGGTTTAAAAATAGTTTTTGCW---



ATACTYTCTATAGTR---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAAGCAGTTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT427725 
GCT---GTA------------------------------------------
GAACAATTCTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAGTATTRGRA---------AATGTTACAGAAAACTTTAAC----------------
--------------------------ATGTRGAAAAATGACATGGTGGAACAGATGCATCAGGATATA---
ATCAGTTTATGRGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGCACTAATTATTCAAATAGTACTARTAAT-------------------
-------------------------------------------------------------------------
----------------------------GTCACTATTGATGAGGMGGCGCGGGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAAGTGAAGAAAGAATATGCACTT---TTTTATACAATGGATGTAGTACAAGTAAAGGATGAGGAT----
-------------------------------------------------------------------------
----------AATAATAATAGAAATAGTACCAGCTAT------------
AGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTGGCAGAAGAAGAT------------
GTAGTAATTAGATCTGCCAACTTCTCAAATAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATAAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGTA---
CAATGGAACAAAACCTTAAAACTGATAGTTGGAAAACTAAAA---------------GAACAATTT-------
-----------------------------------AACAAGACAATAATCTTTAAT------
CACTCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACACTTTTAACTGTAAAGGGGAA---
TTTAAACAGCTCCGGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAATGACATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGAGAATCACACAGGCACAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTYAATGCCACAGCAATTGCAGTAGCTGAA---
GGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAAGGCCTTGAAAGAATTTTAGTG---TAA 
>KT427724 
GCT---AAA---CAA------------------------------------
GAAGGGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAACC---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATATAAACCAGAA---GCACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAATTACCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGACCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAAGTGCACTAATTTGACAATTAATGCCACTGCTAATGCGAATAATGCC----
-------------------------------------------------------------------------
-------------------------ACTGCTCCAACTATTGGTTCAATAGAGGAAGAAATGAAA---
AACTGCTCTTTCAATGTCTCCGCAGGCATAGGA---------------------------
AAACGGGTGCGAAAAGAATATGCACTT---
TTTAATAAATTTGATGTGATACCAATAGATAATGATAAGAAGAAT----------------------------
--------------------------------------------------
AATAGTACAACATCTAATAGTACAGACTATATGTTGGTAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT



GCAAT---GAGAAGAACTTTAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGTAGTTTAGCAGAAGATGAG------------
GTAATGGTTAGATCTAAAAATTTCTCAGACAAT---------ACTCAAACTATAATAGTACAGCTAAAT----
-----------AATACTGTAAAA---------ATGAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTGTACATATG------------GGACCTGGGGGCGCA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACACTGT---AACATTAGTAGGGCA---
GATTGGATCGGAGCTTTAAATCAGGTAGCTGTAAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAAAATTTGAC------
AAATCCTCAGGAGGGGACCCAGAAGTTGAA---ATGTTCAATTTCAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTATAAATGACATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GACAGGGAAATTCAAAATTACACAGGATTAATATAC---
ACCTTAATTGAAGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGAAATTGGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTTTAAGAATAGTTTGTACT---
GTACTTTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTTTGCTTAATACCACAGCTGTAATAGTAGCAGAA---
GGAACAGATAGGATTATAGAAGCAGTACAAAGAATTGGCAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGGATCAGACAGGGCTTAGAAAGGGTTTTGCTA---TAA 
>KT427723 
GCT---ACA------------------------------------------AAG------
TGGGTCACAGTCTATTATGGGGTACCTGTGTAC---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGTCTCAGAG---GCCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAACAAGGTTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCCATAATGTAACTTGCAACAGTACTAGTAACAGCAATAGTACT----
-------------------------------------------------------------------------
----------------------AGTAATAGCAATAATAGTTGTTCTGGGAAGGGAGAAATGACA---
AACTGCTCTTTCAACATCACCACACCCATAAAA---------------------------
GGTAGGGTGCGAAAAGAATATGCAATT---TTTGATAGACTTGATGTAGTGCCAATAGGTAAT----------
-------------------------------------------------------------------------
-------
AATAATAATAATGATAGTGGTGCAGAATATATGTTAGTACATTGCAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAAAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACA---
CAGCTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGGAACA---
AAATGGGAGGAAACTCTAAAACAGATAGTTATAAAATTAGCA---------------AAACAATTTCAG----
-----------------------------------AATAAAACAATAGCCTTTAGG------
CAACCCTCAGGAGGGGACCCAGAAGTTACA---ATGCACACTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCCGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGACTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---



GGGACAGATAGTATTATCAGAGCAGTACAAATAGTAGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KT427720 
GCT---AGA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATAGCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ACGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAACTGCACTGATTATAATAATACCAAT-------------------------
-------------------------------------------------------------------------
-------------------------AATAGTACTTTGGATAAGAATATGAAGGGAGAAATAAAA---
GAATGCTCCTTCAATATCACCACAAGCATAAAA---------------------------
GATAGGGTACAAAAACAAACTGCACTT---
TTTAATAGACTTGATATAGTACCAATAGATGATAATAATAGTACA----------------------------
-----------------------------------------------------------
AACAATAATAGTGCAAACTATATGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AACAAAACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGGATAAT---------GCAAAAACCATAATAGTACAGCTGAAC----
-----------CAATCTGTAGTA---------ATTAATTGTACAAGACCCGGCAACAATACAAGCAAA-----
-AGTATAAATATG---------GTAGGG---GGAAAA------TTC------TTTGCAACAGGAAGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTGAAACA---
GACTGGAGAAAAACTATAAAACAGGTAAAGGAAAAATTACAC---------------AGACAATAT-------
-----------------------------------AATAAAACAATAATCTTTGAT------
CACTCCTCAGGAGGGGACCCAGAAGTTATA---CTGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCACTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAAGGAAATTGACAATTACACAGGCATAATATAC---
AGATTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTCGCAGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAATACAAAGAATTGGTAGAGGC----------------------------
--------TTTCTTCATATA------CCTAGAAGAATAAGACAGGGCTTAGAACGAGCTTTGCTA---TAA 
>KT427716 
GCA------------------------------------------------
GAGCAGTTGTGGGTCACAGTCTATTATGAGGTACCTGTGTGG---AAAAAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATCAAACAGAA---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCTCGAGAGGCAAAATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATAGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTAATGCAACTATTAAGAATAAGACAAATAAGAATGCAACTATTA
GGAATAAGATA--------------------------------------------------------------
-------------------AATAATAATGCGACAGAACAGCTAGAGCAGCCAAGAAACATGCAA---
AACTGCTCTTTCAACATCTCCACAATAAGA---------------------------------
AGGAGCAAGAATAACTATGCAATT---TTTTCTAGTCTTGATATAGTACCAACAGATGAG-------------
-------------------------------------------------------------------------
-------------GATAATAGTAGTACAAGCTATATGTTGAGAAGTTGTAACACCTCAGTCATTACTCAG---
GCATGTCCAAAGATATCCTTTGAACCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAATAATTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATAGGATTAAGCCAGTGGTGTCAACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGGAGGA---------



GATGTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT-
--------------GAATCTGTAACA---------ATTAATTATACCAGACCTAACAACAATACAAGAAAA--
----AGTATACATCTA------------GGAGCAAGGAGAGCA---CTC------TATACAACA---GAC---
------------ATAGTAGGAGACATA------------AGAAAAGCATATTGT---ACCATTAATGAGACA-
--GAGTGGAAAAACACTTTAGAAAAGGTAGCTAAAAAATTAAAA---------------GAACAATTTAAT--
-------------------------------------ACGTCACAAATAGCCTTTAAT------
CAGTCCTCAGGAGGGGACTTAGAAATTACA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTAGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTAGGGAAGACATTTGG------AAT------
AACATGACCTGGATGGAATGG---GACAGAGAAATTAACAAATACACAAGAGAAATATAC---
TCATTGCTTGAAAAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTGTTTC---
ACACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCAACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAAGCAGCAAGAAGAATTGGGCTAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ849767 
GCT---ACA------------------------------------------
GAAAAATTATGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATCATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCTCAAGAAATAAATTTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAAATGCATCAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACAGATTTCAATGGTAACGGTACTAACACCAGTAGCACACAGCCTA
CTACC--------------------------------------------------------------------
-------ACTAGTAGTACCAGTAATAGTAACATTAGTTTGGAAATGGAAGTAGGAGAAATAAAA---
AACTGCTCTTTCAATGTC---ACAAGAGGAGGA---------------------------
GACAAGTATCAGAAAGAATATGCACTT---TTTTACAAACTTGATTTAGTAACAACCAATGAT----------
-------------------------------------------------------------------------
-------------------
AAGGATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAAAACTTCACT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTGGCGGAAGAAGAG------------
GTAGTACTTAGATCTGCAAATTTCTCAGACAAT---------ACTAAAACCATAATAGTACAGCTGACA----
-----------AAACATGTAAAT---------ATTACTTGTATGAGGCCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAGCAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACACTGT---AACCTTAGTAGAGTA---
GAATGGAATAACACTTTAAAACAGATAGCTATAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTCAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAATCCTGGCTGTGGAAACATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAATACCATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAGCAATTACACAGGCATAATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
GACAATGAGAGAAAATTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTGTACC---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAATACTTGGTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT427847 



GTT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTCCATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---ACGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTTTAAATTGCTCTAGACCACTCTTAAATTGTACTAATAATACTACCAAAAGTGAG-
-------------------------------------------------------------------------
-------------------------AATTGCACTAATTGGGAAAAGATGGGGGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATGAAA------------------------------
AAGGTGCGAACAGAAGCTGTACTG---TTTAATGCACTTGATATAGTACCAATAGATAAT-------------
-------------------------------------------------------------------------
-------------------------ACAAGCTATATGTTGAGACATTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGGAGTTCAAT------GGAACAGGAGCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGGAGAG------------
GTGGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAAACTGTACAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATCTA------------GGATCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGGAAAACACTTTAAAAAAGGTAGCTAGAAAATTATAT---------------AAACAATTT-------
-----------------------------------AATAAAACAATAGCCTTTACG------
CAATCTTCAGGAGGGGACCCAGAATTGGTA---ATGCACACTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAATTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGACACGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTAGCAATTACACAAATGTAATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACGAGAATTATTAGAATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTGTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAGAGAGCTGGTAGAGCT----------------------------
--------GTTCTTCACGTA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGCTTCTATTA---TAA 
>KT427853 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATCAAGCAGAA---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCTAGCCCCCAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AGACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATGCTACTTATTCCGATAGTAGTAGTGGTACCAGTACTGATG
CCCCTGCTACC--------------------------------------------------------------
-------------------------AGTAGTAGTAGTTGGGGAAAAGAAATAGATAACTGGAAA---
AACTGCTCTTTCAATGTCTCAAGAAGCATAGGA------------------------
AGAAGATGGGTACAGAAGGAATATGCACTT---TTTAATAAACTTGATGTAGTGTCAATAGATAAT-------
-------------------------------------------------------------------------
----------------------------
AAAACACAATATATGTTGACAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAGGT
GTAAT---GATAACAAGTTCAAT------GGAACAGGACCATGTACAGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCTTGGCAGAAGGAGAA---------
GGTGTAATACTTAGATCAAAAAATTTCACAAAAAAT---------ACAGACATCATAATAGTACAGCTGAAT-
--------------GAATCTGTAGGA---------ATTAATTGTACAAGACCCAGTAACAATACAAGGAGA--
----AGTATACATCTA------------GGACCAGGGAGGGTA---ATC------TATGCAACAGGACAA---



------------ATAACAGGAGATATA------------AGACAAGCACATTGT---ACACTTAGTGGGGAA-
--AAATGGAATAAAACTTTAAAACAGATAGCTACCAAATTAAGA---------------GAACAATTTGAG--
-------------------------------------AATAAAACAATAGTCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAATTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACC---
ATACTTTCTATAGCG---------AGTAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAAGAGTAGTACAAATAATTGGTGGAGCT----------------------------
--------TTGCTTCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>KT427709 
GCT---GCA------------------------------------------
GACAAGTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGACACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTGACCCACAAGAATTAGAATTAAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAGGTGTAATAATACCAAT----------------------------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGGAGGGAGTATTTAAAGGAGAAATGAAG---
AACTGCTCTTTCAATATCACCACTAGCATGAGA---------------------------
GATAAGGTACAAAAACAATATGCACTT---TTTTATACACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ATTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAAAAGTTCGAT------GGAAAAGGGAAATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAAGCATAATAGTACAGCTGAAT----
-----------AAGACTGTAACA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGAAGAGCA---TTT------TATGGAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACCTTAGTAGTAAA---
GACTGGAATAATACTTTAAGACAGATAGCTAACAAATTAAAA---------------GAACAATTTATT----
-----------------------------------AATAAAACAATATATTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGGGCAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAGGCATCATATAT---
AACTTACTTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCCATAGTA---------GATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTGTTAGTTTGCTTAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGACAGGATTATAGAAGTACTACAAAGAATTTTTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KT427702 
GCA------------------------------------------------
GAACAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTATTCTGTGCATCAGATGCTAAAGGTTATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAT---



CCCAACCCACAGGAAGTAGAATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTGCTAATATTACT----------------------------------
-------------------------------------------------------------------------
----------------------------ACGAGTATGAATGTTACTGAAAATGGAGAAATGAAG---
AACTGCTCTTTCAACATCACCACAAGCATAAAA---------------------------
GATAAGATGCAGAAAGCATATGCTCTT---TTTTATAGATATGATATGGTACAAATAGATAATGAT-------
-------------------------------------------------------------------------
-------
AGTACCAATAGTACCAATAGTACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGA---GATAAAAAGTTCAAT------GGAAAAGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTTAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGCAGCACA---
AAATGGAATAACACTTTATGGGAGATAGTTAAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGCA---CATATCACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTAATGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGGATAACATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAT---
AACTTAATTGAAGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCAATAGCCATAGCAGTAGGTGAA---
GTAACAGATAGGGTTCTACAAGGATTACAAAGGGCTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTGTCAGAGTAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427700 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATCAAACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACT---CATGCTTGTGTACCCACAGAC---
CCTAACCCTCAAGAAGTAAAATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACCTGCACTAATTTGAACCATACCAGCAATGGTACTAGAGCT----------
-------------------------------------------------------------------------
-------------------------AATAATGATAGTTTGGGAAATATGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCAGAAGCATAGGG---------------------------
AATAAGTTACGGAAAGAATATGCACTT---TTGTATAAACTTGATATAGTACCAATAAATAAC----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGTTATATATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATCATAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAAAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAATTGAAG----
-----------GACCCTGTGAAA---------ATTAATTGTACAAGACTCAGTAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCC---TTC------TATGCAACAGGAGAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACCTTAGTATGGGA---
GAATGGAATAACACTTTAAAACAGATAGTTGAACAATTAAGA---------------AAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAC------



TCGTCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACACGTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCGCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACATGATTTGG------AAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTACTTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACACACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACC---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTCCTACAAAGAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>KT427699 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCCTCAGATTCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCAAACCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACGGATGCTACTACTTTTAGTAATGCTACAGGG-------------
-------------------------------------------------------------------------
----------------------AATGTTACTTTGACCAATAGTACTGTTTTAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGTCATAAGA---------------------------
GATAAGGTTAAGAAAGAATATGCACTG---TTTTACAAGCTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATACTAGAAACTATAGGTTGATACATTGTAACTCCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCATTTGATCCAATTCCCATACATTATTGCACCCCAGCTGGTTTTGCGATGCTAAAGT
GTAAT---GACAAGCAATTCAGT------GGAAAGGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGACAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAT------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGTTAAAT----
-----------GAAAGTGTTGTA---------ATTAATTGTACAAGACCCTCCAACAATACAAGAAAA-----
-AGGATATATGTA------------GGACCAGGGAGAGCA---GTG------TATGCAACAGACGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCCTA---
CAATGGAATAAAACCTTAAACAAGATATTTAAAAAATTAAAA---------------GAAAAATTCGAG----
-----------------------------------AATAAAACAATAGTCTTTAGG------
CCATCTGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAT---
AACTTACTTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCCAGTTTGTGGACTTGGTTTGACATAACACAATGGC
TGTGGTATATAAAGATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGRACAGATAGGATTATAGAAGTAGYACAAAGAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427692 
GCT---CAA---------------------------------------------------
AAGGTCACAGTCTATTATAAGGTACCTGTGTAC---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCCCATAAT----------------
--------------GTT---GCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAACAAGGTTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---



ACCCCACTCTGTGTTGCTCTAAATTGCCATAATGTAACTTGCAACAGTACTAGTAACAGCAATAGTACT----
-------------------------------------------------------------------------
----------------------AGTAATAGCAATAATAGTTGTCCTGAGAAAGGAGAAATGACA---
AACTGCTCTTTCAACATCACCACACCCATAAAA---------------------------
GGTAAGGTGCAAAAAGAATATGCAATT---TTTGATAGACTTGATGTAGTGCCAATAAGTAAT----------
-------------------------------------------------------------------------
-------
AATAATAATAATGATAATGGTACAGAATATATGTTGATACATTGCAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAACCAATCCCCATACATTATTGTACCCCGGCTAGTTTTGCGATTCTAAAGT
GTAAT---GAAAAGAAGTTCAAT------AGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACA---
CATCTGCTGTTAAATGGCAGTCTGGCAGAAGAAAGG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAGACCATAATAGTACAGCTGAAT----
-----------GAAACAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAATAAGAAATATA------------AGACAAGCACATTGT---AATGTTAGTGAAAAA---
AAATGGGAAGAAACTCTAAAACAGATAGTTATAGAATTAGCA---------------AAACAATTTCAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAACCCTCAGGAGAGGACCCAGAAGTTACA---ATGCACACTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATGATAGTTGGAGC-----------------
-------------------------AATAAATCTCTAGATGACATTTGGCAC------TCA------
AACATGACTTGGAGGGAGTGG---GAGAAAGAAATTGACAATTATACAGACATAATATAC---
AAATTACTTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATACGTGGGAAAGCCTGTGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTTAATGCAACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAATTAGCACAAGCCATTGGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAA---TAA 
>KT427792 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGG---AAAGACGCAAAC---
ACCTCTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAAACCACAAGAAATAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAATTCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGTAATAATTGGAATGGGACCAAGAATGACACCAAT-------------
-------------------------------------------------------------------------
----------------------------------------AAGACATGGGAGGGAGAAATAAAA---
AACTGCACTTTCAATGTCACATCAGGAGTGGGA---------------------------
GATAAAAGGAAGAAAGAATATGCACTT---TTTAATGCACTTGATGTAGTACCCATAGATAAA----------
-------------------------------------------------------------------------
-------------------
AACAATAGTACAGAATATATGTTGATAAGTTGTAACACCTCAGTCATAACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATATAGAGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTATCAAAGGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAGCAAT---------GACAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAACTGTACAAGGCCCGGCAACAATACAAGAAGA-----
-GGTATACATCTT------------GGACCTGGGCAAGCA---ATA------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACCTTAGTAAAACA---
GAATGGGAAACAGCTTTAGAACAGACAGCTATACAATTGAGA---------------AAACAATTTGGC----
-----------------------------------AACAAGACAATAATCTTTAGG------
AATCACTCAGGAGGGGACCCAGAAATTACA---ATGTTCACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTTATAATCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAGAAAGAAATTAACAATTATACAGGCTTAATATAT---
AGCTTAATTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGAATTATTGGAATTGGATAACTGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTGTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTCGCTGTCAGCTTGCTTAACACCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAACACAAAGAATTTGTAGGGGT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTCTGCTA---TAA 
>KT427791 
GCT---GCA------------------------------------------
GATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGAGGCTAAAGCATATAAAACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAAACCACAAAAAGTAGTATTAAAA---------AATGTAACAAAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTARACCAGATGCATGAGRATATA---
ATCAGTTTATRGRATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTRACCCAAARATTAATAARACTRATAATRGTACCCCA-------
-------------------------------------------------------------------------
-------------------------------------------CTGAATGATACTGGTGTAAAA---
AACTGCTCTTTCTACATCACCTCGGGCATAAGA---------------------------
GATAAGGTGCAGAAAGAACATGCACTT---
TTTTATACAATTGATTTAGTACCAATAGATAAAGATAATGATAAT----------------------------
-----------------------------------------------------
ACTAGCGGTAGTGGTAATATTAGTTATAGGTTGATCAGTTGTAACACCTCAGTCATCACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATCCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGGGTA---TTT------TATACATCAAAC---------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAAATAAGATAGTTAACAAATTAAGA---------------GAGCAATTTGTG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGG
GGTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAGGGTTAATATAC---
ACTTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTCAGAATAATTTTTGCA---
GTATTTTCTTTAGTA---------AATAGAGTTAGGCAGGGGTATTCACCA------
CTATCATTTGCTGTCAGTCTGCTTAACGTCACAGCTATAGCAGTAGCCGAA---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGGT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTG---TAA 
>KT427787 
GCT---AAA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTTTGATACTACTACTAATACCAATAATACC----------
-------------------------------------------------------------------------
-------------AATAGTAGTAGCGAGGTAAAAATGGATGAAACAATGAAAGGAGAAATAAAA---



AATTGTTCTTTCAACATCACCACAAGCATAAAA---------------------------
AATAAGCTGCAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAACACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
GAGAATACTAGCTATAGGATAATAGGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-ATCAGC---ACTGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGCTAATTTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAGGCA---TAT------TATGTAACAGGAAGC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATGATACTTTAAGGCAGATAGCTAGAAAATTAAAA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATCAAATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATACTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427786 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAGGGCATATCACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAGCCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTGTTTTAACTTGCACTGATGCTAATTTCACTACTAATGGTACTAGTAGCAATAATAATA
CTAGTGGCAAT--------------------------------------------------------------
----------------------------AGTAGTAGTAGTATTCTGGAAGATATGAAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTCATAAGCTTGATGTAATACCAATAGATGGTAAT-------
-------------------------------------------------------------------------
----------------------
AATAGCACAAATTATACATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGA---GATACGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTCAAAACTTCTCGGACAAT---------GGGAAAATCATAATAGTACATCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAACCTTC------------GGACCGGGGAAAGCC---TTT------TATGCAACAGGAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGGGTC---
CAATGGAATAATACTTTAAAACTGATAGTCACAAAATTAAGA---------------GAACATTGG-------
-----------------------------------AATAACACAATAATATTTAAT------
CACCCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGACTACGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATTTAC---
ACTTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAGCTATTGGCATTAGATTCATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATGTAAAAATATTCATAATGGTAGTAGGAGGTTTAATAGGTATAAAAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTGGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACTCAGAGTTTGTAGAGCT----------------------------
--------ATTTACCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAACTTTACTG---TAA 
>KT427784 
GCT---ACA------------------------------------------
AACCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTGTTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATAACATGGTAGAGCAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAACACTCCAAATTTTAATGCCACTTCAAATTGTAATAGTACC----
-------------------------------------------------------------------------
-------------GGAAGTGCTAGTACCAATTGTAGTTTGGGAGATATGAAAGAAGAAATGAAA---
AACTGCTCATTCAATATCACCACAAGCATAAGA---------------------------
GATAAGAGGCGTGAAGAATATGCACTT---TTTTATAAAAATGATATAGTATCACTAGGTAAT----------
-------------------------------------------------------------------------
----------------------------
AGCAGCTATACATTGATAAACTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCCCAAAACATCACGAACAAT---------GCTAAAACCATAATAGTACACCTGAAT----
-----------GAATCTGTACAA---------ATAAATTGTACAAGACCTGGCAACAATACCAGAAAA-----
-AGTATAAACATA------------GGACAAGGAGGAGCA---TGG------TATGCAACGGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGGAGCA---
GCCTGGAACAAAACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAGT------
CCATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAATTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAAGCAGATTTGG------GAC------
AACATGACCTGGATAGACTGG---GAGAGAGAAATTGACAATTATACAGACATAATATAT---
TCCCTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCACTTGATAAATGGGCAAGCTTGTGGAGTTGGTTTGACATATCACAATGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAGCAACACAAAGATTTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGGCAGGGCTTTGAAAGGGCTTTGTTA---GAA 
>KT427781 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGTCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAAATTTGGAA---------AATGTCACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACCAATACTACTAGTACCAACAATAGTAGTTTAAATGCTACTACTA
CC-----------------------------------------------------------------------
----------------------------CCTAGTAGTATGGGAAACATGAAGGAAGACATGAAA---
AACTGCTCTTTCAATACCACCACAAGCATAAAA---------------------------
GATAAACAGAGGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAGAAAAT----------
-------------------------------------------------------------------------



----------------------
AATAGTACAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATTCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGCACCAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGTTGAAG----
-----------GAAGCTGTAGTA---------ATTAATTGTACAAGACTCGGCAACAATACAAGAAAA-----
-AGCATACATATG------------GGATTTGGGAGAACA---TTG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAACA---
CAATGGAACAGCACCTTAAAACAGATAGCTAAAAAATTGGAA---------------GAGCAATTTAAA----
-----------------------------------AACAAGACAATAGTCTTTAAT------
CAAACCTCAGGAGGGGACCCAGAAGTTACA---ATGCTCACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGC-----------------
----------------------------AATAAATCTTATAATGACATTTGG------GGT------
AACATGACCTGGATGGAATGG---GAGAGGGAAATTAGCACTTACACAAACACAATATAC---
ACTTTAATTGAACGATCGCAAAATCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTCGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTGGGCTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGCTAGGCAGGGATACTCACCA------
GTATCATTAGCTGTTAGTTTGCTTAACGCTATAGCCATTGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAATACAAAGAACTTGTAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGGACTTTGCTA---TAA 
>KT427656 
GCT---GAA---GAA------------------------------------
GAAAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACATGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATATCACTAGGAGCACAACTAATAGTAGCAGGAACGCA----
-------------------------------------------------------------------------
-------------------ACTGATAGTAACAATGCCACTAATATAGATGAAGAAGACATGAAA---
AACTGCTCTTTCAATATC---ACAGACATAGGA---------------------------
AACAAACAACGGAGGGATTATGCAATT---TTTAATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGCACAAACTATATGTTAATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATTCACAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTTTATCAGAAGGAGAG------------
GTAATGATTAGATCTGAAAATCTCACTAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------AAAACTGTAGTA---------ATTAATTGTATAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAATATG------------GGTCCGGGAAGAGTA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAAAA---
GAATGGCACAACACTCTAGGAAACATAACTGCAAAATTAAGA---------------GAAAAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGAGACCAAGAAATTGTA---AAATTCACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAAAAAA---CAT-----
----------------------------AAAACAAATCTGAGCACTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGATAATTATACAGGATTAATATAC---
CAATTACTTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGATTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---



GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTACTAGTTTGCTTAATGCTACAGCTGTAACAGTAGCTGAG---
GGAACAGATAGAGTGATAGAAATAGTACAAAGGGCTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427650 
GCT---AAA---GAA------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCTGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATAGTATTGAAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCAACTGCTACTAGGGTTAATACCACT-------------
-------------------------------------------------------------------------
-------------------GTTGGGTATACCACTGTTGTGCCGAAAACGACGGCAGAAATAAAA---
AATTGCTCTTTCAATGTC---ACAAGCATAGGA---------------------------
AACAAGAACCGGAAAGAATATGCACTT---TTTAATAGCCTTGATGTAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATACAGAATATATGTTGGTAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCTGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTTTATCAGAAGGAGAC------------
ATAATAATTAGGTCTGAAAATATTACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAAACTGTACAA---------ATTAATTGCACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACACATG------------GGACCGGGAAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATACTGT---ACCCTTAATGGAACA---
AAATGGAATAATACTTTAAAACAAATAGTTACAAAGTTGAGA---------------GAAAACTTT-------
-----------------------------------AATAAAACAATAAATTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGTTCAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTGATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAAATCTGACAAGTATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
AGTTTACTTGAAGCATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTGGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTGATAGAAGTAGTACAAGCAATTGGCAGAGTT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATA---TAA 
>KJ849811 
GCT---GCA---GAA------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAACACAGAG---AGCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGAAA---------AATGTGACTGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAAATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTGAATTGTAGTAATAGTACTATTAATAAG----------
-------------------------------------------------------------------------
-------------------------ACTTCTTGTATAGATCAACAGATGAAGGGGGAAATAAAA---
AACTGTTCTTTTAATATCACCACAAGCATAAAA---------------------------
AATAGGATGCATAAGGAATATGCACTT---TTTTATAAACTTGATGTAACACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGGTAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT



GTAAT---GATAAAAAATACAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAATTATAATAGTACACCTGAAC----
-----------GAGTCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATTTGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGAACA---
AAATGGATAACCACTTTAGGAAAGGTAGCCACAAAACTAAGA---------------AAAATATAT-------
-----------------------------------AACAGAACAATAGTCTTTAAA------
AATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAACTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAACTTAAGTAGCATATGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAACAGAAATATAT---
AATTTACTTGAAGAATCGCAATACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCTTTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATATTTTTTACT---
ATAATTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAATTTGTTTAATACTGTAGCTATAACAGTAGCTGAG---
GGGACAGATTGGATTATAGAAATAGTACAAAGACTTGGCAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAATTTTGCTA---TAA 
>KJ849825 
GGT---TCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTCTGTGCATCAGATGCTAAAGCAACTGACCCAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGATCCACAAGAGATAAAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCTCCAATTACACTGGTAACAGTACTAATACT----------------
-------------------------------------------------------------------------
----------------------------AATAGAGACTTTAAGAGAAATGGAGGGGAAATACAA---
AACTGTACTTTCAATGTCACCACAAGCGCAAGA---------------------------
GATAAGATGAGGGAAGAATATGCACTT---TTTTACAGACTTGATATAGAACCAATAAATACA----------
-------------------------------------------------------------------------
----------------------
GATAAGACAAGATATACAAAGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTACAAACGTAAATTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTACG---GATAAAAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAC------------
ATAGTAATTAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------ACATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACATATA------------GGACAGGGAAGAGCA---TGG------TCTGCAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACCTTAGCGCAGAA---
CAATGGAATAAAACTTTAGGACTGGTAGCTAAAAAATTACAA---------------GAACAATTTAAA----
-----------------------------AATAAATCAATAGCAATAGCCTTTCAG------
CCGCACTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTGCAATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
ACATTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGGGGCTTAATAGGTTTAAGGATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGTACAACGCCATAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAGTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGACTAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KT427775 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATCACCCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTAGTTTGAAGTGCACTGATTTGAAGAATGATACTAATACCAATAGT-------------
-------------------------------------------------------------------------
-------------------------AGTAGCGGGAGAATGATAATGGAGAGAGGAGACATGAAA---
AACTGTTCTTTCAATATCACCAATAACATAGAA---------------------------
GACAAGAGGCATAAAGAAAATGCACTG---TTTTATAAACTTGATGTAGTACAAGTAAACAGT----------
-------------------------------------------------------------------------
-------------------
AGTGATAATACAAGCTATAGATTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGCCCAAAGATATCCTTTGAACCAATTCCCATACATTTCTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAATACGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAAAC---------
AAGACAGTAATTAGGTCTCAAAATTTCTCAAACAAT---------GCTAAAATCATAATAGTACAGCTGAGG-
--------------AAACCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGCAAA--
----GGTATACATATR------------GGACCGRGGARATCA---TTT------TATGCAACAGGAGCA---
------------ATAATAGRGGATATA------------AGGAAAGCTTATTGT---AACATTAGTAAAAAA-
--GAATGGAATGACACTTTAAAAGARATAGTTAAAGAATTAAGG---------------GAACAATTTAAC--
-------------------------------------AATAAAACAATAATCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACACAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAGCAATTACACAAGCTTAATATAC---
TCATTAATTGAAGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTATTGGAATTGGATAAGTGGACAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGT
TATGGTATATAAAAATATTCATAATGATAATAGGAGGTTTAGTAGGGTTAAGAATAGTTTTTACT---
GTACTTTCCTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTTAATGCCATAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGCTTATAGCAGTAATACAAACAGTTGGTAGAGCT----------------------------
--------CTTCTTCACATA------CCTAGAAGAATAAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>KT427769 
GCT---GCA---------------------------------------------
AACCTGTGGGTCACAGTATATTATGGGGTGCCTGTATGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCATGAGGATATA---
ATTGAATTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTGTTTTAAACTGCACTAATTTGAATAGTACTAGCACCAATAGTACG-------------
-------------------------------------------------------------------------
----------------------------AATAGTACTAGTCAGAATGATTGGGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGGAATAGGA---------------------------
GATAAGAAGCAGCAAGAATATGCACTT---TTTTATACACTTGATATGGTATCATTAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACGTTGAAAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAAGTATCTTGGGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAACTACTGTTGAATGGCAGTCTAGCAGAAGGGGAG------------
GTAGTAATTAGATCTGAAAACTTTACAGACAAT---------GCTAAAACCATCATAGTACAACTGAAC----
-----------GAAACTATAAAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGAATGGGGAGAGCA---ATT------TATGCAACAGGAGGC------
---------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AACATATCTAGAGTA---
GAATGGAATAACACTTTAAAATATATAGCTAAAAAGTTAGAA---------------GAACAGTTTAAA----
-----------------------------------AATAAAAGTATAAGCTTTAAG------
CCATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTTGGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AGCTTACTTGAAGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTCAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
AGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTATAGAGGC----------------------------
--------ATTCTCCACATA------CCTAGACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427767 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAATGTGGAATTATGTGGGGAATAAGACTAATGCCACTAGTGCTAATACC----
-------------------------------------------------------------------------
-------------------ACTGCCATAGTGCTAATATCATATAGAGACAAAGGAGAAATAAAA---
AACTGCTCTTTCATGTCACCT------------------------------------------
AAGGTGGTGAAAGAATATGCACTT---TTTTATAAACTTGATTTAGTACCATTAGATAAT-------------
-------------------------------------------------------------------------
----AATACTAGTAATAATAATAGTATTAGATATAAG---------------ACCTCAGTCACTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGA---RAGGAGGAKTTTAAT------GGAACAGGACCATGTAATAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCGACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGCAAAAGAG------------
GTAATAATCAGATCTGCCAATCTCACAGACAAT---------ACTAAGACCATAATAGTACAACTGAAC----
-----------AAAGCTGTAAGA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACGTATCCAG------ATAGCACCAGGGAGAGCA---TTT------TATGCAACAGGA---------
---------AAAATAGGAGATATA------------AGAAGAGCACATTGT---AACATTAGTAGAGCA---
GATTGGAACGAAACTTTAGGACAGGTAGCTAGCAAATTAAGA---------------GAAAAATTTGGA----
--------------------------------AATAATAGAACAATAGTCTTTAAT------
CACTCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTRCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATYWCATTTGG------GRS------
AACATGACCTGGATGCARTGG---GAAAAGGAAATTRACAAYTACACAGGCWTAATATAC---
AACTTAATAGAAAAATCGCAAAAYCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAGGCATTTCAAACAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427764 



GCG---GCA------------------------------------------
GAAGACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATAGCCCAGAA---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAGTATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTTAAACAATACTACTGCTACCAATAGTACT----------
-------------------------------------------------------------------------
-------------------------AATACCAATAATACTATTAAGGAGAGGGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
AGTAAAATGCAGAAAGAATTTGCACTT---CTGTATAAGCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAATACAAACTATATGTTGATAAATTGTAACACCTCAGTCATTACCCAA---
GCCTGTCCAAAGACAAACTTTGAACCAATTCCTATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGCAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAATGATCAGGTCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAACTGAAC----
-----------GAAACTATAGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAAATCACATTGC---AACATTAGTGCAGAA---
AAATGGAGAACCACTTTAAAAAAGGTAGAGGAAAAATTAAAA---------------GAACAATTTCAG----
-----------------------------------AACAAAACAATATTATTTAAT------
GGATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGACACAGATCTGG------GAT------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACACAAGTAATATAC---
AACTTGATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAAAATAGTTTTTGCT---
GTATTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGCAGCACAAAGAATTGGTATAGCT----------------------------
--------ATCTTCCATATA------CCTAGAAGAATAAGACAGGGGTTAGAAAGGCTTTTGCTA---TAA 
>KT427761 
GCT---AAA---AAA------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGTTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTACTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATTATAATACCACTAGCAATAATACCGCT-------------
-------------------------------------------------------------------------
----------------------------AGTGGGATGGGACAGATGGAGTTAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAACATAAAA---------------------------
AGGAAGATGCAGAAAGAATATGCACTT---
TTTTATAAGCTTGATGTAGTGCCAATAGATGATGATAAGAATAAT----------------------------
--------------------------------------------------
ACACATAATAATAGCAGCTATAGCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCTTTTGAGCCAATTCCTATTCACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------AAAACTGTAGCA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAGA-----



-GGTATACATGTA------------GGACCAGGGAGAGCA---CTT------TATACAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
CAATGGGAAAACACTTTAATACAGATAGGTGCAAAATTAAAT---------------GAAACATTTAGA----
-----------------------------------AAGGAAACAATAATCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCGCTAAATGAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAT---
AACTTAATTGCAGACTCGCATATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGACAAATTTGTGGAATTGGTTTGACATAACACGGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCCTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCCGAG---
GGGACAGATAGAGTTATAGAAGTAGGACAAAGAATTTTTAGAGCT----------------------------
--------TTCCTGCACATA------CCTGTAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427757 
GCT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
GCCTCTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAATAAATTTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGAACAATACCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGTATTAATGGGAATGTGACCAATACTAGAACTGAGACCAATAATGCGA
CC-----------------------------------------------------------------------
----------------------------ACTCAGGGCCCACTCTCATTGGAAGGAGAAATAAAA---
AACTGTACTTTCAATGTCACCACAGGAGTGGAA---------------------------
AATAAAAAGAGGAAAGAATATGCACTT---TTTAATAGTCTTGATGTAGTACCCATAGATGGT----------
-------------------------------------------------------------------------
----------------
AACAGTAATAGTACAGAATATATGTTGATAAGTTGTAATACCTCAGTCATAACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATATAGAGTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTAACAACT---
CAACTACTGCTAAATGGCAGCCTTTCAAAGGGAGAG------------
ATAGTAGTTAGATCTGAAAATTTCACAAAGAAT---------GATAAAACCATAATAGTACAGTTAAAT----
-----------AAATCTATAGAA---------ATTAACTGTACAAGACCCGGCAACAATACAAGCAAA-----
-GGTATACATTTT------------GGACCTGGGCAAGCA---ATA------TATGCAACAGAACGA------
---------CTAATAGGAGATACA------------AGAAAAGCACATTGC---ATCCTTAATAAAACA---
GAATGGGAAACAGCTCTAGAACAGACAGCTAAAAAATTAAGA---------------GAAAAATTT-------
-----------------------------------AACAAGACAATAGTCTTTAGA------
AATCACTCAGGAGGGGACCCAGAAATTGTA---ATGTTCACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTCGAAAGATACCTAAAGGATCAACAGATCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATTCTAGTTGGAGC-----------------
----------------------------AATAAATCTTATGATCAGATTTGG------AAC------
AACATGACTTGGATGGAGTGG---GAGAAAGAAATTAGTAATTATACAGGCTTAATATAT---
ACATTAATTGAAAAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCATAATAGGCTTAAGAATAATTTGTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATCAGCTTGCTTAATACCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAACACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427756 
GCT---ACA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCACAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGCTG---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTTTGTGTTACTTTAAAGTGCAATGAGACTAATTTGAAGAATGAAACTAATGGAAAT----------
-------------------------------------------------------------------------
-------------------GTTACTATTACAAATGTTACACTGAATGGGGAGGGAGGAATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCCTAAAT---------------------------
GATAAAAGGCAGACAGCATATGCAACT---TTTTATAATCTTGATATAGTACAAATAAATAAA----------
-------------------------------------------------------------------------
----------------
ACTAAAGATAATAGTACATATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATCCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGCACACATGGAATTAGGCCAGTAGTAACAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------ACTAAAACCATAATAGTACATCTGAAT----
-----------GAATCAGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATTTT------------GGACCAGGGAAAGCA---TTT------TATGCAACAGACGAA------
---------GTAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGCAGAACA---
AAATGGAATACCACTTTACAACGAGTACTTGAAAAACTAAGA---------------CAACATTGG-------
-----------------------------------AATAAAACAATATTCTTTGAA---
CAACCTCCTCCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAAAGTTATAATGCCATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGAGAACTACACAGAAACAATATAC---
ACATTACTTGAAAACTCACAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGAACTATTGGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTAGCTTGTTCAATACCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGTATTACAAAGAATTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427755 
GCT---GCA------------------------------------------
AAAGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGAKGCTAAAGCTTATCATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCACTGATGTAAAGAATAGTACCACTAATAATGGTACCAATGGGAATA
GTACCACTAGT--------------------------------------------------------------
----------------AATGGTACCAATAGTACTAACATCAAAAATATGARAGAACAAATGAAA---
AACTGCTCTTTCAATACCACCACAAACATAAGA---------------------------
GATAAGATGCAAAAAGAATATGCATTG---TTTTATAAAGTTGATATAGTATCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGTTGATTCATTGTAATACCTCAGTCATTACACAG---
TCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGGAGTTCAAG------GGGACAGGGCCTTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGAAGTCTAGCAGAAGGAAGA------------
GTAGTAATTAGGTCTAGCAATTTCTCAGACAAT---------ACTAAAAACATAATAGTACAGCTGAAC----
-----------AAAACCATAGAA---------ATTAATTGTACAAGGCCCAACAACAACACCAGGAAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAATA---
CAATGGAATGAAGCTTTAAAAGGGGTAGCTGAAGAATTAAGT---------------AAACAATTTAAG----



-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---GCACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGCTATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTACTTGAAGAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGCCTTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATATCAAACTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTT-TTATT---
ATACTTTCTGTGGTG---------GATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATAAGCTTGTTTAATGCTACAGCTATAACAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGCACGAGCAATTTTTAGAGGT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427754 
GCC---AAG------------------------GAG---CCC---AAA---
GAGCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTAATTTGCAAGGATAGTGTTGATAGCACCAATAGTAGCACTAGC----------
-------------------------------------------------------------------------
-------------------ATCAATAATAGTTTGGTGGAAGGAATGACAATGGAAGGAATGACA---
AACTGTTCTTTCAATATCACCTCAAAAATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTA---TTTTATAATTCTGATGTAGTACCAATAGATAATGGG-------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATATGTTGAGAAGCTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGTCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTTGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTTACGAACAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------GAAACTGTGGAA---------ATTAATTGCACAAGGCCCAACAACAATACAAGCAAA-----
-GGTATACATATA------------GGGCCGGGAAGAATA---TTT------TATGCAACAGAAAGA------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGGAAAAAACTTTAGAAAAAGTAGCTAGTAAATTAAGA---------------GAACAATATATT----
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------AAC------
AACATGACCTGGATACAATGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACTTTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGATATAACACAATGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTATTAGCTTGTTTAATGCAATAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCTA---TAA 
>KT427750 
GCT---AAG------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAATAGGCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACCTTAAATTGCACTAATGTGACAAATGAAACAATAGCCAAACAAAGTAACAAAACTG
CACAAGGA-----------------------------------------------------------------
-------------CAAGGTAACAAAACTGCATACGTTGATAAAGAGATGCAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCAAAGGCATAGAA---------------------------
AATAGGAGGCAGAAAGAATATGCATTT---TTTTATAAAACTGATGTAGTCAAGATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACAAGCTATACGTTGATCAATTGTAACACCTCAGTCATCACACAG---
GCCTGCCCAAAGGTATCTTTTGAACCAATTCCCATACATTTTTGTACCCCTGCTGGTTTTGCGCTTCTAAAAT
GTAGA---GATAAAAAGTTCAAT------GGAACGGGACCATGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAACCTGACGAACAAT---------GCTAAAACTATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACCAGAAAA-----
-AGTATACATTTA------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---ATCCTTAATAAAACA---
AAATGGATAAAAACTTTAGAACAGATAGCTACAAAATTAAGG---------------GAAAAATTTAAT----
-----------------------------------AATAAAACAATAATTTTTAAT------
AATGCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTTGGATAAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAAGCTTAATATAT---
ACCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATGCATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCTTTGCTATAGCAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGTAGTACAAAGACTTTGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KT427830 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTCATATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGCAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAACTTGCACTGATGTTGAAGATAAAACTAATGCCACTAGTAGT----------
-------------------------------------------------------------------------
-------------AATAGTACCACTAGTGGTAATAGTACTACTTGGGAGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GATAAGACAACGAGAGAACATGCACTT---
TTCTATAAACTTGATATAGTACAAATAGATAACAGTAGTAGCAACTATAGC----------------------
--------------------------------------------
AACAGTAGCAACAATAGTAGCAACTATAGTAACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG-
--
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GCAAA---GATAAGCAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTGCAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTATTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAGTCATAATAGTGCAGCTGAAC----
-----------GAATCTGTACAA---------ATAAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
CAATGGAACAGAACTCTACAACAGGTAGCTAAAAAGTTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAGAGCATAACCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGCTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTATACAGGCTTAATATAC---
ACCTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAATTTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATCATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAGCACAAAGAATTGGTAGGGCT----------------------------
--------ATCCTCCACATA------CCTGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427829 
GCT---GCA------------------------------------------
GGACAATTTTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTAAGAATGTTGGTGTTAATGCCACTAGTACTCCTCCTT
CTAGTACTCTT--------------------------------------------------------------
-------------------------------------------AGTCCTGTGAGGGATATGAAA---
AACTGCTCATTTAATGTCACTTCAGGAATAAGA---------------------------
GATAAGGTACAGAGAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATAATAGTAATAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACAGTGTACCAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAACTTCACGAACAAT---------GCTAAGACCTTAATAGTACAGCTGGAC----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TTTGCAACA---GAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTCAGTAAAACA---
GACTGGAATAACACTTTAAAAAAGGTAGCTGAAAAATTAGGA---------------AAACAATTTAGG----
-----------------------------------AATAAAACAATAAGCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATTCTAGTTGGAGT-----------------
-------------------------AATAATAGATCTCTAGAGGATATTTGG------GGT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGATAATTACACAGGCTACATATAC---
AGTTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAATTGTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGGATAAGACAGGGACTCGAAAGGGCTTTACTA---TAA 
>KT427824 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATAGTACGGAG---GCACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGCGTACCCACAGAC---
CCCAACCCACGAGAACAACTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAACAGCATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGCAGTGAACCTAAGTGCAGTAAGAATGGTACTAATAGCACTRGTACTA



GTAATACTAMTGGTRCTAGTAATACTAGTGCTAGT--------------------------------------
----GGTAATRRTACTAGTGCTAATAGTACTAGTTTCACTTGTGAAAGAACAGATGAAATAAAA---
AATTGCTCTTTCAATATCACAACAAGCATAAGA---------------------------
AACACGGTGCGGAAAGAATATGCAATA---TTTAATAGCCTTGATGTAGTACAAATAGATGATAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAARATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGGGGTTCAGT------GGAAAAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGCCAATTTCACAGATAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------AAGTCTGTAGAA---------ATAATTTGTGTGAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGGCCAGGGAGCACA---TAT------TTTGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTACTAGATCA---
AAATGGACTGAAACTTTGCGCCAGCTAGCAAGAAAATTAGGT---------------GAACAATTTCAA----
--------------------------------AATATGACAAAAATAAACTTTACT------
GCATCCTCAGGAGGGGACCCAGAAGTTGTG---ATGCACAGTGTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGTCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAAAATCTGAGCCAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAGCAATTACACAGAACAAATATAC---
ACCTTACTTGAACAATCACATAACCAGCAAGAA----------------------------------------
-----------------------------
AGMAATGAACAAGAATTATTGGCATTGGATAAGTGGGACAGCCTGTGGAACTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTKGCTGTTAGCTTGCTTAATATCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGGACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTGCTA---TAA 
>KJ849790 
GCT---GCA------------------------------------------
AGAAATTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAACTCCTTGGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGACTTGGGA---------AACATGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTAATGTAACGATTAATAATACCAAGAATGATACTAAT-------
-------------------------------------------------------------------------
----------------------ACCACTCAGGGTCCTCTTGCAAGTATGGAGAGAGAAATGACA---
AACTGCTCTTTCAATATCACCACAAAAGTAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
GAAAGCTATACCTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAG---GATAAAAAATTCAAT------GGGACAGGAACATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGATGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAACTGAAT----
-----------GAATCTGTATAT---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGATGGGGGAGAGCA---TTT------TACGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGC---
CAATGGAATAAAACTTTAGAACAGGTAGCTAAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AACAAAACAATAATCTTTAAT------
CATTCCTCAGGAGGGGACCTAGAAATTGTG---ACTCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGGGATATTTGG------GAT------



AACATGACATGGATGCAGTGG---GAGAAAGAAATTAACAATTACACAAGCGAAATATAC---
CGCTTAATTGAAAAGGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAATTGGATTCGTGGGCAAGTTTATGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTTTAGAAGTAGTGCAAAGACTTTGTAGAGCT----------------------------
--------ATTCTCAACATC------CCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>KT427819 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTTTATTTTGTGCATCAGATGCCAAAGCAGTTAAAACAGAG---GTGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCTCAAGAAATGGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
AAAAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCATTCTGTGTTACTTTAAATTGCACTAATTTGAATCATACCAATACTGATAATAGTAGTAATAAT----
-------------------------------------------------------------------------
-------------------------------------------GAAGGGATACAGGAAATGAGA---
AACTGCTCTTTCAATATCACCAATAGCATAAAA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTGTATAGACTTGATATAGTACCAATAAAAGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAACTGTAACACCTCAGTTATTACACAG---
GCGTGCCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAGGGAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACG---
CAACTGTTGTTAAATGGCAGTCTATCAGAAGAAAAG------------
GTAATAATTAGATCTGAAAATTTAACAAACAAT---------GCTAAAAACATAATAGTACAGCTGCCT----
-----------AAACCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGATGGGGGAGAACA---TTT------TATGCAACGGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAACAGTACA---
GAATGGAACAACACTTTAAAACAAGTAGCTGACAAATTAAGA---------------GAACACTTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CACTCATCAGGAGGGGACCCAGAAATTGAA---ATGCACATGTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACAATATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGCCTCATATAC---
AACTTACTTGAAGAATCGCAATACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACCTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATTGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGGG---
GGGACAGATAGGATTATAGAAATAGTACGAGGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ849796 
GCT------------------------------------------------
GACCAATGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAATAGTAATGGCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATACCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGTAGTGATGCAGCTAACAAGGTCAATGGCACTAGTACTAATAGTACAG
CCAGTAAT-----------------------------------------------------------------
----AGCACAACTGGCAACGCCACTGGTACTACTAATAAGTTAGACATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAGGA---------------------------



AACAAGATGAAAAGAGAATATGCACTT---TTTAATAGACTTGATGTAGTACAAATAGATAAA----------
-------------------------------------------------------------------------
-------------------
AATAATACTATAGAGTATATGTTGGAAAATTGTAACACCTCAGTCATTAGACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGCTTAGCAGAGGAAGAG------------
GTAATAATTAGATCTGAAAATCTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATTACTTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATG------------GGATTGGGAAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAACAAACATAGCTATAAAATTAAGA---------------GAAAAATTT-------
-----------------------------------AATAGAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAAGAAT-----------
----------------------------AAAACAGATCTAAAAGAAATTTGG------GAT------
AACATGACCTGGATAGAGTGG---GAGAGAGAAATTGACAATTACACAAAAGAAATACAC---
AAATTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATACCACAGCTATAGCAGTAGCAGAA---
GGGACAGATAGGGTAATAGAATTAGCACAAAGGCTTGGCAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTAGTA---TAA 
>KT427815 
GCT---AAG------------------------------------------
GAGCAATCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAACC---
ACCACTCTGTTCTGTGCATCAGATGCTAAAGCATATGCTAAAGAA---GTACATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTG---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCAGAAATTATACGGGGGATACTAATACTACCACTTCCAATACTACCA
CTCCCACTAGT--------------------------------------------------------------
-------------------------------------------------ATGGGAGAAGTGAAA---
AACTGCTCTTTCGATATCACCACAAACATAAGA---------------------------
GATAAGGTGCGGAAAGAACATGCACTT---TTTTATACATATGATTTAGTAAAAATAGTTGATAGTGAT----
-------------------------------------------------------------------------
-------
AGTGATAATAGTAGTGATAATAATAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAA---
GCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTACTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATACAAAGTTCAAT------GGATCAGGACCATGTCAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGCAAATATTTCAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAATATA------------GGACCAGGGGCA------TTC------TATACAACAGGAAGC------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---AATCTTAGTATGACA---
AAATGGAATAACACTTTAGGACAGATAGTTAACAAATTAAGA---------------
GAACAATTTAAGGAACAATTT------GAG---------------------AATAAGACAATACAATTTAAT-
-----CAGTCCTCGGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGCTACCTAAAGAACCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTAGAAAAAAAATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAAAAAAATTGACAATTACACAGGCGTAATATAC---
AATTTACTTAAAATATCACAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAACTACTAAAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGACTATTCATAATAATAGTAGAAGGCTTAATAGGTTTAAGAATATTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAGTTTGCTTAATACCACAGCTGTAACAGTAGCTGAG---
GGAACAGATAGAGTGATAGAAGCAGTGCAAAGAGTTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KJ849807 
GCT---AAA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCATC---
ACCACTCTATTCTGTGCATCAGATGCTAGAGCATATGATACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACGTTAAACTGCAGCAATTATAATAATACTAAGACCAATGATACTAAGACCAATAATG
AA-----------------------------------------------------------------------
----------ACAATGGGTAATAATAATAGTGAAGGGAGGTTAATGGAGCCAGAAGAGATAAAA---
AACTGCTCTTTCAATATCTCCTCAAGCATAAGG---------------------------
GATAAGAGGCTGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAACACCAATAGGGAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGCAACTTATATGTTGACAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAAAAGTTCAAT------GGATCAGGACTATGTCACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAAAC---------ATTACCTGTGCAAGACCCAACAACAATACAAGAAAA-----
-AGCATAAGTATG------------GGAGTAGGGAGAGCA---TGG------TTTATGAAAGGAGAT------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTGGAAAA---
CAATGGAATGACACCTTATATCAGGTAGCTAAAAAATTACGT---------------GAACAGTTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCTGCAGGAGGGGACCTAGAAATTGTA---ATGCACACGTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAAAATTTGAGTGCTATTTGG------GAT------
AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
ACCTTACTTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACTAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGGATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAGGAGCTGGTAGAGCT----------------------------
--------ATTCTACATATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTACTA---TAA 
>KT427805 
GCT---GAA---GAA------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCTACAGAT---
CCTAACCCACAAGAAAARGAGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTATGTGTTACTTTAAACTGCTCTAATTCGATTAGAGCGATAGGCCCTAATGAGACT----------
-------------------------------------------------------------------------
-------------GTGCTTAATGAGACTACGCTTAATGGGACATGGATAAGGGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGACATAGGA---------------------------
GGAAAGGTGAAGAAAGACTATGCACTT---TTTAATAMACTTGATGTAGTAAAARTAGATRAT----------
-------------------------------------------------------------------------
----------------------------



GATAGCTATACATTGATAAATTGTAACACCTCAGTCATTAGACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAATACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTATTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
ACAATAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAACTGAAT----
-----------CAAMCTGTARAA---------ATTAAGTGTATAAGACCCCACAACAATACAAGRAGA-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTA------TATGCAACAGGAGAW------
---------ATAAYAGGAGACMYA------------AGACAAGCACATTGT---AACATTAGTGGAAMA---
AWTTGGARCACTACTTTARRGCAGATAGYTRRAAAATTARAA---------------GAACAATAC-------
-----------------------------------AATAAAACAATAATCTTTGCT------
CCGTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAGATCTCTGGATAGCATTTGG------GAG------
AATATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGAAYTAATATAC---
ACATTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAWTTATTAGGRCTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTRACATAACAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTGATAGAAATAGCACAAAGAGCTAGCAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAAAATAAGACAAGGCTTCGAAAAGGCTTTGCTA---TAA 
>KJ849808 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAGGAAGTAGTATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGACGGTAAATAGCACTGGGAAGGTTACAGTC-------
-------------------------------------------------------------------------
-------------------GATGGTAATAATACTAGTTGGGGAAATATGACGGAAGAAGTAAGA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AATAAGATGCATAAAGAATATGCACTT---TTTTATAAACTTGATCTAATGCCAATAAATGAT----------
-------------------------------------------------------------------------
-------------------
GATAATGTTACAAAATATATATTAATAAATTGTAATACCTCAGTCATTACGCAG---
GCCTGCCCAAAGGTATCCTTTAAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTCCTAAAAT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAGTGATTAGGTCAGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACTCTTAATAGAACA---
AAGTGGGAAGACATTTTAGGAAAGGTAGCTAGAAAATTAGAA---------------GAACAATTTGAG----
--------------------------------AATAAAACAACAATAATCTTTAAT------
AGCTCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGCAGACATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGGCAATTACACAGACATAATATAC---
ACCTTACTTGAAGGAGCGCAAAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTAGATACGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGCTTGTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTCGCTGTTAGTTTGCTTAATGCCACGGCTATAGCAGTATCTAAA---
GGGACAGATAGGGTTATAGAAGTATTACAAATAATTGGTAGAGGG----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAATTGTGCTA------ 
>KT427799 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGATGCAAAT---
ACCACCTTATTTTGTGCGTCAGATGCTAAAGCATATGACACGGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGTCCACAGGAAATAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTGAATTGCTCTAATTACAATAGTACCAAT-------------------------
-------------------------------------------------------------------------
----------------------------AGTACAATAGATCCCAATATGGAGGGAGCAATAAAA---
AATTGCTCTTTCAATGCTACCACAGGTATACAA---------------------------
AATAAAATGAAGAAAGAATATGCACTG---TTTTATAGCCTTGATATAGTACAAATAGAAAGTGAAAATAAA-
-------------------------------------------------------------------------
----------------------
AGCAATAAAAGCTATATGTTAAGAAGTTGCAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATCAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAATACAGCTGAAC----
-----------AGGTCTATAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAG-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTGGAACA---
AAATGGAATAACACTTTATACCAGATAGCTAGAAAATTACGA---------------GAACACTTT-------
-----------------------------------AACAACACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAGTCGCAATACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAACATAACAAACTGGC
TGT--------------------------GTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTGGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTGGTTTGCTTGGTGCCACAGCTATCGCAGTAGCTGGG---
GGGACAGATGGGATTATAGAAGCAGTAAGAGGACTTTGTGGAGCT----------------------------
--------ATTCTCAACATA------CCTGGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KT427667 
GCT---GCA------------------------------------------
GAAAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTGAC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GCACATAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCTACAGAC---
CCTAACCCACAAGAATTAGACTTGATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTGATTTGACTAATACTACTTGCATTAATATGACTAATGCTTGCA
CT-----------------------------------------------------------------------
----------------------------AGGAATATTTCGAAAGAAATGGAGGGAAAAATAAAA---
GCCTGCTCATTTAATATCACCACAAGCAACATA------------------------
AGTAATAAAAAGAAAAAAGAATATGCACTT---
TTTAATAGGCTTGATGTGGTACAAATAGATCAAAGTAATAAT-------------------------------
-----------------------------------------------------
AGCAGCAGCTACAATAGCAGCAGCTATATATTGAGACATTGTAACACCTCAGTCATTACACAA---
ACCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTGAAAT
GTAAG---GATAAAAATTTCAAT------GGAACAGGACTGTGTAAAAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTGATTAAATCTGAAAATTTCAGTGAAAAC---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATACA------------GCATGGGGAAGAATA---CTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---ACCCTTAATGGAACA---
AAATGGAATGAAACCTTAGGAAAGATAGCTCAAAAATTATAT---------------AAACAATAT-------
-----------------------------------AATACTACAATAATCTTTAAT------
CCATCATCAGAAGGGGACCCAGAAATTGTA---ATGCATAATTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAGGGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCAAAGTGAGATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGTGTAATATAC---
ACCTTGCTTGAGGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACTTATTGGAATTGGATAAGTGGGAAAGTTTGTGGAATTGGTTCAGCATTACAAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTATTACT---
GTATTTTCTATAGTA---------AATAAAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGTTTGATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCAGTACATAGATTGGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>KT427794 
GCT---AAA------------------------------------------
GAAGATTCATRGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCTAATCCACAAGAAGTAAATTTGAAA---------AATGTGACAGAAGACTTTAAT----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAGGCCTA---CAGCCATGTGTAAAATTA---
ACCCCATTCTGTGTCACTCTAGAATGCAGTRATATTACTAATAATATTACTAATAATAAC-------------
-------------------------------------------------------------------------
-------------------------AGCAKAAGTGATGAAATAAATATGAAGGAAGAATTAAAA---
AATTGTTCATTTAATATCACCACACAGRTAACA---------------------------
AAGAAGGTGCAAAAAGAATWTGCAATT---TTTAATAAACTTGATATAGTACCAATAGAAART----------
-------------------------------------------------------------------------
----------------------
RATAACAAGAGCTATATGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAY---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATCAGGTCTGAAAATTTCTCGAACAAT---------GCTAAAAACATATTAGTACAGCTGAAT----
-----------GCCACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAG-----
-AGCATACATGTA------------GCATGGGGAAGAACA---TTA------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAACA---
GGCTGGGAAAAAACTTTAAAACAGATAGTTACAAAATTAGGA---------------GAACAATTTAGG----
--------------------------------AAAAATACAACAATAAAATTTAAT------
CAATCCACAGGAGGAGATCCAGAAATTGTA---ACACATACTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAGCCAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAGAGAGAAATTGACAATGTCACAGAGATAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGTTTGCTTAATGCCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAGAGGTGGAAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>KU749390 
GCT---ACA------------------------------------------
GATAGATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAA---GTGCACAAT----------------
--------------GCTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATCTGAATGCTAATAATACCGCTAGTGGCCAGAATGCTACTA
ATGTCACTAGT--------------------------------------------------------------
----------------------AATAGTCCTATCTGGGGGGGGATAGTAAGAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTCACCACAGCCATTAAAGATAAGGTG------
AAGAAAGAATATGAAAAGGTGAAGAAAGAATATGCATAT---
TTCTATAATCTTGATGTAGTACAAATAACTGAG----------------------------------------
-----------------------------------------------------------
AATGCTAATAATAAGAGCTATAGGTTGGCAAGCTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCGAT------GGAAAAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTACTTAGATCTGAAAATTTCACGGAAAAT---------ACTAAAACCATAATAGTGCAGCTGGCA----
-----------ACGCCTGTAAAA---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGGAACA---GAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGC---AACATTAGTAGAGCT---
GACTGGAATGATACTTTAAGAAAGGTAGTTGATAAATTAAGA---------------GAAAAATATAAA----
-----------------------------------AATAAAACAATAATCTTTAAG------
AGTTCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAATGGATCAACAGCGCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGAAATTTGG------CAG------
AACATGACCTGGAGGGATTGG---GAAAGAGAAATTGACAACTACACAGGATTAATATAT---
GACTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACACACTGGC
TGTGGTATATAAAAATATTTATAATGGTAGTAGGGGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTCATAGAAGTAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCAATATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX181912 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCTACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAATTGGAC---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAAATGCACTGATGTGAATAATACCAGTAATAGTACCAATAGT----------
-------------------------------------------------------------------------
-------------------------AATAGTAGTAAAACAATAGAGGAGGTGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACAACAAGCATAAGG---------------------------
GATAGGCAGAAGAAAGAATATGCGCTT---TTTTATAGACTTGATGTAGTACCAATAGATACA----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCGGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATATCACGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----



-----------GAAACTGTAGAA---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAGA-----
-AGTATACATTTT------------GGACCTGGGAGAACA---TTG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---ACCATTAATGCAACA---
AAATGGAACAACACTTTAGAAAAGATAGTTAGAGAATTAAGA------------AAACTAGAACTATTTAAG-
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAAGTCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACTCAATATAC---
AAATTAATTGAACAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTGTTACAGCT----------------------------
--------TTTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KX181906 
GCT---GAA---GAA------------------------------------
GACCAATGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTA------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATCTGTGTGACTTTAAATTGCACTAATGTGAATACCACAAGTAATAATAGCAGT-------------
-------------------------------------------------------------------------
-------------ACTGGGAACTACAATAATAGTTGGGAAGGGGTGGAGGAGGGAGAATGGAAA---
AACTGCTCTTTCAATATCACTGCAAGCTTAGGG---------------------------
GATAAAGTGCAGAAAGAATATGCAATT---TTTAATAAATATGATGTAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------------
AATAATAGAACCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTACCCCGCCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTACTGTTAAATGGCAGTTTATCAGAAGAAGGG------------
GTAATAATTAGATCTGAAAATATCACGGACAAT---------AGTAAAACCATAATAGTACAGCTGCAT----
-----------AAACCTGTAAAA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAAG-----
-GGTATACATATG------------GGACCAGGGAGAACA---TTT------TATGCAAGAGGAGAA------
---------ATAATAGGAAATATA------------AGATCAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAACGACACCTTAAAAGAGATAGCTGAAAAATTAAAG---------------GACCACTTTAAG----
-----------------------------------AACAAGACACTAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTACTAGG-----------
-------------------TGGAAG---AATAGGTCTCTAAGTGACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGACTTTATATAC---
ACCTTGCTTGAAGAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GCACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATAATAGAAGCAGTACAAAGAATTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX181900 
GCT---GAA---GAA------------------------------------
GACAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAGTGCGAGAATGTGACAAAAAATACT-------------------------
-------------------------------------------------------------------------
-------------------------------TCGGGAGAGATACAGGTGAAGGAGGAACTAAAA---
AACTGCTCTTTCAATGTAACCACAGGCATAGGG---------------------------
AAAAAGGTGCGGAAAGAAAATGCAATT---
TTTGATAGCCTTGATATAGTACCAATAGATGAGGATAATAATAATGAG-------------------------
-----------------------------------------------------------------
ACTAATAGAAGCTATATGTTGGTAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAAAGGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTACAA---------ATTAACTGTTCAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATGCAAGAGGAGAC------
---------ATAATAGGAGATATA------------AGGCGAGCACATTGT---AACATTAATGAAGCA---
CAGTGGAACAAAACCTTAGGACAGATAGTAGAAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTGTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGCTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACATTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTAGATAAGTGGGCAAGTTTATGGACTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGTTTGATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTGATAGAAGTAGCACAAAGAATTGGCAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTACAA---TAA 
>KX181901 
GCT---AAA---GAA------------------------------------
GATGAATTTTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGAGTTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATCTTAAATTGTACTAATTACAATGCTACAAAAACAAATACCACTAGT----------
-------------------------------------------------------------------------
----------------------AATAATAGCAGTGAGTGGGAAAATATGAGGGGAGAAATACAA---
AACTGCTCTTTCAATATCACCACAGGCATAGAA---------------------------
AAAAAGATGCGGAGAGAATATGCAATT---TTTAATAAACTTGATATAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATACAAGCTATATGTTGGTAAATTGTAATACCTCAGTCATTAGACAA---
GCCTGTCCAAAGACAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGGAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCGGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GGTAAAACCATAATAATACAGCTGAAC----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGATGGGGAAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---



AGATGGAACAATACTTTAAAAGGGATAGTTACAAAATTAAGA---------------GAAAAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGTTCCATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTACAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AAGTTACTAGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTCAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTGATAGAACTAGCACAGAGGTTGGGCAGGGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX181891 
GCT---ACA------------------------------------------
GACAATTTATGGGTCACAGTATATTATGGGGTTCCTGTGTGG---AAAGAAGCAAAT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCTTATGACACGGAA---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAATAGTATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTGAT----------------------------------------
-------------------------------------------------------------------------
----------------------AATAATAGTAGTAATAATATAGACATGAAGGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGGCATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTG---TTTAGAACGCTATATATAATACAAATAAAT-------------
-------------------------------------------------------------------------
----------------------------
ACAATCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAAAAAGTTCAAT------GGAACAGGACCGTGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAAAAATTTTTCTGACAAT---------ACTAAAACCATAATAGTACATCTGAAC----
-----------CACACTGTAAAA---------ATTAATTGTTCAAGACCCGGCAACAATACAAGGAAA-----
-GGTATACACCTG------------GGATGGGGAAGATCA---TTG------TTTGCAACAGAAATA------
---------ATAGTAGGCGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGCA---
GAATGGGATAACACTTTAAGGCAGGTAGTTGAAAAATTAGGA---------------GAGCAATTTAAC----
-----------------------------------AAGACAACAATAATCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAAAGACATTTGG------GAG------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGGCAATTATACAGAAGTAATATAT---
AACTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTCGCTATTAGTTTGGTTAATACCATAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGGTGATAGAAGCAGCACAAAGATTTGGTAGGGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX181907 
ACT------------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATACAAAACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATCCCCTTGGAA---------AATGTGACAGAACCTTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGCATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATGTGACGAATGGGAATGGGACTAATGGC-------------
-------------------------------------------------------------------------
----------------------------AGGAATGTTAAATTGGATACGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
GATAAGATGCAAACACAATATTCTCTC---
TTCTATAAACTTGATGTAGTACCACTAGAGACTAATAGTAGTGTTAAA-------------------------
-----------------------------------------------
GAGGCTAATAGTAGTCAGAACTATAGTGACTATAGATTGATAAGTTGTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAGAACCATAATAGTACAGCTGAAC----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGGCAGCA---TTT------TTT---ACAGGAGAA------
---------ATAATAGGGGATATA------------AGAAGTGCATATTGT---ACTATTAATGGAACA---
CAATGGAATAACACTTTAAAACAGGTAGTTACAAAATTAAGG---------------GAACAATTTGGG----
--------------------------------AACACCACAACAATAAGCTTTCAA------
CCACCAAGTGGAGGGGACCCAGAAATTGTA---TTTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGG
GTTGCTCGGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACGAGAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATTACATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAACTACACAGAAACAATATAC---
AGCTTACTTGAGAATGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGCAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTGGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCAGAA---
GGAACAGATAGAATCATAGAAATAGCACAAAGAATTTTTAGGGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTGGAAAGGGCTTTACAA---TAA 
>KX181910 
GCC---ACG------------------------------------------
GAAAAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AGAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACTGAT---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTCAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCAGTAATGCTAATTTTACCAATGCTAATGCTACT-------------
-------------------------------------------------------------------------
-------------------AAGAATAATGATAGTACAATAAATGAGATGAACAAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGGCATAGGA---------------------------
AATAAGATGCAGAAGGAATATGCACTT---TTTTATGTACATGATGTAGTATTAACAAATGAT----------
-------------------------------------------------------------------------
----------------------
ACAACAACAAGCTATACATTGATAAATTGTAACACCTCAATAATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GACAAGAAATTCAAT------AGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTTACAAACAAT---------GCTAAAACCATAATAGCACAGCTAAAC----
-----------CAGTCGGTAGTA---------ATTAATTGTGTAAGGCCCGGTAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGAAGAGCA---CTT------TATGCAACAGGAAGT------
---------ATAATAAGAGATATA------------AGAAAAGCATACTGC---AACCTTAATAAGACA---
CACTGGAACAACACATTAAAACAGATAGTTGTAAAATTAAGT---------------GAACAATTTGGC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACACAAGTAATATAC---
AACTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTAGCATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCTTAATGGTAGTAGGAGGCTTAGTAAGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AACAGAGTTAGGCAAGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTTGCTGAA---
AGAACAGATAGAATTGTAGAAATAATACAAAAGGTTGGCAGAGGT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAAAGCTTAGAGAGGGCTTTGCTA---TAA 
>KX181911 
GCT---GCA---GAA------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACAAATGTGAAAAATAATACAAGTACCAATAGTAAC----------
-------------------------------------------------------------------------
-------------------------------------TTTAGTAAGATGGAGGGAGACATAAAA---
AACTGCTCTTTTAATATCACCTCAAGCATAGAA---------------------------
AAAAGGGTGCGGGTAGACTATGCAATT---TTTAATAAACTTGATATAGTACCAATAGATAATAAG-------
-------------------------------------------------------------------------
----------------------
AATAGTACAGAGTATATGCTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCGGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAT------------
ATAATGATTAGATCTGAAAACATCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAACAACACTCTAAGACAGGTAGCTGGAAAATTAAGG---------------GAACACTTC-------
-----------------------------------AATAAAACCATAAACTTTACT------
CAATCCTCAGGGGGAGACCCAGAAATTGTA---ATGTTTAGTCTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTTATCTGCACCACCTCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AGTAAATCTCTGGATACAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAACTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTCTAGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTATTAGTCTGTTTAATGCTACAGCTGTAACAGTAGCTGAG---
GGGACAGATAGGATAATCGAATTAGCACAAAGAATTGGAATAGGT----------------------------
--------CTCCTCCATATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>KX181895 
GCT---ACA------------------------------------------
GAAAAATCATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAAGGTAGTATTGAA---------AATGTGACAGAAAAATTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTAATGTGACTATGCCTTTAAATTGCACTAATAAGAATAGGACTG



CCAAGAGTAAT--------------------------------------------------------------
-------ATGACTTGCAATGGCACCAGACAAAACATTACGGGTACTATAGGGGAAGAAATGAAA---
AACTGCTCTTTCAATGCTCCCACAGGAATAGAA---------------------------
AACAAGGTGAAGAGAGAATATGCAATT---TTTTATGCACTTGATATAGTACCAATAAATGCT----------
-------------------------------------------------------------------------
----------------------
AGTAGTAACAGCTATATGTTGACACATTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGATATCCTTTCAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGT
GTAAC---GATGGGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAT------------
GTAATAATTAGATCTCAAAATATCACAAACAAT---------TCTAAAAATATAATAGTACAGCTGAAC----
-----------ATATCTGTAGGA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-GGAATACATCTA------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAGTAGGAGACATA------------AGAAAGGCACATTGT---AACCTTAATAGCACT---
CAATGGGAAAGCACTTTAAAATATGTAGAGGCAAAATTACAA---------------GAACATTTTCCA----
-----------------------------------AATAGAACAATATACTTCAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGAA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTACATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAGACTTAATATAC---
AACCTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTTGGCTTAAGAATAGTTTTTGCA---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTATTAGTTTGCTTAATGCTACAGCTATCGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACGTA------CCCACAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTA---TAA 
>KX181897 
GCT---GAA---GAA------------------------------------
GAAAAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACGAGAAGTACCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAACTGCAGTAATTTAAATAATAGTACAAATATCACTAGT-------------
-------------------------------------------------------------------------
-------------------------AGTGATCAAGGTAATTTGGATATGAGGGAGGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGGCATAGGA---------------------------
AAAAAGGTGCGCAAGGACTATGCAATC---
TTTAATAGAATTGATATAGTACCAATAGATGATAATGATAGTAAA----------------------------
-----------------------------------------------------
AATAATAGTAGCAATAATACAAGCTATATGTTAAGAAGTTGTGATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTGAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAATAATTAGATCTGAAAATATCACAGACAAT---------GGTAAAAACATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAACAAAACTTTAGAAAAAATAGCTATAAAATTAAAA---------------GAAAGAGTTAAT----
-----------------------------------AAAACAAAAATAATCTTTAAT------
CAATCCTCAGGAGGGGACTCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATATCTGAGTTACATTTGG------AAC------



AACATGACCTGGATGCAGTGG---GAGAGAGAGATTGACAATTACACAAACTTAATATAT---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX181915 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GGACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAAGCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGCTGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATAATATCACCATCACCAAGGATAACAGCACTAGTGCTAATA
GCACTAGTTTG--------------------------------------------------------------
-------------------ACTAATAGCACTAGTTTGGATAATAGCACTAGTGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAGTAGAAGT---------------------------
AATAAGATACGGAAAGAATATGCACTT---TTTTATACACTTGACCTAGTACCAATAGATAATAAAACT----
-----------------------------------------------------------------------
TATATAGATAATACAACTAATATAAATTATACAAGCTATACCTTGATACACTGTGACACCTCAGTCATTACGC
AG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAATACAATGTACGCATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGAACTGAGAATATTTCAAATAAT---------GCTAAAAATATAATAGTACAGCTGAAC----
-----------GCATCTGTAGCA---------ATTAATTGTACAAGACCCAATAACAACACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TTTACAACAGGACAG------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---ATCCTTAATGGGACA---
ATATGGAACAACACTTTAAGACAGGTAGCTAAAAAATTACAA------------
GAAATATTAGCACAAGCACAATTA------GTT---------------------
AATAAAACAATAGCCTTTGCA---CAACCACCCCCAGGAGGGGACCCAGAAATTGTC---
ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATACAATTTGG------AAC------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACAGGCTTAATATAC---
ACTTTAATTGAACAATCGCAGAACCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAGTTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCGTTCGCTGTCAATTTGTTTGGTACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGGACAAAGACTTTGTAGAGCA----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KX181916 
GCT---ACA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACTCTATTCTGTGCATCAGATGCTAAAACATATGACCCAGAG---GGACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAATGCACTAATTATGAGAAGAATAGTAGTTCAGTGAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAGTTGGGAAAATATGAAGGAAGAGATAAAA---



AACTGCTCTTTCAATGTCACTAATAGCATAAGA---------------------------
AATAAAAGGCAGAAAGAATATGCACTT---
TTTAATAGTCTTGATGTAGTACCAATAGATCAGAATAAGACTGTT----------------------------
-----------------------------------------------------------------
AATCATACAAGCTATATGTTGCTAAATTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACG---
CATCTGCTATTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAATAGGAGGA------
---------ATCATAGGAGATATA------------AGACAAGCATATTGC---AACCTTAATAGAGGA---
AACTGGGAAAAAACTTTGAAACAGGTAGTTACAAAATTAGGA------------
GAACAATTAAAATTAAGAGGACAA------TTTAAT---------------
AATAGCACAACAATAGTCTTTAAT------CAATCCTCAGGAGGGGACCCAGAAATTGTA---
ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGATTAATATAC---
AACTTACTTGAAGAATTGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTCAGTATAACGCAATGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTATTAATTTGTTTAATGCAATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTAAAGAAGTAGTACAAACAATTTGGAGAGCT----------------------------
--------TTCCTCCATATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGTTTTTGCTA---TAA 
>MK041584 
GCT---GCA------------------------------------------
AGAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTCCCCACAGAC---
CCTAACCCACAAGAATTGGTATTGGAT---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGACCAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTGCTTTAAGTTGCACCAATGTGACTGCTAATACTACCAATAATAGTACTTCCACT----
-------------------------------------------------------------------------
-------------------------AGGAATAGTAATTTAGAACAGAGGGATGGAGATATAAAA---
AACTGCTCTTTCAATATTACCACAGACATAGGA---------------------------
CATAAGACGCGGAAAGACTATGCAATT---TTTAATGCACTTGATATAGTACCAATAGATAATGGAGATAAT-
-------------------------------------------------------------------------
----------
AAAAGTGACTATAATAAAAGTGACTATATGTTGATAAGTTGTAACACCTCAATAGTTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AACAAGACATTCAGT------GGAAAAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATG------------GGACCGGGGAAAGCA---TTT------TATACAACAGGAAGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAACAACACTTTAAAACAAGTAGTCAGAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTACC------
CACTCCTCAGGAGGAGACATAGAGATTGTA---ATGCATAGTTTTAATTGTAGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC---------AAT-----
----------------------------AATAGATCCCTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAGATTGACAATTACACAAGCTTGATATAC---



ACTTTACTTATAGAATCGCAGAATCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTAATGGCATTGGACAAGTGGGACAGTTTGTGGAATTGGTTCAGCATAACAAATTGGC
TATGGTATATAAAAATATCCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTGGCTATTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCAGAA---
GGGACAGATAGGATTATAGAAGTATTACGCAGAATTTATAGAGCT----------------------------
--------TTTATCCACATA------CCTACAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK041586 
GCT---TTA------------------------------AAGGATATA---
AACAATGCGTGGGTCACAGTACATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTCTTGGGA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAAGAATGGGACCGGGACTAACAAT-------------
-------------------------------------------------------------------------
-------------------------GCTAGTAAGATTGACGAGAAAATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AATAAGTTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTACAACAAATAGGGGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATACAGTGTAATACCTCAGTCATTACACAG---
GCCTGCCCAAAGATATCCTTTACACCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAC---GATAAGGAGTTCAAT------GGAACAGGACTTTGTCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTAATTAGATCTCAAAATTTCTCAGACAAT---------GTTAAAACCTTACTAGTACAGCTGAAT----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCTAATAACAATACAAGAAAA-----
-AGTATACATCTA------------GGATGGGGAAGAGCA---TTT------TATGCATCAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
CAATGGAACACCACTTTACAACGGATAGTCAGAAAATTACAA---------------AAACAGTATGGG----
-----------------------------------AATAAAACAATAATCTTTAAG------
CACCCCGCAGGAGGGGACCCAGAAATTGAG---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTTAGAGACAATTTGG------AAT------
AACATGACTTGGAGACAGTGG---GAAAGAGAAATTGACAATTACACTGAGTTGATATAC---
TCCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTTGATACCACAGCTATAGCAGTAGCTGAA---
GGGACTGATAGGGTTATAGAAGTAGTACAAAGAGCTGTTAGAGGT----------------------------
--------GTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>MK041551 
GTT---GCT---------------------------------------
GCAAATCAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CGTGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTACATTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGAAGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAGACTGCACTGAGGTGATTGTGAACCAGACCACAAATGAAACTAGTACCGAT-
-------------------------------------------------------------------------
-------------------------AATGGTAATTGGAATTATACTATGAAGGATGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATTTAGTATCAACAGATAAT----------



-------------------------------------------------------------------------
----------
AGTAATAAGACAAACTATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAAAAGAAGAC------------
ATAGTAATTAGATCCGAAAACTTTACAAACAAT---------GCTAAAACCATAATAGTGCATCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGCAAC-----
-AGTATATCTTTA------------GCAGGGGGAAGAGCA---TTG------TATACAACAGGACGA------
---------CTAATAGGAAATATA------------AGACAAGCACATTGT---AACCTAAGTAGAGAA---
GATTGGGACAAAACTTTAAAAGGGGTAGTCATAAAATTAAGG---------------GAACAATTCGGC----
--------------------------------AACAATAAAACAATAAATTTTAAC------
CAATCTGCAGGAGGGGATCTAGAGATTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCGGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGAAAATTACACAGGCTTAATATAT---
AACTTAATTGAAGAATCGCAGAACCAACAAGAC----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTAATTTCTATAATA---------AATAGAGTTAGGGAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTGAACGCCTTTGCTATAACAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGGAGTACAAAGACTTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK041554 
GCT---GTA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACAACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAATCCAAAAGAAATAGTCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGTAGTAATTCTAACTTCAATAAATCCACTAGT----------------
-------------------------------------------------------------------------
-------------------------AGCAAGAATCATAGTAAGGAGATGGAGAGTGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGGTGAAAAAAGAATATGCATTT---
TTTAATAGACTTGATGTAATACCAATAGATAATGAAAATAATGCA----------------------------
--------------------------------------------------
AGCTCTAATGCAAGCTCTAATGCAAGCTATATGTTGAGAAGTTGTAACACTTCAGTCCTCACACAG---
GCCTGTCCAAAGATATCCTTTGACCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GAGTCCGTAGCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATT------------GGATGGGGGAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACGAGCACATTGT---AACCTTAGTAAAACA---
GACTGGAACAACACTTTAGAAAAGATAAGGAAAAAATTAAAT---------------GAACAATTC-------
-----------------------------------AATAGAACAATATTCTTTGAT------
CAATCCTCAGGAGGGGACTTAGAAATTACA---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AAGAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGCATTAATATAC---
ACATTGCTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAGCTGGTTTGACATAACAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGATTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGGAGTGCGAAGAGCTTGTAGAGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGGTTTTAGTA---TAA 
>MK041558 
GCT---ACA------------------------------------------
AGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTACC----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATCAAGGGAATACTACT-------------------------
-------------------------------------------------------------------------
-------------------------AATGGGACTATAGAAAAAAACATGGAGGGGGAAATAAAA---
AACTGCTCTTTTAATATCACCACAGAAATAGGA---------------------------
AATAAAAGGCAAAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAAGAATAAT----
-------------------------------------------------------------------------
----------
AATAATACAAACTATACTACAAACTATACATTGATAAATTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCCGGATTTGCGATTCTAAAGT
GTGGA---GATCCAAAGTTCACT------GGAACAGGGCCATGTTCCAAC-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAGGAG------------
GTAGTACTTAGGTCTGAAAACTTCACAGACAAT---------GTTAAAACCATAATAGTACAGATGAAC----
-----------CAATCTGTAGCA---------ATTCATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCGGGAAGAGCA---CTT------TATACAACAGGAGAA------
---------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTGCAGCA---
CACTGGAACAATGCTTTAAAACAGATAGCTATAAAATTAATA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAGTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGAGGACATTTGG------GAA---
GGGAACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGCAACTACACAAACACAATATAC---
ACCTTACTTGAACAATCGCAGACCCAGCAAGAG----------------------------------------
-----------------------------
ATAAATGAAAAAAACTTATTAGCATTAGATGAGTGGGCAAGTCTGTGGAATTGGTTCGATATATCAAAGTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTCGCTGTTAGCTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGCACAAAGAACTTGTGGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGACTTTTGCTA---TAA 
>MK041556 
GCT---GTA------------------------------------------
GAAAAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACAACTCTGTTTTGTGCATCAGATGCTAAAGCATACGACACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTATTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACCAATTCTAATTTCACTAATGCTCAGTCC----------------
-------------------------------------------------------------------------
-------------------------ACAAGTAGTAGTTGGGAGGGGATGGATAGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAAA---------------------------
AATAGGCTGAAAAAAGAATATGCACTT---TTTAATGAACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACCTATATGTTGAGAAGTTGTAACACTTCAATCCTTACACAG---



GCCTGTCCAAAGATATCCTTTGACCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACGAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTT------------GGATTGGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTCTACAA---
CAATGGAACAGAACTTTAGAAAAGATAAAGGCAAAATTACAG---------------GAACAATTTAAT----
-----------------------------------GGAACAAGAATAACCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAGATTATA---AGTCACCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAGTTGGCAATTACACAGACTTAATATAC---
ACATTGCTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTCTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTGKAGAGCA----------------------------
--------TTTCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAG 
>MK041562 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACACATGATCCAGAA---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAACTTGCACTAATTTGACGACAGCTAATCATACTGGCACTAATTTGACGACAG
CTAATTATACTGGGAAT--------------------------------------------------------
-------ATTAGTAGTAGTAATGATTGGGGGAATATTAGTAGTAGTAATGATTGGGAAACAAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATGAGGTGAAAAAAGAATATGCACTC---TTTTACAGAAGTGATATAACACCAATAAAGGAG----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTGTCAACC---
CAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GTATCTATAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAATAAAA-----
-AGRATATCTATA------------GGACCAGGGAGAGCA---TTT------CGGACAAGAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCCCATTGC---AACATTAGTAGAACA---
CAGTGGAATAACACTTTAAAACAAGTAGTTATAAAGTTAAGA---------------GAACAATTTCCA----
-----------------------------------AATAAGACAATAGTCTTTAAT------
AGATCCTCAGGAGGGGACCTAGAAATTGAA---AGGCACATGTTTAATTGTGCAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAGATTTGG------AAA------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACACACATAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTCGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTA---------AATAGAGTCAGGCAGGGATATTCACCA------
CTGTCATTTGCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAATATTACAAAGAACTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG571981 
GCT---GAA------------------------------------------
GATAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCCTATGACCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTTGAAGAATGTGAATAGTACTCACATTAATAATAATGGCA
CT-----------------------------------------------------------------------
-------------------------------------------------------GATATGAAA---
AACTGCTCTTTCAATATCACCACAAGTGTAAAA---------------------------
GATAAAATACAGAGAGAATATGCACTT---TTTTATAAACTTGATATAACACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGGAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAAACATAATAGTGCAGCTGAAT----
-----------GAAACTATAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACGAGCACACTGT---AACATTAGTAAAAGG---
GACTGGGAAAACACTTTAAGACTGATAGCTGAAAAATTATAT---------------AAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTCCAA------
AAAAGTGCAGGAGGGGACCCAGAAATTGAA---ACACACAGTTTTAATTGCGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGCAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTCGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCATTTGCTGTTAGTTTGTTTAATGCTTTAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATCTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTACACGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MG571996 
GCT---TTA------------------------AAG---GAT---ATA---
AACAATGCGTGGGTCACAGTACATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTCTTGGGA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAAGAATGGGACCGGGACTAACAATGCT----------
-------------------------------------------------------------------------
----------------------------AGTAAGATTGACGAGAAAATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AATAAGTTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTACAACAAATAGGGGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATACAGTGTAATACCTCAGTCATTACACAG---
GCCTGCCCAAAGATATCCTTTACACCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAC---GATAAGGAGTTCAAT------GGAACAGGACTTTGTCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---



CAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTAATTAGATCTCAAAATTTCTCAGACAAT---------GTTAAAACCTTACTAGTACAGCTGAAT----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCTAATAACAATACAAGAAAA-----
-AGTATACATCTA------------GGATGGGGAAGAGCA---TTT------TATGCATCAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
CAATGGAACACCACTTTACAACGGATAGTCAGAAAATTACAA---------------AAACAGTATGGG----
-----------------------------------AATAAAACAATAATCTTTAAG------
CACCCCGCAGGAGGGGACCCAGAAATTGAG---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTTAGAGACAATTTGG------AAT------
AACATGACTTGGAGACAGTGG---GAAAGAGAAATTGACAATTACACTGAGTTGATATAC---
TCCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTTGATACCACAGCTATAGCAGTAGCTGAA---
GGGACTGATAGGGTTATAGAAGTAGTACAAAGAGCTGTTAGAGGT----------------------------
--------GTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>MG571999 
GCT---ACA------------------------------------------
ACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCCAAAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTACCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTTTGCGTTACATTGAACTGCACTGATGTTACTATGGTTAATAGTACTAGTAATAGTAATAGTACT-
-------------------------------------------------------------------------
-------------------AATAGCAGTAGTAGTATTAATAATGAAATAAAGGGAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAAGCATAAAA---------------------------
AACAAGATGCAGAGAGAATATGCACTT---TTTTATAAATCAGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
CAGACTAGAGAATATATGTTGACAAATTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTTGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATATTACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CAAACTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGAATGGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGAACA---
GCATGGGACAGCACTTTAATACAGATAGGTAGAAAATTAAGA---------------GAACTATTTAAC----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGTACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCTAGATAMAATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGACTTCATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGGATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGTCTGCTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTGTAGAAGTAGTACAAAGAGCTGGAAGAGCT----------------------------
--------ATCCTCCATATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MG572006 



GCT---GAA------------------------------------------
GAAGATAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTTCCCACAGAC---
CCTAACCCACAAGAAGTGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGACACTA---
ACCCCACTCTGTGTTACTCTAGAGTGCACCAATGTTACTCTAGAGTGCACCAATGTTAGTTGCTCTAATAACT
CCAATAATGGT--------------------------------------------------------------
-------------CCAACTTGCTCTAATGACACCAGTGTTATTGCCGAGAGGGGGGAAATAAGA---
AACTGCTCTTTCAATATCACCACAGGCATAGAA---------------------------
CCAAAGGGACGGAAGGATTATGCACTA---TTTAATAGATTGGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----
ACAGCAAATGATACAGCAAATGATACAAGGTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGCCCAAAGATAACCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAGATCATAATAGTACAGCTAAAT----
-----------GAGACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACATCTG------------GGACCTGGGAGAACA---TTT------TATGCAACAGGAAGC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTATAACA---
CAATGGAACAACACTTTAAAACGGATAGCTGCAAAATTAAAA---------------GAGCAATTTAAT----
-----------------------------------GCTACAACAATCAGCTTTAAT------
TCATCTTCAGGAGGGGACCCAGAAATTACA---ATGCACAGCTTTAATTGTGCAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGGTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAACACAATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTATACAGACTTAATATAC---
AACTTGCTTGAGACATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGATAAGTGGGCAAATTTATGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATACCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTGATAGAAACAGCACAAAGAATTGGCAGAGCT----------------------------
--------ATTTGTAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>AY173956 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATACTAATACCACTAATACCACTAATACCAGT-------
-------------------------------------------------------------------------
----------------------AGTACCGTTAGTGGGGAAAAGATGGACAGGGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
AATAAGATGCAGAGAACATATGCACTT---TTTTATAAACTTGATGTAGAACCAATAGATAAA----------
-------------------------------------------------------------------------
----------------
AATAAGAATACTACTAGATATAGGTTAATAAGTTGTAACAACTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTAATAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATATTAGTACAGCTGAAA----
-----------GAACCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAAGGCAAGAAGA-----



-CGTATACGTATA------------GGACCAGGGAGAACA---TTT------TATACAGGAAAA---------
---------ATAGTAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCT---
AAATGGAATAACACTTTAAACCAGATAGTTACAAAATTAAGA---------------
GAAATTGAACAATTTAAG---------------------------------AATAAAACAATAGTCTTTAAT-
-----CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCATGATAGCATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGGATTGGTTTAACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGACATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY779552 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCGAAAGCATATAAATCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAACCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTTGAGGAATGCTACTAATACCACTGGGAATGCTACT----
-------------------------------------------------------------------------
----------------AATACCAATAGTAGTAGCGGAATGGAGATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGG---------------------------
GATAAAGTTCAGAAAGAACATGCACTC---TTTTATAAATTTGATATAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAGAGGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGATGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGTTGAAC----
-----------AATTCTGTAAGA---------ATTCATTGTACAAGACCCAACAACAACACAAGAAGG-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAAATCA---
GATTGGAACAACGCTTTAAGACAGGTAGCGAGAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAAACTTTACT------
CGTTCCTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGCAATTACACAAGTAAAATATAC---
CAGTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGACAAATTTGTGGAATTGGTTTAAGATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATCCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATC------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>GU562135 
GCT---GCA------------------------------------------
CAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGCAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACGTTGCACTGATTTGGAAAATGTTACTAATACCAATGTTACTAAT-------
-------------------------------------------------------------------------
----------------------ACCAATAGAAGTATTGAGGGAAAAATGAAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATGAAGTGACAAAACAATATGCACTT---
TTTTATAGGCTTGATGTAGTACCAATAGATAATGATGAAGGTAAA----------------------------
--------------------------------------------------
AGTAATGTTACTTCCAACTATACTGACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAACAAGTTCAAT------GGATCAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAACTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGAAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTCAGTGGAGTA---
GACTGGATGAGAACTTTAAACCAGGTAAGCGCAAAATTACAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACTCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGTCAGAAATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATCAACAATTACACAGAATTAATATAC---
AACCTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAAAGGATTTTTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGGAGTTTGCTA---TAA 
>GU562272 
GCT---AAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTGATGCCC---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAATGCTAAAAATGATACTAACACCACTAGTAGTA
GTACT--------------------------------------------------------------------
----------AATGCCACTGCTGGGAATGCTACTAATAGGGGAATAATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACATGAGA---------------------------
GATAAGATACAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTACAAATAGATGATAAG-------
-------------------------------------------------------------------------
-------------
AGTAATAGTACTAATAGCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAAATAACATTTGAACCAATTCCCATACATTATTGTACTCCTGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTAGCAATTTCTCAGACAAT---------GCTAAAAATATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGTGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
CAATGGGAGGACACTTTAGAAAAAGTAAGTACAAAATTAAAA---------------GAACAATTT-------



-----------------------------------AATAAAACAATAGCCTTTAAG------
ACACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGTTAGCTGGAGT-----------------
----------------------------AATAAAACTCAGGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AGCTTACTTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGACAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTACTCTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTGTTAGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAATTTTTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTGCGAAAGGGCTTTGCAA---TAA 
>GU562155 
GCT---ACA------------------------------------------
GAACCATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAACATTA---
ACCCCACTCTGTGTCACTTTGAATTGCAGTGAGGTAAGGAATAATAACAGTACTAATAATACC----------
-------------------------------------------------------------------------
----------------------AATAGTAATGGATGGGGAATGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACTACAGCAATGACA---------------------------
GATAAGAAGCAGAAACAATATTCAATT---TTTAATGCACTTGATGTAGTACAAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAAAG---
GCCTGTCCAAAAGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTTAAC------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTGAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TACACAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AATATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAGGA---------------GAACAATATAAC----
-----------------------------------ATAAGCACAATAGTCTTTCAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGACATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAGATATAC---
GATTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGATTGGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCCATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGTTTGTTCAACGCCACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTTTTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>JF320413 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAAGTATTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTTTGTGTTACTTTACAATGCACTGATGTGAATGTTACTAGGACTAATGAGACCAAT----------
-------------------------------------------------------------------------
----------------------GATACAAGTAGCTGGAAAAAGATGGATACAGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAGACAGAAGA---------------------------
GATAAGATGCAAAAAGAATATGCATAT---TTCTATAAACCTGATATAGTACAAATAAATGATAGTGAT----
-------------------------------------------------------------------------
----------
ACTGTTAAGAATGAGAGTGACAGTTATAGGTTGATAAGTTGTAACACTTCAGTCATCACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAGA---GATAATAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTAGCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAGAATTTTTCTAATAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------AAATCTGTAGAA---------ATTCGTTGTATGAGACCCAACAATAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGGAACA---
GCCTGGAAAAAAGCTTTAAAACAGACAGTTATAAAATTAGAA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTACA------
AATTCCTCAGGAGGGGATCCAGAAGTTGCA---ATGCACACTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACGATTTGG------AAT------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAATTGATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCACCATAACACACTGGC
TGTGGTACATAAAAATATTCATAATAATAGTGGGAGGTTTGATAGGTTTAAGAATAGTCTTTGTT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGTGCGAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCAACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTT---TAA 
>GU562266 
GTT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGCGCATCAGATGCTAAGGCATATAAGTCAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGATACTACCACTAATAATACCACTAATAGTA
CCACTGGGGTG--------------------------------------------------------------
-GAAAATCGTACTTCCAATAATAGTACCACTAATAGTAGCAAAGGAATGAGGGAAGAAATGAAA---
AACTGCACTTTCAATATCACCACAAGCTTGAGA---------------------------
GATAAGGAACAGAGAACATATGCACTT---TTCTATAAACTTGATGTAGTACAAATAGATAATAAT-------
-------------------------------------------------------------------------
-------------
ACTTATAATGGTACTGCTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTTAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCAGAGAATCTCACAAACAAT---------GCTAGAATCATAATAGTGCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATTCCTATA------------GGACCAGGGAGAGCA---TGG------TTTGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGGAAAACACTTTAAGACGGGTAGCTAAAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AGATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG



GTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATAGTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGCATAATATAC---
AACTTAATTGAACAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTCAAATTAGATCAGTGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCTGTTAGCTTGCTCAATACCACTGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATTGAAGTAGTACAAAGAGTTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATCAGACAAGGTTTAGAAAGGAGTTTATTA---TAA 
>AY314061 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTAGGGAATACTACTAACACCACTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCTGGGGAAAGATGGAGGGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGCTGAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAACTATAATAGTACAGCTGAAA----
-----------GAAGCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------CAACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
GCTTGGAATAACACTTTATTACAGATAGTTAAAAAATTAAAA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAGCCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTATGTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGAACAAATTTGG------GGT------
AACATGACCTGGCTGCAGTGG---GAAAGAGAAATTGATAATTATACAGAATTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTTATAGAGCT----------------------------
--------ATCCTTCACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>GU562033 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGGGAAATGCTACTAGTACCAATAATAGTAGT-------
-------------------------------------------------------------------------



----------------------GAGGGAAACATAGAAGGAAAAATAAATCAGGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGATGAAGAAAGAATATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGATAATGATAATAAT-
-------------------------------------------------------------------------
----------
AATACTACTAAAAACTATACCAATTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAAGGGACCATGTACGAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAGTAATTAGATCCAGCAATTTCTCGGACAAT---------GCCAAAACCATAATAGTACAGCTCAAT----
-----------AATTCTGTAGGA---------ATTAATTGTACAAGACCCAACAACAAGACAAGAAAG-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAAAA---
GAATGGAATAACACTTTAAGCAAGATAGTTATAAAATTAAGA---------------GAACAGTTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAAGCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAGTTTAATATAT---
ACCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGT
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTTAATACCATAACTATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU562058 
GCT---ACA------------------------------------------
AAAGATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTATTCTTGAAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACTCCACTCTGTGTTACTTTACACTGCACTAATTTGAGGAATGGTACTAATTTGAGGAATGATAGTGATAACA
GTACT--------------------------------------------------------------------
-------ACTCCCAGTCCTACAACTACCAGTAATATAACCAATATAGAAGAAGGGGAAATAACA---
AACTGCACTTTCAATGTCACCACAACAATAGGA---------------------------
AATAAGATGCAGAAACAATATGCACTT---TTTTATAGACTTGATGTACAAAAAATAGATGAT----------
-------------------------------------------------------------------------
-------------------------
AATGGTAGCTATGCGTTGATAAATTGTAACAGCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACTCATGGAATTAGACCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
GTAGTGATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATA------------GCACCAGGGAGCGCA---TTT------TATGCAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
CAATGGAATAACACTTTAGAAAAGATAGTTACAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAGAACAAATTTGG------GAT------
AACATGACATGGATGGAGTGG---GAGAAGGAAATTGACAATTACACAGGCTTAATATAC---



ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAGTAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATAGTACAAAACATCTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>GU562001 
GCT---ACA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCAAAAGAAATTGAATTGACA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------GCGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGTCATGTGTAGAATTA---
ACCCCACTCTGTGTTACCTTACATTGCACTAATAATGTTACTATCAATGCTACT-------------------
-------------------------------------------------------------------------
-------------------------------ATCTATAATAATAGTAGTGGGGCGGGAATGAAG---
AACTGCTCTTTCAATATCACCACAAACATAGAA---------------------------
GATAAGGTGCAGAAAAAACATGCACTG---TTTTATGAACTTGATATAAAACAGATGGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGTTATAGGTTGATAAGTTGTAACACCTCAAAAATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTGGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAACATCACAAACAAT---------GCTAAAACCATAATAATACAGCTGAAA----
-----------GACCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGACAA-----
-GGTATACATATG------------GGACCAGGGAGATCA---TTT------TATACAGCAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATAACACTTTACAACAGATAGTCAAGAAATTAAGA---------------
GAAATTGAGCAATTTAAA---------------------------------AATAAAACAATAGCCTTTAAG-
-----AATTCCTCAGGAGGAGACATAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTCTGTCTCAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAACGAACAAGAATTATTGGCATTGGATCAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAATTTTTACT---
GCACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGAGCTTGCTA---TAA 
>GU562080 
ACT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTATTGGGA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCTCTGATTTAGGAAATATTACTAATACCAATACCACT----------
-------------------------------------------------------------------------
-------------------------AGTAGTAGTGGGATAGAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAAAAACAATATGCAACT---TTTTATAAACTTGATTTAGTATCAATAGATAAT----------



-------------------------------------------------------------------------
-------------------------
ACTAGCGAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
TTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGTTGAAT----
-----------GAATCTGTAAAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAGCA---
ATATGGAATAACACTTTAAAACTGATAGCTAGAAAATTAGGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGAA---ACGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTATGGAGTTGGTTTGACATAACGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGATTAGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAATTCTTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTATCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>DQ322223 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATAGAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAAGTAAGATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAAGTGCAATAATACTGCCAATAATAGTAATAGTAATACTACTGCT-------
-------------------------------------------------------------------------
----------------------GGCAATAGTAGTGTAGAGGGAAAGATAAAAGGGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAGGGTACAGAAAGAATATGCACTT---TTCTATAACCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAGGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACTATAATAGTACAGCTGAAG----
-----------GAAGCTGTAAAC---------ATTACTTGTACAAGACCTGGCAACAATACGAGGAGA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAY------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AGCTGGAATAACGCCTTAAATCAGACAGCTATCAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAGTGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATCAATAATTACACAGAACAAATATAC---
AAATTAATTGAAATATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAACTGGC



TGTGGTATATAAAGATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATYTGCTGTTAGCTTGCTTAATACCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGTAGGACAAAGAGCTTTTAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>DQ322227 
GCA---GAC---------------------------------------------
CAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACATGAACAAGAATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGCAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCAATGATGTAAGGAATGCCACTAATGCCAAT----------------
-------------------------------------------------------------------------
----------------------------AGTAGCGAGGGAATGATGGAGAAAGGGGAAATGAAA---
AACTGCTCTTTTAATATCACCACAGCCATGAAC---------------------------AAGGGGGTG---
CAGGAACGTGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGATAAC----------------------
-------------------------------------------------------------------------
----------------AGGACATATAGGTTGATAAGTTGTAACACCTCAAAAGTTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCACTTCTAAAGT
GTAGG---GATAAAAATTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATGATTAGATCTAAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAAGTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATAACTATG------------GGACCAGGGAAAGCA---TTT------TTTACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATGCAACTTTAGGACAGATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAAAATAAAACAATAGCTTTTAAT------
CGACCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATACAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAATACAATATAC---
CAATTACTTGAAAAATCACAGAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCCATTAGCTTGCTCAATTTCATAGCCATAGCAGTAGGTGAA---
GGGACAGATAGGATTATAGAAGTAGTGCAGACAATTTATAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>DQ322225 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGAAATTGGAA---------AATGTGACGGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGAAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACTTGCACTAATTTGAATATCACTAATACCAATATCACTAGT----------
-------------------------------------------------------------------------
-------------------------AGTGCTAATATCACTGATGGTAGCGGGGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAACAACAAGA---------------------------
GATAAGCTGCGGAAAGAATATGCCCTT---TTATATAAAATGGATTTAGTGCCAATAGATAGT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCCTCACACAG---
GCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT



GTAAT---GATAAGAATTTCACT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGCCAATTTCTCAARCAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------AAGCCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AAGTTGAGTAAAACA---
CAATGGGATTACACTTTAGAACAGGTAGCTAAAACATTAGAA---------------AAACAATTT-------
-----------------------------------AATAAAACAATAGCATTTAAT------
CGATCCTCAGGAGGGGACTTAGAAATAGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATRCTRGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGCTTAATATAC---
ACTCTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATRGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGTGAA---
GGGACAGATAGGGTTATAGAAGGAATACAAAGAGTTGGTRGAGCT----------------------------
--------ATTCTCCACAKA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAG---TAA 
>DQ322239 
GCT---GCA------------------------------------------
RAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCCAGAGCATATGATACAGAG---GTACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAARAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTGGGTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTCTAAATTGCACTGATGAGTTGAGGAATGACACTTGTAGGAATGACACT-------
-------------------------------------------------------------------------
----------------------TGTACTAATAGTAGTACTGAGGATATTAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAACATAAAC---------------------------
GGTAAGATGCAGAAAGAATATTCACTT---TTCTATAAACTTGATGTAGTACCAATAGATAGTGAG-------
-------------------------------------------------------------------------
-------------
AATAATGGTACTAACAGCTCCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTGAAAT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAATTTCAGTGATAAT---------GCTAAAACCATAATAGTACAGCTGGCG----
-----------AAACCTGTAAAA---------ATTAAGTGTACAAGACCCAACAACAATACAAGAAGA-----
-GATATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCA---GGAGAA------
---------ATAATAGGAAATATA------------AGAAAAGCTCATTGT---AACCTTAATAGAACA---
GAATGGAGTAACACTTTACAAGAGATAGTTGACAAATTAAGA---------------GCACAATTTGGG----
--------------------------------AAGAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACATAGAAATTGTA---ACGCACAGTTTTTGTTGTGGAGGGGAA---
TTTAAGCAACTTCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGATAATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAGGCTTAATATAC---
AACTTAATTTCAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
TTATCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATGGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCT----------------------------
--------GTTCTTCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGTTA---TAA 
>JQ403022 
GCT---ACA------------------------------------------
GAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAAAT---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACTAGAATTAAAATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACCTTAAATTGCAGTGATGCGGACGTGAATAGGACTGATAAT----------------
-------------------------------------------------------------------------
-------GTGAATGCTAATAATACCAGTAGTAGTGAGCTACCGATGGAGAAAGGAGAACTAAAA---
AACTGCTCTTTCAATACCACCACAAACATAGGA---------------------------
AATAAGATGGAAAAAAACAATGCACTT---TTTAATAGCCTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAAGACCAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
ACCTGTCCAAAGATATCCTTTACACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCAATTCTAAAGT
GTAGA---GATAAGCAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACCAACAAT---------GCTAAAACCATAATAGTGAGTCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATCTA------------GGACCAGGGAGAGCA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACCTCAGTGCTACA---
AATTGGCATAACACTTTACAAAAGATAGTTGTAAAATTAAGA---------------GAGCAATTT-------
-----------------------------------AACAAAACAATAATCTTTCAG------
CCATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAACTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATAATATTTGG---------------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTGATATAC---
ACCTTACTTGAACAGTCACAGTTCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTTAATACTACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAGGAGTTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGATTAGAAAGAGCTTTGCTA---TAA 
>JQ403023 
GCT---GCA---GAA------------------------------------
GAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAT---
GCCACTCTATTTTGTGCATCTGATGCTAGGGCATATGAAACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCAAAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGACTACCGTCCTATTACTGAGAATGCCACT-------------
-------------------------------------------------------------------------
----------------------------------GTGGAGAATAGTACTAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAATTTCAGA---------------------------
GATAAGATGCAGAGACAATATGCACTT---
TTTTATAAACTTGATGTAGCACCAATGGAAGAAAATAATACTACA----------------------------
--------------------------------------------------------
GGTAATACTAACTATACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATTTCACAAAAACT---------ATTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAATG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATT------------AGACAAGCACATTGT---AACCTTAGTGGAGTA---
CACTGGAATAACACTTTAACAAAGATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAATCTTTAAT------
CAATCCACAGGAGGGGACCCGGAAGTTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATCATGAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAACCACAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAATTAGCACAAAGAATTTTTAGGGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC797171 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACCCTATTTTGTGCATCAGAGGCTAAAGCATATAGTACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTAGAATTGAAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------GCATGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAATTA---
ACCCCCCTCTGTGTCACTCTAAATTGCACTAATGCCACTAGCACTGCTGAAAATGCCACCACCACC-------
-------------------------------------------------------------------------
-------------------ACCACAGCCAATAGCACTGTTGGAAAGCCAGATATGGAAATAAAA---
AACTGCTCTTTCAATATCACTGCAAGTAGAAGA---------------------------
GATAAGATACAGAGAGAATATGCACTT---TTTTATAAACTTGATCTAGTACCAATAGAGGAT----------
-------------------------------------------------------------------------
-------------
GGTAATAATAATACTAGTTACTATAGATTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCTTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAAAGGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGACAATTTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------AAATCTGTAATG---------ATTAATTGTACAAGACCCAACAACAATACACTAAAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAG---
GATTGGAACAACACTTTACAACAGGTAGTTACAAAATTAGGA---------------
GGACAATTTAGTAACGCA------------------------------------AAAAAAATAGCCTTTAAT-
-----CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACGCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCTATGATCAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGACTCGCAGAGCCAGCAAGAC----------------------------------------
-----------------------------
GATAATGAACAAAAATTACTAGAATTAAATGAGTGGGCAAGTTTGTGGAATTGGTTTAATATAGCAAAATGGC
TGAGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTCCGACGCCACAGCGATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTGCACGAATAAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>JQ403025 



GCT---GCA------------------------------------------
GAACAAACGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCTAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTAACATTGGGA---------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATGTTAAAAGTGGTAATAATACTACCAAT-------------
-------------------------------------------------------------------------
----------------------------AGAACCTGGGATAGGATAGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGA---------------------------
AAAAAGATGCAGAAAGAATATGCAACG---TTTTATAATCTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
-------------------
AGTGATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCAGAGAATATTACAAATAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTTGGACA---
AAATGGAATAAAACTTTACAACAGGTAGTTGACAAATTAAGA---------------GAACACTTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATACCATAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGTTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>JQ403026 
GCT---ACA------------------------------------------
AACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAGTTGCACTGATTTTAATAATACTACTAACACCCCT----------------
-------------------------------------------------------------------------
----------------------------ATTAAAGAGATGAAAATGGAGCCAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCTCAAATATGAGA---------------------------
GATAAAGTGCAAAAAGAATATGCACTT---
TTTTATAAACTTGATATAACACAAATAGAAGGTAATAGTAATAAA----------------------------
--------------------------------------------------------
GGTAATAGTAATAGTACTAGGTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATTAGATCCAGCAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGGAGAATGCTTTAAAAAAGATAGCTATAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGATTTAATATAC---
ACTTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTTAACGCCACCGCCATAGCAGTAGCTGAG---
GGAACTGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTACTA---TAA 
>EU023916 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTCCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAATAATAATAATACTAATACC-------------
-------------------------------------------------------------------------
-------------------------ACCAGTAGTAGCTTGGGAAGTATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCTCCACACGTATAAAA---------------------------
AATAAGATACAAAAAGAATATGCACTG---TTTAATAGACTTGATGTAGTATCAACAGACAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGGTAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAATACAATGTACACATGGAATTAAGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTAGCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGGAAAACACTTTAAAAAAGATAGCTACAAAATTAACA---------------GAACAATTTAAT----
-----------------------------------AAGAGCACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCGGAATGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCACTATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>JQ403019 
GCT---ACA------------------------------------------
ACAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACAAAACAGAG---GTGCATAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATGTTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATGTTTACAGGAATGATACTAATAACAAT-------------
-------------------------------------------------------------------------
-------------------------AGTACTAACTGGGGGAAGATAGAGAGAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTCACCACAAATATAAAG---------------------------GGTAGGGTG---
CAAGAATATGCTGTC---TTTTATAAACTTGATGTGGTACCAATAAAGGAAAATAATGAT-------------
-------------------------------------------------------------------------
----AGTAGTAGCTATAGTAGCTATATACTGACACATTGTAATACCTCAGTCGTTAAACAA---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCAATACATTACTGTACCCCGGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAGGCCAGTAGTGTCCACC---
CAAATGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAGACCATAATAGTACAGCTGAAG----
-----------GATCCTGTAAAC---------ATTAGTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTACGTATA------------GGACCAGGGCAAGCA---CTT------TATACAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAGAAAA---
GACTGGAATAAGACTTTACAACAGATAGTTCCAAAGTTAAGA---------------AAACAATTT-------
-----------------------------------AATAACACAATAGTCTTTCAG------
CCATCCTCAGGAGGAGACATAGAAATTGAA---ACTCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAACTACACAGGCTTAATATAC---
ACCTTAATTGAAGAGTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGACTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAATTTGTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTATCATTTGCTGTTAGTTTGTTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACGAAGAACTTTTTGGGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JQ403029 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGATGCAACT---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGGGGAATGATACTGATACTAGGAATGCTAAT-------
-------------------------------------------------------------------------
-------------GTTACTAATGCCACTAATAGTTGGGGAATAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGTGTAAGA---------------------------
GATAAAGTGCAGAGAGAATATGCATTG---TTTTATAAACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGGACATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGGGATTCTAAAAT
GTAAC---GATAAAAGGTATAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGACAATATCACAGATAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GACACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACCTTAAAACAGATAGCTGACAAACTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------



CAATCATCAGGAGGGGACCCAGAGGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGAACTCTGAATAAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAAATGAAATATAT---
AACTTACTTGAAGCATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTCGCTGTTAGCTTGCTCAACGCCACAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403044 
GCT---GCA------------------------------------------
GACCAATGGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTATTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCATTAATTTAACTACTACTACCACCAGTACTCCTACTACCACC----
-------------------------------------------------------------------------
----------------AGTACTGGGAGTAGTGGTGCCACCCCTAGTAGTAGTGTGGAAATGAAA---
AACTGCTCTTTCAATGCCACCACAAGCAGAAGA---------------------------
GATAAGGAACGGAAAGAATATGCAATT---TTTGATAGGCTTGACATAGTACTAACAGGTGAA----------
-------------------------------------------------------------------------
----------------------
ACTAATACTAGCTATATGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAATAATTAGGTCTGAAAACTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATAACTATA------------GGACCAGGGGCAGCA---TTT------TTTGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACCTTAAGACAGATAGTTGGCAAATTAAGA---------------AAACAATTCGGG----
-----------------------------------AACAAAACAATAATCTTTACT------
AAACCCGCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
-------------------------AGTAATAAATCTTTAAATCAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ATCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGGATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCCTGATAGGTTTAAGATTAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATACCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGA-------------------------------
-----------------------------CG-CGAATAAAACAGGGCGCAAGAAGGGCTTTGCTA---TAA 
>KX792621 
GCT---GCA------------------------------------------
GAACAACGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
GCCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACCGAC---
CCCAACCCACTAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---



ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCAAATGTTACAACTGAGAATGCTACTAATACCAGT----
-------------------------------------------------------------------------
----------------------AATAGTAGTGATGGACTGATGATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGGAGAAACAAAATGTACTT---TTTTATAAACTTGATGTAATACCAATAGATAATAGTAGAAAT-
-------------------------------------------------------------------------
----------
AATAGTAATAGTAGTTATACCAACTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAACTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GTACCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAAGC------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AATGTCAGCAGACTA---
AAATGGAATGACGCTTTGCGACAGGTAGCTAAAAAACTAAGA---------------AACCAATATAAC----
-----------------------------------AGTACAAAGATAGTCTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGCAATTACACAGAAACAATATAC---
GACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAATTTGCTTAATACCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAGAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403043 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------ATGGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATTATAATGGTACTAATACTACTAGTACTAGT----------
-------------------------------------------------------------------------
-------------------------AATAGTACTGATGGTAGATGGGAAAAAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCGCAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGAACATGCACTT---TTTTATAGTCTTGATATAGTACCAATAGAGAATAATAAGAAT-
-------------------------------------------------------------------------
----------------
AATAACAGCAATAGCAACTATAGGTTGAGAAGTTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTTAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGAACATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGGTCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACACATA------------GGACTAGGAAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTTTAGCA---
AAATGGAATACCACCTTGAAAAGGGTAGTTGACAAATTAAGA---------------
GAACAATTTAGAGAACAATTT------GAG---------------------AATAAAACAATAGTCTTTAAT-
-----CAATCCTCAGGAGGGGACCCAGAAATTATA---CTGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTCAGAAGGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
AACTTACTTGAAGCATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGTCTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGACTAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATCGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGGTA---TAA 
>JQ403045 
GCT---GAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGGAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTGAATACTACTAGAGCCAACAGTACTAGCTCC-------
-------------------------------------------------------------------------
----------------------AATAGTAGTAGTTTTGGATACATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAACCTATGCATTT---TTTTATGACCTTGATGTAATACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTACTTATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAG---GATAAAAGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTTACGGACAAC---------GCTAAAACCATAATAGTGCAGTTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTGCAAGACCCAACAACAATACAAGAAAA-----
-GGTATCCATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAACAACACTTTAAGACAGGTAGCTAGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATGCAACAATAGTTTTTAAT------
CGCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
TCCCTGATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGTTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCATTCCAAAGAATTGGTAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGACGCATAAGACAGGGCCTTGAAAGGGCTTTGCTA---TAA 
>JQ403046 
GCT---GGA---AAA------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGCACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATGTTACAACTACTGCTACTAGAACTACTAATAGTACAAATA
CTACTGCTAGT--------------------------------------------------------------
----------------------------AGTCCTGTCAATAACGAGATGGTGGGAGAAATGAAG---



AACTGCTCTTTCAATATCACCACAGATGTAGGA---------------------------
AAAAAGGCGCGGACACAATATGCAATT---TTTAATACACTTGATGTAGTACCAATAGATAAAGAT-------
-------------------------------------------------------------------------
----------------------
AATAGTACAAGCTATATGTTGGTAAGTTGTAACACCTCAGCCATTACACAG---
ACCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGCTTCTACAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATTTCAAACAAT---------GCTAAAACTATAATAGTACAGCTAAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACAGATA------------GGACCAGGGAGATCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---ACCATTAGGGGACAA---
GAATGGAACAACACTTTAAAGCAGATAGCTATAAAACTAAGA---------------GAACAATTTGTC----
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---AGGTTCAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGATGACATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AACTTACTTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTATCATTTGCTGTTAGTTTGTTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGCTAATAGAAGCAGTACAAAGACTTGGCATAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGAGCTTTAATA---TAA 
>EU023919 
GCT---GCA---AAA------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTAATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTAATATCAGTACGAATGGTACTAAT-------------------
-------------------------------------------------------------------------
----------------------------------AGCACTTTGGAAGCAGTAAAAGAAATGACA---
AACTGCTCTTTCAATCTCACCACAAGCAGAAGA---------------------------
GAGAAGATGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAAGACCAGATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGACTAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTCCTGCTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGCAAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GTATCTGTAGGC---------ATTAATTGTACAAGACTCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATACAACAGGAGAA------
---------GTAATAGGAGATATA------------AGAAAAGCAAACTGT---ACCCTGAGTAGGAAA---
AGTTGGAATGACACTTTACAAAAGGTAGTTGAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AAGAATAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---AGTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGATCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACCTGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGATTTAATATAC---
ACTTTAATTACAAAATCACAAATCCAACAAGAA----------------------------------------



-----------------------------
CAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGTCTATTTAATGCCACAGCTATAACAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------TTTCTCCACATC------CCTAGACGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>EU023922 
GCT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCGACCCACAAGAAGTACCATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------GCGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAAAAATAATAGTAGTAGTAATGATAGTAGT-------
-------------------------------------------------------------------------
-------------------AAAAGTAATACTAATAATGGTAACTGGGAACAAACGGAGATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCAATT---TTTTATAATCTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATGAGTTGTAACACCTCAGTCATTACTCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAA---GATAACAAGTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAGTGGAATAACACTTTAAAACAGATAGTTGACAAATTAAGA---------------AAACAATTTGGG----
--------------------------------AAGAATAAAACAATAGTCTTTAAG------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAATAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTATTACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>KX792557 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATAGCAAGGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAGTGTTGGCA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGTTTA---AAGCCATGTGTGAAATTA---
ACCCCGCTCTGCGTTACCTTAAATTGCACTGATGTGGTGACGAATGTTAATGGGACCAATACTACT-------
-------------------------------------------------------------------------
-------------------------------------TTAGATATGCAGAAAGAAGAAATAAAA---
AATTGCTCTTTTAATGTC---ACAAATATAACA---------------------------
AATAAAAGGCAGAAGGAATATGCAATT---TTTTATAAACTTGATGTAATGCCAATAGCTGGT----------
-------------------------------------------------------------------------



----------------------
GATAATGCAAGTTATACACTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCCATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---AATAAGAAATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAATGATTAGGTCTAAAAATTTCTCAGAAAAT---------GCTAACATCATAATAGTACAGCTGAAT----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTC------TATGCAACAGGTGAG------
---------ATAATAGGAAATATA------------AAAAAAGCACACTGT---AACATTAGTGAAACA---
AAATGGAATAACACTTTAAAAAAGATAGTTGCAAAGTTAAGA---------------GAACAATATGAG----
-----------------------------------AATAAAACAATGGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAGTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGGATAATATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTATACAGACTTAATATAT---
AACTTACTTGAAACATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCCTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAAAATTAGTACAAAGAATCTGTAGAGGT----------------------------
--------ATCCTCCATATC------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KX792831 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAAGTATTCTTGGTA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAAATGCATGAGGATGTA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTTTGTGTTACTCTAAATTGCAATGATACTCTGTGGACTAATGTAACTGCTAAT-------------
-------------------------------------------------------------------------
-------------------------------------CAAAGTCAAAGTACGGATGAAATGAAA---
ACCTGCTCTTTCAATATCTCCACATCTGTAAAT---------------------------
GATAAGTTTCAGAAACAATATGCAACC---TTTTATAAACTTGATGTAGAACCAATAGGTAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAC------------
ATAGTACTAAAATCTGAGAATATCACAGACAAT---------GTTAAAAACATAATAGTACAGCTGAAC----
-----------AAATCTGTAGAG---------ATTGTATGTATAAGACCCAATAATAATACAAGAAGA-----
-AGTGTGCCTATA------------GGACCAGGGAGGGCA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GATTGGAATAAAGCTTTGATAAAGGTAGCTATAAAACTAAGA---------------GAACAACTTGGG----
-----------------------------AATGAAACAATAACAATAGTCTTTCAA------
AATTCCTCAGGAGGGGACCCAGAAATTACA---ATGTACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAGCTTATTTGCACCACTGCGGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
AACTTACTTGAAAGTTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCCATAGCCATCGCAGTAGCTGAG---
GGGACAGATAGAATTGTAGAAGCCATACAAGGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>JQ403042 
GCT---ACA------------------------------------------
GAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCTTCAGATGCCAAAGCATATCAATCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTTGAAAAATACTACCAATACCAATAGTAGTGCT-------
-------------------------------------------------------------------------
----------------------GCTAATACCAATACTAGTAGTTGGAGGGAGATAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GACAAATGGCATAAAGAATATGCACTT---TTTTATAAGCTTGATGTAATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGCAAGCTATACTTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAATAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCCACT---
CAACTGCTGTTAAATGGCAGTGTGACAGAAGGAGAC---------
GAGGTAGTAATCAGATCTGAAAATCTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAG-
--------------GAACCTATAAAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA--
----AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC---
------------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGGGAA-
--CAATGGAATAACACTTTAAAACAAATAGTAAACAAATTAAGA---------------GAAAATTTTGGG--
-------------------------------------AATACAACAATAGTCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAGCATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACAGAATTTGG------AAT------
AACATGACATGGATGGAGTGG---GACAGAGAGATTAACAATTACACAAGCTTAATATAC---
TCCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACC---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAACAATACAAAGAATTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX792664 
GCT---ACA------------------------------------------
AAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCCACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCACATGATCCCGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTAATGGAA---------AATGTGACAGAACAATTTGAC----------------
--------------------------ATGTGGCACAATAATATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTATGGTAAAGGTAAATGCTAATGCTCCTAATACCACTACTAGTA
CTCCTAGTACC--------------------------------------------------------------
----------------ACTACTAGTGCTCCTAATACCACTGGTAGTGATGAAGGAGACCTGAAA---
AACTGCTCTTTTTACATCACCACAAGCGTAGGA---------------------------GATAAAGTG---
AAAGGATATGGAATT---TTTTCTAGCCTTGATATATTCTCAACAAATAAT----------------------
-------------------------------------------------------------------------
-------------AGTAGTACATATAGGTTGAGACAGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---GAGAAAATGTTCAAT------GGAACAGGACGATGTAAAAAT-----------------------



-GTCAGC---ACAGTACACTGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAACGGCAGTCTAGCAAAAGAGGAG------------
GTAGTAATTAGATCTGAAAATTTTACAAACAAT---------GTTAAAAACATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTTATCCTGTA------------GGAACAGGGAGAGTA---TTA------TATACAAGAGGA---------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGC---AACATTAGTACAGCA---
AAATGGAATGAAACTGTAGAAAAGGTAATTAAAAAATTATAC---------------AAACAATAT-------
-----------------------------------AATAAAACAATAGATATTAGG------
CCACCCTCAGGAGGGGACCCAGAAATTATA---ATGTTCACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCATGATGACATTTGG------GAT------
AACATGACCTGGGTGCAGTGG---GAAAGAGAAATTGAGAATTACACAGATTTAATATAC---
AACTTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTGGCTTGCTCAATTTCACTGCTATAGCAGTAGCTGAG---
GGGATAGATAGGATTATAGAAGTAGTACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAG---TAA 
>KX792688 
GCA------------------------------------------------
GAACAACTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTAGAA---------AATGTGACAGAGTATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATTTGAGGAATGATACTAATACCACCAGGAATGGTACT----
-------------------------------------------------------------------------
-------------------------AATAGCACCATTAATAGTGAGGTAAGAGGGGAAATGACA---
AACTGCTCTTTCAATGTTACCACAACAGTAAGG---------------------------
GGTAGGGTTCAAAAAGAATATGCACTT---TTCTATAGACTTGATGTAGTACCACTAGAGGAT----------
-------------------------------------------------------------------------
-------------------
AGTAATAATACTGAATTTAGGTTAATAAATTGTAACTCCTCAACCATCACACAG---
ACCTGTCCAAAGGTGTCATTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACGGGACAATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGAAAAT---------ACTAAAAACATAATAGTACAACTGAAT----
-----------GAATCGGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGCTA------------GGACCAGGGGCAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAGAA---
CAATGGAATAAAACTTTAAAACAGGTAGTTACAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTACT------
CAGCCCTCAGGAGGGGACCCAGAAATTGTC---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTACTTGGAGT-----------------
----------------------------AATAAATCCCAGACTGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTACAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGACTATTCATAATAATAGTAGGAGGCTTAGTAGGGTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTAGCTGTTAGCTTGCTCAATACAATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAATACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 



>KX792771 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACGCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAAATTGGGA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTGCATTGCTATAATATCACAAGTGTGGGGAATAACACAAGTAATACTACC----
-------------------------------------------------------------------------
-------------ATAAATGATATGAGTAATACTACCATAAATGATATGAGGAGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGACGTAAGC---------------------------
GACAAGAGGAAGATAGCGTATGCCACT---TTTTATAACCTTGACATAGTACAAATAGATAGTGATAATACT-
-------------------------------------------------------------------------
----------------------
GGTAATAATACATATAGGTTAATAAGTTGTAACACCTCAGTCCTCACACAG---
GCCTGTCCAAAGACAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACAGTGTAACAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGCCAATCTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAAGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GAATGGAATGACACTTTAAAAAAGGTAGCTGAAAAACTAAGA---------------GAACAATTT-------
-----------------------------------AACACAACAATAATCTTTCAA---
CCTCCCTCCCCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAGGATGATATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
AACTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGATGAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCCTAATAGGATTAAAAATAGTTTTTGCT---
GTAGTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
GTATCGTTGGCTGTTAGCTTGCTTAATACCACTGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAAATAGTTTATAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KX792725 
AGT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCACAGAATCCAGAG---ATGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTGAAA---------AATTTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCAGAGAGTTTAAATTGCACTGCCACTAATGGAACT----
-------------------------------------------------------------------------
----------------------AATAATTGTAGTGCTAGCAAGGAACCGATGGAGGAAATGAAA---
AACTGCTCTTTCAACATTACTACAAGTGTGCAA---------------------------
GATAAGAAGCAACAAGAATATGCACTT---TTTTATAAACTTGATATAATACCAATAGATAATAATGAGAAT-
-------------------------------------------------------------------------
-------
GACTCAAATAATACCAACTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAAT
GTAAG---GATAAGAGGTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTACTTAGATCTGAAAATTTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----



-----------GACCCTGTAAAC---------ATTACTTGCACAAGACCCAACAACAACACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------GTAATAGGAGATATA------------AGAAAAGCACATTGT---GACCTTAATGGAACA---
GAATGGGATAATGCTTTAAAACAGATAGTTGAAGAATTAAGA---------------AAACAATATGGG----
-----------------------------------AATAACATAACAATCTTTAAC------
AGCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAACATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGATGTAATATAC---
AAATTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCTATTGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGAGCAGAAAGAGCTTTGCTA---TAA 
>KX792808 
GTT---GCA------------------------------------------
ACAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGATGCAGTC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATCAAATGGTTGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTG---
ACCCCACTCTGTGTCACTCTAGATTGCACTAATGTGACATATATTAATACTACTAACACCACT----------
-------------------------------------------------------------------------
-------------------------AGTAGTACAGGGGACCCAATAAAGGGAGAAGGAATGAAA---
AACTGCTCTTTCAACATCATCACAAACATACAA---------------------------
AACAAGGTGCAGAAAGAATATGCACTT---TTTTATAATCTTGATATAGTACCAATAGGTAATAAA-------
-------------------------------------------------------------------------
----------------------
AATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAATACGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGGAGAG------------
GTAATGATTAGATCTGAAAATTTTACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGTAACAATACAAGAAAA-----
-AGTATAAATGTA------------GGACCAGGGAGAGCA---ATT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGCAGAGCA---
CAGTGGAATACCACTCTAAAAAGGATAGTTGAAAAATTAAGA---------------AAACAATTTGAA----
-----------------------------------AATAAAACAATAGTCTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---GCACACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTGCGGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGACATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GATAAAGAAATTAATAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTACTTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTACTTAATGCTACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGAATCATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGGCAGGGCTTTGAAAGGTGTTTAATA---TAA 
>EU023929 
GCT---AAT---GAT---------------------------------ACAGAAAAG---
TGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---



ACCACTCTGTTTTGTGCATCAGATGCTACAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGCAATGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGCATTAATTATAATAATACTAAGAATGGTACTAATATTACT-------
-------------------------------------------------------------------------
-------------------AATAGTGCCCCACTGAAGGAGAAAGAAGACATAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAAGGTGCGGAAAGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAGACCCGGATGAGAAT-
-------------------------------------------------------------------------
-------
AATACCCAGGGTAAGAATTATACTAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATGAGCAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGGTCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTACAA---------ATGAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGGAGTGCA---TTT------TATACAACAGGGGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCCTTAATAAAACA---
GAATGGAATAACACTTTAAGCCAGATAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAGAACAATAATCTTTAAT------
CAATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAATATTTGG------AAT------
AACATGACCTGGATGGAATGG---GACAGAGAAATTAATAATTACACAACATTAATACAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTATCATTTGCTATAAGCTTGCTCAACGCCACAGCTGTAGCAGTAGCTGAG---
GGGACTGATAGGATTATAGAAGTACTACAAAGGGCCGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>EU023933 
GCT---AAA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATCACACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACTGAC---
CCTAACCCACAAGAGATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTACATTGCACTAATATTACTAGGAATGATAGT----------------------
-------------------------------------------------------------------------
-------------------------------------AGGGTGGAAGACATAGGGGAAATAAAA---
AACTGCTCTTTCAATGTAACCACAAGTATAAGA---------------------------
AATAAGCAGCAAAGAGAATATGCATTG---TTTTATAAAACTGATGTAATGTCAATAGCAAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACAAGCTATACATTAATAAATTGTAACACCTCAGTCATTACACAG---
ACCTGTCCAAAGACAGCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACGGGACCATGTAAAAAT-----------------------
-GTCAGC---GTAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATAAGATCTGAAAATTTCACAGATAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAAATTGTAGTA---------GTTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATCATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAC---



AAATGGAATACCACTTTAGGACATGTAGTTACAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAAACTCTGAACAAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGAAAATTACACAGATGAAATATAC---
AGATTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATGAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGGTAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGGA---
GGGACAGATAGGATTATAGAAGCTTTGCAAGGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCCAGAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>EU023927 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATTAGCTTGTGGGATCAAAGCTTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGTGAATGGTACCAAGGTAAATGCTACCAATGAGCATG
CTAACAAT-----------------------------------------------------------------
-------ACCAATAATGATACCAATAGCGGTGACTGGAAAGAGATGGATAAAGGAGAAATAAAA---
GAATGCTCTTTCAATGTCACCACAGTCATAAGA---------------------------
GATAGGATGAAGAAAGAAACTGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGCT----------
-------------------------------------------------------------------------
-------------------
AATGATAATAACAGCTATAGGTTGATAAATTGTAACACCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAGAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAGTAATCAGATCTGAAGATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------AAAACTGTAGTG---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAG------
---------GTAATAGGAGATATA------------AGACAAGCACACTGT---AACCTTAGTAGGAAA---
GACTGGAATGACACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAGCAATTTGGG----
--------------------------------AATAATAAAACAATAAATTTTACT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATTCAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAGTAACTACACAGACTTAATATAC---
AACTTAATTGAAAAATCGCAGAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAATA---------AGGAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTCAGCTTGTTCAACGCTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTGGTAGAGGC----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>MH714351 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTACTGGCA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTTGAAGAAGAATGATACTAGTACCAATAGTGATACCACTG
CTAGTACCAAT--------------------------------------------------------------
-------------------------ACTAATAGCTGGGGAGAAATGGACAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATACTA---------------------------
GATAAGAGGCAGAAACATTATGCACTT---TTTTATAAACTTGATGTAACACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GAGACTAATAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGCAGAGCA---TTC------TATGCAGCAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAACA---
GAATGGAATAACACTCTAAAACAAATAGTTGGAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------ATAAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTGGCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACTGATAGGATTATAGAATTCTTACAAAGAGTTTATAGAGCT----------------------------
--------ATTCGCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH714324 
GCA---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTATTTTAAATTGCACTACTAATTGCACTACTAATAGTACTACTA
ATAGTACTAAT--------------------------------------------------------------
----------------------------AGTACTAATAGTACATGGGAAGACAAAGGACTCAGG---
AATTGCTCTTTTTATGCCCCCACAAGTATAAGA---------------------------
GATAAGGTAAAGAAAGAATATGCAATT---
TTTTATAACCTTGATTTAGTACAAATAGATGATGATTTAGAAAATAAG-------------------------
--------------------------------------------------------
ACTAACAAAAATTTTACTAAATATAGGTTGGTAAGTTGTAATACCTCAGTCATCACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACGGGATCATGTAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGCAAAT---------CATAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCCTTAATAAGACA---
GATTGGAATAGGACTTTAGAAAAGGTAGCTAAAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------GAAAATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAGTTTCA---ATGCACATATTTACTTGTGGAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGATTGG---GAAAGAGAAATTGGCAATTACACAAGCTTAATATAT---
AGCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGACAAGTGGGACAGCTTGTGGAATTGGTTTAGTATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAATTATTACAAAGAATTGGTAGGGGT----------------------------
--------ATCCTCCACGTA------CCTAGAAGAATAAGACAAGGATTTGAAAGGGCTTTGCTA---TAA 
>MH714343 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATTAGTTTATGGGATGAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTTGAAGAAGGATAATCTAACTTGCGCTAATTTGACGAAGG
GGAGTAATTGTACCAAT--------------------------------------------------------
-AATAGTAGCGTGGGGAATGATACTAACACCAATAATAGTAGCTGGATAGGAGAAGACATGAGA---
AATTGCTCTTTCAATGCCACTACAAATATAGTA---------------------------
GATAAGGTGCAGCAACAATATGCACTT---TTTTATAAACTTGATGTAGTACAAATAGAAGAA----------
-------------------------------------------------------------------------
----------------
GATACAAATAATACTAACTATAGATTGATAAGTTGTGACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCGAT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAGTAATTAGATCTGAAGATTTCAAGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------AAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTCTAAATATA------------GGACCAGGCAGAGCA---GTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATGACACTTTAAAACAGATAGTTGGAAAATTAGGAGAA---------ATTGAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAGCGTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATTATATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAGAATTACACAGGCTTGATATAC---
ACTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTGTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACTGATAGGATTATAGAATTTTTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH714329 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAT---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCGAACCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGTAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGACCAATAGTGACACCACTGATAACACCACC-------



-------------------------------------------------------------------------
----------------------------ATTAATAGTAACTGGGAAGGGAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTACAGAAAGGATATGCAACT---TTTTATAATCTTGATATAGTACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------------
GATGATAGGAATAACAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGGAGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTGGCAGAAGGAGAG------------
GTGGTAATTAGGTCTAAAAACTTCACAGACAAT---------ACCAAAACTATAATAGTACAGCTGAAC----
-----------CAATCTGTAGAA---------ATTACATGTGTAAGACCCAATAACAATACAAGAAGA-----
-GGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TATACAATGGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AATTGGACTAACACCTTAAAACAGATAGCTGACAAACTAAGA---------------AACCAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
AGCTCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AATATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTATACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAACGAACAAGAATTATTGGAATTGGATAAATGGGCAAACTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTGCTACGCAGAGCTTTTAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATAAGACAAGGCGCCGAAAGGGCTTTGCTA---TAA 
>KU600814 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGGGATGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTATTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCGAAGAATGATACC-------------------------
-------------------------------------------------------------------------
-------------------------------------------------GAAAAGGTAATGAGA---
AATTGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCGCTT---
TTTTATAGACCTGATGTAGTACCAATAGATAATAATAATATAGATAATATT----------------------
--------------------------------------------
ACTAATAATAATATTACTAGCAACTATAGCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATCACGCAG-
--
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGCAGAATTTCAGT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAGGGG------------
GTAATAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAACTAAAA----
-----------GACCCTGTAGAA---------ATTAATTGTATAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGCA---
CACTGGAATAGCACTTTAAAACAGATAGCTGACAAATTAAGA---------------GGACAATTTAAG----
-----------------------------------AATAGAACAATAGTCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------



-------------------------AATAATAAATCTCTGGATTATATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATAGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCTTTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTGTTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACTAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>KU600818 
GCT---GTA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTCACTTTAAATTGCACTAATTGGGGAAATAGTACTAAGAGTAATAATAATGCTACC----
-------------------------------------------------------------------------
-------------------------GGGAGTAGTAAAGTGGGAAAAATGAATGAAGAAGTAAAG---
AACTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCAATG---CTTTATAAGTCTGATATAGTACCAATAGGAAAA----------
-------------------------------------------------------------------------
----------------------
AGTAAGACAAGCTATAGGTTAACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATATATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAGAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAA----
-----------AGCGCTGTAAAA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TAT---ACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---ACCATTAGTGAAGCA---
GATTGGAATAACACTTTAAGACAGGTAGCTATCAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAGAACAATAATTTTTACT---
CAACCCGCAGCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAATATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTATAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCACATCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAGCTGTTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCTA---TAA 
>KU600815 
GCT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCCACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTACTATTGGTA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAGTTGCACTAATGTTAATATTACTAACAATGCCACAGAG-------------
-------------------------------------------------------------------------
-------------------AACATGAACATTAGTATTAACAATAGGATTAGTGAGCAAATGATG---



AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------
GATAAGTATCAAAAAGAATATGCGCTT---CTTTATAGACTTGATGTAGTACCAATAGATGGT----------
-------------------------------------------------------------------------
----------------
AGTAATAATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGCTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATCTTAAAGT
GTAAC---GATAGGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTTAATTTCTCAGACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAACTGTACAA---------ATTAATTGTACAAGACCTGGCAATAACATAAGGAAA-----
-AGTATACCTATA------------GGACCAGGAAGAGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACCTTAATAGAAAA---
GATTGGAATAACACTTTAAAAAACATAGTTGTAAAATTAAGA---------------AAACAATATGGG----
--------------------------------GAAAATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGAGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTGAGTACAATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
ACTTTACTCACAGAATCACAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAAAATTAGATAGATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGTTCAATGCCACAGCTATAACAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATAATACAAAGGGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGTTTTGCTA---TAA 
>AY180905 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCATTCTATTTTGTGCATCAGATGCTAAAGCATATAAGTCAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTAATTTGAATATTACTAATATCAGTAGTAATACCACCAATACTA
CT-----------------------------------------------------------------------
-------------ACTACCAGTAGTAATACCAGTAGTACAACAGGGATAGGGTTAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAT---------------------------ACTAAGGTA---
AAAGACTATGCACTT---TTTTATAAACCTGATATAGTACCAGTTAATAAT----------------------
-------------------------------------------------------------------------
-------ACTAATAATACCAGATATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-ATCAGT---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATGATTAGATCTAGCAATTTCTCGAACAAT---------GCTAAAATCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGAGTAACTCTA------------GGACCAGGGCGAGTA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAGAACA---
CAATGGGATAAAACTTTACAACAGATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGTGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGAAATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTTAACACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATCAGACAGGGACTCGAAAGGGCTTTGCTA---TA- 
>EU363827 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAAAT---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATACTCGGCAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGAATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCATTAATTTGAATATTACTAATACCAGCAGT----------------
-------------------------------------------------------------------------
----------------------------GATACCAATAGTATGATAAAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATATAGTAAAAATAGATAATGATAAT----------------
-------------------------------------------------------------------------
-AATAATGCTACTAATACCAGCTATAGGTTGAGACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTACTAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAACATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTAGAATG---
CAATGGAATAACACTTTAAGACAGGTAGTTGAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AACAAAACAATAACCTTTAAT------
CAACCTTCAGGAGGTGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAATGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATTAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGTTTAACACCACAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACGAAGAGCTTTTAGGGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGTCTTTGCTA---TAA 
>AY905493 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGACGCAATT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTAAAGAATACTACTAGTACCATGAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAATGGTACAACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCACAAGC---------------------------ACTAAGGTG---
ACAGACTATGCACTT---TTTTATAAACTTGATATAATACCAATAGAGAAT----------------------
-------------------------------------------------------------------------
----------GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCACCCCTGCTGGTTTTGCGATTCTAAAGT



GTAAC---AATAAAAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCTCGAACAAC---------GCTAAAGTCATAATAGTGCAGTTGAAA----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGCAAGCA---TGG------TTTGCAACAGGAGAC------
---------ATCATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATGACACTTTAAGACAGATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGGGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGCGGTATATCAGAATATTCATAATGATAGTAGGAGGCCTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JF932492 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGTA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATAATACTACTGGTACCAGTAATAAT-------
-------------------------------------------------------------------------
-------------------ACCAGTAGCAATACCAGTAGTATAATAGAGGGAAGAGAAATAAAA---
AACTGCTCTTTCAATATCATCACAAGCATAGGA---------------------------ACTACTGTA---
AAAGACTATGCACTT---TTTAATACACTTGATATAGTATCAATAGATAAT----------------------
-----------------------------------------------------------------------
AGTAATACCAGTTATAATACCAGTTATAGGTTGACACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATCCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGGGTATCTCTA------------GGACCAGGGCGAGTA---TGG------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CCATCTTCAGGAGGGGACTCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAAATTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTTAACACAACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGTCTTTGCTA---TAA 



>AY905497 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTGCAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATACTAATAATACCAGTAATACTACC-------
-------------------------------------------------------------------------
----------------------AATAGTAATAGCAGTAGCCCGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACATAAAA---------------------------ACTAACGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATCTAGTACAAGCAGAGAGT----------------------
-------------------------------------------------------------------------
----------GATAATACTAGCTATAGGTTAATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AGTTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCAGGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATAGCACTCTAAAACTGATAACTGAAAAATTAAGG---------------GTACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAAATTTGG------GAT------
AACCTGACTTGGATGGAATGG---GAAAGAGAAATTGGCAATTACACAACACACATATAC---
ACCTTACTTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGATTGGTAGGTTTAAGAATAGCTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTA---TAA 
>AY905495 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTGACAGAAAACTCTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATCTGAATATTACTAATACCAGTAGTAATACCAGTAGT----
-------------------------------------------------------------------------
-------------------ACTAATACCAGTAGTAGTAGTACGACAGGGGGAGGAGAAATAAAA---
AACTGCTCTTTCGATATCACCACTAGCATAGGA---------------------------ACTAAGGTG---
AAAGACTATGCATTT---TTTTATAAACTTGATATAGCACCAATAGGTAATGAT-------------------
-------------------------------------------------------------------------
-AATAACAGCTCTAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGATGAG------------
GTAGTAATTAGATCTAGCAATTTCACAAATAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGAGAA------



---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAACT---
AAATGGAATGACACTTTAAGACACATAACTGAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CCACCTTCAGGAGGGGACCAAGAGATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCCCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATCAGCAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATACTCAACATA------CCTACAAGAATCAGACAGGGCTTTGAAAGGGCTTTGTTA---TAA 
>AY905494 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGTATATGCTACAGAG---GTACACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGG---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCACTAATTTGAATAATACTACTAATACCAGTAGTAATACCAGT----
-------------------------------------------------------------------------
----------------AGTACTAGTACCAGTAGTAGTAGTATGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGCATTT---TTTTATAAACTTGATATAGTACCAATAGCTACT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTACAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTATAAAGT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGAACA---TGG------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GGATGGAAGGATACTTTAAAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAAGAGAGATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAACTATTGGAATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATTAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>HM215397 
GCT---GCA------------------------------------------
GAAAACTTGTGGGCCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------



--------------------------ATGTGGATAAATGACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATTTGAATACTACTAATACC----------------------
-------------------------------------------------------------------------
----------------------------------AGTAGTACAATAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGC---------------------------ACTAAGGTA---
AAAGACTATGCAATT---TTTAATAAGCTTGATATAGTACCAATAGGTAAT----------------------
-------------------------------------------------------------------------
----------GATACTACCAGCTATATATTAATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCCAG------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGGCAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GAATGGAATAACACTTTAAAACAAATAGTTAACAAATTAAGA---------------GAACAATATGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCTAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAATGG---GAAAGAGAAATTGCCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTAGCAATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGTTTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTACAAGGATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>HQ699990 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGACGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAGGTA---
ACCCCACTCTGTGTTACTTTAAATTGCAATAATACTGTGGGGAATGCTACTGATAGTAAT-------------
-------------------------------------------------------------------------
-------------------------AGTACTACCAGTAGCACGACAGGGGGAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------ACTGAGGGA---
AGAAACTATGCTCTT---TTCAATGCACTTGATGTAGTACCAATAGGTGAG----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATATATTGAGACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAACATTTGAT------GGAAAAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGCATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTAGCAATTTCACGGACAAT---------GTTAAAGTCATAATAGTGCAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAATAAAA-----
-GGCATACATCTA------------GGACAAGGGCGAACA---TGG------TTTACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTAGTGCA---
AAATGGACTAACACTTTAAAACAGATAGCAGAAAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------GAAAAAACAATAATCTTTACT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCATAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------



----------------------------AATAAATCTCTGGAGAAAATTTGG------AGT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGCTAATTACACAAGAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGTGGCACTAAGAGTTTATAGGGCT----------------------------
--------ATTCTTAATATA------CCTACAAGAGTCAGACAGGGCCTCGAAAGGGCATTGCTG---TAA 
>HQ699996 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTTTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAGTAATACTACTAATGGGAATACTACTGAG-------
-------------------------------------------------------------------------
-------------------GCCAGAAATAATACCAGTAGTATGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTCAGGTG---
AAAGACCATGCACTT---TTTTATGAACTTGATGTAGTACCAATAAAGGAG----------------------
-------------------------------------------------------------------------
----GATAATGATAATACCAGTTACAGGTTGAGACATTGTAACACCTCAGTCATTACACAA---
TCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACACCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATTTA------------GGACCAGGACAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAACAACACTTTAAAACAGATAGTTAGAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAATCTTTGAT------
CAACAGTCAGGAGGGGACCTAGAGATTCAA---ATGCACATTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGTAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACTGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAACACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>EU131797 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAACAATACTGCTAATATCAGTAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTATAACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------ACTAAGAAG---



AAAGACTATGCACTT---TTTTATAAACTTGATGTAGAACCAATAGATAAT----------------------
-------------------------------------------------------------------------
-------------AGTACCAGCTATAGGTTGACAAAATGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCATTGAGCCAACTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAGAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CGACTGCTGTTAAATGGCAGTTTAGCAGAAGAAAAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGGCCTAACAACAATACAAGAAAA-----
-AGTATACATCTG------------GGACAAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAATA---
GAATGGAATAACACTTTAGAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACCAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGCA---ACGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAGTGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGCT---
GTCCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTAGCTATCAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATCAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>EU131791 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAATACTACTGATACCAGTAGTAATACTACTGAT----
-------------------------------------------------------------------------
-------------------ACCAGTAATATTACCAGTAGTATGACAGAGGAAGGAGAAATAAAA---
AACTGTACTTTCAATATCACCACAAGCATAAGA---------------------------ACTACGGTG---
AAAGACTATGCACTT---TTTTATAAATATGATATAGATGCAATAGATAAT----------------------
-------------------------------------------------------------------------
-------------AAGACCAGCTATAGGCTGACAAAGTGTAACAACTCAGTCATTACACAA---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTAATAATTAGATCTAGCAATTTCTCAGACAAT---------GCTAAAGTTATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCATGCA---TGG------CATACAACAAGACGA------
---------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACTGGTAACTGAAAAATTAAGA---------------GTACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTACT------
CAACCTGCAGGAGGGGACTCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AAAATGACTTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAAAGAAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---



GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATCATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>EU131790 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------ATTTGGACCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATAATACCAGTAGTAAT-------------------
-------------------------------------------------------------------------
-------------------------------ATCAGTAGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAAGCATAAGA---------------------------ATT---AAG---
AAAGACTATGCACTT---TTTTATAATCTTGATATAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----GATAATGATAATACTAGCTATATGTTGAGAAGTTGTAACACCTCAATCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTAGCAATTTCACGGACAAT---------ACTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCGATCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------GGACAAGCCCATTGT---AACATTAGTGGAGTA---
AAATGGAATAACACTTTAAAACTGATAACTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGAA---ATGCACATTTTTACTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGACATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTTAACGCCACAGCAGCAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAAAAGTAGTACAGAGAGCTTGTTGGGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATCAGGCAGGGTCTCGAAAGATCTTTGCTA---TAA 
>EU131788 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CTCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTTGAAGACAACTAATACCAGTAGT----------------
-------------------------------------------------------------------------
----------------------------AATATCACTAGTACGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAT---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTCATAAACTTGATCTAGAATCAATAGGTAAG----------------------
-------------------------------------------------------------------------
----------AAGACTGCCAGCTATAGGTTGATACATTGTAACACCTCAACCATTACACAG---
GCTTGTCCAAAAATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTCGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTGCTTTTAAATGGCAGTTTAGCAGAGGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCACAGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTACAA---------GTTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCACGCA---TGG------CATACAACAGAACGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GATTGGAATAACACTTTAAAACTGATAACTGAAAAATTAAGA---------------GTACAATTTGGG----
-----------------------------------GGCAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGCA---ATGCATAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTAGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGGGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTACCAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTA---TAA 
>EU131808 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGATTGTGTTACTTCAAATTGCTCTAATTTGAATACTACT----
-------------------------------------------------------------------------
----------------AAGACCAATAATAATACCAGTAGTACAATAGGGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------CCT---AAG---
AAAAACTATGCACTT---TTTTATACACTTGATATACAACCAATAGAGGGA----------------------
-------------------------------------------------------------------------
----------GATAATTCCAGCTATATATTGACAAGTTGTAACACCTCAATCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACAGCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---AACATTAGTGGGACA---
AAATGGAATAACACTTTAAATCAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGTGTAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATGACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGTAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTGTCATTGGTTATTAGCTTGCTTAACGCCACAGCCGTAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTGTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTAGAAAGAGCTTTGCTA---TAA 
>EU131789 



GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---CCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---ACGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAAATTGGATACAAATAGTACCAGTAGTAATAGTACCAGTAGTA
AT-----------------------------------------------------------------------
-------------AGTACCAGTAGTAATGATACCAATAGTATGATGGAGGGAGGAGGAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCACAAAT---------------------------GCTAGGGTG---
AGAGACTATGCACTT---TTTCATAAGCTTGATATAGAACCAATGGATAAT----------------------
-------------------------------------------------------------------------
----GAAACTAATACTAACAGCTATAGGATAATAAATTGTAACACCTCAATCATTACACGA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACTTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAG----
-----------GAATATGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TTG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
GAATGGAATAACACTTTAGAACAGATAGTTAAAAAATTAAGA---------------GTACAATTTGGA----
-----------------------------------AACAGCACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGTA---ATGCATAGCTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAAAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCTGGGATACTTACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>MK053935 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCCCTCTGTGTTACTTTAAATTGCACCAATTATAATAATACCAATAGTAATACCAGTAGTACA-------
-------------------------------------------------------------------------
-------------------------------------------ACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAC---------------------------ACAAAGGTG---
AAAGACTATGCACTT---TTTTATAACCTTGATATAGTACAAATAAGTAAT----------------------
-------------------------------------------------------------------------
----------GATAGTAACAGCTATAGGTTGATAAATTGTAACACCTCAGTCATAACACAA---
ACTTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATACAGT
GTAAC---AATAAAAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTAGCAATTTCACGGAAAAT---------GCTAAAATTATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCGAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---



AAATGGAATAACACTTTAAGACAGATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------GACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGGATGCTAAGTGGAGT-----------------
----------------------------AATAAATCTCAGAGTGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAGCACGATATAC---
GCCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAATTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>DQ990880 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAACAACT---
ACCACTCTATTTTGTGCATCAGAGGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTCAAGAGTAATAGTACCAGTAGT----------------
-------------------------------------------------------------------------
----------------------------AATAACAGTAGTACAACAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCACAGGA---------------------------ACTAAGGTA---
AGAGACTCTGCACTT---TTTAATAAGCTTGATGTATTACCAATAGATAATAGTAGTACCAGCTAT-------
-----------------------------------------------------------------
AATAGTAGTACCAGCAATAGGTATCACAGCTATAGGTTGATACATTGTAACACCTCAAGAATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTCCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAATAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTAACAACT---
CAACTGCTGTTGAATGGTAGTTTAGCAGACGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAA----
-----------CAATCCGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGGAGAGTA---TTG------TATACAACAGGACAA------
---------ATAGTAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGACCA---
CAATGGGATGACACTCTAAGACAGGTAGTTGGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGATCCAGAGGTTGTA---ATGCACATTTCTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCACGATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGACAAATTGACAATTATACAGCAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGTTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAACATGACACAATGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGGTGAA---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>HM215420 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAACCTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---



ATTAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGTTTTAAATTGCACTAATCCTACTAATACCAGTAGT----------------------
-------------------------------------------------------------------------
-------------------------------------AGGACCAATAGTACGACAGACATGAAA---
AACTGCTCTTTCGATGTCACCACAAACATACAA---------------------------ACTAAGGTG---
AAAGAATATGCACTT---TTTTATAAGCTTGATGTAATACCAATAGATGAT----------------------
-------------------------------------------------------------------------
-------AATAATAATATCAGCTATAGGTTGAGACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTCGCAATTTCACGGACAAT---------GCTAGAGTCATAATAGTACAGCTGAAC----
-----------GACTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGGTAACTCTA------------GGACCAGGGCGAGTA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTATAGCA---
AAATGGAATAACACTTTAAAAAAGATAACTGAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAG------
CAACCTTCAGGAGGGGACCTAGAGGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTCAGATCTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAT---
ACCTTAATCGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACGAAGAGTTTATAGGGCT----------------------------
--------ATTCTTAATATA------CCTACAAGAATCAGACAGGGACTCGAAAGGGCTTTGCTA---TAA 
>HQ699995 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAC---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAACTGGAGCAATACTACTAGTACCAGTAGTAATAATAGTGTCA
GAAAT--------------------------------------------------------------------
----------AATATCAGTATCAGTAGTACTATCAGTACTACACTAGAGGGAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATGTAGCACAAATAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTAGTACCAGCTATAGGTTGATAAAGTGTAACACCTCAACCATTACACAA---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAATAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAACTAGATCTAGCAATTTCACAGACAAT---------GCTAAAGTCATAATAGTACAGCTGAGT----
-----------AAATCTATAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-CGTGTAACTCTA------------GGACCAGGGCGAGTA---TGG------TATTCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---AACATTAGTGGAACA---
AAATGGAATGACACTTTAAAACTGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAG------
AAATCTTCAGGAGGGGACCCAGAGATTGAA---ACGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGCGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------



AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAAACAAATATAC---
ACCTTAATTGAAGAAACGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTCGCCATTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAATTTTTGGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>HM215428 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGG---AGAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGACCAAGGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTTTAGATTGCACCAATTTGAATACTACTAATACCACTAATTTGAATACTACT----
-------------------------------------------------------------------------
----------------GAGACCAGTAATAGTACCATTAGTCCAACAGAGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------ACT---AAG---
AAAGACTATGCATAT---TTGTATAAACTTGATATAGTACAGATAGATAATGGT-------------------
-------------------------------------------------------------------------
----GATAATAATAGTAACAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGCAACTTCACAAACAAT---------GCTGGAGTCATAATAGTACAACTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACAAGGGAGAGCA---TGG------TATACAACAGGAAAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAATA---
AAATGGAATAACACTCTAAAATATATAACTGAAAAATTAAGA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAGTCTACAGGGGGGGACCCAGAGATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAACGGGAAATTGGAAATTACACAAAAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TATGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCCATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTGTAGGGCT----------------------------
--------ATTCTTAACATA------CCCAGAAGAATCAGACAGGGCTTCGAAGGGGCTTTGCTA---TAA 
>EU363828 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCGTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCAATCTGTGTTATTCTAAATTGCACTAATGCTAACAATACCAATAATAGT-------------------
-------------------------------------------------------------------------
-------------------------------AACAGTAGCACAGCAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTGTGGTG---
AAAGACTATGCACTC---TTTAATAAACTTGATGTAATGCCAATAGGTAAT----------------------



-------------------------------------------------------------------------
----------GATACTACCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAAATCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AGATGGAATGACACTTTAAAACAGATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTGAT---
CAACCTCCAGGAGGAGGGGACCCAGAGATTATG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGCTGGAGT-----------------
----------------------------AGCAAAACTCAGGAGGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGATCTATTAAAATTGGATGAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGCGGTATATCCAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATCAGCTTGCTTAACGCCACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------CTTATCCACGTA------CCTAGAAGAATCAGACAGGGCCTTGAAAGGGCTTTGCTA---TAA 
>MF591612 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATTGGAGGAATCCTAATAATACCAGTGGTAATAATACTGATA
ATACCAGGGGT--------------------------------------------------------------
----AATAATACTAGTAATAGCAGTAGTAATATCAGTAGTCCGACAGAGGTAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------ACTAAGGTG---
ACAGACCATGCAACT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATACTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAAATAAT---------GCTAAAGTCATAATAGTACACCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCGAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAACG---
AAATGGAATAACACTTTAAGATGGACAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAG------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGAGTGCGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
GCCTTGATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------



TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCGTAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTTGGGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JF932482 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAACTTATTCTACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACGTTACATTGTTCTAATTTGACAACTAATGCCAGCAATAATAACATTAGT-------
-------------------------------------------------------------------------
-------------------GCCAGCTATAATACCAGTAGTCCGATAGGGGGAGAAGAAATAAAA---
AACTGCTCTTTCAACTATACCACAAGCACAAGA---------------------------ACTAAGGCA---
AGAGACCATGCACTT---TTTTATAGTCTTGATGTAGAACCAATAGATGGC----------------------
-------------------------------------------------------------------------
----------------ACCCTCTATAGGTTGAGACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAGATAAT---------GCTAAAGTCATAATAGTACAGCTGAAG----
-----------AACCCTGTAAAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAATA---
CAATGGAATAACACTTTAACACAGATAACAGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HQ699949 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCCTATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGTATGAAGATATA---
GTCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTATCTTAAATTGCACTGATTTGAAGAATACTACT-------------------------
-------------------------------------------------------------------------
----------------------------AATACCAAAATTACAATAAAGGAAAGAGAAATGACA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGGACTT---TTTTATAAACTTGATGTAATGCCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGATCCTAAAGT
GTAAC---AATAAAAAGTTCAGT------GGTACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------



GTAGTAATTAGATCTAAAAATTTCATGAACAAT---------GCTGAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGCATACCTCTA------------GGACCAGGGAAAGCA---TGG------TATACAACAGGAGAG------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---AACCTTAATAGTACA---
AAATGGTATAACACTTTAAAACTGCTAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGCA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAAATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGAGATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCATTAGCTGTTAGCTTGCTCAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>HM215423 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGT---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATTAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAATGCTACTAATTTGGGAAATGAT-------------
-------------------------------------------------------------------------
-------------------------ACTAATACCATTAGTATGATAAAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACAACAAACATAAGA---------------------------ACTAAGGTG---
AGAGATTATGCACTT---TTTTATGCACTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------GCTAGCTGGAGGTTGACAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCAAGCAACCTCTCGATAAAT---------CATAAAAACATAATAGTGCAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACATTAAAA-----
-AGTATACAGCTA------------GGACTAGGGCGAGCA---TGG------CATGCAACAGGACAG------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTTAGTGGCACA---
GATTGGAATAACACTTTAAACCTGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AGCAAAACAATAGTCTTTAAG------
CCACACGTAGGAGGGGACCCAGAGGTTGTG---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------GATAAATCTTTGGAGGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTAATAATTACACAAAAGAAATATAC---
ACCCTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTCAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGAGTTTGCTA---TAA 
>EU131805 
GCT---GAA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGCGTAAAATTA---
ACCCCAATCTGTGTTACTTTAAATTGTTCTAATTTGAATATTACTACTAATAAATTGAATACTACTAAT----
-------------------------------------------------------------------------
-------------------ACCAGAAGTAATCCCAGTAATATGACAGGGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCGCCACAAGCTCAAGT---------------------------
AATAAGGTAAAAAAAGACTATGCACTT---TTTTATAACCTTGATGTAATAAAAGTAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTACTGACAGCTATATGTTGAGAAGTTGTAACACCTCAATCATTACACAA---
ACTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACGTTCAGT------GGAAAAGGACCTTGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGCATCAACC---
CAATTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
ATAGTAATTAGGTCTAGCAATTTCACGAACAAT---------GCAAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGCAAGCA---ATG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
CAATGGAATAACACTTTAAGACAGGTAGCTGGAAAATTAAGA---------------GAACAATTTAAG----
--------------------------------AACAAACAAATAATAATCTTTCAG------
CCATCTTCAGGAGGGGACTCAGAGATTGAA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
TCCTTAATTGAACTATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAAAATGAACTAGAATTATTGAAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAATAGTAGGCTTGGTAGTTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCCACTAGCTTGCTTAACGCTACAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGTACAAAGAATTTATAGGGCT----------------------------
--------ATCCTTCATATA------CCTAGAAGAATCAGACAAGGACTCGAAAGGGCTTTGCTA---TAA 
>EU131800 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTCTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAAAATACTACTAATGCCAATAGC-------------
-------------------------------------------------------------------------
----------------------------AATAGCATTAACATGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAAGTG---
AGAGGCTATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAATGAT-------------------
-------------------------------------------------------------------------
-AGTAGGACCAATAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTGAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTGGCAGAAGACGAG------------
GTTGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------AAATCTGTAGCA---------ATTGATTGTATAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATCTA------------GGACTAGGGCGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
AAATGGAATGACACTTTAAGACAGATAACTGTAAAATTAAGA---------------GAACAATTT-------



-----------------------------------AACAAAACAATAAGCTTTAAA------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTACGCACCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCCGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCCTAATTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTGGAGTTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCGGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGTTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>EU131794 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAATACTACTAATACCCATAGTACTAATGCC-------
-------------------------------------------------------------------------
----------------------AGTAGTAATATCAGTAGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGCATTT---TTTAATGAACTTGATATAGTACCAATAGCTAAT----------------------
-------------------------------------------------------------------------
----------GATAGTACCAGCCATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTCGCGCTTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGCATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCATGGACAAT---------GCTAGAATCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAGCAATACAAGAAAA-----
-AGTATACATCTA------------GGATCAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGAATA---
AAATGGGATAACACTTTAAAACAAATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCGTTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAATATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCNNGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTACTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCT----------------------------
--------ATTCTCAACGTA------CCTAGAAGAATCAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>EU131807 
GCT---GAA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---



ACCCCACTCTGTGTTATTTTAAATTGCACTGATTTGGGAAATACTACTAATACCAGTAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTATAACAGAGGGGGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCAATT---TTTAATAACCTTGATGTAGCACCAATAAATAAT----------------------
-------------------------------------------------------------------------
-------AATGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCTTTTGGGCCAATTCCCATACATTATTGTACCCCGCCTGGTTTTGCGCTTATGAAGT
GTAAC---AATAAAATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAGTAATTAGGTCCAGCAATTTAACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAAAA---------ATTGATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATCTA------------GGACAAGGGCGAGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GAATGGACTGACACTTTAAAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AAGAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCTAGAGATTGTA---ATGCACAGTGTTAATTGTGAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATCGAACTATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTGGAATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTACTAGCTTGCTTAACTCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCAATATA------CCTACAAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTA---TAA 
>EU131809 
ACT---CAA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CGTGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTAGGACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAGGCATAATACTACTAATACCAATAGT----------
-------------------------------------------------------------------------
----------------------ACCAGTAATGCCACTTTGGACACGATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGCAATAAGA---------------------------
AATGAGGTGCGACAAGAATATGCACTT---TTTAATAAACTTGATGTAGTAAATATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AACAATAGTAACTATATGTTAATAAATTGTAACACCTCATCCATTACACAG---
GTCTGTCCAAAGGTATCCTTTGAACCGATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATTTCACAGACAAT---------ACTAAGACCATAATAGTACAACTGAAT----
-----------AACACTGTAAAA---------ATTAATTGTATAAGACCCAGCAACAATACAAGAAAG-----
-AGTATACCTATG------------GGACCAGGAAGAGCA---ATC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTATGACA---
GACTGGAACAACACTTTAAGACAGGTAGCAATGAAATTAAAA---------------GGACAATTCAGA----
-----------------------------------AATAAGACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACAGTTAATCGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAGAAATTTGG------AGT------



AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGGCTTAATATAC---
ACTTTACTTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGAATAAATGGGCAGATTTGTGGAGTTGGTTTGACATAACGAATTGGC
TGTGGTATATAAAATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAAAATAGTTTTTACT---
GTATTTTCTATAGTG---------AGTAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTCAGCTTGCTTAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGCACGTAGATTTGTTAGGGCT----------------------------
--------ATTATCAACATC------CCTACAAGAACAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH479968 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTAATGTGGAGAATGCTACTAATACCAATGCTACTAATGCT----
-------------------------------------------------------------------------
-------------------------ACTAATACCAATACTACAACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAT---------------------------ACTAAAGTG---
AAAGACTATGCACTT---TTCTATAAATATGATGTAGTATCAATAAATAAG----------------------
-------------------------------------------------------------------------
----------GCTAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACATTCAAG------AGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTATTAAATGACAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAC---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-CGTATAACTCTA------------GGACCAGGGCGAGTA---TTG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAGAACA---
GAATGGAATAACACTTTAACACAGGTAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAGATTACA---ATGCACAGCTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGATATCTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAAAGTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATTAGACAGGGCCTCGAAAGGGCTTTGCTG---TAA 
>JF932468 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGCA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATGCTAATAACACCAGTAGTACTGATAATACC----------
-------------------------------------------------------------------------
----------------------AGTAGTAATACCAGTACTACGACAGAGGGAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTACGGTG---
AAAGACTATGCACTT---TTCAATAGTCTGGATATAGAAAAAATAGATAAT----------------------



-------------------------------------------------------------------------
-------------ACTACCAGCTATAGATTGATAAAGTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATTTCACAAATAAT---------GATAAAATCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGGCGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATGACACTTTAACAAAGATAGCTAAAAAATTAAGT---------------GAACAATTTGAA----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAACATTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAGTGAAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACACAAGAGATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATCAAGATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATCAGCTTGCTTAACGCCACAGCAGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTA---TAA 
>JF932470 
GCT---ACA------------------------------------------
AAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGAGACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATATTCTTGGTA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACGTTAAATTGCACTAATTTGAATACTACTAATACCAGTAATACTACC----------
-------------------------------------------------------------------------
----------------------AGTAGTAACAACAGTAGTCTGACAGGGGGAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTA---
AAAGACTATGCACTT---TTTTATAAATATGATGTAGTAAAAATAGATAGTGAAAAT----------------
-------------------------------------------------------------------------
----------GATAATACCAGCTACAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCAATTATAAAGT
GTAAC---GATAAAATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTGGTAATTAGATCCAGCAATTTCTCGGACAAT---------ACTAAAGTCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAACA---
GAATGGGATAACACTTTAAAACAGATAGCTGGAAAGTTAAGA---------------AAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGAA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTCACGATGAGATTTGG------AAT------
AACTTGACTTGGAGGGAGTGG---GAAAGAGAAATTAGCAATTACACAAATGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAACTGGTTTGACATAACACAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------



TTGTCATTAGCTATTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTA---TAA 
>JF932471 
GCG---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGCTACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAACATTA---
ACCCCACTCTGTGTTACTTTACATTGCACCAATGTGACTGTTACTAATACCGGTAGTACTACCAGGAGTAGAC
CTACCAGAAGT--------------------------------------------------------------
-------------------------AGTACTACCAGCAGTGTGACAGGGGGAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------ACTAAGGTG---
GAAGACTATGCAGTT---TTTTATAAACTTGATATAGAACCAATGAGTAAT----------------------
-------------------------------------------------------------------------
----GATACTAATACTACCAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTAAACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAGAGAG------------
GTAGTAATCAGATCTAGCAATTTCACGGACAAT---------ACTAAAATCATAATAGTACAGCTGAAG----
-----------GAACCTGTGGAA---------ATTACTTGTGAAAGAACCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------GTAATAGGAAATATA------------AGACAAGCAAGTTGT---AACCTTAGTATAGCA---
GACTGGAATAACACTCTAGGGCAGGTAGCTAAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCTAGAGATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGAGTGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>JF932473 
GCT---GAA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGTACTAATTCGAATACTACTAAGACCAGTAGT----------------
-------------------------------------------------------------------------
----------------------------AATACTAGTAGTACAACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AGAGACTATGCACTT---TTTTATAACCTTGATCTAGTACTAATAGATAATGATAAGGAA-------------
-------------------------------------------------------------------------
----------AATAGTACCAGCTATAGGTTGATAAATTGTAACACCACAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AGTAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------



ATAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAGAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGAAAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
GAATGGAATAACACTTTACAGCAGATAATTGGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGGAGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCG------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGACTTTGTAGGGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KM217584 
GCT---CAA---------------------------------------------
AATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGCCACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAACAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTAAATTGCATTGATTACAAGTCTAATACTACTAATGGAACTAAAACT-------
-------------------------------------------------------------------------
----------------------GCCAGTAATAGTAGCTGGGAATATATGGAGGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAACATAGGA---------------------------
AACAAAGTAAAGAAAGATTATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGCTCTCATATGTTGATAAATTGTAACACCTCAGTCATTACGCAG---
ACCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGCACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
ATAGTGATTAGATCTAAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAG---------ATTAATTGTACAAGACCCACCAACAATACAAGAAAG-----
-AGTATACATATA------------GGACCAGGGAGTTCA---TTA------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTTTTACA---
AAATGGAACAACACTTTAAAAAGGGTAGCTATAAAATTAAGA---------------GAACAAGTTGGT----
--------------------------------AATGATACAACAATAGCCTTTCGG------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACATTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGAATTAATATAC---
TCTTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATACCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAATTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTA---TAG 
>KM217662 



GCT---CAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGAAGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGGGAAAAATAATAATACTGGTAATAGTACCAAT-------
-------------------------------------------------------------------------
-------------AGTACTAACGCCACTGTAAGTAGTTTGGAAAAAACAGTGGGAGAAATAAAA---
AACTGCACTTTCAATGTCACCTCACAAATAAAA---------------------------
AATGGGGCGAGAACAGAACGGGCAATT---TTTAATAGACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
GATAACTCTAGCTATATGTTAATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATCAGGTCTGAAAATCTCACGAACAAT---------GTTAAAAACATAATAGTACAACTAAAG----
-----------GAAGCTGTAAAA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAG-----
-AGTATAAACTTT------------GGACCGGGGGGAGCA---ATC------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AATATTAGTTTTGAA---
GAATGGAACAACACCTTAACACAGGTAGCTATAAAATTAAGA---------------GAACAATATGGA----
-----------------------------------AATAAGTCAATAGTCTTTAAG---
CAACCCCCCCCAGGAGGGGATCCAGAAATTGTA---ATGCACACATTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCGCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTATGGATGAGATTTGG------AAC------
AATATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGATCTAATATAC---
AGTCTACTTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATAAGTGGGCAGGTTTGTGGAGTTGGTTTTCCATAACACAATGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTGTTAGCTTGCTTAATGTTACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGCAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTA---TAA 
>KM217802 
GCT---GTA------------------------------------------
GAACAATTGTGGGTTACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGACCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGCACTACTGTGAATGCGAATGTTAGTGTGGATGGGAATGATATTACCA
ATAGTACTCGG--------------------------------------------------------------
----------------------------GAAAAGCTAAAGGAAGGAATAAAGGGAGAAATAACA---
AACTGTTCTTTCAATATCAGCACAAGCATAGAA---------------------------
AAAAGGATAAAGAGAGGATATGCAATT---
TTTGATAAGCTTGATGTAATGCCAATAGATAATCCAGATAATAGCACA-------------------------
--------------------------------------------------------
AATAATGCAAACTATACACTCTATACAGTGAGAAATTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAGATATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATCATAGTACAGCTGAAT----
-----------GAAACTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-GGTATACATTTT------------GGACCGGGGGGACCA---CTT------TTTACAACA---GAT------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AAACTTAATGGAACA---
CAATGGAAAACCGCTTTAGAAAGGATAGCTATAAAATTAAGA---------------GAACAATGG-------
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTATGAGTCAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAGCAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAGAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTACTAGCCTGTTTAATACTACAGCTATTGCAGTAGCTGAG---
GGAACAGATAGGATCATAGAAATAGTACAAAGAATTTATAGAGCA----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>KM217995 
GCT---GAG---------------------------------------------
GATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAAGATGTA---
ATCAGTCTATGGGATGAAAGTCTA---AAGCCATGTGTAAGATTA---
ACACCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGTCTAATACTACTCATACTACT-------------
-------------------------------------------------------------------------
----------------------------AATATCAGTAGAACTGATATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAAAATAGGA---------------------------
AATAAGATACGAAAAGAATATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AAGACATCTATGTTGATAAATTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCTATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAG-----
-AGTATACATATA------------GGATGGGGGAGATCA---TTA------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGTAGCA---
AAATGGAATAACACTTTAAGACAGGTAGCTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAACCCTCAGGGGGGGACCCAGAGATTGTA---ATGCACACATTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGAATTAATATAC---
ACTTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTACTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAATTAGCACAAAGACTTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATAAGACAGGGCACAGAACTAGCTTTGCTA---TAA 
>JF932475 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTAATTTGAATGCTACTAATAATACTACTGATACC----------
-------------------------------------------------------------------------
----------------------AGTAATAATACCATTAGTATGATAGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------ACTACGGTG---
AAAGACTATGCATTT---TTTTATAAACTTGATGTAGTACCAATAGATAGGGATAAGAAT-------------
-------------------------------------------------------------------------
----------GATAGTACCAGCTATAGGTTGAGACATTGTAACACTTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCTCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGCTA------------GGACTAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACATTAATGGAACA---
AAATGGAATAACACCTTAAAACAGATAGCTAAAAAACTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAAGCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGAGATTTGG------ACT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAAAGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGTAGTAGTACAAAGAACTTGTAGGGGT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>JF932476 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAAGTAGTCATGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATACTACTAATACCAGTAGTAATACCAGT----
-------------------------------------------------------------------------
-------------ATTACCAGTATTAGTAATACCAGTATTATAACAGAGGGAGGAGACATAAAA---
AACTGCTCTTTCAATATCACCACCAGCATAGGA---------------------------AATAAGGTG---
AAAGACTATGCACTT---TTTTATAGACTTGATGTAGCACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GGTACTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAA------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAATGATTAGATCTAGCAATTTCACGAACAAT---------GCTAGAGTTATAATAGTACAGCTGAAG----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGGTATCTCTG------------GGACCAGGGCGAGTA---TGG------TATACAACAGGACAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGCACA---
GAATGGAATAACGCTTTAAAACAGATAGCTAAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AACAAAACAATAATTTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGCATGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGCA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAATGCTACAGCTATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTTTAGAGCT----------------------------
--------TTACTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JF932477 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACTTTATTTTGTGCATCAGATGCTAGGGCATATGCTACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCACCCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTTGGGGAATACTACCAGTAGTAAT-------------
-------------------------------------------------------------------------
-------------------------------AACAGCAGTACAGCAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACTACAAGTATAAGA---------------------------ACTAAGGTA---
AGAGACTATGCACTT---TTTTATAAATTTGATGTAGTACCAATAGGTAAT----------------------
-------------------------------------------------------------------------
----------AATGGTACCAAATATAGGTTGATAGAGTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACACCTA------------GGACAAGGGAGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAATAACACTTTAAGACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AACAACAAAACCATAATCTTTAAG------
GAACCTGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGGCAAATTGAAAATTACACAAAAGAAATATAC---
ACATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTAGAATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTCTAGAAATAGCACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JF932483 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATTCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAATTTGAATATTACTAATACCAGTAATAATACC----------
-------------------------------------------------------------------------



----------------------AGTAGTACTACCAGTAGTATAATACGGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAT---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATGTAGAACAAATGGGAGGG----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTAAACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCAGTGACAAT---------AAGAAAAACATAATAGTACAGCTGAAG----
-----------GACTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCGAGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGCACA---
AAATGGAATAACACTTTAAAACAGGTAATTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGGGGGGACCCAGAGATTACA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAAAGAAATATAC---
ACCTTAATTGAAAATTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JF932484 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATTTGAATACTACTACTACTAATACCACTAGA----------
-------------------------------------------------------------------------
----------------------------ACTACCAATAGTCCGATAGCGGTAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATACAG---------------------------ACCAGGGTG---
AAAGACTATGCACTT---TTTTATAATCTTGATATAGTACCAATAAAGGATGATAAT----------------
-------------------------------------------------------------------------
----GATAATAATAGTAACACCTATAGGTTGATGAATTGTAACACCTCAATCATTACACAA---
TCTTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAAAAGGACCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATCAGATCTAGCAATTTCACAGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAAAAAGATAGATCAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAACCTTTACT------
CACTCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGTAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JF932485 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTAACTGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCCGATGTGAAAAATACTAATAATACCAGTAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTATAACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGT---------------------------ACTAAGGTG---
AAAGACTATGCATTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------------------
-------------------------------------------------------------------------
----------GATAATGCCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAGAACAGGTAGCAAAAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTACT------
CAATCTTCAGGAGGAGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTATAGGGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JF932486 
GCT---ACA------------------------------------------
GAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAGGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAACCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGTACTTCAAATTGCACTAGTTTTAATTGTACTTCAAGTT
GCACT--------------------------------------------------------------------
-------------------AATTTGGGGAATGCTACTAATAACAGTGGTAATACAGAACTAAAA---
AACTGCTCTTTCGACACCACCACAAGCATAGGA---------------------------ACTAAGAGG---
AGGGACCATGCACTT---TTTAATGAACTTGATATAGTACAAATGAATGATGGT-------------------
-------------------------------------------------------------------------
----------AATACCAGCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTTTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT



GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTAGCAATTTCTCGGAAAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATG------------GGACCAGGGCGAGCA---GTG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
CAATGGAATAACACTTTAGAACGGATATATAAAAAATTAAAA---------------GAAATATAC-------
-----------------------------------AACAGAACAATAATCTTTAAT------
CACTCTTCAGGAGGGGACCCAGAGATTGTA---ATGCATAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------AAT------
AATATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGATCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAGCTTGTTTAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTA---TAA 
>MH479957 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGTGTTACTTTAAATTGCACT-------------------
-------------------------------------------------------------------------
-------------------------GATTATACCAATAGAACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAGCCTAAAA---------------------------ACTAAAGTG---
ACAGACTATGCATTT---TTTTATAAACTTGATGTAGTACCAATAAGTAAT----------------------
-------------------------------------------------------------------------
----------AATAGTACCAGCTATAGGTTGATAAATTGTAACACCACAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTAGCAATTTTACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTG------------GGACCAGGGCGAGCA---TTG------TATACAACAGGA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAGTGGAATAACACTTTAAAACAGATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTACTTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGGGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGTCACAGCCATAGTAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATCAGACAGGGTCTCGAAAGGGCTTTGCTA---TAA 



>JF932487 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ATCCCACTCTGTGTTAATTTAACTTGCACTAAGTTGAATATTACTAATACCAGTAGTAATACCAGTGGTACCA
ATAATACTACC--------------------------------------------------------------
-AGTAGTACTACCAGTAGTCCCAATAGTACTGCCAGTAGTATAACAGAGGGAGGAGATATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTGAGGTG---
AGAGATTATGCATTT---TTTTCTAACCTTGATATAGTACCAATAAATAATGGTAATACC-------------
-------------------------------------------------------------------------
----AGCAATGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGTATA---
AAATGGAATAAAACTTTAGGACAGATAACTAAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
GCATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
-------------------AATAGG---AATCTGAGTGAGATTTGGGATAAC------AAT------
AACATGACTTGGATGAAGTGG---GAAAGAGAAATTGAGAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTAGAATTGGATAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCCACACGAATTAGACAGGGCCTCGAGAGGGCTTTGCTA---TAA 
>JF932489 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGACCCCTAATGTGACCAGGACTAGT-------------
-------------------------------------------------------------------------
----------------------------GAGAAGAATATCACAATAGAGGCAGGAGACATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGG---------------------------AATAAGGTG---
AAAGACTATGCACTT---TTTAATACACTTGATATAGGACTAATAGAGAAT----------------------
-------------------------------------------------------------------------
-------------ACTACCAACTATAGGTTGATACAGTGTAACACCTCAGCCATTACACAA---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTGATTCTAAAGT
GTAAA---GATAGAAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAAATCTAGCAATTTCTCGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGAACCAACAACAATACAAGAAAA-----
-AGCATACATCTA------------GGACCAGGGAGAGCA---TGG------TTTACAACAGGACAA------



---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---ACACTTAACGGTACA---
CAATGGAATAACACTTTAAGACAGATAGCTGAAAAGTTAAAA---------------GAACAATTTGAG----
-----------------------------------AACAGAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCATGACAGGATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGAAAACTACACAAATGAAATATAC---
ACCTTAATTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
CGGAATGAACTAGAGCTATTAAAATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGGA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCCTCGAGAGGGCTTTGCTA---TAA 
>JF932490 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTCTTAGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCAATCTGTGTTACTTTAAATTGCACTAATTTGAAGAATAATACTAATGCCAGTAGTAAT----------
-------------------------------------------------------------------------
----------------------ATCAGTAATATCAATAGTACAATAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCATGAAT---------------------------ACTAAGGTA---
AAAGACTATGCACTC---TTTTATAGACTTGATATAGTACCAATAGATGAT----------------------
-------------------------------------------------------------------------
----GATGGTGATAATACCACCTATAGGTTAATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTAGCAATTTCTCGGAAAAT---------CATAGAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGTACA---
GATTGGAATAACACTTTAAAACAGATAACTGGGAAATTAAGA---------------GAACAATATGGG----
-----------------------------------AACAAAACAATAATCTTTACT------
CACCATTCAGGAGGGGACTCAGAGGTTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAAATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAGGCATAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAGAATGGC
TGTGGTATATCAGAATATTCATAATGGTGATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCGGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACGCGACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCAAGAAGGGCTTTTAGGGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATTAGACAGGGCCTCGAGAGGTCTTTGCTA---TAA 
>JF932491 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGACGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATTTGAACCAGACTACCAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------ACTACCATTAGTCCGAAAGGGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAAA---------------------------ACTAAGGTA---
AAAGACTATGCACTT---TTTTATAACCTTGATATAATAAAAATGGAAGAT----------------------
-------------------------------------------------------------------------
----GGTAATAATAATAATACCTATAGGTTGATAAATTGTAACACCTCAGTCATTAAACAA---
GCTTGCCCAAAGATAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAATCATAATAATACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTCTA------------GGACCAGGGAGAGTA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAATAACACTTTAAAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCTAGAGATTGCA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATAAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATAGGCAATTACACAGAAAAAATATAC---
AACCTAATTGAAAAGGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGGATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTTTAGTA---------AGTAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAATGCAACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTATAGGGCT----------------------------
--------TTTCTCAACATA------CCTACAAGAATCAGACAGGGTCTTGAAAGAGCTTTGCTA---TAA 
>JF932493 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGACACAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTAGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGGTATGGTAGACCAGATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGAAAATACTACTAATGCCAGTAGT-------------
-------------------------------------------------------------------------
----------------------------AATATCAGCAGTACGACAGGGGGAGGAGAGATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATGCAA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAATCTTGATGTAGTACAAATAGATGATAAG-------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAACTTGTAACACCTCAGTCGTTACACAA---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTTGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTGACAATATAATAGTACAGCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATAAATCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGCA---
GCATGGACTAACACTTTAAGACAGGTAGCTGAAAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAAAACAATAACCTTTACG------
CAATCTTCAGGAGGGGACCCAGAGATTGTC---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGAATGTTAGTTGGAGT-----------------



----------------------------AATAGATCTCTGGATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGGGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGATTAACGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGGGCTTTTAGGGCT----------------------------
--------TTTGTTCACATA------CCGACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGTTA---TAA 
>JF932499 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCCTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTTTAACTTGCACTGATTTGAATACTACTAATACCAAT-------------------
-------------------------------------------------------------------------
----------------------------ACTACCAGTAGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATATAATACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------ACCAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACATTCACT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
GTAGTAATTAAATCTAGCAATTTCATGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGCTA------------GGACTAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AGATGGAATAACACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AAGAACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGAGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGAAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATATTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATCATAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCT----------------------------
--------TTTCTTCACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTACTA---TAA 
>JF932500 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---ATACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGTATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATACTACTAATACCAGTAGT----------------
-------------------------------------------------------------------------
----------------------------ACTACCAGTAGTCCGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGATG---



ACAGACTATGCACTT---TTTTATAAACTTGATGTAGTACCACTAGATAAT----------------------
-------------------------------------------------------------------------
----AATACTAATACTACCAGCTATAGGTTGATACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGCGAGCA---TGG------TTTGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTGAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGATAGTTGAAAAATTGAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAGGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAACCAAATATAC---
ACCTTAATTGAACAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATTTCAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGGGTTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATCAGACAGGGTCTTGAAAGAGCTTTGCTA---TAA 
>KM218168 
GCT---GCA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAGC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
GCACCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGTCTAATACTACTACTAACATC-------------
-------------------------------------------------------------------------
-------------------------AATAATAGTACTGGGGAAGAGATGAAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACACAAATAAGA---------------------------
AATGAGATAAGAAAAGAATATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGATGACAAGAAGAAG-
-------------------------------------------------------------------------
----------
AATGATAGCTCTAATAGCTCCACATATATGTTGATAAATTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAT---GATAAGATGTTTAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTTCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTTACGGACAAT---------GCTAAGACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATATA------------GGACCGGGGAGATCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGTAGAA---
AAATGGACCAGCACTTTAGAAAGGGTAGCTACAAAATTAAGA---------------
GAACAATTTGAATCTCAA---------------------------------AATAAAACAATAGTCTTTAAG-
--CCACCACCCTCAGGAGGGGACCCAGAAAATATA---ATGCACACATTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCAAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATCAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
ACTTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTACTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCACTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTAGCACAAAGACTTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGAGCAGAAAGAGCTTTGCTA---TAA 
>KM218228 
GCT---GAA---------------------------------------------
AAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAAACGCAAAC---
ACCACCTTATTTTGTGCATCAGAGGCTAAAGCATATAGCTCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGAAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGTCTAATACTACTAATACCACTAAT----------
-------------------------------------------------------------------------
-------------ATTATTAATGCCACTCAAAGTAGTGGGGAAAATATGAACGGAGAAATAAAA---
AACTGCTCTTTCAATGTAACCACACAAATAGAA---------------------------
AATAAGGTGCGAAAAGAACAGGCACTT---TTTAATAGTCTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GGTAACTCTACATATATGTTGGTAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAACAGAT------------
ATAGTAGTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAAACTATACAA---------ATTGAGTGTATAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATATA------------AGTCCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGT---GCA---
AATTGGAATGAAACTTTAAAACAGGTAGCTATAAAATTAAAA---------------GACCAATTTAAA----
--------------------------------AATAAGACAACAATAGTCTTTAAG------
CCACCCTCAGGAGGGGATCCAGAAATTATA---ATGCTCACATTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTCGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCGCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCATAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACTGAATTAATATAC---
TCTTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATCAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAAAATAGTCTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAGTTAGAGAACTAGCACAAGCAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGACCTTTGGTA---TAA 
>JF932479 
GCT---ATA------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTAATTATTCGGGAAATAATACCAGGAATAAT-------------
-------------------------------------------------------------------------
-------------------------------ACCAGTAATACGCTAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAAGCATAGGA---------------------------ACTAAGGTG---
ACAGACTCTGCAATT---TTTAATAAACTTGATATAATACCAATAGAGGGG----------------------
-------------------------------------------------------------------------
----------AATAGTAGCAACTATAGGTTGATAAATTGTAACACCTCAGTTTTTACGCAA---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTATGCGATTCTAAAGT



GTAAC---AATAAAACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTTTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTGATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTG------------GGACCAGGACGAGCA---TTG------TACATGTCAGGAGGA------
---------ATAGTAGGAAACATA------------AGACAAGCCCATTGT---AACATTAGTGGAACA---
AAATGGAATGACACTTTAAGACAGATAACTGGAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AACAAAACAATCATTTTTAAT------
CAACCTGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAAAAGAGATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTGTCATTTGCTATTAGCTTGCTTAACACAACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAGCTTGTAGGGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGTCTCGAAAGGGCTTTGCTA---TAA 
>JF932480 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAACACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTTGAAGAATACTACTAATAATACCAGT-------------
-------------------------------------------------------------------------
-------------------------AGTAATGCCAGTAGTATGACAGAGGGAAGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AATGACTATGCACTT---TTTTATAAATATGATATAGAATCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTACTACCAGCTATAGGTTAACAAAGTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTCTA------------GGACCAGGGAAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGGATCA---
CAATGGAATAAAACGTTAATACAGATAACTGAAAAATTAAAA---------------GAACGATTTGAG----
-----------------------------------AGCAAAAAAATAATCTTTAAG------
CAACATTCAGGAGGGGACCCAGAGATTGTA---ATGCACCATTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGCATTGGATAAGTGGGCAAACTTGTGGAGTTGGTTTGACATAACTCAATGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCCATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGTTTAACGCCACAGCCGTAGCAGTAGCAGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGGGCTTATAGGGCT----------------------------
--------TTTATTCATATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 



>JF932481 
GCT---GCA------------------------------------------
AAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTGCTTTAAATTGCACTAATTTGGGAAATACTACTAATATCAAGAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTA---
AAAGACTATGCACTT---TTTTATACACATGATGTAGTATCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------ACCAGCTATAGGTTGATACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAGT----
-------------------------------------------------------------------------
----ATACCTCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTTTGAAACAGATGACTGAAAACTTAAGA---------------GAACAATTTGAG----
-----------------------------------AACACAACAATAATCTTTAAT------
AAATCTTCAGGAGGGGACCCAGAGATTGAA---AAACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGACATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JF346919 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATCCTAAAACCAATAGTAGTGTGAATACTACTCCC-------
-------------------------------------------------------------------------
----------------------AGTACTAGTAACAGTAGTATGATAAAGGGAGGAGAGATGAAA---
AACTGCTCTTTCAATGTCACCGCAGACATAAAA---------------------------------
CCTAAGAAAGACTATGCACTC---TTTTATAAACTTGATTTAGAACAAATAGATGATGAGAAGAATAAC----
-----------------------------------------------------------------------
ACCAACAATACCAGCGATAGTAATACCAGCTATAGGTTGATAAAGTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTAGCAATTTCACGGACAAT---------ACCAAAACCATAATAGTACAACTGAAG----
-----------GACCCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGAAAAC------



---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
CAATGGAATAACACTTTACAACAGATAGTTAAGAAATTAAGA---------------
GAAATATACAACAAAACA---------------------------ATATATAACAAAACAATAAGCTTTAAT-
-----CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
-------------------------AATAATAGAACTGTAGAGAGCATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATCGCCAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
TTGTCATTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTA---TAA 
>JF932498 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATATAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTCTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGCAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATACTACTAATAATAACAGT-------------
-------------------------------------------------------------------------
-------------------------AGTAATACAAGTAGTACGACAGAGGGAGAAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAAA---------------------------ACT---
GTGGTGAAAGACTATGCATTT---TTTTATAAACTTGATATAGTACCAATAATAGATAAGGGCAATATC----
-------------------------------------------------------------------------
----------AGTAATGGTAATAATAGCTATAGGTTGATAAGTTGCAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAGAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAATAATTAGATCTAGCAATTTCACGAACAAT---------GCTAGGGTTATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATCTA------------GGACTAGGGCGAACA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGGCACA---
CAATGGAATAACACTTTAAAACAGGTAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AACAACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAAGTGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTTAACGTCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGTT----------------------------
--------ATTTTCCACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JX960597 
GCT---TCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATAGTAAAGCATATAGTACAGAG---TCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAGTTGGGA---------AATGTGACAGAAAACTTTGAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAGAGTGCACTGATTGGGATGCTAATAAGACCAATGCTAATATTAGCACTAAT-
-------------------------------------------------------------------------
----------------------GAGAAAGGGAAAATAAAAAACATAGAGAAAGGAGAAATAAAA---
AACTGTTCTTTCAATGTCACCACAAGTATAAGA---------------------------
GGTAGGATGCAGAAACAATATGCACTT---TTTTATACACTTGATGTAGTACCAATAGATGATAATAAT----
-------------------------------------------------------------------------
-------
AGTCCTAATGATAATAATGCTACCAAATATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGCAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAGT---------GCTAAAACCATAATAGTACAGCTGACA----
-----------AAAGCAGTGAGC---------ATTACTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGGAA------
---------ATAACAGGAGATATA------------AGACAAGCACACTGT---ACCCTTAATAGAACA---
GACTGGATGAACACTTTACAACAGATAGCTAGAAAATTAAGA---------------GTCCAATTTAAG----
-----------------------------------AGTAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AACAAATCTCTAGATGAGATTTGG------AAT------
AATATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAACTTAATATAC---
AGTTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JX960598 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTAATA------------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTATGAATTGCACCCCACTCAATGTCAGCACTGGTAGCAACAGGAATACCACT----
-------------------------------------------------------------------------
----------------------------GATAATTGTAGAATTAGTAATAGCTGTGAAATAAAA---
AATTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
GATAAGGTGAAGAAAGAACATGCCCTT---TTTGATACAATGGATCTAGTACCAATAGAAGATGAT-------
-------------------------------------------------------------------------
----------------
GAGAGTACTAATACTAGTTATAGATTGACAAGTTGTAACACCTCACTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTACAGT
GTAAC---GATAAAACATTCAAT------GGAACAGGACCATGTCAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAKAACAAGAG------------
GTAATAATTAGGTCTAAAAATATCTCGGACAAT---------ACCAAAAACATAATAGTACAGCTGAGA----
-----------ACAGCTGTAAAC---------ATAACTTGTATAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAAAGCAAATTGT---ACCCTTAATGGAACA---
CAGTGGGAAAACACTTTAAAACAGATAGCTAGAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTTAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTCAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAAGCAAGAGTCCTGGCGCTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAAAGTCTGAATCAGATTTGG------GAT------
AACATGACCTGGTTACAATGG---GAAAGAGAAATTGATAATTACACAGGCGAAATATAC---
CAATTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGAGTTAGATAAATGAGCAAATTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTACCTTGCTCAACGCCACAGCCATAGGAGTAGCTGAG---
GGGACTGATAGGATTTTAGAAGTATTACAAAGATTTTATAGAGCT----------------------------
--------ATTATCCACATT------CCTACAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC899011 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACGTTAAACTGCACCAATGCCACTATTACCAGTAGTGCTAATACCACTGGT-------
-------------------------------------------------------------------------
-------------------GCCAGTAGTCCTAGTCCTAGTCCTAGTACTAGTAGGGAGATGAGA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAACTTTGATATAGAACAAATGAAAGAT----------------------
-------------------------------------------------------------------------
----------GGTACTAACAATTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCAATTCTAAAGT
GTAAC---GATAAAGCATTCAAT------GGAACAGGACCATGTATAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTCGCAATCTCACGAATAAT---------GCTGAAGTCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATACCACTTTAGAACTGATAGCTAAAAAATTAGGA---------------GAACAATTTAAA----
-----------------------------------AACAAAACAATAGTCTTTACT------
CAATCCTCAGGAGGGGACCCAGAGGTTGTA---ATGCACAATTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCCAGTTGGAGC-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAAATTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GCACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTCAATACTACAGCTATAGCAGTAGCCGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTG---TAA 
>HQ215556 
GCT---GGA---GAC------------------------------------
AATGAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAGGCAAAC---
ACCACTTTATTTTGTGCATCAAATGCTAAAGCATACCACCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAGATAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTGCTTTAAATTGCACTGATTGGAAGTCTACTGGGACCAATAAT----------------
-------------------------------------------------------------------------



-------------------------------AGTAGTATGGAAAATATGGAGGGAGAAATAAAG---
AACTGCACTTTCAATATCACCTCAAAAATAGGA---------------------------
AATAAGGTGCGAAAACAATATGCACTT---TTTACTAATATTGATGTAATACCAATAGATAAGAAT-------
-------------------------------------------------------------------------
----------------------
AATAACAATAGTTATATGTTGAAAAATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGATGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTGCAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAACAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAC------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAAAACAAGAAAA-----
-GGTATATCTCTA------------GGACCAGGGAGATGG---AGA------TCATTATATACAACA------
---AGAGATATAATAGGAGATAAA------------AGAAAAGCATATTGT---AACATTAGTGCAGAA---
AAATGGCACAACACTTTAAGACAGGTAGCTATAAAATTAAGA------------GAACAACTTGGATCTAAG-
-----------------------------------AATAGAACTATAATATTTAAT------
CAATCTTCAGGAGGAGACCCAGAAATTGTA---ATGCACATATTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAGATTGACAATTACACAGGCACTATATAC---
ACTTTACTTGTAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTATTGGAGTTGAATAAATGGACAGATTTGTGGACTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAATAGGTTTAAGAATAATTTTTACT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGTTTATTCAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTCTAGAAATAGCACAAAGATTTGGTAGAGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATAAGGCAGGGCGCAGAAAAGGCTTGGCTA---TAA 
>JF346916 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAAGCAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAGAGCATATGAGACAGAG---GCACACAAT----------------
--------------ATTTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAATGCACTAATCCGGGAAATAGTACTAGTAAT-------------------
-------------------------------------------------------------------------
-------------------------------AGCAGTAGTACAATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------ACTGAGGTG---
AGGGACTATGCATTT---CTTTATAAATATGATATAGAATCAATAGATAAT----------------------
-------------------------------------------------------------------------
-------------AGTACCAGATATAGGTTGACAAAATGTAACAGCTCAGTCATTAAACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATATCTA------------GGACCAGGGCGCTCA---TGG------CATGCAACAGGACGA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
CAATGGAATATCACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
AGATCTTCAGGAGGGGACCAAGAGATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAATGTAATATAC---
ACCTTAATTGAGGGAGCGCAGAACCAGCAAGAA----------------------------------------



-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
GTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTTGAAAGGGCTTTGTTA---TAA 
>JF932494 
GCT---GCA------------------------------------------GAAAAG---
TGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTTTGTGTTACTTTACATTGCACTAATGTGAATAATACTGTGAACACCAGT----------------
-------------------------------------------------------------------------
-------------------------------------------------GAGTCAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------ACTAAGGTG---
ACAGACTATGCATTA---TTTTATAAACTTGATGTAGTATCAATAAATGAA----------------------
-------------------------------------------------------------------------
----------AGTAGTAATAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCCGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATA------------GGACCAGGGCGAGCA---TGG------TATGCAACAGGAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACGTTGT---ACCCTTAATGGCACA---
AAATGGAATAACACTTTAAAACAGATAGCTGAAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------GAAAACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAAGGAGATTTGG------AAT------
AACATGACTTGGATGGAATGG---GAAAGAGAAATTAACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTCAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAATACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX140658 
GCT---AAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCAATC---
ACCCCTCTATTTTGTGCATCAGATGCTAAAGCATATGCCACTGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAT---
CCTAACCCACAAGAGGTAGATTTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGCCTAATAATAGTACTACTAATAATAATAAT----
-------------------------------------------------------------------------
----------------------ACCAATAATAGTGTTGCCAATCTGGAGATAGGAGAGGTAAAA---
AACTGCTCTTTCAATATCTCCAAAACAGGA------------------------------
AATAAGGTAGAGAAAGGACAGGCACTT---TTTTATAAACTTGATGTAGAACAAATAAATAAT----------
-------------------------------------------------------------------------
----------



AATGCTAATACAAGTTATGCAAATTATGTGTTAACACATTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAAT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGAAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------ACATCTGTACCA---------ATTACTTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGAATATCTCTA------------GGACAGGGGGGAGTA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATGTTAATAGAACA---
AGCTGGCATGACACTTTAAAACAGATAGCTACAAAATTAAGG---------------GAAAAATGGCCT----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGCA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTATACAGGCTTAATATAC---
TCCTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGAAATTGGATCAGTGGGCAAGTCTATGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCCTAGAAAGAATTTTGGTA---TAA 
>KX692916 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGAGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTGCATAAT----------------
--------------ATGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCGACATGGATTACTAATATTACCAGTAGTCATACTACTA
ATGCTACCAGT--------------------------------------------------------------
-------------AGTAATAATAATACCACCAGTAGTAATACCAATAGTACAGGAGAAATAAAA---
AAATGCTCTTTCAACATCACCACAAGCATAGGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAGACTTGATATAGAACCAATGAATAAT----------------------
-------------------------------------------------------------------------
----GATACTAATACTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-CGTGTAACTCTA------------GGACCAGGGCGAGTA---TGG------TATACAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAAGA---
GACTGGAATGACACTTTAAGACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGACTGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
GTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCAGTAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAGTAGTACATAGAGCCTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KX692929 
GCT------------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATTCTACAGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTAGAACAGATGCATGAAGATGAA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTTGGGGAATACTACTAATTTGGGGAATACTAATAATA
CCAATAATGATAACAGTAGTACTACTACGCCC-----------------------------------------
-AGTACGACTACTTGTAATACCAGTGGTAATATCAGTAGGACAACAGAGGAAAGAGAAATAAAA---
AACTGCACTTTCAATATCACCACAAGCATACAA---------------------------ACTAAGGTG---
AAAAACTCTGCACTT---TTTTATAAATATGATGTAGTACAAATAAATAATGAT-------------------
-------------------------------------------------------------------------
-ACTTATAATGGTACTGCCAGCTATAGGTTGATACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-ATTAGT---ATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGGG------------
GTAGCAATTAGATCTAGCAATTTCATGGAAAAT---------ACTAAAAACATAATAGTACATCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCGGGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAAGTATA------------AGACAAGCACATTGT---AACCTTACTAGAAAA---
GACTGGAATAACACTTTAGAACGGATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAA---
CAACCTATACCGGGAGGGGACCCAGAGACTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAGATCTCATGATGGGATTTGG------AAG------
AACATGACTTGGATGCAGTGG---GAAAGGGAAATTGACAATTATACAGAAGAAATATAC---
ACCTTAATTGAAAGATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACTCAACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTGAACATA------CCTAGGAGGATCAGACAGGGCCTCGAAAGGCTTTTGCTA---TAA 
>KX692941 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAAGACAGAG---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGCA---------AATTTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAGTGACATGGTAGAACAGATGCATGAAGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATATCACTAGTAATAATACCAGTAGTAGTAATACCA
GT-----------------------------------------------------------------------
----------------------AGTAGTAATACCAGTAGTATAACAGGGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAT---------------------------ACTAAGGTA---
AAAGACTATGCATTT---TTTTATAACCTTGATATAGTACAAATAAATAATGATAAGACCAGT----------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATGAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ATAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAGAGAT------------
GTAGCAATTAGATCAAAAAATTTCTCAAACAAT---------GCAGAGAACATAATAGTACAACTGAAT----



-----------GAAGCTGTACAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAGGCACATTGC---AACATTAGTGGATCA---
AAATGGAATGACACTTTAAAACAGGTAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAACCTTTGAG---
CAACCTCCTCCAGGAGGGGACCCAGAGATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAGTGGTAATTGGAGT-----------------
----------------------------AGTAAATCTTATAATGACATTTGG------TAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGAGTAATATAC---
ACATTAATTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATCAGAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGTTTGCTTAACGCCATAGCCATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGTAGCGCAAAGAATTTATAGGGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATCCGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KX692973 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAGCT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCCTGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGGGAAGTACTACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTACGACGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTCTGACCTTGATGTAGTACCAATAGATAAA----------------------
-------------------------------------------------------------------------
----------AATAAGACCAGCTATAGGTTGATAACTTGTAACACCTCAGTCCTTACACAA---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AGTAAAACGTTCAAT------GGAACAGGACCATGTATAAAT-----------------------
-GTAAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTCGTAATTAGATCTAGCAATTTCACGGACAAT---------ACTAAAATCATAATAGTACAGCTGAAT----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACTAGGGCGAGCG---TGG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTACTAGAACA---
GAATGGAATGACATGTTAAAAAAGATAACTGAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AACAAAACAATAATCTTTAAA------
CAATCTTCAGGAGGGGACCCAGAGATTGAA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCGGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATCGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCCTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCCTTGCTA---TAA 
>KX692981 
GCT---GTA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTCTTGGAA---------AAGGTGACAGAAACCTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAAGAATCCTAATGATACCAGTAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTACGATAAAGGGGGGAGAAGTAAAA---
AATTGCTCTTTCGATATCACCACAAGCACAGGA---------------------------ACTAAGGTG---
AGAGACCATGCACTT---TTTTATGACCTTGATATGTTACCAACAAATCAG----------------------
-------------------------------------------------------------------------
----------ACTAATACCAGCTATATGTTGATACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGAAACGTTCAAG------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAA------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACACAAAAA-----
-AGGATATCTCTA------------GGACCAGGGCGAGCA---TGG------CATACAACACAACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATAACA---
CAGTGGAATAACACTTTAAGACAGATAGCTGAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AACAAAACAATAATCTTTAAG------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
-------------------------AATAATAAATCTGTGGATTACATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGTGAAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KX693001 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAGTATTAATAATACCAGTAATAATACCAGTAATCAT-
-------------------------------------------------------------------------
-------------------ACCAGTAGTAATACCAGTAGTACGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AATGACTATGCACTT---TTTTATAGAATTGATATAGAACAAATAAATGGT----------------------
-------------------------------------------------------------------------
-------AGTAATAATAACAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTTTAGAACAGATAAGTAAAAAATTAAGA---------------GAGCAATTTGGG----
-----------------------------------AATAAAACAATAACCTTTAAG------
CAATCTGCAGGAGGGGACTCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGCCAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGTTTAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATAATAGAAGTAGCACAAAGAACTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTA---TAA 
>KX693029 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGACGCAAAT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTAACAGAAAACTTTGAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGAGGCCTTTAAATTGCACTGATGGGAAGCCTCCAAATT
GCACTGCT-----------------------------------------------------------------
-------GTGGAGCCTAGTACCAGTGGTAATAACAGTAGTGCGACAGGGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------------
ACTAAGAAAACCTATGCAACC---TTTTATAACCTTGATATAGTAAAAATAAATGATGATAAT----------
-------------------------------------------------------------------------
----------GATAGTACCAGTACCAGCTATAGGTTGATAAACTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GAATGGAATAATACTTTAAGACAGATAACTAAAAAATTAAGA---------------GAACACATTGGG----
-----------------------------------AACAAAACAATAACCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTTTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGTTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTAACATA------CCTAGAAGAATTAGACAGGGTCTTGAAAGGTCTTTGCTA---TAA 
>KX693036 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCTAATATTACCAGTAGTAATACCAGT-------------
-------------------------------------------------------------------------



-------------------------------------AGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCACAAGT---------------------------GCTAAGGTA---
AGAGACTATGCACTT---TTTAATAGACTTGATGTAGCACCAATAAATAAT----------------------
-------------------------------------------------------------------------
----GAAACTAATACTACCAGCTATAGGTTGATACATTGTAACACCTCAATCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAAGCTGTAGCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGGCGAGCA---TGG------TTTGCAAGAGGACAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTTTCACA---
AAATGGAATAACACTTTAAATGGGATAACTAAAAAATTAAGA---------------GAGCAATTTGGG----
-----------------------------------AGCGAAACAATAATCTTTGAT------
CGATCTTCAGGAGGGGACCCAGAGATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATGTGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAT---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAGAGAACTGGTAGAGCA----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KX693575 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTCTTGGAA---------
AATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAACAGACAGAAAACTTTAACATGTGGAAAA
ATAACATGGTAGAACAGATGCATGAAGATATA---ATCAGTTTATGGGATCAAAGCCTA---
AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGGGGAATACTACTAATACCAGTAGTAATACTACTAATA
CCAGAAGTAAT--------------------------------------------------------------
----------AATACCAGTAGTAATACCAGTAGTGCGGTAGAGGGAGGAGAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCACAAGT---------------------------ACTAAGGTA---
AAAGACTATGCACTT---TTTTATAAACTTGATGTAGTACAAATAAAAGGT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAACCATTACACAA---
ACTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGGCAAGCA---TGG------TTTGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAGACAGATATATATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CGATCTTCAGGAGGGGACCTAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
TCCCTAATTGAAGAATCGCAGAATCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTAATAGTTTTAAAAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTGACGCCACAGCTATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>KX693068 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTAACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATTTGAGGAATACTACTAATACCAGTGGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTATGACAGAGGGAGGAGAAATAAAA---
AACTGCACTTTCAATATCACCAAAGACATAAAA---------------------------GAG---GTA---
CAAGACTATGCATTT---TTTTATACATCTGATATAGTACCAATAGATGAT----------------------
-------------------------------------------------------------------------
----GATAATACCAATACCAGCTATAGGTTGACAAAGTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAAAGAA---
AATTGGACTAACACTTTAAAACAGATAACAAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------CACAAAACAATAATCTTTAAT------
CGATCTTCAGGAGGGGACCCAGAGATTGAA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGTGAAATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAAAGTAATATAC---
ACCTTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTACTACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>KX693091 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATGTTACTAATTTGAATACTAATAATACCAGTAATA
ATACCAGTAGA--------------------------------------------------------------
----------------AATACCAGTAGTACTATCAGTAGCCCGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACGAGCATAAGA---------------------------ACTACGGTG---
AAAGGCTATGCATTC---TTTTATAAACTTGATGTAGTACCAATAAAAAATGAGAAG----------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAA---



GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GTTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGGCCCAACAACAATACAAGAAAA-----
-AGGGTAACTCTA------------GGACCAGGGCGAGTA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAGAAAA---
GCATGGAATAAAACTTTAGAACAGGTAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAGAACAATAATCTTTAAG------
CAACCTCCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAGGAGATTTGG------GAT------
AAAATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAAAGAAATATAC---
GCCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAACTGGTTTAGCATATCAAATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
TGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KX693093 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAGATTGCAATAATGTTACTAATACCAGTAATAATACCAGAAGTGAGAACAATA
CTACTACTACC--------------------------------------------------------------
----------------------AATAGTACTATCAGTAGTACAACAGAGGGAGGAAAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTACAGTG---
AAAGATTATGCACTT---TTTTATAAATATGATATAGCATCAATAGATAAT----------------------
-------------------------------------------------------------------------
----AAGACCAATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTAATGAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAATAATTAGATCTAGCAATTTCACAGACAAT---------ACTAAAATTATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTAACTCTA------------GGACCAGGGCGAGTG---TGG------TATACAACAGGACAG------
---------ATAGTAGGAGATATA------------AGACGAGCATATTGT---AACATCAGTACAGCA---
AAATGGAATAACACTTTAGTACAGATAACTGAAAAACTAAAA---------------GAACAATATGGG----
--------------------------------AAAGACAAAAAAATAATCTTTAAG---
CAACCAATTCCAGGAGGGGACTCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCGAGAGTCTTGGCTGTAAAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAAATTTGG------GAT------
AATATGACTTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAAAAGAAATATAC---
AACTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGATCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGTTTAACGCCACAGCCATAGCAGTAGCTAAG---



GGGACTGATAGGGTTATAGAAATAGCGCGAACAGCTTTTAGGGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>KX693114 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGACGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATCTGTGTTACTTTAAATTGCACTGACTTGAAGAATACTAATACCAGT-------------------
-------------------------------------------------------------------------
-------------------------AGTAATACCAGTAGTACGGTAGTGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACACACATGAAA---------------------------ACT---
AATGAGAAAAACCATGCACTT---TTTTATGCACTTGATGTAGTACCAATAGATGAT----------------
-------------------------------------------------------------------------
----------------AGTAATACCAGCTTTAGGTTGACACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTTTCTCA---
AAATGGAATAACACTTTAAAACTGATAACTGAAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AGCAACACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTACA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCATAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGCTAATTACACAAAAGAAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGCTGGTTTGACATATCAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACGCCACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAACTTATAGGGCT----------------------------
--------ATTCGCAACGTA------CCTACAAGAATCAGACAGGGCCTAGAAAGAGCTTTGCTA---TAA 
>KX693689 
GCG---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---GAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTTGAGTAATACTACTACCAAT-------------------
-------------------------------------------------------------------------
-------------------------AGTAATATCAGTAGTACATCAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACGGATATA---------------------------------
AAACCTAAGAAAGACTATGCACTT---TTTTATAAACTTGATGTAGAAGCAATAGATGGG-------------
-------------------------------------------------------------------------
-------------------AGTAATACCAGCTATAGGTTGACACATTGTAACACCTCAATCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATTCATTATTGTACCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAGCAATTTCTCAGACAAT---------GCTAAGGTCATAATAGTACAGCTGAAT----



-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACAGGGGCGAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AACAACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTCACAATTATACAAGAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAACAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATAGTAAGAAGAGCTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTT---TAA 
>KX693720 
GCA---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTGCTTTACATTGCACTAATTTGACTATTAATACTACCAGTAGTAATTGCACTACTACTA
ATACTACCAGTACTACCAGTAGTAAT-----------------------------------------------
-TGCACTACTACTAATACTACCAGTAGTAATACCAGTAGTACAACAGAGGGGGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATACAA---------------------------ACTAAGGTA---
AAAGACTATGCACTT---TTCTATAACCTTGATATAATACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------AACAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTTGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GAATCGGTACGA---------ATTGAGTGTGAAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATGACACTTTAAAACAGGTAACTAAAAAATTAATA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTCAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACACAACAAATATAT---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATCTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX693770 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCCACAGAG---GTACATAAT----------------



--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTAACTGTACTATTGGAACTTGCACTAATTTGGGGAATACTACCA
GGAATGATACC--------------------------------------------------------------
----------------------AATAGGAATAACAGTAGCACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCGATATCACCACAAGCATAAAT---------------------------ACCAGGGTG---
CAAGACCATGCACTT---TTTAATAAACTTGATGTAGAGCCAACAGATAGT----------------------
-------------------------------------------------------------------------
----------AGTAATATCAGCTATAGGTTGAGAAGCTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCTCCAGCTGGTTTTGCGATTATAAAGT
GTAAC---GATAACAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATCTA------------GGACCAGGACGAGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
ACATGGAATAAAACTTTAGAACAGATAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AGGAATAAAACAATAACCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGTTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGTCTCGAAAGGGCTTTGCTA---TAA 
>KX693223 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGGAGAAGACTACTAATAATAGTACTAATACGACAGAGG
GAGGTAGTAGT--------------------------------------------------------------
----------------------------AATACCAATAGTACAATAGAGGGAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AGAGGCTATGCACTT---TTTTATAAACTTGATATAGTACCAATAGGTCATGAT-------------------
-------------------------------------------------------------------------
----AATAATACTAATACCAGCTATAGGTTGATAAAGTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAACTTCACGAACAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGCGAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GGATGGAATAACACTTTAAGACTAATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATTTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGCTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACTTTAATTGAAACCTCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAGTTTGTAGGGCT----------------------------
--------ATTCTCAACATC------CCTACAAGAATTAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>KX693238 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCATATGCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACCAATTATTTGGGGAATACTAATGATACCAGTAGTAATAATGCTA
CTAATACCAAT------------------------------------------------------------
AGTAGTAATACTACTGCCAATAACAGTAGTAATACCAGTAATACAACATGGGGAGGAGAAATAAAA---
CTCTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------ACTAAGGTA---
AAAGACTATGCACTT---TTTAATACACTTGATATAGAACCAATAGAGAAT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAAGTGTAACACCTCAGTTATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATTCATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTTGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAG----
-----------GAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGCGAGCA---TGG------TATACATCAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTCGAGCA---
GAATGGAATAACACTTTAAAACAGGTAGCCAAAAAATTAAGA---------------GGACAATTTGGA----
-----------------------------------AACAAAACAATAGTCTTTGAG------
CGATCTTCAGGAGGGGACCCAGAGATTGCA---ATGCACACCTTTAATTATGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTATTAGCTTGCTTAACTCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTATAGGACT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGATTTTGCTA---TAA 
>KX693247 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTGGGAGAATCCTACTAATACCAGTAGTAACACCAGTGCCA
GTAATAACACC--------------------------------------------------------------



----------------AGTACCAGTAGTAACACCAGTAGGACGCTAGAGGGAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
ACAGACTATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------------------
-------------------------------------------------------------------------
----AATACTAATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTAGCAACTTCTCGAACAAT---------GCTAAAGTCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGTAAA-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGATTGACACTTTAAAACAGGTAGCTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AACAAAACAGTAATCTTTAAG------
CACTCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAAGTACACAGGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTACCATAACAAACTGGC
TGTGGTATATCAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTATTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------TTTGTCCACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KX693268 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAAATGCACTAATGCTACTAGTTTGAGGAATGATACTAACACCAATAGTACTA
CTGACACCAAT--------------------------------------------------------------
-------------------AGTAATAACAACAATAGTACTATCATTAGTACGGCAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTCAGGTG---
AAAAACTATGCCCTT---TTTTATACACTTGATCTAATACCAATAGATAATGATGTAGATAATGGT-------
--------------------------------------------------------------------
ACTACCAATAATGATAATAGGACCAACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACCAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGTTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAAAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGGCAAGCA---TGG------TATGCAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGAACA---
AAATGGAATAACACTTTAGAAAAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CGATCTTCAGGAGGGGACCCAGAAATTGAA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAGCAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAGACTCATCTGTACCACTGCTGTGCCCTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>KX693886 
GCT---GCA------------------------------------------
GAAGAATCGTGGGTCACAGTTTATTATGGAGTACCTGTATGG---AAAGAAGCAATT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATACTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
AGCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATAAAAATAGTACCAGTAGTAATACCAGT----
-------------------------------------------------------------------------
----------------------AGTAGTAATACCAGTAGTATAATAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATATAGTACAAACAGATGGT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATCTCTCAGACAAT---------ACTAAAGTCATAATAATACAGCTAAAG----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACAGGGGCGAGCA---TGG------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGGCA---
CAATGGAATAACACTTTAAAGCAGATAGCTAAAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AACAAATCAATAAGCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGTA---ATGCTCAGTTTTAATTGTGGAGGGAAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGATGAGATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAAATGTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAACTATTGAAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATTAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTAGCTATTAGCTTACTTAACACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATACTCAACATA------CCTAGAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KX693314 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGCTACAGAA---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTAATTTAAATTGCACTGATTTGAAGAATACTACCAATACCAGTAGT-------------
-------------------------------------------------------------------------
----------------------------AACACCAGTAGTACGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGATA---
AAAGACTATGCACTT---TTTTATAAACTTGATATAGTACCAATAAATAGTGATAATACCAGACCAATA----
-----------------------------------------------------------
AATAGTGATAATACCAGCTATAGTGCTAATACCAGCTATAGGTTGATACATTGTAATACCTCAGTCATTACAC
AG---



GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAGAAAGTTCAGT------GGAACAGGACCGTGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTAGCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATAAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGCTA------------GGACCAGGGAAAGCA---TGG------TATACCACAGGGCAA------
---------ATAATAGGAGAGATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGAATAACACTTTAGAACGGATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AGTAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTAGCTATTAGCTTGCTTAACGCCACATCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTTTAGGGCT----------------------------
--------CTTGTCCACATA------CCTACAAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTA---TAA 
>KX693326 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATTTGTGTTACTTTAAATTGCACTAATGTGAATATTACTGGCAGTAATACTACTGAT----------
-------------------------------------------------------------------------
-------------------ACCCATAGTAATGCCAGTAGTATGACAGTGGGAGGAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCATAAGG---------------------------CCTAAGGTG---
AAAGACTATGCACTT---TTTTATAAATCTGATATAGTACAAATAGATAGTGAT-------------------
-------------------------------------------------------------------------
----------AATAATGATACCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
ACTTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATGCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAGCAATTTCTCAGACAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------AAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGCTA------------GGACAAGGGCGAGCA---TGG------TATGCAACAGGAGAA------
---------GTATTCGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AACTGGACTAATACTTTAAGACAGATAACTGAAAAATTAAGG---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAAGCTTTACT------
CAACCTGCAGGAGGGGACCCAGAGATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTA---TAA 
>KX693339 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATAATACCAAAAGTAATACCAGT-------------
-------------------------------------------------------------------------
-------------------------------------AGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AGAGACTATGCACTT---TTTTATAAAGTAGATATATTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----GATGATAATAATACCAGCTATAGGTTGAGACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACCTATA------------GGACCAGGGCGAGCA---TGG------TACACAACAAAAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GAATGGAATAACACTTTACAACAGGTAGCTAAAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAAGCTTTGAT------
CAATCTGCAGGAGGGGACCCAGAGATTGAA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACTCAGAACAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACTGCCATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATCAGACAAGGCCTCGAAAGGGCTTTGCTA---TAA 
>KX693374 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAACATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATTTGAATACTACTAACTTGAATATTACTAAAACCAATAATA
CT-----------------------------------------------------------------------
-------------------ATCAGTAGTACTGCCAGTAGTATGGTAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTACAGTG---
AGAGATTATGCACTT---TTTTATAAACTTGATATAGTACAAATGGATGAT----------------------
-------------------------------------------------------------------------
----GATAATACCAATACCAGCTATAGGATGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAGA----



-----------GACGCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGCATACCTCTA------------GGACCAGGGCGAGCA---TGG------TATGCAACAGGACAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTACTACAGCA---
AAATGGGGTAAAACTTTAGAACAGATAGCCAAAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AACAAAACAATAAGCTTTAAG------
CAATCTTCAGGAGGGGACCCAGAGATTACA---ACGCACAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGACATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAAGGAAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATCAGCTTGCTTGACGCCGCAGCCGTAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAAGGAGCAAGAAGAGCTTTTTGGGCT----------------------------
--------TTTATCCACATA------CCTACAAGAATCAGACAGGGCCTTGAAAGGGCTTTGCTA---TAA 
>KX693390 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGCA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATTTGAATATTACTAAAACCAGCTGTAATAGTACCAGTAATA
ATACTGCCAACTGTAATAATACCAGTAGTCCTACCAGC------------------------------
ACTACTACTACCAGCAATACTACTAACAGTAGTGATACCAGCAGTACTACAGAGAGAGAAGAAATAAAA---
AACTGCACTTTCAATATCACCACAAGTATAGGA---------------------------ACTAAGGTG---
GCAGACTATGCACTT---TTCTATAAACTTGATATAGTACCAATAGAAAATGAGAATAAA-------------
-------------------------------------------------------------------------
----AGCATTAGTAATAACAGCTATAGGTTGATACATTGCAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGCAATTAGGTCTAGCAATTTCTCGGACAAT---------GCTAAGGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTTTA------------GGGCCAGGGAGAGCA---TGG------TTTGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAACAACACTTTAAAACAGATAGCTAAAAAATTAAGA---------------GAACAATGG-------
-----------------------------------AACAAAACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCTATAAGTACATTTGG------AAT------
AACATGACTTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGACTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KX693437 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTCTATGGGATCAAAGCATA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTAAATTAAATTGCACTAATTTGAAAATTAAATTGAATAGTAATAGTACCAGTAGTGATA
ACAGGACTGGC--------------------------------------------------------------
----------ACCAATAATACCAGTAGTAATACCAGTAGTATAACAGAGGGAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
CAAGACTATGCATTT---TTTTATAACCTTGATATAGTACAAATAGAAGAT----------------------
-------------------------------------------------------------------------
----GATAATATTAGTAACAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAATGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTAGCAATTTCACAAACAAT---------GCTAGGGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGCA---TTG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATCACA---
GGGTGGAATAACACTTTACATAAGATATTCAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GTTAATAAAACAATAATCTTTAAT------
CAATCATCAGGAGGGGACCCAGAGATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCCCTGGATGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATAGCCAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGTTTAATGCCACAGCTGTAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCAACGTA------CCAAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KX693455 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAAGAAGACATA---
GTCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATTTGAATACTACTAATACCAGT-------------------
-------------------------------------------------------------------------
-------------------------AGTAATACCAGTAGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATATAGTACAAATAGATAATGAT-------------------
-------------------------------------------------------------------------
----------------ACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGCAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------ACTAAAGTCATAATAGTACAACTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAGACGGATAACTGAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AGCAAAACAATAATCTTTAAT------
CAATCTTCAGGGGGGGACCTAGAGATTGTA---ATGCACATGTTTAATTGCGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAACTCTGAATGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTAGAACTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACGAAGAGTTTATAGGGCT----------------------------
--------GTGCGCAACATA------CCTACAAGAATCAGGCAGGGCCTTGAAAGGGCATTGCTA---TAA 
>KX693469 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGGTACAGAA---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAAGATGTA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGTACTAATTTGGAGACTAATAATACCAATAGTAATACCAGTAGTCCGC
CCCCTACTACTACCAGTAGTAGT------------------------------------------
AATACCAGTAGTACGACCACTAGTACTACCAGTAGTTATACCAGGAGTACGACAGAGGGAGGAGAAATGAAA-
--AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------------
ACTAAGAAAGAATATGCACTT---TTTTATAACCTTGATGTAGTACAAATAGAAAAT----------------
-------------------------------------------------------------------------
----------------ACGACTGACAGCTATAGGTTAATGAGTTGTAACACCTCAATCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAAAAGGGCCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTGAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGGGTAACACTCTAGAACAGATAACTAGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AGTGAAAAAATAATCTTTAAT------
CACTCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAAAGAAATATAT---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGTTATTGGAACTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGT
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAACTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTT---TAA 
>KX693475 
GCT---GCA------------------------------------------
GGAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTCTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATAATACCAGTGTTAATACCACT-------------
-------------------------------------------------------------------------



-------------------------AATGATATCAGTAGTACGCCAGAGCCAGGAGAAATGAAA---
AACTGCTCTTTCGATATCACCACAAGCATAGGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTAATGAACCTGATATAGTATCAATAAAAGAG----------------------
-------------------------------------------------------------------------
----AATAATGACAGTACCAGCTATAGGTTAATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATTCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGGAAAGGACCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAGTTATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTATCTCTA------------GGACCAGGGCAAGCA---TGG------TTTACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGC---AACATTAGTAGTACA---
AAATGGAATAACACTTTAAATCAGATAGTTAAAAAATTAAGA---------------CAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAG------
CGATCTTCAGGAGGGGACCCAGAGATTGAA---GAGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTAAGAAGAACTTTTAGGGCT----------------------------
--------ATTCTCAATATA------CCTACAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>KX693489 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGTA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCAAGAATGCTACTGAGACCAGTAATAATACCAGTAGTACA-------
-------------------------------------------------------------------------
-------------------------------------------ACAGAGGGGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTGAGGTG---
AGGGACTATGCATTT---TTTTATAACCTCGATATAATACAAATAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTACTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCCCATTGT---AACCTTAGTAGAGCG---
CAATGGAACAACACCTTAAGACTGATAACTGTAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AACAAAACAATACGCTTTACT------
CAACCTTCAGGAGGGGACCTAGAGATTGTA---ATGCACACTTTTACTTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------CTT------
AACATGACTTGGATGGAATGG---GAAAGAGAAATTGGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAGCTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATT------------------ACAAGACTCATACAGGGCCGCGAAAGGGCTTTGCTA---TAA 
>KX693491 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCAAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTATGAATTGCAAGAATTTGACTTGTAATGCCACTGATGGGAGTAATACTACTGCCA
ATTGTAATACC--------------------------------------------------------------
-------------------ACTAGTAGTAATGCCAATAGGACGATAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAATGTG---
AATGATTATGCATTT---TTTTATAATCTTGATCTAATACAAGTAGATAGTAAT-------------------
-------------------------------------------------------------------------
----------GATAATGCCAGCTATAGGTTGATAAACTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGACCAGTAGTATCGACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGGTCTAGCAATTTCTCAAACAAT---------GCTAGAATCATAATAATACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAACA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAGACAGATAACTAAAAAATTAAGA---------------GAACAATATGGG----
-----------------------------------AACAAAACAATAAAGTTTACT---
CAACCAAACAAAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCCCTGGATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGGTAATTACACAAAAGTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTACTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATCAGACAGGGCCTTGAAAGGGCTTTGCTA---TAA 
>KX693496 
GCT---ACA------------------------------------------
AAAAACTGGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAGTTGGAGAATATTACTAATACCAATAGTAATACCAGT----
-------------------------------------------------------------------------
-------------AGTAATACCAGTAGTACTAACAGTAGCACGCCAGAGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAACCTTGATATAATACCAATAAATAATAAGGAA----------------
-------------------------------------------------------------------------
----------AATAATACCAGATATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATTCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT



GTAAC---AATAAAAAATTCAAT------GGAGCAGGACCATGTGAAAAT-----------------------
-ATCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCGAGCAATTTCACGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTGAGTACAACA---
AAATGGAACAAAATTTTAGAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGGCAATTATACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAATATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTCTGCTG---TAA 
>KX693539 
GCT---GTG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATACTACTGGTATTGATAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTACGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCATTT---TTTTATAAACTTGATTTAGTACAAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCGCGGACAAT---------GCGAGAGTCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGGCTAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAGCACTTTAAAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTACA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCG------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTATAGGGCT----------------------------
--------ATTCTCGACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 



>KP109512 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATAGTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGTACTGATTATAATGGGAATGATATTACTAATGGGAATAAAACTGAGA
AG-----------------------------------------------------------------------
-------------------GCTATTGATGGAAATGCTACTATTAGTGAGAAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAATATAAGA---------------------------
AATAAGGTGCAGGGACAATATGCACTT---TTTTATAAACTTGATATAGTACAAATTGATGAT----------
-------------------------------------------------------------------------
-------------------
AGTGATAATACTACTTATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAG---
GCCTGTCCAAAGACATCCTTTACGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATATTAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAAAGGAAGTA---
AATGGCAGCCTAGCAGAAAAGGAAGAAGGGGTAGTAATTAGATCTAGCAATTTCACGAACAATGCTAAACCCA
TAATAGTACAGCTGACAGAAGCTGTAAAT---------
ATTACATGTACAAGACCCAACAATAATACAAGAAGA------GGTATACACATA------------
GGACCAGGGAGAGCA---ATT------TATGCAACAGGAGCA---------------ATAATAGGAAAAATA-
-----------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GCATGGAATAACACTTTAAGAAAGATAGCTAAAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTACT------
CACCCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TATAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATAAGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGAGTTAATATAC---
AATTTAATTGAACAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGACAGTTGGGCAAGTTTGTGGAGTTGGTTTAGCATATCCCAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTACCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGGTGAG---
GGAACAGATAGGGTTATAGAAGCATTGCAGAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF932495 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCATTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATAATGCTACTACTAATAACAGT----------
-------------------------------------------------------------------------
-------------------------------------AGTATAAAGGGGGGAGGAGAACTGAAA---
AACTGCTCTTTCGATATCACCACAAGCATAAAC---------------------------ACTAAGGTG---
AAAGACTATGCATTT---TTTTATAATCTTGATATAGTACAAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTAGCAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----



-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAGAGCC---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAACCAGATATATAAAAAATTAAAA---------------GAAATATAT-------
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
-------------------AATAGA---TCTCAGGATGAGATTTGGAATAAT------GAG------
AATATGACTTGGATGAAGTGG---GAAAGAGAAATTGCCAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACTAGACTTATTGAAATTGGATGAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGCAGGCCTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JF932496 
GCT---GCA------------------------------------------
GAACCCTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTATTTTAGGAATACTACT----------------------
-------------------------------------------------------------------------
----------------------------AGTAACAGTAGTAGGATAGAGGGGGGAGAAATGAAA---
AACTGCTCTTCCAATATTACCACAAGCATAAAA---------------------------ACTAAGGTG---
AGAGACTATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAATACT-------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTGGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATCTA------------GGACTAGGGCGAGCA---TGG------TTTACAACAGGACAA------
---------ATTATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAGACAGATAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACTTAGAGATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AAGAGATCTATGGATGATATTTGG------AAT------
AATATGACTTGGATGCAGTGG---GAAAGAGAAATTGAGAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU647196 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------



--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACGAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTTGGAGAATACTACTAATACCAGTAGT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTATGACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
CAAGACTATGCACTT---TTTTATAAACCTGATATAGTACAAATAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTAATACCAGCTATAGGTTGATACATTGTAACATCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTACGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAG------GGAGCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGGTAAGTATA------------GGACCAGGGAGAGCA---TGG------TATACAACAAAACAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATGACACTTTAAAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACCTATTGAAATTGGATGAGTGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACACAACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAGTCAGACAGGGCCTCGAAAGGGCTTTGCTG---TAA 
>EU363830 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTACTTTGAAGAATATTAATAATACCAGTGGT-------------
-------------------------------------------------------------------------
----------------------------AATATCAGTAATGTAAAAGAGGAAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGCAATT---TTTAATAGACTTGATGTAATACCAATAAGTAAT----------------------
-------------------------------------------------------------------------
----------GATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAGAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTATTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAACA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACCTTAGTAGCACA---
AATTGGACTAACACTTTAAAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAGT------
CGATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAGAGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAATACCACAGCTATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------TTTATTCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY561236 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACTGTTCTATTTTGTGCCTCAGATGCTAAAGCATATGGTACAGAG---GTACATAAT----------------
--------------GCTTGGGCCACA---CGTGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGACCAGATGCATGAAGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTATGTGTCACTTTAAATTGCACGAATGCTAATACCACTAGTAGTGGGAGA----------------
-------------------------------------------------------------------------
-------------------------------GTGATGCCCACAATGAAGCCAGAAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------AGTAAGGTA---
CAAGAAACTGCACTT---TTTTATAGACTTGATGTAGAACCAATAGATAAG----------------------
-------------------------------------------------------------------------
----------AATGATAGCAGATATAGGTTGATACATTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GTTTCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATACATCTA------------GGACCAGGGAAAGCA---TTC------TATGCATCAGGAGAC------
---------ATAGTAGGAAACATA------------AGACAAGCACATTGT---ACACTTAATAGAACA---
AAATGGGAGAAAACTTTAGGACAGGTAGCTAACAAACTAAGA---------------GAACAATATAAA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAACTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGC-----------------
----------------------------AATAAATCTCTAGATATGATTTGG------AAT------
AACATGACCTGGATGGACTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAT---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAGTGGGCAAGTCTGTGGACATGGTTTGACATAACAAACTGGC
TGTGGTATATAAGACTATTCATAATAATAGTAGGAAGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>AY561239 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATGTTGTGAATACTAATAATACCAATAAT-------------
-------------------------------------------------------------------------



----------------------------AGTAGCGGGGAAGAAATAGGGAGAGGAGAAATAAAA---
AACTGCTCTTTCAAT------ATAAGAGAT------------------------------AGGGGGCGA---
AAAGAATATGCAGTT---TTTTATAAACTTGATGTAGTACAAATAGATAATAAGAATAAT-------------
--------------------------------------------------------------------
AGGAGTAGGAATAATGGGAGTGCCAGCTATAAATTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGCCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACCCCGCCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAGAAATTCAAT------GGAACAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAAATCTGAAAATTTCGCGAACAAT---------GCTAAAACCATAATAGTACAATTGAAT----
-----------GAAACTGTAAAA---------ATTACTTGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTGTACATCTA------------GGACCAGGGAGGGGA---GCA------ATTTATACAGGGGAT------
---------ATAATAGGAAAAATA------------AGACAAGCATATTGT---AACCTTAGTGAAGCA---
GAGTGGGATAAGACTTTAAAACGGATAGTTACAAAATTAAGA---------------GAGCAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------CAT------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTAACAATTACACAGGCTTAATATAT---
ACCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGGGTTAGGAAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTCTTAGAAGTATTACAAAGAGCTTACAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ377377 
GTT---GTA---GGA------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTACC---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATACTATTGCCA---------AATGTAACAGAAGATTTTGAC----------------
--------------------------ATGGGAAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCCTGTGTAAAACTG---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATATTACTAAATCAGAAAATATTACTCAGGCCAATATTACTA
CGTCAGGGAATATT-----------------------------------------------------------
----ACTCAGGTCACTCAGGACACCAATAGTAGTAGGGAAATAATGGGGGACGGGGACATGAAA---
AACTGCTCTTTCGATGTTACCACAGGCATAAGA---------------------------
GATAAGGTGAAAAAAGAATATGCACTT---TTTTATAACCTTGATATAACACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
GACACCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTATGCACTTCTGAAGT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTCAAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GACGCTGTAAAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TACACAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAACACTTTAAGCCAGGTAGCTACCGAATTAAGT---------------AAACAATTTGGC----
--------------------------------AATAACAAAACAGTCGTCTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACATTGTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGCACAAATATAC---
ACATTACTTGAAAATTCACAAATCCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGATGCCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY586542 
GCT---ACA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAACAGTACTGCTAGTATCACTAGTAATAAT-------
-------------------------------------------------------------------------
-------------------ATCAGTAGTGGTAGTTGGGGAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAGAGATAAGA---------------------------
GATAGGGTGCAAGAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATAAAGATAGT-
-------------------------------------------------------------------------
----------
AGTAGTAATAATATCAGCARGAGCTTTAGGTTGATACATTGTAACACCTCAACCATTACACAG---
ACCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAATAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAACAAGAT------------
GTGGTAATTAGATCTGATAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAGCCTGTAAAA---------ATTAATTGTACAAGACCCACCAACAACACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---GTT------TATGCAACAGAAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTTTTAGAAGA---
GAATGGAATAACACTTTAGGAAAGATAGTTGCAAAATTAAGA---------------GAAACATTTAGG----
-----------------------------------AATAAAACAATAATTTTTAAG------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCATAATATAT---
AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGTCAAATTTGTGGAATTGGTTCGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTAATTTCTCTAGTA---------AAAAGAGTTAGGCAGGGATATTCACCA------
TTATCATTGGCTGTTAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGGATTTAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>EU668963 
GCT---GAA------------------------------------------
GATAAATTATGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTGTTTTAAATTGCACTGATCCTCGATTGAATAGAACAGAAAACAAT-------------
-------------------------------------------------------------------------
----------------------------AATACTAGTATCGAAAAGATGGATAAAGACATGAAA---
AACTGCTCTTTCAATATCAGCACAAGCATAAAG---------------------------
AATAAGATGCATAAAGAATATGCACTT---TTGTATAAACTTGATATAATGCCAATAGATAATGATAAT----
-------------------------------------------------------------------------



-------------
AATAACACAAACTATACATTGAATACATTGATAAATTGTAACACCTCAGTCATCTCACAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTAGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGAAGTACAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATATCACGGACAAT---------GCTAAAACCATAATAGTGCAGTTAAAT----
-----------AAATCTGTAGAA---------ATTCACTGTGTAAGACCCGGCAACAATACAAGGAAA-----
-AGTATACATATA------------GCACCGGGGAGAGCA---TTT------TATGCAACAGGAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATAACA---
AATTGGACCAACACTTTATACCAAATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AACAAATCTTATAATGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCCTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAGTTTTTGCT---
ATACTTTCTGTAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGTTTAATGCAGTAGCTATAGCAGTAGCTGAA---
GGAACAGATAGAGTTATAAAAATAGCACAAAGAATCTGTAGA-------------------------------
--------------------------------AGAATAAGACAAAGCTTAGAAAAGATTTTAGTA---TAA 
>FJ388890 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACGGAC---
CCCAACCCAAAGGAAGTAAAATTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATGTA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAATTGCACTGATGAAGTGAAGAATCTTAATGACACCAAT-------------
-------------------------------------------------------------------------
----------------------------AATAGTAGTACTAGTTGGGATAAAGGAGAAGTAAAA---
AACTGCTCTTTCAACATCACCACAAACATAAGA---------------------------
GATAAGGTGCAAAAAGAATATGCACTT---
TTTTATAAACTTGATGTAGTACCAATAGATGATATTGATAATACTAATGGTACTAGAAAT-------------
--------------------------
GGTTCCACTTATAATACTAATGGTACTAGAAATGGTTCCACTTATAATAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATCACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
ATAGTAATTAGATCTGAAAATTTCTCAGACAAT---------GCAAAAACCATAATAGTACAACTGAAT----
-----------GACTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAGCAGCACATTGT---AACCTTAGTAGAGCA---
GATTGGAATAAGACCTTAGAGAGGATAGCTATAAAATTAAGA---------------GAACAATTTGGT----
--------------------------------GAAAATAAAACAATAATCTTTAGG---
CAACCACCATCAGGAGGGGACCCAGAAATTACA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCGCTGGAAAGCTCATTTGCCCCACTGCGGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGTAATTACACAGACTTAATATAC---
TCCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCACTAGATAAATGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388895 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTTTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTATGAAGGGAATGCTACTAAT-------------------
-------------------------------------------------------------------------
----------------------------------ACCACTAAAGGTGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCCAGATCACCACAAGTGTAAGA---------------------------
GATAAGAGGAAAGAAGAATATGCACTT---
TTTTATAGGCATGATGTAATACCAATAGATGATGATAATGCCAGT----------------------------
--------------------------------------------------
AGGAATAGAAGTAATAATGGTAGTAGTTATATATTGATACATTGTAATACCTCAACCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTTGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------CAATCTGTAGCA---------ATCAATTGTGTTAGACCCAACAACAATACAAGAAAA-----
-GGTATACATGTA------------GGACCAGGGAGAGCA---ATT------TATACAACAGGAAAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTCAGTATAGAA---
AATTGGAATAAAACTTTACAACACATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGGGAAATTGACAATTACACAGACTCCATATAC---
ACCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCAATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTTGACGCCACAGCCATCGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAATAGTAAGAAGAGCCTTTAGAGCC----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ388898 
AGT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGACAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAACATTGGAA---------AATGTGACAGAGGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGCAGTGATATTCCTAAGACCAATAGTAGTAACAAT-------------
-------------------------------------------------------------------------
----------------------------AATAGTAGTGAGGAATCGATAATTGGAGAAGTAAAA---
AATTGCTCTTTCAATATCACCACAAACTTAAAA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTCATAGACTTGATGTAACACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------------
ACCAGCTATATGTTAGTAAATTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTATCCTTCGAACCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGAGTTTCGAG------GGAAAAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATCTT------------GGACCAGGGAGTGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---AACGTTAGTAGGACA---
GAATGGAATAATACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAGTTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTATTAGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTCGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
ATATCATTTGCTGTTAGTTTGCTTGACGCCACAGCTGTAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGTAATATTACAAGGAGTTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCCAGAAGGATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>FJ388905 
AAT---GCA---GAC---------------------------------
AAAGATAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACCAGTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGAGCCTACCAACGGTACTATTGATAATACCAACGGTACTACCA
GTGAT--------------------------------------------------------------------
-------GCTAGTAATAGTACCAACAGTACTAAGACTAGGGTTGTGGAACAGGGAGTAATGAAA---
AATTGTTCTTTCAATATCACCACAAACGTGAGA---------------------------
GATAAGATAAAGAAAGAATATGCGCTT---TTTTATAGCCTTGATGTAGTACCACTAGAAGAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGGTTGATAAGTTGTGACACCTCAGTTGTTACACAG---
GCCTGTCCAAAGGTAACCTTCGATCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCAATTCTAAAAT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTTTCGGAAAGT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACTAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGATGAT------
---------GTAATTGGAGATATA------------AGACGAGCACATTGT---AATGTTAGTGAAACA---
CAATGGAATAGAGCTTTACAAAAGGTAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAAAATAAAACAATAGCCTTTAAC------
CGATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCGCCACTGCTGTGCCTTGGAATACTAATTGGAGT-----------------
----------------------------AGTAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGTGAAATATAC---
AAACTACTTGCAGAATCGCAGGACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTTGCTATTAGCTTGCTGAATACAATAGCTATTGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>FJ388910 
GCT---ACA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAC---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTACAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTTCTCGTAACAACAGTAGT-------------------
-------------------------------------------------------------------------
----------------------------------AGTAGTGATAATAGCTGGAGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGGTACAGAGAGAGTATTCACTT---TTCTATAAGCTTGATATAGTGCCAATAGCTGGTGAT-------
-------------------------------------------------------------------------
-------------
AATACAAGCAGCAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAAGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAGCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAGAATTTCACAAACAAT---------GCCAAAACTATAATAGTACATTTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-GGTGTACATATG------------GGACCAGGGAAAGTA---TTT------TATACAACA---GAT------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACCTTAGTAGAGGA---
GCCTGGAATAAAACATTAGGACAAATAGTTAACAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------GATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTAGCTGTGGAAAGATACCTAGCGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
-------------------------AACAATACAGATCTGGATATCATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAAAAATTCACAATTACACAGGCTTAATCTAC---
ACCTTAATTCAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGATTTATTGAAACTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGAATTTTAGAAGTATTACAAAGGGCTTATAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388911 
GCT---GAA---GAA---------------------------------
AAAGAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCTAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA------------------
GCTTTAGATTGCAATAATAAGACAAATTGCACTGAGTGGAAGAAAAGTAATACT-------------------
-------------------------------------------------------------------------
----ACCAATAGTAGTAATTGGGAAATGGAGGAGAAAGAGGAAGTAAAA---
AACTGCTCTTTCAATGTCACCAACATAAAAAAT---------------------------AAGATACAG---
AAAGACTATGCACTT---TTTTATAAACTTGATTTAGCACCAATAGATGAT----------------------
-------------------------------------------------------------------------
-------AGTGATAATAAAAGTTATACATTGATAACTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAGATATCCTTTGAACCAATTCCCATACTTTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGGAAAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAAAAGAA------------



GTAGTAATCAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GACCCTGTGAGA---------ATTGATTGTACAAGAGTCAGCAACAATACAAGAAAA-----
-AGTGTACATATG------------GGACCAGGGAAAGCA---TAT------TTTACAACA---GAT------
---------ATAATAGGAGATATA------------AGAAAAGCTCATTGT---AACCTTACTAGGGGG---
GATTGGCATAAAGCTTTAAACCAGACAGCTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATATTTAAT------
AGATCCTCAGGAGGGGACTTATAAGTTGAA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTGTGGAGGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGAATTAATATAC---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTAGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGGCAAGGCGCAGAAAGGGCTTTAGTA---TAA 
>FJ388912 
GCT---GAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTCTGG---AAAGAAGCAACC---
ACCCCTCTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAATATACTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGCATTGATGTTAACACCACTAGTACTAACACCACTAGT----------
-------------------------------------------------------------------------
----------------------ACTAACACCACTAGCAGTGGCGAGATGGCAGGAGAAATAAAA---
AACTGCTCTTTCAGTATCACCTCAAGCATAAAA---------------------------
GATAAGGTGCAAAAAGAATATGCAAAT---TTTTATAAACTTGATTTAGTACAAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------
AATACTAATGATACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAAAAGAG------------
ATAGTAATTAGATCTGCCAATTTCACGGACAAT---------ACTAAAACCATACTAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GATTGGAATGAAACTTTAAGACAGATAGTTGAAAAATTGAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAAGTACACAAATGAAATATAC---
ACCTTAATTGAAAATTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCCTAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACTAAGAGTTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388960 



GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGAAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTGGGGGAATAGTACTAATACC-------------------
-------------------------------------------------------------------------
-------------------------------AATAGTAGTAATGGGAATACAGGAGAAATGAAA---
AACTGCTCTTTCAGGGTCTCCACAAGCGTAAAA---------------------------
GATAAGATGCAGAAAGAATCTGCACTT---TTTTATGAACTTGATGTGGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGACTCTAAAGT
GTGAC---AATAAGACGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAATTTTACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTGTAGTA---------ATTAATTGTACAAGACCAAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GCCTGGAATGACACTTTAGGACAGATAGTTATAAAATTAGAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTCACAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGTACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGTCACAGCTATTGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388914 
GCT---ACA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTGAAGAATAGTAGTTGGACC-------------------
-------------------------------------------------------------------------
----------------------------------AATAGTAGTTTGAAACTGGAAGGAATGAAA---
AACTGCTCTTTCAATGTCACCCCAAGCATAAGA---------------------------
GATAAGTGGCAAAAAGAATATGCACTT---
TTTTATAAATATGATGTAGTACAAATAGATGATACAAATAATAGT----------------------------
--------------------------------------------------
ACTAATGGAACTGGTAACTTTACTAGCTATAGATTGATAAATTGTAACACTTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGCTTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAACGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTAAAAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAGA-----



-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTCAAAAA---
GCATGGAATGACACTTTAAGAATGATAGCTATAAAATTAAAG---------------AAACAATTTGGG----
--------------------------------GAGAATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTATGTGTGGTGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAGTTGATAATTACACAAGCTTAATATAC---
ACTTTACTTGAAGAATCGCAGACGCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATCTATTGGCACTAGATAAGTGGGACAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATTGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGTTTTGCTA---TAA 
>FJ388915 
GCT---GCA------------------------------------------
GACCAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATTGGAAAGGGAATGCTACTGCAGGGAATACTACT-------
-------------------------------------------------------------------------
-------------------AATAATAGTAGTAGCTTGGGAAGGTTGGATACAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACAACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCGCTT---TTTTATAGACTTGATGTAGTACCAATAGAGGGA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------AACCCTGTAAAC---------ATTACTTGTATGAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAATA---
GAATGGAATAATGCTTTAGGACAGATAGCTGGAAAATTAGGC---------------AAACAATTTGGG----
-----------------------------------ATTAATAACACAATATTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCGCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTCTAGATTACATTTGG------GGT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
AGATTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAACTGGGCAAGTCTATGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCA------
ATATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGAATAATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>FJ388918 
GCT---GCA------------------------------------------
GACCAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCACGAGGATATA---
ATTAATTTAGGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTAATTGGGTAAATACTACTGCAAAGAATACTACTACTGCAGGGA
GT-----------------------------------------------------------------------
-------------ACTACTAATAACAGTAGTAGCTTGGGAAGATTGGATAACGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACAACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAAAATGCGCTT---TTCTATAAATCTGATGTAGTACCAATAGGGGGAAATAAT----
-------------------------------------------------------------------------
-------------
ACTAATACTACTAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAAAAGGACCATGTAAAAAC-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAGACCATAATAGTACAGCTGAAT----
-----------GACACTGTAATC---------ATTAATTGTACAAGACCCAGCAATAATACGAGAAGG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGACCAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAGTGGAATAACGCTTTACAAAAGATAGTAGAAAAATTAGGC---------------AAACAATTCACG----
-----------------------------------AATAAGACAATAAGTTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAACGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGCACAGATTTGG------GAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTAACAATTACACAGACTTAATATAC---
AACTTACTTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTGTCTATAATA---------AGAAGAGTTAGGCAGGGATATTCACCA------
ATATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATATTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGAGCTTGCTA---TAA 
>FJ388920 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACT---
GCCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTACACTTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTCACTTTAAATTGCACTGACCCTTTAAGGAATAATACTTCAAGGACTAAT----------
-------------------------------------------------------------------------
-------------------------AGTACTACTATCACTAATAGAACTGATGTTGAGATGAAA---
AACTGCTCTTTCAATGTCACCCCAATCATAACA---------------------------
GATAAGAGGCAGAAAGAATATGCACTT---TTTTATAAAGATGATATAGTACCAATAGATGATGAA-------
-------------------------------------------------------------------------
-------------
AATAGTACTAATTATGCTACCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGACATTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------CAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGG-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGGAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCCTTAGTGGGCAA---
AAATGGAATAACACTCTAAGACTGATAGCTATAAAATTAAAA---------------GAACAATTTGGG----



--------------------------------GAGAATAAAACAATAAAATTCAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AAGAGAAATTATAGTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGTTTAATATAC---
ACCTTACTTGAGGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTCTCTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGATCTTTGCTA---TAA 
>FJ388923 
GTT---ACA------------------------------------------
GGAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGA-
AAGAAGCAACCACCAGAGTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---
GTACATAAT------------------------------GTTTGGGCCACA---
CATGCCTGTGTACCCACAGAC---CCCAACCCACAAGAAGTACCATTACAA---------
AATGTGACAGAAAACTTTAAC------------------------------------------
ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---ATCAGTTTATGGGATCAAAGCCTA---
AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACAAATATTACTATTAGTACTAATACCACT----------------
-------------------------------------------------------------------------
-------------------------------AAGAATAGTAGTGGGGAAGAAATGACAATGACA---
AACTGCTCTTTTAATGTCACTCCAATCATACAA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AGTAATAATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAAGCGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAGCCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGGAAA---
GAATGGAATAACACTTTAGGACAGATAGTTATAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AAGAATAAAACAATAAGATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAGGAGGAGATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGATTCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388963 
GCT---ACA------------------------------------------
GAAAAATTGTAGGTCACAGTCTATTATGAGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCACATAATACAGAG---GCACATAAT----------------
--------------GTTTAGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGGAGTAAAATTG------------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGGAAAATAATATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATAGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGTAAACAAAAATACCACTGACAATGGT-------------
-------------------------------------------------------------------------
-------------------------GCCACAACCAATAGTAGTAGTTTAGGAGGAGACATGAAA---
AACTGCTCTTTCAATGTCACCACAGACAGAATA---------------------------
GATAGGATGAGAAAAGAATATGCACTT---TTTTATAAGCTTGATATAGAACAAATAAATGAAGGT-------
-------------------------------------------------------------------------
-------------
AATAAGAGTGATAATAATAGCTATAAGTTGATAAGTTGTAATACCTCAGTAGTCACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTACTGCGCTCCAGCTAGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGAGCATGTAAAGAT-----------------------
-GTCAGC---ACAGTACAGTGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACCGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACAGATA------------GGACCAGGGAGAGCA---TTG------TATACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTGGAGAA---
AAATGGAATAAAACCTTATACCAGATAGTTATGAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AACAAAACAATATACTTTAAG------
CCACACTCAGGAGGGGACCCAGAAATTGAA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAAGGATTTAAG
GTTGCTCTAGAAAGCTCATCTGCACCACTGCTGTGCCTTAGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGACACTTAG------AAG------
AACATGACCTAGATGCAGTAG---GAAAAAGAAATTGAAAATTACACAAACTTAATATAT---
AACTTACTTGAAACATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAGTAGGACAGTTTGTGAAGTTAGTTTAATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAAGAGGCTTAATAAGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAAGATTATAGAAGGAATACAAAGAGTTCTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAGAAGTTTTTGCTA---TAA 
>FJ388924 
GCT---ACA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTACACTTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGACTTTTCAAGGAATAAT-------------------------
-------------------------------------------------------------------------
-------------------------------------ACTAATACCAATAGTATTGAGATGAAA---
AACTGCTCTTTCAATGTCACCCCAATCATAAAA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAATATGATGTAGTACAAATAGATAATAAAAAT----
-------------------------------------------------------------------------
----------
ACTAGTAATACTAACTATACTAGCTATAGGCTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGG-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTAAA---
GCATGGAATAACACTTTAAGACAGATAGTTATAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AAGAATAAAACAATAAGCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTCTCTATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388964 
GCT---ACA------------------------------------------
GAACCATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCGTCAGATGCTAGAGCATATGACAGAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTACTGCCAATGTTACTACTACA-------------------------
-------------------------------------------------------------------------
-------------------------------------CTAGGAAATATAACTGAAGAAATGAGA---
AACTGTTCTTTTAATATTACCACAAGCATAAGA---------------------------
GATAAGAAGCAGAATGAATATGCACTG---TTTTATAGAGATGATGTAATACCAATAGATAGT----------
-------------------------------------------------------------------------
-------------------
AATAATACTTCCAATTATAGGTTGATAAATTGCAATACCTCAACCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTTAAT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGATAATTTCACGGACAAT---------ACTAAAACCATAATAGTACATTTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGGCCAGGA---GCA---TTT------TATGCAACAGGAAAG------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATAAAACTTTAGAACAAATAGTTATAAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCTTGGGGATTTGGG
GTTGCTCTGGAAGGCTCATCTGCACCACTAACGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGACAATTACACAAGCTTAATATAT---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGTTTGATAGGGTTAAGAATAGTTTTTACT---
GTGATTTCTATAGTA---------AGTAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGTTCAATGCCACGGCTATCGCAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTA---TAA 
>FJ388927 
GCT---ACT------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCATTCTATTTTGTGCATCAGATGCTAAAGCATTTGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAATTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATC---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGACCACCAATTTGACTACTGATAATACT----------



-------------------------------------------------------------------------
----------------------ACTACTGGTAGGGGTAATATTAGTGGTAGTATGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAAGGTGAGGGAAGAATATGCAATT---TTTTATACACTTGATACAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACCCAA---
GCCTGTTCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGC---AACATTAGTAGAACA---
AAATGGAATAATACTTTAGAAAGGATAGTTAAAAAATTAGGA---------------GAACAATTTAAA----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCAAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATCAAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGAGAGGTTAGCAACTACACAAATTTAATATAT---
TCCTTAATTGAAGAATCGCAGAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTATGGAATTGGTTTAACATATCACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAGCTTGCTCAACGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGGTATAGAAATATTACAAAGAATTCTTAGGGCT----------------------------
--------ATTCTCCGCATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTGTAGTA---TAA 
>FJ388933 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATAGTAAAGCATATAGTACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAACTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
GTCAGTTTATGGGAGCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGGCTACCAGTATCAATGCTACCAGTATCAATAATAATAGC-
-------------------------------------------------------------------------
----------------AGTACCAATGATAGTAGAGGGGAAATGAGAGAGGGAGGAGGCTGGTAT---
AACTGCACTTTCACTATCACCACAGAAACAAAA---------------------------AAAGAATAT---
GCATATTATGCTTCT---TTTGATAATCTAGAAATAGAAAATATAAATACT----------------------
-------------------------------------------------------------------------
-------------------ACCTATAGGTTGATAAGTTGTAACACCTCAAAAGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCTATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCACC---GCAGTACGATGAACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAC------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCTGTAGAA---------ATTAAGTGTACAAGACCAAACAACAATACAATAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCC---TTT------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACGTTAGTTTAGCA---
AAATGGAAAAACACCTTGCAACAGGTAGCTGGAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAGG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---TTTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCAGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTGAAATATGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAGGATTAATATAC---



TCCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTCTAGAAGTGTTGCAAAGAATTTGTAGAGCT----------------------------
--------ATTTTCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>FJ388935 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
GCCACACTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATAAGTTAAATAAGTTAAATGTGAATGAGACT----------
-------------------------------------------------------------------------
----------------------CATACCAATGAGACTTGGAAAGAAGTAGATAACGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGA---------------------------
GATAGGATGCAAAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACAAATAGATGATAATAAT----
-------------------------------------------------------------------------
----------
AGTAATAGTGCCAATTATACCAATTATAGATTAATAAATTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
GTAGTAATTAGATCTAAAAATTTCTCGGAAAAT---------GATGACATCATAATAGTACAGTTGAAG----
-----------GAAGCTGTAAAC---------ATTACTTGCATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACGTATA------------GGGCCAGGGGCAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AAACTTTCTGGAATA---
GCATGGAACAAGACTTTATGGCAGATAGCTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAGACAATAAAATTTACT------
CAACACTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTAAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGGACCAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGATTAATATAC---
AATCTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGACAGGGTGATAGAACTAGCACAAAGAATTACTAGAGCT----------------------------
--------ATCCTCAACGTA------CCTAGAAGAATAAGGCAGGGGTTGGAAAGGGCTTTGCTT---TAA 
>FJ388936 
GTT---ACA------------------------------------------
AAAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAGTTGCACTGATGATTTGAAGAATAGTACTAAC-------------------
-------------------------------------------------------------------------
-------------------------------ATCACTATTAAGTTGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACCAACATAAGA---------------------------
GATAAGGTACAGAAAGAACATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAGATGGT-------



-------------------------------------------------------------------------
----------------
AATAATAGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTCCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TAT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACCTTAGTGAAGCA---
GCATGGAATAATACTTTAAGAAAGGTACTTATAAAATTAAAA---------------GGACAATTTGGG----
-----------------------------------AATAAAACAATAACCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACT---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCATTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTATGGATGACATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGTAATTACACAGACTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTAGATCAGTGGGCAAGTTTGTGGAGTTGGTTTGATATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388937 
GGT---GCA------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGAAACAGAG---GTATCTAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTACCATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAAATATTACTAGGACCACTAATAGTAGT----------
-------------------------------------------------------------------------
-------------------------ACTGCGAATATTAGTAGGGAGGTAAAAGAAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCTTACAA---------------------------
GATAGAAGGCAGAGAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAATAATAATAAA-
-------------------------------------------------------------------------
-------
AGTAATGTTAGTAATGTTAGTACCCACTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAAAAGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACGGTACAATGTACACATGGAATTAGGCCAGTAGTATCTACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATCTCTCGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGGGCA---TTT------TATGCAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCATTAGTAGAGCA---
AAATGGAATAAAACTTTAAGCCAGGTAGTTGGAAAATTAAGA---------------GAGCTATTTAAC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTACTGTGCCTTGGAATACTACTTGGAGTAAGAAT---TGG-----
-------------------------ACTACGAAAAATCTAACAGATATTTGG------GAT------
AACCTAACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTATATATAC---
ACCTTGCTTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAAGTTTTAGAGCT----------------------------
--------ATACTCCATATA------CCTACAAGAATCAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ388939 
GCT---ACA------------------------------------------
CAAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---AAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTACATTTGGAA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAACTTGCACTGATTTGAATAACAGCACTGGTGGGAACCATACT----------
-------------------------------------------------------------------------
-------------------------ACTAATGCCCCAGAGATAGATGGAAGAAAAGAAATGACA---
AACTGCTCTTTCAATGTTACCACAGAAAGGACA---------------------------
GATAAGATGCAGAAAGTATATGCACTT---
TTTATAAACTTGATGTAGTACCAGTAGATAATGAAGATAAGGATAATACTAGCTAT-----------------
-----------------------------------------------------------------
AGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCCTGCAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTTACAGACAAT---------ACTAAAACCATAATAGTACAGTTGAAT----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATATCCATA------------GGACCAGGGAGAGCG---TTT------TATGCACATGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATCTTGT---ACCCTTAATGGAACA---
CAATGGAATAACACTTTAAGACTGATAGCTGACAAATTACTA---------------GCACAATATAAT----
-----------------------------------GCATCAAAAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---TTACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAGCAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGTGTAATATAT---
GAGTTAATTGAAAAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGTCACAGCCATAGCAGTAGGTGAA---
GGGACAGATAGGGTTATAGAAGCATTGCAAAGCATTGGCAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>FJ388955 
GCT---ACA------------------------------------------
AACAACTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAGAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAACTGCATTAATTTAAACTGCACTAATTGCACTAATTTGAAA----------
-------------------------------------------------------------------------
-------------------------AATAGTAGTGAAGGTATAAAAGATGAAGTAGGAATGAAA---
AACTGCTCTTTCAATATCACCACAAGTAGAAGA---------------------------
GATAAAGTGAAGAAAGAATATGCACTT---TTCTACAACCTTGATATAGTACAAATAAATGATGATGAT----
-------------------------------------------------------------------------
----------
AATGGTAATACTAGTAATACTAGTTATAGGTTGGTAAGTTGCAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGATGGGATTCAAT------GGAACAGGACAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAGTACTTAAATCTGCCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTGAAA---------ATTAATTGTACAAGACCCAGCAACAATACTAGAAAA-----
-AGTATAAGTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
GAATGGAAGAGAACTTTACAACAGACAGTTAAAAAATTAAAA---------------GAACAATTTAAC----
-----------------------------------AATAAGACAATAACCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATCAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATAGACAATTACACAAGTAAAATATAC---
TCTTTGCTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAACTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGCACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCGCCACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>JF683736 
GTT---GCA------------------------------------------
GGACAAATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGTGCTAATCTGACAACTGCTAGTGGTAATAACACTAGT----------
-------------------------------------------------------------------------
-------------------------AATGATAATGAGGCTATGTTGGCGAAAGAACAAATGAAA---
AACTGCTCTTTCAATACCACCACAAACATAAGA---------------------------
GATAAGATGCAAAAAGCATATGCAATT---TTTGATAAGCTTGATATAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------
AGAAATGATAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGCCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGGTTTGCAATTATAAAGT
GCAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGGTCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATGAAACATTAAAAAAGGTAGTTGTCAAATTAAGA---------------GAACAATTCGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACATTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAATCAGAAATATGG------AAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTATACAGGCATAATATAT---
GACTTAATTGAAAAATCACAGACCCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAGTTGGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
TTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCAGTAGCAGTAGCTGAA---



GGGACAGATAGAGTTCTAGAAGGATTAAGAACAGCTGTTAGAGCT----------------------------
--------GTTCGCCACATA------CCTAGAAGAATAAGACAGGGAGCAGAAATAGCTTTGCTA---TAA 
>JF683741 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACG---CATGCGTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAGAGCTA---
ACCCCACTCTGTATTACTTTAAATTGCACTGATTGGAACGCGACTAACACGAATGTAACTGGA----------
-------------------------------------------------------------------------
-------------------------GTTAATAACACAATGAATATAGATAAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAGGGTGGAAAAGAACTATGCACTT---TTTTATACACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTGATAATAGTAGCTATAGATTGATAAGTTGTAACACCTCAATCATTAAACAG---
GCTTGTCCAAAGGTAAGCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGCATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTCAAAATATCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCTGGAAACAATACAAGGAAA-----
-AGTATATCGATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCATTAATATCACA---
AATTGGAATAACACTTTAAGACAGATAGTTGATAAATTAAGA---------------GAAATTGAACAATTT-
--------------------------------AAGAACAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGAA---ATGCAAAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCACTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AGGAATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAT---
AGCTTAATTGCAGAGTCGCAACACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCGTAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTATAGGGCT----------------------------
--------ATTCTCCACATC------CCTACAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>JF683743 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATAGTAAAGCATATAGTGCAGAA---GCACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTACTATTGGAA---------AATGTGACAGAAAAGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTGGTTTATGGGAACAGAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACGTTAAATTGCACTGATTATTGTGGGAAGAATACTACCACCAATAGTACTAAT----
-------------------------------------------------------------------------
-------------------ACCTGTAATAGTAGCATGGAAGAAACGGGGGAAGGCGGAATGAAA---
AACTGCTCTTTCAATATCACCACAGAAATAAGA---------------------------
GATAGGGTGAGGAAAGAATATGCACTT---TTTTATAATCTTGATGTAGTACAAATAGATCAT----------
-------------------------------------------------------------------------
-------------------
AGTGATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATGACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCCACC---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATAAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAAA------TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ATCCTTAATAGAACA---
CAATGGAATAACACTTTAAAACAGATAGCTCAAAAATTAGGA---------------AAACAATACAAC----
-----------------------------------AAATCAATAATAGTCTTTAAC------
TCCTCCTCAGGAGGGGACCCAGAAGTTGTA---ACTCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGGATCCTGGCTGTAGAAAGATACCTAATGGATCAACGGCTCCTGGGAATTTGGG
GTTGCTCTGGGAGACTCATTTGCACCACTGCAGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATACAATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAGAGTAATATAT---
AACTTAATTGAAGACTCGCAGAACCAACAAGAC----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTATTTTCTATAGTG---------AGGAGAGTTAGGCAGGGATATTCACCA------
CTATCGTTTGCTGTTAGCTTGTTTAATGCCACGGCCATAACAGTAGCTGGG---
GGGACAGATAGGGTTCTAGAAGTGTTACAAAGAATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGACTTTTGCAA---TAA 
>JF683747 
ACA---GCA------------------------------------------
GGAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGGATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAGGTAGTATTGGCA---------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAAAAATGGTACTATCAACAAT----------------
-------------------------------------------------------------------------
-------------------------------------------AGGACAGAAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATACGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATCATACCAATAGATGGG----------
-------------------------------------------------------------------------
----------------
AGTAAGAATGATACTAAGTATAGGTTAATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGCCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCGAT------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAGGTCATAATAGTACAGCTGAAT----
-----------GAAACTGTACAA---------ATTAATTGTACTAGGCCTAACAACAATACAAGAAAA-----
-GGTATAACTATA------------GGACCAGGGAGAGCA---TTC------TACACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACCTTAGTAGAAAG---
GCATGGAATAACGCACTAAAACAGATAGTTACAAAATTAAGA---------------ACACCATTTGGA----
-----------------------------------AATAAAACTATAGTCTTTAAA------
CCACCCTCTGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCACAATATAT---
ACCTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTGCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTTAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCACAACATA------CCTAGGAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAG---TAA 
>JF683751 



GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAACCTTTTGAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCACTGATTGGAGTGGTAATAATACAAATAATAGTAGTAATAAT----
-------------------------------------------------------------------------
----------------ACAAATAATAATAGCACAGGATTAGAGATGGAGAAAGAAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGCATAAGA---------------------------
GATAAGATACAAAAAGAATATGCACTT---TTTTATAAAGTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTAACAAGTATATGTTAATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GACAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATCTTACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAAAC---------ATTACTTGTGAAAGGCCCAACAACAATACAAGGAAA-----
-AGTGTACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAGGCACATTGT---AACATTAGTAAAGCA---
GAATGGAATAACACTCTAGCACAGGTAGTCAAAAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTGAG------
CCCCCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
AATTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTGACTTGCTCAACGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAATTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>JF683753 
GCT---TCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAC---
ACCATTTTATTTTGTGGATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACT---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTACTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTAGAACAGATGCATGAAGATGTA---
GTCAGTTTATGGGATCAAAGCCTC---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGAAGTAAAGAATAGTACTAATAACAACACCACG----------
-------------------------------------------------------------------------
----------------------TATAACACTGATAACAACACCAGTATTCTGGAAGAAATGAGA---
AACTGCTCTTTCAATGTCACCGCAGGAATAAGG---------------------------
GATAAGATGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGCAGCTATAGGTTGATAAGTTGTAACACCTCATTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGAACATGTACAAAC-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTCAAAATATCAGTGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAA----
-----------GACCCTGTACAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----



-AGCATACCTATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
CACTGGGAAAAAACTTTAGAACAGGTAGCTAGAAAATTAGGA---------------GAACATTTTAGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATATGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATAAGCAATTACACAGGCTTAATATAC---
TCCTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGAACAGTTTGTGGAATTGGTTTAGTATATCAAAATGCC
TGTGGTATATAAAAATATTTATAATGGTAGTAGCAGGCTTGGTAGGTTTAAAAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGATGTAGGAAGGGATACTCACCA------
CTATCGTTTGCTGTTAGTTTGCTCAACCCCATAGCTATAGCAGTAACTGAA---
GGAACAGATAGGGTTATAGAAACAATACAAAGAGGTGGTAGAGCT----------------------------
--------ATTTTCCATATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF683754 
GTT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAGTACTAATGGAC---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTA---
ATCCGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCTCTGATGTTTCGGGGAATGTTACTGATATCAAT-------------
-------------------------------------------------------------------------
-------------------------GGTATTAAAACCAATAGTAATGATAATGATGAAATGAGC---
ACTTGCTCTGTTGCTGCTGCCCCAACCAATGAA---------------------------
AATGAAAAAAAAATAGAACTTGTTTTT---TTTTATGATCTTGTTGTAATACCAAAAAAGGATAAA-------
-------------------------------------------------------------------------
----------------
AATAATACTAATACTACTTATGTGTTGACAAGTTGTAACACCTCATCAATTACTAAG---
GCCTGCCCCACGATAACCTTTGTTCCACTTCTTCTACTTTATTGTGCCGCGGCTGCTTTTGCAATTCTAATAT
GTAAC---AATAAAACTTTCAAT------GGAAAAGGACCATGTACAACT-----------------------
-GTCAGT---ACAGCACTACGTACTACTGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTGATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTGTACATATA------------GGACCAGGGAGTGCA---ATT------TATGCAACAGGAAAC------
---------ATAATAGGAGACATA------------AGAAGTGCACATTGT---AACCTTAGTAGAAAA---
GCATGGAATAACACTCTAAGACTGGTAGCTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AAAAATAAAACAATAAAATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAATTACACAGGCTTAATATAC---
AATTTACTTGAAAAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATATCAAATGGCC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCA---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGGGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>JF683769 
GCT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---CAACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCACCCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGACCAAATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAAGTGAACAGGAATAATACTAGGAATAATAGTAGTGCT----
-------------------------------------------------------------------------
-------------------ATAGAGACTAGGAATAATAGTAGTGCTATAGAGATAGAGATGAAA---
AACTGTTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAGGTTTCAGAAAGAATATGCACTT---TTATATAAGCTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAAACTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAAAAGGACCATGTGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGATAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------AAAACTGTACAA---------ATTCATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAGCA---
GGATGGAATACCGCTTTAAAACAGATAGCTACAAAATTATAC---------------AACCAATTT-------
-----------------------------------AATAAAACAATAATTTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTAAA---ATGCTCACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAT------
AACATGACCTGGATAAAGTGG---GAAAGAGAAATCGATAATTACACAGAATTAATATAT---
AATTTAATTCAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GCACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCATTACAAAGATTTGCTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF683775 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCATAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGAGATTGGAA---------AATGTAACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTAACTTCAATTATACTAAGAATTATACTAAGACC----------
-------------------------------------------------------------------------
----------------------CATCAGAATGATAGTCTAAAGATGGAGATAGGAGAAATAAAA---
AACTGTTCTTTCAATGTCACCACAAACATAAAA---------------------------
GATAAGTTTCAGAAGACATATGCACTT---TTTTATAAATCTGATATAGTACCAATAGATACT----------
-------------------------------------------------------------------------
-------------
AATAGTACTAATAGTACCAGCTATACATTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGCCCAAAAGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAATTTCACT------GGAATGGGAGAGTGTAGAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAACAAGAA------------
GTGGTAATTAGATCTGAAAACATCACAGACCAT---------TTGAAAAACATAATAGTACAACTGAAG----
-----------GACCCTGTAAAA---------ATTAATTGTACAAGACCTGGCAACAATACAAGAAGA-----
-AGTATACGTATA------------GGGCCAGGGAGTGCA---TTT------TTTGAAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGTA---
GAATGGAATGACACCTTAACACAGATAGTGAGAAAATTAGGA---------------GAACAATTTGGG----



--------------------------------AAAAATAAGACAATAGCCTTTAGA------
CAATCTTCAGGGGGGGATCCAGAAATCGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAAAGTCTGGAAAAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGATAACTACACACAAGAAATATAC---
TATTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------CGTAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTATACAATACCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAATTAGCACAAAGAGTTTTTAGAGCT----------------------------
--------TTCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JF683778 
GTG---GCA------------------------------------------
GGAAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATTCTACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAT---
CCCAGTCCACAAGAATTAGTATTGGAA---------AATGTGACAGAGGAATTTAAC----------------
--------------------------ATGGGAAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAATGCTACAACAACTGCTAGTGATGTGAAT-------
-------------------------------------------------------------------------
----------------------GCTACAACAACTGCTAGTGAAATGGAAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAATATGAGA---------------------------
GATAGGACACAGAAAGAATATGCAACT---TTTTATAGACTTGATATAGAACCACTAGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTACTAATGCCACATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGACTGGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTAGTAATTAGATCTGTAAATTTCACTGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACCCTGTACAA---------ATTAATTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAACAGAACA---
CAATGGAATAACACTCTACAA----------------------------------------------------
-------------------------------------------------------------------------
-------------------------------------------GGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGC-----------------
----------------------------AATAAATCTTATGAGGCTATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAACATAATTTAC---
TCCTATATTGAAGAGGCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTGTTAGCTTGTATAATTCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCATTCCAAAGA----------------------------------------
--------------------------------------AGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>JF683785 
GCT---ACA------------------------------------------
GATAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGACATA------------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATGAGGATATA---



ATTAGTTTATGGGATCAAAGCCTA---AAACCTTGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGACTGGAAAAAACCTACTAATGCCACTGGTAATGATACTACCA
CGGCC--------------------------------------------------------------------
-------TCTCCTACCCCTTCTAATATCACTGATCCTTTGAAGCTAGACAAAGGAGAAATACAA---
AACTGCTCTTTCAAAGTCACCACAAGCATAAGA---------------------------
GATAGGGAAACGAAAGAATATGCACTG---
TTTTATAGACTTGATGTAGCACCAATAAATGAGAGTGCTAGCTCTGCTAATGATAGTACTTGCCCTTCC----
--------------------------
AATAGTACTAAGGCTAATAATACTAGCGCTTGTAAGGATAGCTATAGAGAATATAGGTTGATAAATTGTAATA
CCACTACCATTACACAG---
GCCTGTGCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTGCTGCGCTTCTAAAGT
GTATA---GATAAGAAGTTCAAT------GGACCAGGAACATGTGAGAAT-----------------------
-GTCAGC---ACAGTACATTGTACACATGGAATTCGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAATTATAAAA---------ATTAATTGTCTAAGACCCAACAATAATACAAGAAAA-----
-AGTGTACCTATA------------GTGCCAGGGGGTGCA---TTT------TATGCAACAGGAGAT------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGGAGCT---
GACTGGAATAACACTTTAAGTCGAATAGTTAAAAAATTAAAA---------------GAACAATTTAAG----
--------------------------------AATGCAACAACAATAAATTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCATGATCAGATTTGG---------------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGATATAATATAC---
AACTTACTTGAAGGAGCACAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTTGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTCAGAATAATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTGTCATTGGTTATCAGCTTGTTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAACTAGCACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTATTA---TAA 
>JF683787 
GCT---GAA------------------------------------------
AACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAATCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTATTATTGAAA---------AATGTGACAGAATATTTTAAT----------------
--------------------------GCATGGAAAAATGACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTACAATACCACTAATACCACTAGTAGTAAC----------
-------------------------------------------------------------------------
-------------------------ACCAATAGTGGTGGAGAGATGAATAAAGGAGAAATAAAA---
AACTGCTCTTTTGATATCCCCTCCAGAATAAAA---------------------------
AATAAAGTGAAGAAAGAATATGCCTTG---GTTTATAAACTTGAAGTAGTGGAAATACATAAT----------
-------------------------------------------------------------------------
----------------
GAAAATAAAAATACTCCATATAGGTTGATAAGTTGGAATACCCCAATCATTACACAG---
GCCTGGCCAAAAATATCCTTTGAACCAATTTCCATTAACTATTGTGCCCCAGCTGGTTTTGCCATTCTAAAGT
GTAAC---CATAAGAAATTCCAT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCCGC---CCAGTACCATGGACACCTGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GCATGGAATAGCACTTTACAGGCAATAGCTAGCAAATTAAGC---------------AAAAAATATAAT----
-----------------------------------AAAACAAAAATAGCCTTTAAT------
CAGTCCTCAGGAGGGGACCTAGAAATTATA---ATGCACACTTTTAATTGTGGAGGGGAG---



TTCAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAGTTGGCAATTACACAGAACTCATATAC---
ACCTTAATTGAAGAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTACTGGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAACTTGCTAGACGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAGGGATTAAGAAGATTTGGTAGAGGA----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGGGGCTTTGCTT---TAA 
>JF683788 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCCATTATGGAGTACCCGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCCTCAGATGCTAAAGCATATAAAAAGGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTACTCTTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAGAAATGGCATGGTAGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGACCAGCACTAATTTGACCAACAGTAATAAT-------
-------------------------------------------------------------------------
-------------------ACTAGTAATTCAACTAGTGGAGAAGAAATGAGGGCAGAAATGAAA---
AATTGCTCTTTCTATGTCACCACAAACATAAAA---------------------------
AAGAGAGAGAAAAAAGAATATGCACTT---TTTTATAGCCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGCTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAAAATTACAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTTAGC---ACAGGACAATGTACACATGGAATTAGACCAGTAGTATCAACC---
CACCTGCTGCTAAATGGCAGTCTGGCAGAAGAAGAG------------
GTAGCAATAAGATCTCAAAATTTCTCGAACAAT---------GCTAAAACCATATTAGTACAGCTGAAC----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAACAATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAATAGAGCA---
GCATGGAATAACACTTTAAGACAGGTAGTTAAGAAATTAAAA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAAATTTTACA------
CAACCCTCAGGAGGGGACCCAGAAATTATA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATCATATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTATACAGACTTAATATAC---
ACCTTACTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTGTTGAAATTGGACACATGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAGAGAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTCGAAAGGGCTTTGCTA---TAA 
>JF683790 
GCT---ACA---AAC---------------------------------
AAAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCTTATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAATTAAAA---------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGTGAAAACTAATAGTACCAACAGTAGT-------------



-------------------------------------------------------------------------
----------------------------ACTAAACCCACTGATAGTAGCGGGATAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAAGCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACAAATAGATGAG----------
-------------------------------------------------------------------------
----------------
GATAAGGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTCAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAGTTTCAAT------GGAACAGGAATATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAACAGGAGATATA------------AGGAGTGCATATTGT---ACCCTTAATGGCACA---
AAATGGAATAACACTTTAAAACTGGTAGCTGAAAAATTAAGT---------------CAACAATTTAGA----
-----------------------------------AATAAAACAATACAATTTAAG------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATGATATTTGG------GAT------
AACCTAACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACAGGCTTAATATAT---
GACTTAATTGAGGAATCGCAAAAACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTCTAGAAACATTACAAAGAATTGGTAGAGCT----------------------------
--------TTCCTGCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGATTTTACTA---TAA 
>JF683794 
GCT---GCA------------------------------------------
GATAAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGACGCAACC---
ACCACTTTATTCTGTGCATCAGACTCTAAAGCATATGTAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACGGAAGATTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTGTGAATTATAACAATAGTGAGAATGCTAATAGTACGAATACTACT-
-------------------------------------------------------------------------
----------------ACCCCTACCCCTACTAGTAGTGGGAAGATGGAAGAAGGGGAAATAAAA---
AACTGCTCTTTTAATGTTACCACAGTTGTAAGA---------------------------
GATAAAGTGCACAAAGAATATGCACTC---TTTTATAGACTTGATGTAGTAAAAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AACACTGATAGATATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCGAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---AATGAGACATTCAAG------GGAAAAGGAAAATGTGAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGATAAT---------GCTAAAATCATAATAGTACACCTGAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCGGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTAGAGCA---
AAATGGAATATCACTTTAAGACAGGTAGTTGCAAAATTAGAA---------------GAAGAATTTCCT----
-----------------------------------AACAAAACAATAGTCTTTAAA------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAATGCTAGTTGGAGTAGTAGA---
TGGAGTAATAATGGT---------------------AATAGATCATTGGATGACATTTGG------AGT----



--AACTTGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACACAAACAATATAC---
TCCTTACTTGAAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAACTGTTAGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGATTAACTTTTGCT---
GTGCTTTCTATAGTG---------AGTAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGTTTGTACAACGCTACAGCTATAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTGTAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF683801 
GCT---GCA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAAAGAATGGTACTAATGGTAGCATT-------------
-------------------------------------------------------------------------
-------------------------AATAGGACAATTGAGGAAGAAATGAAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCAAAAGCATAGGA---------------------------
GATAAGATGCAGAAAGAATATGCACTG---TTTTATAAACTTGATGTAATGCAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGCAAGCTACACATTGATAAACTGTAACACCTCAGTCATTAGACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTTAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTAACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAC----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAGTAGGGGACATA------------AGACAAGCACATTGT---AACCTTAGCAGTACA---
CAGTGGAACAACACTTTAAGACAGATAGCTATAAAATTAAGA---------------GAAACATTTAAC----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CACTCCTCGGGAGGGGACCCAGAAATTGTA---ACGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGAACAGATTTGG------AGC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AGCTTAATTCAAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTTAATGTCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAGCACAGAGAATAGGTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF683804 
GCT---ACA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTAATGGCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGCAGAAGAATAATACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------GTGGGTGGCGGGGGACCAATGGAGTCAGGAGAAATAAAA---
AACTGCTCTTTCAATAGCACCACAAACATCAGA---------------------------



GATAGGTTTCAGAAAGAATATGCACTT---TTTTATAAACATGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------
GATAAGAATAGTACTAGCTATATGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGATATCATTTGAGCCAATTCCTATACATTATTGTGCACCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAGCGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAACTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAGAAATATAAGAAAA-----
-AGGATAACCATG------------GGACCAGGGAGAGTA---TAT------TATACAACAGGAGGA------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGTGACA---
AAATGGAATAACACCTTAAAAAAGATAGTTAAAAAATTAAGA---------------GAAAAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAACTGGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAACTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGGTGAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAAAAATTGACAATTACACAACATTAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCATGAATTATTGGAATTGGATAAATGGGCAAACCTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AACAAAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTTTAGAAGCTTTACAGAGAATTGGGAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGAAAAGGGCTTTGCTA---TAA 
>JQ403048 
GCT---GCA------------------------------------------
GAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGCCA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGAAGATGTA---
ATTAGTTTGTGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTCTAAATTGTACTAATTTGAGGAATAATACTACTACCAATAGTACTAATACCAATA
GT-----------------------------------------------------------------------
----------------------AGTAATACCAATAGTAATATAGAGGATAAAGAAGACATAAAA---
AACTGCTCTTTCAATGTAACCACAATCAGGAGA---------------------------
GATAAGGTGCGGAAAGAATATGCAATT---TTTCATGAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGTAGTTATATGTTGAGAAGTTGTAATACCTCAGTCATTACGCAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTTAGT------GGAAGCGGGCTATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTTTAGCAGAAAAGGAG------------
ATAGTACTTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAATTGAAG----
-----------GAACCTATAAAA---------ATTAATTGCACAAGGCCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGC---AATATTACTAGGAAA---
GATTGGAATAAAACTCTAGGACAGATAGTTGCGAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAATCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGTTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAAT-----------------
----------------------------AATAAATCTTATGAGGACATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTGACAATTACACACAAGAAATATAC---
AATTTAATTGAAATATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAACTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTTGCTGTTAACTTGCTCAACACCACCGCCATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAATAATTTTTAGAGCT----------------------------
--------GTTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAAT-TTGCTG---TAA 
>KT124812 
GCT---ACA------------------------------------------
AAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTTAAGACTACTAACACCACTGGTAATGGT----------
-------------------------------------------------------------------------
-------------------CTCACTAATAGTAGCTGGGGAAGGATGGAAGAAGGGGAAATAAAG---
AACTGCTCTTTTAATACCACCACAGATGTAAAA---------------------------
GACAGGATGCAAAAACAATATGCACTA---TTTTATAAACTTGATGTAGTACAGATAGATTCC----------
-------------------------------------------------------------------------
-------------
AGCACAAATAACAGCGCTGAATATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCGGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATAACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACCTATA------------GGACCAGGGGGAGCA---TTT------TACACAACAGGAAGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAGTGGGAGAAAACTTTAGAAAAGATAAGTAGTAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCACAGGAGGGGACCTCGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGGAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAAGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGGGTAATATAC---
AGATTACTTGAGAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTAGT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTGGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGTTTATAGAAATATTACAAAGAATTTGTAGAGGT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KT124752 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTATTGGAAGAATGAAACTAACACCAATGAGACTAGCATCA
ATGGTACT-----------------------------------------------------------------
-------------AACACCAATAATAGTAGTAACTGGGAAAAAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCTCCACAAGCGTAAAA---------------------------
GATAAGATGCAGGAAGTATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAATGAGAATAGG-
-------------------------------------------------------------------------
-------------



AATAATACTAATAGCAACATATATAGGTTAATAAGTTGTAACACCTCAGTCACTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GATCCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAGAA---
GATTGGAATAAGACTTTACAACAGGTAGTTGCAAAATTAGGA---------------GAGCAATTTAAG----
-----------------------------------AATAAATCAATAGCCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGATAGTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTGACAACTACACAAACATAATATAC---
AATTTACTTGGGGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAGAATGGC
TGTGGTATATAAAAATCTTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTAGCTGTTAGCTTGTTCAACGCTACAGCCATAACAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT124755 
GCT---GCA------------------------------------------
GACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATAATACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCACAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTCTAAATTGCACTGATGTGAAGACAAATGCCACTATTAATGCT-------------
-------------------------------------------------------------------------
-------------------------------------------AACATGACAGAGGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAGGGTACAAAGAGAATATGCATTG---TTTTATAAACTTGATATAGTACCAATAAATGATGATAAG----
-------------------------------------------------------------------------
----------
AACAATAGCAGCAATAATACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGGAGTTTGAT------GGAAAAGGATCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAAAAGGG------------
GTAATGATTAGATCTGACAATTTAACAGATAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAAAA---
GCATGGAATGACACTTTAAGACAGGTAGCTGAAAAACTAAGG---------------GAAAAATTC-------
-----------------------------------AATAAAACAATATCCTTTAAT------
CGCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAACTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAGCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAAGCTTAATATAC---
TCCTTAATTGAAGAATCGCAGAATCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------



TTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCTGTAAGAATAGCCGAA---
GGGACAGATAGAATTATAGAAATAGTCCAAGCAGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KT124757 
GCT---GCA------------------------------------------
GATAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---ACGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGAGTGTCACAATGTTACTAGGGATGCTGGGAATGCTACTGCAATTCGTACCA
CGACACCTCCT--------------------------------------------------------------
----------------------------TCTATAAATAGTACCGTGGAGGACTCCGACATGAAA---
AACTGCTCTTTCAATATCACCACAAATATGAAA---------------------------
AATAAGATATTTAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACAAGATAATAAT----------
-------------------------------------------------------------------------
----------------
ACAGGAAATGATAATACATATACATTGGTACAGTGTGATACCTCAGTCATTACACAT---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAATAGTTTCAAT------GGAACGGGATTGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAAAAATTAGGTCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------AAGACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAAAAAA-----
-AGTGTTAATATA------------GGACCAGGGAGAGCA---TTT------GATGCAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
GAGTGGAATAACACTCTCGAGTGGGTAGTTGAAAAACTAAAA---------------AGAAAATTTCCA----
-----------------------------------AATAAGACAATAGACTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---AATCACATCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTTACATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGGGAGATTGACAATTACACAGGCTTGATATAC---
ACGTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTTGCTGTTAGCTTGCTTAATACCACAGCAATAACAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
-----------------------------------ATAAGACAGGGCTTGGAAAGGCTTTTGGTA---TAA 
>KT124794 
GCA---GGA---GAA---------------------------------
CAAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCACACCATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCTCTGATGCTAATACCACTAGTAGTAGTACTACTAGTAGTAAT----
-------------------------------------------------------------------------
-------------------ACCCCTAGTTATGGTATGGGACAGATGGATAAAGGAGAAATAAAA---
AACTGCTCTTTCAACATTACCACAGAGATGCAA---------------------------
GATAAAAGGAAAAAAGACTATGCATTA---TTTTATGCACTTGATATAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------------
AATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATACAAT
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------



-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGAAGTCTAGCAGAAAAGGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGATAAT---------ACTAAAATCATAATAGTGCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAAATAGCTGCTAAATTAAAA---------------ACACAATTCCCA----
-----------------------------------AATAAAACGATAATCTTTAGT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
ATAAATGAGCAAGAATTATTGTCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTTTT---
GTACTTTCTATAGTG---------AATAGTGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTTTAGAAGCAGTACAACGAATTGGGAGAGCT----------------------------
--------TTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KT124800 
GCT---ACA------------------------------------------
GAAAAACTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATAAATTCAATGCTTCTAATACCTTAAAT-------------
-------------------------------------------------------------------------
-------------------------GGTACTAATAAGAATGTAAGTGAGGAAATAGATATGAAA---
AACTGCTCTTTTAATGCTACTGCGGGAATACAG---------------------------
GGTAAGGTAAAGAAAGAATATGCACTT---TTTTATAACCTTGATATAGTACCCTTAGGGGAT----------
-------------------------------------------------------------------------
----------------------
AATAATGACACCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGATATGCACTTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATTTCACAAATAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GCAACTATAAAA---------ATTAATTGTACAAGGCCTAATAACAACACAAGAAAA-----
-AGTATACATATA------------GCACCAGGAAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---AACATTAGTGGAGGA---
ACATGGAATAACACTTTAAGAAGGATAGCTGCAAAATTAAGG---------------GAGCAATTTGGG----
--------------------------------CAGAATAAAACAATAGCCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTTCTGGCTGTGGAAAGATACTTAAGGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATATGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAGGCATAATATAT---
AATCTGCTTGAAAAATCACAAATCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAATTAGATAAATGGTCAAATTTGTGGAATTGGTTTAATATAACACAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTCTTTGCT---
GTGCTTGCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTCGCTGTTAGTTTGTTTAATGCCACAGCTGTCACAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAGTACAAAGACTCTGTAGGGCT----------------------------
--------ATTATTCATATA------CCTGTAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>KT124810 
GCT---GCA------------------------------------------
GAACAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTGGAACAGATGAATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTGAATTGCTCTAATGTGACG----------------------------------
-------------------------------------------------------------------------
-------------------------------------------AATGGAGCTGGGGAAACAAAA---
AACTGCTCTTTTCAGGTCAGCACAGGAGTAAAA---------------------------
GATAAGACGCAAAAGGCATCTGCATTG---TTTTATACAGTTGATTTAGTACCAATAAGTAAT----------
-------------------------------------------------------------------------
----------------------
ACAAATGGTAGCTATAGGATGATAAAGTGTAATACTTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAAATAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAGGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTGAAGCA---
GCATGGAGCAAAACTTTAAGCCTGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTATAAG------
CAAGCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGAGTGAGATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAATTTAATATAC---
TCTTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTCAGCTTGCTCAATGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTTATAGAAGTTGTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGATTGAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT124749 
GCT---ACA------------------------------------------
GAAAACCTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAGGAAGCAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAGGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAGGAAGTATCCTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAATTGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTACCAAGGAAATGGTACTAATACAAAT-------------
-------------------------------------------------------------------------
-------------------AGGACTAATACAAATAGTAGTATAGAAGGAGATGGAGAAATAAAA---
AACTGCTCTTTCAATTACACCACAAACATAAGA---------------------------
GATAAGATACAGAGAACATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAAAA----------
-------------------------------------------------------------------------
----------------------
AATAGTTCCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCCAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAAAAGGGGAATGTAGCAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTAAAC----



-----------CAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAATA---
GAATGGAATAACACTTTAGGACAGATAGTTGGAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGAGACCCAGAAATTACA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCGCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGATATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAACCACAATATAC---
GATTTACTTGAGAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCATAGTAGGGTTAAGAATAGTTTTAGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTGTGACGCCATAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGATTATAGAAGGGTTACAAAGATTTTGTAGGGCT----------------------------
--------ATCCTACACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>KT124753 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAATTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAAGTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACTTGCACTAACGTGAGTGCTACTACTACCAATACTACCACTAGTAACACTA
GTACCACTCCT--------------------------------------------------------------
----------------------------ACCACTAATAGTCGCGAGGGAATGAGGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTTATGAACTTGATATAGTATCAATAGATAAC----------
-------------------------------------------------------------------------
----------------------
AGTAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTCAAAACTTCTCAAACAAT---------GCTAAAGTCATAATAGTGCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGAAGGGCA---CTT------TATACAACA---GAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACGTTAGTAGAGCA---
AAATGGTATACCACTCTAAAACAGGTAGCTGAAAAATTAAGA---------------GCACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATCAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAACTACACAAACACAATATAC---
AGGTTAATTGAAGAGTCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGTACAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGTATTACAAAGAATTTATAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGGCAGGGCGCGGAAAGGGTTTTGGTA---TAA 
>KT124754 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAC---



ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGATA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTATAATACTACTAATAATGTTACTCATACCAAT-------
-------------------------------------------------------------------------
----------------------AGTAGTGATAGCGAAATACCGATGGATGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCAGAAGA---------------------------
AGTAAGGTGCAGGAAGAATATGCAGTG---TTTTATAAACTTGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTGTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTGAAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCTACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGAAGAGCA---TTA------TATATAACAGGAGAA------
---------GTAACAGGGAACATA------------AGACAAGCACATTGT---ACCCTCAATAGAACA---
AAATGGATGAACACTTTAAGTCAGGTAGCTGAAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTC---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGGAAACTCATTTGCACCACTGCAGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAACTCTGGATGACATTTGG------GAT------
AACCTGACCTGGATGCAGTGG---GAAAGGGAAATTAGCAATTACACACAAGTAATATAT---
ACCTTAATTGAAGAATCGCAGAGCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAAAATAGTTTTTACT---
GTACTCTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTCAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTATAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAATAAGACAGGGTGCGGAAAGGATTTTCCTA---TAA 
>KC247955 
GCT---ACA---------------------------------------------
GATCTGTGGGTCACAGTCTATTATGGAGTACCAGTATGG---AAAAACGCAACT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTGTGGGCCACG---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATAGCA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGAACAGATGCATGAAGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAACATCACTAAGAACAGCACTGATAGTAAC-------------
-------------------------------------------------------------------------
-------------------------AACAATAGTAGTGGGTTGGATATGACAGGGGAAATGAAA---
AACTGCTCTTTCAAGGTCACCACCAACAGAAGA---------------------------
GATAAGATGAAAAAAGAATATGCACTT---TTTTATACATCTGATGTAGTACCCATAGATAAC----------
-------------------------------------------------------------------------
----------------------------
AATAGCTACAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACGATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTCTCGGACAAC---------ACTAAAACCATAATAGTACATTTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCGATA------------GGACCAGGGAAAGTA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---ARCATTAGTGAAGAC---



AAATGGAACAAAACTTTAACACAGATAATTGAAAAATTAAAA---------------GAACAATTTAAC----
-----------------------------------AACAAAACAATAATCTTTAAG------
CAACCCTCAGGAGGGGATCCAGAAATTATA---TTGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTTTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAATCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAACAGAAATTGGCAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTGTTGGAATTGGATAAGTGGAACAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTATTAGCTTGCTCAACGCCACAGCTATCGCAGTAGGTGAA---
GGGACAGACAGGATTATAGAAGTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTRCTA---TAA 
>KT124772 
ACT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATCCAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTACATTGCATTGATATGAATACTACTACCAATAATAAGCCTACCACTACCCCTA
AG-----------------------------------------------------------------------
-------------------CCCACTCAGAATGGCGAAGAACTGATGGAAAAAGGAGAACTAAAA---
AAGTGCTTTTTCAATGTTACTTCAAGCGTAAGG---------------------------
GATAAGGTGCAGCAACAATATGCACAT---TTTTATAAACTTGATTTAGTACGAATAGATGATAGTAATAAT-
-------------------------------------------------------------------------
----------
AGTAGCAGTAATAATAGTAGCAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCGAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---ATG------TTTACAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCATTAATAGAACA---
GACTGGAATAACACTTTAGAAAAGATAGTTAAAAAATTAAGA---------------GAACAATATGGG----
--------------------------------GTTAATAAAACAATAAGCTTCAGG------
CCCTCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAAATCTGG------AAT------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
TCCCTAATTGAGGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCAATTAGCTTGTTCAACACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAATTGTTTCAAAGAGTGCTTAGAGCT----------------------------
--------ATCCTGAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KT124797 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGCCAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTACATTTAGAA---------AATGTGACAGAGAACTTTAAC----------------



--------------------------ATGTGGGACAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATCCAACGAATGATACTAATAGTACT-------------
-------------------------------------------------------------------------
-------------------------AGTAATAGTAGTAACATACTGGAGAAAGAAGAAATAAAG---
AACTGCTCTTTCAATATCACATCAGGAGGCATA------------------------
AGAGATAAGGTGAAAACAGAATATGCAGCT---TTTTATAAACTTGATCTAGTACCAATAGAGGAT-------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTAGTAGTTATAGGATAATAAGTTGCAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GACAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTATTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATAATTAGATCAAAAAATTTCTCGGATAAT---------AGTAAAATCATAATAGTGCATCTGAAT----
-----------GAATCAATAACA---------ATTAATTGTACAAGGCCTGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCG---TTT------TATGCAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GAATGGAATAAGACTTTACAAAAAATAGTTGATAAACTAGGT---------------AAGAAATTAATA----
--------------------------------AATAAAACAAAAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---AAACATAGTTTTAATTGTGAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAGATCTTATAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACTTTAATTGAAGAATCCCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GCACTTTCTATAATG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAACACCACAGCCATAGTAGTTGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------GTTATCAACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>KC248026 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAA---GTACACAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGTACTGCTAATATTAGTAGCAGTACTAATGCTTCCACAACATCTCCT-
-------------------------------------------------------------------------
----------------------------------------------------GGAGAAATGAGA---
AATTGCTCTTTCAATACCACCACAAACATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAATCTTGATGTAGTACAAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAA---
GYCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTATTGAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGGTCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAATACAGCTGAAA----
-----------ACTGCTGTGCAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACACATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAGGCACACTGC---AATCTTAGTGCAACA---
GATTGGAATACTACTTTAGCAAACATAAGTAAAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AATAAACCAATAGTGTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAGTGAGATTTGG------GAC------
AACAYGACCTGGATGGAATGG---GAGAGAGAAATTGGCAATTACACAAAAATAATATAT---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGAACTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATTATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGGATTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTGTACGGATAAGACAAGGCTTAGAAAGGTTTTTRCTA---TAA 
>KC248015 
GCT---ACA------------------------------------------
GAAGAAAGGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTATTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------GTGTGGAAAAATAGCATGATAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAGATTA---
ACTCCACTCTGTGTTGCTTTAAATTGTACTAATGTTACTTGCACTAATAATAAT-------------------
-------------------------------------------------------------------------
-------------------------------------------GMGACAGTAGAAGAAATGAAA---
AACTGTTCTTTCAAAACCCTCACAAGGATAAGA---------------------------
GATAAGACACAGGGATATGAATCTGCTCTTTTTTATAAAGATGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGCAATAACTATAGGTTGGTAAGTGGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCGAG------GGAAAAGGATCATGTGAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTGCAGCTAAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTRT---AACATTAGTGGAGTA---
GCATGGAATAACACTTTAGGAAAGATAGTGGAAAAACTAAGG---------------AAAAAATTTAAC----
-----------------------------------AATAAAACAATAGTCTTTGAG------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGGCTCCTGGCTGTAGAAAGATATATAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAATTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGCCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAGAAAGAAATCAACAATTACACAAATTTAATATAT---
GATTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTTCCATATCAAACTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTTAACTTACTTGACGCCATAACTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGGCTTACAAGGAACTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGAGCTTTRCTA---TAA 
>KT124802 
GCT---GTA------------------------------------------
GAAAATTTGTGGGTCACAGTCTACTATGGGGTACCGGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCATGAATTATTCTTGAAA---------GATGTGAAAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAAACAAACCACCAATAGTACCAATAGTACT-------



-------------------------------------------------------------------------
----------------------------ACTACTAGGGCTACCAATAGTAGTGGAGAAATGAAA---
CAATGCTCTTTCAATAGTACCACAAGCATAAGA---------------------------
GATGTTACAACGAAAGAATCTGCACTT---TTTTATAGACTTGATCTAGTACAAATAGGTAAT----------
-------------------------------------------------------------------------
-------------
AATAGTGAGAATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTGAAGT
GTAAA---GATAAGGAATTCAAT------GGAACAGGACGATGTCACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGCAGTTTGGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GACACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAGGCTAGTAGCTGAAAAATTAAGA---------------GGACTCTTTAAC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAGTCCTCGGGGGGAGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATCTGGG
GCTGCTCTGGAAAGTTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATATGACGCAGATTTGG------AAT------
GAAACCACCTGGATGCAGTGG---GAAAAAGAAATTGATAAATACACAGGCATAATATAC---
ACCTTACTTGAAGAAGCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AACAATGAACTAGACTTATTGAAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATCGCAGTAGCTGAG---
GGAACAGATAGGATAATAGAAGGGTTACAAAGAATTGGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KT124765 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACACTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTACTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGCTGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAGCCATGTGTGAAACTG---
ACCCCACTCTGTGTCACCTTAAATTGCACTGAAACTAACACCACTAGGTCCAATAATACCGCCACTAGTGCC-
-------------------------------------------------------------------------
----------------------------TCCAATATGACCACTAATGACACTAGTGATATGACA---
AACTGCTCTTTCTATGCCCCCACAGGAATACAA---------------------------
GGTAGATTTCAAAAGGAATATGCTCTT---
TTTTATAAACTTGATGTAGTACAAATAGATAAGGATAGTAATAGTACAACT----------------------
-----------------------------------------------
AGTAATAGTACAGATAGTAATATTAAAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCGAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTATAAAAT
GTAAT---GATAATAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAGC----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAGA-----
-AGTATAACTATG------------GGACCAGGGAAAGCA---TTT------TTTGGAACA---GAA------
---------GTAATAGGAGATATA------------AGGCAAGCCCATTGT---AACCTTAGTAGAGCA---
AGCTGGAATAAGACTTTAAAAGAAGTAGCTAAGAAATTATAT---------------ACAGAATTT-------
-----------------------------------AATAGAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAGTGGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAAATCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTTCATGGAGT-----------------
----------------------------AATAAATCACAGGAAGAGATATGG------CAG------



AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCACCATATAT---
AACTTACTTGAAATAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGATTAAGAATAATTTTTGCA---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTACTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTGGGAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>KT124811 
GCT---ACA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAGAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTGGTATTGGGA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCAGGAGGATGTA---
ATCAGTCTATGGGATGAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCCAATCCTAAGCAGAATAGTACTGTT-------------
-------------------------------------------------------------------------
-------------------------AATAATGACACTATTACTTTCTTCAAGGAAGAAATAACA---
AACTGCTCGTTCAATGTCACCACAAGCATAGGA---------------------------
GATAAGAGACATAGAGAATATGCACTT---
TTTCATAAAATTGATCTAATGCCAATAGAGAATATAGCAACAAATAGAACA----------------------
--------------------------------------------
AATGGAACAAACACAGCAAACAATACAACAAACTATGCATTGATAAACTGTAACACTTCAGTCATTACACAG-
--
GCTTGTCCAAAGGTATCTTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAATGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAA------------
ATAGTAATTAGATCTCAAAATCTCACAGACAAT---------GCTAGAACCATAATAGTACACCTAAAC----
-----------CAGTCTGTACAA---------ATTAATTGTACAAGACCTGGCAACAATACCAGAAAA-----
-GGTATACATATG------------GGACCGGGAAGAGTC---TTT------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGC---AACCTTAGTGAAACA---
GCATGGAACAATACTTTAACACAGGTAGCTAAAAAATTAAGT---------------AAACAATTTAAC----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGAGACCCAGAAATAGTA---ATGCTCAATTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAACATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGAATACATTTGG------GGT------
AACATGACATGGATGGAATGG---GAAAAAGAAATTGACAATTACACAGACACAATCTAT---
GCCTTAATTGAAAAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATTCATGGGCAAGCTTGTGGAATTGGTTCGATATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTACT---
GTACTCTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCTGTTAATTTGCTTAATACCATAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGCAGCACAAAGACTTGGTAGAGCT----------------------------
--------TTTCTCAACACA------CCTAGAAGAATAAGGCAGGGCGCCGAAATAGCTTTACTA---TAA 
>KT124767 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAGC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAATAGTGGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATGGGAATTAT-------------------------------
-------------------------------------------------------------------------
----------------------------------------------------ACAGAAACAAAA---



AACTGCTCTTTTAAGACCAACCCAAACCTAAAG---------------------------
GATAAGTCACAGAGAGCATATGCATCT---TTCTATAAACTTGACATAGTACCATTAGAAGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACAACCTATAGGTTGATAAGTTGTAACACCTCAAGCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATCTTTGTGCCCCGGCTGGTTTTGCGATTTTAAAAT
GTAGA---AATGATACGTTCAAT------GGAACAGGACCATGTGACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAAAAAGAG------------
ATAGTAATCAGATCTGAAAACTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAAAC---------ATTACTTGTGTAAGACCCGGTAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACACTGT---AATATTAGTAGACAA---
GCTTGGGAACACACATTAAACGAGACAGCTAAAAAATTAGGA---------------GAACAATTAAAG----
-----------------------------------ATAACAACAATAATCTTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTGAA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGAGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGAGTACATTTGG------AAT------
AACATGACCTGGTTACAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGTA---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGGACAAAGAATTCTTAGAGGT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KY324301 
GCT---TCA------------------------------------------
GAGAAGTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCACAGAAGGCAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGATGATGTA---
ATCAGTTTATGGGATCAGAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACCTTAAATTGTATTAAATTCAAAAGTACTAATCTCACTGTTACTAATTCCAGTGAAT
TCAAAAGTACTAATCTCACTGTTACTAATTCCACTGACACTAGT-----------------------------
-------------------------GCTAATGAAACGACAAAGGGAACGGTGGAAGGAATGAAA---
AATTGCTCTTTCAATATCACCACAAGTATAAAA---------------------------
GATAAGGTGCAAAAAGAATATGCGCTT---TTTTATGACCTTGATATAATACCAATAGATAGT----------
-------------------------------------------------------------------------
-------------------------
GGTACGGGCTATAGGTTGATAAGGTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGCCAATTTCACAAACAAT---------GCTAGAACCATAATAGTACAACTGAAT----
-----------GAATCTGTAGAG---------ATTAACTGTACAAGACCCAACAACAATACGAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATAGACAG---
AAATGGAATACTACTATACAACGGATAGCTGAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAATCTTTCAA------
AATTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAAATGATTTGG------GAG------
AACATGACCTGGATGGAATGG---GAGAAGGAAATTAGCAATTACACACACAAAATATAC---
ACTTTACTTGAAGAATCGCAAAATCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAGCAGGACTTATTGTCATTAAATAGCTGGGACAGTTTATGGACTTGGTTCAACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
ATACTTTCTATAGTA---------AGGAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGAGCTTTGCAA---TAA 
>KY324379 
GCT---GCA------------------------------------------
GATAAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTGTTTTGTGCATCAGATGCTAGAGCATATGATGAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAGATGGTTATAATGGTAATAAGACCCAAAGTAATAAT-
-------------------------------------------------------------------------
-------------------ACCAATGGTAGTGATGGGAAATTGATAGATCCAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCGCCACAGAGATAAGA---------------------------
GATAGGCAACAGAAGCAATATGCACTC---
TTGTATAAACTTGATGTAGTACCAATAGATGATGATAATAATAAT----------------------------
-----------------------------------------------------
AGCAGTAATAGTAATCATAGTACCTATAGGTTAATAAGTTGTAACATCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCGTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAC---AATGACACGTTCAAT------GGAACAGGGCCATGTACAAAC-----------------------
-GTCAGC---ACCGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAAAAGAAGGG------------
GTAATAATTAGATCAAAAAATCTCACAGATAAT---------GCTAATATCATAATAGTACAGCTATCG----
-----------ACAGCTGTAGAG---------ATTACCTGTATAAAAAACAACAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGAAATA------------AGACAAGCATATTGT---AACATTAGTAGAGGA---
AACTGGAGTAACACTTTAGGACAGATAGTTAAAGAATTACAA---------------AAAAATTTTATC----
-----------------------------------AACAAAACAATAGTCTTTAAA------
CCTTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGGAAGCTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGATATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATAGATAATTACACAGGCTTAATATAC---
AGTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATTTTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTGTGTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
ATATCGTTAGCTGTTAGCCTGTACAATACTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAACTAGGACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATC------CCTGTGCGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY324630 
GCA------------------------------------------------
GACAATCTATGGGTAACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCGAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGAAACAGAA---ATACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTGAT----------------
--------------------------GTGTGGAGAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAACTGCACTGATGTGAATGCCACTAATACTAATAACAGCAGTGAAACTGATG
CCAAAAGTAAT--------------------------------------------------------------
-------------------------ATTACTGGGGTAAAGTTGATAGAGAAAGGAGAAATAAAA---
AATTGCTCGTTCAATATCACCTCAGGAATAAAA---------------------------
GACAAGGTGCAGAAAACATATGCTTAT---TTTTATAACCTTGATATAGTACAAATGAAAGAAGAT-------
-------------------------------------------------------------------------



----------------
GCTAATGATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGACGTCCTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCATT------GGAAAAGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCTGAAGAAGAC------------
ATAGTAATCAGATCTGACAATTTCACGAATAAT---------GCTAATACCATAATAGTACAACTGAAG----
-----------GAGGCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTGGTAAGGCA---
AGCTGGATAAAAATGTTAAAACAGGTAGCTAAAAAATTAACA---------------GACCAATTCAAC----
-----------------------------------AATAAAACAATAGCCTTTGAG------
CGATCCTCAGGAGGGGATCCCGAGGTTGTA---TTGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCAGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGACTCTGGATCAGATTTGG------CAG------
AATATGACATGGATGCAGTGG---GACAAAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAATGCCACGGCCATAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTGGAAAGAGCCTTGTTA---TAA 
>KY324641 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTGTTCTGCGCGTCAGATGCTAAAGCATACTCGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGAATTGGAA---------AACATGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAACTGTACTGATTATAATACTACTACAACCAATGAT----------------
-------------------------------------------------------------------------
----------------------------ACTAGTAAACTGTTAATGGAGAAAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATACAGAATCAATATGCACTT---TTCTATAAACTTGATGTAGTACAAATGGATGAT----------
-------------------------------------------------------------------------
----------------------
AGCAATAACACATATAGGTTGATAAATTGCAACACCTCAGTCATCACACAG---
GCCTGTCCAAAGGTATCTTTTCAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCACTTCTAAAGT
GTAAG---GATAAGCAGTTCAAT------GGAACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTTCCAACTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAGTCTGTACAA---------ATTAATTGTACAAGGCCTAGCAACAATACAAGAAAA-----
-AGTATAAACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTTCTAGGGAA---
AAATGGAATAGCACCTTAGAACAAATAGCTACAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCTTCATCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTCAATTGTGGGGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGC-----------------
----------------------------AATAAATCTCTAGCTAATATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAACTACTCAGGCTTAATATAC---
AACTTACTTGAAGAGTCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAGTTATTGGAATTAGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAATAGGAGGCCTAATAGGTTTAAGAATAGTTTTTATT---



ATACTGTCTATAGCG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTTAACGCCATCGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCAA---TAA 
>KY324761 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTCGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACAGATTTGAAGAATAGTACTGATACTGATACTAAT----------
-------------------------------------------------------------------------
----------------------------ACTACTGTCCCTATTAGCGAGAAAGAAGAACTAAAA---
AACTGCTCTTTCAATATCACCTCAGGCGTAGGA------------------------
GGTGATAAGATTCACACAGAATATGCATTC---TTTAATAAACTTGATATAGTATCAATAGGTAAT-------
-------------------------------------------------------------------------
-------------------------
AGTAACTCATCTTTTAGGTTGATGCACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCTAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAGCGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCTCGGACAAT---------GTCAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATCCCG---------ATTAAGTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAAATATA------------AGACAAGCACACTGT---AACATTAGTGAAAGA---
AATTGGACACGCATCTTAGAACAGGTAGCTATAAAATTACAA---------------GAACACTTTCCG----
--------------------------------AATAAGACAACAATAGCCTTTAAC------
CAATCCTCAGGAGGAGACCCAGAAATTATA---CTGCATAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGCAGCTCCTAGGGATTTGGG
GGTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACAAGATATGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGGTTAATATAT---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAACGAACAAGAATTATTGGAATTGGATAAGTGGGCAGGTCTGTGGAGTTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTATTAGTTTGCTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAATTAGTACAAAGATTTGGCAGAGGT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGGATTTTGATA---TAA 
>KY324808 
GCT---ACA------------------------------------------
GAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATGCTAACATCACTCGCAGTAATACTACT-------------
-------------------------------------------------------------------------
----------------------ATCAATAATGGTACCTGGAATATGGAAAAAGGAGAAGTAAAA---
AACTGCTCCTTCAATATCACCACAAGCATAAGA---------------------------
GATAAAGTTACAAAAGAATATGCACTC---TTTTATAGACTTGATGTAGTACAAATAGGAGAG----------
-------------------------------------------------------------------------
----------------
AATAAAAGTAATACCAGTTATAGATTGATAAATTGTAACACCTCAGAAATTACACAA---
GCCTGCCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAGGT



GTAAT---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTAGTAATTAGATCTGAAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACATCTAAAA----
-----------GACCCTGTAAAC---------ATTACTTGTACAAGGCCCGGCAACAATACAAGGAAA-----
-AGTATACACATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAAAC------
---------ATAATAGGAGAGATA------------AGACAAGCACATTGT---AATATTAGTGGGGCA---
GAATGGAACAACACTTTAAGTCAGATAGTTCCAATTTTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGCCTTTCAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGATTACATTTGG------AAC------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACCTTATATAC---
AATTTACTTGAAAGATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAATTTGTGGACTTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
ATACTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTGGCTATTAGCTTGCTCAACTCCACAGCTATAGCCGTAGCTGAA---
TGGACAGATAGGCTTATAGAAATTGTACAAAGAGCCTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAATTCTGCTA---TAG 
>MK115683 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATTTGGAGACTAAGAAGACTAATAGCACTAATAATGGTGCTA
ACATCACTGCC--------------------------------------------------------------
----------------------------------------------------GCTGATATGAAA---
AACTGCTCTTTCAATATCACTGCAAGCATAAGA---------------------------
GATAAGGTGCAGAAGGAATATGCGCTT---
TTTTATAAACTAGATATAGTACAAATAGATAATGACAATAATACCAGAGCCAAG-------------------
--------------------------------------------
GATAATAATACCAGTGCCAATGCCGGTGCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTCACACAG-
--
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGGTTCGCACTTCTAAAAT
GTAGA---GATAAGAAGTTTAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCTCAAATAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAAACTGTAGAA---------ATTAACTGTACTAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGC---AACATTAGCAGAGAA---
CGATGGAATAAAACACTAGGACAGGTAGCTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAGACAATAGTCTTTAAT------
GGATCCTCAGGAGGGGACCCAGAAATTACA---ATGATTAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCACTGAATGCTATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AGCTTAATTGAGGCATCACAAACCCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTACTAGCACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGATAATAGAAGGATTGCACAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCGTGGAAAGGGCTTTGCAA---TAA 
>MK115918 
GTT---GCA------------------------------------------
GCAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTGAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTATTTTAAATTGCACTGATGAAGTCAATGTAGTCAACAGA-------------------
-------------------------------------------------------------------------
-------------------------ACTAGCAATGATAGCAATGGAATAACAAGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAAA---------------------------
AATAAGGTACAGAAAGAATATGCACTC---
TTTTATAAACTTGATGTAGTACCAATAGATAATGAAGATAATGATACTAGCCTT-------------------
-----------------------------------------------------------------
AGTAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTATGCGCTTCTAAAGT
GTAAC---AATGAGACATTCAGT------GGAAAAGGGCTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAACAGGGG------------
GTAGTAATTAGATCTCAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGAA---------ATTAACTGTACAAGGCCCAGTAACAATACAAGAAAA-----
-GGTATACATACA------------GGACCAGGGAGCGTA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAGAA---
AAGTGGAATCAGACTTTAATACAGATAGTTGCAAAATTACAA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTCAAT------
CAATCATCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGAAAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGGTAATTACACACAATTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCACTGGATAAATGGGACAGCTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK116058 
ACT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTACCATTGCCT---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATGTGGAGATTGATAAAACCAGTGCTAATAAGACCATTAATG
TGAATACTAAT--------------------------------------------------------------
----------------------ACCACTAATAGTTGGGAAAGGATGGATCCAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACTAACATAAGA---------------------------
GATAGGGTGAAGAATGAATATGCGCTT---TTTTATAAACTTGATGTAGTACAAATAAAAGATAAGAAGGCC-
-------------------------------------------------------------------------
----------------------
AGCAATACCACCTATAGGCTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAC---AATAAAACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAGTATCACGAACAAT---------GCTAAAACCATAATAGTACAATTGAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAGCATCAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
GAATGGAAGAATGCTTTAAACCAGACAGTTATAAAATTAAGA---------------GAATACTTC-------
-----------------------------------AACAAAACAATAGACTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AACAGATCTCTGGAGACCATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATGTCACGGACATAATATAC---
AGATTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTAGATAAATGGGCAAGTCTATGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTTCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATCAGCTTGCTCAACACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MK116212 
GCT---GCA------------------------------------------
ACAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATATTATTGGAA---------AATGTGACAGAAGAATTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTATTTTGCATTGCACTGATGTAACTAGCAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------GAGACGACAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAAAATAACA---------------------------
AATAAGGTACAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAAATAATAAGGATAAT-
-------------------------------------------------------------------------
----------
GATACTAACTTTAATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTATGCGATTCTAAGGT
GTAAC---AATGAGACATTCAGT------GGAAAAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAATACAATGTACACATGGCATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAACAGGAG------------
GTAGTAATTAGATCTCAAAATTTCTCGGACAAT---------GCTAAAACCGTAATAGTACAGCTGAAG----
-----------GACCCTGTAAAA---------ATTAACTGTATAAGGCCCAATAACAATACAAGAAAA-----
-AGTATACCTGCA------------GGACCAGGGAAAGTA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGCAACA---
GATTGGAATAATACTTTAGGACAGATAGTTAAAAAATTACAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTCAAT------
CAATCGTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
ACCATGACCTGGATGGAGTGG---GAAAAAGAAATTAGTAATTACACACAATTAATATAC---
ACTTTAATTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTAGATAAGTGGGACAGCTTGTGGAGTTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCGGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTCTTCTA---TAA 
>MK086129 



GCT---GCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGATACCCGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGATGCAGAG---CAACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAGAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCACTAATATTAACAGTAGTACTAGTACTAATAAT-------------
-------------------------------------------------------------------------
-------------------------AGTAGCCATATTAATATTACTATCATGGAAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
GATAAGATAAAAAGAGAATATGCACTT---TTATATAAGCTTGATTTAGTGCCAATAGATAAA----------
-------------------------------------------------------------------------
----------------------
AATACTAGTAGCTTTAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGAACAGGAAAATGTAGGAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGCATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAGAATTTCAGTAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTATAAGACCCAACAACTATACAAGAAAA-----
-CGTATATATATA------------GGACCAGGGAGAGCA---TTT------CATACAACAGGACAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGAAGTA---
AATTGGAATAACACTCTAGGAAAGATAGCTAATAAATTAAGA---------------GAGACATTTAAA----
-----------------------------------AACAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATCTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACACAATTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGATAAATGGGACGGTTTGTGGAGTTGGTTTTCTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGATGCCACAGCCATAGCAATAGCTGAG---
GGGACAGATAGGGTTATAGAAGGGATACGAAGAGCTTTTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MN090868 
GCT---GCA------------------------------------------
ACAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTATTATTGGGA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTATTTTGCATTGCACTGATGTCAACAATACTAGAAAT----------------------
-------------------------------------------------------------------------
-------------------------------------------GGGATGACAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAAAATAACA---------------------------
AATAAGGTACAGAAAGAATATGCACTC---
TTTTATAAACTTGATGTAGTACCAATAAATAATAAGGATAATGATACTAGCTTT-------------------
-----------------------------------------------------------------
AATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTATGCAATTCTAAGGT
GTAAC---AATGAGACATTCAGT------GGAAAAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAACAGGAG------------
GTAGTAATTAGATCTCAAAATTTCTCGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAG----
-----------ACCCCTGTAAAA---------ATTAACTGTACAAGGCCCAATAACAATACAAGAAAA-----



-AGTATACATGCA------------GGACCAGGGAAAGTA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGCAGCA---
GAGTGGAATGATACTTTAGGACAGATAGTTACAAAATTACAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTCAAT------
CAATCGTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGTAATTACACACAATTAATATAC---
ACTTTAATTGAAGAATCGCAGAGCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTAGATAAGTGGGACAGCTTGTGGAGTTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGACTAAGACAAGGCTTAGAAAGAGCTTTGCTA---TAA 
>AF490512 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACCATTGATA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATAATGCTACTAATACCACT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAACGGGGAAACGATGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGAATAAGA---------------------------
GATAAGGTGCAGAAAAAATATGCATAT---TTTTATAACCTTGATATAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------
GATAAGAATACTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACTATAATAGTACAGCTAAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---ATC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
ACATGGAATAACACTTTAAAAAAGATAGTTACAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AATACAAAAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------AAT------
AAAATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>U43096 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGACGCTAAAGCATATGACAAAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAAGAATGCTACTAATACCAATAATAGT----------
-------------------------------------------------------------------------
-------------------------AGTTGGACGATGACAGGAGAAATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACAC---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GACAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATGCTAAAGT
GTAAA---GATAAGAGGTTCAAT------GGAAAAGGACAATGTAAAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATTATACAAGCAAA-----
-AGGATACGTATA------------GGAGCAAGGAGAGCA---TTT------TATACAAAAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGGATAGCACTTTAAGACAGATAGTTAAAAAATTAAGA---------------GAACGATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATATGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGAATAAGTGGGAAAATTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGTGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCCGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>U43141 
GTT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTGATTATAATAATGCCACTAACAGT-------------------
-------------------------------------------------------------------------
-------------------------------AGTTGGGGAAGGATGGAGAAAGGAGAAATACAA---
AACTGCTCTTTCAAGGTCACCACAAACATAAGA---------------------------
GATAAGGTACAGAAAGAATCTGCACTT---TTTTATAAAACTGATGTAGTACCAATAGATAATAATAAGACT-
-------------------------------------------------------------------------
----------
AGTAATAGGGATAATACTACCAGCTATATGTTGATACATTGTAATAGATCTGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAGAA------------
GTAGTAATTAGATCTGACAATTTCACAGATAAT---------ACTAAAACCATAATAGTACATCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---GTT------TATACGACAGGAAGA------
---------ATAGTAGGAGATATA------------AGACTAGCACATTGT---AACATTAGTAGAGCA---
AGATGGAATAAAACTCTAAACCAAATATTTAGAAAATTAAGA---------------



GAAATTAGACAATTTGAA---------------------------------AATAAAACAATAGTCTTTAAT-
-----CGATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACCCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAT---
ACCTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTATGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTCAGCTTGTTCAATACTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCA----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCCTTGCTA---TAA 
>EF514704 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATACAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACACGAACTGGCATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAATTTGCTCTAATGCCAATATCACATATACTAATGAGACCATT----------
-------------------------------------------------------------------------
----------------------TCTAGGGATAACATCACTATTATGAAAGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAGGCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAAGATGATGTAGTACCAATAGATATT----------
-------------------------------------------------------------------------
----------------------
AATAGGACTAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTTTTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAGA---AATAAGACATTCAAT------GGAAAAGGGAGCTGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTGCAA---------ATTAATTGCACAAGACCCGGCAATAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGAAGGGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATCAGTAGCGTA---
GACTGGAATAATGCTTTAAATCAGACAGTCAAAAAATTAAGA---------------GAACAATTTGAACAA-
-----------------------------TTTGCAAATAAAACAATAGCTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGACATTTGG------AAT------
AACATGACCTGGAATCAGTGG---GAAAAAGAAATTGACAATTACACAAGCGTAATATAC---
ACCTTAATTGAGAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAGCAGGAATTGTTGGAATTGGGCCAATGGACAAATCTATGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGAGTTTGCTA---TAA 
>EF514705 
GTT---ACA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAGGAAGTACCATTGATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---



ATCAGTCTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTATGTGTTACTTTAAAATGCATTGATTATGTTAAGAATATTACTAATGGGGGGAATACTACTAATA
ATGGTACTGAAGTG---------------------------------------------------------
AGGGGGAATACTACTAGTAATGATACTACTAATACCACTAGTAGTAGCATGGAAACAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATGAGA---------------------------
GATAAGATGCAGAAAGAATACGCGCTT---TTTTATAAACTTGATGTAGTACAAATAGGTGGG----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGAAGTTCAAG------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGAATGAAACCTTAAGTCAGATAGTTGGGAAATTGCAA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAAATTTTAAC------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGACTCAGATCTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGAAAATTACACAAGCTTAATATAT---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTCAACGCCACAGCAGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAAGCTTACAAAGAGTTCTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGCTA---TAA 
>EF514706 
GCT---AAA---------------------------------------------
GATTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCAATGATAATGTTACTGTAAATGCTACTGGTGGG-------------
-------------------------------------------------------------------------
----------------------------GGGAATCGTACTGAAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAGGAATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATTG---TTCTATAAACTTGATATAATACCAATAGATGATGAGAAT----
-------------------------------------------------------------------------
-------------
GATGTTACTAAGAATACTAGTTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAA---GACAGAAATTTCAAT------GGAAGTGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGG------------
GTAGCAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAACTGGAA----
-----------AAAGCTGTACAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCCGGGGGAGCA---TTT------TATGCAACAGGAGCC------
---------ATCATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAGAGCA---
GAATGGAACAACACTTTGAGTCAGATAGTTGGGAAATTACAA---------------GAACAGTTTAAT----
-----------------------------------AAAACAACAATAGTCTTTCAG------
CCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGACCAACAGCTCCTGGGGATTTGGG



GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATCACATTTGG------AAT------
AACATGACCTGGAATCAGTGG---GAAAAAGAGATTGACAATTACACAGGCTTAATATTC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAGGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGGAGGGCT----------------------------
--------ATTCTCCACATA------CCCACAAGAATAAGACAAGGCTTCGAAAGGCTTTTACTA---TAA 
>EF514707 
ACT---ACT---------------------------------------------AAG---
TGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAATCCTATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTGATTATGATAATTCTACTGAGACTGCTCCCGCTAAT-------
-------------------------------------------------------------------------
-------------------AGTAGCTGGACTTACAATAGTAGTAGCTTAAGGGAAGAAGTAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGATAAAGACAGATTATGCACTT---TTGTATAAACTTGATATAGTACCAATAGATAATAGT-------
-------------------------------------------------------------------------
-------------
AATACTAGTGATAATACCAGTTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGAACGAG------------
ACAGTAATTAGATCTGAGAATTTCACGAATAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAGG-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATACAACAGGAGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GACTGGAGTAACACTTTAAGAAAGGTAGTTGAGAAACTCAGA---------------GCACAATTTAAC----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGATGTTATTTGG------AAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
TCCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTGGCTGTTAGCTTACTCAACGCCACATCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCATTACAGAGAATTGGCAGAGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF514709 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGCGACAGAACCTTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCASTGATGTTACTTTAAATTSTCATGAATTGAGTAAGAATAGTAMTA
ATAGTAAG-----------------------------------------------------------------



----AATAGTACTAATACCAATAGTAGTAGCACGAGATTAACGACGGAGGCAGAAGAAATGAAA---
AACTGCTCTTTYAATATYACCACAAGCATAAGA---------------------------
GATAAGATACAAAAAGAATATGCTCTT---TTTTATACAGTTGATRTAGTACCAATAGATAAW----------
-------------------------------------------------------------------------
----------------------
AATAGTACCAAMTATACATTGATAAATTGTAACACCTCAGTCATTACACAR---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTARTACTTAGATCTAAAAATTTTACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTGTACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTCTAGAACAGATAGCCAAAAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCWTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATT------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>EF514710 
GCT---GCA------------------------------------------
GGTCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
GCCACTTTATTTTGTGCATCAGATGCTAAAGGATACCATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAAATGCACTAATGTCACTAAAAATAATAGTAGTAGTACTACCACTTCT----
-------------------------------------------------------------------------
----------------GCCCCTAACACCACTGCTCAAGGGGAACTGATGGGAGATGGAATAAAA---
AACTGCTCTTTCAATGTTACCGCAGGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAAGTTGATATAGCACCAATAGATGAT----------
-------------------------------------------------------------------------
-------------------------
AATGGTAGCTATACATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACGTTCAAT------GGAAAAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGACAATTTCACAGACAAT---------GGTAAAGCCATAATAGTACAGCTGAAA----
-----------GAACCTGTGAAA---------ATTGATTGCATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCCATA------------GGACCAGGAAGGGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACATGCCTATTGT---AACCTCAGTAGAGAA---
GAATGGAATAAGGCTTTAAATCAGACAGCCAAAAAATTAGAA---------------GAACAATTTGCA----
-----------------------------------AGTAAAACGATAGTTTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAAAATAAATCTCTGGAGGCCATTTGG------GGA------
AACATGACCTGGAATCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---



TCCTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACTTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATCACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>EF514711 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTTCTTTACATTGCGCTGATTTGAATAATACTAATAATTTGAATGCTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAGCGGGGGGATGATGGAAAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAGGGTGCAGAAGGAATATGCATTT---TTTTATAAACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGTTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGATAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGCAAAGCA---TTT------TACACAACAGGACAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATGACACTTTAAGACAGATAGTTAAAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------GAAAATAGAACAGTAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCCGTGGAAAGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGATAATTACACAAGCTTAATATAC---
AACTTACTTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATATTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACTGATAGGGTTTTAGAACTATTACAAAGAACCTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACACGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF514712 
GCT---ACA------------------------------------------
GAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAATTACTATTGGGA---------AATGTGACAGAAAATTTTACC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAAATA---
ACCCCACTCTGTGTTACTTTAGATTGCATTGATGTAAAGAATGATACTAATACCACTAGTAGTGGCGGG----
-------------------------------------------------------------------------
-------------------AAAGAATCTAATGCCACTAGTAGTAGCGAGGGAGGAGACATGAAA---
AACTGCTCTTTCAATATCACCACAACCATG------------------------------
GATAAGGTGCAGGAAGAACGTGCAATT---



TTTTATAACCTTGATATAGTACCAATGGATGATAATAATAAGACT----------------------------
--------------------------------------
AGAACTGTTAGTAATGAGACTAGTAGGAATAGTATCAGATATAGGCTGATAAGTTGTAACACCTCAACCATTA
CACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCTGCCAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GATCCTGTAGGA---------ATTAAGTGTATAAGACCCTACAACAAGAGAAGAGAA-----
-AGGATACGTATA------------GGAATAGGGAGAACA---TTT------CAGACAACAAGAACA------
---------GTAGATGGAGATATA------------AGAAAAGCATATTGT---ATTCTTAATGGAACA---
AAATGGAACGACACTTTAGCACAGATAGCTAAAAAATTAAAC---------------GAACAATATAAT----
-----------------------------------ACTAGTAAAATAATCTTTAGT------
AGCTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTACTGTGCCTTGGGATGCTGCCTGGAGT-----------------
----------------------------AATAGATCTCTAGATGAAATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAAGCAAAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGAAATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAACTTGCAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTG---TAA 
>EF514697 
GCT---ACA---------------------------------------------
GACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCACTGATTGGAATGGTACTGCCACTAGTCCTAATGATAATAGCACTA
ATAG---------------------------------------------------------------------
-------------------------TAGTATAGAGGAAACAAGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAGGCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---
TTTTATAAACTTGATATGGTACCAATAGATGATGATAAGACTAATAGCAGCCCTACTACAACTACTAGCTCTA
CTCTGACTTCTAGCAGCGTTACTAATAGCAACTCTAACAGCAGTAATACTACTAGCAACTCTAGCCAATATAG
GAACTATAGGATGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAACTTCACT------GGAAAAGGACCATGTAGCAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAAAATATACTAGTACAGCTGAAA----
-----------GAAGCTGTAGTA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATACAACAGGAGAT------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCGGAACA---
AAATGGAATAACACTTTATACCAAATAGCTAAAAAATTAAAA---------------GAACAATATAAT----
--------------------------------GAAACAAACAAAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCCCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAACATAATATAC---
TCCTTAATTCAAGAATCGCAAAACCAGCAAGAC----------------------------------------
-----------------------------



AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTGCTAGAATTATTACAAAGAATTGGTAGGGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGAGTTTGCTA---TAA 
>EF514701 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GCTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTACTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACGTTAAATTGCACTGATGCGCCAGATGCTAATAATACTACTAACACCACCATTGCT-
-------------------------------------------------------------------------
----------------GGTACTTCCACCACTAATACCCCCATTGTTAGTTCAGGAGAGATAAAA---
AACTGCTCTTTTAATACCACCACAAGCATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTC---TTTTATAAACTAGATGTAGTACAAATAGATGAT----------
-------------------------------------------------------------------------
-------------------
ACTAGCAATAATAGCTATAGATTGATAAGTTGTGATACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAAT
GTAAT---GATACAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGGA------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCGAAAAATATAATAGTACAGCTGAAT----
-----------AAATCTGTGAAC---------ATTACCTGCACAAGACCCAGCAATAATACAAGAAGA-----
-AGTATATCGATG------------GGACCAGGGAGAGCA---ATG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAAAACA---
GAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGG---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CATTCTGCAGGAGGGGACCCAGAAATTGTA---ACGCATAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATAAGATTTGG------AAC------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACTTAATATAC---
AACTTACTTGAGCAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAACTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTCTAAGAATAGTTTTTACT---
ATACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTCTAGAAGCAGTACAAAGAGCTTGTAGAGCT----------------------------
--------TTCCTGCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>FJ694790 
GCA---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGACCAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCATTGATTGCACTAATACCTCAAAGTGCAATACCACTACTAATGCT-
-------------------------------------------------------------------------
----------------ACCAACACCAATAATCCTGCTCCCACAATGGAGACAGGAGAATTAAAA---
AACTGCTCTTTCAATATCACCACAGAAATAAGA---------------------------
GATAAGGTACAGAAGGAATCTGCACTT---
TTTTATAAATCTGATGTAGTACCAATAAAAGATGATAATAATGAGAATAATAGT-------------------
--------------------------------



ACCAATGGGGATGATAATAGTAGCAGCAAGAAAACTAATACCAGATATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAG---
GCCTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGGT------------
GTAGTGATCAGATCTGAAAATTTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------GAGTCTGTACCA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-GGTTTTCGTATA------------GGACCAGGGAGAGCA---GCC------TTTGCACACGGAAAG------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCCTTGATGGAACA---
AAATGGAATAACGCTTTAATTCAGATAGCTAAAAAATTAAGA---------------GGACAATTTGGG----
--------------------------------GAGAATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAAAATCTAACTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACATCATTAATATAC---
TCCTTGCTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAGTTAGACAAATGGGATAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTCTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCATTACTAAGAACTTTCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>EU839597 
GCA---GAA---------------------------------------------
CAGTTGTGGGTCACAGTCTATTATGGAGTACCAGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---AAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTAATGCCACTAATGGTACT-------------------------
-------------------------------------------------------------------------
-------------------------------------GTGGAATTGGGGGGAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAGATGGAGGC---------------------------
AGTAGGAGACAGAAAGAATATGCACTG---TTTTATAACCTTGATGTAATACCAATGAATGATGCT-------
-------------------------------------------------------------------------
-------------
GATAATAATGATAATACTAGCTATAGATTGATACATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACA---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGTTGAAC----
-----------AGCTCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGCACA---TGG------TATACAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAATACTTTAAAACAGGTAGTTGAAAAATTAAGG---------------GAGCAATTT-------
-----------------------------------AATAAAACAATAGTCTTCAAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAACTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTAGGGATTACATTTGG------GAA------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGATAATTACACAGAAATAATATAC---
CAATTAATTGAAATATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATCAATGGGCAAGTTTATGGAATTGGTTTAGTATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---



GTGCTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
ATATCATTGGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGGGTAAGAGTAATTGTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAAGGGCTTTGCTA---TAA 
>EU839596 
GCA---GCA------------------------------------------
GAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTAATGCAAATAATAGTGTCAGTAATTTGACA-------------
-------------------------------------------------------------------------
----------------------------AAATTAGATAAAGAAGAAATAAAAAAAGAAATAAAA---
AACTGTTCTTTC------ACGACACAATTAGGA---------------------------
GATCAGATGCAGAAAGAAAGTGCATTG---TTTTATACATTTGATATAACACCACTAAAAGTTTTTAATGAT-
-------------------------------------------------------------------------
----------
ACTAGTGGTAATGATAATGGTACTTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGCCCAAAGGTAAGCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAGA---GAGGAAGGGTACAAG------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAGT---------TGGAAAACCATAATAGTGCAGCTGAAG----
-----------GACCCTGTAGAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAACA---TTT------TATGCAACAGGAAAA------
---------ATAATAGGAAATATA------------AGGCAAGCACATTGT---AATATTAGTAGAGCA---
AGATGGAATGACACTTTAAGACAGGTAGTTGAAAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAAGACAATAATTTTTAAT------
CGCTCCTCAGGAGGAGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAACGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGATGAAATATAC---
AGATTAATTGAACAAGCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCG------
TTATCATTGGCTGTCAGCTTGCTTGATACTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCCACGTA------CCTACAAGAATAAGACAAGGCCTCGAAAGGGCTTTGCTA---TAA 
>FJ817365 
GCT---GCT---GAA------------------CAA---GCT---GCA---
GAACCATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCACAGAGTACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATACA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCACTGATGACTTGAGGAATGATACTAATAAT----------------
-------------------------------------------------------------------------
----------------------------AGTACTGCTAACATAGTGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGGCATGAGT------------------------------
AAGGTGCAGAAGGAACACGCTCTT---TTCTATAGCCTTGATGTAGTACCAATGAATGCA-------------
-------------------------------------------------------------------------
-------------------AGTAATACCCAATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACGA---
GCTTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAATTTTGAA------GGAAATGGAACGTGTAAAAAT-----------------------



-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGAGCTGACAATATCTCAAGCAAT---------ACTAAAACCATAATAGTGCAGCTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGATCAGGGAGAGCA---TTT------TATACAACAGGGGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTCGAGTA---
AAATGGGAGAACACTTTAGAACAGATAGTTAGGAAATTAAGA---------------GAAAAAGTGGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATAGTAGCTGGAGT-----------------
----------------------------AATAAAAGTGTAGAGGAGATCTGG------GGT------
AACATGACCTGGATACAGTGG---GAAAAAGAAATTGACAATTACACAAAGGAAATATAC---
AACTTAATTGAAATATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGAAATTGGATACATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTTTTACAAAGAGCTGGTAGAGCT----------------------------
--------ATACTTCATATA------CCCGTAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTT---TAA 
>KY658702 
ACT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCTCAAGAGTTAGAATTAGTA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAATGCCACTGCTGCTAAGAATATTACCTCT-------
-------------------------------------------------------------------------
----------------------GATAGAAATAGTAGCTTAACAATAGAAGATGGAGAAGTAAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGACTATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATGAG----------
-------------------------------------------------------------------------
-------
ACCAATGATAAGAATAATAGTAATAGCTATAGATTGATAAATTGTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGTTGTTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAATAATTAGATCTGAGAATCTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAAAT---------ATTACTTGTACAAGACCCGGCAACAATACAAGAAAG-----
-AGTGTACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGC---AATCTGAGTAGAATA---
AAATGGGAGAACACTTTAAAACAGATAGCTAGAAAATTAGGA---------------GAAAAATTT-------
-----------------------------------AATAAAATAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---TCTCACACGTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTAGCTGTAGAAAGATACCTAGGCGATCAGCAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACGCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCATAGTCAGATTTGG------GAC------
AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTCAAAATTACACAGGCACAATATAC---
ATCTTACTTGAAAAGGCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
ACAAATGAAAAAGAATTATTAGAATTGGATGAGTGGGCAAATTTGTGGAATTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTAGCT---
GTAATTTCTATAGTG---------AACAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTTGATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTAAGAAGACTTTGTAGGGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCGTTGGTA---TAA 



>AY173960 
ATT---AGT------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCAGTCTGTGTTACCTTAAACTGCAATAATTCTAAGTTTATAAATAATCCTAGTGTTAATACTACT----
-------------------------------------------------------------------------
-------------------GGACAAAATAATGCTAGTTTGAGACAGATGGAGGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCGCAGGCCTAAAA---------------------------
GATAAGGTGCGAACAGAACGTGCATTC---TTTAATAGACTTGATGTAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
-------------------
GGTAATACTACAAAATTTATGTTGAGAAGTTGTAACACCTCAGCCATCACACAG---
GCATGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGACAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAGCAACAATACAAGCAAA-----
-AGTATACAGTTG------------GTAGGGGGGAGTGCA---TTG------TATGCCACAAACAGA------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---GTCCTTGATAAAGCA---
GCATGGAACAAAACTTTAAAACAGGTAGCAATAAAACTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGAAGACATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGAATTAATATAC---
AACTTACTTGAAACATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGTATTATAGAAGCAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC595150 
GTT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAACTTGCACTGATTTGAGAAATGATACTGATAGTGGTGATAATACC-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGCTGGGGAAAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAAGCATAGAA---------------------------
GATAAGAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTAAAAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----



-----------AAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACCTTAAAACAGATAGTTGACAAATTAAAA---------------GAGCAATTCAGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACATAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGTTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAAGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTAATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC595152 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTTGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTGGAAGCATGATACTAATACCACTAGAAATGCT----
-------------------------------------------------------------------------
----------------------ACTAATACCACTAGTAGTAGCGGGAACACGATGGAGATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGACAATGAT-------
-------------------------------------------------------------------------
----------------
AATAGTAGCAATAGTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTCGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
AAATGGGAGGACAATTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTAGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC595154 
GCT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTCCCTGTGTGG---AAAGAAGCAGCC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACACAG---GTACATAAT----------------
--------------GTCTCGGCCACA---CATGCCTGTGTACCCTCAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAGTGTTACTTTAAATAGCACTAATGTTAATGGTACTAATTGTA
AGAATGGTACT--------------------------------------------------------------
-------------------------GATTGTAAGAATGGTACTGGAATGGAGGGAGTAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAAGTAAAGAAAGAATATGCACTT---
TTTTATGCAGTTGATGTAGTACCAATAGACAATGATAATACAAAT----------------------------
-----------------------------------------------------------
AATAGTACTAATAGTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCAATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAGTTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAGAACCATAATAGTACAGCTGAAC----
-----------AAATCTATAGCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACGAGCATATTGT---AMCATTAGTAGAAAA---
GGATGGAATAACACTTTAAAACAGATAGCTGGAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGGGGGGATCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAGTGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCT---
GTACTTTCCATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KC595157 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------GCGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGCTCCTTTAAATGGCAATGATACTTCCCGC----------
-------------------------------------------------------------------------
----------------------------ACTGATAATCTTAAGATGGATGAAGGAGAAATAAAA---
AACTGCACTTTCAATGTCACCACAAACATGAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACAATGATAAT----
-------------------------------------------------------------------------
----------
AGTAGCCAGAGTAACTATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTAGACAG---
GCCTGTCCAAAGGTATCCTTCGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTGAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGAAAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTTTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACACT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGCGCA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGGA---



AAATGGCATAATGCTTTAAAACAGATAGTTAAAAAATTAAAA---------------GAAAAATTTGGG----
--------------------------------AGTAATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCACTGGATAAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAC---
TCCTTACTTGAAGAGTCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGTTATTGGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTGTAGTG---------AAAAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAACTTGCTCAACGCCGCGGCCATAGCAGTAGCTGAG---
GGAACAGATAGAATTGTAGAAGTAGTACAAAGACTTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAG 
>KC595160 
GCT---ACA------------------------------------------
AAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTTAATACCACTAGTTGGAGGAATGCTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAGCGGAGAAAAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGGCAAT----------
-------------------------------------------------------------------------
----------------------
GAGACTGGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAATT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAACACTTTACAACAGATAGTTATAAAATTAAGA---------------GAACAATTAGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
-------------------------AATAATAAATCTATGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>KC595161 
GGT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAC---------AAGGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGCACTGACTTGAAAAATGATACTAACAGTGGTAATGCCACTAGTAATA
AT-----------------------------------------------------------------------
----------------------GCCACTGGTAGTAGCTGGATGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAGGAATATGCACTT---TTTTATAAAGTTGATGTAGTACCAATAAAAGGTGAT-------
-------------------------------------------------------------------------
----------
AATAATAGCCATGATAGTAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGATCCCATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------ACATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGATCA---
GAATGGAATGAAACACTAAGACAAATAGCGGTCAAATTAAGA---------------GAACAATTCGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAACCTGCAGGGGGGGACCCAGAAATAGTA---ATGCACATTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACCGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAGTTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATTAGACAGGGAGCGGAAAGGGCTTTGCTA---TAA 
>KC595162 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGGTACTTATACCACTAGTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAGCGGGAGACCGATGGAGGAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
AATAAGGTGCAGAAAGAACATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------
GATAATAGTAATAGTAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACCCATGGCATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAC---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTAGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCATATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC595163 
GTT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACTCTATTCTGTGCGTCAAATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCACTCCACAAGAAATAGTGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAATTTGCACTGATTGGGATGGAACTTGTAAAAATGGTACTAATAGTAATAATG
GAACTTGTGAAAATGCTACTAATAGTAATAGTACTACT---------------
AACCATACTAACCATACTACTACTAACCATACTACGGGTAACCATACTGCGGGTGTGGGAAAGATAGAGAAAG
GAGAAATGAAA---AACTGCTCTTTCAATATCACCACAAACATGAGA--------------------------
-GATAAGATGCAGAAAGAATATGCAATG---TTTTATAAGCTTGATTTAGAACTAATAGATAAT---------
-------------------------------------------------------------------------
-----------------------
GATACTGCTAGCTATAGGTTGATAAGTTGCAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
GTAGTAATTAGGTCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGAGCA---
AAATGGGATAAAACTTTAAGACAGGTAGCTCACAAATTAACA---------------GAACAATTC-------
-----------------------------------AATAAAACAATAGTCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---AAGCACATGTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAAATTTGG------GAC------
AACATGACCTGGCAGGAGTGG---GAAAAAGAGATTGACAATTACACAGATTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGAATTCGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGAACAGACAGGATTATAGAAATATTGCAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGAGCGGAAAGGGCTTTGCTG---TAA 
>KC595165 
GCT---GCA------------------------------------------
AAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATTAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTGGAATAATACTAATAGTGGTAACACTACTACT-------



-------------------------------------------------------------------------
----------------------AATAGTAGTAACTGGGGAAAGATAGAGACAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCCTGAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAGAAGCG----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GACCCTGTACAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGGAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGAGCA---
AAATGGAATGACACTCTAACACAGGTAGTTGAAAAATTAAGA---------------AAACAATTTGGG----
--------------------------------GAGAATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---CTGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AACTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACTGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAATAAGACAGGGAGCGGAAAGGGCTTTGGTA---TAA 
>KC595197 
GCT---ACA------------------------------------------
GAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------GTGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTACTATAACAATGCTACTAATGCAAATAGTAGTAGT----
-------------------------------------------------------------------------
-------------------------------------------GTAGAGAAAGGAGAAATACAA---
AACTGCTCTTTCAATATCACCACAAACATAAAA---------------------------
GATAAAGTACAGAAAACTTATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGCC-------
-------------------------------------------------------------------------
----------------------------
AGCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCCAAAGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATACGAAGTTCAAT------GGAAAAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAAATAAT---------GCTAGGACCATAATAGTACAGCTGGAA----
-----------CAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATA------------GGACCAGGGAAAGCA---TTC------TATGCAGCAAGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCATTTTGT---ACCATTAATAGAACA---
GAATGGAATAACACTTTAGGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCGCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAGGCTATTTGG------GAC------



AATATGACCTGGATGCAGTGG---GAAAAGGAAATTAGCAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGACAAATGGGAAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTGGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTCGTTTGACGCTATAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGATTATAGAAGGGTTACAAAGAATTTGTAGAGCT----------------------------
--------CTTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>KC595202 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACTTTAACTTGCACTGATTTGAATTCTACTAATACCAATAGT----------------
-------------------------------------------------------------------------
----------------------------AGTAATGGGAAAACGATGGACAGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
AATAAGGTGACGAAAGAACATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAAGGAT----------
-------------------------------------------------------------------------
----------------------
GGTACTAGTAGCTATAGGTTGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAGCCTTTGAACCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCACGGACAAT---------GCTAAAACTATAATAGTACAGTTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGAAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTGGAGAA---
CAATGGAGTAACACATTAAGACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTACTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAGAATTTGG------GGT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATGAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTGCC---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGGTAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC595203 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATCGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGTGGAATAATACTACCAATGGGACTAATATTGCCGAA-
-------------------------------------------------------------------------
-------GGGAATAATGCTATCAAGAATAGTAGCGAGGAAATGATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------



GATAAGGTGCAGAGAGAATATGCAACT---TTTTATAAACTTGATGTAGTACCAATAAAAAATGAT-------
-------------------------------------------------------------------------
----------------
AATAGTGCTGATAGCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGAAGTTTAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTCAGAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GAATCCATAAAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAAAGTA---TTC------TATACAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAAAGCA---
AAATGGAATAACGCTTTAAAACAGATAGCTATAAAATTAAGA------------GAAATTGAACAATTTGAG-
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ACGCATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAACTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAGTGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGGCAATTACACACACTTAATATAT---
ACCTTAATTGAAGCCTCACAGAGACAACAAGAG----------------------------------------
-----------------------------
AAGAATGAGTTGGACTTACTAAAATTGGATACATGGGACAGTTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACACTACAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGGGCT----------------------------
--------ATCCTTCACATA------CCTGTAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KC595158 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGAGAATAATAATACTACCACTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCTGGGAGAAGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAAATATGAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---
TTTTATAAGCTTGATGTAGTACAAATAGACACTGAGAATCGTAGC----------------------------
-----------------------------------------------------------
TCTAATGGGAACAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAAGTGAATCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTGAATGGCAGTCTAGCAGAAAAGGGG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCCTAATAGTACAGCTGAAC----
-----------AAATCTATAGCA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GACTGGAATGACACTTTAAAACAGATAGTGGAAAAATTAAGA---------------GAACACTTCAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAAATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTACCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGGTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTTTAGAAGCATTACAAAGGGCTGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGAGCTTTAGTA---TAA 
>KC595168 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTATTGGGA---------AATGTGACAGAAGACTTCAAC----------------
--------------------------ATTTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTAATGCTCGGAGGAATGCTACTAATACCACTGATGCTCGGAGC-
-------------------------------------------------------------------------
-------AATGCTACTAATGCCAATAATAGTAGCAGGGGAATGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAGGATGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGAGAATGAG-------
-------------------------------------------------------------------------
----------------------
AACAGTAGCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTTGAG------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGACAATATCACGGCCAAT---------ACTAAGACCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCAGAGCA---
CAATGGAATAACACTTTAAGACAGATAGTCCTAAAATTAAGA---------------GAACACTTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAACAGAAATTGACAATTACACAAGCATAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTACCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCGATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGATCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGCTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC595190 
GCT---GTA------------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGAGTTGAGGAATAGGAATACTACTAACACTAAT-------
-------------------------------------------------------------------------
-------------------------------------AGTAGTTGGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------GGTAGGGTG---
CAAGGATCTGCACTC---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----ACTAATAATAATACTAGATATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTAGTAGAGTA---
AAATGGAATAACACTTTAAGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGATCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAGTATATTTGG------GAA------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAACATAATATAC---
ACCTTAATTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTGTTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTACTATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCCGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATTCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KT200351 
GCT---GAA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTCTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAATGGGGAAATGAAACTAAATGGGTAAATGAAACTATAT
AAAGAAATAGA--------------------------------------------------------------
----------------------------ACTATTAACAATAGTAGTATGAAAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAATTTAAGG---------------------------
GACAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTACTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GCAAAAACCATAATAGTGCAACTAAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAACA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTACTATAGAA---
AAGTGGAATAACACTTTACATCAGATAGTTAGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTCAG---
AATTCACCCTCAGGAGGAGACCCAGAAGTTGTA---ATGCATAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAGTGAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAACTACACAGACATAATATAC---
ACCCTACTTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAACTTGCTTAATACAACTGCTATAGCAGTAGCTGAA---



GGGACAGATAGAATTTTAGAATTATTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGAAGAATAAGACAGGGCTTTGAAAGGAGCTTGCTA---TAA 
>EU786676 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCAGTTGAATGCTAATTATACT-------------------
-------------------------------------------------------------------------
-------------------------------AATAATAATAGCTGGAAAATGGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGT---------------------------
GATAAAGTGCAAAAAAACTATGCATTG---TTTTATAAACTTGATTTAGTACAAATAGACAAT----------
-------------------------------------------------------------------------
-------------------
GATACTAGTGGGAACTATAGGGTGATAAGTTGCAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAATATCCTTTAAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGAAAATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGAAAATATCACAAACAAT---------GCTAAAACAATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAT------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGTA---
AAATGGAATAACACTTTAAAAAGGATAGCTGCAAAATTAAGA---------------GAACAATTTATG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
AGCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATATGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAAACGTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTCTAGAACTATTACAAAGAATTTATAGAGCT----------------------------
--------ATTATTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC595196 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGAGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTGAATTGCACGGATTTGGGGAATGCTACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAACGAGGGAATGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAGGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCACT------GGAAAAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTATGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAACTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATCCCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACCTTAGTAGAAAA---
GCATGGGATAACACTTTAAAACAGATAGTAGAAAAATTAAAA---------------GAACAATTCCCG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCTTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCCAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACACATCTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATTCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTA---
GTGCTTTCTATAGTA---------AACAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU786678 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAAGAATAATACCAATACCAATAGCACTACC-------
-------------------------------------------------------------------------
----------------------ACTAGTAGTCCCGAGAGTCCACTGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GAAAATGATAGTTTTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAATAACCTTTGAACCAATTCCCATACATTATTGKGCCCCAGCTGGTTTTGCGATTCTAAAGK
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACATCTGAAT----
-----------GAAACTGTAAAC---------ATTACTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGCATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGCT------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTACATCA---
CAATGGAATAACACTTTAAAACAGATAGTTGCAAAATTAAGA---------------GGACAATTTGGG----
-----------------------------------AATAGAACAATAGTATTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGACCAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATAGACAATTACACAGGCATAATATAC---
AACCTAATTGAAATATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGACAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGTAGTAGGAGAG---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAACTGCTCGAGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>EU786680 



GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGAGTACCAGTGTGG---AAAGAAGCAACC---
ACCACGCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATCGGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTAATACTACTAATATTAATGTC----------------------
-------------------------------------------------------------------------
----------------------------------ACTGATAGTGGTATGATAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGCAGTAAGA---------------------------
GATAGGGTGCAGAAACAATATGCACTT---TTTTATACACTTGATATAGTACCAATAAGCACTGAG-------
-------------------------------------------------------------------------
----------------
AATGAGAATTATACAAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATCAGACATTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAA---GAG------------
GTAGTAGTTAGATCTGAAAATTTCACAAATAAT---------GCCAAAACCATAATAGTGCAGCTAAAT----
-----------GAATCTATAGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTA------TATGCACAA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGCACA---
AAATGGAATAACACTCTAGGACAGGTAGTTAAAAAATTAAGA---------------GAACAATTCGGG----
-----------------------------------AACAAAACAATAATTTTTAAT------
CAGACCACAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGAGCAGATATGG------AAT------
AACATGACATGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGGCTTAATATAC---
AACCTAATTGAAAGTTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATCACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACACTGTAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAGGCATTGCAAAGAATTTTTAGAGCT----------------------------
--------ATTACCCACATA------CCTACAAGAATAAGACAGGGATTGGAAAGGGCTTTACTA---TAA 
>HQ236609 
GCT---GAA------------------------------------------
GAAAAATTATGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAACAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAATTTGATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACCTTAGATTGCACTGATTTTGGAAATACTACTAATACTACT----------------
-------------------------------------------------------------------------
----------------------------------AGTACAACAATGGAAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGATATAAGA---------------------------
GATAAAATGAAAAAAGAATATGCACTT---TTTTATAATCTTGATATAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
-------------
AATAATAATAATAGTAGTAACTATAGGTTGGTGAGTTGTAATACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAT---GATAATAAGTTTAAT------GGAACAGGACCATGTACAAAC-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTTGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAC------------
ATAGTAATTAGATCTGAGAATCTCACGGACAAT---------ACTAAAACCATCATAGTACATCTGAAT----
-----------AAATCTATAGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-AGTATACATATG------------GGACTAGAGAGAGCA---TTT------TATACAACAGGAGGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
CAATGGAATAACACATTAAGTCAAATAGTTAAAAAATTAGGA---------------GAAAAATTCAAA----
-----------------------------------AATAAAACAATGGTCTTTAAT------
CAATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAAAGAAATATGG------GAT------
AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACACAATTAATATAC---
AACCTGATTGAAGAATCCCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGAATTTGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATCTCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCAATTAGCTTGTTTAATGCCACAGCAGTAGCAGTAGCTGAG---
AGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>FJ817366 
GCT---ACA------------------------------------------
AACAATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGAAGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACAAATATCAATAGTACTAATAGTACCAATAATACT----------
-------------------------------------------------------------------------
----------------------AGTAGTAATAGTAAAATGGAAGAGACAATAGGAGTAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATCAGA---------------------------
GATAAGGTGAAAAAAGAAAATGCACTT---TTTTATAGCCTTGATCTAGTATCAATAGGAAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGCCCAAAAGTATCTTTTGATCCAATTCCCATACATTATTGTGCTCCTGCTGGCTTTGCGATTCTAAAGT
GCAGG---GATAAAAAGTTTAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAGGAAGAA------------
ATAGTAATTAGATCTGCCAATCTCACAGACAAT---------GCTAAAACCATAATAATACAGTTAAAT----
-----------GAAACTATACAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATACCTATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGAAAAGCATATTGT---AACATTAGTGCAACA---
AAATGGAATAACACTTTAAGGCAGATAGCTGAAAAGTTAAGA---------------GAGAAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAGTTGTA---AGGCACACTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTTATAATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAAACTTAATATAC---
AACTTAATTGAAGAATCGCAGAGCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAGTTGTTACAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTACT---
GTACTTTCCATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTCGCTGTTAGCTTGCTTAATACCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>GQ372988 
GCT---GAA---GTA---------------------------------
CAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GCACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAATCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTCCGTATTATACCAATGTTACCAATAATACCAATAATAATACCA
CT-----------------------------------------------------------------------
----------GTTGCCAATACCAATAATAGTAGTGGGTTAGAAGGGATAACGGGAGAACTAAGA---
AACTGCTCTTTCAATGTCACAGAGGAAATAAAC---------------------------
AAGAAGATGCGAAAAGAATATGCAATT---TTTAATGAAATTGATATAGTAAAAATAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
GAAAGCTATATGTTGAAAAATTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGGAGTTCAAT------GGAACAGGACCATGTGGAAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTATCAGAAGGAGAT------------
ATAATGATCAGGTCTCAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------CAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATGTA------------GGATGGGGGAGAGCA---TTA------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAGGCACATTGT---AACATTAGTCTAACA---
AAGTGGAACAACGCTTTATACAAGATAGCTCTAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAAAATTTATG------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGCAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATACAATTTGG------AAT------
AACATGACATGGCAGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTGCTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGAATTGGATAAGTGGGCAAATTTATGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTGTGCT---
GTACTTGCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTCGCTGTTAGCTTGCTTAATACTACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAACACAAAGAATTGGTAGAGGT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTA---TAA 
>FJ670531 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAGAT---
GCCATTCTATTTTGTGCATCAGATGCTAGAGGATATGGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAGCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTAAATTGCACTGATGTGGGGAATGTTACTAATATCAATAATGTTACTAAT----
-------------------------------------------------------------------------
-------------------ATCAAGAATAGTAGCGAGGAACTCATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGGCAATGAT-------
-------------------------------------------------------------------------
----------------
AATAATACTAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTATAGCA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGAAGAGCG---TTT------TATGCAACAGGAGAT------
---------GTAATAGGAGATATA------------AGAAAAGCATATTGT---ACTGTTAATAGAACC---
AACTGGAACAGAACTTTACAACTGGTAGCTGAAAAATTAGGA---------------GAACAATATAAA----



-----------------------------------AATAAGTCAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAATAAG--------------
-------------------------AATAATAGATCTCTGGAGGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCATAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTGTTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCACAATGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATATTACAAAGGGTTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ853620 
GCT---ACA------------------------------------------
GACAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAGGAG---ATACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCTTA---CAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTACAAGGGAAATGCTACTAATCTA----------------
-------------------------------------------------------------------------
-------------------------------AATAATAGTAGTTTAGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAAGGTCACCACAAACATAAGA---------------------------
GATAAGTTACAGAAAACATATGCACTT---TTTTATAGACTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATAACAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCCAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGACAATATCACAGATAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------CAATCTGTAAAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTC------TATGCAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GAATGGAATAACACTTTAGGACAGATAGTTGAAAAATTAAGG---------------GAAAAATTTAGC----
-----------------------------------AATAAAACAATAATCTTTAAC------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTCAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCGCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGGGCTATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAAGGAAATTAGCAATTACACAAACTTAATATAC---
AACCTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGTTTGATGCTTTAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGATTATAGAAGGGTTACAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>KT200349 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAATCCTGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTG------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGTTAATACCACTAGT-------------------------
-------------------------------------------------------------------------
----------------------------AGTGGCGAGGAAATGGTGGAAAGAGGAGAAATAAAG---
AACTGCTCTTTCAACATCACCTCAGACATA---------------------------------
AAAATGAAGAAAGAATATGCACTT---TTTTATGACCTTGATGTAATATCAATAGAGAAT-------------
-------------------------------------------------------------------------
-------------------AGTAGTACTAGCTATAGAATAAGAAGTTGTAATACCTCAGTAATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGCAGTTCAAT------GGAACAGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTGCAACTGAAG----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGTGCA---TTT------TATACATCAAAT---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGTACA---
AAATGGAATGACACTTTACGTGAGATAGCTAAAAAATTAAGG---------------AAACAATTTGGG----
-----------------------------------AACAAAACAGTAATCTTTAAT---
CAAACCACAAAAGGGGGGGACCCAGAAATTGTG---ATGTTCACTTTTAATTGTGCAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGATTATATTTGG------GGT------
AACATGACCTGGATGGCGTGG---GAAAGAGAAATTGACAATTACACAAGCTTGATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGGATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGCTCAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGTGCAGAAAGGGCTTTGATA---TAA 
>KT200354 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTCCCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAAGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAGATTGCTTTGATGTGGATACCAATAAAACTAAGAATCAGACTGAT-------
-------------------------------------------------------------------------
-------GGGGGTGGGAATAATACTAGTATTGAGGGGGGAAAGATGGAGAGAGGAGAACTGAAA---
AACTGCTCTTTCAACATCTCCACAAGCGTAAAA---------------------------
GATAAGTATAAAAAAGTATATGCACTT---TTTTATAAGGCTGATGTAGTACCAATAGATGGA----------
-------------------------------------------------------------------------
----------
AATAATAATAATAATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCATGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAC---AATAACACATTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ATAGTGCAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAC----
-----------AAGTCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGACAAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
GAATGGAATAAAACTTTAGAACAGGTAGTTGATAAATTAAGA---------------AAACAATTTGGA----
--------------------------------AATAATAAAACAATAAGCTTTAAG---
CCACCACCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAATTTTAATTGTCAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAGGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGGGT-----------------



-------------------------CGTAATAGATCTTACCAGGAAATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGGCAATTACACAGACTTAATATAC---
TCCTTGCTTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAATTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT200358 
GCT---AAA------------------------------------------
GAAAAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATTAGTCTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTTTAAATTGTACTAATACTAACAAGAATGCTACTAACGTCACTAATAGT-------
-------------------------------------------------------------------------
-------------------------------------GATTGGGAAGGAAAGGAAGAAGTAAAA---
AACTGCTCTTTCAATGTCACTGCAGGAATAAAG---------------------------
GATAAGGTACAGAAAGAATATGCACTG---
TTTTATAAACCTGATGTAGTACCCATAAAAGATGATGATACTAAT----------------------------
-----------------------------------------------------
ACCACTAATACCACCTATAACACCTACAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---AGTAAGACGTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAACATCACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAATG---------ATTAATTGTACAAGACCCAGTAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTAGACCA---
CAGTGGGATATGACCTTAAAACGTATAACCACAAAATTAAGA---------------GGAAAATTTGGG----
--------------------------------GAAAATAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAAGATCAACAGCTCCTAAAGATTTAAG
GTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAAATGCGATTTGG------GAT------
AACATGACCTGGAACCAGTGG---GAGAAAGAAATTAGCAAGTACACAGGAGTAATATAC---
ACATTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTAGTTTGATATAACAAGCTAGC
TGTAGTATATAAAAATATTCATAATGATAGTAAGAAGCTTAGTAAGTTTAAAAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTCGCTGTTAACTTGCTCAATGCCACAGCTGTAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGATTTTACTA---TAA 
>FJ853622 
GCT---ACA------------------------------------------
GATAAATTGTGGGTCACAGTGTATTATGGGGTACCTATATGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGTTTTAAATTGCACTAGTGTGAATAACACTGCTTATGTG-------------------
-------------------------------------------------------------------------
----------------------------------AATAAGACTGAAGAAGAGAAAGAAATGAAA---



AACTGCTCTTTCAATATCACCTCAAGAGTAGGA---------------------------
AAGGGATTGCAGAAAGAGTATGCACTC---TTTTATAAAGTGGATATAGTACCATTAGATATT----------
-------------------------------------------------------------------------
----------------
AATAATATTAGTAATACTTATAGGTTGATAAAATGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACGAATAAT---------GCTAAAACTATAATAGTACAGCTGAAG----
-----------GAACCTGTAAAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACCTA------------GGAGCAGGGAAAGCA---ATT------TATACAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTTGGGAA---
GACTGGAATAAAGCTTTAAACCAGACAGCTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTATCAG------
AATTCCTCAGGAGGGGACTCGGAAATTGTA---ATGCACAGTTTTAATTGCGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAARGAAATTAGCAATTACACAAGCTTAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTATACAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGCATTGTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGTTA---TAA 
>GU362883 
GCT---GCA------------------------------------------
GACAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAAACCACAAGAATTGGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTCTAAATTGTATAGATTATCAGGGGACAAATACAACTAATGTC-------------
-------------------------------------------------------------------------
----------------------------TCTACCCCTACAACAACTGGTGCCCAGGAAGTGAAA---
AACTGTTCCTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTGTATAAACTTGATCTAGTACAGTTAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAACAGTTATAGGTTAATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCTCTTCCAATACATTATTGCGCCCCGGCTGGTTTTGCTATTCTAAGGT
GTAAC---AATAARATATTCGAT------GGAAGAGGACCATGTAAAAAT-----------------------
-GTTACC---ACAGTACGATGTACACATGGAATTAAGCCAGTATTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTCGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAATTTCACAAATAAT---------GCTAAAACCATAATAGTACAACTGAAA----
-----------GAGCCAGTAGAA---------ATTAATTGTACAAGGCCCAACAACAACACAAGAAGA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TACGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGGCAGGCACATTGC---AACGTTAGTAGAACA---
GCTTGGAAAACAACTTTGAACCAGACAGCTACAAAATTAAGA---------------GAACACTTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCAGGATCAGATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GATAGAGAAATTAATAATTACACACAATTAATATAC---
TCCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------



-----------------------------
ATAAATGAGAAAGACTTATTGGAATTGGATACATGGGCAAATTTGTGGAATTGGTTCAACATATCTAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTACTCAACGCCGCGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTGGGAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU362886 
GCT---GAT------------------------------------------
GACAACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACATTATTTTGTGCATCAGATGCTAAATCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAAATTAGAA---------AATGTGACAGAGAGATTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGATCAGATGCACGAAGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAATTGAATAGTACTAAAACC----------------------
-------------------------------------------------------------------------
----------------------------------AATGTTACACTAGATAGAGAGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATACAAAAGGAATATGCACTT---TTTTATAAACTAGATATAGTATCAATAGATGAG----------
-------------------------------------------------------------------------
-------------------
GATAAGAATAATACATATAGGTTGATAAGTTGTAATACCTCAGTCCTTACGCAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCAATTTTTAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGAGACTGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAGAACCATAATAGTACATCTGAAT----
-----------GAATCAGTGCAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAACA---TTC------TTTGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATAAGTAAAACA---
CAATGGGATGACACTTTAGGAAAGATAGTTAAAAAATTAAGA---------------GAACAATATAGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTATAGGAGCAATTTGG------GAT------
AACATGACCTGGCAGGAGTGG---GAAAAAGAGATTGACAATTATACAGACATAATATAC---
AGCTTACTTGAAACTTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
CTAAATGAACAAGAATTATTGAAATTGGACACGTGGGCAAGTTTGTGGAATTGGTTTAGTATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTACT---
GTGCTTTCTATAGCA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTATCAGCTTGTTCAACGCCACAGCTGTAACAGTAGCTGAA---
GGGACAGATAGGATTCTAGAAATAATACAAGTAGTTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>JX140656 
ACT---GTA------------------------------------------
CAAAGTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAT---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGTGACTGAGAATACTGTTGAAAACAATACT----------
-------------------------------------------------------------------------
----------------------------------------------ATTAATGGAGAAATAAAA---
AACTGCTCTTTTAATATCTCCACAGAAATAAAA---------------------------
GGTAAGACACAGAGAGAACGTGCATAT---TTTTCTAAACTTGATGTAGTACCAATAGATAATAATGGTAAT-
-------------------------------------------------------------------------



----------------
AATGCTAACAATACAAGCTATAGGCTAATACATTGTAACACTTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GACAGGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAAAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACAAATG------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTTAGTAAAATA---
GAATGGGAGAAAGCTTTAAACCAGACAGTTAGAAAATTAAGG---------------GAACATTTTAAA----
-----------------------------------AACAAAACAATAAGCTTTAAT------
TCATCTTCAGGAGGGGACCCAGAAATTGTA---ATGTACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
-------------------------AATAATAAATCTTTAGATTATATTTGG------AAT------
AATATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATCACACAAACTACATATAC---
ACCTTAATTGAAAAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGTATATCCAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTATGGCT---
GTACTTTCTGTAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>GU362881 
GGT---GAA---------------------------------------------
GACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCTCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTATAAAAATGACATGGTAAGACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTC---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGTGCTAATGTTACTGATACCAATAGT----------------------
-------------------------------------------------------------------------
-------------------------------------ATCAATGAAATGCGAGAAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGTGGAGGA---------------------------
AGTAAGAGGCAGAAAGAATATGCACTT---TTTAATGATCTTGATTTAGTAGGGAGTAGCGAT----------
-------------------------------------------------------------------------
----------------------------
ACTGGTTATAGGTTGATACATTGTAATACCACAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGACTATGTAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACCCATGGAATTAAACCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGGTCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTGCAGCTAAAA----
-----------GAACAAGTAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAACA---TTA------TATGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTACGGAACATAGTTGCAAAATTAAGA---------------AAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTCAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAAGTGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACTTTAATTGAAAAATCGCAGATCCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGCAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTAAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGTACAGAGACTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCAAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTACTA---TAA 
>GU362885 
GCT---GTA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAGTGCACTGACGTGGGGAATACTAGTAATGCCAATAATATTACC-------
-------------------------------------------------------------------------
-------------------AATAGTAGTAGCTGGGGAGAGCCAATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACTTCAGGCATAAGA---------------------------
GATAAGATGCAGAGGGAATATGCACTT---TTGTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AGCAYAAATAGTACAAACTATAGATTGATAAATTGTGACACCTCAATCATTACACAG---
ACCTGTCCAAAGGTAAGCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCAATGCTAAAAT
GTAAT---GATAAAGAGTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAC------------
ATAGTAATTAGATCTGAAAATTTCACTGATAAT---------GCTAAGACCATAATAGTACAGCTGAAG----
-----------GAACCCATAGAA---------ATTAATTGTACAAGACCCTATAGCTATACAACAATA---
AGAAGGATACGTATA------------GGACCAGGGAGAGCA---TTT------ACA---ACAGGA-------
-----------AGCGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTCAGGCA--
-ATATGGAATAAAACTTTAAAAGGGATAGTTGAAAAATTAAGA---------------AACCAAGTTGGG---
------------------------------------AATAGAACAATAGCCTTTAAC------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGCTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTAGCAGTTATACAAATGTAATATAC---
AACTTAATTCAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCC---
ATACTTTCTATAGTG---------AATAGAGTCAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTTAACGTCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATATTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC473842 
ACT---GCA------------------------------------------
GAGAACTTGTGGGTCACAGTTCATTATGGGGTACCTGTGTGG---AAAGAAGCGAGC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTACAACAAATGCATGATGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAAGTAAGCTGCACTAATAGTACTTCTTCTAATAATACTGCTT
CTAATAATACTTTA-----------------------------------------------------------
-------------ACGTGCAATGATACTATAGGGGGGCAGGGCTGGGCGAAAGAGGAAATAAAA---
AACTGCTCTTTCAATGCCACCAAAGGAATAGGA---------------------------
GATAAGGTGCAGAAAACATATGCTCTT---TTTAATACGCTTGATGTAATGCAAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTAATAAATTGTAACACCTCAGTCATTAGGCAG---
ACCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT



GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTATCTGAGGAAGAG------------
GTAATAATTAGATCTAAAAATCTCTCTGACAAT---------GCTAACACCATAATTATACAGCTGAAT----
-----------AAGACAGTAGTA---------ATTAATTGTACAAGACCCGGTAACAATACAAGAAAA-----
-AGTATATCACTA------------GGACCAGGGAGAGTA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---AACATTAGTCAAGCA---
GATTGGAATGAAACTTTAACATGGATAGCCATAAAATTAAGA---------------GAAAAATTTAAC----
-----------------------------------AATAAATCAATAACCTTTAGG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACGTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCATGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACATACAATCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACATCAATAATATAC---
GACTTGATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGAGATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTATAGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAATTTGCTTAATACAACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTACTAGAATAAGACAGGGCGCAGAGAGGGTTTTGCTA---TAA 
>KT200353 
GCT---ACA------------------------------------------
GAAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
GCCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACCATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGACCAAATGCAGGAAGATATA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTGATGTCACAACTAACAAGACTAGTAATGCTACTCAA-------
-------------------------------------------------------------------------
-------------AATAGCAACAATAGTGAGACAGGGAGAATAATGGAAGAAGGAGAAATAAAA---
AACTGTTCTTTTAATATTTCCACAAACATAGCA---------------------------
GACAAGAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGATGGT-------
-------------------------------------------------------------------------
----------------------
AATAATACTAGTTATAGGATAATAAATTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATCAAGT
GTAGA---GATGAAAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAAACCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAA------------
ATAGTAATTAGATCTGAAAATTTCTCAAACAAT---------GCTAAAATTATAATAGTGCAGCTGAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAACA---
AAATGGAATAACACTTTACTACAAATAGCTAACAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAGACCATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTCATATAC---
ACCCTACTTGAAGATTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCATGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCCATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATCAGCTTGCTGAATGCCACAGCTATAATAGTAGGTGAG---



GGGACAGATAGGATTCTAGAAGCAATACAAAGAGCTTATAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGTTTTTGCTA---TAA 
>KT200355 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACACAAT----------------
--------------GTTTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAAATGAAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTCTAAATTGCACGGATGTAAAGAGGAATGCTAATATGACTTGTTGGGAA-------
-------------------------------------------------------------------------
----------------------AATGGAACAAATCTGCTGAATAATATTACCAGGGACATGAAA---
AACTGCTCTTTCAACATCACCGCAGGCATAAGA---------------------------
GATAAGGTGCAAAGAGAATATTCACTT---TTTTATAAAGGTGATATAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGCTCCTATAGGGTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAT---GAGAAAAATTTCACG------GGAAAAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GTTAAAACCATAATAGTACAGCTGACA----
-----------GAACCTGTAAAT---------ATTACTTGTGTAAGACCTGGCAACAATACCAGAAGA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGCACAA---
AAATGGAATAGCACTTTACAAAAGATAGTTGAAAAATTAAGA---------------GCACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTCCAG------
AAACCCTCAGGAGGGGATCCAGAGATTGAA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTACAGGATCAACAGCGCCTGGGGCTTTGGG
GCTGCACTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAATAATTACACAGACTTAATATAC---
ACTTTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTCGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGTTTGATGCTATAGCTGTAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTACTA---TAA 
>KT200356 
GCA---GAA---------------------------------------------
CAATGGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACAAGAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAAGCTTGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACGGAGGTTAATTCAAATAGTACGGGGGGGGCT-------------
-------------------------------------------------------------------------
----------------------------AATTTAACTAGTAGCAGAGAAAGTTCAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
GATAAAGTGCAGAAAGAATATGCACTG---ATGTATAAAATTGATGTAGTACCAATAGATAATAATAAT----
-------------------------------------------------------------------------
----------
AATAATACTACTAATAATACTAGATATATGTTGAAAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCAATTTTAAAAT
GTAGA---GATAAGAACTTCAAT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---



CAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATATCACAAACAAT---------GGTAAAACCATAATAGTACAGCTGGAT----
-----------ACACCTGTGCAA---------ATTAACTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCA------
---------ATAATAGGCGATATA------------AGACAAGCATATTGT---AATGTTAGTAAAGCA---
GAATGGAATAACACCTTAAAAAAGATAAGTGAAAAATTAAAG---------------AAAGAATTTCAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAAT--------------
-------------------------AATAAAACAGAGTTAAGCCAGATTTGG------GAT------
AACATGACCTGGAAGGACTGG---GAAAGAGAAATTGGCAATTATACAAATATAATATAC---
AAATTAATTGAGGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCCATTAGCTTGCTCAACACCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KY465967 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCCTCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGATTTGGTA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTCACTTTAAAATGCATGAACATCAATTGCACTATGAAGAATAATACTGCTACTGCTACCC
AGTGTAGTAGT--------------------------------------------------------------
-------GTTAATACCAATATGAGTTATAGCTATAATAGGAGTGGTCTGGAGACAGATATGAGA---
AACTGCTCTTTCAAAGTCACCACAGCAGTAAAA---------------------------
GATAGGGTAAAGCAAGAATATGCATTG---TTTTATAGGCTTGATATAGAACCAATAGAGGGTGAGCAG----
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGCTGATAAATTGTAACACCTCAGCCCAAACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATTCATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAAAAACTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTCCTGTTGAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTACTTAGATCTGAGAATATCTCAGACAAT---------AGTAAAAACATTCTAGTACTGCTGAAC----
-----------AGCTCTGTAGAC---------ATTACTTGTATAAGACCCTCCAACAATACAAGAAAA-----
-AGTATAAGTATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACRTCAGTAAAGCA---
AATTGGACAAACATTTTAAAACAGATAGCTATAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AACAAAACAATAGCCTTCAAA------
AACTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTAGTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATTCAGAGATTTGG------GAT------
AACATGACCTGGAGGGAGTGG---GAAAATGAAATTGACAATTACACAAGCTTAATATAT---
ACCCTAATTGAAGAATCCCATAATCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAACCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGGACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATACGACAGGGCTTTGAAAGGGCTTTGCTG---TAA 
>KT276263 



ATT---GCA---GAA------------------------CAA---CCA---
AAGCCATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGTC---
ACCACTCTGTTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAC---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATATAACTAACAGTACC-------------------------
-------------------------------------------------------------------------
-------------------------------------------ATAGAGGGAAATGATATGAAA---
AACTGCTCTTTCAATGCCACCACAGCCATAAAA---------------------------
GATAAGAAACAGAAAAATTATGCACTT---
TTTAATACACTTGATATAGTACCAATAAATACAATAGATAGTAAA----------------------------
-----------------------------------------------------------
ACAACAAATGATACAGAATATGTATTGATAGGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAGGTAAACTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GAGAAAAACTTCACT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGGG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAACTGTCT----
-----------GACCCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTACCTATA------------GGACCGGGGGCAGCA---ATT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATGACACTTTAAGAAAAATAGTTGAACAATTAAAG---------------GCAAAATATAAT----
-----------------------------------AAGACCACAATAATCTTTAAG------
CCACCCTCAGGAGGGGACCCAGAAATTACA---ATGCACACTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCCATCGAAAGATACCTAAAGGATCAACGGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCACTAACCCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACCTAATATAC---
AGTTTAATTGAAGATGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTACTGGAATTGGATAAGTGGGACAGCTTGTGGAATTGGTTTGAAATAACAAAGTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTGAGTTTGTTTAATGCTGTAGCCATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCAGCACAAATACTTGGTAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTA---TAA 
>KT276266 
ACT---GAA------------------------------------------
GACAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACGAGAAGTAAACTTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTTAGTCTAAATTGCACTGATTGGAAGGCAAATACTAATATCACCATT-------------
-------------------------------------------------------------------------
----------------------------------------------------ACGGAAGTGAAA---
AACTGCTCTTTCGATATCATCAATAGAATAGGA------------------------------
AAACAGAAAAGAGACCATGCACTG---TTTTCTGTACTTGATATAGCATTAATAAAGAAT-------------
-------------------------------------------------------------------------
-------------------GATAACACAAGCTACATGATAAGACATTGTAATACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACAATGTGCAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACA---
CAATTATTGTTAAATGGCAGTCTAGCAGAGGGAGAT------------
GTAATAATTAGATCTAAGAACTTTTCGAATAAT---------GCTGACATCATAATAGTACAACTAAAT----
-----------GAGTCTGTACCA---------ATTAAATGTATGAGACCCAACAACAATACAAGAAAA-----
-AGTGTATCCTTG------------GGACCAGGGAGAGCA---ATT------TATGCAACAGGA---------



---------GAAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTACTAGAAGC---
ATATGGAAGAATATCTTAGCTCAGGTAAAAGGAAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------AATACTAACATAACCTTTAAG------
CAACCTTCAGGAGGGGACCCAGAAATTGTA---TACCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AAGAGAAATTTCAGTTATATATGG------AAT------
AACATGACCTGGAATGATTGG---GAAAAAGAAATTGATAATTACACAGACTACATATAC---
ACTTTACTTGAAGAGTCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAGTTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTTAAAATAGTTTTTACT---
ATACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCCTGTACAATACTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAATTACTAGGGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>KT276267 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATGATACAGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGACTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCTTA---AAGCCATGTGCAAAATTA---
ACCCCATTCTGTGTTACTTTAAATTGCACTGATAATTTGAGAAATGAGACTTATAACAAC-------------
-------------------------------------------------------------------------
----------------------------------GAAACAATAAGGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
GACAAGAGGAAGAAGAATGAGTATGCACTTTTTTATAAACTTGATGTAATGCCAATTGATGTAATGCCAATAG
GTGGGGAGGAT--------------------------------------------------------------
----
AATACTAACAATACTACTAACTATACTAACTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAGTTTCAAT------GGAACAGGACCGTGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACG---
CAACTGTTACTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAAACATAATAGTGCAGCTGACG----
-----------AAACCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGGAAA-----
-AGCATCCATCTA------------GGACCAGGGAAAACA---TTT------TATGCCACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGAAACTTTACAAAAGATAGTTATCAAATTACAA---------------GAACAATTTGGG----
--------------------------------AATGATACAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTTGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAACTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
CTCTCGTTTGCTGTTAGCTTACTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAACATCACAAAGAGCTTTTAGAGGT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCAA---TAA 
>KU685585 
GCT---ACA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAT---
ACCGCTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---



CCCAACCCACAAGAAATGGACTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCATTCTGTGTTATTTTAAATTGTACTGACCTGAAAAATAATAGTGCCCACAATATT-------------
-------------------------------------------------------------------------
-------------------------------------AGCCTGGAAATGAAAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCAAAAACATGGAA---------------------------GACAAGAAG---
GAGGAATATGCAATT---TTTTATAAATCTGATATAGTATCAATAGGTGGTAAG-------------------
-------------------------------------------------------------------------
----------GGTAATAATAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAA---GAGAAAGGGTTCAAT------GGAAAAGGACAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTATTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGAAATTAGATCTGAAAATTTCACAAACAAT---------GCTAGATCCATAATAGTGCAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-GGCTTTCATATA------------GGACCAGGGCAAACA---CTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTGGAGCA---
GAATGGAAGAAGACTTTACAACAGATAGTTGAAAAATTACAA---------------GAACAATTCAAA----
-----------------------------------AATAAAACAATAGTCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCATACTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTCATATAC---
ACTTTAATTGAAGAATCGCAGAGACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGCTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
CTATCGTTGGCTGTTAGCTTATTCAACGCCATAGCAATAGCAGTAGCTGAG------------------
ATAGAACTACCACAAAGAATTTTTAGAGGC------------------------------------
TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGACTTTTGCTA---TAA 
>KU685589 
GGT---GCT---GTA------------------------------------
GAGCAGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACAACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGACTTGGAA---------AATGTGACAGAAACTTTTAAT----------------
--------------------------GCATGGAATAATGACATGGTAGAACAGATGCATGAAGATATT---
ATCAGCTTGTGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTTTACAGGGAATAGTACTAATGTTAATAGTACTAATGCTA
CT-----------------------------------------------------------------------
-------------------------------------GTTGAAGCCCTTACAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACTTAATA---------------------------
GATAAGAARAAGAAAGAACATGCACTT---
TTTTATAAACTTGATATAGAACCAATAGATGGGGCTGGGAACAACTCT-------------------------
-----------------------------------------------------------------
AGCTACTCTAGCTATAAGTTGATAAATTGTAATACCTCAACCATTGCACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAA---GACAAGAAGTTCCAG------GGAAAAGGAGAATGTAAAAAG-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTCAAAATTTCTCGGACAAT---------AAGAAAATCATAACAGTACAACTAAAG----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGCATACATATA------------GCACCAGGGAGAGCA---TTG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGCAGAACA---
GCTTGGAATACCACGTTAGGTGAGATAGCTAAAAAATTACAA---------------GCACAATTTAAT----
--------------------------------GGAACAACAACAATAAAATTTGAG---
CCACCCAACACAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGACTTTGGG
GTTGCTCGGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAAATTTGG------AAC------
AACATGACCTGGCAACAGTGG---GAGAATGAAATTGACAATTACACAGGCATAATATAC---
AACTTAATTGAAATATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCGAGTCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTATTCACCA------
CTGTCATTTGCTGTAAGCTTGCTTAACGCCACAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGGCTATAGAAATATTACAAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGGATAAGACAGGGGTTGGAAAGGGCTTTGCTA---TAA 
>KY989949 
ACT---GCA------------------------------------------
GCCCAATTGTGGGTCACAGTCTATTATGGGGTACCAGTATGG---AAAGAAGCAACC---
GCTACTCTATTTTGTGCATCAGATGCTAAGGCATTTAAGACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAT---
CCCAACCCACAAGAAATAATAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCACGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTATCAGAATAATACA-------------------------
-------------------------------------------------------------------------
-------------------------------------------ATAGAGAAGGGAGAAATAAAA---
AACTGCTCTTTCTATACCACCCCAGACATGAGA---------------------------
GATAAGAAGCAGACAGCATATGCACTT---TTTTATAAACTAGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----
AATAGTAATGATACTAATAGTAATAATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTCCTAAAAT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAACTTTTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGACA----
-----------AAACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGA---
GAATGGAATGAAACTTTAAGGCAGATAGCTGGAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACCATAGCCTTTAAC------
AAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAACTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGCTGGAGT-----------------
----------------------------AATAGATCTCAAGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACCTAATTGAAAAATCGCARACCCAGCAAGAA----------------------------------------
-----------------------------
ATGAATGAATTAGAATTAATGAAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACARACTGGC
TGTGGTATATAAGAATCTTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTGGCTGTTAACTTGCTTAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAGTTCTTTCAAAGAGGATTTAGAGCT----------------------------
--------ATTATCCACATC------CCCAGAAGAATAAGACAGGGCTTARAAAGGGCTTTGCTA---TAA 
>KY989954 
GCT------------------------------------------------
GAAGATTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTAGCATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATGTGGATAATACTACTGAAACTAATGTGGGTAATACTACT-



-------------------------------------------------------------------------
----------------------GGAGCTAATGTCAGTAGCAGCAATGGGGGAGGAGAAATGAAA---
AACTGCTCCTTCAATATGACCACAAACATAAGA---------------------------
GACAAGGTGCAGAAACAATATGCACTT---TTTTATACACTTGATATAGTACCAATAGACAAC----------
-------------------------------------------------------------------------
-------------------------
AGTAGTAACTATAGGTTGATAAGTTGTAATACCTCAATCATCACACAG---
GCTTGTCCAAAAACATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGGATGGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCCACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATACTCAGATCTGCCAATTTCACAGACAAT---------ACTAAAGTCATAATAGTACATTTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAATAACAATACAAGTAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGTAGG------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAGCA---
AAATGGAATACTGCTATAACCAGGATAGTTACAAAATTAAGA---------------GAACAATTC-------
-----------------------------------AATAAAACAATAGTCTTTAAC------
AGCTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAACGGCTCCTAGGGCTCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAACATTTGG------CAC------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGGGAATTACACAGACTTAATATAC---
ACTTTAATTGAAGCCTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTTAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGTCTGCTTAATGCCACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGCATTACAAAGAGTTTGTTTAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY989956 
GCT---AAA------------------------------------------
GAACAATTGTGGGCCACAATCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATCCAGAG---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAAATAGAATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAGCAAATGCAGGAGGATATA---
ATCAATTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGTGGGAAATAGTACTAATGACAGTCATAATAGC-------
-------------------------------------------------------------------------
-------------ACTAATGGCAATTATAGTAATTGGGAAAGGATGGAGCCAGGAGAAATAAAA---
AAATGCTCTTTCAATATTACCACAAACATGCAA---------------------------
GATAAGAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACTTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---ACAAAAGGGTTCAAT------GGAACAGGGCCATGTAGCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAATAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTCATTAGATCTGAAAATATCACAGACCAT---------CTTAAAAACATCATAGTACAGCTGAAT----
-----------AAGTCTGTAAGC---------ATTACTTGTGTAAGACCCAACAACAATACAAGAAAA-----
-AGTGTACACATG------------GGACCAGGGAGTGTA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCCCATTGT---AACATTAGTGAAAAT---
GATTGGCAAAACGCCTTAAAGCAGGTAGCCACAAAATTAAGA---------------GAACAGTTT-------
-----------------------------------AATAAAACAATAAACTTTGCT------
AAACATGCAGGAGGGGACCCAGAAGTTGAA---CTGCACAGTTTTAATTGTGGGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------AAT------



AACATGACCTGGATGGAGTGG---GACAGAGAAGTTAGCAATTACACAAACATAATATAC---
AGTTTAATTGAGCAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTAAGCTTGCTTGATGCTACAGCTGTAGCAGTAGCTGAA---
GGGACAGATAGGATAATAGAAGCAGTACAAACAGTTCTTAGAGCA----------------------------
--------GTTATCCGCATA------CCTACGAGAATAAGACAGGGCCTAGAAAGAGCTTTGCTA---TAA 
>KC595171 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGCACTGATTATAATGGCACTAGTAATAATGCCACTAGTAATAATGCCA
CT-----------------------------------------------------------------------
----------------------GGGGATAGTTGGGGAATGAAGATGGAAGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCAAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTG------TATACAACA---GAA------
---------GTAGTAGGAAATATA------------AGACAAGCATATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGAGCAGATTTGG------AAT------
ACAACGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATTTTCATAATGATAGTAGGTGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACTGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGCATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC595172 
GTG---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGACCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGGGAAATGGTACTAATAGTGGTAATAATACTAGCACT-
-------------------------------------------------------------------------
----------------------AATAGTAGTAACTGGGAAAAGATGGAAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCGCAGGCATACAA---------------------------



GATAGGAGGCAGAAAGAATATGCAATT---TTTTATAAGCTTGATATAGTACCAATAGATAATGATAATACC-
-------------------------------------------------------------------------
----------------------
AACAATACCAACTTTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------AGATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATATATATA------------GGACCAGGGAGAGCA---GTT------TATACAACAGACAAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGTA---
GAATGGAATAACACCTTAAAACAGATAGTTGGCAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCGCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAATCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATAAATGGGACAGTTTGTGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGAGCGGAAAGGGCTTTGCTA---TAA 
>KC595174 
GCT---GCA------------------------------------------
GAAGACACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGGGAGGAATGATACTAATACCACTAGTGCTAAT-------
-------------------------------------------------------------------------
-------------------ACCAATGATAGTAGCGGGGGACCGATGGAGAAAGGAGAAATAAAA---
AATTGTACTTTCAATATCACCACAAACATAGGA---------------------------GATAAGGTG---
GAAGGATCTGCAATT---TTTAATAAACTTGATGTAGTACCAATAGACAATAAT-------------------
-------------------------------------------------------------------------
----------AATAACAGTAGATATAGATTAATAAATTGTAATACCTCAGTCATTACCCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAA----
-----------GAACCTATAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-AGTATACCTCTA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCCTATTGT---ACCATTAATAGAGCA---
AAATGGAATAACACTTTAAAACAAATAGTTAGCAAATTAAAA---------------GAACAATTCGGG----
-----------------------------------AATAAAACATTCATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAGCTTAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC



TATGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KC595177 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGGGGAATACTACTAATACCAATAGTAGT----------
-------------------------------------------------------------------------
----------------------------AGCGGGGGAATGATGGAGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGATGCAGAGACAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
AATACTAATAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAGT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGTACA---TTG------TATGCAACA---GAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGCATAACACTTTAGGACAGATAGTTAAAAAATTAAAA---------------
GAACAAGAAGAATTCAAG---------------------------------AATAAAACAATAGTCTTCAAT-
-----CAATCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGCAGATTTGG------GAT------
AACATGACCTGGAGGCAGTGG---GAAAGAGAAATTGACAATTATACAGACTTCATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAACCTGCTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGATTTGAAAGGGCTTTGCTA---TAA 
>KC595178 
GCT---GCA------------------------------------------
GAAGAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTCTAAATTGCACTGATTATTTGAGGAATGATACTAACACCACTAGT----------
-------------------------------------------------------------------------
----------------------------GATAGCGGGGGAAGGATGGAGGGAGGAGAGATAAAA---
AATTGCTCTTTTAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GAGAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGTAATTTCACGGACAAT---------GCTAAGGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AATCTTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGATAGTTATAAAGTTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAATAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGAAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACTGATAGGGTTATAGAAGTATTACGAAGAGCTTATAGAGCT----------------------------
--------ATCCTTCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC595195 
GCT---ACA------------------------------------------
GACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGGG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAAATAGTATTAACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTGGGGAAATACTACTAATAGCACCAGT-------------
-------------------------------------------------------------------------
----------------------------AATAGTGGGGAAATGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGGTGCGAAAAGAATATGCACTT---TTTTATAAACTAGATGTAGTACCAATAAAAGATGATAAT----
-------------------------------------------------------------------------
----------
AGCAGCCATAATGAAAGCTATAGATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGCTTCTAAAAT
GTAAC---AATAAAAAGTTTAGT------GGGAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGACAACTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATTTA------------GGACCAGGGGGAGCC---TTT------TATGCAGCAGGAGAG------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAGTGGAATACCACTTTACAACAGATAGCTGGAAAATTAGGA---------------GAACAATTCGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TACTCCGCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCGCTGGAAGACACATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATACTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
TCCTTAATTGAAGAATCGCAAGTCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTGTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAGAGGCTTTTGCTG---TAA 
>DQ854716 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCGTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGCC---
CCCAACCCACAAGAAGTAGAACTGAAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGGGAATGATACTAACACCAATAATAGTAATGCTACT-
-------------------------------------------------------------------------
----------------AACCCCACTAGTAGCAGCGGGGGAATGGAGGGGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAGTCTTGATGTAATACCAATAAAAGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATATGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGGTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATTAACT---
CAACTGGTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCAGACAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACTCAACAACAATACAAGGAGA---
AGTATACATGTAGGACAT------GTAGGACCAGGCAGAGCA---ATT------TATACAACAGGA-------
-----------ATAATAGGAAAGATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA--
-AAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGA------------GAACAATTTAAG------
------------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGGGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACTGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KC595182 
GCT---GCA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAATGAGAATAACGGCACTGGGAAT----------
-------------------------------------------------------------------------
-------------GCTACTAACGCCCATAATGATAGCTTGACGATGGAGAAGGGAGAAATAAAA---
AACTGCTCTTTTAATGTAACCACAAACATAAGA---------------------------
GATAAGATGCAAAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGAACATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTGTCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
GTAGTAATTAGATCTGCCAATTTAACGGACAAT---------ACTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTCGAGCA---
CAATGGAATAACACCTTAAAACAGATAGTTAGAAAATTAAGA------------
GAACAATTAGGAGAACAATTCAAG------------------------------
AATAGAACAATAGCCTTTAAT------CAGTCCTCAGGAGGGGACCCAGAAATTACA---
ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAGGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTCACAATTATACAAGCTTAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>KC595159 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACGGATTTGAGGAATGCTACTAATAATAGTAGC-------------
-------------------------------------------------------------------------
----------------------------------------AGGATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGGAGAGCACTTTAAAACAGATAGTTGGAAAATTAAGA---------------GAACACTTTGGG----
--------------------------------AATAATAAATCAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---GCGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGGCTTAATATAC---
ACCCTACTTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTTTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTCGGCTGTTAGCTTGCTAAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAGAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>KC595225 
GGT---GCA------------------------------------------
GGAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACCCTATTTTGTGCATCAGATGCTAAATCATATTCTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGTATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCTCTTTAAATTGCACTGATTTGAGAAATGATACAAGTAACGCTACTGCTTCC-------
-------------------------------------------------------------------------
----------------------AATCTCAGTAGCGAGGACATAAAGGCAAGAAGAGAAATAAGA---
AATTGCTCTTTCAAAATCTCCACAAATATGAAA---------------------------
GATAAGGCGCAGAGGACATATGCACTT---TTTTATAGTACTGATATAGTACAAACAGAAGGTGATAAC----
-------------------------------------------------------------------------
----------
AATAGCAATTCTAGCTATACTATCTTTAGGTTAATAAGTTGTAACACCTCAAGCCTTACACAG---
GCCTGTCCAAAAATGTCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGATTTGCGATTCTGAAAT
GTAAC---AATAAAACTTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGGTCAGCCAATCTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGGAT----
-----------CAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGCAGAGCA---TTT------TATGCACACGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GACTGGAACAGAACTTTAGACAAGATAGTTAGAAAATTAAGA------------GAAAAAGAACAATTTAGG-
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAGAGATACCTAGGGGATCAACGGCTCCTGGCAGTTTGGG
GCTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAGATCTAAAGATTACATTTGG------AAT------
AACATGACCCGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGTGTAATATAT---
AGGTTAATTGAGGAATCGCAACTCCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAACAAGACTTATTGAAATTGGATTCATGGGCAAGTTTGTGGAATTGGTTTACCTTATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATAGTAGTAGGTGAA---
GGAACTGATAGAATTCTAGAATTTTTACAAAGAGTTTATAGAGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC595222 
GCT---ACA------------------------------------------
GGAAATTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAATTAAGATTGGAA---------AATGTGACCGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGCGTGAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACAAATGCCAATACCACAAATGCCAATAATACC-------------
-------------------------------------------------------------------------
-------------ACAAGTGCCAATACCACTAATATTAGTAGGGAAATGGAAGGAGAAATAAAA---
AACTGCTCTTTCAACGTAACCACAAACTTAAGT---------------------------
GATAAGTTTCAGAGACAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
GGGACTAAGAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCGGGTTTTGCGATTCTAAAAT
GTAAC---AATGAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAGTTAGATCTGAAAATTTCACAAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----



-----------GAACCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATATTTATA------------GGTCCAGGGAGAGCA---TTT------TATGCAACAAGA---------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
AATTGGGTAACCACTTTAGACCGGATAGCTAAAAAGTTAAGA---------------GAACAATTAGGG----
--------------------------------AAGAATAAAACCATAGTCTTTACG------
CGGTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTCGGAGT-----------------
-------------------------AGTAATAGATCTCTAACTGGGATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGTCAATTACACAGGCTTAATTTAC---
ACCTTACTTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGACTAGTTTTTGCT---
ATATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCGCCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC595206 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCCCTCTGTGTTACTTTAAATTGCACTGATTGGCAGAATAATACT-------------------------
-------------------------------------------------------------------------
-------------------CAGACCACTAGCAGTGGCAAGACAACGATAGTAGGAGAAATAAAA---
AACTGCTCTTTCAATAGCCCCACAAGCATAAGA---------------------------
GATAAGATGCAAAAAGAAGAGGCACTT---TTCTATAGCCTTGATGTAGTGCCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGGTTGCGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAGGAAGAA------------
GTAGTAATTAGATCTGCCAATATCTCGGACAAT---------GCTAAGACCATAATAGTACAGCTGAAC----
-----------GAAACGGTAAAA---------ATTAACTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGCACA---
GACTGGGAGAAAACTTTAAAACAGATAGCTGGAAAGTTAACA---------------GAACAATTTAGG----
-----------------------------------AATAAAAAAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---AAACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTAGAATTGGATAAATGGGCAGATTTGTGGACATGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATATTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGCAGTATTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ141341 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---



ACTACTCTATTTTGTGCATCAGATGCTAAAGCACATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATTGGAAGAATGCTACTAATACCAATAGTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGCGAGGGAACGATGGAGGGAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAACATAGGG---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGCACCAATAGAAGATGAT-------
-------------------------------------------------------------------------
----------------
AATAGTGATAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCGACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAA------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATGACACTTTAAAACAGATAGTTGAAAAATTACAA---------------GGACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCACCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACGAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ141345 
GCT---GCA---GAA------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGATCAGATGCACGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGGGAGGGAAAATTGCACTAGTAATAATACCAATTGCA
CTAGTAAT-----------------------------------------------------------------
-------AATACCAATCGCACTAGTAATAATATACAGGAAGGGATAGAGAGGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCAGCACAAGCGGGAGA---------------------------
GATAAGGTACATAAAGAATATGCACTT---TTTTATAACCTTGATGTAGTAAGAATAGAAGAA----------
-------------------------------------------------------------------------
----------------
GATAATGATACTACCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGATTATGTCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACGTGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGTTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACTAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGCAGGA---



AAATGGAATAACACTTTACAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAGCCTTTAAT------
CGATCTTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAGATCTAATCTAC---
AGCTTAATTGAAAATTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTCTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATTTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAATACAAGGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF531330 
ACT---GCA---------------------------------------------
AATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAGATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCCAACAATACAAATACTAATAAT----------------
-------------------------------------------------------------------------
-------------------------------GCAATTGTTAATGAGACCAAAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAAGCGTAAAA---------------------------
GATAAGGTGAAAAAGGAATATTCACTT---
TTTTATAAACTTGATGTAGTACCAATAGAAGATGATAATGATACT----------------------------
--------------------------------------------------
AAGAATGATAATAGAAACTATAGTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTACTGCACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAGAAATTCAAT------GGAACAGGAAAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAAAA---------
GATGTAATGATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAACTAAAT-
--------------GAGTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA--
----GGTATACATATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACAGGA------
------------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGGCA-
--GATTGGAATAGAACCTTAGAACTAATAGTTATCAAATTAAGA---------------
GAAATTGAACAATTCAGG---------------------------------AATAAAACAATAGTCTTTAAG-
-----CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGGATGATATTTGG------AAT------
AACATGACCTGGAAGGATTGG---GAAAGAGAAATTGACAATTACACAGGCAAAATATAC---
ACCTTACTTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATGGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGAGTTATAGGAGTATTACAAAGAGCTTATAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>EF531333 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA------GCAAATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCTCTGATGTGAATACTACTGATGTGAATACTACTGATGTGAATACTA
CTAGGACCCATACC-----------------------------------------------------------
-AATGCTAGTCATACCAATACCACTAATAATAGCGGGGAAAGGATGGAGATGGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAATATAAGA---------------------------
GATAAGGTGCAGAAGGAATATGCCCTT---TTTTATAAACTTGATGTAGTACCAATAGACAATGATAAT----
-------------------------------------------------------------------------
-------------
AATAGTAGTAATAGTAATAACTATGGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGACCCACTTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGACGTTCAAT------GGAACGGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATATCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCCATACAA---------ATTGAATGTACAAGACCCAATAACAATACAAGGAAA-----
-GGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAATAAAGCA---
CAATGGCATGCCGCTTTAAAACGAGTAGCTGCAAAATTGAGA---------------GAAAAATTCGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGTAAGAATCCTGGCTGTGGAATCATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAAT-----------------
----------------------------AATAGATCTCTGAAATACATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAGGCCTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCCTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>JX422195 
GTT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCGTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATTTTAATGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACGTA---
ATCGGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACAGATGTGAAAAGAAATTGCACAGATGTGACAAATAGTACAGATG
TGACAGGAAAT--------------------------------------------------------------
-------------------------TGTACTGTGAATAATAATACTGAGGAAGTAGAGATAAAA---
AACTGCACTTTCAATATAACCACAGGAGGAATA------------------------
AGGGATAAGATACAGAAAGAATACGCAATG---TTTTATAAGTATGATATAGTACCAATAAATAATGATAAC-
-------------------------------------------------------------------------
----------
AGTAGCTATAACAATAGCTACAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------ACTAAAATCATAATAGTTCAACTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAAGC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AATCTTAGTAGACCA---
CAATGGAATAAGACCTTAGAGAAGATAAAGGCCAAATTAGAA---------------GAACAATTC-------
-----------------------------------AATAAAACAATAACCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGGATGATATTTGG------AAA------
AACATGACCTGGATGGAGTGG---GAGAAGGAAATTGACAATCACACACAATCAATATAC---
AGATTACTTGAAGAATCGCAGCTCCAACAAGAA----------------------------------------
-----------------------------
CGGAATGAACAAGATTTATTGCAATTAGATCAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTACCATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCTGTTAGCTTGCTCAATTTCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCCATATA------CCGAGAAGGATAAGGCAAGGATTGGAAAGGGCTTTGCTA---TAA 
>AY535455 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAGAATTGAAA---------AATGTAACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAACGGCTAATAGTACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AATATTGATGAGGGAAGGATGGAGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAACATAAGA---------------------------
GATAGGATACAGGAAGTATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGGGGATGGTAAGAAT-
-------------------------------------------------------------------------
----------
AATACCAGTAAGAATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATCACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAACAAGTTCAAC------GGGAAAGGGCAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-GGTATTCACCTA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGAGCA---
ACATGGGAGGAGACTTTAGGACAGATAGCTAGCAAATTAAGA---------------GAACAATTCAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTGTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATCTGG------CAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGATAATTACACAAGCATAATATAC---
AGCTTAATTGAAGAATCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATATTACAAATAGTTTGTAGAGCT----------------------------
--------ATTTGCCATATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC699018 
GCT---GCA------------------------------------------
GAAGACAAGTGGGTCACAGTATATTATGGGGTACCGGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACCTTAAATTGCACTGATGTTAATATCACTAATGCTAATATCAAT-------------



-------------------------------------------------------------------------
----------------------ATGAGTTATGCTAATAAGACCATGGAGCAAGGAGAAATGAAA---
AACTGCTCTTTCAACGTCACCACAGAAATAAGA---------------------------
GATAAGGTGCAGAGACAATATGCGCTT---TTTTATAGACTTGATTTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACTTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------ACCCCTGTACAA---------ATTACTTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATATCTATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACCTTAGTAGAGAA---
CTATGGAATAACACTTTAAATCAGACAGCTGCAAAATTAAGA---------------GAAGAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACAGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAGCTTAATATAC---
ACCCTAATTGAAGAATCGCAGAAACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGTCACCGCTATCGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTAAGAAGAATTTATAGATCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KU168261 
GCT---GCA------------------------------------------
AAACAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCGTATGATGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTAAATTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCATA---AAGCCATGTGTAAAAATG---
ACCCCACTCTGTGTTTCTCTAAATTGCTCTGATAAGATCAATATTAATATTAACGGGACC-------------
-------------------------------------------------------------------------
----------------------AATAGTACCAACCCTAATGTGACGGAGGAAGGAGACATGAAA---
AACTGCTCTTTCAATGCCACCACAGAAATAAGA---------------------------
GATAAGATGAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTATCAATAAATAGT----------
-------------------------------------------------------------------------
-------------------
AGTGATAATACTAGCTATAGGCTGATAAATTGTAATACCTCAACCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---CAGAAGAATTTCAAT------GGAACAGGGCAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAG------------
ATAGTAATTAGATCTGAGAATTTCTCAAACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------GATCCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACGTATA------------GGACCAGGGAGCACA---CTT------TATGCAGAAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATCAAACTTTACAAGAGGTAGCTAAAAAATTATTA---------------GAACAATTTGGG----
-----------------AAGAATAAAACA------GAAACAAAAGTAGCTTTTAAT------
CGATCCTCAGGAGGGGACCAAGAAATTGTA---ATGCATACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAAAAAATTTGG------GAT------



AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGAATTAATATAC---
ACTTTACTTTCAGAATCGCAAAACCAACAAGAT----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGAATTAGACAAATGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCTACAGCTATTGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JX140652 
GCT---GTA---GAC------------------------------------
AACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACT---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAATAATGTTGAAA---------AATGTGTCAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGCACTGTTGCCACTAATAGTAGTGGTACTAATACCACC----------
-------------------------------------------------------------------------
-------------------------------------GCTGGTAGTAAGATAGAAGGAGTAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGCATATGCACTT---TTTTATGACCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAACTCTAGCTATAGATTGATACATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGAACAGGACGATGTGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCACTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAGAATATCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGAA---------ATTAAGTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGGCAAGCACATTGT---AACATTAGTAAAGGA---
AAATGGGAGAAAACTTTAGAAAAGATAGCTAACAAATTAAGA---------------GAACAATTTAAG----
--------------------------------AACAACACAACAATAGTCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTAATAATTACACAGACTTAATATAC---
AGCTTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTGTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC699029 
GCT---ACA------------------------------------------
AATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCCCTCTATTTTGTGCTTCAGATGCTAAAGCATTTGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGATGAATAATACCACTACCAAG----------------
-------------------------------------------------------------------------
-------------------------------AACTTTAGCGATGAAATGAGAGGAGAGATAAAA---
AACTGCTCTTTCAATGTC---ACAAGAATAGGA---------------------------



GATAAGAAACATACAGAATATGCAACT---TTTTATAAACTTGATGTAGTACCAATAAGTGAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGCCCAAAGATATCGTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTAACAACT---
CAACTGCTGATAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAAACTGTACAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACACTTC------------GGACCAGGGAAAGCT---TGG------TAT---ACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCCCATTGT---AACATTAGTGGAACA---
AAATGGAATGACACTTTAAAACAGATAGTTAGCAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAATAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGAATGAGATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GACAAGGAAGTTAGCAATTACACAAGCATAATATAC---
AACTTACTTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGATA---TAA 
>KC699030 
GCT---GTA------------------------------------------
GACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGTTAATGGAA---------AATGTGACAGAAGAGTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTAACTTTAAATTGCACTGATGACCTGACTAACAGTGCTGCTCAGGGGAACAGTACTAACA
GTACTGCTCAAGGGAGTGGTACTACTAATAGTACTGCT-----------------------------------
-------------------------CCGGTGAATAGAACTATTGAGGAACCGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGATAGGAAT---------------------------
GATAAGTACCAAAAAGAATATGCACTT---TTCTATAAACTTGATGTAGTACCAACAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAGTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CACCTGTTGTTAAATGGCAGCCTAGCAGAAGAAAGG------------
GTAGTAATTAGGTCGGCAAATTTTTCGAAAAAT---------ACTAAAATCATAATAGTACAGCTGAAC----
-----------GACTCTGTAACA---------ATTAATTGTATAAGACCCAATAACAATACAAGAAAA-----
-GGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAACAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAACT---
GCTTGGAATAAAACTTTAAAAAAGGTGGTTACAGAATTAGGA---------------AAACAATATAAG----
--------------------------------AATGCAACAGCAATAATCTTTAAG------
CCACCCGTAGGAGGGGACCCAGAAATTGTA---TTTCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATTATATTTGG------GGA------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAACTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTGGCAATTAGCTTGCTTGATGCCACAGCAATAACAGTAGCTGCA---
GGGACAGATAGGGTTATAGAAGCAGTACAAATACTTTTTAGAGCT----------------------------
--------TTTCTTCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KC699028 
TGT---AGT---GCTGCAGAA------------------------------
GAAGGTACATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAACAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAATATTAGTA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAATGGTACTAAGACCAAAGATATTAGTTCC-------
-------------------------------------------------------------------------
----------------------AATGTTAGTAGTTGGGAAAAAATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCATCACAGGCATAGGA---------------------------
GATAAGATGAAGAAAGAATATGCACTT---TTTTACAAACTTGATGTGATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACC---
CAGCTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAG----
-----------AAAGCTGTAAAT---------ATTACTTGTATGAGACCCAACAATAACACAAGAAAA-----
-GGTATACATATA------------GGACCAGGAGGAGCA---ATT------TATGCAACAGGAGCT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GATTGGAATAACACTTTAAAACAGATAGCTATGAAATTACAA---------------GAACAAGTTGGG----
-----------------------------------AATAAAACAATAATTTTTAAT------
CACTCCGCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCGACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAGTGTAATATAC---
AACTTACTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTATGGAGTTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTATTAGTTTGTTTAATGCTTTAGCTATAGCAGTAGCTGAG---
AGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCAA---TAA 
>KC699039 
GCT---ACA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACTACTCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTGGACGTGACA---------AATATGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTTTTGGGGAATACTACTGATGTTTTT-------------
-------------------------------------------------------------------------
-------------------GGGAATAGTACTAACACCACTAGTAGTAGTGGAGGAGAAATAAAA---
AAATGCTCTTTCAATGTCACCACAAGTATAGGA---------------------------
AATAAAATACAGAAAGAATATGCACTT---TTTAATACGCTTGATGTAGTACCAATAATAGAT----------
-------------------------------------------------------------------------
----------------



GGTAATGATAATAATAGCTATAGGATGATACATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTAAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGATCAGGACGATGTGAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCAAACAAT---------GCTAAAGTCATAATAGTACAGCTGGAT----
-----------AAATCTGTAGAA---------ATTACTTGTGTAAGGCCCAATAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCGGGGAGAGCC---TTT------TATACAATGGGAGAC------
---------ATAATAGGAAATATA------------AGGCAAGCACATTGT---AACATTAGTAGAACA---
AATTGGGATATCACTGTAACAAAGATAGCGAAAATATTAAGA---------------GAGAAATTT-------
-----------------------------------AACAAAACAATAAACTTTACT------
AGATCTTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
-------------------------AATAATAAAACTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAAGTACACAAACTCAATATAC---
AATTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACACGAATTATTGAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTACTATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTATTCGACGCCGTAGCCATAGCAGCAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX140654 
GCT---GCA------------------------------------------
GACCAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCCACTTTATTCTGTGCATCAGATGCTAAAACATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAAAGGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGTCGATGAATGAAACTAATTCTAAGACCACTCCTAGTA
CCTCTACTCCT--------------------------------------------------------------
----------ACTAGTGCCTCTACTACCTATAGTGGGGAAAAGATGGAGGATGGAGAAATGAAA---
AATTGCTCTTTCAATGTCACCACAATCCTAAGA---------------------------
GACAAGATGCAGACAGAATTTGCACTT---TTTTATAGACTTGATGTAGTACCATTAGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTAGTAGTACTAGTTATAGGTTGATAAATTGTAACTCCTCAACCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGGATTCAAT------GGAACAGGAACATGTAGGAAT-----------------------
-GTCAGC---ACAGTACAGTGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTTCCAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAACTAAAT----
-----------GAAACTGTAGCA---------ATAAATTGTACAAGACCCGGCAATAATACAAGAAGA-----
-AGTATAACTATG------------GGACCAGGGAAAGTA---TTT------TATACAAATGAA---------
---------ATAATAGGAAATATA------------AGACGAGCATATTGT---ACCATTAACGAAACA---
AAATGGAATAGCACTTTACAAAAAATAGCTGCAAAATTAGGA---------------GAACAGTTTAAT----
-----------------------------------AAAACAGAAATAGTCTTTACA------
CACTCCTCAGGAGGGGACCCAGAAGTTGTG---ATGCACAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AATAATAGATCTGTAGACCAAATTTGG------GAT------
AACATGACTTGGATGCAATGG---GAAAGAGAAATTGACAATTATACAGGAGTAATATAC---
AGATTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCATTTGCAGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTGATAGAAGTAGTGCAAGGAGCAGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KC699035 
GCT---AAG------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCTTCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTGATCCTACTAATAACACCACTAATACCAACAATTCT-------
-------------------------------------------------------------------------
-------------------------------------TCAAGGTTGGAGGAGGGGGAAATGAAA---
AACTGCTCTTTTCATATCAGCACACGAATAACA---------------------------
AATAGGATGCAGAGAGAATATGCACTT---CTTTATAAACTTGATTTAGTACAGATAAATAAT----------
-------------------------------------------------------------------------
----------------------------
AATAATTATAGATTGGTAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GACAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAACTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACTAGGAAAAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AGATGGAATAATACCTTAAAACAGGTAGTTGAAAAATTAAGA---------------GGGCAATTTAAT----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACGCATTTGCACCACTGCTGTGCCTTGGAATGCGAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTAGTAATTACACACAAAAAATATAC---
ACCTTAATTGAAAAATCGCAAAACCTGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGGAATTAGATAAGTGGGCAAATTTGTGGAACTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGTTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTGTTAGTTTGCTTAATACCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGTAGTAAATAGGATTTTTAGAGCT----------------------------
--------GTTCTCCACATC------CCGAGAAGAATAAGACAGGGCTTTGAAAGGCTTTTGCTA---TAA 
>KC699036 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCCAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGACTTAGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---ACGCCATGTGTGAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCATTAATTATATGAAGAATGATACTAATGAGACGACCACT-------
-------------------------------------------------------------------------
----------------------------ATTGGTGAGTTGAAGATGAAGGAAGGAGAAATGCAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
AATAAGAGGCAAAAAGAATATGCACTT---TTTTATAAACAGGATCTGATGTCAATAGATGAA----------
-------------------------------------------------------------------------
-------------------
AGTGATAATACAAGCTATATATTGATAAAGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAATAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CACCTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTAAAAATCTCACAGACAAT---------ACTAAAATCATAATAGTACAGTTGAAG----
-----------GACCCTGTAGTA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACACAAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ATCCTTAATGGAACA---
AAATGGAATGAAACCTTAAACCAGATAGTTAAAAAATTAAAA---------------GAACAATTCAAT----
-----------------------------------AATAAAACTATAGTCTTTAAG------
CCCCCAGCAGGAGGGGACCCAGAAATTATA---AAGCATACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GATGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACGGAAATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAGTGGTCAAGTTTGTGGAATTGGTTTGATATATCAAATTGGC
TTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AAAAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCAGCACAAAGAGTTTATAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KF716494 
GCT---GCA------------------------------------------
CCAGACTTGTGGGTCACTGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATA------------AATGTGACAGAAGATTTTAAT----------------
--------------------------GCATGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTCATGCTTTAAATATTAATAATAGTCATGCTAATAATAGTAGA-
-------------------------------------------------------------------------
----------------------AGTGGGACCAATAGTACTTGGGAACTACAAAATGAAGTAGCA---
AACTGCTCTTTCAATGCTACCACTATCATAAGA---------------------------
GATAAGTTTAAAAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATGATAAGGAT----
-------------------------------------------------------------------------
----------------
AATAGCAACAATACTACCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGATAACATTTGATCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------GAGACTGTAGAA---------ATTACATGTATAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGAAGAGTG---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAAGAAAACTTTACAAAAGGTAGTTGAAAAATTAGGA---------------GAACAATTTAAA----
--------------------------------AATAAAACAAACATAGCCTTTAAG------
CCCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAAATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGACAATTACACAGAAATAATATAT---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAATTTGTGGACTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTATCAGTTTGTTTGATGCCATAGCTGTAGCGGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATCCTCCACATA------CCTGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGATA---TAA 



>KF716495 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGG---AAGGATGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GCACATAAT----------------
--------------ATTTGGGCAACA---CATGCCTGTGTACCTACAGAC---
CCCGACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAACTA---
ACGCCACTCTGTGTTACTCTAAATTGCACTGATTGTAATGCCCATAATAGTTCTCTAAGTTGCACT-------
-------------------------------------------------------------------------
-------------GATTATAAGGCCAATGATAGTGTGGAGGCTAGTGATGGCGTGAAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGATAAAAAAAGAACATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGAGGGT----------
-------------------------------------------------------------------------
----------------------
GATAACTCCAGCTATAGGTTAATAAGTTGTAATACCTCAGTTATTACCCAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AGTAAGACATTCAAT------GGAACAGGGCCCTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAAATATAATAGTGCAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAAGTGTACAAGACCCAGCAACAATACAATGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGAACAG------
---------GTAATAGGAGATATA------------AGAAAGGCACATTGT---AATATTAATGGAACA---
GTATGGAAGGACACTTTAGAACAGCTAGTTACAAAATTAAAA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTCAG------
CCCTCCTCAGGAGGGGACCTGGAAATTGTA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACAGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAACAAATTGACAATTACACAGATATAATATAC---
GGCTTACTTGAGAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTCGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAACTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAATACAAAGAATTGGTACAGCT----------------------------
--------ATTCTACACATA------CCTAGAAGAATAAGACAAGGTGCAGAAAGGGCTCTAATA---TAA 
>KC699031 
GCT---ACA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAAGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAAACTTACCA---------AATGTAACCGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTAATGTTAATGTAACCAAAACCAATAGTACTATAAATATAAAA-
-------------------------------------------------------------------------
----------------------AATACTAAATTGACTGGGGACATAGAGCACGGAGAAGTAAAA---
AACTGTTCTTTCAATGTTACCACAAGCATAAAAGATAGG------------
GTAAGGAAAAATAAGGTAAAGGAAGAATATGCATTA---TTTTATAGACCTGATATCATGCCAATAGATAAT-
-------------------------------------------------------------------------
-------------------------
ATAACTAATACAAGCAGCTACACGTTGATAAATTGTAACACCTCAGTCATTTCACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAT---GAGAAGCAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTACTTAGATCTAAGAATTTCGCAGACAAT---------GCTAAAATTATAATAGTACAGCTGAAT----



-----------AAATCTGTAGAA---------ATTAATTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGAAGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTACAGCA---
AAATGGAATAGCACCCTAAAACAGATAGCTATAAAATTACAG---------------GAGCAATTTGGG----
--------------------------------AGGAATAAAACAATAATATTTAAT------
CCATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAGTAGG-----------
----------------------------ACTAAAAATCTAACAGGCATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTGAAAATTACACAGACTTAATATAC---
ACTTTACTTGAAGACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAGTTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGATATTCACCA------
TTATCGTTAGCTGTTAGCTTGTTTAATGCCACAGCAGTAGCAGTAGCTGGG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC699034 
GCT---GCA------------------------------------------
GATCAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTGTGGGATCAAAGCTTA---AAGCCATGTGTAAAAATG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAATGGTACCCATGTGAATATTACCGGGGTGGGGACTA
ACAAT--------------------------------------------------------------------
-------ACCAATAATGATACCAATAGCGGTGACTGGAAGTTGATGGATCCAGGAGAGATAAAA---
AACTGCTCTTTCAATGTCACCACAGTCATAAGA---------------------------
GATAAGATAACGAAAGAAACTGCCCTT---
TTTTATAAACTTGATATAGTACCAATAGGTGATAATGAACCAACAAGT-------------------------
--------------------------------------------------
AGTAATGAGACTAAAAGCTATAACAGCTATAGGTTGATAAATTGTAACACCTCAGCCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAGAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGATGAT------------
ATAGTAATCAGATCTGAGAATTTCTCGGACAAT---------GCTAAAACTATAATAGTACAGCTGAAG----
-----------AAAGCTGTAGTG---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAGA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAG------
---------GTAATAGGAGATATA------------AGACAAGCACACTGT---AACCTTAGTAGGAAA---
GACTGGAATGACACTTTAAAACAAGTAGCTGAAAAATTAAGA---------------
GAACAATTGAGAGTACAATTT------GGGGAC------------------AATAAAACAATAAAGTTTAAT-
-----CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGATAACTATACAGACTTAATATAC---
AAATTAATTGAAAAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAGGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAATA---------AGGAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTCAGCTTGTTCAACGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAATACAAAGATTTGGTAGAGGC----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>KF716496 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCTATGTGTAAAACTA---
ACCCCACTCTGTGTCACCTTAAATTGCACTGGGTTGAACAATGCTACCAATATCACTAGTAGT----------
-------------------------------------------------------------------------
----------------------------------------------------AATGGGATGACC---
AACTGCTCTTTCAATATCACCACAAGCTTAAGA---------------------------
GACAAGTGGCAGAAAGTATATGCACTT---TTTTATAAACTAGATCTAGTAAAAATAGATGATGAT-------
-------------------------------------------------------------------------
----------------------
AATAATACTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACACTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAAT
GCAAT---GATAAGAAGTTCAAT------GGAACAGGACCGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACATCTGAAT----
-----------AAATCTGTGCAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GATTGGAATAACACATTAAGAAGTATAGCTATAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAGAACAATAATCTTTAAA------
AATTCTTCAGGAGGGGACCCAGAAATTACA---ATGCACATGTTTAATGGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAATGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAATAATTACACAAACTTAATATAC---
ACCCTAATTGAAAAATCGCAGAACCAACAAGAG----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTAGAATTAGATAAGTGGTCAAGTTTATGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTGTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTGTAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH000302 
GCT---ACA---------------------------------------------
GACTTGTGGGTCACAGTCTATTATGGGGTGCCCGTGTGG---AAAGAAGCAAAC---
ACCACGCTATTTTGTGCCTCAGATTCTAAGGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAGTAGACTTAATA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGTT-------------------------------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAATGAAA---
AATTGCTCTTTCAATATTACCACAGGCATAAGA---------------------------
GATAAGATGAAAAAAGAAGAGGCTCTT---TTTTATACACTTGATATAGTACCAATAACTAGC----------
-------------------------------------------------------------------------
----------------------------------
TATAGGTTGATAAGTTGTAATACCTCAGTCCTTACTCAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTA---GAAGAAGAG------------
GTAGTAGTTAGATCTGTCAATTTCTCAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------AAAGCGGTAAAC---------ATTACTTGTGTAAGACCCAATAACAATACAAGAAAA-----
-GATATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAGACA---



AGCTGGAATAACACTTTAAGAGAGATAGTTGAAAAATTAAAA---------------GAACAGTATCCA----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAGTCTTCAGGCGGGGACCTAGAAGTTGTA---ATGCACACCTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACTTGGAGTATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAGTGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTATAATCTAC---
ACCTTGCTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAACTGGTAGGGCT----------------------------
--------ATTCTCCATATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MH000296 
GCT------------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCCATTAGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTAT-------------------------------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAATGAAA---
AACTGTTCTTTCAATATCACCACAAGCGGAATA---------------------------
AATAAGAAGCAGAAACAACAGGCAATT---TTTAATAGAATTGACATAGTACCAATAGATAGT----------
-------------------------------------------------------------------------
----------------------------------
TATAGATTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCTGACAAT---------AGTAAAACCATAATAGTGCATCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGCATACATTTA------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAA------
---------GTGATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTGAAGCA---
AAATGGGAGAAAACTTTATCACAGGTAGTTAAAAAATTAAAA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGCAGCTGGAGT-----------------
----------------------------AATAAAACTCTAAGTAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTAGCAACTACACAAATGAAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTATCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTAGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTGTAGAGGG----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH000299 
GCA---GAA------------------------------------------
GATAAACTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGGTAGTATTGGCA---------AATGTAACAGAAGATTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATCGGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAACTGCACTGATTAT-------------------------------------
-------------------------------------------------------------------------
-------------------------------------------------------GATATGAAA---
GACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGGAGAGACAAAGAGCAGTT---TTTTATAACCTTGATATAGTACCAATAACTAGC----------
-------------------------------------------------------------------------
----------------------------------
TATATAATAAGAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACATTTGAT------GGAAAAGGGCCGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAACAGTATCAACT---
CAACTGTTGCTAAATGGCAGTCTAGCAGAAGAGAAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCAAAAACCATAATAGTACAGCTAAAA----
-----------GAAGCTGTAACT---------ATTACTTGTGTGAGATACAACAACAATACAAGAAAA-----
-AGTATCCACATA------------GGACCAGGGAGAGCA---CTT------TATGCAACAGGAGAG------
---------ATAGTAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAAAAAA---
CTATGGAATAAAGCCTTAAGGGAGACAGTTGAAAAATTAAGA---------------GAACGATTTAAT----
-----------------------------------AATAGAACAATAACCTTTAAC------
CATTCTTCAGGAGGAGATCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTACATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGACAATTACACAGGATTAATATAC---
ACCCTAATTGAAGAATCGCAGAATCAACAAGAG----------------------------------------
-----------------------------
AAAAATGAAGAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCTGTTAGTTTGCTTAATACCACCGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAGGTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGTCTGGAAAGAGCTTTGCAA---TAA 
>KC699002 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATAAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGAGGAATGCTACTAATACCACTAGTAGTAAT----
-------------------------------------------------------------------------
-------------------ACCAATAATAGTAGTTGGGGAACGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGAATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACCAAATATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---GATAAGAAGTTCAGT------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAACAAGAT------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCCAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGCA---------ATTAATTGTATAAGACCCAACAACAACACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACCTTAGTAGAACA---
GAATGGAATAACACTTTAAAAAAGATAGCTACAAAATTAAGA---------------GAAACATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTACATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACATAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATACCATAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTACACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC699011 
GCT---GCA------------------------------------------
GGCAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCCTATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGATGATATA---
ATTAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTACTTTGGGAATACTACTAATACCAATAGTACTCCTAATA
CCAATAGTACA--------------------------------------------------------------
----------------------------------------------------GCAGAAATAAAA---
AACTGCACTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTGTATAAACTTGATATAGTACCAATAGATAGT----------
-------------------------------------------------------------------------
----------------------
AGTAATACCAGCTATAGGTTGAGAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAATTTAAT------GGAAAAGGAGACTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGACAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GACCCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAGACAGATAGTTGAAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AATAGAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAATTCCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGAAATTTGG------GAT------
AACATGACCTGGAGGGAGTGG---GAAAAAGAAATTAGCAATTACACAGAATTAATATAC---
TCCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAGATTTGTGGACTTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTGCAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC699010 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGAAAATGCTACTAATACCAATAGT-------------



-------------------------------------------------------------------------
----------------------------AGTAGCGGGACAGGGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCTCCACAATGATAAGA---------------------------
GATAAGGTACAGAGAGAATATGCACTT---TTTTATAACCTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATACTAATAGTACCAACTATAGGTTGATAAGCTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATTCATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATAAGATCTGAGAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAATAGAACTTTAAAAAAGATAGCTGTAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAAATTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCGAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC699009 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCATGTGCACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATTTTGGGAATAATACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGAGGGGGAATAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGGTGGAGAAAGAAAATGCTTTA---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATACTAGTACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAATCAGATAGTTAGAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------GAT------



AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAACCACACAGGCACAATATAC---
ACCTTACTTGAAAAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGGAATATTTCAAAGAGCTTGTAGAGCT----------------------------
--------CTTCTGCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTTCTA---TAA 
>KC699008 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTGGGAATGCTACTAATGTCAATGATAGTAAT-------
-------------------------------------------------------------------------
-------------------------------------GGGGGAATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAAGTGTAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAGACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AAAATTAATAATACTAGATATAGGATGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAG------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGATAAT---------GCTAAAACTATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
GAATGGAATAAAACTTTAAAACGGATAGCTAGAAAATTAAGA---------------GAACAATTTGAA----
-----------------------------------AATAAAACAATAGTCTTTAGT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAAATGTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTACCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAATGCCACAGCTATCACAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------GTTCGCCACATA------CCTACAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KC699003 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGCTACTAATACCACTGATGTTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAATAGTAGCGTGGAACTGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACACACATGAGA---------------------------



GATAAGATAGAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACACCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGCATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAATGGAACA---
GAATGGCATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAGGCTTGATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCGTAGCAGTAGCTGAG---
GGAACAGATTGGGTTATAGAGATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTGTACGAATAAGACAGGGCTTGGAAAGGTGTTTGCTA---TAA 
>KC699004 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTAACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTACATTGCACTGATTATAGGAATGCTACTAATAAAACTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTGGCGGGGGAATGAAGGAGGGAGGGGAAATAAAA---
AATTGCTCTTTCAATATCACCACACGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---
TTTTATAAACTTGATGTAGTACCAATAGATAATGATAATAACAAT----------------------------
-----------------------------------------------------------
AATACTAATAATACTAGATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCGATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAGCCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AAGCAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGAGACTTTAAAACAGATAGCTACCAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>KC699005 
GCT---GCA---GAA------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTC---
ACCCCACTCTGTGTTACTCTAAATTGTAATAATACTCTAAATTGTACTGATGATTCAAAGAATGCTACTAAA-
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTATTGTGGAAAAGATGAAGTGTGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATAATGATAAT----
-------------------------------------------------------------------------
----------------
AATAATACTAGCACCAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCACTTCTAAAGT
GTAAA---GATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGACATA------------AGGCAAGCATATTGT---AACCTTAGTAGAGCA---
GAATGGAATAACACTTTAAGCCAGATATTTACAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---TTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAGATCTGG------GAT------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGCATAATATAC---
AACTTAATTGAGAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTAAATGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTTATAGTAGTAGTACAAAGAATTTATAGAGCT----------------------------
--------TTTCTACACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KC699001 
GCT---GCA------------------------------------------
GAACAGCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTTAGGAATACTACAAATACCACT----------------
-------------------------------------------------------------------------
-------------------------------------GAGGTTACCAATAGAGAAGAAATAAAA---
AATTGCTCTTTCAAGAGCAGCACAAACATAAAA---------------------------
GATAGGACACAGATAGAATATGCATTG---TTTTATAACCTTGATTTAGTACAAATAGATAAAGAGAAT----
-------------------------------------------------------------------------
----------------



AATAATACTAATAGCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTTCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGCACAAGACCTTACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATCCA------------AGACAAGCATATTGT---ATCCTTAATGGAACA---
AAATGGAATGACGCTTTAAAACAGATAGCTAAAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---AAGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAAGCTCTGGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGAAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTGATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY535425 
GCA---GAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTAGTAATGGGA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATATGGAACAATAGCATGGTAGAACAGATGCATGAAGATATA---
ATTAATTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTACAATAGTACTAGTAAT----------------------
-------------------------------------------------------------------------
-------------------------------------GATACTACCAAGGAAACAGGAATAAAA---
AAATGCTCTTTCAATATCACCACCTCAGGCGTA------------------------
AAAGATAGGTTTACGAAGGAAAATGCACTT---TTGTATACAGCTGATGTAGTACCAATAGATAAT-------
-------------------------------------------------------------------------
-------------------------
AGTAGTATCAACTATAGGTTGATAGGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAAACATTCGAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAACAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAACTGACA----
-----------GAACCTGTAGTA---------ATCAATTGTATAAGACCCAACAACAACACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGCGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGGAACA---
CAATGGAATAAAACTTTAAGTCTAATAGTTGATAAATTAAAG---------------AAACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTAGG------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGACACCTAGGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAATATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACACCCACATAGGCACAATATAC---
CAATTAATTGAAGAATCGCAGTACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTGGGCAGGGATACTCACCA------



TTATCGTTGGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATAATAGAAGTAATACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTAG---------------------------------------- 
>AY713411 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACT---
ACCACTCTGTTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAAGAATAGTACTGAT----------------------
-------------------------------------------------------------------------
-------------------------------------ACCAATTTGGGAACACAAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGTGTAAGA---------------------------
AATAAGATGAAGAGAGAATATGCACTT---TTTTATAGTCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGATATAGGTTAAGAAGTTGTAATACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AACTGGACTAACACTTTAAAAAGGGTAGCTGAAAAATTAAGA---------------GAAAAATTTAAT----
-----------------------------------AATACAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACGGTTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATAAGCAATTACACAGAGATAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTACAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTCAGTTTGCTTAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGGAGAGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AF041125 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTTGAATGTTACTGATACCACTAATAGTAGC----------
-------------------------------------------------------------------------
----------------------AGGGGAGTGGTGGTGGAAGAAGAAATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAAGAATAAAA---------------------------
GATAAGGGGCAAAAAGAATATGCATTG---TTTTATAAACTTGATGTAGTACCAATAGGTAAC----------
-------------------------------------------------------------------------
----------------
AATAATACTAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCGGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTACCAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTAAAT----
-----------GAATCTATAGAA---------ATCAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATCTTAGTGAAGCA---
AAATGGAATAACACTTTAGGACAGATAGTTGCCAAATTAAAA---------------GAACAATATAAG----
-----------------------------------AATAAAACAATAGCCTTTAGA------
CCATCCTCAGGAGGAGACCCAGAAGTTGTG---ACGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTGTAGAGCT----------------------------
--------TTTCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTGGAAAGACTTTTGCTA---TAA 
>AY535471 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACT---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTACATTGCACTGATTTGGGGAATGCTACT-------------------------
-------------------------------------------------------------------------
-------------------------------------AATACCATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATTATACCACAACCATAAGA---------------------------
GATAAGGTGCAGAAAGCATATGCACTC---TTTTATAAACTTGATGTAGTACAAATGGATGAG----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACATCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCACCGGCTGGGTTTGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGCCTAGCAGAAGAAGAG------------
GAAGTAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAACTATAGTAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACACATA------------GGACCAGGGAGTGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACCTTAAACCAGATAGTTATAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATAGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAGATTTGG------AAA------
AACATGACCTGGATGGAATGG---GATAGAGAAATTAACAATTACACAAACTTAATATAC---
AACTTAATTGAACAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTTGCTGAG---
GGGACAGATTGGGTTATAGAAATATCACAAAGAGCTTTTAGAGCT----------------------------
--------GTCCTCAACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>AF041130 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACTCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTTGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGGAGAATGCTACCAATATCAATAGT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTAGTGGGGAACAGCTAAGGGAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------
AATAAGCAGCAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAACACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATAAATTGTAACACCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATCTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGCAAGCA---TTT------TATGCAACAGGAGAA------
---------ATCATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGAGCA---
AAATGGACTAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------ACTAATACAAAAATAGTCTTTAAT------
CAATCCACAGGAGGGGACCCAGAAATTGTT---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCGAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACGCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAGGTTTAATATAC---
ACCCTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGAATTAGATAGATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGGGTTTTTAGGACT----------------------------
--------ATACTCCACATA------CCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF041131 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAGAATTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGTGGGGAATACGAATACTACTAATGCCACTGTAACAG
CAGAA--------------------------------------------------------------------
----------ATAAAAGAGGGGAGTATGAATACTACTAATGCCACTGAAAGAGGGGAAATAAAA---
AAATGCTCTTTCAATACCACCACAAGTGTAAGA---------------------------
GATAAGGTGCAGAAAGAAGAAGCATTG---TTTTATAAACTTGATGTAATACAAATAGGAAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTAAATATAGAATGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAAAAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGACAATATCACAGATAAT---------ACTAAAACCATAATAGTACAGCTGAAT----



-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTGGAGCA---
ACATGGAATAACACCTTAAGACTGATAGCTAAAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCTCACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAGTGAAATATAC---
TACTTACTTGAAAAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAATGCCACAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ACTCTCCACATA------CCTACAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF041134 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTATGTTACTAACACCACTAGTGGTAATTCTGCTAAC----
-------------------------------------------------------------------------
-------------------ACCACTAGTGGTAGCGGGGGAATGATGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAAGATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATAT---TTTTATAGCCTTGATGTAATAGCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTAAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAATTCAAT------GGAACAGGTCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAAAAATTTCTCGGACAAT---------ACTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATAAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTCAAGCA---
AAATGGAATAACACTTTAAAACAGATAGCTATAAAATTAAAA---------------
GAACAAAAACAATTTAGG---------------------------------AATAAAACAATAGTCTTTAAT-
-----CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGACAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTATG---
GTCTTTGCTGTAGTA---------AAAAGAGTTAGGCAGGGGTATTCACCA------
TTATCGTTCGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGAACTGATAGGGTTATAGAAGTAATACAAAGAACTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACGCGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AF041133 
GCT---AAA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTTCTATTACTACCAATATC----------
-------------------------------------------------------------------------
-------------------------AATGCTACTAATATTACTAGTACCAATAGTGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAAATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACAAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
AAAAGTGATAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGATGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------ACTAAAACCATAATAGTACAGTTAAAC----
-----------GAAACTGTACAA---------ATTCATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACCTTACTAGAGCA---
AACTGGACTAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATATGAG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CATTCTTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCAGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCGGGATGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGCAATTATACAGAGTTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAACTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC699014 
GCT---AAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTACATTGCACTGATTATAATGGTACTAAGGCAGGGAATGCTACTAATAAT----
-------------------------------------------------------------------------
-------------GGTACTACTACCCCGAGTAGTATCGAGAAAATGGATAAAGGAGAAATACAA---
AACTGCTCTTTCAATGTCACCACAGGAATAAGG---------------------------
GATAAGAAGAAGCAAGAATATGCACTT---TTTTATAGAATTGATGTAATACCAATAGATGAAGAAAAGAAT-
-------------------------------------------------------------------------
----------
AATACTAGTGATAATACTACTAGCTATAGGTTGATAAATTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTTACGGACAAT---------GCTAAAACCATAATAGTACACCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGCAAACA---TTG------TATGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCATTAATAGGACA---



CAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCATTGCTA---TAA 
>KC699016 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAACAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTAAGAATAATAATACCATTAATAATGCTACTGCTAAGG
CTAATACTACT--------------------------------------------------------------
-AGTACTACTAATAATACTACTAGCAGTAATAGTAGCTTGGGAGAGCAGGAGGGAGAAATAAAA---
AACTGCACTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATGCGGGAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTGTCAGCTATATGTTGATAAGTTGTAACACCTCAGTCGTTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAATTCAAT------GGAAAAGGAACATGTAGAAAT-----------------------
-GTCAGC---ACAGTACACTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATAAGGTCTGAGAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------AACCCTGTAGGA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAGACA---
GAATGGAATAACACTTTACAACAGATAGCTGAAAAATTAGGA---------------GAACAATTTAAT----
--------------------------------AACGCTACAAAAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATGAAGAAATTAGTAATTACACAAAAGACATATAT---
AAATTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTGGCTGTTAGCTTGTTTGATACCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATATTTAGAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KC699017 
ACT---ATA------------------------------------------
GAAGGCTCGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTGGAA---------AATGTGACTGAAAATTTTAAT----------------



--------------------------ATGGGAAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCAATCTGTGTTACTTTAAATTGCACTAATCTTGCTAATAATACCAATAGTACTAGTTCC----------
-------------------------------------------------------------------------
-------------------------AATAGTAGTTTGGGAAAGATGGAGGCAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCAGTAACATAGGA---------------------------
AATAAGAGGTTTAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
ACTAGTACAAGATATACATTGATAAATTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATACGAAATTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTAATTAGATCTGTAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------ACGGCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA---
ACATGGAATAACACTTTATCACAGATAGTTACAAAATTACAA---------------GGACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCGACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTTCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTATAGATTATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGTTTGATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAAGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAATAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGCACAAAGAATTTGGAGAGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGACTTTTAATA---TAA 
>KC699012 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ACGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTACATTGCACTGATTTGAGAAATGATACT-------------------------
-------------------------------------------------------------------------
-------------------------------------------------------CAAAGTAAA---
AACTGCTCCTTCAATATCACCACAAGTATAAGA---------------------------
GGTAAGATACAGAAAGAATATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCGAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GCTAAAACCATACTAGTACAGTTGAAA----
-----------GATCCTGTAGAA---------ATTAATTGTACAAGACCCTATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATCTTGT---ACCATTAATAGAACA---
AAATGGAATGACACCTTAAAACAGGTAGTTGACAGATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTCAA------
CCACCCTCAGGAGGGGACCCAGAAATTGTA---TTGCATAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTAACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGGCAATTACACAAGCTTAATATAC---
ACCCTACTTACAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTTTAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCGCGGAAAGGGCTTTACTA---TAA 
>KC699020 
GCT---ACA---AAA------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATAGTAGAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATGTTGAAA---------AATGTGATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTGAATATTACTAGCACCAATAATAGTAGTAGT-------
-------------------------------------------------------------------------
----------------------TTGAATAAAGAAGAAATAAAAAACTATAAAGGAGAAATAAAA---
AACTGCTCTTTCAAAGTCACCACAGACAGAAAA---------------------------
GATAGGCCGAAGACAGAATATGCACTT---TTTTATAAACTTGATATAGTAAAAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------
AGTAGGAATAATATTAGCTATAGGTTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAAAAGAT------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAACTGAAG----
-----------AAACCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACAATGT---AACCTTAATGGAACA---
GAATGGAATAACACTTTAGAACAGATAGTTAAAAAATTAAAA---------------GAACAGTTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATAAGATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATCAGTAATTACACAGAACAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>KC699026 
ACT---GCA------------------------------------------
GGAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGTTTATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCAGGAGGATATC---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCCCTCTGTGTCACTTTAAATTGCATTAATGTGAATACTACTAATACCACCAGTAGTACTAAT-------



-------------------------------------------------------------------------
-------------------ACCACTGTTAATAGTTGGGAAAAGATGGATAAAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAGCGTAAGA---------------------------
GATAAGGTAAAGAAAGAATATGCGCTT---TTTTATAGCCTTGATATAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAACCCTTACACAG---
GCCTGTCCAAAGATAACCTTTGATCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAT---AATAAGACATTTGAG------GGAAAAGGACCATGTACAAAC-----------------------
-GTCAGT---ACAGTACAATGTACCCATGGAATTAAGCCTGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAGTTAGATCTGACAATTTCACAGATAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTTTAGCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGCA---
GAATGGAATAACACATTAAGACAGATAGCTATAAAATTAAGA---------------GAAAAATATGAG----
-----------------------------------AACAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTCAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAGCGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGAATTGATATAC---
AGCCTAATTGAAATATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGAATTGGGCAAATGGGACAGTTTGTGGAATTGGTTGGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATCAGCTTGCTCAACGCCACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KC699015 
GCT---ACA------------------------------------------
GAACAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCAATGATTATGTGAAGAATGATACCAATACCACT-------------
-------------------------------------------------------------------------
-------ATGAGTACCAATAGGAGTGATGACAATATCACTGTGGAGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACATGAAT---------------------------
GATAAATGGCAGAAAGAATATGCGCTT---TTTTATAAGCTTGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AATAACATTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCACTTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAAAACTTCAAT------GGAACAGGACCATGTGCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGACAAG------------
GTAGTAATTAAATCTAGCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAGTCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACATTGAAA-----
-AGTATACGATTT------------GGACCAGGGAGCGCA---TTT------TACACAACAGGAGCC------
---------ATAATTGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GATTGGAATAACACTTTAAAACAGGTAGTTACAGCATTAAGA---------------
GAACAATTTGGGAATAAC---------------------------------ACAAACACAATAGTCTTTAAT-
-----CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATATGATTTGG------AAT------



AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAACTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGAGATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAACTTATAGAGCT----------------------------
--------ATTATCCACATA------CCCAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTACAA---TAA 
>KC699013 
GCA---GTA------------------------------------------
GGCCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTTTGTGCATCAGATGCGAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTTGAATGTTACTAACTTGAATGTTACT-------------
-------------------------------------------------------------------------
----------------------CACGGGAATGATACTTCTGGCAATATTACTAGTGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCCCTT---TTGTATAAAGTTGATCTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------
AATGGTAGTAGCAGATATAGCAGCTCTAGGTTGATAAGTTGTAACACCTCAGTCATTACTCAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATAAGATCTGAGAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGGATAACTTTA------------GGACCAGGGAGAGTA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTGAGACA---
AAATGGAATAACACTTTAAGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACGGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATAACATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTACACACAATTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTGTTGGAATTAGACCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCGCACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTGGCTGTTAGCTTGCTTAATACCCTAGCCATAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAAGTATTACAAAGAATTTTTAGGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>KC699021 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTGTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTCGAATGCTACTAACACCAACAGTAGTAAT-------
-------------------------------------------------------------------------
-------------ACTACAACCACTAATGGTAATTGGGGACAAATGGAGCCAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATGATT---------------------------



GATAAGAAGAAAACAGAATATGCATTT---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGTTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAGC---GATAAGAAGTTCAAT------GGAACGGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAG----
-----------GAACCTGTAATA---------ATGAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-GGTATACAGATG------------GGACCGGGGAAAGTA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAAAACGTTAGGACAGATAGTTATAAAATTAAGA---------------GAAGAATTTGGG----
-----------------------------------AACAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGTCTAGCTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACATATTTGCACCACTGCTGTGCCCTGGAATGAGAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAT---
ACCCTGATTGAAGAATCGCAGGTCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGTTAATGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTACCATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCT---
GTGATTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAACGCTATAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGACTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>KF695111 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGCATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGAGACTAAGAATATTACTGATAAA-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCTGGGCAAGGATAGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCGACACAGACATGGGT---------------------------
GCCAAGGTGCAGATACACTCTGCAGTT---
TTTAATAAACTTGATGTAGTACTAATAGGTAATGCTACAATAAATAATGCTACAATAAATAATGAGACAAGA-
-----------------------------
AATAATGATAATAATGCAACAGGTAAGAATAATGAGACTATTGCCTACTATAGGTTGATAAGTTGTAACACCT
CAAAAATTACACAG---
GCCTGCCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GAGGAGGACTTCAAT------GGAACAGGACGATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAAATCTGAAAATTTCGCAACCAGT---------GTTAAGAACATAATAGTACAGCTAAAT----
-----------GGGTCTGTAAAA---------ATTAGTTGTATAAGACCCAATAACAATACAAGAAAA-----
-AGTATGACTCTA------------GGACCAGGAAAGGTA---TTC------TATACAACAGGA---------
---------GTAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAAAA---
GATTGGAATAAAACTTTAGAAAGGATAGCTATAAAACTAGGA---------------AAACAATTTGAG----
-----------------------------------AATACAACAATAATCTTTCAA------
CCATCCGCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAATGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATATTAGCTGGAGT-----------------
----------------AATAGTACT---AATATACCTCTAGAAGATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAAGGAATTCGCAATCACACAAAATACATATAC---
TCCTTACTTGAAGAATCGCAGAACCAACAGGAC----------------------------------------



-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATCGCTGGGCTAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCG------
TTGTCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>EF033658 
GCT---GCA------------------------------------------
AATCAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAAGGCAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGAATTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCATA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACCTTAAATTGCACTGATTGGGAGAATGATACTAATAGTAGTAATGGT----------
-------------------------------------------------------------------------
----------------------ACTAACAATAGATGGGAAAAGATGCAGAAAGGAGAATTAAAA---
AACTGCTCTTTCAATATCTCCACAAACCTAAGA---------------------------
GATAGGGTACAGAAAGAATATGCAAAT---TTTTATAGACTTGATCTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AATAATAGTAATAGCTATAGGTTGACAAGTTGTAACGCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGACCCCACATGAGTAAAAGCAGA-----
-AGTATACGTTTA------------GGACCAGGGAGACCA---TTT------TATGCAACAGGAAAC------
---------ATAATAGGAGCTTTA------------AAACAAGCACATTGT---AACCTTAGTAGGGCA---
GCATGGAATAACACCTTAAAACAGATAGTTAAAAAATTAAGA---------------GAGAAATTTGAT----
-----------------------------------AATAAAACAATAGCCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---TTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAGTGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAACTACACGGACATAATATAC---
ACCTTACTTGAAGAATCGCAATACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAAAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGCGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGACATTCACCA------
TTATCGTTGGCTATTAGCTTGCTCAATGCAACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>AF321080 
GCT---ACA------------------------------------------
AAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTCCAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAAATGCACTAACGTGAATACTACTAATACCAATAATACTAGTTCC-------
-------------------------------------------------------------------------
----------------------AATAGTAGTAGTTGGGGAAGTATGGAGGCAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGAGGAAGAAAGAATATGCACTC---TTTTATAGACTTAATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------



----------------------
GATAATACAAGTTATACTTTGGTAAATTGTAATACCTCAGAGATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGGAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTCATTGTATAAGACCCAACAATAATACAAGAAAG-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTCTAGCA---
GAATGGAATAACACTTTATATCAGATAGTTACAAAATTAAGA---------------GATCAATTTGGG----
-----------------------------------AATAAAACAATAAACTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCGACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAACCTCTAGATCAGATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAGAGAGAAATTGACGATTACACAGGTTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATACATGGGCAAGTTTGTGGGATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCACAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCATTGCTGTAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCAGCCCAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCCAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>M26727 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAGAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATGTTAATACCACTAGTAGTAGTTTGAGGAATGCTACT----
-------------------------------------------------------------------------
----------------AATACCACAAGTAGTAGTTGGGAAACGATGGAGAAAGGAGAATTAAAA---
AACTGCTCTTTCAATACCACCACAAGCATAAGA---------------------------
GATAAGATGCAGGAACAATATGCACTT---TTTTATAAACTTGATGTATTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATGATACTAAATTTAGGTTAATACATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATGCATTATTGTACTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAC-----
-AGGATATCAATA------------GGACCAGGGAGAGCA---TTT------CATACAACAAAACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
ACATGGGAGAAAACTTTAGAACAGATAGCTACAAAATTAAGA---------------AAACAATTTAGG----
-----------------------------------AATAAAACAATAGCCTTTGAT------
CGATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACACACTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAGGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGTCATTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------TTTCTCAATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN034158 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATAATGTGACAATTATTAATGGTACTAATGCCAATAATAATA
CTACTAATGGTACCAAT------------------------------------------------------
GCTATTGATGCCAATAATAGTAGTTGGGAAGGAATAGGAAGAATAGATAGAGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCCTGAGT---------------------------
GATAAGAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGAACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTTGCAGAAGAAGAC------------
ATAGTAATTAGATCTGCCAATCTCACGGACAAT---------GCTAAAATCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-GGTATACATCTA------------GGACCAGGAGGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAATAAAACTTTAGACAGGATAGCCAGAAAATTAAGC---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAG------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTAGAGGGGAA---
TTCAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAACACGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACACACTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAG----------------------------------------
-----------------------------
CAGAATGAACACGACTTATTAAAATTAGATCACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAACGCCACAGCGATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTCCGAAGAGCTTGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>JN034139 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTAATGTGAAGAATGTTACTAATGCCAATAGTACTAGT-------
-------------------------------------------------------------------------
-------------------TCCAATATTAGTAGTTGGGAAAGGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTC---ACAAGCATAGGA---------------------------
AATAAGTATCATAAGGAATATGCACTT---CTTTATAAGCTTGATCTAGTACCAATAGATAAAAAT-------
-------------------------------------------------------------------------
----------------------
GATACTACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACAAT



GTAAT---GATAAGAACTTTACA------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACC---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATATCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GACTCTGTAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACATCTA------------GGACCAGGGAAAACA---TTG------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTGTGGCA---
GACTGGAATAACACTTTACAACAAATAGTTATAAAATTAAAG---------------GAACAATTTCAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGACAATTACACAGGGTTAATATAT---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTGATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAATACAAAGAATTGGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTACTA---TAA 
>MG902199 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTAGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATAAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATTTGGGGAATGCCACAGCTAATGCCACAACTAAT-------
-------------------------------------------------------------------------
-------------------------------------------ATAGAGAAAGGAGAACTAAAA---
AACTGTTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTACAGAAAGGATATGCAGTT---TTTAATAAACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
GAAAATAGTAGCTATAGGATAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GCTACGAATTTCAAT------GGAACAGGATTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATCTCACTGACAAT---------GCTAAAAATATAATAGTACAGCTGAAA----
-----------GACCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAATAAAA-----
-AGTATACATATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTATGAAA---
AAATGGAATAACACTTTAAAACAAATAGTTGAAAAATTAAGA---------------AAACACTGG-------
-----------------------------------AATGATACAATAGTCTTTAAT------
CCATCCTCAGGAGGGGATCTAGAAGTTGTA---ATGCACACCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATCACACAAGAGAAATATAC---
AAATTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTGTTAGCTTGCTTGACACCATAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAATATTACAAAGAATTGGTAGAGCC----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG902157 
GCT---CAA------------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAATATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAATAAAAAGAATAGCACGAATAGCACGGCAACAGATA
AC-----------------------------------------------------------------------
-------------------ACGAATAGCACGGCAACACCGCCGCCGGCGGGAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAAATATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTTATACACTTGATATAGTACCAATAGGTGAGGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTAACAAGCTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGTCCCGGCTGGTTTCGCGATTATAAAGT
GCAAC---AATAAAACATTCGAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTAAAT----
-----------AGTTCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAATAAAACA---
GATTGGAATAAAGCGCTACAACAAATAGCTGGAAAATTAGGA---------------GCACAGTTTGGG----
--------------------------------AAAGATAAAACAATAATCTTTACA------
CAACCCTCTGGAGGGGACCCAGAGATTGTA---TCACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAACGGATCAACGGTTCCTAGGGCTTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATGACATTTGG------AGT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAGGAATAATATAC---
ACCTTACTTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTTTGCT---
GTGTTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAATGCCACAGCTATTGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCCACAAGAATAAGACAAGGCTTGGAAAGGGCTCTGCAA---TAA 
>HM586193 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAACTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGGAAATAGTACTGGGGGAAATAGTACTGGG-------
-------------------------------------------------------------------------
-------------------GGTACAAATACTACCTGGGGAAGGATGGAGAAAGGAGAATTAAAA---
AATTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAAGTGAAGAGAGAATATGCAGCT---TTTTATAAGCTTGATCTAATGAAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGATAGCTATACGTTAATAAGTTGCAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCSATTCTAAAGT
GTAAT---AATAAACAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAGTAATTAGGTCTGAAAATTTCATGGACAAT---------GCTAAAACTATAATAGTACAGCTGAAC----
-----------GAATCTATAGAC---------ATTAAGTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATG------------GGACCAGGGAGAGCA---TTT------TTTAATACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAAAACAGATAGTTGACAAATTAAGA---------------GAAAAATTTGGG----
--------------------------------AAAAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATACGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACMCAAACTTAATATAT---
AACTTACTTGAAGAATCGCARAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGKTTTAGCATAACAAACTGGC
TGTGGTATATAAGATTATTYATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCCATAGTA---------AATAGGGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACACCTTAGCCATAACAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAGTAATACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGTGCAGAAAGGCTTTTGCTA---TAA 
>HM586198 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAGC---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATTATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTGATGTGAATTCTACTAGGACCAATAGTAGT-------------
-------------------------------------------------------------------------
-------------------------AGTGGTGATGGGGAACTGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAAATATAAGA---------------------------
GATAAGATGCAGAAACAATATGCACTT---TTCTATAACCTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
GATACTAACTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCGATCCTAAAGT
GTAAT---AATAGGACGTTTAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAAACCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAACA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AATATAAATGGAACA---
AAATGGCATGACACCTTAATACAGGTAAGCGAAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGCTATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAAACGAAATATAC---
AGATTAATTGAAGGAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACCAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTTAACGCTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGGTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCGCGGAAAGGGCTTTGAAT---TAA 
>HM586210 



AAT---GCA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGAA---------AATGTGACAGAAGAATTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCAGGAGGATATA---
ACAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCAAATGTTACTACTACCAATAGTACTATC----------
-------------------------------------------------------------------------
----------------------AATAGTAGTAGCGGGGAACTGATGGAGGTAGGAGAAATAAAA---
AACTGCTCTTTCAACATCAAAGGAGTAACAAGA---------------------------
GATAAGGTGCAGAAAGAAAATGCATAT---TTCTATAAGCTTGATGTGGTAGAAATAGATGATAGT-------
-------------------------------------------------------------------------
----------------
AACAGCAGCTATAGGAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATGACACAC---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACTATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACG---
CAACTGCTGTTGAATGGCAGCTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAATAAT---------GTTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATG------------GGTCCAGGACAAGCA---TTG------TATACAACAAAC---------
---------ATAATAGGAGATACA------------AGACAAGCACATTGT---AACATCAGTAGGAAG---
GAATGGAATCGCACTTTAAAACTGATAGTTAAAAAATTAAGA---------------GCACAATATGGG----
--------------------------------AGTAATAAAACAATAGTCTTTACC------
CCACCCTCAGGAGGGGACACAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGCTACCTAAAGGATCAACAGCTCCTGGGAATCTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTACACAAGTACAATATAC---
ACCTTAATTGAAAAAGCGCAGAACCAACAAGAG----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGGTTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAGTCAGGCAGGGATACTCACCA------
TTATCATTGGCCATTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGACAGGGCTATAGACATAATACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGAGTTTAGTA---TAA 
>FJ653437 
ACT---GGA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTACCATTGGTA---------AATGTGACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCTTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTCACTTTAAATTGTACTGAGTTAAGGAATGCTACTAATACCACTGAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAAAACCACTAGTGATAGTGGGGAAATGAAA---
AACTGCTCTTTTAACTACACCACAAGCCTAAAA---------------------------GGAAGGATG---
AAGGACTATGCACTT---TTTTATAACCTTGATATAGTACCACTAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTAGTAACACATATAGGTTGATAAGTTGTAACAACTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCACTTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------AAACCTGTAGTA---------ATAAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTA------TATACAACA---GAT------



---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTGAGTGAAGCA---
CAATGGAATGACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAGTTTGGG----
-----------------------------------AATAAAACAATAAAATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCATATGAGCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTGAAAAATACACAGAATCCATATAC---
ACCTTAATTGAAATATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGTAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTAGCTATCAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAG---
GAGACAGATAGGGTTATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HQ595768 
ACT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCCACC---
ACCACTCTATTCTGTGCATCAAATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAATATTAGAA---------AATGTGACAGAATATTTTGAC----------------
--------------------------ATGGGAAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATTAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAGTTGCACTGATGTAAATGGTACCAATTCTACTAATATT-------------
-------------------------------------------------------------------------
----------------------------AAAAAAGAGATGGTAATGAATAGAGGAGATATGAAA---
AACTGCTCTTTCAATTTCACCACAAACATAAGA---------------------------
GATAAGGTACAGAAAGGACGTGCGATT---TTTGATAATTATGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
ACTAATAATTCTAGCTTTAGGTTGAGAAGTTGTAATACCTCGGTCATTACACAG---
ACCTGTCCAAAGGTGACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGTCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGACAA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---TTT------TTTGCAAGAGGAGAC------
---------ATAATAGGAGATCCA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GGATGGAATAATACTTTAGCACAGGTAGTTAAGAAATTAAGA---------------GAACATTGG-------
-----------------------------------AATAAAACAATAATTTTTAAT------
CAACACTCAGGAGGGGACCCAGAAATTATA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTGCATGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAACTACATTTGG------GGC------
AACATGACATGGATACAGTGG---GAAAAGGAAATTGACAATTACACAACTGAGATATAC---
GGCCTAATTGCAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAGAAGGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGTTTGATGCTACAGCCATAGCAGTCGCTGAG---
GGGACAGATAGGGTTATAGCAATTTTACAAAGGGCATTTAGAGCT----------------------------
--------TTCCTTCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HQ595771 
GTT---TCA------------------------------------------
GAACAGGCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCCCTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGTACTGATTTGAAGAATGATACTGTCAATAATAAT-------------
-------------------------------------------------------------------------
-------------------------ACTAGAGATATTCAAGATGAAATGAAAGAAGAAATAAAA---
AACTGCTCTTTCGATATCGAAACAAGCATAAGA---------------------------
GATAAGAAGCGAAAGGAACATGCACTT---TTTTATACACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAGTACTAATACTACTTATAGGTTGACAAGTTGTAACACCTCAGTCATTAAACAG---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATACTAAGTTCAAT------GGATCAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATGATTAGGTCTGAAAACTTCTCGAACAAT---------GCTAAAGTAATAATAGTGCAGCTGAAG----
-----------GAATCAGTACCA---------ATTAATTGTACAAGACTCAACAACAATACAAGAAAA-----
-AGTGTAAGGATA------------GGTCCAGGGGCAACA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GCATGGAGTAAAACTTTAGAACAGGTAGCTAAAAAATTAAAA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAATTAGTA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAACATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAAATCTGACGAGCATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGATAATTATACAAGCACAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGTTCAACGCCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAAGAAATTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ595772 
GCT---ACA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCAGTGATGTAAGGAATGCCAATAATGCCAATAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGGGAAACATAGAGGTAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGG---------------------------
AATAAGCTGCAAAACCAATATGCAACT---TTTTCTAAACTTGATGTAGTGCCATTAGATAAT----------
-------------------------------------------------------------------------
----------------------
ACTAGTAATAGCTATAGGTTGATAAATTGTAACACTTCGGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAAATCTGAGAATCTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------AAATCTATAGCA---------ATTGATTGCATAAGACCCAACAACAATACAAGGAGA-----
-AGTATACATATG------------GGACCAGGGAAAACA---TTT------TTTGCAGCAGAT---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GACTGGAATAAAACCTTAAGAGGGATAGTTATAAAATTAAAA---------------GAATCATTTGTG----
-----------------------------------AATAAAACAATAATCTTTAAT------



CAATCATCAGGAGGGGACCCAGAAATTGTA---CTGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GGTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAC------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGATTAATATAC---
ACATTAATTGAAGAATCACAATACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTTTT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGCTATAGAAATATTACAAAGAGCTTGTAGAGCC----------------------------
--------ATTCGCAACATC------CCTAGAAGAATAAGACAGGGTTTGGAAAGGTCTTTGCTA---TAA 
>HQ595774 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGGGAAGCAAAT---
GCCACCTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTAATATTACTAGCAATAATATTGCTAGCAATAATACTGGCAGTA
ATGTTACTGGCAGTAGTAGTACTAGCAATAATAGT--------------------------------------
----------ATTAGTAGTACCACAAATAGCAGTATTTTAGGACCAATGAAAGATGAAATAAGA---
AACTGTTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATAAGGTACAGAGAGAATATGCATTT---TTATATAAATATGATATAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------
AAAAATAATAATACCAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTATAAAGT
GTAGA---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAGAATATCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTGCAA---------ATTAATTGTACAAGACCAGGCAATAATACAAGAAGA-----
-AGTATAAACATA------------GCACCAGGGAGAGCA---TGG------TATACAACAGGGGAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCAAAAA---
GAATGGACTAAAACTTTAAAACAGGTAGCTAGAAAACTAAGA---------------GAACAATTT-------
-----------------------------------AATAGGACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATCAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAAACACAATATAT---
GAATTAATTGAGCTATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGACAGCTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTAATTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGTACAAAGAGCTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>HM204626 
ACT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCACATGATACAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCTTG---AAGCCATGTGTAAAACTA---



ACTCCACTCTGTGTTACTTTAAATTGTACAGATTGTAAGGGAAATGGTACGGATACTAACAATTGT-------
-------------------------------------------------------------------------
----------------------ACTAGCAGCAGCAATGTGACAGTGGAGGACGGAGAAATGAAA---
AAGTGCTATTTCAATATCACCACAAGCATAAAA---------------------------
GATAAAAAGCAAAAGGAATATGCACTC---TTTTATAAACATGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGATAAGTTGCAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTA-
GCCCCGGCTGGTTTTGCAATTCTAAAGTGTAGA---GATAAGAAATTCAAT------
GGAACAGGACTATGTAGAAAT------------------------GTCAGT---
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTCAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAG------
---------GTAATAGGAGATATA------------AGAAAGGCACATTGT---AACATTAGTGGAAAA---
GATTGGAATAACACCTTAGAAAGGGTAGCTGAAAAATTGAGA---------------AAACAATTTGGA----
--------------------------------AACAATAAAACAATAGTGTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACGCATTTGCACCACTGCTGTGCCTTGGAATACGAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTAGTAAGTACACACAAACAATATAT---
AGCTTAATTGAACAATCGCAAAGCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTAGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAGTTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
ATATCGTTGGCTGTTAATTTGCTTAATACCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGCAAATAGGATTTTTAGAGCT----------------------------
--------TTTCTCCACATC------CCGAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>HM204627 
GTT---GCA------------------------------------------
GGCAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGGAA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACGTTAAATTGCACTAAGACCAATAATAGTACGAATGTT-------------------
-------------------------------------------------------------------------
----------------------------------AATAATACCATGGGGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCTCAGAAATAAGA---------------------------
GATAAGACAAAGAAAGAAAATGCACTT---TTTTATACAATAGATCTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------------
GATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGGATTACAAG------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTACTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTCAGTAGAGTA---
CAATGGATTAATGCTTTAAACCAGACAGTTAGAAAATTAAGA---------------GAAAAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAGTTAGTAATTACACAGGCCTAATATAC---
GCCTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCGACATATCAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTACCTTGTTCAATGCAATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGCAGTCCAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTAATA---TAA 
>HM204628 
GCT---GAC---------------------------------------------
CAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGAAACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTACTTTTAAAA---------AATATGACAGAAAGCTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTGACATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAAGAACACTACTAATAACACCAGTAATAGT----------------
-------------------------------------------------------------------------
-------------------------------AGTGGGGGAACGATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACATAAGA---------------------------
GATAAGGTGAAAAAAGACTATGCCCTT---TTCTATAACCTTGATATAGTACAAATAGATAGCAGT-------
-------------------------------------------------------------------------
-------------
AGAAGTAATAATAGTACTGAATATAGGTTGATAAGTTGCAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAC---GACAAAAGATTCAAT------GGAACAGGACCATGTGTAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATAAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCCATAGAG---------ATTAATTGTACCAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGCAAGCA---ATT------TATGGTTATAAAACA------
GGAGAAATA---ATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGAACAACACTTTAAAACTGGTAGTTAAAAAATTAAGA---------------GAGCAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------GAG------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAGCAATTACTCACAAATAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTACT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCCATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGTTTTTAGAGCT----------------------------
--------ATCCTCCACGTA------CCTAGAAGACTAAGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>HM204629 
GCA---TCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGCAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTTTGTGTTACTTTAAATTGTTCCAATGTTACAAATACCAATGCTACA-------------------
-------------------------------------------------------------------------



-------------------------------AATGCCACTGATAGTAGTTGGAATGACATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAGGGTTCAGAAAGAATATGCACTT---TTTAATAGACTTGATGTAGTACCAATAGGTGAT----------
-------------------------------------------------------------------------
-------------------
AATAATACCACAAAATATAGGTTGATAAGTTGTAACACTTCAGTCATTACACAG---
GCCTGTCCAAAGATATCATTTGAGCCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGAAAATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAGGCCGGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAGTAATTAGATCTGATAATTTCACAGACAAT---------GCTAAAACAATAATAGTACAGCTGAAC----
-----------ACATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATCATAGGAGATATA------------AGACAAGCCTATTGT---AACATTAGTAAAACA---
CAATGGAATAACACTTTAAGACAGATAGCTATAAAATTAAGG---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAAATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAT---
GACTTACTTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTAGCATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACTTGACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGGATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTCAGCTTGTTCAACGCCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGAATTTTAGAAGTATTGCAAAGAATTTATAGAGCA----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAATTGCTTTGCTA---TAA 
>HM204632 
GGT---GAA---GAA---------------------------------
CAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
GCCACTTTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATTTGGAAAAATGACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTCAATAGTACAGCCACTAATAGTAGTGGGAAACAG----
-------------------------------------------------------------------------
-------------------ACGACCACTAATAGTAGTAGTGGGATGGAACAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGACTTAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTGTATAAAACTGATATAGTACAAATAGATAACTCA-------
-------------------------------------------------------------------------
----------------
GGGAATACTAGCTATAGCTATAGATTGATAAGTTGCAACACATCAACCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTCAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAGTAATCAGATCTGACAACTTCTCAGATAAT---------GCCAAAACTATAATGGTACATCTGAAT----
-----------GAATCTATAAAA---------ATTAATTGTACAAGACCTAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
CATTGGTTTGAAACTTTAGAAAAAATAGTTATAAAATTAAGA---------------AAACAATATGGG----
--------------------------------GAAAATAAAACAATAGTCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---CAACACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AACAGATCTCTGGATATGATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACACAAATAATATAT---



ACCTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TATGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCA---
GTGCTTGCTATAGTA---------AAAAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTGGCTGTTAGTTTGCTCAACGCTACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGATTTTGGAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAGTAAGACAGGGCTTGGAAAGGAGTTTGGTA---TAA 
>HM204633 
GCT---GCA------------------------------------------
GAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATACTACAGAG---GTACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGCCAATACTACCAAAAGTAGCAATAATACTAATCAT----
-------------------------------------------------------------------------
-------------------ACTAGTGCCCCTAAAGTACTGATGGAGGAACAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACTGCAGGCATAAGA---------------------------
GATAAGGTAAAAAAGGAATTTGCTCTC---TTTTATAGTCTTGATATAGTACCAATAGATAGTGATAATACA-
-------------------------------------------------------------------------
-------
AATAAAAATACCATTAATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCACTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATGAGACGTTCAGT------GGAAAAGGACCGTGTAACAAT-----------------------
-GTCAGC---ACAGTGCAATGCACTCATGGAATTAGGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTATCAAAAAGAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAAACATAATAGTGCAGCTAAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAGGTATA------------GGACCAGGAAGTGCA---ATT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCATTGATAGAAAA---
GATTGGAATAACACTTTAGAACAGATAGTTAAAAAATTAGGA---------------GCACAATTTAAG----
--------------------------------AATATAACAAAAATATCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGACATAATATAC---
AACTTAATTGAAATATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTCGACATTTCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGATTTGGTAGAGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HM204638 
GGT---GCA------------------------------------------
GAACATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAATCCACAAGAAATGGTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTAAATTGTACTAATTATACTGGTACCAGTAATAGTAGTAGTAATGGTACCAGTA
AT-----------------------------------------------------------------------
----------AGTAGTAGTAATAGTACCAGTAATAGTAGTATAAATATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAAGCATAAAT---------------------------
AAGGGGCTGAAAAAAGAACATGCAATT---TTTAATAGACTTGATGTAGTACCAATAGGTAAT----------



-------------------------------------------------------------------------
----------------------
GATACTACAAGCTATATGATGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGATTTGCAATTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGGCCTGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAGACTGTTGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAATCTA------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGTA---
GCTTGGAACAACACTTTAAGACAGATAGCTAAAAAATTAAGT---------------GAACAGTTTAAT----
--------------------------------AATACTGAAACAATATTCTTTAAG------
GAACACCCAGGAGGGGACCCAGAAATACAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCTCCACTTCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTATAGATACAATTTGG------AAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAGGAAATATAC---
ACCTTACTTACAGACTCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGATAAGTGGGCAGACTTGTGGAGTTGGCTTGACATATCACACTGGC
TATGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTCTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCATTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTACAGAGAATTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCCAGAAGAATAAGACAGGGCGCAGAAAGGATTTTGTTA---TAA 
>HM204640 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAACCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTAATTGGAATACTACTGATTTGAATACTACTAACATT-------
-------------------------------------------------------------------------
-------------------AATAACAATAATGGTCGGGAGTACATACAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGAAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAAGACTAGATATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAATAAAA-----
-GGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATATCACTTTAGAACGGATAAAGATAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AGTAATAAAACAATAGTCTTTAAG------
CAATCCTCAGGCGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGCATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTAGCAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAATAGGGGGTTTAGTAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTGGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCAGTACAAAGAGCTTGTGGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>HM204641 
GCT---GAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAT---
CCTGACCCACAAGAATTAAAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTACTTGGAACTCCACTAGTAATGTTACTAATACT----------
-------------------------------------------------------------------------
----------------------TTTATTAATAGTACTATAGGAAATATACAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAAGCATACAA---------------------------
AATAAGATGCAGAAAGAGTATGCACTT---TTTCATAAAACTGATCTAATGTCAACAGAGGGC----------
-------------------------------------------------------------------------
-------------------------
AATACAAGCTATACACTGACAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAAGGAGTTCAAT------GGAACAGGACCATGTAGTGAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTGTCAACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGG------------
ATAGTGATTAGATCTGAAAATCTCACTGATAAT---------GCTAAGACCATAATAGTGCAACTAAAT----
-----------AAAAGTATAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAACGCACATTGT---AATCTTAGTAGAACA---
GCATGGGGAGAAGCTTTACAACAGATAGTTACAGAATTAAGA---------------AAAAAGTTTGGG----
-----------------------------------AATAAAACAATAAGCTTTAAC------
CAATCCTCAGGAGGGGATCCAGAAGTTATA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGGTACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGGAAACTTATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCATGAGGAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCAAATATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCATTAGATAAGTGGGAAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGCAGCACAAAGGCTTGGAAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCAA---TAA 
>HM204642 
GCT---AAA------------------------------------------
GAACAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGAA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------GTGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAATAATACTATCTCTGGTAGTAGTAATATCTCTAGTAATACT----
-------------------------------------------------------------------------
-------------------AATAATGGAAGTGTGGAACTAACGATGGAGCCAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAAATGAAAGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTTTTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAGCTACTGTTAAATGGCAGTTTAGCAGAAGAAGGT------------
ATAGTAATTAGATCTGAAAATATCACAAACCCG---------ACTAAGACCATAATAGTACAGCTGAAC----
-----------GAGTCTGTAGAA---------ATTAACTGTACAAGGCCCAACAACAACACAAGAAGA-----
-GGTATACATGTA------------GGACCAGGGAGAGCA---ATT------TATACAACAGGA---------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAACCAAACTTTAGGAAGGATAGCTACAAAATTAGGA---------------GGCATATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAACACTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAGCGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAAATGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAAACACAATATAC---
AGTTTGATTCTAGACTCGCATAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGCT---
GTATTTTCTATCATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAATGCCATAACTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------TTTCTCCACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCAA---TAA 
>HM204643 
GCT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGATGCAATC---
ACCACTTTATTTTGTGCCTCAGACGCTAAAGCGTATGATGCAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTTGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTCTAAATTGCACTGATTTGAACAATACTACTAAAACCAGTAAT-------------
-------------------------------------------------------------------------
----------------------------AATACAGGAGAAGCAGGAGAGGGAGTAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCATGAAA---------------------------
GATAAGATAAAGAAAGAGCATGCACTT---TTTTATACACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AATGCTAATACTAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAACACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAATGATTAGATCTGAAAATTTCACAAACAAT---------GCTAGAACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACCTATA------------GGGCCAGGAAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AATATTAGCAGAGCA---
CAGTGGAATAACACTTTAAAACAGATAGTTGGAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AATAATAAAACAATAATCTTTAAG------
CCACACTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTTTGGATGCAATTTGG------CAA------
AACATGACTTGGATGGAGTGG---GATAGAGAGATTAATAATTACACCAAATTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTAGGTAAGTGGGACAGTCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGGGGTTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTGGCTGTTAGTTTGCTTAATGCTACAGCCATAGCAGTAGCTGAA---



AGGACAGATAGGATCATAGAAGTATTACAAAGAATTTTTAGGGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGGCAGGGCTTGGAAAGAATTTTGCTA---TAA 
>HM204646 
GCT---ACA------------------------------------------
GAACCATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACT---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTATTCTTGGAA---------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGAATTGAGGAATAAAACTGATTGGAGGAATCCA-------
-------------------------------------------------------------------------
----------------------AATCAGACGAATGATACAAAGATAGAGAAAGGGGAAATAAAA---
AACTGCTCTTTTGATACCTCCCCAAGCACAACA---------------------------
GACAAAAAACAGAAAGCATATGCACTT---
TTTTATAAGCTTGATGTAGTACAAATAGATGATGTTAATAATAGT----------------------------
--------------------------------------------------
ACTAATGCTACTGCTAACTATACTAGTTATAGGTTGATAACTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATTCATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGAACAGGGCTATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CATTTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTCAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------ACACCTGTAAAC---------ATTACTTGTACAAGACCCAGCAACAACACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGA---
GATTGGGTGAGTGCGTTAAACCAAACAGTTGAAAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATAAGACAATACAGTTTCAG------
CCACCCTCAGGAGGGGACCCAGAAGTTGAG---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGATTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAT---
GACTTACTTCAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACTAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAACTTGCTCAATACTACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATAATACAAAGAACTTGTAGGGGC----------------------------
--------ATCCTCCATATC------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>KY658697 
GCT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAACGCGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATAAGTCTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACCTTAACTTGCATTGATTTGAAGAATGGTACTAATACCACT----------------
-------------------------------------------------------------------------
----------------------------AGTGGTATCAAAATAGAGGGAAGAGAAGAAATGGCA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAACATGCAATT---TTTTATAAGCTTGATGTAGAACCAATGACTAAGAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTTTAGGTTAATAAGTTGTAACACCTCAGAGATTAGACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---AATAAGAATTTCACT------GGAACGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAGGCCAGTAGTATCAACT---



CAACTGCTATTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGCAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGAGTCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACTAGGGGGAGCA---TGG------CATACAACAGGGAAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAGAA---
GCATGGAAGAACACTTTAAAACAAATAGTTACAAAATTAGGA---------------GAACAATTTGGG----
--------------------------------AATACTAGCAAAATAATCTTCAAC------
CAATCCTCAGGAGGGGACATCGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATGGGATTTGG---------------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTGATATAC---
AAATTAATTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGGTACTCACCA------
ATATCATTTGCTGTAAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTGGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>HQ595776 
GCT---ACA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATAAAACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATATTATTGAGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATGATATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAGTTGCACTGATTTGAATACTACTAGTGCCAATAATGCTACTAGTGCCAATG
GTACT--------------------------------------------------------------------
-------ATTAGTGCCAATACTAGTGCTAGTGCCAATATTAGTAGTGAGATGGAAATGATGAAA---
AACTGCTCTTTCAATATCACCGCAAGCATACAA---------------------------
GATAAGAAACAGAGAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
AGTAATAATAGTACCAACTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATCCTACAAT
GTAAT---AATAAGAATTTCAGT------GGAAAAGGAGACTGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACTCATGGAATTAAGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATATCTCAAATAAT---------GCTAAGACCATAATAGTACAACTAAAA----
-----------GAGCCTGTACAC---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGACAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTGTAGGA---
AGATGGAATGCCACTTTAGAACAGGTAGCTAACAAATTAAGA---------------GAACATTTTGTT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAGTTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAG------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGATTAATATAT---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGACAAATGGGCAGATCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTATAAGAATAGTTTTTACCTGGTGCCT
TTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCCATTAGCTTGCTTAATACTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTCCAAAGAGCTGGTAGAGGT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCCTGGAAAGAATTTTGCTA---TAA 
>HQ595778 



GCT---ACA------------------------------------------
GAACATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGACTTGAGTAATACCACTAATAGTAATGGAACGATT-------
-------------------------------------------------------------------------
----------------------ACTAATAGTGGTAATAGAACGATATGGGATAAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAAAATAACA---------------------------
GAAAAGGTAAAGAAAGAATATGCACTT---TTTTATGAACTTGATATAGTACCAATAGAAGATGAT-------
-------------------------------------------------------------------------
----------------
AACGAGAGCAATAATAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATATGAAAATGTCGAGGACGGT---------GCTAAAGCCATAATAGTACAACTAAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACCTTAATAGAACA---
AAATGGAATGACACTTTAAGACAGATCGGTATGAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CCATCCTCAGGAGGAGACCCAGAGATTGTA---ATGCACACTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGAATGCTATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAACATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AGAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAGTTGTTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGCTTTTACTA---TAA 
>HQ595779 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAATGCAGTAATTTGAATACTACCATTATTACCAATACTAGTACC-------
-------------------------------------------------------------------------
----------------------AATAATAGTACTTGGGAAGGGTTGGGGAAAGGAGAAATAAAA---
AACTGCACGTTCAACGTCACCACAGGCAGAAGA---------------------------
AAAGGGATGCAGAAGGAATATGCGTTT---TTTTCTGAACTTGATATAGTACCAATAGAGAAC----------
-------------------------------------------------------------------------
----------------------
AATAATACAAGCTATACATTGACAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTAAAAT
GTAAG---GATAAGAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAAA-----



-AGTATATCTACA------------GGACCAGGGAGAGCA---ATT------TATGCAACAGGACAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTTCACAA---
AAATGGAATAATACTTTGCGACAGATAGTTGAAAAACTAAGA---------------GTACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGCAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATAGGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAGATTAACAATTACACAAGTTTAATATAC---
ACCTTAATTGAAGAATCGCAGCACCAACAAGAG----------------------------------------
-----------------------------
ATAAATGAACAAGAGTTATTCAGATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCA------
GTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCCTGTAGAGCT----------------------------
--------ATTGTCCACATA------CCTACAAGAATAAGACAAGGCTTTGAAAGGGCTTTACTA---TAA 
>HQ595788 
ACT---ACA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCAGTATGG---AAAGAAGCAGTC---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAATAGTATTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATATGGGAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGCTGTAAAAAATAGTACCAGT-------------------
-------------------------------------------------------------------------
----------------------------------ACCAGAAATGAAACGAATGGAGAACTAAAA---
AACTGCTCTTTCGATATCAACTCAGGCATAAGA---------------------------
GATAAGATACAGAGAGAATATGCTCTT---TTTTATACACTTGATGTAGTGTCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAAAAGCTATAGGATGATAAATTGTAACACCTCAGTGATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATCTTTGTACCCCGGCTGGTTTTGCGCTCCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACTCATGGAATTAGACCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAACAA------------
ATAGTAATTAGATCAAAAAATTTCTCAAATAAT---------GCTTATACCATAATAGTGCAGCTGAAT----
-----------GAAACGATAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGCAAGCA---TTT------TATACTACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTGAAGTA---
AAGTGGAATAAGACTTTACAACAGGTAGCTAGCAAACTAAGA---------------GAGCAATTTAGG----
-----------------------------------AACAAGACAATAATATTTAAT------
CGTACCTCAGGAGGAGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAGGGGATCAACAGCTCTTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGAGCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAT---
AACTTACTTCAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAAGGTTAGGCAGGGATATTCACCA------
ATATCATTGGCTGTCAGCTTGCTCAACGTCACAGCAATAGCAGTAGCAGAG---
GGGACAGATAGGGTTATAGAATTAATACAAAGAGCTGGTAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGTGTTTACTA---TAA 
>HQ595790 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAGATAAAATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATAAAATTGGCAATAATACCAGTAGTGCCAATAATAGT----
-------------------------------------------------------------------------
----------------AGTTGTAATACCAATAGTAGTTGTGTTAAGACGGGGGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACCTGAGA---------------------------
GACAAGGTACGGAAGGAGCATGCACTC---TTTTATACAATTGATATAGTACCACTAGATGAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACCAGCTATAGGTTGACAAGTTGTAACACCTCAACCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATACGGACTTTGAT------GGAAAAGGAAATTGTACAAAT-----------------------
-GTCACT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAAAGGAG------------
GTAGTAATTAGATCTGACAACATCTCGGATAAT---------ACTAAGAACATAATAGTACAACTAAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGGAGAGTA---TTG------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACGAGCACATTGT---AACATTAGTGAAAAA---
GAATGGAATAACGTCTTAAAGCAGATAGTTAAAAAATTAGGA---------------GAAAAGTTTAAA----
-----------------------------------AATAATACAATAGCCTTTAAT------
AAATCCACAGGAGGGGACCTTGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGACTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATATGATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGAATAATATAC---
CAATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTGTTGGAATTGGATCATTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGGAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAATACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGGAGGATAAGACAGGGGCTTGAAATAGCTTTGCTA---TAA 
>HQ595792 
ACA---ACA------------------------------------------
GGAATGTTATGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGGATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAGGTAGTATTGGCA---------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAGCAATGTTAATGGTACTATCAACAATAGTACAGGG-
-------------------------------------------------------------------------
----------------GGAGAAATGAAAAATACTATCAACAATAGTACAGGGGGAGAAATGAAA---
AACTGTTCTTTCAATATCACCACAAGCATACGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATCACACCAATAGATGGC----------
-------------------------------------------------------------------------
----------------
AGTGAGAATGATACTAAGTATAGGTTAATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGCCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCGAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGACCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAGGTCATAATAGTACAGCTGAAT----
-----------GAAACTATACAA---------ATTAATTGTACTAGGCCTAACAACAATACAAGAAAA-----
-GGTATAACTATA------------GGACCAGGGAGAGCA---TTC------TACACAACAGGAGGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAAAG---
GCATGGAATAACGCAATAAAACAGATAGTTACAAAATTAAGA---------------ACACCATTTGGA----



-----------------------------------AATAAAACTATAGTCTTTGAA------
CCACCCTCTGGAGGAGACCCAGAAATAGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATTCTAGTTGGAGC-----------------
----------------------------AATAAATCTTATAATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCACAATATAC---
ACCTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTGCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTTAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>HQ595794 
GCT---ACA------------------------------------------
GAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACGAGAAGTATCATTGGGA---------AATGTGACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGTGAATGTTAATAGAACCACTGTTAATGGAACCACT----
-------------------------------------------------------------------------
-------------------GATTCGAATACTAATAGCCCTATAGAACTGAAAGGAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAAGCATGAGA---------------------------
GATAAGATGAAGAAAGACTATGCACTT---TTTAATAGACTTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCGAAGGTAACCTTTGATCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGAGAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAGTCATAATAGTACAGCTAGCA----
-----------AAAGCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCGCTA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACTATTGGTAATTCA---
ACATGGAAGAAAACTCTAAAAAAGATAGTTGAAAAATTAAGA---------------GAAAAATTTTCT----
-----------------------------------AATAACACAATAATCTTTAAT------
CACTCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGCAGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAGCATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
TCCTTGATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTGTAGCAGTAGCAGAG---
GGAACAGATAGGATTATAGAAGGATTTCAAAGATTCTTTAGAGCT----------------------------
--------GTTCTCCACATC------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ595803 
GCT---ACA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACCTATGACCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACCGAC---
CCTGACCCACAAGAAGTATTATTGGAA---------AACGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGACATA---



ATCAGCTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTCCTTTAAATTGCACTAAGTGGAAGATTAACAGTACCAATAGTACCAGT----------
-------------------------------------------------------------------------
----------------------AATAGTAATAGTAGTATGAGGACGGAGGAACAAGAGATAAGA---
AACTGCTCTTTCAATATCAGCACAAGAGGATAC------------------------
AATAAGGGACAAAAAGAAGAATATGCAGCT---TTTTATGAATTTGATATAGTACCAATAGATAAT-------
-------------------------------------------------------------------------
----------------------------
GGGACAAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTATACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACGGT
GTAAT---GATCAGAAGTTCAAG------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGT---ACAGTCCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAGGCTGTAAGA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGTA---
GAGTGGAATAGCACTTTACAACAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCTTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGTGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGAAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATAAGATTTGG------AAT------
AACATGACTTGGATGAAGTGG---GAGAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCACAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCG------
TTATCGTTTGCTATTAGTTTGTTTAATGCCACAGCTATAACAGTAGCAGAA---
GGGACAGATAGGGTTATAGAAATAATACAAACAGCTTGTAGAGCT----------------------------
--------ATTTGCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCTG---TAA 
>JF680906 
GCT---GCA------------------------------------------
CCACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAATCCACAAGAAATAACATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATAATTTGAACAGTACCTATAATAATACTTGG----------
-------------------------------------------------------------------------
-------------------------GTCAATGGTACTTTAAAAATGGAGAAAGGAGAAATGAAA---
AATTGCTCTTTCAATGTCACCACATTCATAGGG---------------------------AAAAAGGTG---
CAAGAACGGGCATTC---TTTTATAAAAGTGATATAGTATCAATAGCTAAT----------------------
-------------------------------------------------------------------------
----------GATACTACAAGCTATACATTGATAAATTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GTATCTGTAGAA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GCACAAGGGAGAGCA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATCACACGTTACAACTGATAGTTGAAAAACTAAAA---------------GAACAATTTGGG----
--------------------------------GAGAATAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---AAGCATAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------



----------------------------AATAAGTCACTGGAGGCAATTTGG------CAG------
AACATGACATGGATGGAGTGG---GATAGAGAAATTGACAATTACACAAGCTTAATATAT---
ACCTTAATTGAAGAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTGATAGCAGTATTTCAAAGGGCTTTTAGAGCT----------------------------
--------GTCCTCCGCATA------CCTACAAGAATAAGACAAGGCGCGGAAAGGGCTTTAATA---TAA 
>HQ595769 
GTT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAGA---------AATTTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTTGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGAGCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATTATGTAGGGACTAATACCACTAATAGTACTATTACT----
-------------------------------------------------------------------------
----------------AAGACCAATAGTAGTGAATGGAATTGGATGAAGACAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACCAACATAAGA---------------------------
GACAAAATGCAGAAAGAATATGCAATT---TTCTATAAACCTGATATAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGGATAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTCAGATCTGAAAACTTTACAGATAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAGGCA---TTT------TATACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AGCTGGAATAACACTTTAAAAAGGGTAGTTCAAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGACCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCATGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGATCGGATTTGG------AAC------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAATGAAATATAC---
AGTTTACTTGAGAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGGATAGTTTTTGCT---
GGAATTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAGCTTGTTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ595770 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGGA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCTCTAATGTGACAGCCCAGACTAATGAGACAAAT-------------
-------------------------------------------------------------------------
-------------------------GTGAATAATTCGATGAATACTGCTGCAGCAGACATGAGA---



AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAA------------
GTAGTACTCAGGTCTGCCAATTTCACAGACAAT---------GTCAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACCATACAAGGAAA-----
-AGTATACATATG------------GGATCATGGAGAGCA---GTT------TATACAACAGGAGAA------
---------ATAATAGGAAATCTA------------AGACAGGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAGGACAGATAGTTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAAACTTTACT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCGAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAAAATTTGAGTGAGATCTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGAGTTAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTGATACTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATAATAGAAGTAATACAAAGAGCTGGTAGAGCT----------------------------
--------GTCCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF680910 
GCT---GAA---------------------------------------------ACA---
TGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTGTTTTGCGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGAATTGAAA---------AACGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGACCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATAAGGTGAATAATACTCGGGCCAGTAATAGTAGTCTT----
-------------------------------------------------------------------------
----------------GTAAATAGTACTCATACTATTAATGAGAGTTTGATAATGGACATGAAA---
AACTGCTCTTTCAATGTCACCACAAGTACAAAA---------------------------
GATAAGATACAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAGTAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTTGAG------GGAAAAGGAACATGTAGAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAAAAGAAGAA------------
ATAGTAATTAGATCTGACAACATCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------GAAGCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGAAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---ACCATTAATGGAACA---
CAGTGGAATAACACCTTAAAAGAAGTAGCTAAAAAATTAAGT---------------GAAAAACTTAAT----
-----------------------------------ATCAACCAAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAGATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAGAGATATCTGCAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTACTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAAACTCTGAATGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAACAACTACACAGAAATAATATAC---
ACCTTACTTACAGATTCGCAGATCCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGCTTAAGAATAGTTTTTGCT---
ATACTTTCTGCAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATGTTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGGGAGCT----------------------------
--------TTCATACACATA------CCTAGAAGAATAAGACAAGGATTTGAAAGGGCTCTACTA---TAA 
>JF680911 
ACT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTGTTTTGTGCATCAGATGCCAAAGCATATCATCCAGAG---GCGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTACTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCAGTTTGTGTTACTTTAGATTGCACTAATGTGAATGTGACAAGCTATTGCACTAATTCGACTAAT----
-------------------------------------------------------------------------
----------------ACTACTGGTTGTAATAGTAGTTTAAAAATGAAAACGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGTCATAAAA---------------------------
AATAAGTTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAGATGATGATAATAAA-
-------------------------------------------------------------------------
-
AACTCAACAGATGATGTTAAAAACAGCTCAATCTATACATTGATAAATTGTAACACCTCAACCATTACACAG-
--
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAT---AATAAGACATTTAGT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTGGTGTCAACC---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGGAGAA------------
GTAATAATTAGATCTGAGAATTTCGCAGACAAT---------GCTAGAACCATAATAGTACAATTAAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGGAAA-----
-AGTATACCCATA------------GGGCCAGGGAGAGCA---TTT------TTCACAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGGAA---
GATTGGAATAAAACTTTAAAAAGGGTAGCTACAAAATTAAGG---------------GAACAATTT-------
-----------------------------------AATAAAACAATAAAATTTGAT------
CAATCCTCAGGAGGGGACCAGGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAGACTTAATATAT---
AACCTAATTGAAAAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAACGAACTAGAATTATTGGAATTAGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTACTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF680913 
GCA---CGA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAAAATTGGTA---------AATGTGACAGAGGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTGCACTAGTACCTGTAATGGCACTAATTGCACTAATACCT
GTAATAATACT--------------------------------------------------------------
-TTGACCAACACCAGTGCTTTGACCAATAATAGTAGTTTAAAAATGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGGAGGAGGA------------------------
GGAAAGGCGCAGAAAGAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAAAGGG-------



-------------------------------------------------------------------------
-------------------
GAAGGGGATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAGA---GATAAAAAGTTTAAT------GGAACAGGAACCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAGA-----
-AGTATACATCTA------------GGACCTGGGGGAACA---TTT------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGCATA---
AAATGGAACAACACGTTGCAACAGTTAGTTAAAAAACTAAGA---------------GGACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAA-----------
----------------------------ACTTATGAGGAGATTTGGGAAAAC------AAA------
AACATGACCTGGATGAAGTGG---GATAGAGAAATTAGCAATTACACAAAACAAATATAC---
ACTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTCTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTAATAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCAATATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTATTA---TAA 
>HQ595783 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGACGTAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAAGATATA---
ATAAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAACTGCACTATGTTCAATACTACTATTCATGACCCTAATAGC----------
-------------------------------------------------------------------------
-------------------------ACTAACGGGAGGAATTTTGAGGGAGTAGAGGGGATAAGA---
AACTGCTCTTTCAATATCACTGCAGGGGTAAAG---------------------------
GATAAGGTGCAGAAAGAATATGCAATT---TTTTATACAAGTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTAATAATGCCAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCCTT-
GAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAT---
GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT------------------------GTCAGC-
--ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAAATAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCTAACAATAATACAAGAAAG-----
-AGTATACCGATA------------GGACCAGGGAGAGCA---TTT------TACGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
GAATGGAACAAAACTTTAGAACGAATAGCTGTAAAATTAAAA---------------GAACAATTTAGA----
-----------------------------------AATAAAACAATAGTCTATAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAAATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTCAGAGTGAGATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGTTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGTTCAATACCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAGGAATTTGTAGAGCT----------------------------
--------CTGCTCCACATA------CCTAGAAGAGTCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF680919 
ACA---CAA---------------------------------------------
AATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATCCAAATGTTACTGCCAGTAATCATACT-------------
-------------------------------------------------------------------------
-------------------------AATGTCAATAATAGTAAGTGGGTGGAAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGAATGAGA---------------------------
AATAAGATACAGAGAGAATATGCACTT---TTTTATAAACTTGATATAGCACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCCATATATTGATAACTTGTAACACCTCAGTCGTTACACAA---
GCTTGTCCAAAGGTGTCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GACAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGCAATAAGATCTGAAAATTTCACAAACAAT---------GCTAAAATTATAATAGTACAGCTGCAA----
-----------AAATCTGTAAAA---------ATTAATTGTACAAGACACAACAACAGTACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAGAGCA---ATT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
GAATGGAATAATACTTTAAAACAGGTAGCTGCAAAGTTAGGT---------------AAACAATTTAAT----
-----------------------------------ACTACATCAATAGCTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAAACTATGGATCAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTATACACACATAATATAT---
GACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACTAGACTTATTAAAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAGTTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTGATACCTTCGCCATAGCAGTAGCTGAG---
TGGACAGACAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------GTTCTCCACGTA------CCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTA---TAA 
>JF680920 
GCT---ACA------------------------------------------
AAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACTCAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGACTTGATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCCTTAAATTGCACAAGTGTGACCAATAGTACCAATAAT-------------------
-------------------------------------------------------------------------
----------------------------GGTACGGTGGAACAGGAAATGGAGGGAGAACTAAAG---
AACTGCTCTTTTAACATCACCACAGATATGAAA---------------------------
GATAATACACAGAGGATGTCTGCAATA---TTTAATAAGCTTGATGTAGTACCAATAGATGGGAAT-------
-------------------------------------------------------------------------
----------------------



AATACTACTAGCTATAGGTTGATAAGTTGTAACACCTCACGCATTACACAA---
GCCTGTCCCAAAATAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTATGAAGT
GTAAA---GATAATAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACAGACAAT---------GCTAAGACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-AGTATAACTTTG------------GGACCAGGGAGAGCA---TAT------TTTGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCAGGGAA---
AAATGGAATAACACTTTAGAAAAGGTAGTTAACAAATTAAAA---------------GAACAATTTGGGCAG-
-----------------------------------AATAAAACAATAGCCTTTCGG------
CCATCCTCAGGAGGGGACCCAGAAATTGAA---ACACACAGTTTTAATTGTGCAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAACGTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTGGAGACGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCACAATATAT---
AATTTAATTGAAGAGTCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCAGTTAGCTTGCTTAATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTCCAAAGAGCTTTTAGAGGT----------------------------
--------TTCCTCCATATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGCTTTTACTA---TAA 
>HQ595786 
GCA---AAT---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTATTCTTGGAA---------AATGTGACAGAAGAGTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACCTGCAATAATACTAATAGTAATAGTACCTTCAAT----------------
-------------------------------------------------------------------------
-------------------------------GCTACTGAGAACAATTGGAAAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAAAA---------------------------
GATAAGATTCAGAAACAATATGCACTT---TTTTCTACACTTGATCTAGTACCAATAGAGGCT----------
-------------------------------------------------------------------------
----------------------
AGTAATACCAGCTATAGGATAGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCGGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTTAAT------GGGAAAGAAAAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTGCAGTTAAAG----
-----------GACCTTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGAGATA------------AGACAAGCACATTGT---AACATTAGTAAGACA---
CAATGGGATAACACTTTAAAAAAGGTAGCTAAAAAATTAAGT---------------CAACAATTTGGG----
-----------------------------------AATAAATCAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAGTTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACGATTACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTATTCTCTATAGTG---------AATAAAGTTAGGCAGGGGTACTCACCA------



TTGTCATTGGCTGTTAACTTGCTTAATACCATAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGATTGGGTAGAGGT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGAGTTTGATA---TAA 
>JF680928 
ACT---ACA------------------------------------------
GAACAATTGTGGGTTACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCACATGATCCAGAA---GAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGACA---------AATGTAACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGATTATAAGAGAAATATTACTAACACCAATGCTACT-------
-------------------------------------------------------------------------
----------------------CAGACCAATAATAGTAGCGAGGAAACAATAGGGGAAATAAAA---
AACTGTTCTTTTAACGTCCCCACAAACCTAGGA---------------------------
GATAAGATGCAGAAAGAATATGCATTA---
TTTTATAAACTTGATGTAGTACTAATAGATAATGATAATGTTAGTAAT-------------------------
--------------------------------------------------
AATAATGGTAGCCAGAATTATAGAAGCTATAGGTTGATAAGTTGTAATACCTCAATCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTTTTAAGT
GTGCT---GATACAAAGTTTAGT------GGAAAAGGAACTTGTAACAAT-----------------------
-GTCACC---TCAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAGACAAT---------GCCAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGTA---------ATCAATTGTACGAGACCCAACAACAATACAAGAAAG-----
-AGTATAACTATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGGAGAA---
GATTGGAAAAATGCCTTAACAAGGGTAACTGAAAAATTAAAA---------------GAACAATTTCAG----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGAAAGACATTTGG------GAT------
AACATGACCTGGAGACAGTGG---GAAACAGAAATTGAAAATTACACAGAAACAATATAT---
AGCTTACTTGAGAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATCACAAAGAATTTTTAGAGGT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF680929 
GCT---GCA---GAA------------------------CAA---AAA---
GAGCAAAAGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAGAGCATATGAAAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTTCCCACAGAC---
CCCGACCCACAAGAAGTACCATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCTTGTGTGAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATTTAAATGTTACCAATAGCAATAGTACTAGT----------
-------------------------------------------------------------------------
-------------------------TCCAATAGTACTGTGGGAAAGAGGGATGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAAC---------------------------
AATAAGATACATAAAGAATATGCTCTT---TTCTATAAACTTGATATAATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAAAAGTATAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCTGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAT------------
GTAGTAATTAAATCTCAAAAGTTCTCAGACAAT---------GCTAAAAACATAATAGTCCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCGGTAATAATACAAGAAAA-----
-AGTATTCATATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAATAACACTCTAAAACAGATAGTTAATAAATTAAGA---------------GAACAAGACATAATT-
--------------------------------GGTAATAGTACAATAAACTTCAAG------
CCACCCTCAGGAGGAGACCCAGAAGTTGTA---ATGCACATTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTACAGGGTCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AATATGACATGGATGGATTGG---GAGAAAGAAATTAACAATTACACAGAGTTAATATAC---
AGCTTACTTGAAGAATCGCAGAACCAACAAGAT----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGAATTGGATAAGTGGGACAGTTTATGGAATTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAACACAAAGAATTTTTAGGGCT----------------------------
--------ATTCTACACATA------CCTAGAAGAATCAGACAAGGCTTTGAAAGGGCTTTGCAA---TAA 
>JF680934 
GCG---GCA---------------------------------------------
GACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
GCCACTCTATTTTGTGCATCGGATGCTAAAGCATATGAACAAGAG---GCACACAAT----------------
--------------GTGTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGACATA---
ATCAGTTTATGGGAGCAAAGCCTA---ACGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTACTAATGCAACGCTTAATAGTACCAATAGTAGTAAT----------
-------------------------------------------------------------------------
-------------------------AGTACTGGTTGGGGACTGATGAAGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGCAATAAGA---------------------------
CAGCAGATAAAGGAGGAATATGCACTC---TTTTATGAATCTGATGTAATACCAATAGGCAAGAAG-------
-------------------------------------------------------------------------
----------------------
AATGAGACAATCTATATGTTGAGGAATTGTAACACTTCAGTCATTACACAG---
ACCTGTGAAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGGG------------
GTAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAATCTGTACAA---------ATACTTTGTGTAAGACCCCACAACAACACAAGAAAA-----
-AGCATACATATA------------GGACCGGGGAGCGCA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTTACACA---
AACTGGACTAACACCTTAAAGCAGATAGTTGAAAAGCTAGGA---------------GAACAATTTAAG----
--------------------------------AATAAAACAACAATAGTCTTTAAT------
CAATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGATCAGATATGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAAGCTTAATATAC---
AACTTAATTGAAGAATCGCAAATCCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGATTCGTGGGCAAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTACT---
GTACTGTCTATAGTG---------AATAGAGCTAGGAAGGGATACTCACCA------
TTATCGTTCGCTACTAATTTGCTTGATACCATAGCTATAGCAGCAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTACAGAGACTTGGTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 



>HQ595801 
GCA---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTGCCCACAGAC---
CCCAACCCACAAGAGGTAAAATTGGAA---------AATGTGACAGAAGATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAATGGTACTTCTTCCAATAGTACTCATACC-------
-------------------------------------------------------------------------
----------------------AATAATAATTATATTAATGAGACAGAGAAAGGAGAAATAAAA---
AACTGCACTTTCAATGTCACCTCTAGCATAAAA---------------------------
GATAAGGTACAGAAAGAAGCTGCACTT---TTTTATAGTATTGATTTAATATCAATTGAGAAT----------
-------------------------------------------------------------------------
----------------------
AGGAATGATAGCTATATGTTGAGGAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGATCAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAA------------
GTAATGCTTAGATCAGCAAATTTCAGTGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------TACTCTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAGCAGAAAAA------
---------ATAATAGGAAACATA------------AGGCAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTTTAGGGAGAATAGTTAAAGAATTAAGA---------------GAACAATATGGG----
--------------------------------AAGAATAAAACAATAGTCTTTAAA------
CACTCCTCAGGAGGAGATCCAGAGATTGTA---ATGCATAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACAGAATTTGG------TAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGAGGAAATATAC---
AAACTAATTGAAATATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCGAATTTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTATT---
GTACTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGTTCAACGCCACAGCAATAACAGTAGCAGAG---
GGGACAGATAGGGTTATAGAACTAGCACAAAGAACTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTGTTGCTA---TAA 
>HQ595802 
GCT---GAG---------------------------------------------
AAATTGTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAGAGCATATGATAGAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAATATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTATGTGAGGAATGATACTAAGACTAATATC----------
-------------------------------------------------------------------------
----------------------ACTAGTACCACGGTACCACCGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTTAGTATCACCACAAACATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTGTCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGGTTAATAAACTGTAATACCTCAGTCATTAAACAA---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAC---AATAAAACATTCGAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTGATTAGATCTGAAAATTTCACGGAAAAT---------ACTAAAAACATAATAGTACAGCTAAAT----



-----------AGTTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAGTGGGATGAAGCACTAAAACAAGTAGTTGAAAAATTAGGA---------------GCACAGTTTAGA----
--------------------------------AACAAGACAACAATAATCTTTAAT------
CAATCCTCGGGAGGGGACCCAGAGATTATA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGCGGATCAGCGGTTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AAGAGATCTCTGGATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGAAATAATATAC---
TCCTTAATTGAGCAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTGTGCT---
GTGTTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAATGCCACAGCTATTGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCCGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ595804 
GCT---AAA------------------------------------------
GAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAAAATTGGTA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAGTTA---
ACACCACTCTGTGTTTCTTTAAATTGCTCTGAGGTGAAGAATGATAATAGGACCAGTAAT-------------
-------------------------------------------------------------------------
----------------------------AATAACACAAAAACAATGGAGGGAGGGGAACTAAAA---
AACTGCTCTTTCAATGTCACCACATACGGGGGA---------------------------
GAAAAAAGAAAGAAAGAACATGCACTT---TTTTATAGTCTTGATGTAATAAAAGAAGGTAAC----------
-------------------------------------------------------------------------
----------------------
AATGACAGCAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCATAACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTTAAT------GGATCAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTTACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATTCATATT------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGCAAAGGA---
AATTGGAGTAACACTTTAAGACAGGTAGCTGAAAAATTAAGA---------------GAACAATATAAG----
-----------------------------------AATAAAACAATAAATTTTACT---
CAACCATCCCCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGTCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATAACATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAACTACACAAGATTAATATAC---
ACCTTAATTGAAGACTCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTATTCAATACAACAGCTGTAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGCACAAAGAGTTTTTAGAGCT----------------------------
--------TTCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HQ595806 
GCT---GAA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---



ACCACTTTATTTTGTGCATCAGATGCTAAGTCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTAACAGAATATTTTAAT----------------
--------------------------GCATGGAAAAATGACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACTTGCACTGATTACAATACTACTAATACCACTAGTAGTAACACC-------
-------------------------------------------------------------------------
----------------------ACTAGTGGTGGAGTAAAACTGATGGATGAAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAGAAATAAGA---------------------------
GATAAGGTGAAGAGAGAATATGCATTG---TTTTATAAACTTGATATAGTGCAAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GAAAATAATAATACTCAATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGGAATTCAAT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GAAGTAATTAGATCTGACAATTTCACAAACAAT---------GCTAAAACCATACTAGTACAGCTGAAG----
-----------AAACCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAGCACTTTACAGGCAATAGCTAGCAAATTAAGC---------------AAAAAATATAAT----
-----------------------------------ACAACAAAAATAGCCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTG---ATGTACAGTTTTAATTGTGGAGGGGAG---
TTCAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAGTTGGCAATTACACAGAACTCATATAC---
ACCTTAATTGAAGAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTACTGGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTACAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAACTTGCTAGACGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAGGGATTAAGAAGATTTGGTAGAGGT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGGGGCTTTGCTT---TAA 
>JF680937 
GCT---GAA---------------------------------------------
AATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATCACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATTATCTTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCATTAACAATAATGGTACCAATGATATTGGTGCCAATGGTACCAGTG
GTGGTACCGGTGGT---------------------------------------------------------
ACCATTAATAGTACCATTAGTACCACCAATAGTAGTATAGGGAGAAGGGAGGAAGGAGAACTAAAA---
AACTGCACTTTTAACATCACCACAAATATAAGA---------------------------
GATAAGATACAGAAAGAATATGCATTG---TTTTATAGCCTTGATCTAGTACCAATAAAGAATGAT-------
-------------------------------------------------------------------------
----------------------------
AGTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCATGTCCCAAAGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACAAACAAT---------GTTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---



AAATGGAATAACACTTTAAAAAAGATAGTTGACAAATTAAGA---------------GAACAATTTGAA----
--------------------------------AATAAAACAATAATAGCCTTTCGG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTCGATATGATCTGG------AAA------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGGCAATTACACAAACTTAATATAC---
TCATTAATTCAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGGACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTTAATGCCACCGCTATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAACATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGAATTTTGCTA---TAA 
>D10112 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAATTTGCACTAATGTAAATAATACTAGGACCAATAGTAGTGAT----------
-------------------------------------------------------------------------
----------------------TGGGACAGGAGGGAAGGAGAAAAGATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
AATAAGGTGCGGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GCTAATACAAGTTATACATTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCCACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACTCAACAACAATACAAGAAAA-----
-AGTATAGCTATA------------GGACCGGGGAGAACA---GTT------TATGCAACAGACAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAACAACACTTTAAAACAGATAGTTACAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGTTTGATACCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>Y13716 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGATACTAATACC-------------------
-------------------------------------------------------------------------
-------------------------------AATAATAGTATAATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGG---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTGTATAAACTTGATATAGTATCGATAGGTAGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATATATTGACAGAGTGTAATGCCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCGAT------GGAAAAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATATACATG------------GGACCAGGGAGAAGA---TTT------TATACAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGAATAACACTTTACACCAGATAGTTATAGAATTAAGG---------------AAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AGTAAATCTCTGGATAAGATTTGG------AAT------
AACACGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAACACAACATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTAATTTCTACAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTATTAGCTTGCTTAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>JF706393 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAGGCGAATATTACTGGTGAGGTGAAT----------------
-------------------------------------------------------------------------
-------------------------------AATACTATAGGATTGGAAAAGATAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GGTAAGATGCAGAAAGAATATGCACTT---
TTTTATAAACCTGATGTAGTACCAATAGATGATGATAATACCAGC----------------------------
-----------------------------------------------------
CATAGTAATACCAACTATTCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTAGACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATCTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGGAAA-----
-TTTATACGTATA------------GGACCAGGGGGACCA---GGG------AGCGCATTTTATACA------
ACAAAAGCAGTAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAGCA---
AAATGGAATAACACTTTAAAACAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------GATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAGATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AAAAATAAATCTCTGGATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACACAATTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTCTAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN786861 
GTT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGTG---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCTACTCTGTGTTACTTTAAAATGCACTGATTGGAAGAGGAATGCCACTGCTAATGCCACTGTTACCACC-
-------------------------------------------------------------------------
-------------ACTGCTACCCCTAGTAGTAGCGGGAGAACGCTGGAGGGAGGAGAAGTGAAA---
AATCGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAAGTGAAGAAAGAATATGCACTT---TTTTATAGAATTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAAAACTAGATATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAGT------GGAAAAGGATCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTAACAGCT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAAATCTGACAATTTCACGGACAAT---------GCTAAAAGCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAAAACTTTAGGACAGATAGTTATAAAGTTAAGA------------
GAACAATTTAGAGAACAATTTAAG------AATAAG---------------
ACAATAGAAACAATAGTTTTTAAT------CAATCCTCAGGAGGGGACCCAGAAATTGTA---
ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGGAGGAGATTTGG------GGT------
AATTTGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAC---
ATCTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATGGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTATTAGCTTGCTTAATGCCATAGCCATAACAGTAGCTGAG---
GGGACTGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCCATATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>AJ535594 
GCT---ACA---------------------------------------------
GACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGACGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---



ACCCCACTCTGTGTTACTTTACATTGCGTCAATGTTCCTTATAATGTTTCTAAAACCAATAATAGT-------
-------------------------------------------------------------------------
-------------------AGTGTTTCTAATACCAATAATAGTAGTGGGGAAGGGGAAATGAAA---
AGCTGCTCTTTCAACATCACCACAAGCTTAAGA---------------------------
GATAGGGTTAAGAAAGAATATGCACTT---TTTTATACACTTGATCTAGTACCAATAGATGATGATACT----
-------------------------------------------------------------------------
----------
AATAGCACCAATAATGGCACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAACCAATTCCCATACATTATTGTGCCCCGGCGGGTTTTGCGATTCTAAAGT
GTAAG---GAGAAGGATTTCACT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAAAT------------
GTAACAATTAGATCTGAAAATTTCACGGACAAT---------GGTAAAAACATAATAGTACAACTGAAG----
-----------GATGCTGTAAGA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGCATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGAATGAAACTTTAGAAAAGATAAAGGAAAAATTAGAA---------------GAACAATTTGAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---AGGCACATTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGACCTAATATAC---
TCCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTCAACTTGCTTAATACCACAGCTATAGTAGTAGCTGAG---
GGAACAGGTAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCCCCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAAGTGTTTGCTA---TAA 
>AJ535607 
GCT---ACA---GGA------------------------CAA---TTA---
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACGTGCTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
AAAAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAGTTGAATGTTACTAAAAATAGTAATGGTACTAAT----
-------------------------------------------------------------------------
-------------------AACAGTAGTAGCAGTGGGAAACCGATGGAAGAAGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAGAATTAAGA---------------------------
GATAAGGTGAAGAAAGAATATGCGCTT---
TTTTATAGACTTGATGTAGTACAAATAAATAATGATGATAATCCTACTAAGCCTACTAGCAGT----------
-----------------------------------------------
GCCAACTCTACTAAAGATAGCTATACCAGCTATAGATTGATAAATTGTAACTCCTCAAGCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTGAAACCATAATAGTACATCTGAAC----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---CTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAACAA---
GACTGGAATGACACTTTACAGCGGATAGTTGTAAAACTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAATAAAACAGAATTTAAG------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------



----------------------------AATAAATCCCTGACAACAATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAATTTAATATAC---
AACTTACTTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGACAGGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGCTACTCACCA------
CTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTGTTGCAGTAGCTGAG---
GGGACGGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>AJ535612 
GCT---GTA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGTCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTCTAAATTGCACTGATGTTAATGTTACTAAAACCAATAGT----------------
-------------------------------------------------------------------------
----------------------------ACAAGCTGGGGAATGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCTCAAACAGGAAA---------------------------
AACAGGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATATCAATAGAAAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAGAACCATAATAGTACAGCTGAAC----
-----------AAAACTGTACAA---------ATTAATTGTACAAGACCCAACAATAACACAAGGAAA-----
-AGTCTAAATGTA------------GGACCAGGAAGAGCA---GTG------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GACTGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAACTACACAAGCAAAATATAC---
ACCTTACTTGTAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGCATGAACAAGATTTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCCATTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCATTACAAAGAGCTTATAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGATA---TAA 
>AJ418531 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCGTATGAAACAGAG---GTACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTCCTTTAAATTGCACTAATTGGAAGAATAATACTAACACTAATAACAAT----------
-------------------------------------------------------------------------
----------------------AATAGTACTAAGAACAATACCATAGAGATAGAGGAAATAAAA---



AACTGCTCTTTCATC------ACAAACATAGGG---------------------------
AATAAGATAAAGGAAGAATATGCACTT---TTTCATGAACTTGATGTAGTACAAATAGACAGT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACGTTGAAAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------AACCCTGTAAAA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
GATTGGAATAACACTTTAAAACAGATAGTTGAAAAGTTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CGATCCTCAGGAGGGGACGCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAATTCATTTGCACCACTGCCGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AAGAATAAATCTCTGGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGACAAATTGACAATTACACAAACGAAATATAC---
ACCCTAATTGAACAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAACATTCATAATGATAGTAGTAGGTATAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGACTGTTAGTCTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AJ418494 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGACAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACAATTCTTG------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTCAATACCACTGACATCAGGAATGGTACTAATACC----
-------------------------------------------------------------------------
-------------------ACTAGTAGTAGCAAGGAACTAAAAATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAAGACCACCACAAGTATGAAA---------------------------
GATAAGATGCAGACAGAATATGCATTT---TTTTATAAACTTGATGTAGTACCAATAGATGATAATGAT----
-------------------------------------------------------------------------
----------
AATACCAGCTATGGTAATAACAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATTTCCTTTGATCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GAAAAGAAGTTCAAT------GGAACAGGACCGTGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGCCAATTTCTCAAACAAT---------GCTAAAACCATAATAGTGCAATTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATATCATTT------------GGACCAGGGAGCGCA---ATG------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATAACA---
GAATGGAATAACACTTTAACAAAGATAGTTAAAAAATTAAGA---------------GACCAATTTGGG----
--------------------------------GGGAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTGGGTATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AATAATAGAAATCTGAGTCAGATTTGG------GAT------
ACCATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGATGAAATATAC---
AGATTAATTGAACAATCACAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTCTCGTTTGCTGTTAGCTTGCTCAACGCCACCGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAATTTTCAGAGCT----------------------------
--------GTTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AJ418495 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCCAAAGCATATGATAAAGAA---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAAACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGAGTTGAAGAATGCTACTTTTAGGAGTAATACA-------
-------------------------------------------------------------------------
-------------------ACCACTAATAGTAGCTGGGAAAAGATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAAA---------------------------
GATAAGGTACAAAAAACTTATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATGGT----------
-------------------------------------------------------------------------
-------------------
GATAATACTACTAGTTATAGGTTGATAAGTTGTAACACCTCAGCCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------AGAACAGGACCATGTACAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAGAATATCTCAGACAAT---------GCTAAAACCATAATAGTACAACTAAAG----
-----------GAAGCTGTGGAA---------ATTAATTGTACAAGACTCAACAATAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTACAACA---
AAATGGAACAAAACTTTAGGACAAGTAGTTAAAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AACAGAACAATAGCCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATCAGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGTCTAATATAC---
AACTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTAGACAAGTGGGCAAATTTGTGGAGTTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTA---------ACTAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATTGGGTTATAGAAGTAATACAAAGAGCTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTACAAGAGTAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>AJ418519 
GCA---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTCCCCACAGAC---
CCCGACCCACAGGAAATAATATTGGAG---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGACATA---
ATAAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATTTGAGTAATGATACTAATTCAAATTGCACTAGAGCGGGGA
AT-----------------------------------------------------------------------
----------TGTACTCATAACAATAGTAGTAGCGATGAAAAGAGGGCGAGAGAAGAAATAAAG---
AACTGCTCTTTCAACATAACCACAAACATAAGA---------------------------
GATAAGATACAGAGGGAATATGCACTT---TTTTATAAACTTGATCTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------



----------------------
GATACTATCAGACATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAGT------GGAAAAGGAACATGTAACAAT-----------------------
-GTCAGC---GCAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATATCACAAACAAT---------GCTAAAACCATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGGGGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACGTTAGTGAAACA---
AAATGGAAAAAAACTTTAAAACAGGTAGGTGAAAAATTAAGA---------------GAACATTTT-------
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGGGT-----------------
----------------------------AATAAATCTCTGACTGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGGATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACACAACACATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACCTTCTTTAGTA---------TATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTAGCTGTTAGCTTGCTCAATACCATAGCCATAGCCATAGCTGAG---
GGGGCAGATAGGGTTAGAGAAGTGTTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AJ418521 
GCT---GAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAATGCTACTAATGCTGAGAATGCTACTACT-------
-------------------------------------------------------------------------
-------------------CCCACTAGTAGTAGCGGGGGACTGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCGCTAGCATAAGA---------------------------
GATAAGATGCAAAGAGAATATGCATTG---TTTTATAAACTTGATGTAGTACCAATAGATAGG----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACCGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGTTGAAA----
-----------GAAGCTGTAGAA---------ATTAAGTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGCATACCCATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGCGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATAACACTTTAGGACAGATAGTTAAAAAATTAAAA---------------GAACAATTTGAG----
-----------------------------------AATAGCACAATAGTCTTTAAT------
CAATCTTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATAGATGCGATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAACTCAATATAC---
TCCTTACTCGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATGAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTGGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---



GTACTTTCTCTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TCATCGTTGGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGGAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>U36869 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGTATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GCATGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTTCTTTAAATTGCATTGATGTGGAGAGAAATAATACTAATACCACTAGTACT-------
-------------------------------------------------------------------------
-------------------AACTCTAGTAGTAGCTGGGGAACAATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATGAGGTGAAAAAAGAATATGCAACT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAATAGTTATAGGTTGTTAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCACAGATATCCTTTGTGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCCAG------GGAAAAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAATACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-GGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAGAGCA---
CAATGGAACAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTAAC----
-----------------------------------AATAGCACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTCTAAAGGCAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---AAAAGGGAAATCGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAGTCGCAGTACCAACAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTATTAGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAATATTTCAAAGAGCTTATAGAGCA----------------------------
--------TTTATTCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>U36872 
GCT---AGA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AATGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATGCTAATTGCACTAAGAATTGTACTAATTCGGAAAATGCT-
-------------------------------------------------------------------------
----------------GCCATTAGTAATAGCACAGGAATGATAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAAATATAAGA---------------------------
GATAAGTGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
-------------------
AATAATAATGCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTGCTAAAGT



GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTTTCGAACAAT---------GCTAAAACTATAATAGTACAGCTGACA----
-----------AAACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------AATATAGGAGACATA------------AGACAGGCACATTGT---AACCTTAGTAAAACA---
GACTGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAAGAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAAACTATGCAGGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
ACATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCACTAGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGTGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCTACAGCCATAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGGGCTTGTAGAAGA----------------------------
---------------------------------GAATAGAACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>AJ286342 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGGG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCCTGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAAGAATGTTAATAATACCAATAGTACTAGTCCC----
-------------------------------------------------------------------------
-------------------AATAATAGTACTAGTTGGGGAAAGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAAGGTCACCACATCCATAAAA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AAAAATACAAGATTTATGTTGATACATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCTAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAAAAGGAACATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACC---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGAAAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGGATAGCTATA------------GGACCAGGGAGAGCA---GTT------TATGCAACAAGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
AAATGGAATAAGACTTTAAAACACATAGTTGCAAAATTAAAA---------------GAACAATTTGGT----
--------------------------------AATAATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACACCTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGATTTAATATAC---
ACCTTAATTGAAAATTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTCGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAATAGTACAAAGAATTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCAGTAAGAATAAGACAAGGCTTAGAAGGGGCTTTGTTA---TAA 
>U36875 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------ATGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATTTAGATAATGGTACCATTAGTAATGCTACTCATACCA
CTAATAGTAGC--------------------------------------------------------------
-AGTGTTAATAATACCACTGGTAATAGCACGAGAAAGCTGGAGATAGACAGAGGAGAAATAAAA---
AACTGTTCTTTCAATATTACCACAAACATAAAA---------------------------
GATAAGATGCAGAAAGCGCATGCACTT---TTTTACAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTACTACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACG---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTAATTAGATCTGAAAACTTCACAGACAAT---------GCTAAAACCATAATAGTACACCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAAGACAAAGAGA-----
-AGTTTTCATATA------------GGACCAGGGAGAGCA---TTT------TTAACAGAG------------
---------ATAGTAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTACACCAGGTAGTTAACAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAGAACAATAGTCTTTAAA------
AATTCCTCAGGAGGGGACCCAGAAATTGTA---ACACACATGTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATGGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCCTGGAAAGGGCTTTGCAA---TAA 
>U36879 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCAGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTAATGTAGATAATACTAATAATGATACT----------------
-------------------------------------------------------------------------
----------------------------AATCCCACTAGTAGTAGTGGGGAAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAGAATAGGA---------------------------
GAAAAGGTTCAGAGAAATTATGCACTT---TTTTATACCCTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------
GATGAAAATATTACTAAATATAGGTTGATAAATTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAACCAATTCCCATACATTATTGTCCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---AATAAGACATTCGAT------GGAAAGGGACGATGTCCAAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGGAAGCA---CTT------TTTACAACA---GAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAATAACACTTTAAAACAGATAGCTATAAAATTAAGC---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAACTTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTGAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATAACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAAAATCGCGGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGTTCAATACAATCGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>U36880 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGCCACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAGATTGCTTTGATGTTAATTTTAATGCTACTAATTCCACTAGCAGTAAGGAT-
-------------------------------------------------------------------------
-------------ACTAATACCAATAATAGTAGAGTGGAAATGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCTCCACAGACATAAGA---------------------------
GATAAGTTGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACAAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCATTAATAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTCGGAAAATTAGGA---------------GAACAATTTGTG----
-----------------------------------AATAAGACAATAGTCTTCAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGG
GTTGCCCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AATAATAGAAATCTGACTGAGATTTGG------GAT------
AACATGACATGGATGGAGTGG---GAAAGAGAGATTGATAATTACACAAGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAACTTGTTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAATACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGGACTAGCTTTACTA---TAA 
>U23487 



GCT---GAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACATGGGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAATATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATTATGTAGGGAATGCTACTAATACCACTAGCACTAAT----
-------------------------------------------------------------------------
-------------------AATACCGCTAGTGGAAGTTGGGGAGCGATGAGAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACTACAAACATAAGA---------------------------
GATAAGGTGCATAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAAAG----------
-------------------------------------------------------------------------
----------------------
AAGAATACTAGCTTTAGATTGATAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTTGAT------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTACTTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAGCAACAATTCAAGAAAA-----
-AGTATATACATA------------GGACCAGGGAGAAGA---TTT------CATGTAACAAGAGCC------
---------GTAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGGAGAAAACTCTAAAACAGATAGTTGAAAAATTAAGA---------------GAAAAATTTGGA----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACTCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGGCTTAATATAC---
ACCTTAATTCAAGAATCACAGAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGGAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATATCCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATGTTACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTGCAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTTAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>Y13719 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGCAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGTCAAAGCCTAAAGAATAATACCAATAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AATAATAACGGGGTAATACAGGGGGAAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAAAAAGAATATGCACTT---TTTTATAGAATGGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAAAAGGTTCATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCAGAAAATTTCATGGACAAT---------GCTAAAATCATAATAGTACAACTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----



-AGTATAAATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAGGAAAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTACT------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAATTACACAGACGTAATATAC---
ACCTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGATCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACTGATAGGGCTATAGAAATATTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACGCGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AJ286330 
GCT---ACA------------------------------------------
GAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAGCA---------AACGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAGTAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCATTCTGTGTTACTTTAAATTGCAGTAATGCTACTTATACCAATAGTAGTGAGAATGCTAAG-------
-------------------------------------------------------------------------
----------------------GCTACTCCTACCCCTAAGACGATAGTGGACCCAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGA---------------------------
GATAAGATGACGAAAGAACAGGCACTT---TTTTATGCACTTGATGTAGTACCAATGGATAATGATAATGAT-
-------------------------------------------------------------------------
-------
ACTATTAGGGACAATGGTACTGCTAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AACAAGACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGCTAAGTGGCAGTCTAGCCGAAGGAGAG------------
GTAATACTTAGATCTGACAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAGT----
-----------ACATCTGTAATG---------ATTAAGTGTTCAAGACCCAGCAACAATACAAGTAAA-----
-AGTATACATATG------------GGACCCGGGAGAGCA---TTT------TATGCAACAGAAAGA------
---------GTAATAGGAAATATA------------AGACAAGCACACTGT---AACCTTACTAGAGCA---
GATTGGAATAGAACTTTAGAAAAGGTAGTTAAAAAATTAGGA---------------GAACAATTTGAG----
--------------------------------AATAAAACAAGAATAAGCTTTAAT------
CAACCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTGTGGATTACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTACTTGACCACGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAATTTTGCTA---TAA 
>AJ286332 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACGCCACTCTGTGTTACTTTACATTGCACTGATCTTAAGGCCAATGGTACTAATGCCACTGATACTAGT----
-------------------------------------------------------------------------
----------------GGCACTGGTACTAATACCACTAGTACTAGCGAGAGAGGAGAACTAAAA---
AACTGCTCTTTCAACATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGACAGAATATGCAATT---TTTTATAAGCTTGATCTAATACCAATGACTAGTAAT-------
-------------------------------------------------------------------------
-------------
CCTACCAGTAATAATACCAGCTTTAGGTTGATAAGGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGAGAATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATCATAGTACAGCTGAAC----
-----------CAATCTCTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-CGTATATCTATA------------GGACCAGGGAGATCT---TTT------GTTACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCGGGTCA---
CAATGGAATAACACTTTAAAAAGGATAGTTGAAAAATTAGGA---------------GAACAATTTAAG----
--------------------------------AATGTAACAACAATAGTCTTTAAG------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTACTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAACCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATCACACAAGCTATATATAC---
GCCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAGAGGGCTTTGCTA---TAA 
>AJ286334 
GCA---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCGTTCTATTCTGTGCATCAGATGCTAAAGCATATGTTAAAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAATATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGTGAAAAATAAGACCACCCCTAGTACTAAT-------
-------------------------------------------------------------------------
-------------------ATCACTAGTGGTGGTGTGGGAGGGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAAGACTAGCACAGGCATAAAA---------------------------
GATAGGGCACAGAAAGACTATGCACTT---TTTTATAAGGTTGATATAGTACCAATAGATAATAATAAT----
-------------------------------------------------------------------------
----------
AATACTAATACTAATTATACTAATTATATGTTGATAGGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCTTGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACCATACAAGAAAA-----
-AGTATACACCTA------------GGACCAGGGAGGTGG---TCA------GTTTTGGCAACAAAA------
------GACATAATAGGAGATATA------------AGAAAAGCACATTGT---AACGTTAGTGAAGGA---
CAATGGAATAAAACTTTAAGACAGATAGTTGAAAAATTAAAA---------------GAACAATTTAAG----



-----------------------------------AATAAAACAATAGCCTTTAAT------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGGTACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGAGTGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAATTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGTCTTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCGATACCACTGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTCATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>AJ286336 
GCT---TTA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACATTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTGCTTTAAATTGTAGTAATTTGAATGATACCAATACTAATACCAACTATACTAAT----
-------------------------------------------------------------------------
-------------------ACCAACAATAGTAGTTGGGGAAAGATGGAAAAAGGAGAGATGAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
AATAAGCTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAGGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGGTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACA---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------ACAGCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACGTATA------------GGACCGGGGAGAGCA---TTT------TTGGTAACAGACCGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAAAA---
GATTGGAATGAAGCTTTAACACAGACAGTTGCAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATATTCTTTAAT------
CAACCCTCAGGAGGGGACCCGGAAATTGTA---AGGCACACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTACTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTGGTTTGCTTGATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTACAA---TAA 
>AJ286337 
GCT---ACA------------------------------------------
GAAGAGAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---



ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCAGTGATGATATTAAGAATAATACTAATACTAATACAACT-------
-------------------------------------------------------------------------
----------------------AGTAGTGGTGGGGAAATGATAGAGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAGACTTAAAA---------------------------
GATAAGGTGCAGAAAGAATATGCATTG---
TTTTATAAACTTGATGTAGAACCAATAGATGATGATAGTAGGAAT----------------------------
-----------------------------AATAAT---
AATAGTACTAGCAATAGGAGTAATAATATTAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTA
AACAG---
GCATGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAG---GATAAGGGGTTCAAT------GGAACAGGTACATGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTACTTAGATCTGCCAATTTCAGTGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTACAA---------ATCAATTGTACAAGACCCAGCAACAACACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGGAGTGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTCAGTAAAGTA---
CAATGGAATGACACTTTAGAACAGATAGTTAAAAAATTAGGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAGTCAGCAGGAGGGGACCCAGAAATTGTA---ATGCACATTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAGCAATTACACAGAATTAATATAC---
TCCTTGATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF491740 
GCT---AGA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTAATTTCAATAGCACTGATGTGAAGAATGCTACTAATA
CCACT--------------------------------------------------------------------
----------GCTTCTAATACCACTAGTAGTAGCGGGGGAATGATGGAGGCAGGAGAAATAAAA---
AATTGCTCTTTCAATATTACCACACGCCTAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGGAAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTGACACCTCAACCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAACATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGTTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCCGAAAATTTCACGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGCAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAAAACTTTAAAACAGATAGTTATAAAGTTAAGA---------------GAACAATTTGGA----
--------------------------------TATAATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAACAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATCAGTAATTACACAGACTTAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACGACCATAGCAGTAGCTGAG---
GGAACTGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACGCGCATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>HQ122397 
GCT---GCA------------------------------------------
GAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCATTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATATTATTGCAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAAAATGCTACTAGTACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGGAAACAATGGGGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATATTACCACAAACATAAAA---------------------------
AATAAAGTGAAGAAAGAATATGCACTT---TTTTATAGCCTTGATGTAATAAAAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTGACTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAGGACATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCCGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAACTGAAG----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAGTATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATGACACTTTAAAACAGATAGTGATAAAGTTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTTTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AGTAGATCTGTGGATGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGACATAATATAC---
ACTTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAG---
GGAACTGATAGGATTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGCATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>JN002029 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAG---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCACTAGT-------------



-------------------------------------------------------------------------
-------------------------AGTAGCGGGAGAATGACAGTGGAGGGAGGAGAAATGAAG---
AATTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATAAAATGCACAAAGAATATGCATTT---TTTTATAAACTTGATATAGTACCAATAGAAAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTAGGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCCGCCAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACCAGAAAA-----
-AGCATACCTATA------------GGACCAGGCAGAGCA---ATT------TATACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAGCA---
AAATGGAACGACACTTTAAAACAGATAGCTACAAAGTTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAACTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>U36882 
GCT---GCA------------------------------------------
GAACAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGACACGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGCATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTACTTTAAAGTGCACTGATGTCACATTTAATTGCACTGGTACCTCAAATTGCACT----
-------------------------------------------------------------------------
----------------GATACCAATAGTAGTAGTCCACTAAAGATGGAAAAAGGAGAGATGAAA---
AATTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
AATCAGGTGAGGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAA----------
-------------------------------------------------------------------------
----------------------
AATGATACAAATTTTATATTGATACACTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTGTCCTTTGAACCAATTCTCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ATAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATTAGATCTGAAAATTTCACGAATAAT---------ATTAAAAACATAATAGTACAGCTAAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCGGGGAGAGCA---TTC------CATGCAACAGGAAGA------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAACACTTTAAAACAGATAGCTACAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAAAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---CTGCACATTTTTAATTGTGGGGGTGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------



AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGAAAATTATACAGGCTTAATATAC---
AACTTACTTGAAACATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGCCAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTCGCTGTTAGTTTGTTTAATACCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACACAGAATTTGGAGAGGT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ207940 
GCT---CAA------------------------------------------------
CTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATCACACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGGCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAATGCACTAATGTTACCAAGAACAGTACTGGCAATAGTAGTGATTTT----
-------------------------------------------------------------------------
-------------------GCCAATAACAGTGCTGTCAATAGTAAGATGGATACAGAAGTAAAA---
AACTGCTCTTTCAATGTTACCACAAGTATAAGG---------------------------
GATAAGATGCAGAAAGAATATGCACTC---TTTTATACAGTTGATATAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTTGAT------GGAAAAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATTGTAATTAGATCTGCCAATTTCTCTGACAAT---------GCTAAAGTCATAATAGTACATCTGAAT----
-----------GAAACTGTAAAC---------ATTACTTGTGTACGACCCAACAATAATACGAGAAAG-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAGC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCC---
AAATGGAATGACACTTTACGAAGGGTAGCTATAAAATTAGGA---------------GCACAATTTAAA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTACCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATATGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACAGACTTAATATAC---
TCCTTACTTGAAGACTCGCAGATCCAACAAGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAATCTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTGGCTGTCAGCTTGCTTAATGCTACAGCTATAATAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTAGCACAAGGGATTTTTAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ385456 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTATACTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACACTATTTTGTGCATCAGATGCTAAGGCATATAGTACAGAA---AAGCATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGCAC---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTTGAACAGATGCATGAGGACATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACCTTAAATTGCACTAATATAAATAAGAATTTTACTAAAACTAAT-------------
-------------------------------------------------------------------------
----------------------------AATAGTAATATGAGGATGGATCAAGGAGAAATGAAA---
AACTGCTCTTTCAATATTACAACAAACATAGGA---------------------------



GATAAGATAAGGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAGATGATAGTAGTAGT-
-------------------------------------------------------------------------
-------
AATACTAGTAATAAGAATTATAGTAACTATAGGTTAATAAGTTGCAACGCCTCAGCCCTCACACAG---
GCTTGTCCAAAGGTAACTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATGAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAC------------
ATAGTAATTAGGTCTGAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------ACATCAGTAGTA---------ATTAATTGTACAAGACCCAATAACAATACAAGGAAA-----
-GGTATACCTATA------------GGACCAGGGAGCGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GATTGGAATAATACTTTAAAAGGGATAGTTGAAAAATTGAGA---------------GAACAATTTGGA----
--------------------------------GAAAATAAAACAATAAACTTTACT------
CAATCCTCAGGAGGGGATCCAGAGATTGTA---ACACACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAAAATCTGAGTGATATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAGGGAGATTGACAATTACACAGGTGTAATATAC---
AGGTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
CAGAATCAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTGGTGGAGTTGGTTAGACATATCAAACTGGC
TGGGGTACATAAAAATATTCATGATGATAGTAGGAGGCTTAATAGGTTTAAAAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGATGAG---
GGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTTTAGAGCA----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU839603 
GCT---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAACAGCACGAATAGTAATAGCACGAGGAATAATAGT-
-------------------------------------------------------------------------
----------------AGTACAGTAATAGTAAAGGGACTAACAGAAGACTGGGGAAAGGTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGACTAAAGAATATGCACTG---TTTTATAGAGTTGATGTAGTACCAATAGCTGAT----------
-------------------------------------------------------------------------
----------------
AGTGGTAATAATAATAGCTATAGATTGATAAATTGTAATACTTCAGTCATTACACAG---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGGCATTCAAT------GGAACAGGACCGTGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAA---------------
GTAATAATTAGGTCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------AGCTCTGTAAAG---------ATTAATTGCACAAGATTCAGCAATAATACAAGAAGA-----
-AGTATACATATA------------GGGCCAGGGAGAGCA---TTT------TTTGCAACAACAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
GAATGGAATAACACTCTGAGTCAGGTATTTCAAAAATTAAGA---------------GAACAATTGGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGTGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGRGT-----------------
----------------------------AATAAATCTCTGGGTGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GAAAAAGAGATTGACAATTACACAGCAGAGATATAC---
AAATTAATTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTACTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCTTTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGACAGGATAATAAAAGTAGTACAAAGAATTGGTTGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU839601 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCTCTCTATTTTGTGCATCAGATGCCAGAGCATATGACACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGTTAAGGGTAAGACATTT----------------------
-------------------------------------------------------------------------
----------------------------------GATGATAAAAATGAGATAAAAGAAATAAAA---
AATTGCACATTCAATGTCACAGGAAATAGAGGA---------------------------
GATAAGGTACGGAGAGAAAATGCAAAT---TTTTATAACCTTGATATAGTATCAATGGATGAGACT-------
-------------------------------------------------------------------------
----------------
AATATTAATAATACTAAATATAGATTGTTACATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACATTCAGT------GGTTCAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACGCATGGAATTAGGCCAGTAGTGTCAACT---CAA---
CTGTTGAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGCAATTAGATCTGAAAATTTCACGGACAAT---------GATAAAAATATAATAGTACAACTGAAT----
-----------GTATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-AGTATACATCTA------------GGACCAGGGAAAACA---TTT------TTTGCAGGAGGA---------
---------GTAATAGGAGATATA------------AGACAGGCACATTGT---AACCTCAGTGRAATA---
GAATGGAATAACACTTTAAGACAGGTAGCTATAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAAACCACAGGAGGGGACCCAGAAGTTGAA---ATGCACCACTTTGTTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATTTGG------AAC------
AACATGACATGGATGGAGTGG---GACAGAGAAGTTAGCAATTACACACAATTAATATAC---
ACCTTAATTGAAGAGTCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTGTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAATACAAAATACTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH078551 
ACT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCGGACGCTAAAGCATATAAGACAGAG---ATGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTTCCCACGGAC---
CCCGACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATACCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAATGCAATGATACGAGTACTAATGAT-------------------------
-------------------------------------------------------------------------
----------------------------ACCATTGACATGGAGAGGAGGAAAGGAGAACTAAAA---
AACTGCACTTTCAACATCACCACACCAATGCAA---------------------------
GATAGGAGGGAAAAAGAATGGGCATTT---TTTAATGCACTAGATGTAGTAAAACTAAATGAG----------
-------------------------------------------------------------------------
----------------------



AGTAATAATAGCTATAGATTGATAAGCTGTAATACCTCAGTCCTTAAGCAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTACGATTCTGAAGT
GTAAT---GATGAAGGGTTCAAT------GGAACAGGAACATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGGG------------
GTGGTAATTAGATCTGAAAATTTCAGTGACAAT---------GCTAAAACCATAATAGTACAGCTCAAG----
-----------GACCCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGTA---TTC------TTTGCAACA---GAA------
---------GTAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATGAAACA---
AAGTGGAATAACACTTTACATCAGATAGCTGAAAAATTAAGA---------------AAGCAATTTGAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---TTTCACAGTTTTAATTGCGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GATGCTCGGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCATATAATGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTATACAAAGGTAATATAT---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAAAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAGGTAGCACAAAGAATCTTTAGAGCT----------------------------
--------TTCCTCCACATA------CCTAGACGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MK303352 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACACCATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGGCATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTAAAATTA---
ACCCCACTTTGTGTCATCTTAAATTGCACTAATGCTAATACTACTTGTGGTAATAGTAATAGTAGTAATGCTA
ATAATAGTATT--------------------------------------------------------------
-------------------------------------------AGTGACTGTGAAATGATGAAA---
AACTGCTCTTTTAATATCACCACAAGCACAAAA---------------------------GATAAGGTA---
CAAGATTATGCACTT---TTTTATAACTTAGATGTAATATCAGTAGATAAT----------------------
-------------------------------------------------------------------------
----------AACAGTAGTAGATACAGATTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGATGTTCAGC------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGCAGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCAAAAAATTTCACAAATAAT---------GCTAACACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAAAA---------ATTGAGTGTGTAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGCT------
---------ATAATAGGAAATATA------------AGACAGGCATATTGT---AATCTTAGCAAGACA---
GACTGGACTAACACTTTGAATCAGATAAAAATAAAATTAGGA---------------CAACAATTTAGA----
-----------------------------------AATAAAGCAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTATGAGTGAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAGCAAGCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTTCAATATCAAATTGGC
TGTGGTATATAAGATTATTCATAATAATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAATA---------AATAGAGCTAGGGAAGGATACTCACCA------
CTGTCATTTGCTATTAGTTTGCTAAATGCCACAGCTATAGCAGTAGGGGAG---



GGAACAGATAGGGTTCTAGAAATAGTACAAAGAGGTTTTAGGGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGGCAGGGCTTAGAAAGGGCTTTAATA---TAA 
>MK303348 
GCT---AAA------------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCAAACGAAGTAGAATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAGTGCACTAATGCTAATAATACTCAAAATAATAGTAGTACATTTCAAAATA
AT-----------------------------------------------------------------------
-------------------------AGTACTACATGGGAAAGGGTGGAACCAGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAGAAACCAAA---------------------------GAGAAGGTG---
AAAGACTATGCACTT---TTTTCTAGCTTAGATGTAGAACAAATAAATAAT----------------------
--------------------------------------------------------------------
AGAACTAATAGTGATAATAGTACTAACTTTAGATTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGGTTTGCGCTCCTAAAAT
GTAAA---GATAAAAGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CATTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATTTCTCGAACAAT---------GCTGACATCATAATAATACAGCTGAAT----
-----------GAATCTGTGCAA---------ATTAATTGTACAAGACCTAACAACAACACAAGAAAA-----
-GGTGTACCTATG------------GGACCAGGGAAAACA---TTT------TTCACAACA---GAT------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCGGGGCA---
AAATGGAATAACACTTTAAGACAGATAGTTACAAAATTAAAA---------------GAACAATATGGA----
--------------------------------AAAAACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTACA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTATAGATGAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAGAAAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAGGATGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTTCAATATCAAAGTGGC
TGTGGTATATAAAGATATTCATAATAATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTCTTTACT---
GTACTTTCATTAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTTGCTATTAGTTTGCTTAATGCCACAGCTATAACAGTAGGGGAA---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGGTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTATTA---TAA 
>MK303350 
GCT---GCA------------------------------------------
GACAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACATGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATGACATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAACTTGTACTGATATGAATACTACTAGTAGCAATAATACTACTAACAAT----
-------------------------------------------------------------------------
-------------------------AGTAGTAGCTGGGGAAGAATGGAACAAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGCACAAAT---------------------------GATAGGGTG---
AAAGACTATGCACTT---TTTTATAAACTAGATATAGAACAAATGGAAAAG----------------------
-------------------------------------------------------------------------
----------AATAGTACCAGTTATAAATTAATAAGTTGTAACACCTCAGTCATCACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTTAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGAACATGTCAAAAT-----------------------
-GTCAGC---ATAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTATTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAATAAT---------GCTAAAACCATAATAGTACATCTGAAT----



-----------GAATCTATGGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGGAAA-----
-AATATACATATG------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---AACCTTAGCAGTACA---
AAGTGGAATAACACTCTAAAAAAGATAGTTATAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------GAGAACAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACACAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGACTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTATGAATGAAATTTGG------GAG------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAGAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGACAGTCTGTGGAATTGGTTTTCAATAACAAACTGGC
TGTGGTATATAAAATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGGGAA---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGGTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>MK303351 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCGCC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACATGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTATTTTAGATTGCACCACTTTGAATAATAATAATAGTAGTAGCAATAATAGTGTTAGC-
-------------------------------------------------------------------------
-------------------------AATAATAGTACTAGGGTGAAGGACTCAGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAAGCACAAAA---------------------------GATAAGGTG---
AAAGACTATGCATTG---TTTTATAACCTAGATATAATATCAATAGATGGTAAT-------------------
-------------------------------------------------------------------------
----------AATAATAATAGTTATAGATTAAAAAGTTGTAATACCTCAGTCATTAAACAG---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---AATAAGACATTCAAC------GGGACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAACAGTGTCAACT---
CAGTTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ACAGTAATTAGATCAAAAAATTTCACGAACAAT---------GCTGAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAAAA---------ATTGATTGTGTAAGACCCAACAACAATACAAGAAAA-----
-AGTGTTCACATA------------GGACCAGGGCAAGCA---TTT------TTTGCAACAGGAGAT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATCTTAGCAGGACA---
AGCTGGGATAATACTTTGAAAAGGATAGCTATAAAATTACAA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCTAGAAATTGCA---ACGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATTCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAGATCTCTGAGTGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAGGAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTTCAATATCAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTA---------AATAGAGCTAGGAAGGGATACTCACCA------
TTGTCATTTGCTATTAGTTTGCTAAATGCCACAGCTATAGCAGTAGGGGAG---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGGTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATA---TAA 
>MK303353 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACA---
ACCACACTCTTTTGTGCGTCAGATGCTAAAGCATATAACACAGAG---GTGCACAAT----------------



--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTACATTGTGCTAATGTTACGTGCACTAATGTTAGTAGCTCTGATAATCTTAATA
GCACTGCTACT--------------------------------------------------------------
-------------AATAGTAGTAGACCTTGCAATGTTAGTGGAGAAATGATAGAAGAAGTAAAA---
AATTGCTCTTTCAATGTTACAGAAGGAATAAGA---------------------------
AATAAGATACAAAAAGTATATGCAACT---TTTAATACACTTGATATAGTACCAATAGATGGGGGA-------
-----------------------------------------------
AGAATAATAACTGTGACTAAGACAGATGGTAATAAGACTACAAACTATACGTATGGAGACTATATGTTGGTAA
ATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGCACTCATGGGATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAA---GAG------------
GTAGTACTTAGATCTGACAATTTCTCTGAGAAT---------ACTAAAACCATAATAGTACAACTGAAG----
-----------GAATCTGTAAAC---------ATTACTTGTATAAGACCTAACAATAATACAAGGAGA-----
-AGTATACATATG------------GGACCAGGGGCAGCA---ATG------TTTGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAGAGCATATTGT---ACCCTTAATGCAACA---
GTTTGGAATAAAACTTTACAACAGGTAGCCACAAAATTACAA---------------AAACATTTTGAG----
-----------------------------------GAAAAAGGAATAGCCTTCGAT------
CAACCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGGTACCTAAGGGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTCATTTGTACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAAGGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAGGCTACATATAC---
AGTTTACTTGAGACATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAATTTGCTTGATACCATAGCTGTAGCTGTAGCTGGG---
GGGACAGATAGGGTTATAGAAGCAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTACAG---TAA 
>MK303354 
GCT---GCA---------------------------------------------
GGGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCTTCAGATGCTAAAGCATATGATACAGAG---GCACACAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTCATTTTAAATTGCACTGATTTAAATAATAGCACTGGTTTAAATAATACTCAT-------
-------------------------------------------------------------------------
-------------------------------------------------ACGGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCTCACCCCTAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTC---TTCTATAAACTTGATATAGTACCAATAGATGATGATAGAGCT-
-------------------------------------------------------------------------
----------
AATAATACAAGTAATAATACTAGTTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCATGTCCAAAGGTATCTTTTACGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGCTTATAAAGT
GTAAC---AATAAGACATTCGAT------GGAAGAGGACCATGTACAAAT-----------------------
-GTCAGC---ACTGTACAATGTACTCATGGGATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCACTGATAAT---------GCTAAAAATATAATAGTACAACTGAAT----
-----------AAACCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGCATACACATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGA---
AACTGGACCAACACTTTACAACAGATAGTTGGAAAATTAAGA---------------GAAAAATTTGAG----



-----------------------------------AACAAAACAATAGTATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTGAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAAACGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAGATTGACAATTACACAGACTTAATATAC---
AATTTACTTGAAGAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGCCGTTCGCTGTTAACTTGCTTAATACCATAGCTATAGCTGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>MK303355 
GTT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAAATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACATGAAGAATTCTTGGGA------AGCAATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTAATGTAAATGTGAATGATACTAATGTAAATTGTACTACTAATA
GTACTACTAATGGAAAT--------------------------------------------------------
-------TGTACTACTAAGGGAAATATTAGTGAATGGGAAAGGGTGGAACAAGGAGACCTAAAA---
AACTGCTCTTTTAATATTACCACAAGCACAGGT---------------------------GATAAGGTA---
AAAAACTATTCAATT---TTTGATAGCCAAGATGTAGTACCAATAAATAAG----------------------
-------------------------------------------------------------------------
----------AATAGTGATAAATATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGCTGCTAAAAT
GTAAC---GATAAGAAGTTCAGT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTC------TTTGCAGCAGGAGAT------
---------ATAATAGGAAATATA------------AGAAAAGCACATTGT---AATGTTAGCAAGGAA---
AGCTGGAATAATACTTTGGAACGGATAAAGGAAAAATTAAAA---------------GAACAATTTGGA----
--------------------------------GAAAACAAAACAATAATCTTTCAG------
GAGCACTCAGGGGGGGACCCAGAAGTTGTA---GTGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTTTGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTAATTGAGAAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGAATTAGATAAATGGGACAGTTTGTGGAATTGGTTTTCAATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGGGAA---
GGGACAGATAGGATTATAGAAATAATACAAAGAGGCCTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGATA---TAA 
>GU191372 
GCT---GCT------------------------------------------
GATCAACTCTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCTACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---AAGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTTACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---



ACCCCACTCTGTATTACGTTACATTGCACTAATTTGAGTCAAGTTGATAGTTGTAATAATACCAATGGTAATG
GTACAGAT-----------------------------------------------------------------
-------ATCGTTAGTTGTAATAATAGTATCACTATTGATAGGGGGGAAATAAAAGTAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAGAGTGAAAAAAGAATATGCAATT---TTTAATAAAATGGATATAGTACCAATAGATGAGGAT-------
-------------------------------------------------------------------------
-------------
AATAATACAAGTAATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATTAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGCAAACTTCTCGAACAAT---------GCTAAAGTCATAATAGTACGGCTGAAT----
-----------GAATCTGTAACA---------ATAAATTGTACAAGACCTAACAACAATACAAGAAGA-----
-AGTATAAATATA------------CAACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AATATTAGTGGAGCA---
CAATGGAACAGAACTTTAAATTTGATAGCTAAAAAATTAAAA---------------GAACAATTTAAC----
-----------------------------------AACAAGTCAATAATCTTTAGG------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAAACTCAAAATGAGATTTGG------GAA------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGAAAATTACACAGGCACAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAAATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTTAATGCCATAGCAATTGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGTACAGAGGGCTTGTAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGACGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF680936 
GCT---GCA---GAA------------------------------------
CAATCATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTCATATACCAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTGCCCACAGAC---
CCCAGCCCACAAGAATTAGAATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCCAGGAGGCCAAGGGTATCAATGCTACTAATATCACTAGCAAT----
-------------------------------------------------------------------------
----------------ACTAATAGTAGTAGCATGGACCTGAGGGCGGAACAGGGAGAAATACAA---
AATTGCTCTTTCAATATCACTACAAGCATAAGA---------------------------
GACAAAGTAAAGAAAGAATATGCATTA---CTTTATAAAGTTGATATAGTACCAATAGATAATGAGAATAAC-
-------------------------------------------------------------------------
-------
AATAAAAATAAGACTAATAGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCGGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATCAAGCCAGTAGTTTCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
GTAGTGATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGTAGGGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATAGAGCTTTAAAACAGGTAGCTGAAAAATTAAGA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------



----------------------------AGTAGATCTCTGGATAATATTTGG------AGT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACAGGCTTAATATAC---
AATCTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGCACTAGATAAATGGGAAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AACAAAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTTAATGCTATAGCCATAGCAGTTGCTGAG---
GGGACAGATAGGCTCATAGAAATAGTGCAAGGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KF061032 
GCA---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGAGGAATGGTACTAATAGT----------------
-------------------------------------------------------------------------
----------------------------AGTAGCTGGGGAATGATGGAGAGAGGAGAAATACAA---
AATTGCTCTTTCAATGTCACCACAAGCATAAGT---------------------------
GATAAGATGCAGGAAAACTATGCACTT---TTTTATAAACTTGATATAATAAAAATAGACAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCGGTAGTATCTACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GCTAAAAGCCTAATAGTACAGCTGAAT----
-----------CAATCGGTACAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TAT---ACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGCAGAGCA---
AAGTGGGATGACACTTTAAAAAGGATAGCTGACAAATTAAGA---------------GAACAATATGAG----
-----------------------------------AATAAAACAATAGTCTTTAGT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAGTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
ACCTTACTTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTGGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAATTTGCTCAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGGCAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KF061031 
GCT---GAG------------------------------------------
GAACAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGAGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAAATGCAATAACTATACGGGGGATGTTACTAATAACACGGGGAGTAAT----
-------------------------------------------------------------------------
-------------------ACCACTGGTAGTAGCGGGGGAGTGATGGAGGGAGGAGAAATGAAA---



AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCGAAAAGATTATGCACTT---TTTTATAATCTTGATGTAATACAAATAAAAGATAAAAAT----
-------------------------------------------------------------------------
----------------
AATAATGAAAGTAATAGTTATAGGTTGAGAAGTTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAC---GATAAGAAATTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AACACTGTAAAT---------ATTAATTGTATAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCCATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGGGTA---
CAATGGAATAACACTTTAAAACAGATAGCTAACAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AAGAATAAAACAATAGTCTTTAGT------
CCATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGATTAATACAC---
ACCTTACTTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCCTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACTGATAGGGTTATAGAAGTATTACGCAGATTTTATAGAGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY835445 
GCT---GCA---GAA---------------------------------
CAAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAGC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATAATATTACTAATACTAATACCAATAGTTCAAAGAAT----
-------------------------------------------------------------------------
-------------------AGTTCTACTCATTCTTATAATAATAGTTTGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCGCAGGAATAAGG---------------------------
GATAAGGTAAAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCCATAGAGGAGGAT-------
-------------------------------------------------------------------------
-------------
AAGGATACTAATAAAACCACCTATAGGTTGAGAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTCGCAATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GAATCTATAGCA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAACA---
GAATGGAATAGCACTTTAAGACAGATAGTTACAAAATTAAGA---------------GAACAATTGGGGGAT-
--------------------------------CCTAATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACACAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTAATAACATTTGG------GAA------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ATCTTACTTGAAAAATCACAGATACAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAGTTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTACTCAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>AY835444 
GCT---GAA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATTTGAGGAATGCTACTAATACCACTAATCCCACT-------
-------------------------------------------------------------------------
-------------------GTTAGTAGCAGGGTAATAAAGAAGGAAATGATGGGAGAAGTAAAA---
AATTGCTCTTTCAATGTCACCACAGACATAAGA---------------------------
GATAGAATGCAGAAAGTATATGCGCTT---
TTTTATAGACCTGATGTAGTACCAATACAAGACCATACTATAGAA----------------------------
-----------------------------------------------
AACAATAATACAATAGAAAACAATACTACTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCGAGCAGAAGAAGAA------------
GTAATAATTAGATCTGAAAATTTTACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAAAACTTTAAAATATATAAGTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATCATCTTTAAT------
GGATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATAAAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATAAATGGGAAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAGAGAACTTTTAGAGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>EU839605 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATAAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCAAATGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGCACTAATGTTAATACCACTGATGTTAGGCGGAATGATACCAATAGC-
-------------------------------------------------------------------------
----------------ACTGTTGGCACTAATGATGGTTTAAGAATAAAACAGGGAGAAATAAAG---
AACTGCACTTTCAACATCACCACAAGCACAAAT---------------------------GAGAAGGTG---
AAAGGAAATGCAATT---TTTGATACACTTGATGTAGTACAAGCAGGTGAG----------------------
-------------------------------------------------------------------------



----------AATAATAATAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTCTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAGA---GACAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATATCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTGTGGAA---------ATTGAGTGTGTGAGACCCAACAACAATACGAGAACA---
ACAAGTGTACATATA------------GGACCAGGGCGAGCA---ATT------TATGCAACAGGAGAC----
-----------ATAATAGGTGATATA------------AGACGAGCATATTGT---AACCTTAGTAGAGCA--
-AACTGGACTAACGCTTTAAACCAGACAGCTAGGAAATTAAGA---------------GAACAATTT------
------------------------------------AATAAAACAATAATCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTG---ATGTTTAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCCGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATAGAATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACCTAATATAT---
AACTTACTTATGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATTTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCTGTTAGCTTGTTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAGCTATAGAAATAGTGCTAAGAATTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF680925 
GCT---AAA---GAA---------AAAGAA---GAA---GAA---CAA---
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCTACAGAC---
CCCAGCCCACAAGAAGTAACATTGAGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTCATTCTACATTGCACTGATAACATTACTCTTATCAATGATAATACTTCC----------
-------------------------------------------------------------------------
----------------------ACGAATGCTACTATGAGGGACGGGATGCAAGGGGAAATAAAA---
AACTGCTCTTTCAATGTGACCACAGGTATAAGA---------------------------
GATAAGGTGCGGAATGTATCTGCAATT---TTTAATACAATTGATATAGTACCAATAGAAGAAAAT-------
-------------------------------------------------------------------------
----------------------
GGTAATACTAGCTATAGGTTGGTAAATTGTAACACCTCAGTCATTAGACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAACGTTCAAT------GGATCAGGACCATGTGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAACAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGGGAGCA---TTC------TATGCAACAGACCAA------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAAATTAATATAACA---
AAATGGAATGACACTTTAAGAAAAATAGTTGGAGAGCTAAGA---------------GAACAATTTGGG----
--------------------------------AAGAATATAACAGTAACCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATATCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTGGGGTGACATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGACTTAATATAC---
AACTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------



TTGTCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTGCAAAGAGCTGGAAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HM030564 
GCT---ACA------------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAATTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTGGGAGAGAAATAATAACAATAATACCAAT----------
-------------------------------------------------------------------------
----------------------AATACCACAGAGAATCTGAAAATGGAGACAGGAGAGATAAAA---
AACTGCTCTTTTAACATCACCACAAGCATCAAA---------------------------
GATAAGAGGCTGAGGGAATATGCACTT---TTTTATAAATCTGATATAGTACCAATAAAAGATAGT-------
-------------------------------------------------------------------------
----------------
GAGAACAATATTACTAGGTATAGATTGATAAGTTGTAATACCTCAGTTATTACACAG---
GCCTGCCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCTTGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTAAAAATATTACAGACAAT---------ACTAAAATAATAATGGTACATCTAAAG----
-----------GAATCTGTAAAA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACAAGGGAGAGCA---ATC------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGGAAAGCACATTGT---AACCTTACTAAAGCA---
CAATGGAATAGCACTTTAAAACAAATAGTTAAGAAATTAAGA---------------GAATACTTTCCG----
-----------------------------------AATAAAACAATAGTATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATG---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAGCAAATCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACCAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATTATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAGGGAGATTGACAATTACACAGATGTAATATAC---
AAATTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGACTTGTTAAAATTGGATGAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTTCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>HM030559 
GTT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAT---
CCCAGTCCAAATGAAGTAGTAATGGAA---------AATGTGACAGAATACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATACTAGGAACAATACCAATAACAGGAACGATACCAATAGCA
CA-----------------------------------------------------------------------
-------------GACAGTACCCCTATCCCTGGTGCTGGAAGAATTGATGATGGAGAAATAAAG---
AACTGCTCTTTCAACATCACCACAAGCACAAGC---------------------------GACAGAGTG---
AAGGGACATGCACTT---TTTTATGGAATGGATGTAGTACCAATAAGTAAT----------------------
-------------------------------------------------------------------------
----------GATAATAGTAGTTATAGATTAATAAGTTGTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAAT
GTAAC---GAGAAGAATTTCAAT------GGAACAGGACAATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAGCTGCTGTTAAATGGTAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTGCAAATTTCTCAGACAAT---------GCAAAAACCATAATAGTACAGTTCAAT----
-----------AAATCTATAGTT---------ATTGATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTGTACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACCTTAGTAAAACA---
GAATGGAATAACACTTTAAAACAGGTAGCTATAAAATTACAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCACAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATAGACACTATTTGG------GAC------
AATATGACCTGGATGGAGTGG---GAAAAAGAAATTGGCAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTATTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGGGGTGTTAGAGCT----------------------------
--------TTTCTCCACATA------CCCAGAAGAATAAGACAGGGCCTAGAAAGAGCTTTGCTA---TAA 
>HM030562 
GCT---GAA------------------------------------------
GAGGATTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACYCTATTTTGTGCATCAGATGCTAAAGCACATAATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATCTAGGGAATAATACTTGTACCAATAGTACCAACAATAGT-
-------------------------------------------------------------------------
-------------GCAGAAAATGGTACTTGTGACAGGACACTGATGGAGAAGGGAGAAATAAAA---
AACTGTTCTTTCAATATCAACACAGTCATACAA---------------------------
GATAAGGTACAAAAACAATATGCACTG---TTTTATAAACTTGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATACTAACCATACATATAGATTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTTTCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCAGTAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAAGAAGTAAAA---------ATCTATTGTGAAAGACCCAACAACAATACAAGAAAA-----
-GGCATACATATT------------GGACCAGGGAGAGCA---TTT------TATGCTACAGGAGAT------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGAA---
AATTGGACTGACACTTTGAACCAGACAGTTGCAAAATTAGGA---------------GAACAATTCAAG----
--------------------------------AATATAACAACAATAATCTTTACT------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATTATATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGAAGTAATATAT---
GATTTACTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTCGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTAATAGGTTTAAGAATAGTTTTTTCA---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTGCAAAGAATTGGTAGAGCA----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>HM030565 



GCT---ACA---GAA---------------------------------
AAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCATTTTATTTTGTGCAACAGATGCTAAAGCATATGTTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACAATTGAAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAATTGTACTGATTGGAAAAATAATAGTACCAAAAACAATGAC----------
-------------------------------------------------------------------------
----------------------ACTGCAACAGTGGTGCCACTGGTGCCACCAGGAGAAATAAAA---
AACTGCTCTTTTAATGTCACCTCAGACAGGAGA---------------------------
GATAAAATGAAGAAAGAATATGCAACT---TTTTATAATCTGGATATAATAAAAATAGAGGAT----------
-------------------------------------------------------------------------
-------------------
AATGATAATACTAGCTATAGGCTAATAAGTTGTAACACCTCAGCCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAACAATTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAGCGAG------------
GTAGTAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACTATAATAGTACAGTTGACA----
-----------GAACCGGTAGAA---------ATTAATTGTACAAGACCTGGCAACAATACAAGAAAA-----
-AGTATAGGTATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGCT------
---------ATAATAGGAAATATT------------AGACAAGCACATTGT---AACATTAGCAATTCA---
AAATGGAATAACACTTTAAGAAAAATAAGTATAGAACTAAGA---------------AAACAGTTCAAG----
-----------------------------------AATAAAACAATAATCTTTACT------
AGTTCTTCAGGAGGGGACCCAGAAATAGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGGAAGCTCATCTGCACCACTAATGTGCCTTGGAATAGCAGTTGGAGT-----------------
----------------------------AATAAAAATTACACTCAGATTTGG------AGT------
AACACGACCTGGTTAGAGTGG---GAAAGAGAAATCGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCAGCTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AB428551 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCACCT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGGA---------AATATGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTYTGTGGGATCAAAGCCTA---AAGCCATGTGTAGAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAATGGTAATAATACAAATAGTACTCATACCAAT----
-------------------------------------------------------------------------
-------------------AGTAGTAGTAGTGAAGGGGAAAAGCTGGAGAAAGGAGAAATAAAA---
AACTGCACTTTTAATATCACCACCAACATAGGA---------------------------GATAAGCAG---
AGAGACTATGCATTC---TTTTATAAACTTGATCTAGAACCAATAAATAAG----------------------
-------------------------------------------------------------------------
----------GATAATGCTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGCCAATTTCTCGAACAAT---------GGTAAAATCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACAGTTA------------GGACAAGGGAGAGCA---CTT------TATGCAACAGGAGAC------



---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---ACCATTAATGGAACA---
AAATGGAATAAAACTTTAAACCAAATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAGAATAAAACCATAAAATTTCAG------
CCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAATCAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAGAGAAATATAC---
AGCTTAATTGAAGAAGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAGTGGGATAATTTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTCAACGCTACAGCTATAATAGTAGCTGAG---
GGGACTGATAGGATTATAGAAATAGCACAAAGAACTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB289588 
GCT---AAA------------------------------------------
GAACAAACGTGGGTCACAATTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGAACAAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGCAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTACATTGCACTGATGTCAATAGTAGCGCCACC----------------------
-------------------------------------------------------------------------
----------------------------------AGTTTGGCGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTTAATGTTACCACAGAGATAAGA---------------------------
GAGAAGGTGAAGAACGAATATGCAATT---TTTTATAAACTTGATGTAATACCAATAAAGAAT----------
-------------------------------------------------------------------------
----------------------
AGTGATATTAGTTATAGATTGATACATTGTAATACCTCAACCCTTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAGGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCACAAACAAT---------GCAAAAACTATAATAGTACAACTGCAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACGTATACAT------AGAGGACCAGGGAGAGCA---TTT------GTTACATCAGGC---------
---------ATACCAGGGGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAAAATGTTAAAACATGTAGTTACAAAATTAGGA---------------ATGCAATTTAAC----
-----------------------------------AATAGAACAATAAAATTTCAA------
CCATCCTCAGGAGGGGACCCAGAGATTGTA---ACTCACAGTTTTAATTGTGGCGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTATAAATGAAATTTGG------GAT------
AACATGACCTGGATACAGTGG---GACAGAGAGATTCATAATTACACAAACTTAATATAC---
ACTTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGGAATTGGATAAGTGGTCAAATTTGTGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTTAACACCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTGCATAGGGCTTTTAGAGCT----------------------------
--------TTGCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>AB289590 
GCT---GCA---AAA------------------------CAA---TCA---
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCAACTAACTAATAATACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTCCTAGTAGTTCAATAGAGAAAGGGGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAACATGAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTTCCAATAAATGATAATGCC----
-------------------------------------------------------------------------
-------------
ACTAATACCAACTATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTTTTAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGTTGTTGAATGGCAGTCTATCAGAAGAAGAG------------
GTAATAATTAGGTCTGAAAATTTCACGAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAGTAGGAAACATA------------AGACAAGCACATTGT---AACATTAGCAAAACA---
CAATGGGAGAGTACTTTAAGAAGGATAGCTATAAAATTAAAA---------------GAACAATATAAG----
-----------------------------------AATAAAACAATAGTATTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCGCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAGTTGAAAATTACACAAGCTTAATATAC---
ACCTTAATTGAAAAATCGCAAACCCAACAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACGAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTTGACACCACAGCCATAATAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTCATACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCGCAATATA------CCTGCAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB428558 
GCT---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAGTTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATATGGGAAAATAACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCACTGATGTTGGGAATACTACTAATACCAATGGTAGTGAT-------
-------------------------------------------------------------------------
-------------------ACCAATAATATTGATAAGACAAGAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAACAATAAGA---------------------------
GATAAGGCGCGGAGAGAAAGCGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATGGTAATGATAAT-
-------------------------------------------------------------------------
----------
ACTAGTAGTAATGCTAGTGCCAGTTATAGGTTAATAAATTGTAACACCACAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAAGGGTTCAGT------GGAAAAGGAAAATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CACCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTATATCTAAAAATTTCTCAGCTAAT---------ACTGAAACCATAATAGTACAGCTGAAC----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-GGTGTACATTTA------------GGACCAGGGCAAGCA---ATA------TATACAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGAAGAA---
AAATGGAATAACACTTTAAAACAGGTAGTTACAAAATTAAGA---------------GAAATATTTAAC----
--------------------------------AATGCAACAACAATATTCTTTAAT------



CAATCCTCAGGAGGAGATCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAAATTTGG------GAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATAGGCAATTACACAGACTTAATATAC---
AACTTACTTGAAAAATCTCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGACAGTTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAWTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTTGCTATTAGCTTGCTAAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AB221126 
GCT---TTA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAGGTAGTATTAGTG---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAATTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACGGATTTGAAGAATGTTACTGCTAACAGTACTGCTAGT-------
-------------------------------------------------------------------------
----------------------AATAGCAGTACTAATTGGAAAAACATAAATGAAGTAATGACA---
AACTGCTCTTTCAATGTCACCACAGGTATAGGA---------------------------
AATAGGATGCAGAGAGAGTATGCACTT---TTTTATAAACTTGATGTAGCACCAACAGGTGCG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGAGCAGGGAGAGCA---ATT------TATGCAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAACA---
GACTGGAAAAACACTTTAAACAAGACAGTTAGAAAGTTAAAA---------------GAACAATTTAAT----
-----------------------------------CTAACAACAATTGTCTTTACA------
ACACCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTACTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCGTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTTCAACCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGGTTTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATTTTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCA------
ATATTGTTGGCTGTTAGTCTGGTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGCATTGGGAGAGGC----------------------------
--------ATTCTCCACATA------CCTACAAGGATAAGACAGGGCCTCGAAAGAGCTTTGCTA---TAA 
>AB480697 
GCT---ACA------------------------------------------
GAACACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGAGACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAAGCTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATGTC---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---



ACCCCAATCTGTGTTACTTTAAATTGCACTAATAATACTTGGAGTGGGAATGCTACTAATGTCCCT-------
-------------------------------------------------------------------------
----------------------ACCAATGGGAGTAACTTGGGAGAGATGAAAGAAGAAATGAAA---
AACTGCTCTTTCAATATTACCACACCCATAAAA---------------------------
AAGGAGTTGAAGAAAGAATATGCACTC---TTTTATAACCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACCAGTTATGGGTTAAGAAGTTGTAACACCTCAGTCATTACACAG---
TCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTTTAAAGT
GTAGA---GATAAGAGGTTCAAT------GGAACAGGACCATGCGGAGAT-----------------------
-GTCAGT---ACAGTACTATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCAGAAAATATCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGACC----
-----------AAATTTGTAGAA---------ATTAAGTGTATAAGGCCCAACAACAATACAATAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGTAAA---
AATTGGACTAGCACTTTAAAACAGGTAGCTAGAAAATTAGGA---------------GAACACTTTCCA----
-----------------------------------AATAAAAACATAACCTTCAAT------
CACTCCTCAGGCGGGGACCCAGAAATAGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATTTCATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGACAATTACACAAACTTAATATAC---
AACTTACTTGAAAAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAACTTGTGGAATTGGTTTAACATAACAGAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGCCGTTTGCTGTTAGCTTGCTCAATGCCACGGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB480695 
GCT---GCA---GAA------------------------------------
AAGAAAATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCCACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GCCCATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGACA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCTCTTTAAATTGCACAAATATTACCAAAAGTAGTAGCAATACTAATAGCAGCCAGACTA
CTACC--------------------------------------------------------------------
----------ACCACTAGTAGTACCACTAATGGTAGTAGTACCATAGAGGATGGAGACATGAGA---
AACTGCTCTTTCAATATTTCCACAGATGTGGTA---------------------------
GATAAGGTGAAGAAAGAATATGCATCT---TTTTATAAACTTGATATAGTACAAATAGATAAG----------
-------------------------------------------------------------------------
-------------------
AAAGATAGTGATAGCTATAGGTTAATAAGTTGTAACGCCTCAGTCGTTACACAA---
GCCTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGATCAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCTACT---
CACCTGTTGTTAAATGGCAGCCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTCCAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGGATACATATA------------GGGCCAGGGAGAGCA---GTG------TATACAACAGATCAA------
---------ATAACAGGAGATATA------------AGAAAAGCATCTTGT---AATGTTAGTAGAGCA---
GAATGGAATAATGCTTTAAAAAAGGTAGTGGAAAAACTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATAGCA---ATGCACATGTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCATGGGAATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------



----------------------------AATAAATCTCAAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATATTC---
TCCTTACTTGAAAAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGACTTGTTAGAATTAGATAAATGGGACAGTTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACTACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAGCACAAAGGATTTTTAGAGCT----------------------------
--------TTCATACACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTT---TAA 
>AB287363 
GCT---GCA------------------------------------------
GAGCAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAA---
ACCACTCTATTTTGTGCCTCAGACGCTAAAACCTATGATACAGAG---GCACATAGT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAA---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAAAATGGTAGAACAAATGCATGAGGATATA---
ATTAGCATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGAAATTCTCAATAGCACTGAGACTAATAATAGA-------
-------------------------------------------------------------------------
-------------------ACTAATACCAGTACCACTAGTGTACCAGATAGAGAACCAATGAAA---
AACTGCTCTTTCGATGTCACCACAAGCCTAAGA---------------------------
GATAAGATTACAAAAGAATATGCACTT---TTTTATAGACCTGATGTAGTACCAATAGATCAGACTAATAAT-
-------------------------------------------------------------------------
----------
ACATATAATAATACATATAGTACATATAGGTTAATACATTGTAACACCTCAGTCATTACCCAA---
GCCTGTCCAAAGATGTCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAATAGCTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTTCAGCTGAAG----
-----------GACCCAGTAGAA---------ATTAATTGTACAAGACCCGGCTACAACACAATAAAA-----
-AGGGTATCGATA------------GGACCAGGAAGAGGA---AGA------GCAATTGTTGCAACA------
---AAAAAGATAGAAGGAGATACA------------AAAAAAGCATATTGT---ACACTTAATAAAACA---
CAATGGAATGACACTTTAAGACAGGTAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGAGACATCTGG------GAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGTG---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCAATTAACTTGCTTAATACCACAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGGGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>AB287364 
GCT---AAA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGTTATTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTCTAAATTGCACTGATCCACAGACTAATACCACTGGTGCTAATACCACT-------
-------------------------------------------------------------------------
-------------------GGTACCACTGGTAATAATACCACTATTAGCAACGGAGAAATGAAA---



AATTGCTCTTTCAATATCACCACAAACATGAGC---------------------------
AATAAGGTAAAGAAAGAATATGCACTT---TTTTATACATTAGATATAGTACCAATAGATGATGAT-------
-------------------------------------------------------------------------
-------------
AATAATATTACCAGTACCAGCTATAGGTTGATAAGTTGCAACACCTCAGTTGTTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGACCCAACATCAATAGAAGAAAA-----
-GGTTTACGTATA------------GGACCGGGGAGAGCA---TTT------TTTACGACAGGAAAC------
---------ATAAAAGGAGATATA------------AAACAAGCATATTGT---AACATTAGTAAAACA---
GACTGGAACAACACTTTAATACTGATAGTTAAAAAATTAAGA---------------GAACAATATGAG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGAGATCTAGAAATCACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GGTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGAGGAAATTTGG------GGA------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATAGACAATTACACAGGCATAATATAC---
AGACTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGATTAATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGATTTTAGAAGGATTGCAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGATA---TAA 
>AB588283 
GCT---TTA------------------------------------------
GGACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCGTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTTGAATGATACTGCTAAGAACAGCAGTGTTCAT-------
-------------------------------------------------------------------------
----------------------TACAATAGTAGTCATTGGAAAGAAATAAATGAAGTAATGACA---
AACTGCTCTTTCAATGTCACTGCAAGTATAGGA---------------------------
AATAAGAGGCGGAAAGAGTATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATGCATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTATGCACTCCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGATG------------GGACCAGGGAAATCA---ATT------TATGCAACAGGAAAT------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGC---AGCCTTAATAGAACA---
GAATGGGAAAACACTTTAACAAAGATAGTTATAAAATTAGCA---------------GAACAATTTAAT----
-----------------------------------ACAACAGAAATTATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGATGAGATTTGG------AAT------
AACATGACCTGGACACAGTGG---GAAAGAGAAATTGACAATTACACAGGCGAAATATAC---
AGACTAATTGAAAAATCACAGAACCAACAAGAA----------------------------------------



-----------------------------
AAAAATGAACAAGAGTTATTGGAATTGGATAAGTGGGCAAATTTATGGAATTGGTTTGACATAACACATTGGC
TGTGGTACATAAAAATTTTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCATTCGCTATTAGTCTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGTAGTACAAAGAACTTGGAGGGGT----------------------------
--------ATTCTCCACATA------CCTACAAGGATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>AB588296 
GCT---AAA------------------------------------------
GAAAATTTATGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTT---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTACACTGGCAATGCTACCCTTAAAAATACTAATAATACT-
-------------------------------------------------------------------------
-------------ACCAGTGCCAATAATACTAGCTGGGGAGCGATGGGAACAGGAGAAATAAAA---
GAGTGCCAGTTCAATATCACCTCAAACATAGTAAGG------------------
CTACCACAAAAGGTAACGGGACAAAAAGCTCTT---TTTTATAGCCTTGATATAACACCAATAGAGGGTAAG-
-------------------------------------------------------------------------
----------------------------
GCCAATACCAGTTATATGTTGAGAAGTTGTAACGCTTCAGCCATTACACAA---
GCCTGTCCAAAGATGTCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATACAAAGTTCAAT------GGATCAGGACCATGTAGGAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAGAGAAGAG------------
GTAGCAATTAGATCCGAAAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAA----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAG-----
-AGTATACACTTA------------GGATTCGGCAGGGCA---ATG------TATGCAACAGGGCAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AGATGGAATGACACTCTATATCAGATAGTTAAAAAATTAAGA---------------
AAACAATATAATGAAACATTA---------------------------GGTAATAAAACAATAGCCTTTAAT-
-----CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCGACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAACTTAATATAT---
ACCTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATCAATGGGCAAGTTTATGGACTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCTGTTAGCTTGCTCAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATAGCACAGAGAATTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AB287367 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATAAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATAATGTTACTAATACTAATAGTACTACT----------
-------------------------------------------------------------------------
-------------------------ACTAATAGTAGTAACTTGAAAGAGAAGGGAGAAATAAAA---
AACTGCACTTTCAATGTCACCACAATGATAGAA---------------------------
AATAAGCAAAAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGCACCAGTAGGGGGT----------
-------------------------------------------------------------------------



----------------------
GATAATACAAGCTATGCGTTGATAAATTGTAACACCTCAACCATTACACAG---
GCCTGCCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTACACCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTATAGCAGAAGATGAG------------
ATAGTAGTTCGATCTGAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AGGACTATACAC---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GACTGGAATAACACTTTAAAACAAATAGCTGAAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------GAGAATAAAACAATAAAATTTGAG------
CCATCTTCGGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTTCTTGGAGT-----------------
----------------------------AATAAAACTTATGAGAAGATTTGG------AAC------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGACAATTTGTGGAGTTGGTTTAGCATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTCGCTGTTAGTCTGTATAATGCAATAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGGACAAAGAATTTGGAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AB287368 
GCT---GAA------------------------------------------
GAAAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTACAAGAA---GTGCATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGAGTGCACTGATTATAATGGGAATCAAACTCAAAATGGGACT----------
-------------------------------------------------------------------------
----------------------AAACATAATAATACCAGAGGGATGAAAAAAGGGGAAATGAAA---
AGCTGCTCTTTCAATGTCACCACAAATATAGGA---------------------------
GGTAAAGTAAAGAAGGAAAATGCACTT---
TTTTATAATCTTGATGTAGTAAAATTACGGGATGGTAGTACACAA----------------------------
-----------------------------------------------
AGTAATAGTAGTAAAAATGATAGTGGGATATATACATTGACAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAAT
GTAAA---GATGAGAAGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGGAAAAGAA---------
GGGATAGTAATTAGGTCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTTCAGCTGAAT-
--------------GAGACAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA--
----AGTATACCTATG------------GGACCAGGGAGTGCA---ATT------TATGCAACAGGAGCA---
------------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATAAGTAGGGAA-
--AAATGGAATAACACTCTAAAGAGGGTAGTTGAAGAATTACGA---------------AAACAATTTCCT--
-------------------------------------AATAAGACAATAGTCTTTAAG---
CAGCCACCCTCAGGAGGGGATCCAGAAATTACA---ACTCACAGCTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTTCATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAGGGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAAATGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGATATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTGCT---



GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATAAGCTTGCTTAACGCCAAAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGTAAGAAGAATTTTTACAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>AB588311 
GCT---ACA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCTTATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGGTGAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTGAGATCAATGGTACCAATGCTGCCAAT----------------
-------------------------------------------------------------------------
-------------------------------------CTTACCAAAGAAGATACAGATATGAAA---
AATTGCTCTTTCAATGCCACTACAAGTGTGACA---------------------------
GATAAAAAACAGAAAGAATATGCACTA---TTCTATAAACTTGATGTAGTACAAATAGATAAG----------
-------------------------------------------------------------------------
----------------
AATAGTAATAGTACCAACTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGCTTCTAATGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACAATGTGCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACAAATAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAATAACAACACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAGGGCA---TAT------TACACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACTGATAGCTGACAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATACAACAATAACCTTTAAT------
CAGTCCTCAGGAGGGGATCCAGAAATAATA---ATGCATACTTTTAATTGTGGAGGAGAG---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATGACATTTGG------GGG------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGGCAATTACACAGACCTAATATAC---
AACTTACTTGAAAAAGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
ATACTTTCTCTAGTG---------AATAGAGTCAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGTTTATACAATACTATAGCTGTAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTAGGGTATAGAATTGTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB731663 
GCT---ACA------------------------------------------
GGACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTAAAA---------AATGTAACAGAAGATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGCAAAGCTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAT----------------------------------------
-------------------------------------------------------------------------
----------------------------AGTGGTGGGGCAAAAATGGAGACAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAAGAGGAAGGAAGTATATGCAACT---TTTTATAAACTGGATGTAGTACCAATAGAAAGT----------
-------------------------------------------------------------------------
-------------
AATAGTAATAGTAGTAGTAATTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTCCAAT



GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGCCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAAATATAATAGTACAGCTGAAA----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATTCATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAATAACACTTTAAAACAAATAGTTGGGAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTACATGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCACGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAGCACAATATAC---
ACATTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTGGCACTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTATAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGGGTTAGGAAGGGATATTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCGACGCTACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB731667 
GCT---GCA------------------------AAA---CAA---TCA---
CAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCTTCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAGCATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATCAACCAACTAATACTACCAATACCACTAGT----------
-------------------------------------------------------------------------
----------------------------GGTCATGGTAGTTTAATGGAGAGAGGGGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAGGCATAAGA---------------------------
GATAAGATGCAAAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTTCCAATAAATGATAAT-------
-------------------------------------------------------------------------
----------
GCTAATAATGCCAGCTATACCAACTATAGGTTAATGAGCTGTAACACCTCAGTTATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACACTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGTTGTTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAATAATTAGGTCTGAAAATTTCACGGACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAGTAACAATACAAGAAAA-----
-GGTATACAGATA------------GGACCAGGGAGGGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCAAAACA---
GAATGGAAAAGTACTTTAACAAAGGTAGCTATAAAATTAAGA---------------GAACAATATAAA----
-----------------------------------AATAAAACAATAGAATTTAAA------
CAATCCTCAGGAGGGGACCTAGAAGTTGTA---ATGCACAGTGTTAATTGCGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCACTGGGTGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGAAAATCATACCAGCCTAATATAC---
ACCTTACTTGAAAAATCGCAGACCCAACAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAATTATTGGAATTGGATCAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGTTTGACTCCACAGCCATAGTAGTAGCTGAA---



GGGACAGATAGGATTGTAGAATTCATACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCGCAATATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>KF716497 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATGGTTAGAA---------AATGTGACAGAGAACTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCAACTTAACCTGCACTGATGCTAATACCACTAGTAGTGGTATCAAT-------------
-------------------------------------------------------------------------
-------------------------------AGTAGTCATGTAATAGAAGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAACATTAAGA---------------------------GAGAAGGTG---
AAGACATACGCACTT---TTTGATAGTCTTGATGTAAGATCAATAGGTAAT----------------------
-------------------------------------------------------------------------
----------AGTACTACTAGTTATAGGATAATAAATTGTAATACTTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAACAGTTCAGT------GGAAACGGAACATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCAAAAAATTTCACAGATAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------CAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGGAAC-----
-AGTGTACATATA------------GGACCAGGGAGAGCA---TTA------TATACAACAAAC---------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---GATATAAGTAGAGCA---
GAATGGAATAACACTTTAAGACATGTGGTTACAAAATTAAAA---------------GAAAAATTTAAT----
-----------------------------------GCAACAACAATAATCTTTAAC------
CAATCCTCAGGAGGAGACCCAGAAACTGAA---AGGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAAAGACATTGACAATTACACAGAAATAATATAC---
AGCTTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAGTTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAGTAGGTCTAAGAATAGTTTTTGCT---
GTGCTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
GTATCATTTGCTATTAGCTTGCTAAATGTCACAGCTATAGCAGTAGCTGAG---
GGAACAGACAGGATTATAGAAATAGCACATAGAGCTTTTAGAGCT----------------------------
--------GTTATCCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF716498 
GCT---GTA---GAA---------------------------------
AAAGACAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACGGTTAGAA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATATGGGAAAATAACATGGTAGAACAGATGCATGAAGATGTA---
ATCAGTTTATGGGAACAAAGCTTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGCTGGAAATACTACTGAAGCTGGGAATACTACT-------
-------------------------------------------------------------------------
----------------------AGTACCAACAGTAGTAAAATAGAAGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAACGATAGAC---------------------------
AATAAGGCGCGGAAGGAAAGCGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATGATGATAATAAT-
-------------------------------------------------------------------------
----------
AGTGATAGTAGTACTAGTGCTAGTTATAGGTTAATAAATTGTAACACCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACACTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CACCTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------



GTAGTACTTAGATCAAAAAATTTCACAAATAAT---------GCTGAAACCATAATAGTGCAGCTGAAC----
-----------CAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAGA-----
-AGTATACATTTA------------GGACCAGGGCAAACA---TTA------TATGCAACAGGAGAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTCAAGCA---
GCATGGAATAACACTTTAAGACAGGTGGTTGCAAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------GCAACAACAATAGTCTTTAAT------
CGATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTATTTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGAATACTAGTTGGAGT-----------------
-------------------------AAGAATAGAAATCTAACTGATATTTGG------GAT------
AACATGACCTGGGTACAGTGG---GAGAGAGAAATAGACAATTACACAAAAGAAATATAC---
ACTTTACTTGAAGAAGCCCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAGATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCCATTAGCTTGCTAAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGACAGAATTATAGAAGTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AB588201 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGAGTAATGCTACTTTGAGGAATACTATTAATACCA
CTAGTGAGTTGAAGAATGCTATTACTAAT--------------------------------------------
----TCCACTAGTAGTAGCGAGAATACTACTAATACCAATAGTAGTATTACAGGAGAAATGAAA---
TACTGTTCTTTCAATATCACCACAGTCATAAGA---------------------------
GATAAGGTGCAAACAGAATATGCACTT---TTTTATAAACTTGATGTAGTGCCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATTATAGTGCAGCTGAAA----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAGA-----
-AGTATACATATT------------GCACCAGGGAGAGCA---TTT------TATACAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGTACA---
AAATGGAATAGCACTTTAAGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAAATTTTACG------
CGATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGCATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAGCTTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTGTTAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGGGTTTATAGAGCA----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB588207 



GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAACTGCTCTGATAATGTGGAGAATGTTACTATTACCAATGGTAGTCTA----
-------------------------------------------------------------------------
-------------------ATAAATACCAATGGTAGTCTAAAGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGGTGCAGAAAGGATATGCACTT---
TTTTATAGACTTGATGTAGTACCAATAGATGATGATAATAATGAT----------------------------
-----------------------------AATAAT---
AATAATAGTAGGACTAATAATAATAAGACTAATACTAGCTATAGGTTGATAAATTGTAACACATCAGCCATTA
CACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACATCTGAAC----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGGGAGCA---TTT------TATACAACAGGAGAG------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATAACA---
CAATGGAATAACACTTTAGAACAGGTAGCTGAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTGAGATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCATTACAAAGAACTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB588209 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATACTACTGATAACAACAGCACTAATACTACT----------
-------------------------------------------------------------------------
-------------------------GATAACAACAGTACTAAGTACAATGATAGTGATATGAAA---
AATTGCTCTTTCAATGTCACCACAAGTATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCTTTACGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----



-----------GAAACTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGCT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAATAACACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATTATCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTATGGATGAGATTTGG------AAG------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
CACTTAATTGAAGAATCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTCGCTGTTAGTCTGTTTGATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTCTAGAAGTATTACAAAGGATTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AB588211 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTACAGAATACTACTAGTAACAAT----------------
-------------------------------------------------------------------------
----------------------------GGTAGTGTTGGGGAAGAGATGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAATATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACGTTGATAAATTGTAACAACTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAC----
-----------GAAACTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCGGGAAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAGTA---
AAATGGGTAAACACTTTAGGACAGATAAAGGAAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATTGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAGTGAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAAATTTAATATAC---
AACTTAATTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGTCTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGGACAAAGAATTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCAACAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>AB588233 
GCT---GCA------------------------------------------
GAAGAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---



ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGTACAAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGAGTAATGCCAGTAATAGCGCCACT----------
-------------------------------------------------------------------------
-------------------------AAGAATAACAGTTGGGCGATGGAGACAGGAGAAATGAAA---
AACTGCTCTTTTAATGTTACCACAGAGATAAGA---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAAAGGGTGAT-------
-------------------------------------------------------------------------
----------------
AATACTAGTAATACTAGCTACAGATTGATAAATTGTAATACCTCAACCCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTTTTGTACCCCGGCTGGTTTCGCGATTATAAAGT
GTAAT---GATAAGGATTTCAAA------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCTACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAGTAATCAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAAACTGTACAA---------ATTCATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTA------TTTTATGCAACAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GACTGGAATGAAACTTTAAGACAGGTAGTTACAAAATTAGGA---------------GAACAATTTGGG----
--------------------------------AATAATAAGACAATAAAATTTCAA------
CCATCCTCAGGAGGGGACCCAGAGATTGTA---ACTCATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAATAATTACACAAGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGTCAAATTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>AB480698 
ACT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTGGAAGTCAAATTGCACTAATAATAATGATACCCAGAATA
ATAGTAATAATAGTACCCAGAGTGATAATTGTAGTGGGAATACT-----------------------------
----------AATAATACCCATAGTAATAGTAGTTTGGGAAGAATAGATGCAGGAGAAGTAAAA---
AACTGTTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTCTATACACTTGATATAATGCGAGTAAATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGACATCATTTGAACCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGCAAATTTCTCAAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTATACCA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAGA-----
-AGTATATCTTTT------------ACACCAGGGAGTGCA---TTT------GTTGCAACAGAAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---



AGATGGAATAACACCTTAGGAAAGATAGTTACAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGCCTTTAGG------
CCACCCATAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATACAATATGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAACTACACAGGCATAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTTGATATATCACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATACCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATCATAGAAGCAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AB564745 
GTT---AAT---GCT---------------------------------
ACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTACTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAAATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGCATTACTATGGATTGCACTGATGTCAAGAGGAATGCTAATAGCACCAATACCACCACT----
-------------------------------------------------------------------------
-------------------AGTGTTAATACCACTAGCGGGGGAATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGCAACAATATGCACTT---TTTGACAAACTTGATATGGTACCAATAAATGATAAT-------
-------------------------------------------------------------------------
-------------
AATAATACAAGGACTAATAGCTATAGGTTGATAAGATGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACTATGTACAAAC-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTTCATCTGAAT----
-----------GAATCTGTAAAA---------ATTAATTGTACAAGACCTCACAAAAATAAAATAAGA-----
-ACGATACATATA------------GGACCAGGGAGAGCA---TTT------ATTGGAACA---GAC------
---------ATAGCAGGAAATATA------------AAACAAGCATATTGT---AACATTAGTGGAGAA---
GAATGGGAGAGCACTTTAAAAAAGATAGTTAAAAAATTAGAA---------------GAACAATTTAAT----
-----------------------------------ACTACAAGAATAGCCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATAGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATACAATTTGG------AAT------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAGGCTTAATATAC---
AACTTAATTGAAAAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATCACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AB604946 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGACGCATCC---
ACCACTTTGTTTTGTGCATCAGACGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATGTGAAGAATCTTACTAAAAGTACTAAT----------
-------------------------------------------------------------------------
-------------------------GGTAGTACCTGGGAAAAGATGGATAAAGGAGAAATAAAA---
AATTGCTCTTTCGATGTAACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGATGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTCATGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCTAATTTCTCAGACAAT---------GCTAAAACTATAATAGTACAGCTAAAT----
-----------GAATCTGTAAAA---------ATTGATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AACTGGACTAATACTTTAACACAGATAGTTGGAAAATTAACA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCGCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAGTGAGATTTGG------GAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
CTCTTACTTGAGAAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAATTGGGCAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTACAACGCCACAGCAATAGCAGTAGCTGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>D12582 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGAATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTTGAGGAATACTACTAATAACAAT----------------
-------------------------------------------------------------------------
----------------------------AGTAGTATCGAGGAAAAGATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
-------------
AATAATAGTACTAATACATGCTATAGGTTGATAAGTTGTGACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGGTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTATAAGACCCAACAACAAGACAAGAAAA-----
-AGGGTAACTATG------------GGACCAGGGAGAGTA---TAT------TACACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAATAAAACTTTAGAACAGATAGCTAACAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAGTTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAACTTAATATAC---
AACTTAATTGAAGAATCGCAGAATCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAACTTATAGGGCT----------------------------
--------ATCCTCCACATA------CCTGTAAAAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB565497 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAGAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTACTGCATATAATAATAATACTAATACTACTGCTAAAACC-------
-------------------------------------------------------------------------
----------------------TCTGATAGTGGCTGGGGAACGGTAGTAAATGAAGAAGTAAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAAA---------------------------
GATAAGGTGCAGACAGAATATGCACTT---
TTTTATAAAGCTGATATAGTACAAATAGATAATAGTGATAATATA----------------------------
-----------------------------------------
GATAAGGATGATAATAATACTAGATATAATAATACATATAGGTTGATGAATTGTAACACCACAGTCATTACAC
AG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTAGTAGTTAGATCCGAAAATTTTACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGCATACATATG------------GGACCAGGAGGAGCA---CTG------TTTACAACA---GAA------
---------ATAACAGGAAATATA------------AGACAGGCACATTGC---AACATTAGTAGAGCA---
GAATGGAATGATACTTTACAAAAGATAGTTGAAAAATTAGGG---------------GAACAATTTAGC----
--------------------------------AAAAATAACACAATAGCCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAGAGCGAGATATGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACAGAATTAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAATAGTACAAATAGTTGTTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGATTGGAAAGGGCTTTGCAA---TAA 
>AB565502 
GCT---GCA---------------------------------------------
AAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCCTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---



ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATGCTACTAATACTAATAGTACGGCT----------
-------------------------------------------------------------------------
-------------------------AATATTACCAGTAGTCCAATGGGGGTAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATACAA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAAGTTGATGTAATACCAATAGATAAT----------------------
-------------------------------------------------------------------------
-------------TCTACCAATTATAGGTTAAGAGAGTGTAACACTTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGCACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAACAGTTCAAT------GGATCAGGGGAATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAT------------
ATAGTACTTAGATCTAGCAATTTTACAGACAAT---------GCTAAAGTTATAATAGTACAGCTGAAT----
-----------AAAGCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGCAAGCA---TGG------TTTGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGCACA---
ATATGGAATGACACTTTAGGACAGATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAAGCTTTCAG------
CGATCCTCAGGAGGGGACCCAGAGGTTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGAGCAGATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGAGAAATATAC---
AACTTAATTGAAGTAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAATTGGATAACTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATGATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTCAATACCACAGCTGTAGCAGTAGCGGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGGGCTTATAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT961002 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATGCTGTTGGTACCAATAGTAGTAGCAAG-------------
-------------------------------------------------------------------------
-------------------------GATACTAATATCAATAATAGTAATGGGGGAGAAATAAAA---
AACTGCTCATTCAACATCACCACAAACATGAGA---------------------------
GATAAGGTGCAGAAAGAATATACAACT---TTTTATAAACTTGATGTAGTACCAATAGACAATAAT-------
-------------------------------------------------------------------------
----------------------
AATAATACTAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCCAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCCGGGAGTGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ACCATTAGTGAAGCA---
AAATGGAATAACACTTTAAAAAAGATAGCTATAAAATTAAGA---------------GAACAATTTAAC----
-----------------------------------AATAATACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGATCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------



AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGATTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB742153 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGACGCAGTC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCCTATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAGTGCTTTGATTATTGTGGGAATAGTACTGCTAAGAATGATACTAACTGT-
-------------------------------------------------------------------------
----------------AGCAATAATACTGATGACTGGCGACAAGTGGAGACAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATACAGAAACAATATGCAATT---
TTTAATAGACTTGATATAGTAAAAATAGATGATGGTGAGAAAAACAAAAAG----------------------
--------------------------------------------------
GATGAGAAAAATAGGACTATTGAGAGCTATAGGATAACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGGTATGCGATTCTGAAAT
GTAAT---AATAATACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GCAAAAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTACAT----
-----------AAGCCTGTGTAC---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATGGAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GCATGGAATAACACTTTAAAACAGATAGTTGCCAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AAAAATAAAACAATAGCGTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAGTGGACCAACAGCGCCTGGGGATTTGGG
GCTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGCAATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGAGGAGATATAC---
AGATTACTTGAAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGTCAAATTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTCTTACAAAGAGTTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGGCAGGGCGCGGAAAGAGCTTTGGTA---TAA 
>AB641836 
GCT---GAT------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCACATAATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGCTAATACCAGAAATAATACCAATAGTAAC----------
-------------------------------------------------------------------------
-------------------------AGCAGTAGTACAGAAATACAACAACAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------



GATAAGATAAGTAAGGAATATGCACTG---TTTTATAGGCTGGATGTAGTACAAATAGGGAATGAGAAT----
-------------------------------------------------------------------------
----------------
AATACCAATTATACCAACTATAGGTTGATAAATTGTAACACCTCAGAAATTACACAG---
ACTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTATTGAATGGCAGCTTAGCAGAGGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAATACAGCTGAAT----
-----------GAAGCTGTAGAA---------ATTAACTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAACA---ATT------TTTGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGTACA---
AAGTGGAATAAAACTTTAAAACAGATAGCCAAAAAGTTAGGA---------------GATCAATTTGGA----
--------------------------------GAAAATAAAACAATAAGCTTTAAC------
AAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTATTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACGGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAAAGGGGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGAATTAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATTAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTGCT---
GTGCTTTCTATAATC---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGTACAATACTATAGCTATTGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACACAGAATTGGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGGCAGGGAGCAGAAAGAGCTTTGCAA---TAA 
>KU869602 
GTT---GTA------------------------------------------
GGAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTAATTTGAAGAATGATACTAAGGCTAATAATGGTAGTAAT----
-------------------------------------------------------------------------
-------------------ACCAATAATAGTAGTGGGAGAGTGGTGGAAAAAGGAGTAATGAAA---
AACTGCTCTTTCAATGTTACCACAAATAGAAGA---------------------------
AATAAGCCTCGGAAAGAATATGCTCTT---TTTTATGAACTTGATGTAACACAAATAGATGAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATATATTGACACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGCAAT
GTAAT---GATAAGGAGTTCAAT------GGAAAAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
ATAGTAATCAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAG---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATCTA------------GGACCAGGGAAAACA---TTT------TTTGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
AAATGGGAAAACACTTTAAGACAACTAGCAAAAAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
CAACCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAATAATACAAAGAACTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN043590 
GTT---GTA------------------------------------------
GGAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTAATTTGAAGAATGATACTAAGGCTAATAATGGTAGTAATACCA
AT-----------------------------------------------------------------------
-------------------------AATAGTAGTGGGAGAGTGGTGGAAAAAGGAGTAATGAAA---
AACTGCTCTTTCAATGTTACCACAAATAGAAGA---------------------------
AATAAGCCTCGGAAAGAATATGCTCTT---TTTTATGAACTTGATGTAACACAAATAGATGAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATATATTGACACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGCAAT
GTAAT---GATAAGGAGTTCAAT------GGAAAAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
ATAGTAATCAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAG---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATCTA------------GGACCAGGGAAAACA---TTT------TTTGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
AAATGGGAAAACACTTTAAGACAACTAGCAAAAAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
CAACCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAATAATACAAAGAACTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN043603 
GCT---ACA------------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATAACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAATAATACTAGTAATTTGAAGAATACTACTGATGCCA
ATACTACTATT--------------------------------------------------------------
----------------------ACCAATAACAGTAGTAGAGTAGAGGGGGAAGAAGAAATGACA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
AATAAGGTGCAAAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------



ACAAGCTATACGTTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATTCAAGAAAA-----
-GGTATAGGTATA------------GGACCAGGGAGCACA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAACAACACTTTAAAACAGCTAGCTATAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATAGGATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
TCCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGACTTATTGAAATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATATCACGATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTGTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGCATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ316128 
GCT---ACA------------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAGCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCGTAGAC---
CCCAATCCACAAGAGGTAGACTTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTACCCATAATGTGACTGGTACTAATGCCACTAACAGTGGTGCTACTA
CCAATAGT-----------------------------------------------------------------
-------------------ACTACTACTACTACCACTACTAATATTGATGACGGAAACATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAGGA---------------------------
AATAAGTTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAGGATAATACA-
-------------------------------------------------------------------------
-------------
AGCAATAATGATAATACAAGCTATACGTTGATACATTGTAACTCCTCAGTCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGGCCAGGGAGAACA---TAT------TATGCAACAGGGGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGC---AACATTAGTGAAGAA---
AAATGGAATAAAACTTTAAACCAGATAGCTACAAAATTAAGA---------------GAACAATATAAT----
-----------------------------------AAAACAAAAATATTCTTTGCT------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACCGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAGAGATACCTAGGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAGATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAGCAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCACTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTGGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTTGCTGTTAGTTTGCTTAATGCCATAGCTATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTACAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ316132 
GCT---GCA---ACA------------------------------------
GGAGGAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AATCCATGTGTAAAATCT---ACTACATTC----------------
--AGTATTACTAATAGTAGTAGTAATCATAATACTACTAGCACCAATAGTACTAATACC--------------
----------------------------------------------------------------------
ACTAGTAGTATTGGGGGAGGGATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
GATAAGGTGAAGAAAGAATTTGCTCTT---TTTTATAAACTTGATGTAAAACAAATAGATAATACA-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTACAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGGAGAG------------
ATGATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAAGTGTATAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGTACA---CTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
CAATGGAACAACACATTAACACAGCTAGTTAAAAAATTAAAA---------------GAACAATATGGT----
--------------------------------AATAATAAAACAATAGTCTTTGCT---
CAACCCCCCCCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTATCATGAGATCTGG------GAT------
AATATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACCTATTGGCATTCGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTGTTTT---
GTACTTACTATAGTG---------AAGAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTTTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTA---TAA 
>JQ316127 
GCT---ACA------------------------------------------
GAAAAATCGTGGGTCACAGTCTATTCTGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCCTCAGATGCTGAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACACGAAGTAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACACATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AACCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTTTAAAATGTAGTGATGAGAATATTAATAGTAATAGTACCAATAATACT-------
-------------------------------------------------------------------------
-------------AGTACCGATGATAGTAGTGGGGGAGGAGTGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACACACCTATAT---------------------------
GATAAGGTGAAAAAAGAATATGCTCTT---TTTTATAGACTTGATGTAGTACCAATAGATAATACA-------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATACGTTGATAAATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGGAGA-----
-AGTATACGTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAACAGGAGATATA------------AGACGAGCATATTGT---AACATTAGTAGAAAA---
GATTGGGAAAACACTTTAAAACAGCTAGTTATAAAACTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTACATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCATTTGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTGTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGTTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JQ316135 
GCT---GCA---ACA------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTCTGCATTGTAGTAATTTGAATTGTAGTAATTTGAGTAATACTAATACCAGTACTT
TGAATTGTAGTAATTTGAAT-----------------------------------------------------
----------AATACTAATACCAATAATAGTAGTGGGGGAGTGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTTCCACAAACATAAAA---------------------------
AATAAGATGCAAAAAGAATATGCTCTT---TTTTATAAACCTGATGTAATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATGATACAAGCTATACGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTATAGAG---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGAGTACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAACACATTGT---AACATTAGTGAAGCA---
AACTGGAACAACGCTTTAAAACAGCTAGCTATAAAATTAAGA---------------GAACAATTGGAA----
-----------------------------------AGTCAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGAACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCGGAAGGATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAGCAATTACACAACCTTAATATAC---
ACCTTGCTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACATACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAATTTGTTTT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACGAAGAGCTTATAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 



>JQ316130 
GTT---GCA------------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACCCTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTAATTACAATGGGACTTACAATGCGACTAGTACCAATGGG----
-------------------------------------------------------------------------
-------------ACTACTACTAGTAGTCCTACTACTAGTAATGTAGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACCACCATAAGA---------------------------
GATAAGATGAAGAAGGAACATGCTCTT---TTTTATAGACTTGATGTAGCACCACTAGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAATACAACCTATACGTTGATGAATTGTAACTCCTCAACCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCACTTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTACAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAGACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAGAATA------------GGACCAGGGAGCGCA---TTT------TATACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACTAGCATATTGT---AACATTAGTAGAGAA---
AAATGGAACAAAACCTTAGAACAGCTAGTTATAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AAAACAATAATAACCTTTGAT------
AACTCCTCAGGAGGGGACCCACAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAAGGCTATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTGATACAC---
AACTTACTTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAACTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAATCTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ295195 
GCT---GCA---ACA------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGCCA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAATTGTAATATTAATAGTAGTAGTGGTGGTAGTAATACTACTAGTACTAAT-
-------------------------------------------------------------------------
-------------ACTACTACTACTAGTAGTAGTAAAGGAGTGATGGTGGAAGAAGGAATAAAG---
AACTGCTGTTTCATCATTGCCACCACCAGCAGA------------------------
AGTGATAAGGTGAAAAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTGAAAACAGATAAT-------
-------------------------------------------------------------------------
----------------------
ACTAGCAATTCAAGCTATACGCTGATGAGTTGTAACTCCTCAGTCGTTACCCAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAGTTAGATCTGAAAATTTTACAAACAAT---------GCTAAAATCATAATAGTACAGCTGATT----



-----------ATACTTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTTTT------------GCACCAGGGAGCACT---ATT------TATGCAACAGGAGGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAAAAAT---
GAATGGAATGACACTTTAAAGGAAATAGTTATAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATGAAACAATAAAATTTAAT------
CGATCCTCAGGAGGGGACCCAGAGATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCCAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGATATCTGG------CAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAGGAATCGCAGAACCAGCAAGAG----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAACATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAATTTTTTCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCG------
TTATCGTTTGCTGTTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAGATATTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ295193 
GTT---GCA------------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACCTGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTAATTACAATGGGACTAGTACCAATGGGACTAAT----------
-------------------------------------------------------------------------
-------------------------ATCAATAATAGTAGTAGGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAACCATAAGA---------------------------
GATAGGGTGCAGAAGGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACTCCTCAACCCTTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGAGCACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
GAATGGAACAACACTTTACAACAGCTAGYTATAAAATTAAGA---------------GAACACTTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
GAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGAATATATCTGG------GGT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAGACTTAATATAC---
AACTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGTCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGTAGTAGCAGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ316126 
GCT---GCA------------------------------------------
GGAGGATTGTGGGTCACTGTCTATTATGGTGTACCTGCGGGG---AGAGATGCTGAC---



ACCACCCTATTTTGTGCATCATATGCTGCTGCATCTGACGCCGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CCTGCCTGTGTACCCATAGAT---
CCCAACCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAACTA---
ACTCCACTCTGTATTACTTTGAATTGTAGAAATTGGAATAGAAATAATACTAATGCGAATACTATTACT----
-------------------------------------------------------------------------
----------------------AATAGCAGTAGTGTGAAAGCGATGGAGGCAGACGAAGTGAAA---
AACTGTTCTTTCAATGTTACAAATACAAACATA------------------------
AAAGATAAAAGGCAGAGGGAATATGCCCTT---TTTTATAAATATGATCTAATGCCAATAGAGAAT-------
-------------------------------------------------------------------------
-------------------
AAGACTAATATAAGCCTCTATACGTTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAGCAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAACGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAATAATATAGAAAGA-----
-AGGATAAGTATA------------GGACCAGGGAGAGCA---TTT------CGTGCAATAAAAGCT------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAGAA---
AATTGGAATGACACTTTAAAACAGCTAGCTATAAAATTAAGT---------------GAACAATTTGGG----
-----------------------------------AATAAATCAATAGTCTTTACG------
CAACCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATATCTACAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAATATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAAAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACCAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTCTTT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ295196 
GCT---GTA------------------------------------------
GAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACCTTAAATTGTAGTAATTATGTGAAGAATGATACTAATACCACTAATAGTAAT----
-------------------------------------------------------------------------
-------------------AATAATGATACCACTAAGGGAGTGAGGGAGGAAGGAGAACTGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
AATAAGATGAAGCAAGAATATGCTCTT---TTTTATAAACTTGATGTAGAACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACGTTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACGGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACTAGGGAGAACG---TTT------TATGCAACAGGAGAA------
---------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AACATTAATAAAACA---



AAATGGGACAACACTTTAAGACAGCTAGTTATAAAATTAAAA---------------GAACAAGTTGGG----
-----------------------------------AATAAAACAATAGCCTTTGAT------
CAACCCTCAGGAGGGGACCCAGAGATCGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAAATCTGG------CAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGGGCTTATAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY839827 
GCT---GCA---GCA------------------------------------
GGAGGCTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTACATTGTAGTAATGTGAATGTTACTAATAGTACTACTGCCAGTAAA-------
-------------------------------------------------------------------------
-------------------AATAGTAATAGTAGTGTACCATTAATGGAGGTAGGAGAAGTGAAA---
AACTGTTCTTTCAATGTTACCACAAGTATAAGA---------------------------
GATAAGGTGAAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGAAAAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGTACATTGATAGATTGTAACTCCTCAGCCATTAACACACAG---
GCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTAACAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGGGTATG---ATT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAACAATACTTTAGAACAGCTAGCTAAAAAATTTAGA---------------GAACGATATGGG----
--------------------------------AATAATACAACAATAATCTTTAAT---
CCACAACCCCCAGGAGGGGATCCAGAGGTTGAA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGCTATCTGG------AAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAGCAATTACACAGGTTTGATATAC---
TCCTTACTTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGAAATTGGATAATTGGGCAGATTTGTGGAGTTGGTTTGACATAACACGATGGA
TGAAGTATGTAAAAATATTCATGATGGTAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTTAT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCTACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAAATATTACAAAGAACTTATAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ837381 
GCT---AAA------------------------------------------
GAGCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATACAGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAAGTGCACTAATAATGTGAATGATACTACCACTAATGGCACT----------
-------------------------------------------------------------------------
----------------------TCTAAGTGGAATGGTGATAATAGCACTATAGGAGAAATAAAA---
AAATGCTATTTCAATACTACCACAGGCATGATA---------------------------
GATAAGATGAAGGAAGAATATGCATTA---
TTTTATAACCTTGATATAGTACCACTAGATAATAGTCTTGCTAAGAAT-------------------------
-----------------------------------------------
AGTAGTCATAATAAGACCAGCTATGCCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATACAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATATCACGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAACTTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAGCGGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACACTGT---AACATCAGTAGGAAA---
AGCTGGACTGACACTTTAAAAAAGATAGCTGACAAATTAAGT---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAA------
CCCTCCTCAGGAGGGGACCCAGAAATAGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATTCGAGTTGGAAT-----------------
----------------------------AACAGAAACCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATGTCACAAGTGTAATATAC---
AGGTTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCTTGTTCGACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAGCTGGTAGAGCT----------------------------
--------CTCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JQ316134 
GCT---ACA------------------------------------------
GAAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAATATTTTAAT----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGCATTGTAGTAATTGGACGGTTAATTTCACCAAGAATAGTAATACTACT----
-------------------------------------------------------------------------
----------------------TTTAACAGTAGTAGTAGTGATGAAATGATAAAGGAAGTAAAA---
AACTGCTCTTTCAATGTTACCACAACCATAAGA---------------------------
GATAAGGTGCAAAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTGAAAACAGATAATACT-------
-------------------------------------------------------------------------
----------------------
AGCAATTCAAGCTATACGCTGATGAGTTGTAACTCCTCAGTCGTTACCCAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAGTTAGATCTGAAAATTTTACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGCACA---TTT------TTTGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGGACA---
AATTGGAAAAACACGTTAAGACAGCTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAA---



TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTGCTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAGGAATTATTGGAGTTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTAATTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN043605 
GCT---GCA---------------------------------------------
GAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAC---
ACCACCCTATTTTGTGCTTCCGATGCTAAGGCATATGACACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAATCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAATTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGCGTTACTTTGAGTTGTAGAGAGTTGAATAAGACTAAAACCAACTGCAGTGGTAATTCAAATA
GTACTCCTACTGCAACCCCTCCTCCA-----------------------------------------------
-------------------GCCAGTAACTGTAGTGGGAAAGTAATGGAGAAAGTAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACCTAAGA---------------------------
GATAAGATGAAGAAAGAATATGCTCTT---TTCTATAGTAGTGATATAACGCAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATATGTTGACACATTGCAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTACAAT
GTAAT---GATAAGAAGTTTAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATATCTCAAACAAT---------GTTAAAACCATAATAGTACAACTGAAC----
-----------GTATCTGTAGAA---------ATTAATTGTATAAGACCCAGCAACAATACAAGGAGA-----
-AGTATAAGTTTT------------GCACCAGGAAGTACA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAACAACACTTTAAAAAAGCTAGCTATAAAATTAAGA---------------GAGCAATTTGTG----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
TCCTTACTTGAGAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGGAAGCTTGTGGAGTTGGTTTGATATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATCTTTTTT---
GTACTTTCTAGAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGCTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KJ140263 
GCT---GAT---------------------------------------------
GAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTGGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAGGACTA---------



-------------------------------------------------------------------------
-----------------GTACCAATAGTAGTAGTGGGGGAGTGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAAA---------------------------
AATAAGGTGCAAAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACCTTGATAAATTGTAACTCCTCAATCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCGATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCAAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------ACATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGTACA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAACAACACTTTAAGACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAAAACAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAAGGAAATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAGCTTTATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGTCAAGTTTGTGGAATTGGTTTAACATATCTCAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCG---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTCATGCCACAGCTAGAGCAATAGCTGAG---
GGGACAGATAGGGCTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTA---TAA 
>KT878030 
GCT---TTA------------------------------------------
GAACAATCATGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCATTCTATTCTGTGCATCAGATGCTAAAGCACATGACCCAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTATAGAC---
CCCGACCCACAAGAAGTAAGATTA------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACCTTAAATTGTAGTAATGTGACTCCAAATAATGGGACT-------------------
-------------------------------------------------------------------------
-------------------------AGCAATAATATTACTCTGGAAGGAAGGGAGGAAATAAGA---
AATTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
GATAAGGTAAAGCAAGAATATGCTCTT---TTTTATAGACTTGATGTAGAACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAACCTATACGTTAGTAAATTGTAACTCCTCAACCGTTACACAG---
GCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGCTTCTACAAT
GTAAT---GATAAGAAGTTTAAT------GGATCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAACGCTA------------GGCCCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAACAA---
AATTGGAATGTCACTTTAAAACAGCTAGCTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATATCCTTTCAA------
CCACCCACAGGAGGGGACCCAGAGATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAAT-----------------
----------------------------AATAGATCTGTGGACGATATCTGG------CAT------



AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAACGAAATATAC---
AGATTACTTGAAGAGTCGCAAAACCAACAAGAG----------------------------------------
-----------------------------
AGGAATGAACAAGACTTATTGGAATTGGATAATTGGGCAGGTTTGTGGAGTTGGCTTAGTCTATCAAAATGGA
TGTGGTATATAAAAATAGTTATACTAATAGTAGCAGGCTTGATAGGTTTAAGAATAATTTTCTTT---
GTACTTTCTATAGTA---------AATAGTGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATACCACTGCTGTAGTAGTAGCTGAG---
GGGACAAATAGAATTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------GTCCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KT878031 
GCT---ACA------------------------------------------
GAGGAAAGGTGGGTTACAGTCTATTATGGGATACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGTCAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGACCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACCATGAATTGTAGTGATTTGAATAAGACTAGTACCAATAATAGTAGT----------
-------------------------------------------------------------------------
-------------------GGGAATAGTACTAATGGGGATGGAATGGAGGAAGGAGGAATGAAA---
AACTGCTCTTTCAATGTTACTACAATTATAAGA---------------------------
GATAAGGTGAAGAACGAATATGCTCTT---TTTTATAAGCTTGATATAGCACAAATGGAGGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACAAGCTACACATTGATAAATTGTAATTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGACGTTCAAT------GGATCAGGACTATGTGAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATAAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------ACAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGAACGAAACTTTAAAACAGGTAGCTATAAAATTAAGA---------------AAACAATTC-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTACA---ATGCATAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACGGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATGGA---ACT-----
----------------------------AATGGATCTCTGGACAATATCTGG------GAT------
AGCATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAACTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGATTAAGAATAATTTTTTCT---
GTACTTGCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KT878032 
GCT---AAG---CAA------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACACGAAATAAGATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATACAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTGAGTTAGACAATACTACTATCAGTACCAATAATACA-------
-------------------------------------------------------------------------
-------------------GAGGACATAAGAAAGGAAATAAAAGAGGAAATGGGAAACTTGAGA---
AACTGCTCTTTCAATGTTACCACATTAGTAAGA---------------------------



GATAGGAAGAAACAAGAATATGCTCTC---TTTTATAAACTGGATATAGCAAAATTAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATAATAGTACAAGTTATACATTGATAAATTGTAACTCCACAACCATCACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATGAAAAGTTCAAT------GGATCGGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAGTCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAGGTTTT------------GTACCAGGGGCATCA---TTT------ATTGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---CACATTAATAAAACA---
AAATGGAATAACACTTTAGGACAGATAGCTAAAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------GGTAAGGACATAGTCTTTGAT------
AACAGCTCAGGAGGGGACCTAGAGATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTAAGAAGGAAATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGGGAAATTAGCAATTACACAACCTTAATATAC---
TCCTTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGAAATTGGATGACTGGGCAGGTTTGTGGAGTTGGCTTGACATCTCACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGCTTTAAGAATAATTTTTGCT---
GTATTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCATCA------
TTGTCGTTCGCTGTTAGTTTGCTTAATGCTACAGCTGTAACAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATATTACAAAGAGTTTTTAGGGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT878033 
GCT---GCA---ACA------------------------------------
GGAGGAATGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCTTATTCTGTGCATCAAATGCTAAAGCATATATCTCAGAA---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGCGTACCCATAGAC---
CCAGACCCACAAGAAGTAACATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTTTGTGTTACTTTGAATTGTAGTAATGTAAATACCACTGGTACTAATCTCACT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAATGAGAGGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAGTCCAAAGA---------------------------
GATAAGGTGAAACAAGAATATGCTCTT---TTTTATAGACTTGATGTACAACAAGTAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACTCCTCAACCGTTACACAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTCCTAAAAT
GTAAT---GATAACAAGTTCAAT------GGATCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CACCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATGGTAATTAGATCTCAAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAGG-----
-AGTGTACATATT------------GCACCAGGGAGTGCA---ATT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACGTTAGTGCAAAA---
AGCTGGAATAACACTTTAAAACAGCTAGTTGAAAAATTAAGA---------------AAACAATATGGG----
--------------------------------GAAAATAGAACAATAACCTTTAAA------
GAACCATCAGGAGGGGACCCAGAGATTGTA---ATGCACATTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATCATCAAATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTGCTTGAAGAATCACAGATGCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAGGACCTATTGAAATTGGATGAATGGGCAAGCCTGTGGAACTGGTTTAGCATATCCCAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATACCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATATTACAAAGAGGTTGTAGAGCT----------------------------
--------ATTATCAACGTA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT878036 
GCT---TTA---GAA---------------------------------
CAAGAAAAGTCATGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AGAGAAGCAACC---
ACCCCCTTATTTTGTGCATCAGAGGCTAAAGCATATGAGACAGAA---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAAACCACAAGAAGTAGTATTGGAA---------AATGTGACTGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTTTCTTTAAATTGTAGCAATGTGAAAAATGTAACTAATGGCACTCAG-------------
-------------------------------------------------------------------------
----------------------------ACCAGTGGTAGTGTGATGAGGGAAGGAGAAATGAAA---
AACTGTTCTTTCAATGTTACCACAAGCATAAGA---------------------------
GATAAGAAGAAGAAAGAATATGCTCTT---TTTTATAGGCTTGATATAGAACAAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
ACAAGCAACAGCTATACGCTGATAAATTGTAATTCCTCTACCATTACACAG---
GCCTGTCCAAAGATAAGCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGATCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAC------------
ATAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAACTGAAC----
-----------ACATCTGTAGCA---------ATTACTTGTGTAAGGCCCAACAACAATACTAGAAAA-----
-AGCATAACGCTC------------GGACCAGGGAGTGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
AATTGGACTAACACTGTAAGACAGCTAGCTGGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATATACTTTAAC------
CAATCCTCAGGAGGGGACCCAGAGATTGAA---ATGCTCAGTGTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCGGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTCTAAGTGATATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGAAATTGGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTGTATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTAGTACAAAGAATTTGTAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>KT878037 
GCT---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---AGAGACGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACGGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGGAAAATGATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGAGGTTGGTAATTCTACTCAAAATAGTAATTTTACC----
-------------------------------------------------------------------------
----------------------------CTTAATAGTAATGAAACAGACAGGAGAGATATGAAA---
AACTGCTCTTTCAATATCACCACATCAGTAAAA---------------------------
GATAAGGTGCGGAAAGAACACGCAATT---
TTTAATAGCCTTGATATAGTACAAATAGATGATGAGAATAAGAAT----------------------------
-----------------------------------------------------



AGTAGTGATAATACTAGTGCCAGATATATGTTAAGACATTGTAATACCACAGTCATTTCACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTTTTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCACAGATAAT---------GCTCAAACCATAATAGTACAGTTGAAC----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCTGGCAACAACACAATAAGA-----
-AGTATACATGTA------------GGACCAGGACGAGCA---TTC------TACACACCAGGAACC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAAAAAA---
GAATGGAATAACACTTTAAGACAGGTAGTTGAAAAATTAAAA---------------GAAAAATTCAAT----
-----------------------------------ATAACAACAATAGTCTTTCAG------
CAATCCTCAGGAGGAGACCCAGAAATTACA---ATGCATAACTTTAATTGTAAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACCCACGATACGATTTGG---------------
AACATGACCTGGGTACAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAC---
ACCTTACTTGAGGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAGTTGGGCAAGTTTGTGGAATTGGTTTACAATATCAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCCATAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
CTATCATTGGCTATTAGCTTGCTAAACGTCACAGCTATTGCAGTAGCTGAG---
GGGACAGACAGGATCATAGAAGTAGTACAAAGAGCTTGGAGAGGG----------------------------
--------TTTCTACACATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTT---TAA 
>KT878038 
GCT---TCA------------------------------------------
GAACAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCCGATGCTAAAGCATATGTCACAGAG---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACCGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCAATCTGTGTTACTTTAAATTGTAGTGATTTAAAGAAAACCAATAGTAGTAATGATAATAGTACTGAAA
CCAATAGTAGT--------------------------------------------------------------
-------------------------AATGATAATAGTACAGTAGTGGAGGAAGGAGATATGAAA---
AACTGTTCTTTCAATGTTACCACAGCCATACAA---------------------------
AATAAGGTGAAGCAAGAGTATGCTCTT---TTTTATAAACTTGATGTAATGCCAATAGCTGAT----------
-------------------------------------------------------------------------
----------------------
GATAATTCGAGCTATACATTGATAAACTGTAACTCCTCAAGCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCCGGGTATGCGATTCTAAAGT
GTAAT---GATAGGAATTTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATTAAATCTGAAAATATCACAAACAAT---------GCAAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCAAACAACAATACAAGAAAA-----
-GGTATACATTTT------------GGACCAGGGAGAACA---ATA------TATACAACAGGAGAG------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGTA---
CAGTGGAAAAACACTTTGACAAAGCTAGCCAAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AACAAAACAATAAGCTTTAAC------
AAATCCTCAGGAGGGGACCCTGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGTGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATGAAATATGG------AAC------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTGACAATTACACACAACTAATATAT---
TCCCTACTTGAAAAATCACAGATCCAACAAGAA----------------------------------------
-----------------------------
AACAATGAAAAGGAGTTATTGGAATTGGATAGTTGGCAAAGTCTGTGGAAATGGTTTGACATATCAAATTGGC
TGGGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTTCT---
GTACTGTCTATAGTG---------AATAGAGTTAGGAAGGGGTACTCACCA------



TTATCGTTTGCTGTTAGTTTGTTTAATGCTGTAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT878022 
GCT---GTA------------------------------------------
GAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGTCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACTGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCAATCTGTGTTACTTTAAATTGTAGTGATTTGAACATTACTAATACTAATACCAGTAGT----------
-------------------------------------------------------------------------
----------------------AGTAGTAATAATACAATAGGAGATATGAGAGAACAGATGAGA---
AACTGCTCTTTCAATGTTACCACAGCCATACAA---------------------------
AATAAGGTGAAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAATGTCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCTATACATTGATAAACTGTAACTCCTCAAGCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCTATTCTAAAGT
GTAAT---GATAGAAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
ATAGTAATTAAATCTGAAAATATCACAGACAAT---------GCAAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCAAACAACAATACAAGAAGA-----
-AGTATACATGTA------------GGACCAGGGAGCATA---ATG------TATGCAACAGGAGCG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AGGTGGGACAATACTTTGAAACAGATAGCTGAAAAATTAAAA---------------GAAAAATTTAAC----
-----------------------------------AACAGAACAATAAGCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATAGAA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCACAATGATATATGG------AAC------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTGACAATTACACACGATTAATATAT---
TCCTTACTTGAAACATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTATTGGAATTGAATAATTGGGAAAATTTGTGGAGTTGGCTTAACATATCAAGTTGGC
TGGGGTATATAAGAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAAAATAATTTTTTCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATCCTCCATATA------CCTACCAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT878023 
GCT---GTA------------------------AAC---CAA---TCA---
GAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATAGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATCCTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAACTAAATACCACTAATAGTACTAGT-------------
-------------------------------------------------------------------------
----------------------------GCTACTATTAGTCCAATAGAGAAAGGGGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAACTTAAGA---------------------------
GATAAGATGAAAAAAGAGTATGCACTT---TTGTATAAACTTGATGTGGTTCCAATAAATGAT----------
-------------------------------------------------------------------------
----
AGTACTAATAATGACAACTATACCAACTACTATAGGTTGATAAGCTGTGACACCTCAATTATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGGTTTGCGATTTTAAAGT
GTAAT---GATAAAAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTATCAGAAAAAGAG------------
GTAATAATTAGGTCTCAAAATTTCTCGGACAAT---------GCTAAAAATATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGAAGAGCA---GTT------TATGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCAAAACA---
CAATGGGAGAAGACTTTAAAAGGGATAGCTATAAAATTACAA---------------GAACAATATAAC----
-----------------------------------AATAAAACAATAGTATTTAAC------
CATTCCTCAGGAGGGGACCCAGAACTTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCACTAGATGACATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
ACCTTAATTGAGAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAATTATTGGAATTGGATAAATGGACAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGTGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGACACCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTCATACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCGCAATATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>KT878024 
GCT---GAA------------------------------------------
GAACAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGTTGCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCATAAAC---
CCCAACCCACAAGAAATGGTAATGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACCTTAAATTGTAGTAATTTGAAAAATAGTACTAATAATAATAAT-------------
-------------------------------------------------------------------------
----------------------------ATTACTATTGAAAAAGGAATGGAGGAGGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
AATAAGGTGAAGCAAGAATATGCTCTT---TTTTATAGACTTGATATAGAACAAATAGATAAA----------
-------------------------------------------------------------------------
----------------------
GATAATTCAAGCTATACGTTGATAAATTGTAACTCCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGTCCCTGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATGAGATCTGAAAATTTCTCGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------ACATCTGTAGAA---------ATTACTTGTATAAGACCTAACAATAACACAAGAAAA-----
-GGTATACCTATA------------GGACCAGGGAGAGCA---ATT------TATGCATCAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTGAAGCA---
AAATGGAACAACACTTTAAGACAGCTTGTTAAAAAATTAAGA---------------GAACAGTTTGGC----
-----------------------------------AATACCACAATAATCTTTAGC------
AACTCCTCAGGAGGGGACCCAGAGATTGTA---AAGTTCAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATTATATCTGG------GAT------
AATATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAGAACAAATATAC---
ACCTTACTTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAGTTATTGGAATTGGATAAATGGTCAAATTTGTGGAGTTGGTTTACCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTCGCTGTTAGCTTGTTTAATACTATAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGGAATATTACAAAGAACTTATAGAGCT----------------------------
--------GTCCTCCATATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>KT878025 
GCT---ACA---------------------------------------------
GATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGTCCCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTGATTTAAAAAATAATACTAATATCAATATTACT----------
-------------------------------------------------------------------------
-------------------------------------AGTGAGGAAGCAGGGAAGGAAATGACA---
AACTGCTCTTTCAATGTTACCACAGCTATAAGA---------------------------
GGCAAGGTGCGGAATGAATATGCTCTT---TTTTATAGACTTGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATATATTATTGTGCCCCGGCTGGGTTTGCGATTATACAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAACA---------ATTGATTGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGGAGAA---
AAATGGAACAGCACTTTACACCAGCTAGCTATAAAATTAAGA---------------AAACAATTTAAT----
-----------------------------------AGTGAAACAATAGTCTTTGAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATAATATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTACCAATTACACAAACTTAATATAC---
TCCTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGACAGTTTGTGGAGTTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAACGCCACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT878027 
GAT---GCA---GCA------------------------------------
GAAAAAACATGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGACGCAAGC---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCACAAAACAGAGAG---GTGCATAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAATCCACAAGAAACAGTATTGGAA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGGGAGGTGAATACAACTACTAATAGTTCTATTAGTATTAAGAATA
CAACTAGTGCT--------------------------------------------------------------
----------GATAATAATTCTACTAATAGTAATAAGACAGTGGAGGAGGATGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAGGA---------------------------
AATAAAAGGAAAGAAGAATATGCTTTG---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTATACATTGATAAGTTGTAACTCCTCAGTCGTTACACAG---
GCCTGTCCAAAAGTGTCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGCAGTTCAAT------GGGTCAGGAAAATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTACTTAAATCTGAAAATTTCACAAACAAT---------GCAAAAACCATAATAGTACAGTTGAAC----



-----------TCATCTGTAGAA---------ATTAATTGTACAAGACCCAGTAACAATACAAGAAAA-----
-AGTATAAGGTTC------------GGACCAGGGAGTGCA---TTT------TTTGCACATGGAGAT------
---------GTAACAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGAA---
AGCTGGGAAAATACTTTAAGACAGATAGCTATAAAATTAAGA---------------GAAAAATTTGAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTCAGTATGAAATCTGG------AAT------
AACATGACCTGGAATGATTGG---GACAGAGAAATTGGTAATTACACAAACTTAATATAC---
TCCTTACTTGAAGTATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTAGAATTGGATAAATGGGCAAATTTATGGAGTTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTAGCTATTAGTTTGCTTAACGCCACAGCTAGAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAATTAGTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MK871374 
GCT---GCA---------------------------------------
ACAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAATC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACTAGAAGTAGAATTGCCA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTATTTTGAATTGTAGTGATGCAAAGAATACTAGTACCAAT-------------------
-------------------------------------------------------------------------
-------------------------AGTACTACGGAGAAAGTAATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACGAAGATAGCA---------------------------
AATATGGTGAATAATGAACGTGATGTA---TTTGATGTAGTTGATATAGTTCATATAGGTAATAAT-------
-------------------------------------------------------------------------
----------------------
GATACTACAAGCTATATATTGAGACATTGTAATACCACAGTCATAACACAG---
GCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GACAAGGGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTATGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAA------------
ATGGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-AGTATAACTTTA------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGATATGCATATTGT---AACATTAGTGAAGAA---
AAATGGAACGACACCTTAAGACAGCTAGTTATAAAATTAAGA---------------
GATCAATTTAAAGATCAATTT------CCA------------------AATCTCACAACAATATACTTTAAT-
-----AGTTCCTCAGGAGGGGACCCAGAGATTACA---ACGCACAGCTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTGGGGATTTGGG
GATGCTCTGGGAAGCTCATCTGCACCACTAGTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATGAAATCTGG------AAT------
AACATGACCTGGATGGCGTGG---GATAGAGAAATTAACAATTACACACAGGTGATATAC---
GACCTGCTTGAGGAATCACAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAGGAATTATTGAAATTGGATTCATGGGCAGGTCTGTGGAAGTGGTTGGACATATCAAACTGGC
TGTGGTATATACAAATATTCATGATGATGGTAGGAGGCTTGGTAGGTTTAAGAATAATTCTTTGT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTACCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATATTACAAAGAATTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MN043576 
GCT---GCT---------------------------------------------
GAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---



ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAAGAATGAAACTACTAAGAATGAAACTAATACCAAT-
-------------------------------------------------------------------------
-------------------------AATAGTAGTGGGAATATGAGGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGAACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGGAGTACA---TTT------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAACAACACTTTAAGACAGCTAGTTATAAAATTAAGA---------------GAACAATTTAGG----
-------------------------------------------------CTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAAGGAGATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATACCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGGATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KU896118 
GCT---GCA---GCA------------------------------------
GAAGACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAAGATTGCCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAATACCAATAGTAGTAATGTGAATAGTAGTACT----
-------------------------------------------------------------------------
----------------------AATACCACTAGTAGTAGTGGGGGAGTGATGGAGGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAACCATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGCACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACTCCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATAGGTTTA------------GGACCAGGGAGCACA---TTT------TATGCAACAGAGGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---



AAATGGAACAACACTTTAAGACAGCTAGCTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN043598 
GCT---GCA---------------------------------------
GCAGAAGACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAAGATTGCCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAATACCAATAGTAGTAATGTGAATAGTAGTACTAATA
CCACTAGTAGT--------------------------------------------------------------
-------------------------------------AGTGGGGGAGTGATGGAGGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAACCATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGCACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACTCCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATAGGTTTA------------GGACCAGGGAGCACA---TTT------TATGCAACAGAGGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAACAACACTTTAAGACAGCTAGCTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN043588 
GCT---GCA------------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTA-AATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATGTGAATGTGAATGTTACTAAGACCAATAGCAGTAGTACC-
-------------------------------------------------------------------------
-------------------------AGTAGTAATGGGGGACTGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTCTATAAACTTGATGTAATACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACGAGAAAA-----
-AGTACAAGTATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAACAACATTTTAAGACAGCTAGCTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTCAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTCAGGATGATATCTGG------CAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KU869580 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGCGCATCAGAGGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCGACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAGAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAATGGGACTAAT----
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTATTGGGGGGGTGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
AATAAGATGAAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAACTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGAGCACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGGA---
GAATGGAATAACACTTTAAGACAGCTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AGTAGTAAAACAATAAACTTTACT------
CGATCCTCAGGAGGGGATCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCAAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAACTTTAATATAC---
TCTTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGGATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN043589 
GCT---GCA---------------------------------------
GCAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTGATTTGAAGAATGATACTAGTACCAATAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGGGAGTGACGGAAGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACTTAAGA---------------------------
GATAAGGTGAAGCAAGAATATGCTCTT---TTTTATAGACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACTCCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-AGTATAAGTATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAACAACACTTTAAGACAGCTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAGTATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTTTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KU869596 
GCT---GCA---AGA------------------------------------
GAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGAAATGAGACTTTGGAGAATGATACTAATACCACTCATAGTGATT



GGAATGATACT--------------------------------------------------------------
----------------GTTACCAATAAGAGTAGTGGGGGAGTGATAAAGGAAAGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATGAC----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACGTTGATAAATTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCCTACATTATTGTACCCCGGCTGGTTTTGCGAGTCTACAGT
GTAAT---GAGAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGTAAA-----
-AGTATAAGGATA------------GGACCAGGGAGCACA---TTT------TATGCAACAGAAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGTA---
AAATGGAAAAACACTTTAAAACAGCTAGTTCTAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGAAATATCACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGGGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX960971 
GCT---ACA------------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGCAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGCGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAATACTACTAATACCAATAATAGT-------------
-------------------------------------------------------------------------
-------------ACTAGTACCAATAATACTAGTGGGAGAGTGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAACCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAGCTTGATGTAGTATCAATAGATAAGAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACACCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGCAGTTCAAT------GGATCAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATGAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTTTC------------GCACCAGGGAGTACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATAACACTTTAAAACGGCTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCAGCAGGAGGGGACCCAGAGATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCACGATGTTATCTGG------AAT------



AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGTCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KJ140267 
GCT---ACA------------------------------------------
GAAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACAGAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGCGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAGGAATGATACTAATACCACTAGT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTCAAGAGGAAGTGATGGAGAGAGAAGGAATGAGA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
AATAAGGTGAAGGAGGAATATGCTCTT---TTTTATAAACTTGATATAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAACTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGCACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGTACA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAACAACACTTTAAAACAGCTAGTTATAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAACCTTAATATAC---
ACCTTACTTGAGGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGTTTGTTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGATATATTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ140248 
GCT---GAT---------------------------------------------
GAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGAGAGTGATGGAGAAAGTAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------



GATAAGGTGAAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAACACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATCTACACATGGAATTAGGCCAGTAGTATCAAGT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATGAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAGATATA------------GGACCAGGGAGAGCA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATAACACTTTAAGACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAAATATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAGGCTTAATATAC---
ACTTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCTCAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTTAT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTCATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTA---TAA 
>KJ140252 
GCT---GCA------------------------------------------
GGGGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACCTTGAATTGTAGTAATTTGAATAATAATGCTACTACCAATAGCAGTAGTGAGAA--
-------------------------------------------------------------------------
---------------------------------------AGTGATGGAGGAAGAAGAAATGACA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATAA-----------
-------------------------------------------------------------------------
---------------------------
TACAAGCTATACGTTGATACATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAATAACACTTTAAGACAGCTAGCTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAATATCTGG------GAT------
AATATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AJ417425 
GCT---GTA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGAATTGAAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCACGAATGTTACTAAGGTCAATGTTACTACAGTCAAT----------
-------------------------------------------------------------------------
-------------------------TATACTAGAGAAATGGAGGAAGTGGAGAACGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAGAGAATATGCACTT---TTTTATAGATTAGATGTAGTACCATTAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTATAAAAT
GTAAT---GATAAGACATTCAAT------GGAAAGGGACAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCGGAAAATCTCACAGATAAT---------GCTAAAACTATAATAGTACAGCTGAAA----
-----------GAACCTGTAAGC---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATTAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACCTTAATAAAACA---
GATTGGAATAACACTTTAGGACAGGTAGTTAAAAAATTAAGA---------------GAACTATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGACTGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
ACATTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACTAACTGGC
TGTGGTATATAAAAATACTCATGATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAACGGGCTTTGGTT---TAA 
>KY820529 
GCT---GCA---GCA------------------------------------
GAAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGTCACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAATA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTGATTATTTGAAGAATGAGACTAATACCAAGAAT----------
-------------------------------------------------------------------------
----------GAGACTAATACCAATAATAGTAGTGGGGGAGTGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAACATAGGA---------------------------
AATAAGGTGCAGAAAGAATATGCTTTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------



ACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCAAGGATAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGAGTACA---TTT------TATGCAACAGGAGGC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAACA---
AAATGGGAAAACACTTTAAGACAGCTAGTTATAAAATTAGGA---------------GAACAATTTAGG----
--------------------------------AATAAAACAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATAATGATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAT 
>MK577479 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGCGCATCAGAGGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCGACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAGAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAATGGGACTAATACCA
CT-----------------------------------------------------------------------
-------------------------AGTAGTATTGGGGGGGTGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
AATAAGATGAAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAACTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGAGCACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGGA---
GAATGGAATAACACTTTAAGACAGCTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AGTAGTAAAACAATAAACTTTACT------
CGATCCTCAGGAGGGGATCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATTATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTAATACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU869586 
GCT---GCA---GCA------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTGATTTGAAGAATGATACTAGTACCAATAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGGGAGTGACGGAAGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACTTAAGA---------------------------
GATAAGGTGAAGCAAGAATATGCTCTT---TTTTATAGACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACTCCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-AGTATAAGTATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAACAACACTTTAAGACAGCTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAGTATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTTTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN043595 
GCT---GCA---AGA------------------------------------
GAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGAAATGAGACTTTGGAGAATGATACTAATACCACTCATAGTGATT
GGAATGATACT--------------------------------------------------------------
----------------GTTACCAATAAGAGTAGTGGGGGAGTGATAAAGGAAAGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATGAC----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACGTTGATAAATTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCCTACATTATTGTACCCCGGCTGGTTTTGCGAGTCTACAGT
GTAAT---GAGAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGTAAA-----
-AGTATAAGGATA------------GGACCAGGGAGCACA---TTT------TATGCAACAGAAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGTA---
AAATGGAAAAACACTTTAAAACAGCTAGTTCTAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGAAATATCACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGGGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX960978 
GCT---GCA---GCA------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAGC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATGTGAAGAATGGTACTAATACCAATGGT-------------
-------------------------------------------------------------------------
-------------ACTAGTACCAATAGTAGTAGTGGGACAGGGATAGAGGAAGGAGACATGAAA---
AACTGCTCTTTCAATGTTACCACAACCATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGAACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACTCCTCAGCCACAACACAG---GCCTGTCCAAAGGTA----------
----TCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAATGTAAT---GATAAGAAGTTCAAT--
----GGAACGGGACCATGTTCAAAT------------------------GTCAGC---
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGGAAAACACTTTAAGACAGCTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAACAAAACAATAGTCTTTAAT------
CAATCCGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGATATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGTTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGAAATTGGATGAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTGT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>AJ417415 
GCT---GCA------------------------------------------
GAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACCGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAGTAATTTGAGGAATAATACTAATACCAACAGTAGTACTATT----
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGTGAGGGAATGATGGAGAAAGGAGACATGAGA---
AACTGCTCTTTCAATGTTACCACAACCATAAAA---------------------------
AATAAGGTGAAGAAAGAACATGCTCTG---TTTTATAAACTTGATATAACACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACAAGCTATACGTTGATAAATTGTAACTCCTCAGTCGTTACACAG---
GCCTGTCCAAAGATATCCTTCGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAGGACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGGAAAATACTTTAAGACAGCTAGCTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAAGCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAGTTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AJ417431 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCAGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAATATGGTAGATCAGATGCATGAGGATATA---
ATTAGTCTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAATGTGTGCCAACGTGAATGTCACTAATAAAGCCAACATGACTGGC-------
-------------------------------------------------------------------------
----------------------CCTAATAATACTAGTTGGGAAAAGATGGAAGGAGAGATAAAA---
AACTGTTCTTTCAATATCACCACAAATATAAAA---------------------------
GATAAGAGAGAGAAAAAATATGCACTT---TTTTATGCACTTGATCTAGTATCAATGAAGGATAATGCA----
-------------------------------------------------------------------------
----------
GATATTAGTAAAACTAATAATAGCTATAGATTGATACATTGTAATACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----



-----------AAATCTATAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---CTT------TATACCACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---AACCTTAGTAAAGTA---
AGCTGGAATAACACTTTAAAACAGATAGCTGCCAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAATCTTTAAG------
TCCTCCTCAGGAGGGGACCCAGAAATTGTA---ACTCACAGTTTTAATTGTGGGAGGGAA---
TTTAAACAGCTCCAGGCGAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCATACAGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCATAATATAC---
ACCTTACTTGAGACATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGCAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGGTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTCTTAGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AJ417410 
GTT---GTA------------------------------------------
GGAGAAGGATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTGAAAATA---
ACTCCACTCTGTGTTACTATGAATTGTAGTAATTTGGATGATACTAAAACCAATAATACTAATACCACCAATA
GTACTAAA-----------------------------------------------------------------
-------GCCAATAATACTAGTGGGGAAGGGATGGAGGAAGGAAAAATGAAAGACTTAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAGA---------------------------
GATAAGATGCAGAGAGAATATGCTCTT---TTTTATAAACTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACGTTGATACATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGCATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGCAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAAGTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAGC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAGGAA---
AAATGGGAAAACACTTTAAGACAGATAGCTATAAAATTAGGA---------------GAACAATTTAGG----
-----------------------------------GATAAAGCAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACTATCTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGACAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGCAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AJ417413 
GCT---GCA---ACA------------------------------------
GGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGTC---



ACCACCCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAGGAAGTAAGATTGGTA---------AACGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGCAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATGTGAAGAAGAATGAGACTAGTGCCAATAATAGTAGT----
-------------------------------------------------------------------------
----------------AATACCAATAATAGTAGTGGGGAAATGATGGACAAAGGAGGAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAGGA---------------------------
AATAAGATGAAGAAAGAATATGCTCTT---TTTTATGAACTTGATGTAGTACAAGTAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGAAAAATTGTAACTCCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATGGAAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAATAAT---------GCTAAAACCATAATAGTACAACTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGTACA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGGAAAATACTTTAAGACAGCTAGCTATAAAATTAAGA---------------GAAAAATTTGAG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATCTGG------GAT------
AACATGACATGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAG---
GGGACAGATAAGGTTATAGAAATATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTAGTA---TAA 
>AJ417419 
GCT---GCA---GCA------------------------------------
GAAAGAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACCCTGTTTTGTGCATCAGATGCTAAAGCACAAAACAGAGAG---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTGATGTGAAGAATGGTACTAGTACCAATAGTAGTAGTATT----
-------------------------------------------------------------------------
----------------AGTACCAATAGTAGTAGTGAGACAGTGATGGGGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAGGA---------------------------
AATAAGGTGAAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTAAAAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTATACATTGATAAGTTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGACCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGAGCGCA---TTT------TATGCAAATGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---



AAATGGGAAAACACTTTAAGACAGCTAGCTATAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTACCTTAGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTCAGGATGATATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTACTTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAACTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF224507 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTCTGTGCATCAGACGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTATTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTTTAAAGTGCACTGATTTGAATGATACTAATACCAATAATAGTAGTACTTCGGAAA
AT-----------------------------------------------------------------------
----------AATACTAATCCCACTATTAGTGGTGGGGAAGGGATGGGGGAAGGAGAGATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCTCTT---TTCTATAAACTTGATATAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATGCATTGAGACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACTCAACAACAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGAAGCACA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATGACACTTTAAAACAGCTAGTTATAAAATTAGGA---------------GAGCAATTTGGG----
--------------------------------AATAGTAACATAATAGTCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAG---
TTTAAGCAGCTACAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGAATGAGATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
GACCTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGAAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTCTTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB097870 
GCT---ACA---ACT---------------------------------
AAAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------



--------------------------ATGTGGAAAAATAATATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCATTGATTATGTGAAAAATGCTACTAATACTAATAGTACTGCTACT-
-------------------------------------------------------------------------
----------------AATACCACTAGTACAACCAATAGTACAATAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA------------------------------AAGGTG---
AAAGACCATGCACTT---TTTTATAAACTTGATATAGTAAAAATGAAAGATGAT-------------------
-------------------------------------------------------------------------
----AGTGCCAATAATAACAGCTATAGGTTGATAAATTGTAACTCCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAACAGAAGAAGGG------------
ATAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAGTCATTATAGTACAGCTGAAT----
-----------GAATCTGTACGA---------ATTGATTGTATAAGACCTAACAACAATACAAGAAAA-----
-AGTATAAATCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTACTAGCAAA---
AATTGGAATAACACTTTAATACAGGTAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGACTTTAAA------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTCACAATTACACAGCAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAAAATTGGATACGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGCCAGGGGTACTCACCA------
TTGTCGGTTGCTGTTAGCTTGCTCAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTATAGAGCC----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY423386 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAACTAGTATTAGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATATTACTAGTTCCAATAATATTACTGGTTCC----------
-------------------------------------------------------------------------
----------------------AATAATAATAGTAATTTGGAACAGATGACAAGAGAAATAAGT---
AACTGCTCTTTCAATATCACCACAACCATAAAA---------------------------
AATAAGAGACAGAGAGAATTTGCACTG---TTGAGTAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTTATAGTTATATGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTTAAT------GGAACGGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACC---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTAAAAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACCTTAAACCAGATAGTTGGAAAATTAAGA---------------GAATTATATAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAATTTAATATAC---
ACTCTAATTGAAGACTCGCAGAAACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATACATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGGTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCCGAG---
GGGACAGATAGGGTTATAGAAACAATACAAAGAGCTTTTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTA---TAA 
>HQ386146 
GCT---GAA------------------------------------------
GATCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCCCTCTATTTTGTGCATCAGATGCTAAGGCATATAATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTATGGATA------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTG---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTGCTTTAAATTGTACTGATACTAACATCACTAGTACTACTCCCACTAGTACTACTGGTA
CTACCAAT-----------------------------------------------------------------
-------ACTACTGGTACTACCAGTAGTACTACCGTGAGACCAACAGAGGGAGGAGACATGAAA---
AACTGCTCTTTCAATATTAGCACAAGCATGAAA---------------------------
AGTAGGGCGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATTTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------------------
ACCACTTATAGGTTGATAAGTTGTAATACCTCAAAAATTACACAG---
GCCCGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGA---GATAAGGAGTTTAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAC------------
ATAGTAATCAGATCTGAAAATTTCACAGACAAT---------ATTAAAAACATAATAGTACAGCTGAAA----
-----------GAACCTGTAATA---------ATTAATTGTACAAGACCCAGCAACAATACAAGCAAA-----
-GGTATACACATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGAAGGA---
AAATGGAATAACACTTTAAAAGATATAGCTAGAAAATTAAGA---------------GAACAATATGGG----
--------------------------------AATGACACAAAAATAAATTTTAAA------
CCATCCTCCGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGCAATATATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACTTTAATTGAGGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATCGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGACAGTAGCAGGCCTGGTAGGTTTAAAAATAGTTTTTTCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTATTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAGATATTACAAAGAACTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>HQ386218 
GCT---ACA------------------------------------------
GAAGACACGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAGCATTG------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATCTGAAGAATAATACTAAGAAGAATAATACTACTAAGAATG
AT-----------------------------------------------------------------------



-------------ACTAATACCATTGCTAATAGCTGGGAAAAAATGGAAAGGGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAAATGAAAAGGGAATATGCACTT---TTGTATAAACTTGATTTAGTACCAATAAAAGATAATAAT----
-------------------------------------------------------------------------
-------------
AATAGCCTTGATAATACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAAAAGTTTAAT------GGGACAGGACCATGTAAAGAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGCAGTATCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------CTTAAAAACATAATAGTACAGCTGAAC----
-----------ATATCGGTGGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGGTAACTCTA------------GGACCAGGGAGAGTA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAGCA---
GCATGGAATAACACTCTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAAAATTTCAG------
CCATCCTCAGGAGGGGACCTAGAAATTGTA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCGAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAAATTTGG------GAA------
AATATGACCTGGATGCAGTGG---GATAAAGAGATTAACAATTACACAGACATAATATAC---
AACTTAATTGAAAAGGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTAGT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAATACCATAGCCATAGCAGTAGGTGAG---
GGGACAGATAGAGTTATAGAAATAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>U34603 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCGATGATGTGAATACCACTAATAGTACTACTACCACT----------
-------------------------------------------------------------------------
----------------------AGTAATGGTTGGACAGGAGAAATAAGGAAAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGCATAAGA---------------------------
GATAAGGTTCAAAAAGAATATGCACTT---TTTTATAACCTTGATGTAGTACCAATAGATGATGGTAATGCT-
-------------------------------------------------------------------------
-------
ACTACCAAAAATAAAACTACTAGAAACTTTAGGTTGATACATTGTAACTCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTACGATTCTGAAGT
GTAAC---AATAAGACGTTTGAT------GGAAAAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCC---TTT------TATGCAGCAAGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACACTTTGGG----
-----------------------------------AATAAAACAATAAAATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---AGGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAGTTACACAAACACAATATAC---



GACTTAATTGCAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY970946 
GCT---ACA------------------------------------------
GAGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATG---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTAATTTAAGGAATGCTACTAATACCACTGCT-------------
-------------------------------------------------------------------------
-------------------------ACTAATACCACTAGTAGTGGATGGGGAGAAGAAATGACA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
AATAAGGTTCAGCAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATACTGCTAAATATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGGAGGG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACCAGAAAA-----
-AGTATACATATA------------GGACCGGGGAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAAA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAGTATTTAAG------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACCCAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU455480 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAACAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTACACTGATTATTGGAAGAATAATGATACTAATACCACTAGTAGTAATG
CT-----------------------------------------------------------------------
-------------ACTAGTACCACTAGTAGTAACGGAAACACAGAGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAACCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTTGTACCAATAGATAATGAT-------



-------------------------------------------------------------------------
-------------
AATACCAGCTATAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAATAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATAACA---
AAATGGAATAACACTTTACAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAGAATTTAAG------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGCAAAATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGAAAGTTTGTGGAGTTGGTTTAGCATAGTAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAATTCCATAGCCATAGCAGCAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTTATAGAGCT----------------------------
--------TTTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAACTAGCTTTGCTG---TAA 
>GU455465 
GCT---GAA---GAA------------------------------------
GAAGGAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATCTGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTAATTTGAAGATGAATGCTAATAATACCAATAATTCTAGTATGA
AGGCTACTGAT--------------------------------------------------------------
----ACCAATAATACTAATGCCAATATTACAGAGTGGAAAAAGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTTAATGTCACCACAAGCATAGGA---------------------------
AATAAGATGCAGAAAAACTATGCACTT---TTTTATAGACTTGATGTAGTACCAATGGAGGAG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGATTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAAACCCAACAACAATCAAAGAAGA-----
-AGGATACGCTTA------------GGACCGGGACCGGGG---AGT------GTATTTTATGCAACA------
---GGAGAAATAATAGGACATATA------------AGACAAGCACAATGT---ACCCTTAGTGGAGTA---
AAATGGAATAACACTTTAAGACAGGTAGTTGAAAAATTAAGG---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTCAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAAGTACATTTGG------GAA------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAAGCCTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGCTTCAGAATAGTTTTTGCT---
GTGCTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTTGCCATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA------ 
>EU744159 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTTAGGAAATAATACTAATACCACTAATACT-------
-------------------------------------------------------------------------
----------------------GCTAATAGTAGCGGGAAAATAACGGAAGAAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACACCAATAAGA---------------------------
GATAGGTTGAAGAAAGAACATGCACTT---TTTTATAAACTTGATGTAGTGCCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCGAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCAAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGGAGAACACTTTAGAACAGATAGTTAGAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTGAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATAGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTACAA---TAA 
>GU455505 
GCT---ACC------------------------------------------
GAGGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAATCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGCCTGTAAATTGCACTGAGGAGAATTGCACTGATTGGA
AGAATACG-----------------------------------------------------------------
----AATAGCCCTGGTGGGGGGAATGTGAGTAGAGAGGAATTGATGGAGAAAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATGCAGACAGCATATGCAGCT---TTTTATAAACTTGATATAGTACCAATAGAGGATAAT-------
-------------------------------------------------------------------------
-------------
AAGGATAATAATGATAGTACCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTCAGT------GGGAAAGACATATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTACTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---CTT------TAT---ACAACAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCATTAATGGAACA---
AAATGGAATAACACTTTACAAAAGATAGTTGAAAAATTAGAA------------
AAGAAATTAGTTGAAGAATTAGGA------AAAAATTTTAAGAAT------
AGAACAAATAACACAATAGCCTTT---AGGCCATCCTCAGGAGGGGACCCAGAAATTGTA---
ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGAAAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU455448 
GCA---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATAGCACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATTGGGGGAATACTACTAATTTGGGGAATACTACTAATG
GG-----------------------------------------------------------------------
----------AAGAATAATACTGATATTAATATCACGAGTGCTACTAATACCATAGAAATAAAA---
AAATGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------
GATAAGGTGCGGAAAGACTATGCACTT---TTCTATAAACTTGATCTAGTACAACTAAGGGAG----------
-------------------------------------------------------------------------
-------------------
GGTGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGAAGGG------------
GTAATAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGGAATA---
CAATGGAATAATACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAATGGGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATGTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
TCTTTAATTGAAGATTCACAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTAGATAAATGGGAAAGTTTGTGGACTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTCTAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATACTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ178989 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCATTATGTGTTACTTTAAATTGCATTAATTTGAATACTACTAATACCAATGCTACTACCAATGCTACT-
-------------------------------------------------------------------------
-------------AATACCCATAGTAATAGTAGTTGGGACAGGATGGAGGTAGGAAAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AACAAGATGCAGAAAGAATATGCCCTT---TTTTATAAACTTGATGTAATGCCAATATCTGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAAAACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTATCAGAAGGGGAG------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------CAATCTATAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACCTATA------------GGACCAGGGAGAGCC---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAGGCACATTGT---AACATTAGCAGAACA---
GATTGGAATAACACTTTAAAACAGGTAGTTACAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTATTTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGCAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---AAGAGAGAAATTGACAATTACACAAACTTAATATAC---
ACCTTACTTAAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGACAAATTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGCAGGCATGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTATTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAAGTAGTACAAAGAACTTGTGAAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>EU744007 
GCT---GCA------------------------------------------
GATAATTTATGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
GCCTCTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCCGAGGAATGATACTAGTAATTTGGGGAATGCTACTAATA
GTAATACT-----------------------------------------------------------------
----ACTAATGATAATGGTACTGCTAGTAATAGTAGCATAGGAAGAATGAGGGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACTAGCATAAGA---------------------------
GATAAGGTGCAAAAAGAATATGCACTT---TTGTATAAACTTGATATAGTACCAATAGATACTGATAATCAT-
-------------------------------------------------------------------------
----------
AATAGTACTAAGGATACTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAGGACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------



-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAAACTGTAAAA---------ATTATTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGCA---
AACTGGGGGATCACTTTACGACGGGTAGCTGAAAAATTGAGA---------------GAACACTTTAAA----
-----------------------------------AATAAAGCAATAGCCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAGGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTATACAAAAGACATATAC---
ACCTTAATTGAAAAAGCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
ATGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGGCTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTAATATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCGACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU455525 
GCT---ACA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTA------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGAGTTGGAGAATGTGACTGATACTAATAACAAT-------
-------------------------------------------------------------------------
----------------------AGTAGTAGCGAGGGAATGAGGGAGGAGAAAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAAGGTGCAGAAAACATATGCAACG---
TTTTATAAGCTTGATATAGTACCAATAGATAATGGTAATGAGACC----------------------------
-----------------------------------------------
AAGAATGGTAATGAGACCAAGAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------GAACCTGTAAAA---------ATTGAGTGTATAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TACACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
GCATGGAATAATACTTTACACAAAATAGCTAAAAAATTAAAA---------------GAAAAATTTGAA----
-----------------------------------AATAGAGCAATAGTCTTTGAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGGATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTTTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGATTGG---GAAAGGGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCACAGATCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACCATAACAAACTGGC
TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCAA---TAA 



>EU744052 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAGGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACGAGAAATACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGATGTGAGGAATGTTAATACTACTACT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGGGAAATTGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---
TTTTATAAACTTGATGTAGTACCAATAGATAATGATCCAATAGAT----------------------------
-----------------------------AATGAG---
AATAATAATGGAAGTAGTACTAATAACACTTATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAG---
GCCTGTCCAAAGATATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAGG-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATT------------AGACAAGCACACTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAAGACAAATAGTTATAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAACATAATTTAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAGCTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTGTAGTA---------AAAAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCCATATA------CCTACCAGAGTAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>U15030 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATGTGAATGTTACTGATACCAATAGTACTACTAAT-------
-------------------------------------------------------------------------
-------------------GCCACTATTGGTAGCTGGGAAAAGATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGGGCAGAAAGAATATGCACTT---TTTTATAGACATGATGTAGTACCCATAAATACG----------
-------------------------------------------------------------------------
----------------------------
ACTAAATATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTCGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------



ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GTATCTGTAGAC---------ATTAATTGTACAAGACCCAACAACAATATAAGAAAA-----
-AGGATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AGATGGAATAATACTTTAAACCAGATAGCTAAAAAATTGAGA---------------GAAAAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATATGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAATTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCGATAGTG---------AAGAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTGTAGAAGTCTTACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>L08655 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTTGAAGAATGCTACTAATACCACTAGTAGTAAT-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGTTGGGGAATGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGCCATAAGA---------------------------
GATAAGGTGCGGAGAGAACATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------
AGTAAAAATATTACCAGCTTTAGGTTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCAATGCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAACTGAAC----
-----------GAATCTGTGGTA---------ATTAATTGTACAAGACCTAACAACAACACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---GTT------TATACAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGGAAAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATAGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGGATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACTGATAGGGTAATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF320008 



GCT---ACA------------------------------------------
AAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTGCCCACAGAT---
CCCGACCCACAAGAAATATTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTAATGCTAATGTTACTAGTGTTAAT-------------------
-------------------------------------------------------------------------
-------------------------------GGTACGAGCGCTACTAGTAGCGAGGAATTGAGG---
AATTGCTCTTTCAATGTTACCACAGACAGAAGA---------------------------
GATAAGATGAAGACAGAATATGCACTT---CTCTATAGGCTTGATATAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTAGTAGTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATCCCCATACATTACTGTACCCCGGCTGGCTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTTGAG------GGAAAGGGACAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCTCGGACAAT---------GCTCAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGAAGCC------
---------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AACCTCAGTAGAGAA---
TCATGGAAAGACACTTTAGAAAGGGTAGCTAAAAAATTAAGA---------------GAAAAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTCAAT------
CACTCCTCGGGAGGAGACCTAGAAATTGTA---ACGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AACAAAACTATGGAGCAAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GATAAAGAGATTAACAAATACACAGGAGTAATATAC---
ACCCTAATTGAAAACTCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAACATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTCAGCTTGCTCAATGTCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTGGAAAGGTTTTTGCAA---TAA 
>JF320215 
GCT---ACA------------------------------------------
GAGCAATCGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAA---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGATTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAGTTGCAAGGATCTCAATGGTACTAAGACCAATAATAGTAGTGTT-------
-------------------------------------------------------------------------
----------------------AGTAACAGTAGCATAGGGGAAGAAATGAAAACAGAGATAAAA---
AACTGCACTTTCAATGTCACTGGAGGCATAAGA---------------------------
GATAAGGTACAGAAAGCCTCTGCATTG---TTTAATTTACTTGATATAGTACCAATAGATGGA----------
-------------------------------------------------------------------------
----------------------
AGTAATGATAGCTATAGGATAACAAGTTGTAACACCTCCACCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTGATAATTAGATCTCAGAATATCTCAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----



-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------CGCCAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAATACTTTAGAACAGATAGTTAAGAAATTAAGG---------------GAAAATTTTGGG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
ACTTCCTCAGGAGGAGATCCAGAAATTGTA---ATGCACAGCTTTAATTGTGCAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAATAGCTGGAGT-----------------
----------------------------AATAAACCTCTGAAAGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACAAACACAATATAC---
ACCTTAATTGGAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATGGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTCAGCGCCACAGCCATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCACTTCAAAGAACTGGTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTA---TAA 
>JF320208 
GCT---CAG------------------------------------------
GAGCAACTGTGGGTCACAGTGTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAACATTACCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAACTTAATGGTACTAATAACCTGACTAAT-------------
-------------------------------------------------------------------------
-------------------------ACTAATAACACTAGTAATATCGGGGGGGAAGAGATGAAA---
AACTGCTCTTTCAATATCACCACAAACGTGAGA---------------------------
GATAAAATGAAAAAAGAATATGCAACA---TTTTATAGCCTTGATATAGTACGAATAGAGGGGAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGTTAGTAAGTTGTAACACCTCAGTCCTCACACAG---
GCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GACAAGAAGTTCAAT------GGAACAGGAGCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATATCACTGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAAAG---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GCACCAGGGGGAGCA---TTT------TATGCAACTGGGGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAGCA---
GACTGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGG---------------GAAAATTTC-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
ACCTCCTCAGGAGGAGACCCAGAACTTGTA---ATGCACAGCTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAAACACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
TCCTTAATTGAACAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
ATGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTATCTGAG---
GGGACAGATAGGGTTATAGAAATATCGCAAAGAATTGTTAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAGTAAGACAGGGCTTGGAAAGGCTTTTGATA---TAA 
>JF320230 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---AAACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTT---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAATGTTGTTACTGCGAAT-------------------------
-------------------------------------------------------------------------
----------------------------------ATGACTGATGAGACTAGGGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCTCGGTCCCAGGA---------------------------
GACAAGCCACAGAAAGAATATGCACTG---
TTTTATAGTCTTGATGTAGTACAAATAGGTGATAGTGATAGTAAT----------------------------
--------------------------------------------------
ACTAGCTATAAGAATAACTATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGGGTTCAAT------GGAACAGGAAAATGTAACAAC-----------------------
-ATCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGGAGAA------------
GTGGTAATTAGATCTGCCAACTTCACAGACAAT---------AGTAAAACCATAATAGTACAGCTAAAT----
-----------GAGTCTGTAGAA---------ATAAATTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATCCCTATA------------GGGCCAGGGAGAGCA---TTC------TATACAACAGGAGAG------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAAAACTTTAGAACAGCTAGTTACAAAATTAGGA---------------CACCAATTTGAG----
--------------------------------AATAAAACAATAATAAAATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGGG---ATGCACAGTTTTACTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTGTAGACCACATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACACAAACAATTTAC---
AGTTTACTTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTGTCAGCTTATACAACGCAACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACTAAGAGTTGGTAGAGCT----------------------------
--------ATTATCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>JF320013 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACAAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAATATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTTACCTTAAGTTGCACTGAGTTGAGAAATAATACTAATAATAATAATGCTACA-------
-------------------------------------------------------------------------
-------------------GATAGCACCAATAGCAATACTTCTTTCATCAATAATGAAATGAGA---
AACTGTTCTTTCAATGTCACAGCACCCTTAAGA---------------------------
GATAAGGTAAAGACAGAATATGCACTT---CTTTATAAACTTGATATAACACAAATAAAGGAG----------
-------------------------------------------------------------------------
----------------
AATAGTGATAATACCAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACTCAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAACAGTGTCAACC---
CAGTTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGTTGAAC----
-----------AAAAATGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCATTAGTCAAAAA---
AGCTGGAATAACACTTTACACCTGGTAGTAGAAAAATTACGA---------------GTACAATTAGGG----



-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCATGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTACACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACC---
ATATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTAGCTGTTAGCTTAGTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGCTATAGAAACATTACAAAGAATTTGTAGGGGC----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF320018 
GCT---GTA---GGACATAAT------------------GCT---TCA---
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATCAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGATGTTAAGAATAGCACTAATAATAAT----------------
-------------------------------------------------------------------------
-------------------------------GCCACTGGGGTGATGGACAACGGGGAAATGAAG---
AACTGCTCTTTCAATATTACCACAAGTATAAAT---------------------------
GATAAGAGGCAAAAAGAATATGCACTG---TTTTATAAACTTGATATAACACAAATGGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCGAGCAGAAGAAGAG------------
GTAATAATTAAATCTGAAAATCTCACGGACAAT---------ATTAAAACCATAATAGTACAGCTGAAT----
-----------GACTCTGTAAAA---------ATTGATTGTATAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATCTG------------GGACAAGGGAGAACA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAATAGC---
GATTGGAATAGAACTTTAATATGGATAGTTAACAAATTAAGA---------------GAACACTTTATA----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGATCCAGAAATAGTA---CTGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATATCACTAGCAGCTTTTTGGGCT----------------------------
--------ATTGTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAATTTTGTTA---TAA 
>JF320028 
GCT---ACA---------------------------------------------
TCATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGACATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCCCTCTGTGTTAAGTTAAATTGCACTAATGTTAATTTGAATAGCACTGTGCAG----------------
-------------------------------------------------------------------------
----------------------------GACAATAGTACCAGAATAGAGGAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACATTAAGAGAGGAG---------------------------
GAGAAGGTGCAGACAGACTATGCACTT---TTTTCTAAACTTGATATAGTAAAATATAACAAT----------
-------------------------------------------------------------------------
----------------------------
GATAGCTATAGGTTAATAGGTTGTAACATCTCAGTCACTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATCTCTCGGAAAAT---------GCCAAAATCATAATAGTACACCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTACACATA------------GGACCAGGGCAGGTA---CTT------TAT---ACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGC---AACATTAGTAAAAGA---
GCATGGAATAACACTTTACAACAAATAGTTAGAAAATTACAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAGCAATTACACAGGCTTAATATAC---
TCTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAGTTAGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTRCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATTCAAGGAGCTTTTAGGGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTACTA---TAA 
>JF320019 
GCT---GCA------------------------------------------
GAGCAAGGGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTCTTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCTCTGACATAAGCGTCAACAAC-------------------------
-------------------------------------------------------------------------
-------------------------------AGTATGGGAGGGACGGAGAAAGGAGGAATGAAA---
AACTGCTCTTTCAATATC---GCCAAGTCAAAA---------------------------GATAAGGGA----
-----CGTGCAATT---TTTGATAAAGTTGATGTAGTAAAAATAAATGGT-----------------------
----------------------------------------------------------------------
AGTAGTGATAATGATAGTGCTATCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCAGGGTATGCGATTATAAAGT
GTAAT---GATAAAAGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGGTCTGCCAATCTTTCAAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCT---------ATTAATTGTACAAGACCTAATAACAATACAAGAAGA-----
-AGTATACATGTA------------GGACCAGGGAAAGCA---TTA------TAT---ACAACAGAC------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---ACCATTAATAAACAA---
AATTGGACTAACACTTTACAACAGATAAGTACAAAATTAAGA---------------GAGCATTTTGGG----
-----------------------------------AATAAGACAATAGTCTTTAAA------
AATGCCTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------



----------------------------AATAAGTCTCTGGATCAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAT---
AACTTAATTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGAAATTAAATCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCG------
TTATCGTTTGCTATCAGCTTGTTTAATGCTACAGCCATAACAGTAGCTGGG---
GGAACAGATAGGGTTCTAGAATTATTACAAAGATTTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAATTTTGCAA---TAA 
>MH078552 
GCA------------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AGAGACGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTAGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATCTTAGTAACAGCACTACC----------------------
-------------------------------------------------------------------------
----------------------------AGTAATGGGAGCGAAAGCTTGAGGGGGGAAATGAAA---
AATTGCTCTTTCAATGTCACCCCAGACGTAAGC---------------------------
GATCGGAAGAAGAGAGAATATGCACTT---CTCTATAAGCTTGATATAGTACAAATTGATAAT----------
-------------------------------------------------------------------------
-------
AGTAACACCAATAATAGTAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
ACCTGCCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAG---GATAAGAAATTCAGT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGGTCTGCCAATTTCTCAGACAAT---------GCCAAAACTATAATAGTACAGCTGAAC----
-----------GAATCTGTATTT---------ATTAATTGCACAAGACCCAGCAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAAGC---
CAATGGAACAATACTTTAAGACAGATAGCTAGGAAATTACGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAA------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCCGTACCTTGGAATAAAACTTGGAGT-----------------
----------------------------AACAAAACTATGGATGCAATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGCGAAATTAACAATTACACAAAACATATATAC---
ACCTTGCTTGAAGAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTGTTAGCTTGCTCAACGCATCAGCCATAGCAGTAGGTGAG---
GGGACAGATAGGGTTCTAGAAATATTACAAAGAATTTATAGGGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGAATAAGACAAGGCTTGGAGAGGGCTCTGCTA---TAA 
>MH078553 
GCT---GCA------------------------------------------
CAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGAGATTGGAA---------AATGTGACAGAAGAATTTAAT----------------
--------------------------ATGTGGAAGAATAGCATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAGAGTGCTCTAATGTTATCTGTACTACTAATAGTAGTAATATTACTACCTGTA
CTAGTAATAGT--------------------------------------------------------------
-------ACCACTAGCCCTAACATTACTAGCCCTAACATTACCACTAGCCCTACGGAAATGAAA---



AATTGCTCTTTCAATATTACCACACCCCAGAGG---------------------------
GATAAGACGAAGGAAGAATATGCATTT---TTTTATAGCCAAGATGTAGTACCAATAGAAGAAGAAAAA----
-------------------------------------------------------------------------
-------------
AGTAATAGAACATATAGAACATATAGGTTAAGAAGCTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTACTGCACCCCGGCTGGTTTTGCGCTTCTGAAGT
GTAAG---GAGACAGACTTCAAT------GGAACAGGAACATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCCACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAA------------
ATAGTACTTAGATCTGCCAATTTCACAGACAAT---------ACTAAAACCATAATTGTACAGTTAAAA----
-----------GAACCTGTAGAA---------ATAAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGGCCCGGGAGGGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATGAAACATTAGAGCAGCTAGTTCAGAAATTAAGA---------------AGCAAATTTGGG----
-----------------------------------AATAAGAAAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGGTTGTG---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGACCACATTTGG------AAC------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAACACTAATCTAC---
ACCTTGCTTGAAGATTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTGTGCT---
GTAGTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTATCATTTGCTGTCAGCTTGCTTAACACTGTAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGGACAAATACTTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>MH078555 
GCT---GAA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTACCAGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAA---AAGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGCATTAATA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACTCCACTTTGTGTTACTTTAAATTGCACTAATGTTACTATTACTGGGAATAATACCACTGAT----------
-------------------------------------------------------------------------
-------------------GGTGGTAATGATACTAGGATTAATGTCACTAGTGACGAAATAAAA---
AATTGCTCTTTTCATACT------CATATAGGA---------------------------
GACCAAAAGCAAAGAGAATATGCAATA---TTTCATACACTTGATATGGTACCAATAAAAAATGATAATATT-
-------------------------------------------------------------------------
-------------
AGTAATAAGAATGATACTTTGTATAGGTTAATGCATTGTAACACATCAGTCATTAGGCAG---
GCATGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAAAAATTCAAT------GGAACAGGAACATGTCAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACGCATGGAATTAAGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAACTTCACAGACAAT---------GCTAAAACCATAATAGTGCAGTTAAAG----
-----------GACCCTGTAAAA---------ATAAATTGTATAAGACCCAACAATAATACAATAAAA-----
-GAGGTACGCATA------------GGTCCAGGTGCA------TAT------TTTAGAGCAGGACAG------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAACA---
GATTGGAATACCACTTTATATCAGATAACTCAAAAATTAAGA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCCACAGGAGGGGACCCAGAGGTTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACACATCTGTGCCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATTACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGACTAATATAC---
ACCTTACTTGAACAATCGCAGTACCAGCAAGAA----------------------------------------



-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGCCATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGGACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAAGTTTGCTA---TAA 
>EF210726 
ACT---ACA------------------------------------------
GAACAATTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATAGTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGACCAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACCTTAAATTGTACTGATAGGCTAAATGCCACTAGAACTAAT----------------
-------------------------------------------------------------------------
----------------------------GCCACCACTGATGCCCATATTACCAATGAAATAAAA---
AACTGCTCTTTCAATGTCACCGCAAGCATAAGA---------------------------
GATAAGGTAAAGACAGAATATGCACTT---TTTTATAGCCTTGATGTAGTACCCATAGAGGAT----------
-------------------------------------------------------------------------
-------------------
AATGATAATACCAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCACTCCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GCAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAACTGAAA----
-----------GAACCTGTAGAG---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAGCACTTTAACACAGATAGTGGGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCGCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGGTTTGG------GGC------
AACATGACATGGTTACAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACATTACTTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTACTAGAACTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAA---
GGGACAGATAGGGTGCTAGAAGCGGGGCAAAGAATTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAATTTTGCTA---TAA 
>EF210730 
GCT---GCA------------------------------------------
GAAGACAGGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGTTAAGATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAAGATTACCATGAAAAGTACTAATAATACT-------------
-------------------------------------------------------------------------
-------------------------AATACTAATACTAGTTGGGAAAGGGGGGAAGAAATGAAA---
AATTGCTCTTTCAATGTCAGCTCAAGCGTAAGA---------------------------
GACAAGATGAAGAGAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGATAGTAAT----
-------------------------------------------------------------------------



----------
AGTAGCAGCAGTAACTATAGTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTTTAAAGT
GTAAT---GATAAAAGGTTCAAT------GGAACAGGAAAATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAACGGCAGTCTAGCAGAAGAAGAG------------
GTAATACTTAAATCTGCCAATATCACAGACAAT---------GCTAAGACCATAATAGTGCAGCTAAAT----
-----------GAAACTGTAGAA---------ATAAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACCTATA------------GGGCCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATCTAACTTTACACCGTATAGCTACAGCATTAAAA---------------GCCAAGTTTAAT----
-----------------------------------GATAATACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTG---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCCGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAACAAATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACAGGATTAATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGGACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>EF210732 
GCT---GCA------------------------------------------
GATGATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAATC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAGGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTTACTTTAAAGTGCACTAATGTCAATAGTACTACTAGCACC-------------------
-------------------------------------------------------------------------
-------------------------------AATAGTAGCGAGGAAGGGATAGGGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCGTAAAA---------------------------
GACAAAGTACAAAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACCAGCTATAGGTTAGTAAAGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAAT
GTAGA---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAACAGTATCAACT---
CACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAAAAAT---------GAGAAAACCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTACGTGTATAAGACCCTACAACAATACGAGAAAA-----
-AGTATACATATG------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATGTTAATAAAACA---
AAATGGCATGAGGCTTTAAAAAAGATAGCTAAAAAATTAGAA---------------GAACAATATAAT----
--------------------------------AATAATAAAACAATAAGTTTTAAT------
CAATCCACAGGAGGGGACCCAGAAACTGCA---ATGTTTACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAGTGAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACAGGCTTAATATAT---
AACTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---



ATACTGTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTATTAGCTTGCTTGATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAACTTATAGAGGC----------------------------
--------ATTCTTAACATA------CCTACCAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC596069 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTATTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACGGATGTGAAAAATACTACTAATGTCAATAATACT----------
-------------------------------------------------------------------------
----------------------GCTAGTGTCAGTAATAGTACTGTCAATAATAGTGATATGAAA---
AACTGCTCTTTCAATATCACCTCAGGCATAAGA---------------------------
GATAAGGTGCAGAAAAAGTATGCAACA---TTTTATAACCTTGATCTAGTACAAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GACAATACTAGCTATAGGATAGTAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTACAAT------GGGAGCGGGCCATGTAAAAAT-----------------------
-ATTAGT---TCAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTCATTAGATCTGAAAACTTTACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTATAGAA---------ATTAATTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATCAGTAGAGCA---
AGATGGGGAAAAGTGTTAAAACAGGTAGCTATAAAATTACGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---TATCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AATAATAAAACTCTGGACGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGAAATTGGATACATGGGCAGGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTACTGTCTATAGTG---------AATAGGATTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGATCAATTTCATAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATCACAAAGGATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAG---TAA 
>JN251896 
GCT---ACA------AAACGTAGT---------------GCT---ACA---
GAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAGGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAACAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTGCACTAATAGCACTAATAGCATTAGTAGCAAT----
-------------------------------------------------------------------------
-------------------AATGGGACTAAAAATTGTACTAATGAAATGAAGGGAGAAATAAAA---
AACTGCTTTTTCAATATCACCACAGGCAGAGGA---------------------------
GATAAGCTGCAAAAAGAATATGCACTT---TTTTATAAAAGTGATTTAATGCAAACAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GAYAACAGTAGTTATATGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT



GTAAT---AATAAGACATTTGAG------GGGAAAGGACCATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAAGTACGCCWGGAGTGACGACT---CAACTGCTGTT-
AATGGCAGTCTAGCAGAAGAAGAG------------ATAGTAATTAGATCAAAAAATTTCTCGAACAAT----
-----GCTGAGACCATAATAGTGCAGTTGAAC---------------GAATCTATAGCA---------
ATTGATTGTACAAGACCCAACAACAATACAAGAAAA------GGTATACATATG------------
GGATTTGGGAGAACA---TTT------TATGCAACAGGAGAA---------------ATAATAGGAGATATA-
-----------AGACAAGCATATTGY---ATACTTAATAAAACA---
GAATGGGAAAACACTTTAAAAAAGGTAGCTAGAAAATTAGRG---------------GGACAATTTAGG----
-----------------------------------AACAGAACAATAGCCTTTAAC------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGATTACATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGATTAATATAC---
ACTTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTACATAAGATTATTCATAATAATAGTAGGAGGATTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN251901 
GCT---GCA------------------------------------------
GGGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTGAAC---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGCAATAACATTACTACTAATAGCACTATT-------------------
-------------------------------------------------------------------------
-------------------------------ACCTGGGGAAAGATGGAGCCAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAGACAGAAGG---------------------------
GATAGGGTGCGAAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAAATGAA----------
-------------------------------------------------------------------------
----------
AATGATAATAAAACTAATACCAACTATAGGTTAATAAGTTGTAATACCTCAACCATTACACAA---
GCATGTCCAAAGATATCCTGGGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAT---GATAAGGAGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAGTTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GACTCTGTAAAC---------ATTACGTGTGTAAGACCCAGCAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGGA---
GCATGGGAAAAAACTTTAAACCAGACAGCTATAAAATTAAGA---------------GAACATTTTAAG----
-----------------------------------AATAAAACAATAATCTTCAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTTTGGGACACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAGGAAATTGATAATTTCACAGGCTTAATATAC---
AATTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTCGCTGTTAATTTGCTTAATACTGTAGCTATAGCAGTAGCTGAG---



GGGACAGATTGGGTTATAGAAATAGTACTAAGATTTTGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAGAGGGCTTTGCTA---TAA 
>JN251906 
GCT---ACA------------------------------------------
GGYAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGCGCATCAGATGCTAAAGGATATGTGAAAGAG---GCACATAAT----------------
--------------ATTTGGGCCACR---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGTACTGATTATTGGAATAATACCAAAACTAMTAAT-------------
-------------------------------------------------------------------------
-------------------------AGYACCGGGGAAATAATGATGGACAWGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAACAATAAGA---------------------------
GATAAAGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGGGGAA----------
-------------------------------------------------------------------------
----------------
GATAATAGTAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGYACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGACAATTTCTCTGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------AATGCTGTACCA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---ATG------TTGGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACATTAGCAGAGAA---
AAATGGGATAACACTTTAGAACAGGTAGCTACAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAATATATTTGG------CAA------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AATTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAGTAGCACAAAGATTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGCTA---TAA 
>AY819715 
ACT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATRMTACAGAR---GTGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGTTTTTGATA---------AATGTAACCGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAGAGCATA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGGTGGAGAAGAATACTACCACTGCT-------------
-------------------------------------------------------------------------
-------------------------ACTCCTCCCACTTTGAAGCTTGAGAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATGCCACCACAAACATAAGC---------------------------
GATAAGGTGCAGAGACAATATGCACTG---TTGTATAAAGCTGATGTAGTACAAATAGAAGAA----------
-------------------------------------------------------------------------
----------------------
AATAGTACTGACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGGTCTGAAAATCTCACGGACAAT---------GTTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGGCCCAGCAACAATACAAGAAAA-----
-GGTATACCTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGGATGAAACYTTAAAGAAGGTAGTTAAAAAGTTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAGACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAATAATTACACAGGTTTAATATAC---
AGGTTAATAGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTTAATGTCATAGCTATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAACTAATACAAACAGCTTTTAGAGCT----------------------------
--------TTCATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ896488 
GCT---ACA------------------------------------------
GACAATTGGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCGTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAATTTGGCA---------AATGTGACAGAACCATTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTAAAGAATACTACTAATACCACTGAT-------------
-------------------------------------------------------------------------
-------------------------------------------CCAAATACNAATGCCATGAAG---
AACTGCTCTTTCAATATTACCACAAACATACAA---------------------------
GATAAAAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGCACCAATAGATGATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGCAGCAGTTATACCTTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---CAGAAGAATTTCAAT------GGAACAGGTCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGCTTATCAGAAGAAGAG------------
GTAGTAATTAGATCTAGTAATTTCTCAGACAAT---------GCTAAAAACATAATAGTGCAACTAAAT----
-----------ACACCTGTAAAA---------ATTAATTGTACAAGACCAAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTCTAACA---
GATTGGAATAACACTTTACAGCAGATAAGTAAAAAATTAACA---------------GAACAATTTGGA----
--------------------------------GAAAATAAAACAATAAGATTTGCG------
CCATCCTCAGGAGGGGACCAAGAAATTACA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTGGAGGT-----------
----------------------------AATAAAAGTCTGACTGACATTTGG------AAC------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTAACAATTACACAGACATAATATAC---
AATTTACTTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAG---TAA 
>JX500709 



GCT---ACA------------------------------------------
GAAAGGTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATGTC---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCACAAATGTAAACAAGAATGAG-------------------------
-------------------------------------------------------------------------
----------------------------ACTTTAGGGAATGAGACTTTGACAGGAGAACTAAAA---
AACTGCTCTTTCAATATTACCACAAACATAAGA---------------------------
GATAAGGTAAAGAAAGCAAATGCAATT---TTTGATAAACTTGATATAGTACAAATAGATGAT----------
-------------------------------------------------------------------------
----------------
GATAATAATAGTGATAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AACAAGACGTTTGGT------GGAAAAGGACTATGTACAAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAACAGAA------------
ATAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTACTTGTGAAAGGACCAACAATAATACTAGAACA-----
-GATATTCATATA------------GGACCAGGAAGAGCA---TTT------CATGCAATAGGAGAT------
---------ATAAAAGGAGATATA------------AGAGTAGCACACTGT---AACATTAGTAAAGCA---
AATTGGAGTAGAACTTTAGAGCAGATAGCTAACAAATTAAGA------------GGAATTGAACAATTTAAG-
-----------------------------------AATAAAACAATAGTCTTTAAT------
AGCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATATAAGTTGGAGT-----------------
-------------AAGAGGTGGGAT---AATGGAAGTCTGACTGATATTTGG------GAT------
AATATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGACATAATATAC---
AGCTTACTTGAAAAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAATTGTTGGAGTTGGACAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTAGCCATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGATTTAGCACAACAAATTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>JX500707 
GCT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACCTTAAATTGCACTGATTTTGAGTTGAGGAATAGTACTAATAATACC----------
-------------------------------------------------------------------------
-------------------------------------------ATTAACAGTGGAGAAATGAAA---
AACTGCTCTTTCAAT---ACCACAAACCTAAGA---------------------------
AATAAAATACAGAAAGAATATGCACTT---TTTTATAAGCTGGATTTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGTTATATGTTGATAAGTTGTAACACCTCGGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGT
GTAAA---GATAATAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCTAGCAATTTCTCAGACAAT---------GCTAAAAACATAATAGTGCAACTAAAA----
-----------GAACATGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTCAAACA---
GAATGGAATAAAACTTTAGGACAGATAGTTGAAAAATTAAAA---------------GAACAATATGGT----
-----------------------------------AATAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCATGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACAGACATAATATAC---
AACTTACTTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGTGTTAGGCAGGGGTACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JX500708 
GCT---ACT------------------------------------------
CAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTAAGGAA---GCACATAAT----------------
--------------GTTTGGGCTACA---TATGCCTGTGTACCCACGGAC---
CCCAGCCCACAAGAAATACCATTGAAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTAATGTTGCTAGTACCAATAATAGTAGC----------------
-------------------------------------------------------------------------
-------------------------------------------ATAGAAGGGTCAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCATGAAA---------------------------
AAGGGAGTGAAAAAAGAATATGCACTC---TTTTATAATCTGGATGTAGTACAAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------
GATACTAGTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCGTTACACAA---
GCCTGTCCAAAGCTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GCAAC---AATAAAACATTCAAT------GGAACAGGGCCATGTACAGAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGTCAATCTCACAGACAAT---------ACTAAAACAATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATTCATATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAAAATA---
AAATGGAATAACACATTAATACAGGTAGTGGGCAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACACTAAACTTTACT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAATCCTTGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------AAT------
AACACGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGAGGTAATATAC---
AGTTTAATAGAACAAACGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------GTACTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MF373130 
GCT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAATTGCACTGATTTGGAAAATGAAACTAATAGTACTTTAAAAAATGAAACTA
ATAGTAATAAT--------------------------------------------------------------
----------------------GCGACTATTAGTGGGGAAAAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATC---ACAAGCCTAGGA---------------------------
AATAAGATGCAGAAAGAATATGCAACT---TTTTATAAGCTTGATATAGGACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATACAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTCATTAGGTCTGAAAATTTCACGGACAAT---------GCTAAAACTATAATAGTACAGCTGAAC----
-----------AAGTCTGTAGAA---------ATTCATTGTATAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACTAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTTAGTAGCACA---
AATTGGACTAACACTTTAAGACAGATAGCTGTCAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAAACTTTACT------
CGACACTCAGGAGGGGACCTAGAAGTTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAAGACTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGACTTAATATAC---
ACCTTACTTGCAGACTCACAGCGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATGCCATAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGGGCT----------------------------
--------ATCCGCCATATA------CCTACAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCTA---TAA 
>MF373142 
GCT---GCA------------------------------------------
GAACAATTATGGGTCACAATCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAGTGTTAGGA---------AATGTGACCGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAGATGTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTATGTGGGAAATACTACTAATACCACTAGTACAACT----
-------------------------------------------------------------------------
----------------------------GATGCCACTAGTATGGGAATGGATAGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGA---------------------------
GATAAGATGCAGAAGGAATATGCACTC---TTGTATAAATATGATATAGAACCATTAGATAGA----------
-------------------------------------------------------------------------
----------------------
AGTACTACTAGTTATAGGTTGAAAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATGAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCGGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAGCAAAA-----
-AGTATACCTATG------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAAAA---
AAATGGAATAACACTTTAAAGCAGATAGTTACAAAATTAAGA---------------GAACAATTTGGA----



-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCGCTGGACAGAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACACAAATAATATAC---
ACATTGATTGAAGAATCGCAAACTCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGGAAAGTGGGACAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTACT---
GTACTGTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGTTTAATGCAACAGCTGTAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATAGTACAAAGAGGTTTTAGAGCT----------------------------
--------TTCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAG 
>MF373144 
ACT---GCA------------------------------------------
CCAAGCTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCATATGAGAAAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATCCTGTTTTGAGAAATATTACTAGGAATAATGATACTACA-
-------------------------------------------------------------------------
-------------GCCACTAATGAGACAATAAAGAATGAGACAATAAAGAATGGAGAAATGAGA---
AACTGCTCGTTCAATGTCAGCACAGACGTGAGA---------------------------
GATAAGATGCAGACACAATATGCACTT---CTTTATAAACTTGATTTAGTGAAAACAGAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGTTATAGGCTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGAACAGGAAAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAACAAT---------GTTAAAACCATAATAGTACAGCTCAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCAAGCA---
GAATGGAATAAAACTTTAGAAAAGATAGTTACAAAATTGAGA---------------GAACAATTTAAG----
-----------------------------------AACAAGACAATAGTCTTTTCT------
CCCCCCTCAGGAGGGGATCCAGAAATTGTA---TCACACAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GCTGTTCTGGAAAACTCATTTGCACCACCACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGAGCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTCACAATTACACAGAATTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAACGAACAAGAATTATTAGAGTTAGATAAATGGTCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTTAATGCTACAGCCATAACAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGTACAAACAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>MF373161 
GCT---GAA------------------------------------------
GACCAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAGAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTACATTGCACGAACTTAACTAATAGTACTACCACTAGTATT-------------
-------------------------------------------------------------------------
-------------------------------------AGCCCGACAATGAGTCCAGAAATAAAA---
AATTGCTCTTTCAATACCACCACAAGTATGAGA---------------------------
GATAAGATAGAGAAAAAATATGCATTA---TTTTATGACCTTGATGTAGTACCAATAGATAATAATAATACT-
-------------------------------------------------------------------------
----------------
AATACCAGCTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTACCCCTGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACCGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GCGGTACTTAGATCTGAGATATCTCCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTACAA---------ATTAATTGTACAAGACCCAATAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---AACGTTAGTGGGAAA---
GCCTGGAATAAAACTTTAGGAAAAGTAGTTATAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGGGGAAAAATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACAGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATGACATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGTTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCGATATATCGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTGCCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTATTAGCTTATTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTCATAGAACTATTACAAAGAACTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAAGGATTGGAAAGGCTTTTGCTA---TAA 
>KP411828 
GCT---AAA---GAA---------------------------------
GAGAGAAAGTCATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGTATATAGTAAAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATGACATGATAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGGAAAAAAATAATACCAGCACTAATAACAATACT----
-------------------------------------------------------------------------
-------------AGTAGCGCTAGTAACAACAGCTGGAGTATAATGGAAAAAGGGGAGATAAAA---
AACTGCTCTTTCAACACCACCACAGACGTGAAA---------------------------
GATAAAATGCAAAAAGAATATGCACTC---TTTTATAAACTAGATGTTCAACAAATGGGTAAT----------
-------------------------------------------------------------------------
----------------
AGTAATAATAGTACTAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATCTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GAACCTGTAAAC---------ATTAGTTGTATAAGACCCAATAACAATACAAGAAAA-----
-GGTATTCATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTTTTAAC---
CAATGGAATAACACATTAAAACAGATAGTTGACAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTCAAGGATCAACAGCTCCTGGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGATCACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGAACAATATAC---
TTCTTACTTCATGAATCGCAACTCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTACTTAATGCCACAGCTATAGCAGTAGCTAAG---
GGAACAGATAGGGTTATAGAAGTAATACAAAGAACTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MF373204 
GCT---GCA------------------------------------------
AACAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AGGGAAGCAAAC---
GTCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACT---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAGCACTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATCCCATGGTAGAACAGATGCATGAAGATGTA---
ATCAATTTATGGGATCAAAGCCTC---ACACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGCACTGATGTAAAAGAGGGTAGTAATAGCACTGAG-------------
-------------------------------------------------------------------------
-------------------------------AACAGCACTATGACGGGAGAAGCAGTAATGACA---
AACTGCTCTTTCAATGTCACTGCAGGGATAAAG---------------------------
GATAAGATGCAGAAGGAATATGCCTTT---TTCTATAAACTTGATGGAGGACCAATAAGTACT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGAAAAGTTGTAACCCCTCAGTCATTAACCAA---
GGCTGTCCAAAGAAAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAGT
GTAGA---GATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATATCAAAATATTAGTGACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAAA-----
-AGCATACATTTT------------GGACCAGGGAAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
ACTTGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAGCGTTTT-------
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCACAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGACCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGATATGATTTGG------GGA------
AACATGACCTGGATGGAGTGG---GAAAAAGAGATTGGTAATTACACAGGCTTAATATAC---
TCCTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAATAGCAGGCTTGGTAGGTTTAAAAATAGTTTTTGTT---
GTATTTTCTATAGTG---------AATAGATGTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGTTCAACGCCATAGCTATAGCAGTTGCTGAA---
GGGACAGATAGGATTATAGAAGCAATACAAAGAACAGGTAGAGCT----------------------------
--------ATTCTTCATATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>GU204920 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCGAGAATGCTACTAGTATCACTGGTAGTAGCGGGAACGTTACTAATA
GCACTACT-----------------------------------------------------------------



----AGTAACGGGAACACTGCTAGTAGCAATAATAGTAGCGGGAACATGACGGAAAAAATGAAA---
AAATGCTCTTTCAATATCACCACAGCCATAAGA---------------------------
GATAAGGTGCAGCAACAATATGCACTT---TTTTATAACCTTGATATAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
-------------------
ACAGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAGGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCAGTGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------AAATCTGTAGAA---------ATTCATTGTGCAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGGGCA---TTT------CATACAACAGGAAGC------
---------ATAATAGGAGATATA------------AGAAAAGCATACTGT---AACATTAGTAGAGCA---
AACTGGACTAACACTCTAGAACAGATAGCTAGCAAATTAGGA---------------AAAGAACTTAAC----
-----------------------------------AAAACAATAATAGCTTTTAAG------
CCATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGAAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTGATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTGGATAACTGGGAGAGCTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATCAGCTTGCTTAATGCCACAGCAATAACAGTAGGTGAG---
GGGACAGATAGGGTTATAAAAGCAGTACAAAGAGCTTGTAAAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCCTGGAAAGGGCTTTGCTA---TAA 
>JN251856 
GCT---GCA------------------------------------------
GACAAATTGTGGGTAACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGGTTTGAGAAATGCTACTAATGCCACTAATAGTAGCGGGGGAA
CTAATGCCACTAAT-----------------------------------------------------------
-AGTGGCGGGGGAACTAATGCCACTAATAGTAGCGAGGGAACGATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAATATAAGA---------------------------
GATAAGACGAAGAACGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATACAAAGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAACAGTGTCAACT---
CAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTACTTAGGTCTGAAAATTTCACGAATAAT---------GCTAAAATCATAATAGTGCAGCTGAAG----
-----------GAACCTGTAAAC---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAACA---CTT------TATGCAACAGGAGGA------
---------ATAATAGGAAATATA------------AGACAGGCACATTGT---AACATTAATGGAACA---
GAATGGAATAATACTTTACAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACATGTTTAATTGTGGGGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATATGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAGCTTAATATAC---



ACTTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTGGAAAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCAA---TAA 
>KY213741 
GCT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTATTGGAA---------AATGTGACAGAAGAGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGACGCTACCAGTGGTAATAATACCAGTGGT-------------
-------------------------------------------------------------------------
-------------------------------------AATATAACGGGGGAGGGAGGAATGAAA---
AACTGCTCTTTTAATGTCACCACAGACATAAAA---------------------------GATAAGAGA---
ATAGAAAAAGCATTG---TTTTATAAAGATGATTTAGTACAAACAGGGAAG----------------------
-------------------------------------------------------------------------
----------AATAATACTATTTATAGGTTGATGAGCTGTAACACCTCAGTCATTACCCAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTTAAGT
GTAAT---AATAAGACATTTAAT------GGATTAGGGCGATGTACAAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGATGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAAAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGGCAAGGGAAAGCA---TGG------TATACAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ACAATTAACAAAACA---
AAATGGAATGACACTTTAAAACAGATAGCTGAAAAATTAAGA---------------AGACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAGCCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATGTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACCTCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGAAGATATTTGG------AAT------
AACATGACCTGGAGGCAATGG---GAGACAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTACAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAATTTATGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAAGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAATTAGTGCAATTAACTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>KY213740 
TCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAGTC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACCATTGATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCTTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATGTAAATAGAACCAGGGGGAATGATACC-------------
-------------------------------------------------------------------------
----------------------AAGGGGAATGGTACCCGTATAATGGAGAAAGGAGACGTAAAA---
AACTGCTCTTTCGATATCTACACAAACATGAGA---------------------------
GATAAGAAGCAAAAACAAAATGCACTT---TTTTATAATCTTGATATAGTACCAATAAATGAG----------
-------------------------------------------------------------------------



----------
GGTGGGAATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACGCCTCAGTCACTAAACAA---
GCCTGTCCAAAAATATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTATTAT
GTAAG---GATAAAAGGTTCAAT------GGAACAGGAATATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCTACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAAATCTGAAAATATCAGTAACAAT---------GCTAAAAACATAATAGTACAGCTGAAG----
-----------ACTCCTGTGAAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGGCCAGGGAGTGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GCATGGAATAACACTTTAAAACAGATAGTTGAAAAATTTACA---------------AAAATTGAAAAT----
-----------------------------------AAAACAACAATAATCTTTAAC------
AGCTCCTCAGGAGGGGACCAAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCAGGTGCTACACTGATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTCACTGAGATTTGG------GAT------
AACATGACTTGGAGGGAGTGG---GAAAGCGAAATTGATAATTACACAAACATAATATAT---
TCCTTGCTTGAAGCATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AATAATGAACAGGAATTATTAGAATTGGATAGTTGGGCAAATTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATGTAAAAATATTCATAATGGTAATAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGTT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCA------
CTATCGTTCGCTGTCAGCTTGCTTAACTACACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGCAAGAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGGCAGGGCGCGGAAAGGGCTCTGGGA---TAA 
>KY213747 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCCAGAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTGCTTTGAATTGCACTGATTTGGGCAGTAATACTACTAATTTGGGC-------------
-------------------------------------------------------------------------
----------------------AATATTTCTGCCGGTAGTATAATGGAAGGAGGAGAAATAAAG---
AACTGCTCTTTCAATATCACAACAAGCATAAAA---------------------------ACTAGGGTG---
AAAGAACATGCAATT---TTTAATAGCCTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------ACCAGCTATAGGATGGTGCATTGTAATACCACAGTCATTACACAG---
GTTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATCCTAAAGT
GTAAC---AATAAAACATTCGAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGCTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTAATAATTAGATCTAGCAACTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATCTA------------GGACCAGGGAAAGCA---TGG------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTTACACA---
AAATGGCAGGACACTTTAAAAAAGATAGTTGAAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AACAAAACAATAGTATTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ACGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAACTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGACATTTGG------GAG------
AACATGACTTGGATGGAATGG---GAAAGAGAAATTGCCAATTACACAGGAGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGCTTTTGCT---
GTACTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCA------



TTGTCATTAGCTGTTAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCC----------------------------
--------ATTCTCAATATA------CCTAGAAGAATCAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>KY213751 
GCT---ACA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGACGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGGGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTATGAATTGCACTAATGTGAGCAGTAATACTACTAATACTACC-------------
-------------------------------------------------------------------------
-------------------------------AGTGGTATAATGGAAGGAGTAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACAACAAGCATAGAA---------------------------GGT---
ATGAAGAAAAAACATGCAATT---TTTAATAGCCTTGATGTAGTACCAATAGATAAT----------------
-------------------------------------------------------------------------
----------------------ACCAGCTATATACTGACGCATTGTAACACCACAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAAACGTACAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAATAATTAGATCTAGCAACATCATGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATCTA------------GGACTAGGGAGAAGA---TGG------TATGCAACA---GAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTTCCACA---
AAATGGCAGAAAACTTTAAAACAGATAGCTCAAAAGTTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACACTGACATTTGG------GAT------
AATATGACTTGGATGGAGTGG---GAAAGAGAAATTGCCAATTACACAGGAGAAATATAC---
AACTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGTTTATAGAAGTAGTACAAGGAGTTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY213748 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAAGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTGCTTTGAATTGCACTGATTTGAATACTACTAATTGGACTAATGCCAGT----------
-------------------------------------------------------------------------
-------------------------------------AGTATAATGGAGAAAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACAACGAGCATAAAA---------------------------GATAGGGTG---
AGAAGCCATGCAATT---TTTAATAGCCTTGATGTAGTACCAATAAATAAT----------------------
-------------------------------------------------------------------------
----------------GCCAGCTATAGGTTGATGCATTGTAACACCACAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------



GTAATAATTAGATCTAGCAACTTCACGAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAACTGTACGAGACCCAACAACAATACAAGAAAG-----
-AGTATACATCTA------------GGACCAGGGAAAGCA---TGG------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTTATTCA---
AAATGGCAGAACACTTTAAATCACATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAATTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACACTGACATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGCCAATTATACAGGAGAAATATAC---
ACCTTAATTGAAAAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAATTATTGGAATTGGACCAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
TTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAACTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>AY945710 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGATA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCGGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTTGAATGCTACCAATAGTAGTACG----------------
-------------------------------------------------------------------------
----------------------------ACCAATAGTAGTATGATAGGGGGAGGAGAAATGAAG---
AACTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------GCTAAGGTA---
ACAGAATATGCACTT---TTTTATAAAACTGATATAGTACAAATAGCTAAT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGCTGACAAAGTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACGTTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGCAAGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATGATTAGATCTAGCAATTTCTCGGACAAT---------ACTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCTAACAACAATACAATAAAA-----
-GGTATACATATA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGCACA---
AATTGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTAGA----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTACA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AATAATAAATCTTATGAGCAGATTTGG------AAT------
AATATGACTTGGATGCAGTGG---GAAACAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAACTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGGATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTGTAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTAGCTGTTAGTTTGCTCAATGCCACAGCTGTAGCAGTAGCTGAA---
AGGACAGATAGGATTATAGAAGTAGGACTAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGGTA---TAA 
>KJ952535 
GCT---AAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAATTGTATGTTACTAATACCAATAGTACGGTTAATAATACC-
-------------------------------------------------------------------------
-------------AATAGTACGGTTACTAATACCAATATTACAGTGGAGGAAGGAGTAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------AATCAGGTG---
AAAGACTATGCATTT---TTTTATAACCTTGATATAAAACAAATAAAGGAGAAT-------------------
-------------------------------------------------------------------------
----------GATAATACCAGTTATAGGGTAATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAGATAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACACGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAGACTGATAACTAACAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTGAT------
CAATCCTCAGGTGGGGACCCAGAGATTGTA---ATGCACACTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATTTGCACCACTGATGTGCCTTGGAATACTAGTTGGAGT-----------------
-------------------------AATAATAGATCCCTGGATGACATTTGG------AAT------
AATATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGAAGTAATATAC---
AACCTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTCAATACCACAGCTGTAGTAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN248321 
GCT---ACA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGCCTATATGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATATTCTTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTACTAACAATAATAGTAGCACGGGAAGGAAT-------
-------------------------------------------------------------------------
----------GGTACTAATCCCACCAGTAGTAGCATGGGAAAGATGGATAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GATAAGATACAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------
GATAAGGATAACACAAGCTATATATTGATGAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAAAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTATCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAATTATAATAGTACAGCTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCGGGGAGGGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATGACACTTTAAGACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----



-----------------------------------AATAAAACAATAACCTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATAGCAGTTGGAGT-----------------
----------------------------AATAAATCCCTAAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAACAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCAATTAGCTTGCTTAACGCCGCAACCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGTTTGGAAAGAGCTTTGCAA---TAA 
>JN248329 
GCT---GCA------------------------------------------
AAAAACTTGTGGGTCACAGTTTATTACGGGGTACCTGTATGG---AAAGATGCAACC---
ACAACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAAAAATGCTACTATTAATATCAAT----------------------
-------------------------------------------------------------------------
-------------------------------------------ATGACGACAGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATACAG---------------------------ACTAAGGTG---
AAGGACTATGCACTT---TTTTATAAAGTTGATGTAGTAGAATTAAATAAA----------------------
-------------------------------------------------------------------------
-AGTAATAATAATGATACCGAATATAGGATGATACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAACTTCACGGACAAT---------GCTAGAGTCATAATAGTGCAGCTAAAT----
-----------AAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACTATACAAGAAAA-----
-AGAATAAGTATA------------GGACCAGGGCGAGCA---TGG------ATTACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AACTGGACTAACATGTTAAAACAGGTAGCTGCAAAATTAAGG---------------GAACAATTTGGG----
--------------------------------AACAACAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAGATTACG---AGGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGTGACATTTGG------GAT------
AATATGACTTGGATGGAGTGG---GACAGAGAAATTCACAATTACACAAAAGAAATATAT---
GCCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGAAATTGGATAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
GTGTCTTTAGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>JN248333 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGCAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---



ACCCCACTCTGTGTTACTCTAAATTGTACTGATTTAACTTTTAATAATACCGAAGCTACTACCAATAGT----
-------------------------------------------------------------------------
----------------------AGCGGTAATAGTAGTAACTTTGAGGGAGCGAAAGACATGAGA---
AACTGCTCTTTCAATGTAACCACAAGCATAAGA---------------------------
GATAGGATAAAGAAAGAATATGCATTC---TTTTATAAACTTGATACAGTTGCAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
GTTAATAACAGCTATAGGTTGATAAATTGTAACACCACAACCATCACACAG---
ACCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCACTTCTAAAAT
GTAAG---GATAAGAAGTTCAGT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCTCAAACAAT---------GCTAAAAATATAATAGTTCAGCTGAAT----
-----------GAGCCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATACATTTT------------GCACCAGGGAGCACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGC---AACGTTAGTGGAGCG---
AAATGGAATCGCACTTTAAAACAAGTAGCTATGAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAATTTTTAAT------
AGCTCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAATATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
TCCTTAATTGAAGAGTCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTAGATGAATGGGCAAGTTTGTGGGATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTACT---
GTATTTTCCATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGTTTTTACTA---TA- 
>JN248335 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTATGG---AAAGATGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCAATGATTTGAGAAATACTACTACTAATACCAGT-------------
-------------------------------------------------------------------------
----------------------------------------ATTGAAGAGAAAGTAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTA---
AGAGACTATGCATTT---TTTTATAATTCTGATATAGTACAAATAGATAAAGATAAGAATGAG----------
-------------------------------------------------------------------------
----ACTACCAACTATACCCAATATAGGCTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATGAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAT------------
GTAGTAATTAGATCCAGAAATTTCACGGACAAT---------ACTAAAATTATAATAATACAGCTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATCCCTCTA------------GGACCAGGGAAAGCA---TGG------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCATA---
AAATGGAATGCCACTTTAAAAAGGATAACTGCAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGACTGTA---GTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------



AATATGACTTGGATGCAGTGG---GATAGAGAAATTAACAACTACACAAGAGAAATATAC---
ACATTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGATTTATTGAAACTGGATGAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTAAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGATAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------GTTATCCACATA------CCTACAAGAATCAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>JN248337 
GCT---GAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACAAAACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTTAAATTA---
ACACCACTCTGTGTTACTTTACATTGTAATGATACAGGGAATAAGACTAGGAATGGGACT-------------
-------------------------------------------------------------------------
-------------------------GATGTCAATGATAATTGGGATGCGGGAAGTGACATAAAA---
AACTGCTCTTTCAATGTCACCACAATGTTAGAA---------------------------
GGGAAGGTGAAGTCAACATATGCTTTC---TTCAATAGCCTTGATATAACACAATTGGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTACATATAGATTGACAAAGTGTAATACCACAGTCATTACACAA---
GCCTGTCCTAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CACTCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATCTT------------GGACCAGGGAGAGCA---TTA------TTTACAACA---GAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGAA---
GAGTGGAATAAAACTTTAACACAGATAGCTAAAAAGTTAAGT---------------GATCAATATGGG----
-----------------------------------AATAGAAACATAACCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACTCACAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAGTGTGCCTTGGAATAATACTTGGAGT-----------------
-------------------------AAGAATAAAACCCTGAATGACATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGTATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTAGCTGTTAGTTTGTTTAATGCAACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAATAGCACAAAGAGCATTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAGAGGGCTTTACTAGAATAA 
>JN248343 
GCT---GAA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCAGTAATGTGAATTGCAGTAATGTGAATGCTACTACTTGTAGTAAT-
-------------------------------------------------------------------------
-------------------GTGAATGTTACTAATGCTACTGTCGAGGGAATGAAGGACTTAAAA---
AACTGCTCTTTCAATATCACCACAAGAATGAGA---------------------------



GAGAAGGGGCAGAAAGAGTACGCATTT---TTCTATAAATWTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
ACTAGTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCACTTCTAAAGT
GTAAC---GACAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAG------------
ATAGTAATTAGATCTAAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-AGTATACCTGTA------------GGACCAGGGAGAGTA---TTG------TATACAACAGGA---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAATGTG---
GGATGGAATAACACCTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAACCTTTAAG------
CCCTCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGGAAACCATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAARAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCAGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGTTTATAGAAATCTTACGAAGAGCTTATAGGGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JN248344 
GCT---GCT---GTA------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACCCTATTTTGTGCATCAGAAGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAGATATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAAGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTAAAAGCACTGATAGTAGCATGGGAAAGAAT-------
-------------------------------------------------------------------------
----------GGTACTAGTAACACTACTAGTAGCCCGAGAACGATGGAAGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------
GATAAGAGAAAGAAAGAATATGCACTT---TTTTATAGATTAGATGTAATGTCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAACCAAAGTTATGCATTAATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTATTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATATCACGAACAAT---------GTTAAAAATATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATAAGCTTC------------ACACCTGGGAGTACA---TTT------TATGCAACA---GAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTGCAGAA---
AAATGGAAGAGCACTTTAAAAAAGATAGCTACAAAATTAAGA---------------
GAACAATTTGAGGATAAG---------------------------------AATAAAACAATATCCTTTGAG-
-----CACTCCACAGGAGGGGACCCAGAAATCGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGATATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTACTTGAACAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAAAAAGACTTATTGGAATTGGATAAGTGGGAGAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATGATAGGTTTAAGAATAGTTTTTACT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCAACTAGCTTGCTTAACGCAACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAAAAGTAGTACAAAGGGCTTGGAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>JN248347 
GGT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTAATTTAAGGAATAATAATAGTACCAAT----------------
-------------------------------------------------------------------------
-------------------------------------ATCACGACAGGGGGAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAGGCATGCAA---------------------------ACTAAGGTG---
AAAGACTATGCATTG---TTTTCTACATTTGATATAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------ACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GAAAAAAATTTCAAT------GGAAAAGGATCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACC---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAAATCTAGCAATTTCACGAACAAT---------GCTAGAACCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACAAGGGCGAGCA---TGG------TACGCAACAGGAGAC------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAGACAGATAGTTGAGAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCCCATGATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGAGAAATATAC---
AAATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAGTTGGATAAATGGGCAAGCTTGTGGAACTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTCAATGTCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>JN248353 
GCT---GTA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAGAGCATATTCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAGTTGAAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTTTGTGTTACTTTAAATTGCACTGAT----------------------------------------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTACTGTGGAAAGGACGGAGGGAGGAGAGGTAAAA---
AACTGTTCTTTCAATATCACCACAGAAATAATA---------------------------
GATAAGAAGAAAAAAGAATATGCACTG---
TTTTATAAACTTGATGTAGTTCCAATAGAAGATAGTGATAATGCC----------------------------
--------------------------------------------------------
AGTAATAGTAATTTTTCCAGCTATAGATTGATAAATTGTAACACCTCAGTCGTTACACAG---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTCGAG------GGGAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGAGTTGACAATCACACGAACAAT---------GCTAACACCATAATAGTGCAGCTGACA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGGA---ATG------TTCTATGCAACAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAATA---
AAATGGAATAACACTTTAAAAAAGGTAGCTGAAAAATTAGGG---------------GAAAAATTTAAT----
-----------------------------------CAAACTAAAATAATCTTTAAT------
TCCTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACATTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGATACTTGGAGT-----------------
----------------------------AATAAAACTCTGAAAGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAACAAATACACAAATACAATATAC---
AACTTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAATTAGGTAGATGGGCAAACTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCCTGTTTAATGCCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGGATTACAAAGATTTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGACTTTGCTT---TAA 
>JN248354 
ACT---GCA------------------------------------------
GAGAAATTGTGGGTTACAATCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCTCTGATTATTTGGGAAATAATAATACCAATAGTAATAATACCACTA
GTAATAGTGCC--------------------------------------------------------------
-------AGTGATAATAGTACCATTAATAATAGTAGTCGGGAAATGATGGGGGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAGGA---------------------------
GAGAAGGCGAAGAACGCA---GCACTT---TTTTATAGCCTTGATGTTGAACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGATTGAGAAGTTGTAACACTTCAATTATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGCACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTCCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAATTATACTAGTACAGCTGCAG----
-----------GAACCTGTAACA---------ATTAATTGTATAAGACCCAACAACAACACGAGAAAA-----
-GGTATACATTTA------------GGACCAGGGAGAGCA---TTA------TACACAACA---GAA------
---------ATAGTAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAGGGAA---
AAATGGAATAACACTTTAGGAGAGATAGTTAAAAAATTAAGA---------------GAAGAATTTCAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGGGGGGACCCAGAAATAATG---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCATATGATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTTATATAC---
ACACTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTACTCAATGCCACGGCTGTAGCAGTAGCTGAG---



GGGACAGACAGGGTTATAGAAGGAATACAAAGAGCTTATAGAGGT----------------------------
--------TTTATCCACATA------CCTACAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>JF297222 
GCT---GTA------------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCGAAAGCACATAAGACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAACATGGCATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTTCCTTAAATTGCACTGATTTGAGAAATGATACTAATACCAATAATAGTAGTAGTAGTA
ATAGTAGTAGTAGT-----------------------------------------------------------
-AATACCACTCATAGTGCTAGTAATAGTAGTAGTGAGAATAAGATGGACCTAGGAGAAATGAAA---
AACTGCTCTTTTAATGTCACCACAGACACAGGA---------------------------GATAGGGTG---
GTGCAACGTGCACTT---TTTTATAGACTTGATGTAGAACAAATAGGTAAT----------------------
-------------------------------------------------------------------------
----------AGTACTACTAGCTATAGGTTGATAAAGTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATGAGCATTTCAGT------GGAAAAGGAAACTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAGTAATTAGGTCTGACAATTTCACAGATAAT---------GCAAAAAGCATAATAGTGCAGCTGAGT----
-----------GAAGCTGTAGAA---------ATTAATTGTACGAGACCCAACAATAATACAAGACAA-----
-GGTATACACCTA------------GGACCAGGGAGAGCA---TTT------TATTCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCCTTAATGAATCA---
AAATGGAATAATACTTTACAGAAGATAAGTGTAAAATTAAAA---------------GAAATATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATTATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAATAATTACACAGATTTAATATAC---
ACCCTACTTGAAAGTGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTATCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCGACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTAATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGCATAAGACAGGGCTTAGAAAGAGCTTTGGTA---TAA 
>JX446800 
GCT---ACA------------------------------------------
GACCAAATGTGGGTCACAGTCTATTATGGTGTGCCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCACATTCCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAGAATTTGAT----------------
--------------------------GTGTGGAAAAATGACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAACTGCTCAGATCTTAACTGCACAAATCAGAATAGTACTTCACACTGC----
-------------------------------------------------------------------------
----------------------ACAGTTCAGAATACTACTGATAGTGGGATAAGAGACATGAAA---
AACTGCTCTTTCAATGTTACCACAGAGATAAGG---------------------------
GATAGGGTGCGGCAAGATTATGCAATT---TTTAATAAACTTGATATAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
-------
AGTAGGAATGATAGTAGGAATGATAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATGTCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAGGAG------------



GTAGTAATCAGATCTTACAATTTCTCGGACAAT---------GCTAAAAACATACTAGTACAGCTGAAA----
-----------AACTCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAAAA---
GAATGGAATGACACTTTAGAAGAGATAGTTGGGAAATTAGGA---------------AAACAATTTAAT----
-----------------------------------AAAACAACAATAGTCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTCGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCTACGAGGATATTTGG------TAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGCACTAATATAT---
GATTTAATTGAAAAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCCATTAGCTTGCTTAACGCGACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTTATAGATATAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAGTGAGACAGGGTTTGGAAAGGACTTTGCTA---TAA 
>JX446818 
GCT---GCA------------------------------------------
GAACAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATACAACACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCGCAAGAAATAGTATTAGAA---------AATGTGACAGAAAAGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCGCTGATGTTACTAAGGCAAATACTACAAATACTACT----------
-------------------------------------------------------------------------
----------------------------GAGACCCTTGATAATAATATGAAAGGAGAGATAAAA---
AACTGCTCTTTCAATGTCACCACAACTATAAGA---------------------------
GATAGGATAACAAAAGAACATGCACTC---TTTTATAGACTTGATGTAGTACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------
AATAGTAATAGTAGCAATAGTACCTATAGATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACTATGTAGAAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTATTAAATGGTAGTCTAGCAGAAGAAGAT------------
GTGGTAATTAGATCTGAAAATTTCACAGACAAT---------GTTAAAACCATAATAGTACAGTTGAAT----
-----------GAATCGGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGGCCAGGGAGAGCA---TTT------TATGCAGCAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---GACATTAGTAGTGAA---
AAATGGAATAAAGCTTTAGGACAGATAGTTATAAAATTAAGA---------------GAACACTATCAG----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCACAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAACACTAGCTGGAGT-----------------
----------------------------AATAAATCTATAGATGACATTTGG------AAC------
AACATGACCTGGATACAGTGG---GAAACAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAACAATCGCAGAATCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGTTTAATACCGCAGCAATAATAGTAGCTGAA---
GGGACAGATTGGATTATAGAAGTAGCACAAAGATTTCTTAGAGGA----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JX447795 



GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---AAAGAAGCAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTGCAGAG---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAACTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATTTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAATGATAATGATACTAATATCAATAGTACTACTG
CCAATAGTACCAATGGTGCTACTGCCAAT--------------------------------------------
----------AGTACGGTGAATAGTACTAATACCCATAGTACAACGGGGGGAATAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAAGCATACAA---------------------------ACTAAGGTG---
AAAAACCATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAACAAT----------------------
-------------------------------------------------------------------------
----GATAGTGATACTACCAGCTATAGGTTAATAAGTTGTAACACCTCAACCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAC---AATAAAAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCCAGCAATTTCACAGATAAT---------GCTAAAATCATAATAGTACAGTTGAAT----
-----------GAAACTGTACAA---------ATTAATTGTTCGAGACCTAGCAACAATACAAGAAAA-----
-GGTATAAATATA------------GGACCAGGGCAAGCA---TGG------TATACAACAGACCAA------
---------GTAGTAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTATCACA---
AAATGGAATAACACTTTAAAATGGGTAACTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAGTCTTTCAG------
CCACCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAGTATATTTGG------CAG------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAACAGAAATATAC---
ACCTTAATTGAACAATCACAGAACAAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATCTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447156 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTGAC----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTAAGCTAAATTGCACTGATCTGGTGGGGAATGCTACTAAGGCCTCTAGT----------
-------------------------------------------------------------------------
-------------------------------------AAGATGAAGGAAGGAGGAGAGATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------GATAAGATA---
AAAGACTATGCACTT---TTTTATAAATATGATGTAATACAACTAGAGGAA----------------------
-------------------------------------------------------------------------
----------AATAAGACCAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAAAAGTTCAAG------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATAAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAGAAACTTCACAGACAAC---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTCTA------------GGACCAGGGAAAGCA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGAGATA------------AGACAAGCACATTGT---AGCCTTAGTAGCATA---



AAATGGAATAACACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATAAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAGATTAACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTTAATGTCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGACTTTGGTA---TAA 
>JF297229 
GCT---GTA------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACCGAG---AGACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGCACTTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCAAGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTAATAGTACCAGTAGTAATGCTACT-------------
-------------------------------------------------------------------------
----------------------AATATCAATAACACGATGCTAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------CCTAAGATA---
GTAGACTATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGAT-------------------
-------------------------------------------------------------------------
----------------ACCAGCTATAGGATGATACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATCCACAGTTCAAT------GGAACAGGAAAGTGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
ATAGTACTTAGATCTAGCAATTTCTCAGACAAT---------GCTAGAAATATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGGCCAGGGAGAGCA---ATG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGGAGAGCATATTGT---GTACTTAATAGCACA---
AAATGGAATAACACCTTAAAACAGATAGCTGAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AACAAAACAATAGTCTTTAAG------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAATGATATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGAGAAATATAC---
ACCTTAATTGAAAGATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAACTAGACTTATTAAAATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTCAGCTTGCTTAATGTCACAGCAGTAGTAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCCTTGCTA---TAA 
>MG989620 
GCT---GCA------------------------------------------
GCAGAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGACGCGAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---AAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCCAGCCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---



AAAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTACTATTTTAAAGTGTAAAGATGAAGAGTTGAATAGTAGTAGCAATAGTACTGAT-------
-------------------------------------------------------------------------
-------------ATTAGTAACAATAGTACTAATAGTACTTGGGGGATGAGAAGGGAAATGCAA---
AACTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------
GATAAGAGGCATAAAGAATATGCACTT---
TTTTATAAGCTTGATGTAGTACCAATAGATAATGATGATAATAGTAAT-------------------------
--------------------
TGTAGTGATAGTAATAAGGCTGAGAATAGTAGTGATACTGATGAGTGTAGGAGGAGTTATAGATTGATAAGCT
GTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTTAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAATAAT---------GCTAGAAATATAATAGTGCAGCTGAAG----
-----------GAAACGGTAAAA---------ATTGAGTGTATAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TAC---ACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
CAATGGAATAAAGCTTTAGAACAGGTAGAAACAAAATTAAGA---------------GAACAATATAAG----
-----------------------------------CATAATACAACATTCTTTAAG------
CAATCCTCTGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTATCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAACAAAACTTGGAGT-----------------
----------------------------AATAAAACTGAAAATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTCAGAATTACACGAAAATAATATAC---
AATCTACTTCAAAAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
ATGAATGAAAAAGATTTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCTTGCTTAATACCACAGCTGTCGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAATAATTTTTAGAGCT----------------------------
--------ATTCTCTACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MG989578 
GCT---AAA------------------------------------------
GAGGCCTCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGAGGCTAAAGCATATGATCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGAACAGATGAATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAGTTGCACTAACGCCCGTGGCACTAATAGTAGTGCCACTAATAATAGTGAGA
CTACTAGTACC--------------------------------------------------------------
-------------------CCTACTCCTACCACTAAAAGTAGTATGGACCCAGGAGAGATAAAA---
AACTGTTCTTTCAATACTACCACAAGTTTAAGG---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGGTGATGAT-------
-------------------------------------------------------------------------
----------------
AATAATACTAATACTAGCTATAGGTTGATAAATTGTAACACCTCAACCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCCATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GACAAGAAGTTTAAT------GGGAAAGGACCATGTTCAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGAAAAAT---------CATAAAACTATAATAGTACAGCTGAAT----
-----------GAAGCTGTACCA---------ATTCATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGAAGAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ACCCTTAATGGAACA---
AAATGGAATAACACTTTAAAAATGGTAGTTAGCAAATTAAAA---------------GAGCAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
ACATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGAGAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAAGACAATTTGG------GAT------
AACATGACATGGATACAGTGG---GAAAGAGAAATTAATAATTACACAGAAGAAATATAC---
TCCTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGAATTATTTGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAGTGGC
TATGGTATATAAGGATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATACCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAGGGGCTTTTAGAGCT----------------------------
--------ATTATCCACATC------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG989587 
GTT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAAACGCATCC---
ACTGCTTTATTTTGTGCATCAGATGCTAAAGCATATGATCAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTCTAAATTGCACTAATATTACTCCCAATACTGCTAATGGTACTATTAATACCAAT-
-------------------------------------------------------------------------
----------------------GATACCAAGACTGCTAATAACACTATTGTAAAAGAAATGAAA---
AACTGCTCTTTCTATGTCACAACAAACATAAGA---------------------------
GATAAAGTGAAAAAAGAATACGCGCTT---
TTTATAACCTTGATGTAGTACAGATAGAAGATGAAGATAAGAATACTAATAAGACC-----------------
-----------------------------------------------------------------
AACAATATCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAAT
GTAAT---AATAAGAATTTTAAG------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTACTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAATGATTAGATCTCAAAACTTTACAGACAAT---------GCCAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTACAA---------ATTCATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACCTATA------------GGACCAGGGAGAGTA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTTCTAGAGCA---
AACTGGACTAGCACATTAGGAAAGGTAGCTAAAAAATTACAT---------------AAACAATTTAAT----
-----------------------------------AAAACAACAATAGCTTTTGAG------
TCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACCATTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGACTTTGGG
GTTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTGGAGATTATATTTGG------GAG------
AATATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
TCCCTACTTGAAACATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGCCTATGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCCATTAGCTTGCTCGACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGGGCTGTTAGAGCT----------------------------
--------ATCCTCCATATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTATTA---TAA 
>MG989506 
GCT---GCA------------------------------------------
GCAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATAAGACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGTATTGGGG---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTATCATACTAACAGT-------------------------



-------------------------------------------------------------------------
-------------------------AGTGTGAACAGTAGTGTGGAAGAAGGAGAAAAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCATTG---TTTTATAGACATGATGTAGTACAACTAGATAGT----------------------
-------------------------------------------------------------------------
-GGTAATGGTACTAATGGTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACG---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCCTACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACGAACA---TGG------TATGCAACAGGAGAA------
---------GTAATAGGAGACATA------------AGAGCAGCATATTGT---ACCCTTAATAGCACA---
AAATGGAATAACACTTTAAAGCAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCTTTTAAA------
TCACCCTTAGGAGGGGACCAAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTTATTTGCCCCACTGTTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTTATGAAGAGATTTGG------GAA------
AACATGACCTGGATACAATGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
CTGAATGAACTAGACTTATTAAAATTGGATGAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGCTTATAGAGCA----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTAGTA---TAA 
>MG989541 
GCT---GCAAAAGAA------------------------------------
GAAAAAACGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACAGCACAGAG---GCACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTAAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGACAAATAACATGGTAGAGCAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCACAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCAACAATCTTACTGAGGTTAATAGTACTACAAAT-------------
-------------------------------------------------------------------------
-------------------------AGTACTGATAGTTTGAAGATGGAAGTAGGAGAGATGAAA---
AACTGCTCTTTTAATGTCACCACAAATATAGGG---------------------------AATAGGAAG---
AACGAACATGCACTT---TTTTATAAACTTGATGTAGTACAACTAAAAGAAAAT-------------------
-------------------------------------------------------------------------
----------GATACTCATAGCTATAGACTGATAAATTGTAATACCTCAGTCATTAAACAG---
ACCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAC---GAAAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAACTTCACAAACAAT---------GTCAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTATAGAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGGCCAGGGGGGCCA---ATT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGGGCA---
AAATGGAATAACACTTTAAGACAGATAGCTATAAAATTAAGA---------------GGCATATATCAT----
-----------------------------------AAAGCAAAAATAATCTTTGAG------
GCACCCGTAGGAGGGGATCCAGAAATTGTA---ACTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GTTGCGCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGCTGGAGT-----------------
----------------------------AATAGAACTCTGGATGGGATTTGG------GAC------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTGACAATTACACAGAGGTAATATAC---
AGGTTACTTGAAGACTCACAGAACCAGCAAGAA----------------------------------------



-----------------------------
AAGAATGAACAGGAATTGTTGGAATTGGACAAATGGTCAAATTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTTTAGAGGA----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTA---TAA 
>MG989610 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAAATAAGATTGGAA---------AATGTAACAGAAAACTTCAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAGTTA---
ACCCCACTCTGTGTCATTCTAAACTGCACTGATGTTAATGCAACTGATACTAATGCAACTGCT----------
-------------------------------------------------------------------------
-------------------------ATTAATGCAACTATAGTGGAAAATACTGGAGAGATAAAG---
AACTGTTCTTTCAATGTCACCACAGAGATACAA---------------------------
GGGAAGAAGAAGAAAGACTATGCACTT---TTTTATAGCCTTGATATAGTGCCAATAAAAGATAAA-------
-------------------------------------------------------------------------
----------------
AATGATACTAATAGCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTAAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTTTAACGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGGCCATGCTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCGGAAGAAGAT------------
ATAATAGTTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAAACATACTAATACAGCTGAAT----
-----------GACTCTGTAGTA---------ATTACCTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACACATG------------GGACCAGGGAGAACA---ATT------TATGCAACAGGAAGC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATAAGACTTTAAGACGGATAGCTATAAAATTACAA---------------GAACAATATAAT----
-----------------------------------AATTATACAATAATTTTTAAG------
AACTCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAACCTAACAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTGTTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGGACAAGGAGCTATTAGAGCT----------------------------
--------CTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTTTTTGGTA---TAA 
>MG989551 
ACT---AAT------------------------------------------
CAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
GCAGTTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGAGATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTCACTTTAGATTGCACTAATATAACTCAGTGTAACGGGACACAGGCAGGAGTAAATTGCA
CTGATTCAAAT--------------------------------------------------------------
----------------------------CACAATGCCACTACAGTTGGGGGACAAGAGATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATCAGAAGAAGAAAGAATATGGACTT---TTCTATGACCTTGATATAGTAGCAATAGGTGATAAA-------
-------------------------------------------------------------------------



----------------------
AATAGTAGTACCTATAGGTTGAAAAGTTGTAACACCTCAGTTATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAATTTTAGT------GGATCAGGACTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTATAGCAGAAGATGAG------------
ATAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAC----
-----------CATTCTGTAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAGA-----
-AGTATACATATA------------GCACCAGGGCAAGCA---TTT------TATGCAACAGGAAGT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACGTTAGTAAAGAT---
CAATGGAATGACACTTTAGAACAAATAAGGGGAAAATTAAGA---------------AAGCAGTTTAAT----
-----------------------------------ACTAGTACAATAATTTTTGAG------
CAACCCTCAGGAGGGGACCCAGAAATCGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGACYCCTGGCTGTAGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AGTAAAAAGTATGAGGACATCTGG------GGT------
AACATGACCTGGAGGCAGTGG---GAAGGAGAAATTGACAATTACACAAACTTAATATAC---
AGCTTAATTGAGGAAGCGCAATACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATAAATGGACAGGCTTGTGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTTAGCTTGCTAAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCAAGAAGAGCTTTTAGAGCT----------------------------
--------ATACTCCACATA------CCTACACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>U39258 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACC-------------------
-------------------------------------------------------------------------
----------------------------------AGTAGTCCGATGGGGGGAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATACAGTTGATGTAGTACCAATAGATGAT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGCTAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACCTTAGCAGCACA---
AAATGGAGGAACACTTTAGAACAGATAACTGAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---AGGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGA------AAT------
AATATAACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCTACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGAATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------



GTGTCATTAGCTGTTAGCTTGCTCAACACCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTCTAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTCAAAAGGGCTTTGCTA---TAA 
>DQ354116 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACTCACAGAC---
CCCAGCCCACAAGAAGTAGCACTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTGATTATGCTACTAATACCAGTAGTGCTACT-------------
-------------------------------------------------------------------------
----------------------------AATACCAGTAGTGTGGAGGAGGTAGAAAAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTA---
AAAGATTATGCACTT---TTTTATAAAAGTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTAATAAAATGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACCGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGGGCA---TGG------TTTGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGCATAACACTTTAAGACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTCAA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGTTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAACTCATGATCAGATTTGG------AAT------
AATATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACTTTAATTGAAGAATCGCAAAACCAACAAGAG----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTCAATGCCACAGCWATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ354118 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATATCATGGTAGACCAGATGCATGAAGATATA---
GTCAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAGGAATGCTACTACTAATACCAGTAGT----------
-------------------------------------------------------------------------
-------------------------ACTAATACCAGTAGTATAATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAAC---------------------------ACTAAGGTG---
AAAGACCATGCACTC---TTTTATACACTTGATGTAACACCAATAGATAAT----------------------
-------------------------------------------------------------------------
-------ACAGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------



GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACTAGGACGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGCGCA---
AAATGGAATAACACTTTAAAACAGGTAGCTGAAAAACTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTATTTAAG------
AATTCCTCAGGAGGGGACTTAGAGATTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGTTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATTCAGACATTTGG------GAT------
AATATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGTTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ354119 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGAYGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGCGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTGGAG---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTTGAATAGGAATAACACTGATTTGAATAGTACTAAC----
-------------------------------------------------------------------------
----------------ACCAATAATAGTACTAACACCAATAATAGTAGTTGGGAAGAGATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATTTGCACTT---TTTTATAGACTTGATATAGTACCAATAGATAATAAG-------
-------------------------------------------------------------------------
-------------
GATAATAAGGATAATACAAGCTATATGTTGATAAACTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGCTAAACGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAACTATAATAGTACAGCTAAAT----
-----------GCATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAAATATA------------GGACCGGGGAGAGCA---TTT------TGGGCAACAGGAGGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAAATCA---
AAATGGAAGAATGCTTTAGGACAGATAGCTGAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTCAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTACACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGACTTTGCTA---TAA 
>AY945711 



GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGAATGAAGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTGCTTTAAATTGCACTAATTTAGGGAATGCTACTAAT----------------------
-------------------------------------------------------------------------
-------------------------------------AACAGTAGTATGATGGGAGAAATGAGA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAAATTGATGTAGAACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------ACTAGCTATAGGTTGAGACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAGCAATTTCTCGGACAAT---------ACTAAAATCATAATAGTGCAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTATCACA---
AAATGGAATAACACTTTAAAAGAGATAACTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTATGAAGGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTTAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGACTTTGGTA---TAA 
>HM215431 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAGTCCACAAGAATTGGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTACTATCACTAATAGTAGTACTACCACTAATAGTAAT-------
-------------------------------------------------------------------------
----------------------ACTACCGCTAATAGTAGTAGGATAGTAGAGGAAGAAATGAAA---
AACTGCTCTTTCAATATCACTGCAAGCATAAGA---------------------------
GATAAGGTTCAGAAAGAATATGCACTT---TTTCATACACTTGATGTAGTACCAATAAATGAA----------
-------------------------------------------------------------------------
----------------
GGTGGTAGTAACAGTACATATAGGATGATACATTGCAACACCTCAGTCATTACACAG---
TCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATCAAGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCTCAGACAAT---------ACTAAAACCATAATAGTACACCTGAAT----
-----------AAATCTGTATAC---------ATTAATTGTACAAGACCCAACAACAATACAAGGAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACA---GAC------



---------ATAATAGGAAATATA------------AGAGCAGCACATTGT---ACCATTAATAAAACA---
CAATGGAGTGACACTCTAAAAAAGATAGTTATAAAATTAGGA---------------CAACATTTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTTAAAGAATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAGAAGAGATTGACAATTACACAGACTTGATATAC---
ACTTTAATTGAAGAATCGCAAGTCCAGCAAGAA----------------------------------------
-----------------------------
AATAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACACTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTCAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAGAGAGCTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAGTGAGACAGGGCTTAGAAAGGGCTTTAATA---TAA 
>HM215435 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAATCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTACTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGAATGAGGATGTA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCAGTAAGGTGAACAATACTACTCAT----------------------
-------------------------------------------------------------------------
----------------------------------AACATTACTAATGATGAGGCAGGATTAAAA---
AACTGCTCTTTCAATATCACCACAAACATGAAA---------------------------
GATAAGGTGCAGAAGGAACGTGCACTT---TTTTATGATCTTGATATAATAGCAATAGATAATGATAAGAAT-
-------------------------------------------------------------------------
-------
AGTAGTAAGAGTAATAGTAGTTATAGGTATAGGTTAAGAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAC------------
ATAATAATTAGATCCGAAAATATCACGAGTAAC---------AGTAGAAATATAATAGTACAGCTGAAC----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
GAATGGGAGAAAACTTTAAAGAGGGTAGCTGAAAAATTAAAA---------------GAACAATTTGAT----
-----------------------------------AATACAACAATATTCTTTAAT------
CAATCCGCAGGAGGGGACCCCGAAATTGCA---ATGCACAATTTTAATTGCAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAAAGTCTAAGTGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTATTAGTTTGCTTAACGCCGCGGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTGTAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>EU839606 
GCT---TCA------------------------------------------
ACAAAGTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAGTGGAATGATAGGACTAAT-------------------
-------------------------------------------------------------------------
-------------------------------GTCACTGATAGTGTTGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGCAGTAAGA---------------------------
GATAAGGTGCAAAAAACATATGCATTA---TTTTATAGGCTTGATGTAGTACCAATAGATGATAAACAGGAT-
-------------------------------------------------------------------------
----------
AATAGTAGCAGTAATAGTAGTAGCTATAGATTGATAAATTGTAATACCTCAAGCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAC--CATAATAGTACAGCTGAAT----
-----------GACTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGGAGTGTA---TTT------TATACAGGAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAATAGGACA---
AAATGGATGAACACTTTAGAACAGGTAGTTATAAAATTAAGG---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAGGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTTCCTTGGAACGCTACTTGGAAT-----------------
----------------------------AATAGATCTGTGGATTATATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACCTCATATAC---
AGCTTACTTGAGAATGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
CTTAATGAACAAGAATTATTAGAATTGGACAAGTGGTCAAATTTGTGGAGTTGGTTTTCCATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGTGGCCTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTTGCTGTTAGCTTGTTTGATACCATAGCTTTTGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGGATCAGACAGGGCTTGGAAAGAGCTTTATTA---TAA 
>EU839607 
GCG---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCAGTGATTGGGGGAATAGTTCTRGTAGCAATAGTTCTAGT-------
-------------------------------------------------------------------------
-------------------AGCACTAACAGTAGTTGGGACCAAGTAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAGGCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCATTT---TTTAATAAACTTGATGTAATACCAATAGATGATAATAAGAAT-
-------------------------------------------------------------------------
----------
AGTAGTAGTAATAATACTAGGAACTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAACAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAGGAAGAG------------
GTAATAATTAGATCTGAAAACTTCACGAGCAAT---------CATAGAATTATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACTAGGAAA-----
-AGTGTACATATA------------GGACCAGGGAGAGTA---TTT------TATGCAGGAGAA---------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAC---
GCATGGATTGGCGCTTTAAAACGGGTAGCTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAGAACAATAAATTTTACT------



CAACCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTCTCAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTGCTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATCGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAACAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTCGAAAGGGCTCTGCTA---TAA 
>HQ217662 
GCT---GCA------------------------------------------
GACAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCGACC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGATAATAAAAGTATTGCAAATTGCACTGATT
TG-----------------------------------------------------------------------
-------------CAGAATGGTAATGAAAGTATTGACACTAGTCAAGAACAAGGAGAAATAAAA---
AAATGCTCTTTCAATGTCACCACAGGCATTAGA---------------------------
GATAAGATGCGGAAAGAATATGCACTT---
TTTTATAAACTTGATGTAGTACAAATAAATGATGATAACAATACT----------------------------
-----------------------------------------------
AACAACAATACTAACAGCAGCTATAGTGAATATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACGATGTGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATAACTATA------------GGACCAGGGAGGGTA---TTT------TATACAGGGGAA---------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAATGGAACA---
GAATGGAACAACACTTTAAGACAGATAGTTATAAAATTGAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACATGTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAAATCTAACAGATATTTGG------GAT------
AACCTAACCTGGATAAAGTGG---GATAGAGAAATTAACAATTACACAGCTTTCATATAC---
AACTTACTTGAAGAAGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGTGGCTTAATAGGTTTAAGAATAGTGTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGTCACCGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATTAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU839608 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTCAAGCATATAAAGAAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GCGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---



ACCCCACTCTGTGTTACTTTAAATTGCACTGATACTTTGAGGAATAATACTGCTAAT----------------
-------------------------------------------------------------------------
-------------------------------ATCACTGACGGGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GACAAGATACAAAAAGAATATTCACTT---TTTTATAAACTTGATGTAGTACAAATAGATGATAATAAT----
-------------------------------------------------------------------------
-------------
AATAATACTAATAGTAGTTACTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGTTAAAG----
-----------GAACCTGTAATA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTGTACATATA------------GGACCAGGGAGTGTA---TTT------TATACAGGGGAA---------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---ACCCTTAATGTAACA---
GAATGGAATAACACTTTAAAACAGGTAGTTGAGAAATTAGGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCCACACTGCTGTGCCTTGGAATGGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTAATATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTACTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGTCAAGTTTGTGGAATTGGTTTGACATAACGAAATGGC
TGTGGTATATAAGATTATTCATAATGATAATAGGTGGCTTAATAGGTATAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AAAAGAGCTAGGCAGGGATACTCACCA------
TTATCGTTAGCTATTAGCCTGCTTAACGCCATCGCTATTGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGCTAGAGCT----------------------------
--------ATTCTTAACATA------CCAAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>EF593260 
GCT---GAC------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAGGTAGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGCATTGATATTAATACTAATGGCACTAATAGCACT-------------
-------------------------------------------------------------------------
----------------------------AACAGCTGGGATAAAGTAGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGATATAAAA---------------------------GAAAGTGTA---
CGAGGATATTCACTT---TTTAATAAACTTGATGTAATACCAATAGAAGATAATAATAAT-------------
-----------------------------------------------------------------------
AAAACTAATGGAAGTCATAGTAACTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTTAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAGAAAAT---------ACAAAAATCATAATAGTACAGTTGAAT----
-----------GAAACTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAGGAGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAATAACACCTTAAAAAGGGTAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCACAGGAGGGGACGTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAGATTTGG------AAT------



AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAATTACACAGGCCACATTTAT---
AACTTACTTGAGCAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGCTATAGCCATAGCAGTAGGAGGG---
GGAACAGATAGAGTTATAGAAATAGTAAGAGCAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCCAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTATTA---TAA 
>EU578580 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GGACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAGGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATAGGGAGGGTACTAATAGTACTAATACC-------------
-------------------------------------------------------------------------
-------------------------ACTAGCAGTTGGGGAAAGGTAGAGAAAGGAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGTATATGCAACT---TTTTATAAACTGGATGTAATATCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTAACTATAGATTGATAAATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTTTCCTTTGAACCAATTCCCATATATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAATTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCAAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATCTA------------GGACCA---CTGAGT---GCA------TTTTATACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGGATAACACTTTAAGAAAGATAGTTATAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTGAGGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCAGGTGCACCACCTCTGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGGCAATTACACACAATTAATATAC---
ACCTTAATTCAAGAATCGCAAGACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGCTAATAGGAGGCTTGATAGGATTAAGGATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGGATTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTTGATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAATAAGAGGAGGTTTTAGAGCT----------------------------
--------CTTCTCCATATA------CCTACAAGAATAAGACAGGGATTAGAAAGGCTTTTGCTA---TAA 
>EU578603 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAGC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTTCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAGAATTA---
ACCCCACTCTGTGTTACATTAAATTGCACTGATGTTGAGAGAAATGATACTAGTAGCAATAGCAGTAGTGTTA
AGAACAAT-----------------------------------------------------------------
-------AATACTAGTAGCACTAACAGGAGCAACTGGGAAAAGGGAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCTATATCGACACAGGTATAAAA---------------------------GGTAGGGTG---



CAAGAATATTCTCTT---TTTCATAAACTTGATGTAGTACCAATAGATGGTAGG-------------------
-------------------------------------------------------------------------
----AATGCTTCTAGTAATAGATTTATATTGATACATTGTAATACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACACTGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAGACCATAATAGTACATTTGAAA----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATCTA------------GGAGCAGGAAGAGCA---TTA------TATACTAATGGAGAA------
---------ATAATAGGAAATATA------------AGACACGCACATTGT---AACATTAGTAGAACA---
CAATGGAATAAAACTTTAGGAGAGATAGTTAAAAAATTAAGA---------------GAAAAATTTAGG----
-----------------------------------AATAAAACAATATTCTTTAAT------
CAATCCTCAGGAGGGGACGTAGAAATTGTA---ATGCACAGTTTTAATTGTCAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACACAATTAATATAC---
ACTTTACTTGAAGACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGGCTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF277060 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGTTGGGGAAAGGTACTAGTGCTAATGCT----------
-------------------------------------------------------------------------
-------------------------ACTAGTGCTAATGTCACTAGTGAGAAAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAACATTAAGA---------------------------
GATAAGGTGCAGAAAGCACATGCATTG---TTTTATAGACTTGATGTAGTACCAATAGATGATAAT-------
-------------------------------------------------------------------------
-------------
AATGATAATAGTAGCAGTAGCTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAACTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GACTCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATAACTATA------------GGACCAGGGAGTGTA---TTT------TATACAGGAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTGCA---
AAATGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---TTGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTTGATTACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACTACATATAC---
ACCTTACTTGAAGATGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAAGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGTTTGATGCCATAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCGCAGAATTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATCAGACAGGGCTTAGAAAGGGCTTTGTTA------ 
>AF277055 
GCT---GCA---GAA---------------------------------
CAAGAACAAGGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAATGCTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATACCTGGAGAAATGATACTAATGCCACT-------------
-------------------------------------------------------------------------
-------------------------GCCAGTAGTTGGGAAAAGGGAGAGAAAGGAGAGATAAAA---
AACTGCTCTTTCAATGTCACCGCAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGATAATAATAATGGT-
-------------------------------------------------------------------------
----------
AGTGAAAATAGTAGCTATGGTAGCTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCCGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATTATAATAGTACATCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAAAGTA---TTT------TATACAGGGGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCG---
GCATGGAATAACACTTTAGAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAAATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTGACAATTACACAAACTTAATATAC---
AGCTTACTTGAAGAATCGCAGAACCAGCAAGAG----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGAACTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGCTTGCTTAATGCCACAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGATTATAGGAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF593245 
GCT---ACA------------------------------------------
CAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATGTGAAAAATGATACTAGTAGC----------------
-------------------------------------------------------------------------
----------------------------ACTAACAGTAGCAGCTGGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGATGCAGAGGGAATATGCACTT---
TTTTATAAACTTGATGTAATACCAATAGATAGTGAGAATAATAGT----------------------------
--------------------------
AATATAAATAGTGGGAATAATAGTAATAGTAATTTTAGTAGCTATAGTAATTTTAGATTGATAAATTGTAATA



CCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACATCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATG------------GGACCAGGGAAAGCA---TAT------TTTACAGGAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GAATGGAATGACACTTTAAAACAGATAGTTATAAAATTAGGA---------------GAACAATTTAGA----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACATTGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACCTCATATAT---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTGGATGAATGGGCAAATTTGTGGAATTGGTTTGCCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGCGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGACGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAAAAGTAGTACGAAGAGCCTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF277070 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACCTTAAATTGCACTGATAAGTTGAGAAATAATATAAGTGACACT-------------
-------------------------------------------------------------------------
----------------------------AACAGTAGCAGCTGGAAACAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAGGCATAAAA---------------------------GGTAGGGTG---
CAAGAATATTCACTT---TTTTATAAACTTGATGTAATACCAATAGATAGTAGAAATAAT-------------
--------------------------------------------------------------------
TCTGATAATAGTACTGAATTTAGGAGCTATAGATTAATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTATTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCAAAAACCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATG------------GGCCCAGGGAAAGCA---TTA------TTTACAGGAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAACACCTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACATAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACTGAGATCTGG------GAT------
AACATGACCTGGATGGGGTGG---GAGAAAGAAATTGACAATTACACAAAACTCATATAT---
ACCTTACTCGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGACAAGTGGGCAAATTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
GTATCATTTGCTGTTAGCTTGCTAAATGCCACAGCTATAGCAGTAGCTGAG---



GGAACAGATAGGATTATAGAAGTAGTACGAAGGGCTTTTAGAGCT----------------------------
--------GTTCTCAACATA------CCCGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF277072 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGATTTGAATAATGTTACTTAT-------------------
-------------------------------------------------------------------------
----------------------------------GTTAATATCACTGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGAAGTACAA---------------------------
GATAAGATGAAAAAAGCATATGCATTC---TTTTATAGACTTGATGTAGTACCAATAGATGATAATCATGGT-
-------------------------------------------------------------------------
-------
AATAGTAGCAGTAATAGTAGCAGTAATTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCACCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-GGTGTAACTATA------------GGACCAGGGAGAGTA---TTT------TATACAGGAGAA---------
---------GTAACAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGGACA---
AGATGGAAAAACACTTTAAAACAGGTAGAGATAAAATTAAAA---------------GAACAGTTTGGG----
-----------------------------------AATAAAACAATAAACTTTAGT------
CAACCCTCAGGAGGGGATCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTTCACAGAATACATATAC---
ACCTTACTTGAAAATGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTGATGCCATAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTGCAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGAGCTTTGTTA---TAA 
>AF277073 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTCTATGGGATAAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATAATTTGAGAAATGATGATAAAAGCACT-------------
-------------------------------------------------------------------------
-------------------------AACAGTAACAGCTGGGAAGTAGAGGTAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGAATAAGA---------------------------
GATAGGTTTAAGCAAGAATATTCACTC---
TTTTATAAACTTGATGTAATGCCAATAAATGATACTAATAGTAGT----------------------------
--------------------------------------------------
AATAATGTTAGTAGCAATTATAGTAGCTATACATTGGTACATTGTGATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAACTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGTTAAAT----
-----------GAATCTGTAGCA---------ATTAATTGCATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATACAGGAGAC---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGAGCA---
AAATGGAATGACACTTTAGAACGGATAATTATAAAATTAAGA---------------AAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAAAGCTCAGGAGGGGACGTAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGTTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAACCTCATATAT---
ACCCTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGATTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTGATGCCACAGCCGTAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGGAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATCAGACAAGGCTTGGAAAGGGCTTTACTA---TAA 
>EU578429 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTGCAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAGTCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAAGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGGCCTTAAATTGCACTGATAATTTGAGAAATGGTACACGTGGCACTAAC----------
-------------------------------------------------------------------------
-------------------------AGTAGCATCTTGGAAGAAGGACAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAAGA---------------------------GGTAAGGTG---
CAAGAATACTCACTT---TTTTATAAACTTGATATAATACCAATAGATAGTAGGAATAAG-------------
--------------------------------------------------------------------
TCTAATAATAGTACTGAGTATAATAGCTATAGATTAATAAATTGTAATACCTCAGTCATTAGACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGCAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GACTCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAGTGTA---TTT------TATACAGGAGAA---------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAATAACACCTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAATAATAGTCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---TTGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAACTGATATTTGG------GAT------
AACCTGACCTGGATGCAGTGG---GATAGAGAAATTACCAATTACACAGAGATCATATAC---
ACCTTACTTGAAGACGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTTACTGTTAGCTTGCTTGATGCCATAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTGCTAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATCAGACAGGGCTTTGAAAGGGCGTTGTTA---TAA 
>EU578386 



GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGTTCCAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACCTTAAATTGCACTGATAATTTGAGAAATGGTAATTTAAGAAATGATACAAAG----
-------------------------------------------------------------------------
----------------GGCACTAACAGTAGCAGCTGGGAAAAGGTACAGAAAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAGACATAAGA---------------------------GGTAGGGTG---
CAAGAATACTCACTT---TTTAATAAACTTGATGTAATACCAGTAGATAGTTCTGAT----------------
-------------------------------------------------------------------------
-AATAGTACTAAGTTTAGAAGCTATATATTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTACTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCAAAAAGCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACGAGACCCAACAACAATACAATAAAA-----
-AGTATACGTATG------------GGAATAAGGAGAGCA---TTC------TATACAAAGGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CATTGGGATAACACCTTAAAACAGATAGTTATAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACGTAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTTGATTATATTTGG------GAT------
AACATGACCTGGCAGCAGTGG---GATAGAGAAATTAACAATTACACAGAATACATATAC---
ACCTTACTTGAAGGTGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTAGTTGATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCAAGAAGAATTTTTAGAGCT----------------------------
--------TTCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU577148 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGTAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAGTTA---
ACTCCACTCTGTGTTACTCTAAATTGCACTGATAATTTGAATAATTTGAGAAATGATACTAGTAGCACTAACA
GT-----------------------------------------------------------------------
-------------AGCATTAGTGGCACTAACAATAGCAGCTTGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCGATATCACCACAAGCATGAGA---------------------------
GATAAGATGCAGAGAGAATATGCACTT---
TTTTATAAACTTGATGTGACACCAATAGATAGTGGGAATATAGAT----------------------------
-----------------------------------------------
AATGGGAGTAATTCTAATAATTATAGTAGCTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAGCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAACAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTCATTGCACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAACTTTT------------GGACCAGGGGCATCA---TTC------TATACAGGAGAA---------



---------ATAATAGGAGACATA------------AGAAAAGCATTTTGT---ACCCTTAATAGAACA---
GAATGGAATGACACTTTAAATCAGATAGTTATAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AAGAATAAAACAATAGCCTTTAAA------
CAATCCTCAGGAGGGGACGTAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACCTCATATGG---
AACTTACTTGAAGAATCTCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATATTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTTGACGCTATAGCCATAGCAGTATCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACGAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>EF593264 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGATTTGAATAATTTGAATACTACTAGTGGCAATACTACT-
-------------------------------------------------------------------------
----------------AGTGGCAATAACAGTAGCTGGGAAAAAGTAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATAACGAAAGAACATGCACTT---TTTTATAGACTTGATGTAATACCAATAGATAGTGGAAATAAT-
-------------------------------------------------------------------------
----------
ACTGAAAATAATACTTATAGTAGCTATACATTGATAAATTGTAATACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AATTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACACATA------------GGACAAGGGGCAGCA---TTT------TTTACAGGAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AATTGGACTAACACCTTAAAACAGATAGTTAGAAAATTAAAA---------------GAACAATTCAGG----
--------------------------------AATGCAACAACAATAGACTTTACT------
CAATCCTCAGGAGGGGATATAGAAATTACA---ACGCACACTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGGGAAATTGACAATTACACAAAGTACATATAT---
ACCTTACTTGAAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTGGCTGTTAGCTTGTTTGATACTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACGAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCAGTAAGAATCAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>EF593268 
GCT---GAA------------------------------------------
GAACAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGTTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAACCCACAAGAAGTTGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTATTACTTTAAATTGCACTGATGATTTAAGAAATGATACTAAGAGCACT-------------
-------------------------------------------------------------------------
-------------------------AACAGTAGTTGGATGGGGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATTG---
CTTTATAAACTTGATGTAATACCACTAGATAATAAGACTTATATG----------------------------
-----------------------------------------------
GATAATATTACTGCTAAAAACTATAGTACCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTATCAGAAGAAGAC------------
GTAGTAATTAGATCTGAAAATTTCACAAAAAAT---------GAGAAAATTATAATAGTGCAGCTGAAT----
-----------GAATCGGTAGCA---------ATTAACTGTTCAAGGCCCAACAACAATACAAGAAGA-----
-AGTGTACATATA------------GGACCAGGGAGGGCA---TGG------TATACAGGAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
CAATGGAAAGACACTTTAACAAAGGTAGCCATAAAATTAAGA---------------GAACAGTTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAACACTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAACACTAGTTGGAGC-----------------
----------------------------AATAAATCTCTAAGTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGACTACATATAT---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGTCAAATTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGTGGTTTGATAGGTTTAAGAATAGTTTTTGCA---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCATTTGCTGTTAGCTTGTTTGATGCAGTAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTAAGAGGCATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>U32396 
GCC---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAATTGAGAAACAATATAAGT-------------------
-------------------------------------------------------------------------
-------------------------------AGTGGGGAAAAGATGGAAATAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAGGCATAAGA---------------------------
AATAAGATGCAAAAAGAATATGCACTT---
TTTTATAAACTTGATATAATACCAATAGATGATGATAATAATAGG----------------------------
-----------------------------------------------
AATAATAGTAGCAATAATACTGTTAGGAACTATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTTACAAATAAT---------GCTAAAACCATACTAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAACTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCC---TTT------TATACAGGAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGAATGACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAGAATAAAACAATAGTCTTTAAT------



CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AGTAAAAATCTGAGTGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAAATTCATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTCAGCTTGCTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAAAAGCAGTGCAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AF086817 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAACATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGACCAGATGCAAGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCAATGATACTACCATGTCAAAGAATGATAGC----------------
-------------------------------------------------------------------------
-------------------------------AATACCCTTACAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCCTAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCATCT---TTTTATAGACTTGATTTAGTACAAACAGATGAA----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGATTGATAAGTTGTAACGCCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGAACATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTATAGCAGAAGAAGAG------------
ATATTAATTAAATCTGAAAATATCACGAACAAT---------GCTAAAACCATAATAATACAGCTGAAC----
-----------AAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAACATATCAAAAAGA-----
-AGAAGTATGCAT---------ATAGGAACAGGGAGAGTA---TTT------TACACAGCAAAC---------
---------A--ATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCG---
GAATGGAATAACACTTTACCACAGATAGTTAAAAAATTTAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTAACGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACCACATATAC---
AACTTACTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTAGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ823362 
GCT---ACA------------------------------------------
GACAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATCACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGCGTAAAAATA---



GCCCCACTCTGTGTCACTCTAAATTGCACTAATTTGAGGAAGAATGTCACTAATACCAATGGTACCATTACCA
GT-----------------------------------------------------------------------
----------AATAGTACCAATAATGGTACTAGTTGGGAATACATGGAGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AATGAAATGAAGGAAGATTATGCACTT---TTTTATAAGCTTGATATAAAGTCAATAAAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATATTGATAAATTGTAACAACTCAGTCATTACACAG---
GCTTGCCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGGGGAC------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GTTAAGACCATAATAGTACAGCTGAAT----
-----------GAATCTATAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGAGGGACA---TTT------TTTGCAACAGGAGCT------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACCTCAGTAGGGCA---
CAATGGAATAAAACTTTAGAACAAATAGTTATAAAATTAGGA---------------AAACAATTTAAC----
-----------------------------------AGTACAACAATAATCTTTGAT---
CAACAACCCCCAGGAGGGGACCCAGAAATTTTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAGGGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCGCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAAACTCTGAAGCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGACATAATATAC---
AATTTAATTGAACAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTTTGTTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAAGATTATAGAAATAGCACAAACAATTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGTTTTTGCTA---TAA 
>DQ823363 
GCT---GCA------------------------------------------
GAACAAACATGGGTCACAGTTTATTATGGGGTACCGGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGAGTTTAAT----------------
--------------------------ATATGGAAGAATAACATGGTAGATCAGATGCAAGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAAGTGCACTAATGATTTGACTCTAAATTGCACTAAGGATTTGAAGAATGATA
CC-----------------------------------------------------------------------
----------AAGAACAATAGTACCAGTACCAATTGTACAGTGGAGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAGGCATAGGA---------------------------
GATAAGATGCAGAAACAATATTCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACTTTAATACATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATTAGGAACATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTGATTAGATCTGAAAACCTCACGGACAAT---------GTTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTATACAA---------ATTAATTGTACAAGACCCAACAGGAATACAATAAGA-----
-AAGATATATATA------------GGACGGGGGAGAGCA---ATT------CATGCAACA---GAT------
---------TTAACAGGAGATATA------------AGGAAAGCACATTGT---AACCTTAGTAGAGAA---
CAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGG---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAACTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTATGGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCCTAATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAGTTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTTTACT---
GTGCTTTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGCACAAAGAATTGGTTGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>DQ823364 
GCT---GTA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCAAGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGCACTAATTTGAAGAATAATACCAATACCAATAGTACC----------
-------------------------------------------------------------------------
-------------------------AGTACCAATAGCAGTAGTTGGATGGAGGGAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGGCATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTAGCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACGTTAGTAAATTGTAACACCTCAATCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGATTAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGA------------
GTAGTGATTAGATCTGAAAACTTCACGGACAAT---------GTTAAAACCATAATAGTGCAGCTGAAT----
-----------GTACCTATACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATACATTTT------------GGACCGGGGGGAGCA---ATT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
CAATGGAATAACACTTTAAAACAGATAGTCACAAAATTAAGG---------------GAACAATATAAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTATACAGGCTTAATATAC---
ACTTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAGTTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGGTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCAACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAAGGAGCACAAAGACTTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAGTAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>JN562768 
GCT---GCA---CAA------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAATTAGATTTGAAA---------AATGTGACAGAAGATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTGGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTAAGAAATGATACCAATGCCAATAATACCACTGTTCCTA
AGACCACTGCCGCTACCACTACCACTGCC--------------------------------------------
----ACTAGTGGTAAAGGTAAAGGTAATAGTACAGGAACAAAAATGGGGGAAGGGGAAATGAAA---



AACTGCTCTTTCGATGTCACCACAAACATAGTA---------------------------
GATAAGAAGCAAAAAGAATATGCACTT---
TTTTATAAACTTGATCTAACAGAAATAGGTGGGAATAATGCAAGT----------------------------
--------------------------------------------
AGGGATAATACAAGTAATACAAATTATACAAGCTATACATTGATAAGGTGTAACACCTCAGTCATTACACAG-
--
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGGTCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTAGTACTTAAATCTGAAAATTTTACAAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------ACACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTGTACATATG------------GGACCGGGGAAAGTA---TTC------TTTGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGAGAAGCACACTGT---AATATTAGCAGAGCA---
AAATGGAATAACACTTTAAAAAAGATAGTTGAAAAATTAAAA---------------GAAAAATTT-------
-----------------------------------AATAAAACAATAGTCTTTCAA---
CCACCATCTCCAGGAGGGGATCTAGAAATTGTG---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGAAAGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGACAATTACACAGGCATAATATAC---
ACATTAATTGAAGAATCGCAGCTCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGATAGTCTGTGGAGTTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGTATAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>DQ869026 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCCAACGCTAGAGCATATGATACAGAG---GTCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGGC---
CCCAACCCACAAGAACTAAAATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACCAATTATTGGAGAATACTACTATGAAGAATGCTACT----
-------------------------------------------------------------------------
----------------AATATCAATAATAGTAGCTGGGGAAAGATGGAGCAAGGAGAAATAAAA---
AACTGCTCTTTTAATGTCACCACAAGCATAAAA---------------------------
GATAAGATGCAGAAAGTATATGCACTT---TTTTATAAACTTGATGTAGTACCACTAGATAATAGTGAAACT-
-------------------------------------------------------------------------
----------
AATAAGACTAATGCCACTTCCAGTTATAGGTTGATAAGTTGTAATACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAACAAGAG------------
GTAGTAATTAGGTCTGAAAATGTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTGCAT---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATATA------------GCACCAGGGAGACCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAGAA---
GATTGGAATAACACTTTAAAAAGGATAGTTGAAAAATTAAGA---------------GAACAATATAGG----
-----------------------------------AATAAAACAATAGCCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATCAGATTTGG------AAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAACTACACAGACATAATATAC---



AATTTAATTGGAGAAGCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAGTTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTATACACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF363123 
GCT---AAA------------------------------------------
GAAGACACGTGGGTCACAGTCTATTATGGGGTACCTGTTTGG---AGAGAAGCAACC---
ACCACCCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAAGTTTGAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTAAGGAATGCTACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGAGGAAAAGATAGAGGGAGGAGGAATGACC---
AACTGCTCTTTCAATGTCACCACAGCCTTACAA---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---TTCTATAAACTTGATGTAGTACAAATAAATAAT----------
-------------------------------------------------------------------------
-------------------
ACTGATAATACCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAT---AATAAGACGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAACA---
AAATGGAATAACACTTTAAAACAGATAGCTAAAAAATTAGAA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAG------
TCATCCTCAGGAGGGGACCAAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGACATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAGGATTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTCGATAAATGGGCAAATCTGTGGAGTTGGTTTAACATATCGAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATGCTATAGCCATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGATA---TAA 
>EU289199 
GCT---AAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAAGCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAAGGGTAATAATACCAATGCT----------------
-------------------------------------------------------------------------
-------------------------------AATTCTACTAGTATGGAACCAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCTCAGGCATAAGA---------------------------
GATAAGTTTCAGAAAGAATATGCAATT---TTTTATAAATATGATATAGTACAAATAGATAAT----------



-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAAGTATAATAGTACAGCTGAAG----
-----------GAACCAGTAGTA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAACA---CTT------TACGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTACTAAA---
GATTGGAATAACACTTTAGCACAGGTAGTTAGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAAACTTTACT------
CACTCTTCAGGAGGGGACCCAGAAATTATA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGACACACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACACAATATGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGCAATTACACAAGCATAATATAC---
AGTTTAATTGAAGAATCACAGAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGAAATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTG---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAGGAGCTGGTAGAGCT----------------------------
--------AT----------------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN944917 
GCT---GCA------------------------------------------
GACCAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACACTATTTTGTGCATCAGATGCAAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCATATGGTAGAACAGATGCATGAGGATATC---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATCTTGTGAATAGTAAT-------------------------
-------------------------------------------------------------------------
-------------------------ATTACTCGTGTTGACAATACTACGGAAAAGGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTGTATAAACTTGATATAGTACAAATAGATAATGATAAT----
-------------------------------------------------------------------------
----------
ACTAGCCATAGGGATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GTTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACACAATAACAATACAAGAAAA-----
-AGTATCAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGCAGAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTGCT------
CCATCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAATGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATACGATTTGG------GGA------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATCTAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACACACTGGC



TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTGATGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAACTATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCATTGCAA---TAA 
>JN944930 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGTC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGTACTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAACAATACTGCTACTAATACCACCAGTAGTGCTACTA
CTACCGCCAGT--------------------------------------------------------------
-------------------------AGTGCTAATAAAACAGCAAAGGAGGAAGCAGTAATGAAA---
AATTGCTCTTTTAATATCACCACAAACGTGAGA---------------------------
GATAAAGTAAAGAGAGAATATGCCTTG---TTTTATAACCTTGATGTAGTAAAACTAGAAGAG----------
-------------------------------------------------------------------------
----------------------
GATGAAACCAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGGAGGC---------
GAGGTAATGATTAGGTCTGCCAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAGT-
--------------AAATCTGTAGCA---------ATTAATTGTACAAGACCAAACAACAATACAAGTAAA--
----AGTATACATATG------------GGACCAGGGGGAGCA---TTT------TTTGCAACAGGAAGA---
------------ATAATAGGAGATATA------------AGAAAAGCATATTGC---ACTGTTAATGGAACA-
--GAATGGAATACAACTTTAAGACAGATAGTTGAAAAATTCAAA---------------AAACAATTTGGG--
----------------------------------GAGAATAAAACAATAGTCTTTAAG------
CCATCCGCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAAAATAAAACTTATGAGTACATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAACTACACAGGCTTAATATAC---
AATTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTAAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGTTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>JN944938 
GCT---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATGTGACTATCAGTAGTACTAAT-------------------
-------------------------------------------------------------------------
-------------------------GGTAGTACCGCTAATGTTACTATGAGAGAAGAAATGAAA---
AATTGCTCTTTTAATACTACCACAGTCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGAAGGA----------
-------------------------------------------------------------------------
----------------
AAGAATACCAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAGGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGCTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATTTCACAAACAAT---------GGTAAAAACATAATAGTACAGCTGAAG----
-----------GAACCTGTAAAA---------ATCAATTGTACAAGACCCGGCAACAATACAAGGAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATAAGCACAGAA---
CAATGGAATAACACTTTAACACAAATAGTTGACAAGTTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGGGATCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACTTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTCATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTTAACGTCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAAATAGTGCAAAGAGCTGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>EF593288 
GCT---AAA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAGC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGGCTATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAACATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAGAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCATTTGAGGAATGATACTAATACCACTAGGAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGGAATAACGAGACAGTAATAGAGAAAGGAGACATGAAA---
AACTGCTCTTTCAATACCACCACAGCCGTGAGA---------------------------
GATAAAATGCAGAAAGAATATGCACTT---TTGTATAAACTTGATTTAGTATCAATAGAGGGCAATAAT----
-------------------------------------------------------------------------
-------------
AGTAGTAATAATAGTGAGTTGTATAGGTTAATAAGTTGCAACACCTCAGTCATTACAAAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCAAAAAATCTCACAGACAAT---------ACTAAAATCATAATAGTACAGCTGAAC----
-----------GCCTCTGTAAAA---------ATTACGTGTATGAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GCACCAGGGAGAGCA---TTG------TACACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAATAATACTTTAAGACAGATAGTTACAAAATTAAGA---------------GAGCAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCATAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGTTTAATATAT---
GACTTAATTCTACAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGTACAACGCCACAGCCATAGCAGTAGCTGAA---



GGGACAGATAGGATTGTAGAAATCTTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTA---TAA 
>EF593289 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTATTAGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGATGAGGAATAATACTAATAATAATACCACTAGT-------
-------------------------------------------------------------------------
----------------------AGTAATAATGTTACTGACAGTGAATGGTCAAGAGACATGAGA---
AACTGCTCTTTCAATATCACCACAAGCATAAAG---------------------------
AATAAGGTGCAGCAAAAATATGCAATG---TTTTATAAACTAGATGTAGTGCAAATAAAGGAT----------
-------------------------------------------------------------------------
----------------
GATAATAATATTACCAGTTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAAACTTTGACCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAATAAGTTCAAT------GGAACAGGACCATGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTGGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAGAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAA----
-----------GAAGCTGTACAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TTCACAACAGGGGAC------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATGATACTTTAAAACAGATAGCTAAAAAATTAGGA---------------GAAAAATTTATA----
-----------------------------------GGTAAAACAATAGCCTTTAAG------
AACTCCTCAGGAGGAGACATAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGACTTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATACACAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAACATTCATATAT---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGTCTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGCAGGCTTGGTAGGTTTAAGGATAGTTTTTGTT---
GTACTTTCTGTAGTA---------AATAGGGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATACTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAACTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>HM769944 
GTT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGAGCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGCACTGATGCAGAGGTCACTAGGAAAACCAATACCACT----------
-------------------------------------------------------------------------
-------------------------AGTGGAGACTGGGAAAAGGTGAAGAAGGGAGAAATAAAA---
AACTGCTCTTTTGAT---GCCATAAACACGAAA---------------------------
AATAAGGTGCAGAAACAATATGCACTC---
TTTGATACCCTTAATGTAGTGTCAATAGATGATGATAATAATAGC----------------------------
-----------------------------------
AACAACAATAGCAACAACAATAACAACACCAACTATAGCGACTTTAGGTTAACAAAGTGTGACACCTCAGTCA
TTAGACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGACAGATTTTAAT------GGAACAGGACTATGTAACAAT-----------------------



-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGGGG------------
GTAGTACTTAGATCTAAGGATTTCAAGGAAAAT---------ACTAAAATCATAATAGTGCAGCTGAAT----
-----------AAAGCTGTAAAC---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTGTACATATG------------GGACCAGGGGGGGCA---CTT------TTTGCAACA---GAT------
---------GTAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTACTAGAGAA---
GAATGGAATAACACTTTAAAACAGATAGTACTAAAATTAAAA---------------GAAAAATTTGAG----
--------------------------------AACAAAACAAAAATAGTCTTTACT------
AACTCCTCAGGAGGGGACCCAGAGGTTACG---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGAATGATAGTTGGGGTTATAGT---
TGGAGTAATAGGACT---------------------AATAAATCTCTGGAAGAGATTTGG------GAT----
--AACCTGACCTGGAGGGAGTGG---GAAAGAGAAATTGACAATTACACAGATCTAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AGAAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCAATAACAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATAAGGCAAAGAGTTTTTAGAGGT----------------------------
--------GTCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ609746 
GCT---ACA------------------------------------------
GAAAAGATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAGC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCCCTCTGTGTTACTTTAAATTGCACTGATTATGAGGGAAATAAGGCCACTGGTAATACCACTAAGGCCA
CCAGTACTACCGCTGGTACCACTAGTGCTGCCACTGTT---------------------------------
ACCCCTAGTAGTGCCTCTACGACCACTAATGGTAGCGGGGGAGCGATGGAAGAAAGAGAAATAAAA---
AACTGCACTTTTAATATCACCACAGGCATGAGA---------------------------
GATAAGGTACAGAAAGAATATGCATTA---
TTGTATAAGTTTGATATAGAACCAATAAAGGATGATAGTGATAAG----------------------------
--------------------------------------------------------
ACTAATACTACTAATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGAAAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATAAGATCTGAAAATCTCACGAAAAAT---------CAGAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGG-----
-AGTATACCTATG------------GGGCCAGGGAAAGCA---TTC------TATACAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAATGCA---
ACATGGTATAAAACTTTAAAACAGGTAGCAAGAAAATTAAGA---------------GAACATTTT-------
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCACAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGCAATTTGG------AAT------
AACATGACCTGGATGGACTGG---GAAAGAGAAATTGACAAGCACACAGGCGTAATATAT---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTATT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>DQ869017 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAGC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAAATTTGCAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAGGAATACTACTAATACCACTAAT-------------
-------------------------------------------------------------------------
-------------------------CATACCAATATCAATGAGGAAATGAAAGGGGAAATAAAA---
AACTGCTCTTTCAATGTCACCACACACATAAGA---------------------------
GATAAGGTACAAAAAGAATATGCACTC---TTTAATAGACTTGATATAGTACCAATAGAGAAG----------
-------------------------------------------------------------------------
----------------------
GATAATATTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAC---AATAAAGAGTTCAAT------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGAG---------ATTACTTGTATAAGACCCAATAACAATACAAGAAGA-----
-AGTATACCCATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCGCATTGT---AACATTAGCAAAGGA---
AATTGGACTGACACTTTAAGAAAGATAGTTAAAAAATTAGGG---------------GAACGATTTGGG----
--------------------------------GAGAATAACACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCGCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATGTGACTGAGATTTGG------GAT------
AAAATGACCTGGATGCAATGG---GAGAGAGAAATTGACAATTACACAGATTTGATATAC---
TCCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACATGATTTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATGCTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATTTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTGGCTA---TAA 
>DQ869019 
GGT---AAA------------------------------------------
GAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAATTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGAATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAGATTGCCATAATGTAATGAATAAGACTAATATG-------------------
-------------------------------------------------------------------------
-------------------------------ACGAGTGAAAAGGAAGTGATAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAATATAAGA---------------------------
GATAAAGTGAAGAGTGAATATGCACTT---TTTTATAAACTTGATATAGTACAAATAAAGGAG----------
-------------------------------------------------------------------------
----------------
GATGGGAGTAATACCAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAG------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAAAGGAG------------
ATAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGTTAAAT----



-----------GAAACTATAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AATATTAGTGGAACA---
CAATGGAGAAACACTTTAGGAAAGGTAGCTAGTAAATTAGGA---------------AAACAATTTAAT----
-----------------------------------AAAACAATAGTACAGTTTAAG------
AACTCCGCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATGAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGAAAATCACACAGAAAAAATATAC---
TCCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTTTTAGAGGT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>DQ869014 
GCA---GAA---------------------------------------------
AAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGCACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGATCAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCAATGATACTAATACTACCACTAGTTCCACTGGTAATAATACCATT-
-------------------------------------------------------------------------
----------------AGTCCCACTACTAGTAGTTGGGATAAAATGGATAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
GATAAGAGGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTTAAT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAACAGTACAGCTGAAT----
-----------GAATCTGTGCCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGAAGAGCA---TTT------TTTGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AATTGGACTAGAGCTTTAGAACGGATAGTTCCAAAATTAAGA---------------GAACAATTTGGGAAT-
--------------------------------GAGAATACAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGTTCAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATATGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAATTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTCGCTATTAGTTTGTTTAATGCAATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>DQ869027 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---



ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAAGGGAGAAAATGCCACT-------------------
-------------------------------------------------------------------------
-------------------------------GCCCCTACTGCCACTAGTGCAGGAGAAATAAAA---
GACTGCTCTTTCAATATCACAGCAGCTATAAGA---------------------------
GATAAGGTAAAGAAAGAAAATGCACTT---
TTTTATAAATCTGATATAGTACCAATAGATGATGATAATACTAAT----------------------------
-----------------------------------------
AACAGCACTCTTGCTAATATCAGCACTCCTACTATCTATAGGTTGATAAGTTGTAACACCTCAACCATTACAC
AG---
GCCTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAT---GATAACATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGGAAAAGAG------------
GTAGTAATTAGATCTGAAAATATCACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACGAATATAGAACAAGA-----
-CGTATACATATA------------GGACCAGGGAGAGCA---TTT------GTTACAACAAAAAGC------
---------ATAACAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAAAA---
GATTGGAATAAAACTTTAGCACTGATAGTTGATAAATTAAGA---------------GGACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTGGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAAAATTTAACTCAAATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACAATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGCTTACAAAGAATTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU578061 
GCT---GAA------------------------------------------
GAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGACGCTAAAGGATATGAAACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTAATGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGTACTGACTACGTGGGGAATGGCACTAGTGGCACTAAT----------
-------------------------------------------------------------------------
-------------------------GCCACTAGTAATACCACTGACAATGATTGGGGAATGAAA---
AACTGCTCTTTCAATGTCACCACAAATATAAGA---------------------------
GATAAGGTGAAGACAGAATATGCTCTC---TTCTATAAACCTGATGTAGTACCAATAGACAAA----------
-------------------------------------------------------------------------
----------------------------
AGTAACTATATTCTAATACATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GACAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------ACATCGGTAGAA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---GTT------TATGCAACAGGAAAA------



---------GTAATAGGAGATATA------------AGACAAGCGCATTGT---AACCTTAGTACAGCA---
GACTGGAAGACCACTTTACAAAAGATAGCTACAAAGTTAGGA---------------GAACAATTTAAT----
-----------------------------------AATAGCAAAATAATCTTCAAT------
TCATCCTCAGGGGGGGACCCAGAAGTTGTA---AGTCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAGACTCATTTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAAATCTGG------AAA------
AACATGACCTGGCTGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
ACCTTACTTGAAGAGTCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATAAGTGGAACAATTTGTGGAGTTGGTTTGGCATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
ATATCGTTGGCCACTAGCTTGCTTAATGCCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTACTACAAAGAATTATCAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGATCTTTACTA---TAA 
>FJ469738 
GCT---GAA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTAACTGATTTGAAGAATGCTACTAATACCACTGCTCCTA
ATGCC--------------------------------------------------------------------
-------ACTGCTACTAATACCACTGCTAATAGCACGGGAGAGGTGGGGGGAGGAGAAATGAAG---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATAAAGAGAGAATATGCAATT---TTTTATACACTTGATATAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
-------------------
AATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACCCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCCTGAATAGAACA---
GACTGGAATAACACTTTACAACAGATAGTTAAAAAATTAAGA---------------
GAAATTGAACAATTTAAG---------------------------------GATAAAACAATAGTCTTTAAT-
-----CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGACACAATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACATACATAATATAC---
AGCTTACTTGAGAAATCGCAGAACCAGCAAGAT----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAACGCCACAGCGGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT283937 
GCT---GAA------------------------------------------
GAAGAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATACTCAACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---



CCCAGCCCACGAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGGTTGGGGAAATAATACTAAAGCCACTAATAGTAGTCCTA
CTAGTGCCACT--------------------------------------------------------------
----ACTAGTACTTCTACTAATGCCACTAATAGTAGTTTGGAAATAAAGATAGAAGAAATAAAA---
AACTGCTCCTTCAATACCACCACAATAGCA------------------------------
GATAAGAGGCATAAAGAATATGCACTT---TTTTATAAACTTGATGTAATAAAAATAGATGGTGACAATAAT-
-------------------------------------------------------------------------
----------------
AATGGTAGCTATACCAACTATAGGTTGATAAATTGTAATACTTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGACTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGTCAGGACTATGTACAAAT-----------------------
-GTCAGT---ACAGTACACTGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTATTGTTAAATGGCAGCCTAGCTGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATACTAGTACATTTAAAT----
-----------GAAACTGTGAAC---------ATTACTTGTACAAGACCCCACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AATTGGACTAACACTTTAAGACTGGTATCCACAAAATTAAAA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTTTTTAAA------
CCACCCTCAGTAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAAAAAT---TGG-----
----------------------------AGTAACAATCTGAGTAAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACACAAATAATATAT---
AGCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATAATTTCTATAGTG---------AGTAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTAGATGCCACAGCAATAGCAGTAGCTGGG---
GGGACAGATAGGATTATAGAAGCAGCACGAAGAGTTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAAGGGCCTTGCTA---TAA 
>EF593254 
GCT---GAA---CAA------------------------------------
AATAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTAGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAGGTTGAATAATAGCACTGTTAATGGTACC----------
-------------------------------------------------------------------------
----------------------ACTAATAGTAGCTGGGGGAAAATGGAACCAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACTCATAGCATAAGA---------------------------
GATAAGATAAGCAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GACAATGCTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACTTTTAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
CTAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCACATGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTGCAGAA---
AAATGGAATAAAACTCTAAAGCAGATAGCTGACAAATTAAGA---------------GAACAATATGGG----
-----------------------------------AACAAAACAATATCCTTTAAT------



CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTACTTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATCGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTTTAGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTATACAGAATTAATATAT---
TCTTTAATTGAACAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAGCAGGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATCACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCATTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCTGTTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTAAACGTA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN944936 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCTTATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTATTGGAA---------AATGTAACAGAATATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTGGACGAATGGCACTGATTGGAATACCACTAATAGTAATA
AT-----------------------------------------------------------------------
-------------------ACCACTATTAGTAAAGAGGAAACGATAGAGGGAGGAGAAATGAAG---
AACTGCTCTTTCAATATCACCACAGCAACGGGA---------------------------GATAAGAAA---
AAAGAACGTGCATTT---TTTTATAAGCTTGATGTAGCACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTAATACCAGCTATAGGTTGATAAGTTGTAATACTTCAGTCATTACCCAG---
GCATGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAACTAAAT----
-----------GAATCTGTACCA---------ATTAATTGTACAAGACCCCACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCC---TGG------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGAAGCA---
AAATGGAATAACACTTTAAAACAGATAACTGAAAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------AAAACAATAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTACA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGGTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGAAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTGAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTGCAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAA---TAA 
>EF593291 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAGGAATGCTACTAATATTACT----------------



-------------------------------------------------------------------------
----------------------------AATACTACATTAGAAATGGAGAGAGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAAACTTCCAG---------------------------
AAGAGGTGGAAGACAGAACGTGCAATC---TTTAATAGCCTTGATGTAGTACAAGATGATACT----------
-------------------------------------------------------------------------
-------------------
GATGGTAATGCTAGTTATAGGTTAAGAAGTTGTAATACCTCAGTCATCACACAG---
GCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAC---AATGAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCAAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTATAGAA---------ATTATTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTGTACATTTC------------GGACCAGGGAAAGCA---TTT------TTTCTAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAAAGCA---
AATTGGACTAATGCTTTAGAACAGATAGTTGAAAAACTAAGA---------------GAAATATATGGG----
--------------------------------AAGAATAAAACAATAAACTTTACT------
CAACCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGGTCTCTGGAGGAAATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAGGCCTAATATAC---
ACCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAAGTGCATTGCAAAGGATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>EF593293 
GCT---GAA------------------------------------------
GACCAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACAAGACCCAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAACATTTTAAC----------------
--------------------------GTGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTATACTGGGAATACTACCAATACTGGGAATGCTACCAAT-
-------------------------------------------------------------------------
-------------ACTAACAGTACTGTGAATGCTTCCAGTACCTTGGAAGAGACGGGAATGAAA---
AACTGCTCTTTCAATATAACCACAAGCATAAAA---------------------------
GATAAAAGGTATCAAGACTATGCACTT---TTTTATAAACTTGATGTAGTAGCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGCTAGCTATAGGTTGATAAATTGCAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCGACT---
CAACTGCTGTTGAATGGCAGTATAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTTAAAACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGGGCA---
CAATGGAATGACACTTTAAAAAAGGTGGTTGAAAAACTAACA---------------GAAAAATATGGT----
-----------------------------------AATAAAACAATAGCCTTTCGG------
CCACCCGTAGGAGGGGACCCGGAAATTATA---ATGCACACTTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------GAA------



AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACACAGGAAATATAC---
AATTTAATTGAAGTATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAAAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATCACAGTAGCTGAG---
TGGACAGATAGGATTATAGAAATAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>EF593294 
GCA---CAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTTTGTGTTACTCTAAATTGCACTGATTTGAAAAATGCTACTAGTACCAATGATACT----------
-------------------------------------------------------------------------
-------------------------AGTCTCAATAATAGGACTATGGAAGAAGGAGACATGAGA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------
AATAAGGTGAAGAAAGAGCATGCACTT---TTCTATAAACTTGATGTAGTTCCAATAGGTGAT----------
-------------------------------------------------------------------------
----------------
AATACAAATAATACAAGCTATGCTTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGAAGAATTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGTTGTTAAATGGCAGTCTAGCAGAAGGCGAG------------
ATAGTAATTAGGTCTGAAAATATCACGGACAAT---------GCTAAAACTATAATAGCACATCTGAAT----
-----------GTATCTGTAATA---------ATTAATTGTACAAGATATAATAACAACACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGGCAGCA---TTT------TATGCGACAGGGGAT------
---------ATAATAGGAGATATA------------AGACAATCACATTGT---AACGTTAGTAAAAAA---
GCTTGGGAGAACACTTTAAAAGGGGTAGCTGAAAAGTTAAGA---------------GAAAAATTTGGG----
--------------------------------GATAACACAACAATAGCCTTTAAT------
AAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGTAAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAAATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGACTAATATAT---
AACTTAATTGAAGAATCACAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTGGCTGTTAGTTTGCTTAATACTACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATATTACAAAGATTTTGTAGGGGT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGGGGCTTTGCT------- 
>GU330249 
GTT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATCACTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTACAATATTACTAAGACTAGTAATAGTACTAAT-------
-------------------------------------------------------------------------
---------------------ACCAGTAGTAGTAGTTTGGATGAAATGAAGGGAGAAATAAAAA---
AACTGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------



GATAAGTGGCAGAAAGAATATGCACTG---TTTTATAAACTTGATGTAGTTCCAATAGATAATGGT-------
-------------------------------------------------------------------------
----------------------------
ACCACATATACCTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCACTCTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTCCAGCTAAAA----
-----------GATCCTGTAGAG---------ATCAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATCCA------------GGACCAGGGAGAGCA---ATC------TATGCAACAGAAGCA------
---------ATAATAGGAGACATA------------AGGCGAGCACATTGT---ATCATTAATGGCACA---
AAATGGAATAACACTTTAGGACAGATAGTCAAAAAATTAGGA---------------GAGCAATTTAAT----
-----------------------------------ACAGCAAAAATAATTTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGTTAGTTGGAGTAATAAT---
AGATCTCTAGATAAAAATGAT---------------AATAGGTCTCTATATTATATTTGG------GAC----
--AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAT---
AACTTAATTGAACAATCACAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGAATTAGATAAGTGGGCAAGTTTATGGACCTGGTTTGACCTATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTAATAGAAGTAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTTCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGTGTTTATTA---TAA 
>GU330333 
ACT---GCA------------------------------------------
GGACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTATGAGAAGAAGAATACTACCGATAATAGTACCACCAATA
AT-----------------------------------------------------------------------
----------AGTACCATCACTAATAGTACATGGGGAGAGATGGAAGACAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCTCAAACATAAGC---------------------------
GATAAGAAGCAGCAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGATAAG----
-------------------------------------------------------------------------
----------
AATGACAATGCTACTTATACTAACCATAGGTTGATAAGTTGTAACGCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTTTTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCTTGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAAAATATCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGAAGAGCA---CTT------TATACAACAGGAGAA------
---------GTAATAGGAGATATA------------AGGAAAGCATATTGT---AACATTAGTGGAACA---
AAATGGAATAAAACTTTAGGACAGATAGTGAGCAAATTAAGA---------------GAACAATTTCCA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACATTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGATATAATATAC---
AATTTACTTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTATTGGAGTTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTACAATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATTGGGTTATAGAAATATTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATC------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTCTGCTA---TAA 
>KT124777 
GCT---ACA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAAATTTAAT----------------
--------------------------GTGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCAGTGATTTACCTAGTAATAATACCACTAGTGGTAATACCACTGCT-
-------------------------------------------------------------------------
----------------------AATAGTACCACTAGTGAAATCACTGGTGAAATGGAAATGAAA---
AATTGCTCTTTCAATATTACCACAAACTTAAGA---------------------------
GATAAGACACAGAGTCAGTATGCACTT---TTTTATAAACTTGATATAGTACAAATGCATGAGGATAAGAAT-
-------------------------------------------------------------------------
----------------------
AACAATACTAACTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGATGTTCAGT------GGAAAAGGAGATTGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAC---------GCTAAAACCATAATAGTACAATTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGTA---TTT------TATGCAACAGGAGGA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ACCCTTAATGAAACA---
AAATGGAATGACACTTTAAGAAAGATAGCTATAAAATTAAGA---------------GAACAATTTCCG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAGTTCACAATTACACGCAATTAATATAT---
ACCTTAATCGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGAATTATTGGAATTAGGTAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGGAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>KT124795 
GCT---AAA------------------------------------------
GAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCAGTTAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACAATGCACCAATAATGTGACTGTCATTAATGAGACTCAGGTCAAT-------
-------------------------------------------------------------------------
----------------------AATAATAATAGTGTAATAGGAAACATAAAAGAAGAAGTAATA---
AACTGCTCTTTCAACACAACCACAAGCATAAGA---------------------------
GATAGAGTTACGAAAGAATATGCACTT---
TTTTATAGACTTGATGTAGTAGAAATAAATGATGATAAGAATAGTAGC-------------------------
-----------------------------------------------



AATGCTGAAAAGAATGATAGTTCTAGGAACTATAGGATGATAAATTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGAGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATGATTAGATCTGTCAATTTCTCGAACAAT---------GCTAAAGTCATCATAGTACAGCTGAAT----
-----------GAAACTATAGAA---------ATCAACTGTACAAGACCTGGCAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAAAGAA---
AAATGGGAGAATGCTTTAGAACGGATAGCTATAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACACCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTGTAGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTATACAGAATTAATATAC---
TCCTTACTTGAAGAATCGCAAAACCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGATAAATGGGATAGTTTATGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTTAACGCCACAGCTATAATAGTCGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTTTAGAGCT----------------------------
--------TTTATCCACATC------CCTAGAAGAATAAGACAGGGCTTCGAAAGGTGCTTGATA---TAA 
>DQ869020 
GCT---ACA------------------------------------------
GAGCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTATGGGACAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGATTTGACAAACACGACTTTTAGAAACAGCACG-------
-------------------------------------------------------------------------
----------------------ACTTTTGAAAACAGCTCTCTCATTGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAATCCTAAGA---------------------------
GATAAGGTGCACAAAGAACATGCATTG---TTTTATAAACTTGATGTAGTACCAATAGATGATAAT-------
-------------------------------------------------------------------------
----------------
AATACTACTAATACTAGCTATAGGTTAATAAATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCACA------GGAAAAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAA------------
GTAGTAATCAGATCTGAAAATTTCACGAACAAT---------TTTAAAACTATAATAGTACAACTGAAT----
-----------GAATCTGTAGGA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAGGGAT---
GAATGGAATAAGACTTTAAAGGCTGTAGCTGAAAAATTAAGA---------------GAACAATATAAT----
-----------------------------------AAAACAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTATGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAGCAATTACACAGACTTAATATAC---
TCCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCATTGGCTGTTAGCTTGCTGAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTATTACAAAGAGCTGGTAGAGTT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>DQ869021 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATTCTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTGATTTGAATATCACTAAGTCGAGCGATAATACTGCTACT----
-------------------------------------------------------------------------
----------------TCTACTCCTGCTAAGGCCACTAATAGTAGCATGGGGGAAGAAATGAAA---
AACTGCTCTTTCAATATCTCCACAAGCACAAGA---------------------------
GATAGGATGCAGAGAGAATATGCACTC---TTGTATAAACTTGATATAGTACCACTAGATAAT----------
-------------------------------------------------------------------------
-------------------
GTTAATGATAGTACTTATAGGTTGATAAGTTGTAACACCTCAGTCACTACCCAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGGAAGAATTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAATGGTATCAACT---
CATCTGCTATTAAATGGCAGTCTAGCAAAAGGAGAG------------
GTAAAAATTAGATCTGCCAATTTCTCGAGTAAT---------ACTAAAAACATAATAGTGCAGCTGGAT----
-----------GAAACTGTACAA---------ATTAATTGTACAAGACCCGGTAACAATACAAGAAGA-----
-AGTATACCTATG------------GGACCAGGGAGGGCA---TGG------TATGCAATAGGAGAA------
---------ATAACAGGAAATATA------------AGAAAAGCACATTGT---GTACTTAATAAAACA---
ACTTGGAAGAACACTCTAAAACAAATAGCAAGGAAATTAGAA---------------GACCAATATAAG----
-----------------------------------GTTAAAACAATAATCTTTAAG------
AACGCCTCAGGAGGGGACCCAGAAGTTGCA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATGCAATTTGG------CAT------
AACATGACCTGGATGGATTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTACAATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGCAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTCCAAAGAGCTTATAGAGCT----------------------------
--------GTTCTACATATA------CCTAGAAGGATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>DQ869022 
GCT---ACA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAGCCCACAAGAAGTGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAACTGCACTGAGCCAAAGTTTAATGCCACTGATACT----------------
-------------------------------------------------------------------------
----------------------------GCTAATCATACCTCTGGTATTAGTGGGGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGACGTAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTGTATAAACTTGATATAGTACCAATAAATAAA----------
-------------------------------------------------------------------------
----------------------
AATGCTAGTACCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAAAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATATTAGTAGAACA---
AAATGGAATAACACTTTAAGTAAGATAGCTGAAAAATTAAGA---------------GCACAATATGGG----
--------------------------------GAGAATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAGATTTAATATAC---
ACCTTACTTGAAGCATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTGTTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTACTATAGTG---------AATAGAGCTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGGGCTTGTAGAGCT----------------------------
--------ATTATACACATA------CCTACGAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>FJ469687 
GCT---GTA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAACAGTC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTAATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAGAGTGCTATGATTATGTGAAAAATGCTACTAATGGCACTACTACTCCT----
-------------------------------------------------------------------------
-------------------GACAATAGTACTAACTGGAGCAAGATGGAGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGAATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAGCTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AAAAATAATAGCTATAGGTTGATGAATTGTAACACCTCAAAGATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATAAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGCGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAATAACACTTTAAAACAGGTAGTTGCCAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAACTGGGCAAATTTGTGGAATTGGTTCGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACTATAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>FJ469688 
GCT---GCA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTACACTTGAAA---------AATGTGACTGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTTTGGGAATACTACCAATACCACT----------------
-------------------------------------------------------------------------
-------------------------------ATCGGGGGAGAGATGGAAAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCTCAAACATAAGA---------------------------
GATAGGGTGCAAAAAGAATATGCACTT---
TTTTATAAAACTGATGTAGTACCAATAGAGAATGAGAAAATAGAT----------------------------
-----------------------------------
AATAAGACAGTAGGTAATAGTACTAGTACCAACTATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAG---
GCTTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATACCAAGTTCAAT------GGAACAGGACTATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAAAAGAGGAT------------
GTAGTAATAAGATCTGAAAACTTTACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------GTAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
GCATGGAATAACACTTTAAAAAAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGCTCCTCAGGAGGGGATCCAGAAATTATA---ATGCACAGCTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTCAATTACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTACACACAGATAATATAC---
AGCTTAATTGAGGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGGATTGGATCAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCCATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTTAATACCATAGCCATTGCAGTAGGTGAG---
GGGACAGATAGGATTCTAGAAATATTACAAAGAATTTATAGAGCT----------------------------
--------ATTATCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469693 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAAATAAGATTAGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTCTAAATTGCACTGAGTTGACTACTAATAATACCAATAATACTACCGCTAATACT-
-------------------------------------------------------------------------
----------------ACTGATACTGATGAAATGAATGAAGAAATGAAGAGGTGTGTACTG------
ATTTGCTCCTCCTCTATCACGACCACCGTAAGG---------------------------
AAAGAGGATGCGACAAAATATGCTCAT---GATTATTTTCATGATGCGGATGAAATACATAACGAT-------
-------------------------------------------------------------------------
----------------GATAATAGCAGTAGCTGTTACACCTCATTAAGTAGTAAC------------------
---
GCCTGTCCCATTGCAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAC---GATACGAAGTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCACC---ACAGTACAATGTACACATGGAATTATGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------



GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------AAATCTGTAACA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GACTGGAATAACACTTTAGGACAGATAGCTAACAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGCCTTTAAG------
CCATCCTCAGGAGGAGACCTAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGCCAGATTTGG------GAT------
AAAATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGAGTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTCTTACAAAGAGCTTTTAGAGCT----------------------------
--------CTTATCCACATA------CCTAGAAGGATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HQ217201 
GCT---GAT---------------------------------------------
AACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCTAAC---
ACCTCTTTATTTTGTGCATCAGATGCTAAAGCCTATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGATCCACAAGAAGTATACTTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGAACAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTCACTTTAAATTGTACTGATTATTGTGGGACTAATACCACTAGGAATACCACTAAACCCA
TTGATTGTAAT--------------------------------------------------------------
----ACCACTAGTAGTAAGGCCACTAGTGATAATACCACTATGATGGAGGCACAAGGAATGAAA---
AACTGTTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAGGGTAAAGAAAGACTATGCACTT---
TTTTATAGCATTGATGTAGTAAAAATAAATGATACAAATGTAGTAAAA-------------------------
-----------------------------------------------
ATAAATGATACAAATGACAGCTATGATAGCTATAGGATGATAAGTTGTAATACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTATC---AATAAGACATTCAGT------GGAAAAGGGCCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGACAATTTCTCAGACAAT---------GCTAAAAACATAATAGTACAGTTGAAC----
-----------ACATCAGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATATA------------ACACCAGGGAGAGCA---TTT------TTTACAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTAAAGCA---
AACTGGACGAAAACTTTGATAGAGGTAGCTAAAAAATTAAAA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAGTCTTTAAG------
AATTCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGAAATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
-------------------------AATAATAAATCTCTGAAGGAGATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAAACAAATTAACAATTACACAAACTTAATATAC---
ACTTTACTTGAGGATTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGCAATTGGATAAATGGGCAAATTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTTTT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATATTACAAAGAACTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>FJ469730 



GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTACTATTGAAA---------AATGTGACAGAAAATTTTAGC----------------
--------------------------ATATGGAACAATAGCATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTGGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGCAGAATGCTAATGCTACTAAGATT-------------
-------------------------------------------------------------------------
----------------------------AATAATAGTAGTAGGGAAGCGATGGGGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATGACA---------------------------
GATAAGATGCAGAAAAAGTATGCAATT---TTTTCTAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATGGTACTAATAGCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGGATTTCAAT------GGAACAGAACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
GTAGTAATTAGATCTAAAAATTTCAGTAACAAT---------GCTGAAACCATAATAGTACAACTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACATTTA------------GGACCAGGGAGAGCA---TTT------CATGTAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAAGGCA---
AAGTGGGGTGAAGCTTTAAAACAGATAGGTAAAAAATTAGAA---------------GAAAAATTTAAG----
-----------------------------------AAGGAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAGAGGATCAACAGCTCCTGGGGAGTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AGTAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGCAAAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGACTTTTGCTA---TAA 
>FJ469737 
GCT---ACA---------------------------------------------
GACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATGCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTTTGTGTTACTTTAGATTGCACTGATGTAGGGAATACTACTAATATCACTAGTACTAAT-------
-------------------------------------------------------------------------
-------------------ATCACTAGTATGAGTGAGGGAATGATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACACCCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAGGGATAATAAT-
-------------------------------------------------------------------------
----------
ACAGATAGGGATAATAATACTAGATTTAGGTTGATAAGTTGTAACTCCTCTGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGGTCTAGCAATTTCAGTGACAAT---------ACTAAAACCATAATAGTACAGCTAACA----
-----------GAGGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACACTACAAGAAAA-----



-GGTATACGTATA------------GGACCAGGGAGAGCA---GTT------TATGCAACAGAAAAA------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAGAGAA---
AAGTGGAATAACACTTTAGGACAGATAGTTGTAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACACAATTAATATAC---
ACCTTAATTGAAGAATCACAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGAAATTGGATGACTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTACTTAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATTAGACAGGGCGCGGAAAGGGCTTTGCAA---TAA 
>JQ403102 
GCT---GAA------------------------------------------
GATAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACCCAGAG---GTTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCTCAAGAGGTAGTATTGGGA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAAATGCACTGAGTACTATGGCAAGAATGATACTAATATCACTAACGCTACT-
-------------------------------------------------------------------------
----------------------ATTAGCCCTATCCTTAATAGTAGCGAGGGAACAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAACTTCAAA---------------------------
GACAAGAAGCAAAAAGAATATGCACTT---TTCTATAGACTTGATATAGCACCAATAAAGGATGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAGAAATTTAAT------GGAACAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCTACT---
CAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACACCTAAAT----
-----------GAAGCTGTAGAA---------ATAAATTGTACAAGAGTCAGCAACAATACAAGAAAA-----
-AGTATTTCTATA------------GGACCAGGAAAAGCA---TTT------TATACAACAGGAGAA------
---------GTCATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGCACA---
AAATGGAATAACACTTTAGGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGC----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGTAAGAGT---
AATAAATCTCTG---------------------------AAAGATCTGAATGAGATCTGG------GGC----
--AACCTGACCTGGATGGAGTGG---GACAAAGAAATTGCAAATTACACAGACAAGATATAC---
ACTTTGCTTGAAAAAGCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGACAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAACGCCACCGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATAGCACAAAGGATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGGCAGGGCGCGGAAAGGGCTTGGTTA---TAG 
>FJ469741 
ACT---GCA---GAA---------------------------------
CATGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACTGAG---GTACATAAT----------------



--------------ATGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAATAGTAGTGGAA---------AATGTGACCGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGATTTGACAAATAATACTAAGGCCAATAGT----------
-------------------------------------------------------------------------
-------------------------AGTACAGGGGGAATAATAGAGGGAAAAGGAGAAATAAAG---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
GATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAATGGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCTAACA---
CACTGGAAAAACACTTTAAAAAAGGTAGTTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAGCGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAAAGTAATATAC---
AACTTACTTGAAGTATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTCTAGAAGTATTACAAAGACTTGGTAGGGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469748 
GCT---AAA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGAATTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACTTGCACTGATCCGTTGAATATTACTGCCAATGGTGATAAT----------
-------------------------------------------------------------------------
-------------------------GCGACTACTATCCCCAGGATAAACGAAACAAAAATAAGA---
AATTGCTCTTTCAATATCACCACAAAAATAAAA---------------------------
GATAAGGAGCAAGATACATATGCTCTT---TTTGATAAACTTGATTTAATACCAATAAAAGAT----------
-------------------------------------------------------------------------
----------------------
AATGATACTAGGTTTAGGTTGATAAGTTGCAACACCTCCATCATCACACAT---
GCCTGTCCAAAGGTATCCTTTACTCCCATTCCCATACGTTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATGACAAGTTCAAT------GGAACAGGACCATGTACAGAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTACTTAGATCCAAGAATTTCTCGGACAAT---------GCTAAAACCCTAATAGTACAGCTGAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAAGCTAATAAGA-----
-AGGATACATATA------------GGACCAGGCAGAGCA---TTT------TATGGGACA---GAT------
---------ATAAAAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAGGACA---
GCATGGAATAACACTTTAAGAAAGGTAGTTATAAAATTAGGA---------------GAACAATTTGGG----



--------------------------------GATAATAAAACAATAATCTTTGAG---
CAACCCGTGCGGGGAGGGGACCCAGAAATTATG---ATGCACACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGATGACATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAGGAATCGCAACACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTAAATGAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAATTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTATTAGCTTGCTTAATACTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTACTA---TAA 
>FJ469760 
GCT---GTA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTGCCATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAATTA---
ACTCCACTCTGTGTTACTTTAGATTGCAATGATACCATTAGCAATAGCACTAATGCTACCAAT----------
-------------------------------------------------------------------------
-------------------------AGTACTAGCGAGGGAATAATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTTAACATCACCACAAGCATAGGA------------------------
AATCATAAGGTGCAGAAAGACTATGCACTT---TTTTCTAAACTTGATGTAGTACCAATGGATAGT-------
-------------------------------------------------------------------------
-------------------------
GGTAATACCAGTTATAGGTTAATAAATTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTGCAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCACGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAA----
-----------GAACCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GCACCAGGCAGTGCA---CTG------TATACAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAATACTTTAGGACAGATAGTTACAAAGTTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTCAAT------
CGATCCTCAGGAGGGGACGCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAAGCAAAATATAT---
GACTTAATAGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCCACAAGAATAAGACAGGGATTGGAAAGGGCTTTGCAA---TAA 
>FJ469762 
AAT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCCAGCCCACAAGAAGTAAAATTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAATTTGCACTGCTTTGAATGTTACGAATGTTACTCGAGCC-------------
-------------------------------------------------------------------------
-------------------------AACTATAGCTCCCCCACCAGTAGTAGCGGGGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAGGGTGAAAAAAGAATATGCACTT---TTTTATACACTTGATATAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GACAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGTCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAGGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATAGAA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATAAATATA------------GGGCCAGGGAGAGCA---TTA------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAAAACTTTGGAACAGGTAGTGATAAAATTAAGA---------------GAACAATTCGAG----
-----------------------------------AATAAGACAATAGTCTTTAAA------
CCACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACTCTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTATGAATGAGATTTGG------GAT------
AATATGACCTGGATACAGTGG---GAAAGAGAAATTGGCAATTACACAGACTTCATATAC---
TCCTTGCTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGCAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAGCATTTTTTAGAGGC----------------------------
--------ATTCTCCACATA------CCTGTACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU578460 
GCT---GTA---AAA---------------------------------
CAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTAAACTGCAGTGATAATTGGAATACTACTAATTCGGGGAATGATACTAATAATA
CTACTAAT-----------------------------------------------------------------
----TCGGGGAATGATACTAATACCTACAATACTAGTAATCCATGGGAAATAAGAGACATGAAA---
AACTGCTCTTTCAATATCACCAAAAGTATAGGA---------------------------
AATAAGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGCACCAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGGTAAATTGTAACACCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCCTTTGAACCAATACCCATACATTATTGTACTCCTGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCTCGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------TCATCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGGGAGCA---ATT------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATGTTAGTAGTGCA---
AAATGGAATGACACTTTAAGACAGATAGCCAAAAAATTAAGA---------------GAAGAATTTGGG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAACACTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAGCAGCTCATGGGGATTTGGG



GTTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTACAATTTGG------GAT------
AATATGACTTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTGCTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTAGATAAATGGTCAAATTTATGGGATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATTGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCCATATA------CCGAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTACAA---TAA 
>EF593295 
GCT---ACA------------------------------------------
GACCAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAATCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGAACAAAGCTTA---AAGCCCTGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATGCTACTGCTACTAATATCACTAGTAATACTACTAGTGTA-
-------------------------------------------------------------------------
----------------AATAGTAGCACTCCTAATATCACCAATGAGTGGCCAGGGGAAATAAAA---
AACTGCTCTTTCAATATTACTACAGACCTAAGA---------------------------
GATAAGATGCGGAGAGAATATGCACTC---TTTTATAGACTTGATGTAGAACAAATAGATGCC----------
-------------------------------------------------------------------------
-------------------------
AATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATCGTAGTTAGATCTGAAAATTTCACGAACAAT---------GCAAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAGTTGCACAAGACCCAACAACAATACAAGAAGA-----
-AGCATACATATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGACAA------
---------ATAGTAGGAAACATA------------AGAAAGGCATATTGT---AATGTTAGTACAGGA---
AAATGGGAGGAAGCTTTAAAACAGATAGTTACAAAATTAGGA---------------GAGCAATTTAAA----
--------------------------------AACATAACAACATTAAAATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGTGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGAATTAGATAGCTGGGCAAGTTTGTGGAATTGGTTTAGCATATCACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTCAGCTTGCTTAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------GTCCTCCACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF593296 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACC---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCAATGATTCTGATGGTAATATTACTAGAAGTGCCAATGATTCT----
-------------------------------------------------------------------------



-------------------ATTACTAGCAGGGCTAATATTAGTAGGGAGGGGAAGGAAATGAAG---
AACTGCTCTTTTAATATTACCACAAGCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
ACTAATAGTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATCCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAACCATACTAGTACAGCTGAAA----
-----------AAACCTGTAGTA---------ATCAATTGTACAAGACCAGGCAATAATACAAGCAAA-----
-AGTATACATATG------------GGAGCAGGGAAAGCT---TTT------TATGCAACAGGAAGA------
---------ATAATAGGAGATATC------------AGGCAAGCACATTGT---AATATTAGTGGAAAA---
GAGTGGAATGAGACTTTAAGCCTGGTAGCTCACAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGACGAGATTTGG------AAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTGACAATTACACAGGTATAATATAC---
AATTTAATTGAACTATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGACAAGTTTGTGGAGTTGGTTTAACATATCAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGTTA---TAA 
>EF593297 
GCT---ACA---------------------------------------------GAG---
TGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATATGAACAATAGTACTACTAATACCAGT-------------
-------------------------------------------------------------------------
-------------------------AGGAATAATTGGGAAAAGATGGAACAGGGAGAGGTAAAA---
AACTGCTCTTTCAATATCACCTCAAGCATGAGA---------------------------
GATAAGGTGCAAAAAGAATATGCAACT---TTTTATAAACTTGATGTAGTACCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAATACCAGATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAGTTTCAAT------GGAACAGGGCTCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAAATCTAGCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GCATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATG------------GGACCAGGGAAAACA---TTT------TATGCAGCAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAAAACTTTAGAACTGGTAGTTGGAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATATTAGTTGGGGT-----------------
----------------------------AATAAAACTCATGATGACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATAGAAAATTACACAGACTTAATATAC---



AGCTTGCTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGAAATTGGATCATTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTAATATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGTCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGGTTTGCTA---TAA 
>GU330460 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGCCTATGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGCTAATACCACTAATACTAATGCCAATAGTACT-------
-------------------------------------------------------------------------
----------------------AATAACAGTAGCTTGGGAACAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAACCTAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT--TTTTTATAACCTTGATGTAGTGCCAATAAAGGGTGAG-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGAAATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGGTCTGAGAATTTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTACAAAA---
GCCTGGAAGGAAGCTTTACAACAGGTAGCTATAAAACTATCA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCCATGAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTATACAAACATAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAT----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTGGTAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTATACACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGTTTTTGCTA---TAA 
>HM234503 
GCT---GAC------------------------------------------
GAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATG------------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCCCTCTGTATCACTTTAGAGTGCACTGATTTGAATACCACTAGGAATAGTACC----------------
-------------------------------------------------------------------------
-------------------------------ACTAGGAATGGTACCATTATGGAAGAGATGAAA---
AACTGCTCTTTTAATATCACCACAAGCATAAGG---------------------------
GATAAGGTACAGAAGGAATATGCAGCT---TTTTATAGGCTTGACCTAGTACCAATAGATAAT----------



-------------------------------------------------------------------------
----------------------
AGTAGTAAGACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAAAATTTTAAT------GGAACAGGGCCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGCAGGATA---
AAATGGAATGACACTTTAGCAAAGATAGTTACAACATTAAGA---------------GAAAAATTTGGG----
--------------------------------GGTAATAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTTACAATAACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTGTCATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>KC312470 
GTT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGTCATATCAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAT---
CCCAACCCACAAGAAGTAGTATTAGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGGATTGCTCTGATTATTGGGGGAATAGTACTGAGTCCAATAATAGTAGTAGTA
CTAATAATACTAGTAGTACTAGTAATGGTACTAGTACTGAG--------------------------------
-------------------------TCCAATAATAATATCACGAGGGGGGAAGGAGAATTAAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAAA---------------------------
GATAAGATACAGAAAGAATATGCAATT---TTTTATAAACTTGATGTAGTACCAGTAGATAATGATAAC----
-------------------------------------------------------------------------
----------
AATAATAATACTAACAATACTAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAGAATCTCACGAACAAT---------GCTAAAACCATAATTGTACAGCTGAAC----
-----------ACAACTGTAAAA---------ATTAACTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGGGAA------
---------ATCATAGGGAATATA------------AGACAAGCACATTGT---AACCTTAGTGGAAAC---
GAGTGGAATGATACTTTACACAAGATAAGAGAAAAATTAAAA---------------GCACAATTTCCT----
-----------------------------------AATAAAACAATAATCTTTAAG------
CAACCCGTAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC



TGTGGTATATAAAAATGTTCATAATGATAGTAGGAAGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCGTTTGCTATTAGCTTACTCAACGCCACAGCCCTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGGATTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTAATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT124807 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CGTGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATCTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTC---AAGCCATGTGTAAAATTA---
ACCCACTCCTGTGTTACTTTAAATTGCACTGATTTGACGAATGAGACTTATACCAATGCTAGT----------
-------------------------------------------------------------------------
-------------AGTGTTAATGCTAATGCTAGTATTAGTAGTAATATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAAGCATAGGA---------------------------
AATAAGATGCAGAAAGAATATTCACTT---TTTTATAAACTTGATATAGTACCAATAGGGAAG----------
-------------------------------------------------------------------------
----------------------
AATGATACAAGCTATATATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTACCCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTATAGAA---------ATTAAATGTACAAGGCCCAACAATAATACAAGAAGG-----
-GGTATAAATATA------------GGACCAGGAAGAGCA---TGG------TATACAACAGGA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGGA---
AACTGGAATAAAACTTTAAAGCAGGTAGTTACAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AACAACAAAACAATAAGCTTTCAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACATAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGGTTAATATAC---
ACCCTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTGGATGACTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTATAGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTCGAGAGGGCTTTACTA---TAA 
>KT124813 
GCT---ACA---GAA---------------------------------
AAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACAAGCATTGGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------GCGTGGAGAAACAACATGGTAGACCAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCCTGTGTAGAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTAATAATACCACTGGTGGGAATAATACTAATATC----
-------------------------------------------------------------------------
-------------------------------------------CTAGAGAAAGGAGATTTAAAA---
AACTGCTCTTTCAAT---AGCACAACCGTAGAA---------------------------
AATAAGATGAAGCCAGAATATGCATTT---TTTAGTACACTTGATATAGTACCAATAAAGTATGAGAAT----
-------------------------------------------------------------------------
----------------
GGTAAGAATGATACTAGATATAAGTTGATAAGTTGTAACACCTCAGTCATTACACAG---



GCTTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTTTAAAGT
GTAAC---AACAAGACATTCAAT------GGAAGCGGGCCGTGTACAAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGAAAATTTCTCGAATAAT---------GCTAAAAACATAATAGTACAGCTGACA----
-----------AAACCTGTAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTGTACATATG------------GGACCAGGGAGAGCA---TTT------TTTACAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTTATAAA---
AATTGGAAAGACATGTTAGAACAGGTAGCGAAAAAATTAGGA---------------GAACAATTTAGG----
-----------------------------------AAGAACACAGTAAACTTTACA------
AGCCCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAGTGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACATAATATAC---
ACCTTACTTGAAAAAGCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
GAGAATGAACAAGACTTATTAAAATTAGATTCATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTCTTT---
GTACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGGATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGGAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ869016 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCATTCTATTCTGTGCGTCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCTCTAACTACTCGAAAAATAATACTAACAATAGTACTAGTAGT----
-------------------------------------------------------------------------
-------------------AACAATAGTAGTTCCGAGGGAGGGATAGACATAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
AATAAGATGCAGAAGAACCATGCACTC---TTTTATAACCTTGATGTAATACCAATAGAAAAT----------
-------------------------------------------------------------------------
-------------------
GAGGGTAATAAGACTTATAGGTTGAGGCATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAGT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAACTAAAG----
-----------GAGCCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCGATA------------GCACCAGGGAGAGCA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAACAGT---
GCCTGGAATGAGACTTTAAAAAAGATAGTTGACAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCAGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAC------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGGGATAATATAT---
GGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTAGCATTGGATCATTGGGCAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTCTTACA---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATGCCATTGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTACAGAGCT----------------------------
--------GTTACCCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>DQ869024 
GCT---ACA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGATACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGGTATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGTGGGGGATGCTACTAATACCAAGAAT-------------
-------------------------------------------------------------------------
----------------------------AGGAGCAAGGGGGAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCGCCACAAGAATAAGC---------------------------
AATAGGATGCAGAAAGAATATGCATTG---TTTTATAAACTTGATGTAGTACCAATAGATAATGTTAATACT-
-------------------------------------------------------------------------
-------
ACTGAAAAGAAGAATAACTATACCAAATATAGATTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATCCATTATTGTACACCAGCTGGTTTTGCGCTTCTAAAGT
GTAGA---GATAAAAAGTTCAAT------GGAACTGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTGATAGTTAGATCTGAAAATTTCTCGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGGCCCAATAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAAAACA---TTG------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTCAGGCA---
GAATGGAATAAAACTTTAGTACAGATAGTTAAAGAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAACACTATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAT------
AACATGACTTGGATGGATTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATCTAC---
ACATTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACACGAATTACTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCCTTCACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGATGTTTTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAACAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ869025 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGACGCAAAC---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCCCAAGAAGTAGAATTAAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGGGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTGGAGGAATGGTACTAACACCAATACTACTACA-------
-------------------------------------------------------------------------
----------------------ACCTGTAATAGTAGTGCAGAGAGGGAGGAAAAAGAAATAAAA---
AACTGCTCTTTCAGGGTCAATACAGGAATAGGA---------------------------
GATAAGGAAAATATAGAACAAGCACTT---TTTTATAAAATTGATTTAGTACAAATAGATGGG----------
-------------------------------------------------------------------------
----------------------
AATAATTCCACATATATGCTGGCAAAGTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATCAGAGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GCATCAGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCC---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAGGCATATTGT---AACATTAATGAAAAA---
CAATGGAATAACACTTTACGCCAGATAGTTACAAAACTAAGA---------------GAACAATTCGGG----
--------------------------------AAGAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCAAAGGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGTAATTACACACACTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTACCGTTTGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ869029 
GCT---ACA------------------------------------------
GAAAAATCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCCAATACTACTAATACTAATACTACTAAT----------
-------------------------------------------------------------------------
-------------------------AATAGTAGCTGGGAAAGGATGGAAACAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACAACAAGCTTAAAA---------------------------
GAGAAGGTACAGAATGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACCAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAGAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGAAGCA---
AGATGGAAGAACACTTTAAAACAGGTAGTTAAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCATAATATAC---
ACCCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAACGAAAAAGAATTATTGGAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTCAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAAGATTACAAAGAATTGGCAGAGCA----------------------------
--------TTCCTCCATATA------CCTAGAAGAATAAGACAGGGATTTGAAAGGGCTTTGCTA---TAA 
>DQ869030 



GCT---GAA------------------------------------------
AAAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTTCCCACAGAC---
CCTAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTGAAGAATACTACTAATACCAATAGTAAT----------
-------------------------------------------------------------------------
----------------------GCTACTAATACCACTAGTAGTCCTATTAATGGGGAAATGAAA---
AACTGCTCTTTCAATATCACCTCAACCATAAGA---------------------------
AATAAAATGCATAAAGAATATGCACTT---TTGTATAAACTTGATATAGTACCAATAGATGGG----------
-------------------------------------------------------------------------
----------------------
GATAATACAACCTATACGTTGACAAATTGTAACACCTCAGTCATTACCCAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTGAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGAAGGA------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCCAAAACCATAATAGTACAGCTGAAT----
-----------GAATCCATAGAA---------ATGAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGTATCCATATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGAAACTTTAAAACAGATAGTCACAAAATTAAGA---------------GAACAATATGGG----
--------------------------------AATAATAAAACAATAATCTTTAAT------
AAATCCACAGGAGGGGACCTAGAAGTTGAA---ATGCTCAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCTTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAGTGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGTTTAGTAGGTTTAAGAATAGTCTTTACT---
GTGCTTTCTATAGTA---------AATAGAGCTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTAATGCCACAGCTGTTGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACCTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ869031 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACGTTAAATTGCACTAATTATAATGGTACCCAGACTAATACCACTACC----------
-------------------------------------------------------------------------
----------------------AACAGTGGTAACTGGAAAAAGATGGAGGCAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACATGCAG---------------------------
GACAGGTATCAGAAAGAATATGCACTT---TTTTATAGACCTGATATAGTAGAAATAGGTAAC----------
-------------------------------------------------------------------------
-------------------------
GATAGTAGTTATAGATTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATCCCTATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGGAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTCACAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACCCT---------GTGAAAACCATAATAGTGCAGCTGAAG----
-----------GATCCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-GGTATACATATG------------GGACCAGGGAGGACA---TTT------TATGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGCA---
GAATGGAATAAAACTTTAAATCAGATAGTTAAAAAACTAAAA---------------GAACAATTTGGG----
--------------------------------GAAAATAAAACAATAATCTTTCAG------
CCACACGCAGGAGGGGATCAAGAAATTGTA---AAGCACATGTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTTAAAGGCAATTTGG------GAT------
AACATGACATGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AATTTACTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTAGAGAAATGGGACAGTTTGTGGAATTGGTTTTCCATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTGACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTGTAGAAATATTACAAAGAATTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>FJ469701 
GCT---GAA------------------------------------------
GACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAAATTTGGGA------AAAAATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAAGCTAACGTTACTAACAGCACTGATGGGAAAGCTA
TG-----------------------------------------------------------------------
----------AATGTTACCAAGGCCGATAATAGTAGCATAGGAACAATGGAGGGAGAAGTAAAA---
AACTGCTCTTTTAACAGTACCACAGACATAAGA---------------------------
GATAAGGTAAGGAAAGAACATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
AATAATGATAGTACCAGCTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATGCAAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATCAGTAAAGAA---
CAATGGAGGAAAACTTTAGACAAAGTAGTTAAAAAATTAAGA---------------GAACAATTCGGA----
--------------------------------GAAAATAAAACAATTGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAGATCTCTAAATGAAATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTATACAAATGAAATATAC---
AACTTACTTGAAAAATCGCAGAACCAACAGGAG----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACTAGAATAAGACAGGGCCTTGAAAGGGCTTTGCAA---TAA 
>KC473846 
GCT---GAA------------------------------------------
GAACAGTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTATTAATGGGA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATATGGGAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGCTAAGGTTAATAGTACTAATGCTACTAGTACCTGT----
-------------------------------------------------------------------------
-------------------GTTAATAGTGATAGTACCTGTGTTAATAGTACTGAAGACATGAAA---
AACTGCTCTTTCAATATCACCACAACATTAAGA---------------------------
GATAAGGTGCGGAAAGAATTTGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
AGTGATAATAGTACCAGCTATAGGTTAATAAATTGTAACACCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATACTTAGATCTAAAAATTTCACAGATAAT---------AAAGAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAGCAACAACACAAGAAGA-----
-GGTATCCATATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---ACCATTAGTAAAGCA---
AAATGGAATAACACTTTAAAACAGGTAAGTGAAAAATTAGGA---------------GAAAAATATAAT----
-----------------------------------GCAACAACAATAAACTTTAAG------
CAACACTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGATGAGATTTGG------GAG------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
TCCTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAAAATTATTGGAATTGAATAGTTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGCTTGCTAAATGTCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTGGGAGAGGT----------------------------
--------ATTCTTCACATA------CCTGTACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF593222 
GCT---ACA------------------------------------------
GAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGAGACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGACTTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGGATTGAGGAATAATACTAGTACTACT----------------
-------------------------------------------------------------------------
-------------------------------AATATTACTAGTGGGGGAGGAGATGAAATGAGA---
AACTGCTCTTTCAATGTCACCACAAATATAAGA---------------------------
GATAGGTTTAAGAAAGAATATGCACTT---TTTTATAACATGGATATAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
GATAATAGTAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCTACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTCACGGATAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
GAATGGAACAAAACTTTACATCAAGTAGCTAAAAAATTAATA---------------GAAAAATTTGGG----



-----------------------------------AATAAGACAATAGCCTTTAAC------
AGATCCTCAGGAGGGGACCCAGAAGTGGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACGAGATCTGG------AAG------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGACAATTACACAGATTTAATATAC---
AACTTACTTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATATTCACCA------
ATATCGTTGGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAACTTTTAGGGCT----------------------------
--------ATTCTCCACGTA------CCTACAAGAATAAGACAGGGCTTGGAGAGGCTTTTGCTA---TAA 
>DQ410465 
GCT---GAA---AAA------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAAGAATAATGCTACTAATACCACG-------------
-------------------------------------------------------------------------
-------------------------AGTAGTTTCGAGAAACCGATGGAGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGAAGAA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCCGACAATCTCACGGACAAT---------ACTAAAATCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATGAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTATAGCA---
AAGTGGAATAACACTCTAAAAAAGATAGCTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAGAACAATAGTTTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGCA---ATGTTCAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAACTCATGATCAGATTTGG------CAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAACGTAATATAC---
ACCTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGCG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ410422 
GCT---GCA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGGCAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAACATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATAAATTAACCCCACTCAATGTCACTTCAAATTGCACTGATG
GGAATAATACAGCT-----------------------------------------------------------
-AATAGTACCAGTAATACCAGTAATACCAGTAGTATCCTGGAAATGAAGGTAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
-------------------
CATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---AACAAAACGTTCGAG------GGAAAAGGAAAATGTCACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGACAACTTCACAAATAAT---------GCAAAAATCATAATAGTACAGCTGAAG----
-----------ACGGCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAAGACAAGAAAA-----
-AGTATAACTAGA------------GGACCAGGGAGAGTA---TTG------TATACAACAGGAGGA------
---------ATAATAGGAAATATA------------AGATTAGCACATTGT---AACATTAGTAGAACA---
GAATGGAATAGCACTTTAGGACAGATAGCTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAGTCTTCAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGAGACAATTTGG------GGG------
AACATGACCTGGAATCAGTGG---GAACGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCCTACTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAGAAGACTTATTAAAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACTATAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTACGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>FJ469739 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATCAGTTGAACATTACTACTAATAAT----------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGTTTGAACAGCACGGAAGTAGAAATGAAA---
AATTGCTCTTTCAATATCACCACTAACATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATATTAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACATCAAGAAGGCAAGA-----
-CATATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGATCC------
---------ATAACA---GATATA------------AGACGAGCACAATGT---AACATTAGTCTGACA---
AAATGGAATGAAACTTTAAGAAAGATAGTTGACAAATTAAGA---------------GAGCAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATATCATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATGGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATACAACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTTTAGAAGTATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469743 
GCT---ACA---GAA------------------------------------
CAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAACTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGGAGAACGGTACTAGTACCGCTAATAGTAATGTCA
CTGGTAACGTTAGT---------------------------------------------------------
ACTAATGTCGCTGATAGTAGTACCACTAATAGTAGTTGGGGACAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCGACATCACCACAAGCATAGGA---------------------------
AATAAGATGCTGAAAGAATATGCACTC---
TTTTATAAACTTGATGTAGTATCAATAGATAATGATACTAAGACCAAACCTAATGAAGGA-------------
-----------------------------TCAGAA---
GGTAATGCTACTGATCCTAAGAGGAAGATATATAAGAGCTATAGGTTGATAAATTGTAACACCTCAATCATTA
CTCAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGATGTTCAAT------GGAACAGGACCATGTAGAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAA------------
GTAGTAATCAGATCTGAAAATTTTTCGGACAAT---------ACTAAAAACATAATAGTCCATCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATA------------GGACCAGGGCAAGCG---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAAACAGATAGTTATAAAACTAGGA---------------GAACAACTTGAGAAT-
--------------------------------AAGAATAACACAATAAGCTTTAAG------
CCATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGT-----------------
-------------------------AAGAATAAATCTCTGGATGAGATTTGG------AAT------
AATATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGATTAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATGGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTG------------------AATAGGGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGCACGAAGACTTTTTAGGGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>EF593228 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAAACGCAACC---
ACAACTCTATTTTGTGCATCAGATGCTAAAGCACATGATCCAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTACACTGCACTAATGTGACTACTAATGAGACTACTACTAATGTGACT-------



-------------------------------------------------------------------------
-------------------AGCACTGGTAGTAATGATACAATGAGGGGGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGACCTAAGA---------------------------
GATAAAATAAAGAAAGAATATGCACTT---TTTTATACAATTGATATAGTACAAATGGGGGAG----------
-------------------------------------------------------------------------
----------------------
AATAGCACTTCCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGGTTTGCAATTATAAAGT
GTAAT---GATAAGCAGTTCAGT------GGAAAAAGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGACAATTTCACAGATAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TGG------TTTGCAACAGGAGAC------
---------GTAATAGGACCGATA------------AGAAAGGCATATTGC---AACATTAGTAGAGCA---
AATTGGAATAAAACTTTAATCCGGGTAGTTACAAAATTACAA---------------GAACAATATAAG----
-----------------------------------AATAAAACAATAACCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAGACTCTGAATAACATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACACAAACAATATAC---
ACTTTACTTGAAGCATCACAAATCCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAATTAGGCAGGGATACTCACCA------
ATATCGTTGGCTGTCAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCAA---TA- 
>FJ469753 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCATCTTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTAGTT---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGAGCAGATGCATGAGGATATA---
ATCAATCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTAGTTGCAATGCCACTGATAGTAAGTGTACTGTT----------
-------------------------------------------------------------------------
-------------------------AATGCCACTAATAACATTAATAGAAGTGAGGAATTAATG---
AACTGCTCTTTCAAGATCACCGGAGGCATAAAA---------------------------
GATAAGGAGGAGATAAAACATGCACTT---TTTTATACAAATGATCTAGTACCAATGAATAAGAAG-------
-------------------------------------------------------------------------
-------------
GAAAATAAGGATAATACCAATTTTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACCTTCAGT------GGAAAAGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTATTGAATGGCAGTTTAGCAGAAGAAGAC------------
ATAGTGATTAGATCTGAAAATATCACAGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATACAA---------ATTAATTGTACAAGACCCTACCACAATGCAAAACAA-----
-AGGATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAAAAAGA------
---------ATTAAAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTATGACA---
AAATGGAATAACACTTTAGAGAAGATAGTTACAAAGTTAAGA---------------GAACAAGTGGGG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCAGCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAACGATATTTGG------AAT------



AACACAACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGAAACAATATAC---
TCCTTAATTTCAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTAGT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAACGCCACGGCCATAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ469755 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGATACCTGTGTGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACCTATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGCAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATAAATTAGATAATATTACTAGTACCAAT-------------
-------------------------------------------------------------------------
----------------------------AAAAGCAGCAGGGAAATGATGGGGGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCTCTAACATAAGA---------------------------
GATAAGATGCAAAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCATTAGATAAC----------
-------------------------------------------------------------------------
-------------------
AAAGATAATACTAGCTATAGGTTGATAAGTTGTAACACTTCAGTCCTTACACAG---
GCCTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAGCTAAAT----
-----------GAACCTGTATTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGGACA---
GAATGGAATAATGTTTTAGAAAAGATAGTTGACAAATTAAGA---------------GAGCAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTCAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATACCATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTATTTTCCTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGATTTTAGAAGGGTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469765 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATGTGAAGAATAATGTTACTAATGAC----------------
-------------------------------------------------------------------------
-------------------------------AATAGTAGTAACTGGATAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAAGTGTGAGA---------------------------



GATAGGATGCAGAAAGAATATGCACTT---CTTTATCAACTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
-------------------
AAGAATAATACCAACTATAGGTTGATAAGTTGTAACACCTCATCCATTACGCAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGGTCAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAGTGTA------------GGGCCAGGGAGGGCA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGAAGCA---
AAATGGAATAAAACTTTACAACAGATAGTTGAAAAATTAAGA---------------GATCAATTTAGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
GGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTCTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGCAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGGCATAATATAC---
AATCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATCAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTTCACATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>FJ469770 
GCA---GAC---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGACTTGACA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCTGGGAATAGCACTAAT----------------------
-------------------------------------------------------------------------
----------------------------------ACTACCATGGAAGAGAGAGGAGAAATAAAA---
AATTGCTCCTTCAATATCACCACAGCGATGAGA---------------------------
GATAAGGTGCAGAAACAATATGCAATT---TTTAATAGTCTTGATGTGATACAAATAAAGGAGGATAATAAT-
-------------------------------------------------------------------------
----------
ACCAGTGAGACCAATTATTCCAGTTATAGGTTGAGAAGTTGTAACACCTCAACTGTTACACAG---
GCTTGTCCAAAAATATCCTTTGAACCAATTCCAATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGCAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCCGAAAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGACA-----
-AGTGTACATCTA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTATACAAGATAGTTGAAAAATTAAGA---------------GAAAAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGCAGATCTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAGGCTTAATATAT---
ACCTTACTTGAAAATTCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTATTAGCTTGCTCAACACCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGGTATAGAAATATTACAAAGAATCTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGATTAGAAAGGCTTTTGCTA---TAA 
>EF593256 
GGT---AAA------------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAGAGGATATAATACAGAG---GTACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAGAGTGCACTGATTATGGGAAGAATGTTACTAATAATACTACTATT-------
-------------------------------------------------------------------------
-------------------AGTGCCACTAGTAAGATCGAGGAAACAATGAAAGGAGAAATAAAA---
AATTGTTCTTTCAATATTACCACAAGCCTAAGA---------------------------
GATAAGATGCAGAAAGAATATGCGCTT---TTGTATAAACTTGATATAACCCCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAATACAAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACACCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-CGTATGACTTTT------------GGACCAGGTAAAGTA---TTT------TATACAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGAAGAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTACAAAAGATAGTTATAAAATTAAAA---------------GAACAATTTAAA----
-----------------------------------AATAAAAGAATAGTCTTTAGG------
CCACCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGACTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAGAGGGAAATTGACAATTACACAGGCTTAATATAC---
AACCTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTATTCAATACCACAGCTATAGCAGTAGCAGAG---
GGAACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF593299 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTCCCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACCTTAAATTGCACTAATTTGAGGAATGATACTCAGACCAATGCTACCGAAGCC----
-------------------------------------------------------------------------
-------------------CCCAGTATTAGTAGAGAGGAAGAGATAGAGAGAAAAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCATAAAA---------------------------
GGTAAGATGCAGAAAGAATATGCAATT---TTTTATAAGCTTGATATAGTACCAATGAATAAT----------
-------------------------------------------------------------------------
----------------------



GATAGTATAAGCTATACTTTGATAAATTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAAACGTTCAGT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------AGATCTGTAGAA---------ATCAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCACCAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
GATTGGAATAACACTTTAAATCAGATAGCTACAAAGTTAAGA---------------GAACAATTTAAG----
-----------------------------------AGTGAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGAA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAAATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAACTTAATATAC---
ACATTAATTGAAGACTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAATTTGCTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTGGGGGT----------------------------
--------ATCCGCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ469684 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAAGAATAATGTTACTACTATTAAT-------------
-------------------------------------------------------------------------
----------------------------AATGGTAGTGAGGCAATGATAAAAGAGGAAATGAAA---
AACTGCTCTTTCAATGTTAGCACAAATGTAGCA---------------------------
GATAAGAGGCAAAAGGAATATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAAAGT----------
-------------------------------------------------------------------------
----------------------
AACAATTCTAGTTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACATCTGGAT----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGGAGAGTA---TAT------TATACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGAGTA---
AAATGGAATAACACTTTAGGAAAAATAGTTAAGAAACTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAAGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGAGAAATATAC---
AACTTAATTGAACAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGGGTTAGGAAGGGATATTCACCA------



ATATCATTTGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTGTAGAGGCCATACAAAGATTTTTTAGGGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTA---TAA 
>HQ216370 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ACGTGGAAGAATAACATGGTAGAACAAATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAACATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACAGATTGTACGAACACTACCTGTAATAACACCTGGGGTAATGTCA
CT-----------------------------------------------------------------------
----------AACGGTAATAACACCTGGGGTAATGTTACTGTCTCGGGAGGGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCAATAGCATAGAA---------------------------
AGTAAGATGCAGAAAAATTATGCACTC---TTTTATAGCATTGATGTAGTATCAATTGATGGT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGTAGTTATAGATTGATACATTGTAATACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATTAGGCCAGTAGTGTCCACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGT------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACTATAATAGTACAGCTAAAT----
-----------GAAACTGTACAA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAGAA---
AGGTGGAATAAAACTTTAGAAATAATAGTTAAAAAATTAAGA---------------GAGCAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAGTCCTCAGGAGGGGACTCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTTAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGAGATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAT---
AACTTAATTGAAACATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCTGTTAGCTTGCTTGATGCCATAGCTATTGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ216504 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTACTGGCA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------GGGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAATTTGCACTAATTATACCAGGAATGATACTAATGCTAGCAAT----------
-------------------------------------------------------------------------
-------------------------AATAGTACCTGGGGAATGATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGAAGAAAGAATATGCTCTT---TTTTATAATCTTGATGTAATACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GGTAATACCAGCTATAGGTTAAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGCCAACCTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGACA---
GAATGGAATAACACTTTAAAAAAGGTAGTTGAAAAATTAGGA---------------AAACAATTTCCC----
-----------------------------------AATAAAACAATAATCTTTACT---
CAACCTGTGCGGGGAGGGGACCCAGAAATTGTC---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGTACCAAGAGTGTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX863969 
GCT---ACA------------------------------------------
GACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCCACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAACTGCTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAGGAAGTCAGATTGGAA---------AATGTGACAGAGGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAGAGTGCAAGAATATTACTAGTACTAATACCACTAGTACTAATACCACTAGTA
CTAATACCACT--------------------------------------------------------------
----------------------AGTACTAATGCCACTGTGAACAAAGAAGAAATAGAAATGAAA---
AACTGCTCTTTCAATACCACCACAGAAGTAACA---------------------------
GATAAGAAGAAGAGAGAATATGCACTT---
TTTTATAACCTTGATTTAGTATCAATGGATAATGATAAGGGAACC----------------------------
--------------------------------------------------------
AATGGAACCAATAGTACTAAGTATAGGTTGATAAGTTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAAGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAATAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAATAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACTATAATAGTGCAGCTAAAA----
-----------GAAGCTGTAAAA---------ATTGATTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATTTT------------GGACCAGGGAGCGTA---TTT------TATGCAACA---GAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
GAATGGAATAACACTTTAAGACAGATAGCTATGAAATTAAAG---------------AACCAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACACAATACAC---
AAACTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGCCATCACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTATAAGAATAGTTTTTACT---
GTGCTTTCAATAGTG---------AATAGAGCTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTGTTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>JN562798 
GCG---ACA---GAA---------------------------------
CAACAACAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTAGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTGATTTGAATGTTACTAATACTAATTTGAATAGTACT-------
-------------------------------------------------------------------------
----------------------AATACTAATAACACTCTCATTATGGAGAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTCACCACACCCACAAGC---------------------------
GATAGGGTGCGGAAAGAATATGCATAT---TTTTATAAACTTGATGTAGTACAAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------
GACAATAGCAGCTATAGGTTACTAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATATCTTGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-AGTATACCCATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAT------
---------ATAATAGGTGATATA------------AGACAAGCACATTGT---AACATCAGTGCAGCA---
AAATGGAATAAAATGTTAGAACAGGTAGCTGGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAACTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTTCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATTACATTTGG------AAT------
AACATGACCTGGATGAAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
GCCTTACTTGCAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGACAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATTATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTATTCAATGCCATAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAGTTAGTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAGGAATAAGACAGGGCTTAGAAAGGGATTTACTAGAA--- 
>EU577811 
GCT---ACA------------------------------------------
GAAGAATGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
GTCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGATGTGGATACTAATACTACTAATGGGAATACTGCTAAT----
-------------------------------------------------------------------------
-------------------ACCAATGTTAGGAAAGAAATAATAATGGAAAAAGGAGAGATGAAA---
AATTGCTCCTTCAATGTCACCACAAACATGAGA---------------------------
GATAACATAAAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACACATAGATGAT----------
-------------------------------------------------------------------------
----------------
AGTGAGAATAATAGTACATATAGGTTGACAAGCTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGAAAATATCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----



-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGG-----
-GGTATAACGATA------------GGACCAGGCAGGGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGGATAACACTTTAAGACAGGTAGCTAGAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
-------------------------AAGGATAAAAATCTGAGTCAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAACAAGAAATTGATAATTACACAAGCATAATATAC---
AGTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTGATACAAAGAATTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCCACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU577862 
GCT---ACA------------------------------------------
AACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACACGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAAATGCATGAGGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCAATCTGTGTTACCTTAAAGTGCAGTACTCCTAATATTACTATGAGTAATACTTCTAGTGCTAATGTTA
GCCAG--------------------------------------------------------------------
-------GAAGGTAATAATACTTCTAGTGCTAATGTTAGCCGGGAAGGGGTGGAAGAAATGAAA---
TACTGCTCTTTCAATGTTAGCTCAGGCCTAACA---------------------------
GATAAGGTGAAGAAACAATATGCAACT---TTTTATAATTTTGATTTAGTAAAATTAGAGGAT----------
-------------------------------------------------------------------------
-------------------------
AATGATACCTATATGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAAATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GACAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTCCAATGTACACATGGGATTAGGCCAGTAATATCAACG---
CAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACAAATAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAATG---------ATTAATTGTACAAGACTCAACAACAACACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGGAACA---
GCTTGGAATAAAACTTTAGCACAGCTAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAACATAAAACAATAGTCTTTAAA------
CCCTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGGGGTATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATTCAATTTGG------GAT------
AACCTAACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
AACCTACTTGAAGAATCACAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAACAATTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU577947 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAT---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACACTGCACTAATTTGACTTTAAACTGCAATAAAACAACGAATGAAACGAGT-
-------------------------------------------------------------------------
----------------GGGGGAGGAGCAATGAAAAACTGCTCTTTCAATGAAGGAGAAATGAAA---
AACTGCTCCTTCAATAGCACCACAAGCATAAGG---------------------------
GATAAGGTGCGGAAAGAATATGCATTA---
TTTTATAGCCTTGATATAGTACCAATAGATAATGATAACAAGAAT----------------------------
-----------------------------------------------
AGTAGTACAGATAGCAAGAATAGTAGTGAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATCTTACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------CAATCTATAGAA---------ATAAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAAAGCA---
AAGTGGAATGACACTTTAAGACAGATAGCCAGCAAATTAAAA---------------GAACAATTTCCG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---ATACATAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTTTGGATGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTAACAATTACACAGGAGTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCTACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAGCTCTTGCAAAGAATTCTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>EU577989 
GCT---ACA------------------------------------------
GACAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTACTGATTGTTTAAATTGCACTGGTACCAATAATACTACTAGTGGCA
CTGATACC-----------------------------------------------------------------
----AATAATACTACTGATTCCAGTAATACTACTAATTTAATGATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACCTGAAA---------------------------
GATAAGGTGCGGAAGGAATATGCACTC---TTGTATAAACTTGATGTAGTACCAATAGAGGAGGATCAG----
-------------------------------------------------------------------------
-------------
AGTAATACTAGCTATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCTTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACTTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTTCCAATTTCTCTGGCAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTACCA---------ATTACTTGTATGAGACCCAACAATAATACAAGAAGA-----
-GGTATACATATG------------GGACCAGGGAAAGTA---TTT------TATGCAACAGGAGCG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---



AAATGGAATAACACTTTAAAACGGATAGTTCAAAAACTAAGA---------------GAACAATTCCCG----
-----------------------------------AATAAAACAATAATCTTTAAC------
AGATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGATATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAACTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGCATTAAATACATGGGCAGATGTATGGAATTGGCTTAACATAGCAAACTGGA
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGTTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTCTAGAAGTATTACAGAGAATTGGTAGGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KX156438 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTAAAAGAG---GTCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGGAATTA---
ACCCCACTCTGTGTTACTCTAAATTGTGTTGATTATTGGGGATCCAATATTACTAATACTAATAGTACCTCTA
ATAATACTAGT--------------------------------------------------------------
----------------------------------------AGGGTGGGGGAAGCAGAAATGAAA---
AACTGCTCTTTCAATATCACTGCAGGAATAAAA---------------------------
GATAAGATGCAGAGAGAATATGCGCTC---TTTTATAAACCTGATGTAGTACCAATAGATAACAAT-------
-------------------------------------------------------------------------
----------------------
AATAATAATAGTTATAGGGTGATAAGTTGTAATACCTCAATCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAATTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------CAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGCATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGTA---
GAATGGAATAACACTTTAGGACAGATAGTTAAAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------GGAAATAAAACAATAGTCTTTACT------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACAAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGT
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAAGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGTTTGACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAGTTCTTACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTGCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU578032 
GCT---ACA------------------------------------------
GAGAAGAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAGATTGCGCTAATTTGACTAATAGTAATGATAGTAATAGTGAT----------
-------------------------------------------------------------------------
-------------------------AATAGTACTTTTTTAGAAATGCCTGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAAAGTGAAGAAAGAATATGCACTT---TTTTATAGTCTTGATGTAATACCAATAGACATGGAGAATAAT-
-------------------------------------------------------------------------
----------
GATAGCATTAAGAATAATACTAGCTACAGGTTGAGAAGTTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTCTT---AATAAGATGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATTAAATCTGAGAATATCACAAACAAT---------GCTAAGACCATAATAGTACATCTGAAT----
-----------GAATCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGTGCA---TTT------TATACAACAGGACAG------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACCTTAGTAGGGTA---
AGCTGGGATAAAACATTAGAAAGGGTAGCTAACAAATTAAGA---------------GAAAGATTTAAT----
-----------------------------------AATAAAACAATAAACTTTACT------
CAACCCTCGGGAGGGGACCCAGAAGTTGTA---CTGTTCAATTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAAATCTGACTACAATTTGG------GAT------
AGCATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACATAATATAC---
AAATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGATTTATTGGAATTGGACAAGTGGGAAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCACTGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTGGCAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGATA---TAA 
>KX156451 
GCT---ACA------------------------------------------
AACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAGAGCATATGATAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTTGAATGGTACCGTTACTACTAATACCACTAGTACTAATG
CC-----------------------------------------------------------------------
-------------------------ACTAATGACAACACAGTGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTTTATGTCACCACAAACATGAGA---------------------------
AATAAGAAACAGAAACAATATGCACTT---TTTTATAAACTTGATGTTGTACCAATGAATAAA----------
-------------------------------------------------------------------------
-------------
AAGAATAATACTAAAAACAGATATAGGATAGTAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTATGAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCGACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
CCAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAATTTGTAGTA---------ATTAATTGTACAAGACCCCACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAGGGCA---TTT------TATACAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAACA---
GCTTGGAACAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAAAGATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAA------
CCACCTTCGGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---



TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACGGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATCAGATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACACAATTAATATAC---
ACCCTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGTCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGGATAAGAATAATTTTTGTT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAATAGATAGGATTATAGAAATACTACAAAGAGTTGGTAGAGCT----------------------------
--------ATCATTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN562778 
GCT---GCA------------------------------------------
GAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATG------------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGATGTGAATGTCACTAATAGTACTAATAGTACTATGGGAAATG
CT-----------------------------------------------------------------------
-------------ACTAACGCCATTAATAGTAGCATGGAAATGATGGAGAAAGGAGAAATAAAG---
AACTGCTCTTTCAATGTCACCACAAATATGAGA---------------------------
GATAAGGTGCAGGGAACATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
ACTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAAT
GTAAT---AATGAGAAATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGTTATTAAATGGCAGTTTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCATGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGGAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAGAACAGATAGTTAAAAAATTAGGA---------------GAACAATTTGAA----
-----------------------------------AATAAAAATATAACCTTTCAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAATCATCTGCAACACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGACGACATTTGG------GAT------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAACGAAATATAC---
TTCTTACTTGAAAAGTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACCTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTGCTATAGTG---------AATAGAGCTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACCGCTGTAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTACTCCAAAGAGCTTTTAGAGCT----------------------------
--------GTCCTTCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JN562811 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTGGAAGGGGAATACCACTAACACCACTAACACCACCGATA



CC-----------------------------------------------------------------------
----------ACTACTAGTACCTCTAGTAGTAAAGGGAAAATGATGGAGGGAGAAGAAATGAAA---
AACTGCTCTTTCAATGTAACCTCAGGCATAAAA---------------------------
GATAAGGTGCAGAAGGACTATGCATTC---TTTTATAAACTTGATTTAGTACAAATAGATGAT----------
-------------------------------------------------------------------------
-------------------
AGTGATAGTACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATCACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAACATCTCGGACAAT---------GTTAAGACCATAATAGTACAGCTGAAC----
-----------GAAACAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGGAACAAAT---------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTAGAACA---
CAATGGAATAACACTTTACAGCGAATAGTTAAAAAATTAAGA---------------GAAATTGAACAATTT-
--------------------------------AAGAATAAAACAATAGACTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTATGGATGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
AACTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTAGACAAATGGGCAAGTTTATGGAATTGGTTTAACATATCACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTGTTAGCTTGCTTAATACTACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAGGGAGCTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCCTTGAAAGAGCTCTGCT------- 
>DQ869015 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTACCCGTGTGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCCTCAGATGCTAAAGGATATGAGAAAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAGA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGAATTGAATACCAATAGGACCACTAATGGTCAGAACAAT-
-------------------------------------------------------------------------
-------------CAGACCAATACTAATAATATCACTGATGGGATAGAAAAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTC---TTTTACAAATCTGATGTAATACCAATAGATAACAGCATG----
-------------------------------------------------------------------------
----------
GATAACATCACAAATACTACCCAGTATAGGTTGATAAGTTGTAACGCCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCAGGTTTTGCGATTCTAAAGT
GTAAC---CAGAAGAATTTCACT------GGAAAAGGAGAATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGACAACATCACGGACAAT---------GTTAAAAACATAATAGTACAGCTGAAT----
-----------GAAACTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAGA-----
-AGTATACCAATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATAATACTTTAAGAAAGATAAGTAAAAAATTAAAA---------------GAATACTTTCCA----
-----------------------------------GATAAAGCAATAGCCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGCGATATTTGG------GAT------



AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCGTTTGCCATTAGCTTGCTCAACGCAACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATCATAGAAATAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAACGGTCTCTGCTA---TAA 
>DQ869033 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAG---GTACACAAT----------------
--------------GTCTGGGCTACT---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACTACTACAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTAATTATATTTGGAAGAATGCCACTCATAAG-------------
-------------------------------------------------------------------------
----------------------------AATAGTAGTCTCAAATGGGAGACGGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACACCCATAAGA---------------------------
GATAAGATGAAGAGAGAATTTTCGCTT---TTTTATAAGTATGATATAGTACCAATAAATAATGAAGAT----
-------------------------------------------------------------------------
----------
AATAGTAATACCAACTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTACTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGGGTTCAGT------GGAAAAGATGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTGAATGGCAGCCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCAGACAATTTCTCAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------AAAGCAGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-GGTGTACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATATTAGTGGAAGA---
GAATGGAATGATACTTTAAGACAGATAGCTAAAAAATTAAGA---------------GAACAATTTGGT----
-----------------------------------AATAAAATAATAAAATTTACA------
GAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGATGTGCCTTGGAATACTAGTTGGAGT-----------------
-------------------------AATAAATCTTACAAGGAAATTTGGAGT------AGT------
AACATGACCTGGAGGCAGTGG---GAAAAAGAAATTGACAATTACACAGACACAATATAC---
AGCTTAATTCTAGAATCGCAGGGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAGTTAGATCAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTAATTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTGGCTGTTAGCTTGCTCAACGCCACAGCTGTAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTTTAGAGCT----------------------------
--------CTTCTTCACGTA------CCTAGAAGAATAAGACAGGGTTTAGAAAGAATTTTGCTA---TAA 
>KM259097 
GCA---GCA------------------------------------------
AATCAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGATTTGAAGAATAGTACTAGTAATAGTACTAGT-------
-------------------------------------------------------------------------
----------------------AACCCTGATAATAGTACTGCTAATAGCATAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGCATAAGA---------------------------



GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
GACACTCAGAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAGA---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGTGGTGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAAGAAAACTTTAGAACAGATAGCTAAAAAATTAAGA---------------GAAAAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTACATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAGACTTAATATAC---
AACTTACTTGAAGCATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCGACATAACCAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGGTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGCTTTTGCTA---TAA 
>DQ410535 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAGAGCCTC---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATGAGCTGAATCTGAAGAATAATACTAAT-------------
-------------------------------------------------------------------------
----------------------------ACCACAGAGGGAATAATGGAAACGGGAGAAATAAAA---
AATTGCTCTTTTAATATCACCACAAACATAAGA---------------------------
GATAGAATGCAGAGGGAATATGCATTT---
TTTTCTAAACTTGATGTAGTACCAATAGAAGAAGATAAAGGAAATATT-------------------------
--------------------------ACTAGA------
AATAATGCTGGAAATTATACTGGCAAAAATTATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTA
CACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAGGTTTAAT------GGAACAGGACCATGTATAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAAGTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GAAGTAATTAGATCCGTCAATATCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAGG----
-----------GAATCTGTACAA---------ATGAATTGTACAAGACCCGCAAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGCAGAGCA---TTT------CATACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAATA---
GCATGGAATAATGCTTTAAATAGAACAGCTAAAAAATTAAGA---------------GCTCAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---GCACTCACTTTGAATTGTGGAGGGGAA---
TTCAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGCAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAACATAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTCTTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY835452 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCGCTCTGTGTCACTTTAAACTGCAGTGATGTGAATACCACTAGTGTTAATACC----------------
-------------------------------------------------------------------------
-------------------------------ACTGCTAGTAGCATGGAGGGGGGAGAAATCAAA---
AACTGCTCTTTCAATACCACCACAAGCATGAGT---------------------------
GATAAAATGCAGAAAGAATATGCACTT---TTTTATACACTTGATGTAGTACCAATAGTTAAG----------
-------------------------------------------------------------------------
----------------------
GAAAATAATACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAATGT
GTAAT---AATAAGACATTCGAT------GGAAAAGGGCCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTATAGAA---------ATTACTTGTACAAGACCCAACAACAATACAAGCAAG-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAGG------
---------ATAATAGGAGATATA------------AGGAAGGCACACTGT---AACATTAGTGGAGAA---
AAATGGCATAACGCTTTAGAACAGATAGTTAAAAAATTAGGA---------------GAAAAATTTGAG----
--------------------------------AATGCAACAACAATAAGATTTAAT------
CAATCCTCAGGAGGAGACCAAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGAAATGGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX156493 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATAAGGGGACTTATAATGGGACTGCTACTAATAGTAGCA
CTAATAGTAGC--------------------------------------------------------------
----------------------ACTGTTAGTAGCGGGGAAACAATGAAGGGGGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGG---------------------------
GATAAGATGCAGAAAGTATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGGTAGTAAT----
-------------------------------------------------------------------------



-------
AGTAATAAAAGTAATAATTATACCAACTATAGGTTAATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACACTATTGTGCCCCGGCCGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTCCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CACCTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTGGTAATTAGATCTGCCAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAAACTGTAAAC---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAA------
---------GTAGTAGGAAATATA------------AGACAAGCATATTGT---AGTATTAATGTGACA---
GAATGGAATAACACTTTAACACTGGTAGTTACAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------ATGAATAAAACAATAATCTTTACT------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAAACTATGGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAGATTGACAAGTACACAGACTCAATATAC---
ACCTTAATTGAAGATTCGCAGAAACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTAGGGAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTTTAGAAGCATTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTTCACATC------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>KX156542 
GCT---ACA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGAATTGAAA---------AATCTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCAATTTGTGTTACCTTACATTGCACTAATTGGAATGCTACTAAGAATGCTACTAATACCAATTAT----
-------------------------------------------------------------------------
----------------AGTAATACTAATAGTAGTTGGGGAACAATAAAGGAAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTCACCACACCAATAAAA---------------------------
AATAAGAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATTTAATATCAATAAATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACTTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAAAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAATATCTCGAACAAT---------GTTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTATACAA---------ATTAATTTTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTGCA---
AGATGGAATAACACTTTAAAAAGGATAGTTATAAAATTAAGG---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGGCAATTACACAAGCAAAATATAC---
TCTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATTTTCATAATGGTAGTAGCAGGCTTGGTAGGATTAAGAATAGTTTTTAGT---



GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATTAGCTTGCTTAATGCCACTGCTATAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCC----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAAGTTTGCTA---TAA 
>KX156380 
GCT---GCA---AAA------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCACC---
ACCACTCTATTTTGTGCCTCAGATGCTAGGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGAAAACTTAACGAATGTCACTGTTAGAGGT-------------
-------------------------------------------------------------------------
----------------------------AATAGTGACAGTGCTACTAATGTCACTGGTATGACA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAACAATATGCACTC---TTTTATAAAATTGATTTAGTACCAATAAGGGATGAGAAT----
-------------------------------------------------------------------------
----------------------
ACTAGCCAGATCTATAGGTTGATACATTGTAACACCTCAGTCATCACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAGAATTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAATAATTAAATCCAGCAATCTCACAGACAAT---------GCAAAAATTATAATAGTACAGCTACAG----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGGAAA-----
-AGTATAAATATA------------GGACCAGGAAGAGCA---CTT------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAAAGCA---
AAATGGAATGAAACTTTAAGACAGATAGTTCTAAAATTAAGA---------------GAAAAATTTCCA----
-----------------------------------AACAAAACAATATCCTTTAAC------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTATGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGTCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATAGTGCAAAGAACTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCAA---TAA 
>FJ469697 
GCT---ACA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTAATGCCACTATTACTACGCCCACTAATGAGACTGAG-------
-------------------------------------------------------------------------
----------------------CCCACTAATAGTAGTCTGAAAATTGTGGAAGGAGAAATAAAA---
AACTGCTCTTTCAACGTCACCACAGACATAAGA---------------------------
GATAAGACAAAGAAAGAATATGCCCTT---TTTTATAAACTTGATGTAGTACCAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------
AATACTAATAATACTAGCTATAAGTTGGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT



GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACGAAAAAT---------GAGAAAATTATAATAGTACAGTTGAAC----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGGCCCAGTAACAATACAAGAAGG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTTTAGAACAGGTAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---AGGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGGCTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAAAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTGGCTGTAAGCTTGCTCAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCATTGCAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469698 
GCT---AAT------------------------------------------
GAAACCTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATACTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACCATTGATA---------AATGTGACAAAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGACGTTTTGAGGAATGCTAGTAGTACCAATGGGACAGTCAGTA
AGAAT--------------------------------------------------------------------
-------AATAATAGCACTAATGTTAACAAAACAGAATTAGAGATGGAGCCAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAAA---------------------------
GATAAGTTGCAGAAAGAACATGCACTT---TTTAATAAACTTGATGTAGTATCAATAGATAGTGATAGTAAT-
-------------------------------------------------------------------------
----------
AAGACTAGTACCAGCTATACCAGCTATAGGTTGGTAAGTTGTAACACCTCAAGAATCACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACATTTAGT------GGAAAAGGACTATGTGGAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGATGAA------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTACAA---------ATCAACTGTACAAGACCCATCATCAAGATAAGAAAA-----
-GGTATACACATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAT------
---------ATACTAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTGGAATA---
AAATGGAATAACACTTTAAAACAGATAGTTGATAAATTAAGA---------------GAACGATTCCCA----
-----------------------------------AATAGAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGGGAGTTGGAGT-----------------
----------------------------AATAGAACTTATGACACAATCTGG------GGA------
AATTTGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACTTAATATAC---
AGCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATACAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGACGCCACAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTATTACAAAGAATTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ217185 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAGC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTG------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAACTG---
ACCCCACTCTGTGTTACTTTAAATTGTACTAAGTATTCAGGCACTAGTGCTACTGCTAATAGTACTGGTGCCT
CCACTACTAGTACC-----------------------------------------------------------
-CCCACTGCTACTAGTGGTGCTAGTACCCCCAATACTACTGCTAGTAGTGGGGAAAAAATGAAA---
AATTGCTCTTTCAATATTACCACAAGCATAAAA---------------------------
GATAAGATACAGAGAGAATATGCGATT---TTTTATGAATATGATTTAGTACCAATAACAAAT----------
-------------------------------------------------------------------------
----------------------
GATACTATCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATAACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAC---AATAAGACGTTCAAT------GGCACAGGACCATGTAACAAT-----------------------
-GTCAGC---GTAGTACAATGTACACACGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGAAAATTTCACAGAGAGT---------ACTAAAAACATAATAGTAAATCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TACGCAATGGGACAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAAAAAGGTAGCTGAAAAATTAAGA---------------AAGCAATTTAAC----
-----------------------------------AAGACAACAATAGTTTTTAAT------
TCCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTTTTAATGAAATTTGG------AAA------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
GACTTACTTGAAGTAGCACAGACCCAACAAGAA----------------------------------------
-----------------------------
CAAAATGAACAAGAATTATTGAGCTTAGACAAGTGGGCAAGCTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTAAGAAGAATTTTTAGAGCT----------------------------
--------ATTATCAACGTA------CCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTA---TAA 
>KC935957 
GCT---GCA------------------------------------------
GGCAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
GTTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAGGAGTGCTACTAGTATCACGAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGAGAGAACGATGGAGGGGGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTCATACCAATAGACAAA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCGACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGCCAATCTCACGGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------AAATCTGTAGAA---------ATGAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGCA---
CAATGGAATGACGCATTAAGAAAGATAGCTATAAAATTAAGA---------------GAACAATTTACG----
-----------------------------------AATGCCACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCAAGAAATTGTA---ACGATCAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGACAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCCCCAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ410068 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GGACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGAAATGCTACTAATACCAATAGC-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGGGAACGAGGGAGGGAGGAGAAATAAAA---
AATTGCTCTTTCAAAATCACCACAAGCATAAAA---------------------------
GATAAGGTGCAGGAAGAATATGCACTT---TTTTATAAACTTGATGTGATACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAGGAAGTTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGGATAACACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------CATAACACAACAGTCTTTGAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---AAGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTTCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTCAGAATTACACAAGTTTAATATAC---
AACTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTCTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAGGTATTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>EF363124 



GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAGGAATGCTACTAATACCACTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGGGAAAGATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAGACCTGATATAGTACCAATAGATAAA----------
-------------------------------------------------------------------------
----------------
GATAGTACTAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGCGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCACT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGGATAACGCTTTAAAACAGGTAGTTCTAAAATTAAGA---------------GAAAAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
ATACTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>EF363126 
GCT---GAA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGATACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTACTGATGTGGAGAAGAATAATACTACTAATACCACAACTACTAGT-
-------------------------------------------------------------------------
----------------ACCACAACTACTATTACCCCACTAATGATGGAGAAGGGAGAAATAAAA---
AATTGCTCTTTCAAAATCACCACAAACATGAGA---------------------------
GATAAGGTGCAGAAAGAATTTGCACTT---TTTCATAAATTTGATGTAGTACGAATGGAAGAAGAT-------
-------------------------------------------------------------------------
----------------
AATACTGATAATACTAGCTATAGGTTGGTAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAT---AATAAGGAGTACAAT------GGAACAGGACCGTGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGCTCTGCCAATCTCACAAACAAT---------GCTAAAATCATAATAGTGAAACTGAAT----
-----------GAATCTGTAGCA---------CTGAACTGTACAAGACCCAACAACAATACAAGAAAA-----



-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
CAATGGAGTAACACTTTAAAAAGGGTAGCTATAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGCCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAACTATGGACCAGATTTGG------AAT------
CACACAACCTGGATGCAATGG---GAAAGAGAAATTGATAATTATACAGACTTAATATAC---
TCCTTAATTGAAGACTCGCAAAACCAACAAGAT----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTATT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ410498 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGAGGTAATACAGAG---AGACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCGAATGTTACTAATACCACGGGT----------------
-------------------------------------------------------------------------
----------------------------AGTGGTGAGACAAGGTTGGAGAAGGAAGACATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAGACTTGATGTAATACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGCCAATCTCTCAGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTACAA---------ATGAATTGTACAAGACCCAGCAACAATACAAAAAAA-----
-GGTATATATATA------------GGACCAGGCAGAACA---GTT------CATGTAGCAAGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGGACA---
AAATGGAATGACACTTTAAAAAGGATAGCTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAGTAGTTTTTATT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGTTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ251132 
GCT---ACA------------------------------------------
GACAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATAATGGTACTAGTGTAAATAATACCAATAGTGCTAGTA
ATAGCAGTAGT--------------------------------------------------------------
-------------ACTAGTGTGAATAGTACCAATAGTATTAGTAATAGCAGTGGAGAGATAAAA---
GAATGCTTTTTCAATATCACCTCAGGGTTAAGA---------------------------
GACCAGGTGAAGAAAGAACGTGCACTT---TTTTATACACTTGATGTGGAACCAATAAATAGT----------
-------------------------------------------------------------------------
----------------------------
ACTTACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGCATCAACT---
CAACTGCTACTGAATGGCAGCCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATCTA------------GGACAAGGGAGAGCG---TGG------TATACATTAGAAAAA------
---------GTAATAGGAGATATA------------AGACACGCATATTGT---ACCCTTAGTAGAGCA---
CAATGGAATAACACTCTAAAACAGATAGTTGAAAAATTAGGA---------------GAACAATTTGGG----
--------------------------------AAGAATAGAACAATAGTCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ACACATAGCTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AATAAATCTCTAGATAAGATTTGGGAT-----------A---
ACATGACCTGGATGGAGTGGG---ACAGAGAAAATTGGCAATTACACAAGCGTAATATAC---
ACCTTGCTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAATTAGGCAGGGATACTCACCA------
ATATCGTTCGCTGTTAACTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ410260 
GCT---CAA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTTAGGGAGGGCTACTAATACTACTGGGAATGCTACTA
ATACTACT-----------------------------------------------------------------
----GGGAATGCTACTAATACTAATAATAGTGGCGGGGGAACAGTGGAGGAAAGGGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCATAAGA---------------------------
GATAAAATAAAGAAAGAATATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATAATGATAATGAT-
-------------------------------------------------------------------------
-------
AATACAAGCCATAATGATAATACAAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGTTGAAA----
-----------GACCCTGTAAAA---------ATTGAATGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAAGACAGATAGTTGGAAAATTAAGA---------------GAACAATTTAAA----



-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGATGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>DQ410292 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAATTAGAATTGATA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCCGAAGAATGCTACTGATCTGAAGAATGGTAATAGTACT-
-------------------------------------------------------------------------
----------------AACATGAATAGTAGTAGCGGGAAAATGATGGAGGAGGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATGGAAGAA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATATCACAGACAAT---------GCTAAAAACATAATAGTGCATCTGAAT----
-----------ATATCTGTGCAA---------ATGAATTGCACAAGGCCCAGCAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGAAAAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AATTGGAATAACACTTTAAAAAACATAGTTATAAAATTAGAA---------------GAAAAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAA------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTATGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAAACAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAGAATTACACAGGCTTAATATAC---
TCCTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCGAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCCACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>DQ410356 
GCT---GAA------------------------------------------
GAAAGCTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACAAAAAAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAGGAATGATACCAATGTGGGGAATAGTACTAGCAGGA
ATGAT--------------------------------------------------------------------
-------ACCAATGTGGGGAATAGTACTAGCAAGTGGGGACAGATAGAGAAGGGACAAATATAC---
AATTGCTCTTTCAATATCACCACAAGTGTAAGT---------------------------
GATAAGGTACAGAAAGAAAGAGCTATC---TTCAATAAACTTGATATAGTACCAATAGGGGAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTACATATAGATTAGTAAGTTGTAATACCTCAGTCCATACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------ACATCTATAGAC---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTTTACATATA------------ACACCAGGGAGTGCA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATCAGTGAAGCA---
AAATGGAATAATACTTTAAAACTAGTAGCTGCAAAGCTAAAA---------------GAACAATATGGG----
-----------------------------------AATAACACAATAATCTTTCAG------
CCATCCTCAGGAGGGGATCCAGAAATCACC---ACTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAGGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAAGGTTAGGCAGGGATACTCACCA------
ATATCATTGGCTATTAATTTGCTTAATGCCACAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGCACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGACGGATAAGACAGGGCTTTGAAAGGGCTTTATTA---TAA 
>JQ403103 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGAACTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATAAATTCAATACTTCTAATACCTCAAATTGTACT-------
-------------------------------------------------------------------------
-------------------GATAATTCTAAGAATGTAACTTGTAGTGAGGAAACAGATATGAAA---
AACTGCTCTTTTTATGCTACTGCGGGAATACAG---------------------------
GGTAAGGTAAAGAAAGAATATGCACTT---
TTTTATAACCTTGATATAGTATCCATAGAGGAAAAGGGTAGGAAA----------------------------
--------------------------------------------------------
GATAACCCCACCTACAACACCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGATATGCACTTCTAAAGT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAGCTATAAAA---------ATTAATTGTACAAGACCTAATAACAACACAAGAAAA-----
-AGTATACATATA------------GCACCAGGAAGAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGAAATA------------AGGAAAGCACATTGT---AACATTAGTGGAGGA---
ACATGGAATAACACTTTAAGAAAGATAGTTGCAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AAGAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAAGCATAATATAT---
GACCTGATTGAAAAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAATTAGATAAGTGGTCAAATTTGTGGAGTTGGTTTGATATAACACATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTCTTTGCT---
GTGCTTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGTTCAATGCTACAGCTGTCACAGTAGCTGAA---
GGGACAGATAGGATTATAGAATTAGTACAAAGAATCTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JQ403104 
GCA---GAA---------------------------------------------
CAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAGTTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGAGTTGCACAATGTT----------------------------
-------------------------------------------------------------------------
----------------------------------------------------ACAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACCGAAGG---------------------------
GATAAGATGCAGAAAACATATGCGCTT---CTTTATAAACTTGATATAGTAGCAATAGATAATGATAAT----
-------------------------------------------------------------------------
----------
AATACTAACAGCAATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCACCAGCTGGCTTTGCGATCCTGAAGT
GTAGA---GATCATATGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTGAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCCGAAAATATCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTACCC---------ATTGATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGGATTACTATG------------GGACCAGGGAGAGTA---CTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGCAAAGTA---
AAATGGAACAAGACTCTAAAACTAATAGCTGCAAAATTAAAA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCTAGAGATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTATATGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATCACATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGGCAATTATACAGGCTTAATATAC---
ACCTTACTTCAGGACTCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAACATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGATTACTTTAGTG---------AAGAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTGGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
AGGACAGATAGGGGTATAGAAATATTACAAAGAATTGGTAGGGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTA---TAA 
>HQ217329 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAGATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCGAAGGGTGAAAATACTACTGTCACTAATAGTACTACTA
ATCCTGTC-----------------------------------------------------------------



----CCTACTAGTAGCCCTAATGATACTAAGACCACTATTAATCCAATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACTGCAAGCAGAAGA---------------------------
GATAAGTTCCAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGAACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACAAGTTATACATTGATAAGTTGTAACACCTCAGTCATTACACGG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAATTCAAT------GGAACAGGATTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATATCACAGACAAT---------GCAAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACCATACAAGCAAA-----
-GGTATACGTATAGGA------CCGGGGATAGGAACGGGG---AGT------ACATTTTATGCAAAA------
---AGAAGAATAATAGGAGATATA------------AAACAAGCACACTGT---AACATTAGTAGAGCA---
AAATGGGAAAAAACTTTACAACTGGTAGCTACAAAATTAAGA------------GAACATTTTAGT-------
-----------------------------------AATAGAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCGGGGAAAATCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGGATGAAATTTGG------AAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTATACAGACTTAATATAC---
ACCTTACTTGAAAGTTCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAGCTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTACT---
GTACTGTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTGTTAATTTGCTTAATACTACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGGGTTGGTAGGGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATTAGACAGGGCGCAGAAAGGGCTTTGCAG---TAA 
>FJ469745 
GTT---GCA------------------------------------------
GCAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GGAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTTAATACCACTAAAGCTCATACCACCAGT----------
-------------------------------------------------------------------------
-------------------------ACTGCTAATACCACTGGTGCTCCGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCGCGAGCCTAAGG---------------------------
GATAGGGTGAAAAAAGAATATGCGCTT---TTTTATACAACTGATATAATACAAATAGAGAAT----------
-------------------------------------------------------------------------
-------------------------
GACACCAACTATAGGTTGATAAGCTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAACACATTCAAT------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAG----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGTAGGTCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAATACTTTAGGACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAGAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTACATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAGAATTACACAGGCTTAATATAC---



AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAATGCAATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAATTAGTACAAAGGATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTAATA---TAA 
>MK147530 
GCT---GAA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTCTTCTGTGCATCAGATGCTAAGGCATACAATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATCCTTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTAAAGAACGATACTAGTACCAATAGTAGTATT-------
-------------------------------------------------------------------------
-------------------------------------------GGGGAGAGAGAAATGGTAAGA---
AACTGCTCTTTCAATATCACCACAGGCATAAAA---------------------------
GATAGAATGAAGAAAGAATATGCAATT---TTTTATAAACTTGATACAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATATGTTGAGACATTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACC---
CAGTTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCTAATTTCTCGGACAAT---------ACTAAAACTATAATAGTACAGTTGAAT----
-----------GTATCTGTAGAA---------ATTAATTGCACAAGACCCGGCAACAATACAAGGAAA-----
-GGGATACATATA------------GGACCAGGGGGAGCA---TTT------TATACAAGAGGACAA------
---------ATAACAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGA---
GCCTGGAATGACACTTTACAACAGATAGTTAACAAATTAGGA---------------GAAAAGGTTGGA----
--------------------------------GAGAATAAAACAATAATCTTTAAT------
CACTCCGCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTTTAAATACAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTGGATCATTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAATTATTTATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATCGCAGTCGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ469772 
GCT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---ATGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGCAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAACGACATGGTAGATCAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTGTCCGTAGTAATAATGCCACC----------------
-------------------------------------------------------------------------
----------------------------AATACTACTGGTAGTGCTAATGAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------
GATAAGGTGCAGAAAGAACATGCATTT---TTCTATAAATCTGATGTAATACCAATAGATAAT----------



-------------------------------------------------------------------------
----------------
GATAATAATAATACCAGTTATAGGTTGATAAGTTGTAACGCCTCAAAAGTTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATTTCTCGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAA----
-----------GAATCTGTAGAA---------ATTATTTGTTCAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGTAGCGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGATTA---
AATTGGACTAACACTTTAGAACAGATAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAAACTTTACT------
CACCCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGACGGAAATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAACAGTACACATCAGGCATATAC---
ACCTTAATTGCAGAATCGCAAGACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACGAGAATTATTAGAATTAGGTAAATGGGAAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGAATTGTTAGAGCT----------------------------
--------ATTATCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>EF593269 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTGGAATAATAATGGTACCAATAATAATAGT----------
-------------------------------------------------------------------------
-------------------------ACCAATACCACAACCCTTAAGGAGGGAGAAGAAATAAGA---
AACTGCTCTTTCAATATCACCACAACTATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCAGCT---TTTTATATACATGATATAACACCAATAAATGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGTTGACAAGTTGTAACACCTCGGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAGATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATTTCACAAACAAT---------GCTAAGATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAATAAAA-----
-GGTATACCTATA------------GGACCAGGGCAAGCA---TTT------TATGCAACAGAAACA------
---------ATAGTAGGAGAGATA------------AGAAAAGCATATTGT---AATATTAGTAAAACA---
AAATGGAATAACACTTTAAGTCAGATAGTCAAAAAATTAAAG---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCATCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGGGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCATAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAACAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCCATATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGACTTTGCTA---TAA 
>EF593271 
ACT---GAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAAGACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCTCTGATATCAATAGGAATGATACTAGTAGTACTAATAGGAGTGATA
CTAGTAGTATT--------------------------------------------------------------
-AATGGGAATGATACTAGTAGTACTAATAGTAGCTTGAAAATAAAAGAGAAAGAAGAAATAAAA---
AACTGTTCTTTCAATATCACCTCAGACAGAAGA---------------------------
GATAAGTACCAAAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGGTGATAATAATGAT-
-------------------------------------------------------------------------
----------
GATACTAGGAATAATAATACCAGTTATAGATTGATAAGTTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAGGGGATTTAAT------GGAACAGGAGCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTATCAGAAGAAGGG------------
GTAGTAATTAAATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAAACTGTAAAG---------ATTAACTGCACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAACA---TTT------TTTGCAACAGGAGGC------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAATAACACTTTAAAACAGATAGCTATAAAACTAAAC---------------AAACAATATGGG----
--------------------------------GAAAATACAACAATAGTCTTTAAC------
CATACCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAGGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAAGGAAATTGACAACTACACAGGCATAATATAC---
TCCTTGATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAACTTTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAGAGGGCTTTGCTA---TAA 
>EF593273 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCCTCAGATGCTAAAGGATATGAGACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGTACTAATTATACTGGTACTAATGCCACTAGTAATCATACTGGTACT-
-------------------------------------------------------------------------
-------------AAGGCCCCTAGTAATAGTAGCTGGATGATGGAGAAGGAGGGAGAAGTAAAA---
AACTGCTCTTTCAATATTACCACAGACCTAAGA---------------------------
GATAAAGTACAGGAACAATATGCATTG---TTTTATAAACTTGATATAGTGCAAATAGATAATGATAAT----
-------------------------------------------------------------------------
----------
ACTAATAATACTAATTATACTAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAGT------GGAAAGGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAA---------
GAAGTAATAATTAGATCTGAAAATCTCACGGACAAT---------GTCAAAACCATAATAGTACAGCTGAAT-
--------------GAACCCGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA--
----GGTATAAATATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAA---
------------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA-
--AAATGGAACAACACTCTAATAAAGATAGTTAAAAAATTAAAA---------------GAACACTTT-----
-------------------------------------AATAAAACAATAGTCTTTAAG------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACAGGCATAATATAC---
AATTTAATTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTAGCTGTTAGCTTGTTTGACGCCACCGCCATAGCAGTAGCTGGG---
GGAACAGACAGGATTATAGAAATATTACAAAGAATTTTTAGAGCT----------------------------
--------GTTATTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGTCTTTGCTA---TAA 
>EF593274 
GCT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTATTTTGTGCATCAGATGCTAGATCATATGACACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATGCCACTAGCAGCAGGGCTGCT-------------------
-------------------------------------------------------------------------
-------------------------------TACAATAGTAGTACCGAGGGAACAGAAATGAAA---
AACTGCTCTTTCAATATCACCTCAAACATAAGA---------------------------
GATAAGGTAACAAAAGAACATGCACTT---TTTTATAGTTTTGATTTAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------
AATACCAGTAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAACGGTTCAAT------GGACCAGGGCCATGTAAA-AT-----------------------
-GTCAGC---ACTATACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGGA---------
GATGTAGTCATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGACA-
--------------AAATCTGTAAAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA--
----GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCC---
------------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA-
--GAATGGAATGAAGCTCTAAGCCTGACAGCTATAAAATTAAGG---------------GAACACTTTAAG--
-------------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAACTGTA---TCGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATGAGAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAGTATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATTATATAC---
AGGTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTAATACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>EF593276 
AAT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAGGAAATAGTAATAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGAAATTAGGAATGCTACATTTAAGAATCAGGATAGT----
-------------------------------------------------------------------------
----------------ACTAATAGTAGTAGTAACTGGGAAAAGATGGAAAAGGGGGAAATAAAA---
AACTGCTCTTTCAATGCCACCACAGGCATAAGA---------------------------
GATAAGTTACAGAAAGTATATGCACTT---
TTTTATAAACTTGATGTAGTGCCAATAGGTGATAGTGAGACTTCT----------------------------
--------------------------------------------------
TTTGATAATATTACTAACACCACCAACTATAGGTTGATAAGTTGTAATACCTCAGTCATTAGACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACATTCAGT------GGAAAAGGACCGTGTACAAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGTG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTACATATA------------GGACCAGGGAGTGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGGCA-GCACATTGC---AACATCAGTAAAGGA---
GATTGGAATAAAACTTTAACACAGGTAGCTGAAAAATTAAGA---------------GCACAATTTGGG----
-----------------------------------AAAGAAAAAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTATGGAAAACTCATTTGCACCACCAATGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACATTCACAATATAT---
AACTTACTTGAAGCATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACACGAATTATTGAAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATTACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTAATATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGTCTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN024210 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAA---ATACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAAAATTAGAA---------AATGTGACAGAAGATTTTGAC----------------
--------------------------ATGTGGAACAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGAAAATACTACTAATGCCGCTAATGGTAGTTCGGGG-
-------------------------------------------------------------------------
----------------------------AATACTACTATTAGCACAGGAATAAAGGAAATGAAA---
AACTGTTCTTTCAATGTCACCTCAGGAATAAGA---------------------------
GATAAGATGAAAAAAGAATATGCACTT---TTTTATACACTTGATGTAGCACCAATAGAGGAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGGAGCTATACGTTGACAAGTTGTAACACCCCAATCACTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCAATACATTATTGTGTCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAACTTCTCGAAAAAT---------ACTAACACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAAAACTTTAGAAAAGGTAGTTGAAAAATTAAGA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAACCTTTAAG------
CCATCCTCAGGAGGGGACTTAGAAGTTACA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAAAAGTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATCAGCAATTACACAGACTTAATATAC---
AACTTACTTGAGGAATCGCAGAACCAGCAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTGTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ469683 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTGAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTCACTTTAACTTGCACTGATGCTGTTCCTACTAATAGTAGTAGTACTAATAATAATAATA
GT-----------------------------------------------------------------------
-------------ACTGATAATAGTAGTAGTACTACTGATAGAGAAATGATGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACAACAAGCCTAAAA---------------------------
GATAAGTTACAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGGT-------
-------------------------------------------------------------------------
----------------
AATAATAGTAATACCAGCTATAGGTTAATAAATTGTAATACTTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAGAATATCACGGACAAT---------GCTAAAACCATAATAATACAACTGAAT----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGC---ATCATTAATAAAACA---
GAATGGAATAACACTTTACAAAAGATAGCTAAAAAATTAGGA---------------GAACAATTTGAG----
-----------------------------------AACAAAACAATAGTCTTTAAG------
CAACACTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAAATCTGACTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAACTACACAAGCTTAATATAC---
ACTTTGATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTAGCATAACTAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGATTTGGTAGAGGT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGGCAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>HQ238279 



GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CGTGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCCGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGTGAATAGTACTCGTAGTAAT-------------------
-------------------------------------------------------------------------
----------------------------------TACACTACGATAGAGCCAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACACGCCAAAAA---------------------------
GGAAAGATGCAGAAAGAACGTGCACTT---TTTTATAAACTTGATGTAGAACCAGTAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGTTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAAAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGTACTCTAGCAGAAGAAGAG------------
GTAGTAATAAGATCTGAAAATTTCACAAATAAT---------GTTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTACCA---------ATTGAGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-GGTATATCTTTT------------GGGCCAGGGAAAGCA---ATT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AACTGGACTAACACTTTAAAACAGGTAGTTGAAAAATTAAAA---------------GAACAATATGGG----
-----------------------------------AGTACAACAATAATATTTGAT------
CAATCCTCAGGAGGAGACCCAGAAATTAAA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTTC-------------------TGGAGT-----------------
----------------------------AATAGATCTCTGAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGACAATCACACACGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTGAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACGGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACGTA------CCTAGAAGAATAAGGCAAGGCTTGGAAAGGATTTTGCTA---TAA 
>FJ496085 
GCT---GGA------------------------------------------
GATAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAGTC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAT----------------
--------------------------GTGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAATTTATGGGACCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAAGATTAATAATACCAATAATGCCACAGAT-------------
-------------------------------------------------------------------------
----------------------------AATGTCAATGTCACAGCCAAGGAAGACATAATGAAA---
AACTGCTCTTTCAATATCACCACAGGCGTGAAA---------------------------
GATAGGGTGAAAAAAGAATATGCAACT---TTTTATAGCCTTGATATAGCACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------------
AATAATGATAGTATTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCTTTCAAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GCAAC---AATAAGACATTCAGT------GGAAAAGGAGATTGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTACTTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGATGAAA----
-----------ACACCTGTAAAC---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----



-GGCATACATATA------------GGACCAGGGGGAGCA---TTT------TTTACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGG---
GCATGGAATGAGACTTTAGGACAGGTAGTTATAAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AATAAGACAATAACCTTTAAG------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGACATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTCACAATTACACACAAATAATATAC---
AGCTTAATTGAAGAAGCGCAGAACCAACAAGAG----------------------------------------
-----------------------------
CAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAATTTTTATT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTATTCAATTCCACAGCCATAGCAGTTGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGAGCAGAAAGGGCTTTGCTA---TAA 
>JF689854 
GCT---GAG------------------------------------------
GAAAAATTGTGGGTCACGGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAGCC---
ACCACGCTATTTTGTGCATCAGATGCGAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGACA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATGAGTTAAGGAATACTACTAATACTACTAAT----------
-------------------------------------------------------------------------
----------------------ACCATTGGTAGTAGCTTGGATATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACCTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAATACCAGCTATAGGTTGATAAGTTGTAACGCCTCAGTCCTTACACAG---
GCCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCGGGTTTTGCAATTTTAAAGT
GTAAC---GAGAAGAAGTTCAAA------GGAAAAGGAGCGTGTAACAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAGTAATTAGATCTGACAATTTCACAGATAAT---------GTTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGAAACTTTAAAACGGATAGTTGAAAAACTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAAAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACTACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAACAATTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689856 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTATTCTTGGAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGAACAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCGCTAATCTGACTTTAAATTGCACTAATCGGAATGAAATTAAACCCA
CCTCTCCATCTAGC-----------------------------------------------------------
-ACTACCACTCCTACCACTCCTACCAATACCACCCCTCCCACTAGTATTTGCAGGGAGATGATG---
AACTGCTCTTTCAATATTACCACAAACATAAGA---------------------------
GATAAGGTGAGGAAAGAATATGCATTA---TTGTATAAGCTTGATGTAGTACAAATAGATGAT----------
-------------------------------------------------------------------------
----------
AAAGATGATAAAAATAAGACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACATTCGAT------GGAAAAGGACAATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GTTAAAACCATAATAGTACAGCTAAAG----
-----------GACGCTGTAAAA---------ATTAATTGTACAAGACTCAGCAACAACACAAGAAGA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
GAATGGAAAACAGCTTTAGAGCAGGTAGCTAATAAATTAGGC---------------
GAACAAGTTAGTAGATTAAGC------AACGAG------------------AATAAAACAATAGTCTTTAAC-
-----TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCGACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAGTCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAGATTGGTAGATACACAGACATAATATAC---
AACTTAATCGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCAATAGCAGTAGCYGAG---
GGAACAGATAGGATTATAGAAGGATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689857 
GCT---ACA------------------------------------------
GACAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTCGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAACCGAGAAGTAGTAATACTACTAACTTGGGG----------
-------------------------------------------------------------------------
-------------------------AATGATACTGACAGAGAACTTGAGAAAGGAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAGGCATAAGA---------------------------
GATAAGGTGCAAAAAGAATATGCATTT---TTTTATAAACTTGATGTAGTACCAATAAATGATGAT-------
-------------------------------------------------------------------------
----------
AGTGCTAATCATACTAATACCAGCTATAGGTTGTTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACTGTACAATGCACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATTATAGTACAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATGTA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GAATGGGAAAACACCTTACAACAGATAGCCAACAAATTAAGA---------------AAACAATTTAAT----



-----------------------------------AATAGCATAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAGCTTAATATAC---
ACCCTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGGGCTAGGAAGGGATATTCACCA------
TTACCGTTTGCTGTTAGCTTGCTCAATGTCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTACTACAAAGAATTTGCAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTAATA---TAA 
>JF689859 
GCT---GCA------------------------------------------
GAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTTGAAGAATACTACTGAT-------------------
-------------------------------------------------------------------------
----------------------------------TCGAGTAATGCTACTAGTGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATCTGCACTT---TTTTATAAACTTGATGTGGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAATACTAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTTATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAG------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTACCAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
AAATGGGATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATGGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCCTAAGAATAGTTTTTACT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTATTACAAAGAGCTTTTAGAACT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF689860 
GCA---GAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGTC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAAGGTTGGAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTTAAATAATACCAAGACCAATGATACCAAT----------
-------------------------------------------------------------------------
-------------------------GCCGATAATACTAATAAGGTGGAGACAGGAGACATGAAA---
AATTGCTCTTTCAATATTACCACGGGTATGAGA---------------------------
GATAAGGTGCAGAAAAAATATGCAACT---TTTTATAATCTTGATTTAGTAAAAATGAATGAT----------
-------------------------------------------------------------------------
----------------
GAAAATGATAATACCAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGCTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCCAAAGTCCTAATAGTACATCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCGGCAACAATACAAAACAG-----
-AGTATAACTATG------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAAAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GAATGGAATACCACTTTAAAACGAATAGCTAAAAAATTAGAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAAGCCTCAGGAGGGGATCCAGAAATTGTA---ACACACAGTTTTAATTGTGGTGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTTGATAACATTTGG------GGG------
AACATGACCTGGAGGCAGTGG---GAAAGAGAAATTGAAAATTACACAGACTCAATATAC---
AGATTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTAATATAACAGAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGGTACTCACCA------
CTGTCGTTTGCGGTTAACTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGGTTGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTAGTA---TAA 
>MK383403 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTGACA---------AATATGACAGAAAATTTTACC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTGAAGTGCACCAATGTGACAGTGAATGTTACTAATACCAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAGCGAGGAAACGATAGACAAAGAAATGAGA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATTGATGAT----------
-------------------------------------------------------------------------
----------------------
AATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAGGAACTTCACG------GGAACAGGACGATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAACTTCACAAACAAT---------GCTAAAATTATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCGGTAACAACACAAGAAGA-----
-AGGATACGTATA------------GGACTAGGCAGAGCA---TTT------TATGCAACAGAGGAA------
---------ATAACAGGAGATACA------------AGAAAAGCATACTGT---AACATTAGTAGAACA---
GAATGGAATAACACTTTAAAACAGATAGTTAGAAAATTAAGA---------------GAACAATTTCCG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTGGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTGCAGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ216575 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAAGTGCACTGATGTTAACATCAATAGTACTAGTAATATC-------------
-------------------------------------------------------------------------
-------------------------AATAGTACTAGTACCACAGATGATATTGCCATCATGAAA---
AACTGCTCTTTCAATGTCACCTCAGGAGTGAAA---------------------------
GATAAGTTACAGGAAGAACGTGCACTT---TTTTATAAATTTGATGTAGTATCAATCGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---CAGAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAAGCCAGTAGTATCAACG---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAGGAG------------
GTAGTAATTAGATCTGCCAACTTCACAGATAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATCCAGTGCATAAGACCCAACAACAATACAAGAAGA-----
-GGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACGAGCATATTGC---AATATTAGTGAAGCA---
AAATGGAATAACACCTTAAACAGGGTAGCTAAAAAATTAAGA---------------GAACAATTGAAT----
-----------------------------------ACGACGACAATAGTCTTTAGT------
TCCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTATCTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAATTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGCCATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTATACAAACTTAATATAT---
AACTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
ATACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTAGCTATTAGTTTGTTCAACGCCGCAGCAGTAACAATAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGTTTAGAAAGTGCTTTGCTA---TAA 
>HQ216584 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---TTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGAATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGTACTAATTATAATGAAACTACTACTAATAGTACT-------------
-------------------------------------------------------------------------



-------------------------ACCACTAATGCCACGGTGGTGTCCCCAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GACAAGGTAAGGAAAGACCATGCACTT---TTTTATGCACTCGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
ACAATAGATAATACTAGCTATAGATTGGTAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTTTTGTGCCCCGGCTGGTTATGCGATTATAAAGT
GTAAT---AATAAGACATTTAAT------GGATCAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACA---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCAAATTTCTCAGACAAT---------ACTAAAACCATAATAGTACAGTTGAAC----
-----------GAAGCAGTAAAA---------ATAAATTGTACAAGACCCAACAACAATACAAGGAGG-----
-AGTGTACATATG------------GGACCAGGGAGTGCA---TTT------TATACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGA---
GATTGGAATGGAGCTTTAAAACAGATAGTTGAAAAATTAGGA---------------GAACAATTTCAA----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAATCTTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCCCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAGAATAAATCTTATAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGACTACATATAC---
AGCTTGATTGAAATATCGCAAAGACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGACAAATGGGCAAATTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAATACCATAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGTGGAGCT----------------------------
--------ATTCTCCACATA------CCTAGGAGAATAAGACAGGGCTTTGAAAGGATTTTAGTA---TAA 
>HQ216686 
GCT---GTA------------------------------------------
GGACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTTGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGGAAATGCTACTAATACCAATACTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAGCGGGGGAATGATGGAAAAAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAACATGAGG---------------------------
GACAAGATGCAAAAAGAATATGCATTA---TTTTATAAACTAGATGTAGTACAAATAGATAAG----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAAGAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAATCTATACCA---------ATTCATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATCCATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACCTTAGCAGAGAA---
GGATGGAATAACACCTTAAAACAGATAGTTGCAAAATTACAA---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AGCTCATCAGGAGGGGACCCAGAAATTACA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGATAGTTGGAGC-----------------
-------------------------AACAATAAATCTCTGGATGACATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGCTGTAATATAT---



GACTTACTTGAAAAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAACTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAAGCTTATTA---TAA 
>HQ216727 
GCT---GCA------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGAGGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTGAGGAATAAGACTGATCCTAATTCT-------------
-------------------------------------------------------------------------
-------------------------AATATCACTATTAAAATAGAGGAGAAAGGAGAAATAAAA---
AACTGCTCCTTCAATATCACCACAAGCATAAAT---------------------------
GGTAAGATGCAGAAAGAATATGCATTT---TTTTATAAACTTGATATAACACCATTAGATGATAATGAT----
-------------------------------------------------------------------------
-------------
AATAGCAGCGATAATAGCAGCTATAGGCTGGTAAGTTGTAATACCTCAGTCATTACGCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACGGACAAT---------ACTAAAGTTATAATAGTACAGCTGAAA----
-----------GAAGCTGTAAAC---------ATTAGTTGTACAAGACCCAACAATAATACAATGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAAAA------
---------ATTATAGGGGATATA------------AGACAAGCACATTGT---AATATTACTAGAGCA---
ACATGGAATAAAACTTTAGGACAGATAGTAGAAAAATTAAGA---------------AAACAATTTAAG----
-----------------------------------AAGGAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ACACACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCCATAGTCGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTGTAGCGCT----------------------------
--------ATTCGCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>HQ216762 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACGAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
GTCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTCTAAATTGCACTGATTATTGGGGGAATGTTACTAGCAATACTACTGCT-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGCGGGGGAAAGAAGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCTTTAGCACCACAAGTATGATA---------------------------
GATAAGCAAAAGAGAGAACGTGCACTT---TTTTATGCACTTGATTTAACACCAATAAAAACT----------



-------------------------------------------------------------------------
-
ATTGCTACTAATGGTAGTGATAATGTTACTGAATATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG-
--
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCAATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACATTTGAT------GGAAAAGGGGAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGACAATATCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------ACCCCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGGGTAACTTTA------------GGACCAGGGAGAGTC---TTT------TATACAACAGGACAG------
---------GTAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAGCA---
GATTGGAATAACACTCTAAAAGAGATAGTTGGAAAATTAAGA---------------GATCGATTTAAA----
-----------------------------------AATAAAACAATAACCTTTAAT------
CATTCTTCAGGAGGAGACCCAGAAATCGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTACGATGACATTTGG------GGG------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTAGCAATTACTCAGGGTATATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGGAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTCAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGGGTTAGGCAGGAATACTCACCC------
TTATCATTTGCTGTTAGCTTGCTCAACACCATTGCCATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAATAGTACAAACAGCTTATAGAGCT----------------------------
--------TTGCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ216816 
GCT---GTA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTCCCCACAGAC---
CCTAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGTACCAATTTGAAGAATATTACTAAGACCAGTAATAGTAGT-------
-------------------------------------------------------------------------
-------------------AGCACCAATACTAGTATTCCTCAGGAGATGGAAGGAGAAATGGAA---
AACTGCTCTTTCAATGTCACCACAACAATAAGA---------------------------
AATAAGATGCAAAAGGAATATGCACTT---TTTTATAAACTTGATATAATGCCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------------
GACAGTACAAGCTATGCATTGATACACTGTAACACCTCAACCATTACCCAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGGG------------
ATAGTAATCAGATCTGAAAATCTTACGGACAAT---------ACTAAAACTATAATAGTACAGCTGAAT----
-----------AAATCTATAGCG---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA---
ATGATACATATGGGACAT------ATAGGTGGAGGGAGAGCA---TTT------TATGCAACAGGAAAA----
-----------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGACAT--
-GATTGGAATGACACGTTAAACTTGATAGTTACAAAATTAAAA------------GAACAATTT---------
------------------------------------AATAAAACAATAATCTTTGAT------
CGTCCCTCAGGAGGGGACCTAGAAGTTGTA---ACACACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGAATGAGATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACGGGCTTAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGAGTTCTAGAAGTACTACAAAGAATTTGCAGAGGT----------------------------
--------ATTCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTA---TAA 
>HQ216841 
GCT---GCA---GCT------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCCTATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGCACTGAGTTCTCTGGGAATAGTACCAATGTCAATAATAGTACTGATG
GGAAT--------------------------------------------------------------------
----------AGTACCAATGTCAATAATAGTAGTGTGGAAAACAAGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAACATCAGCACAACCGTGAAA---------------------------
GATAAGGTAAAGAAAGAATATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------------
GATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTAACCTTTGATCCAATTCCCATATATTATTGTACCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAT---GATGGAAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACAAATAAT---------GCAAAAACCATAATAGTACAGCTGAAT----
-----------AGTTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAGCCATG------------GGACCAGGGAGAGCA---TTT------TGGACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
AAATGGGAGAGCACTTTAGACCAGGTAGTTGAAAAATTAAGA---------------GAACAATATGGA----
--------------------------------GAAAATAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGATCCAGAGATTATA---CTGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCGGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGGACAGGATTTGG------AAG------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGACTTAATATAC---
AGCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AACAATGAAAAAGACTTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTTGCTATTAGCTTGTTTGATGCCATAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGGAGCACAAAGAGTTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX863966 
GCT---GCA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAAATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCGACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAATATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGACATC---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAACACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGCGAAGAATCCTGAGAACAATAGCACTAGTACCACTCAGC
CTAGTACTACT--------------------------------------------------------------
-------------GCCACTACCACTAAGAATACCTGGGAAAGGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACAACAAGCATGAAT---------------------------
GATAAGGAAAAGAAAGAACATGCAATT---TTTTATAAACTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
-------



AGTGAAAATAGTACTAATAATACCCTGTATAGGTTGGTAAGTTGTAAAACCTCAACCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAGA---GAAGAGGAGTTCAGT------GGAAAAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTACTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------ACTAAAATCATAATAGTACAACTGAAA----
-----------GAATCTGTAAAA---------ATTAAGTGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------AGTACAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGGTATA---
GAATGGAATAACACTTTAAAACAGATAGTTAGAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATCAAACAATAAAGTTTGAA------
CGATCCTCAGGAGGAGATCTAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTGACAATTACACAACAGCAATATAC---
ACCTTGCTTGAAAAGGCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTAGATAAATGGTCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCTGTTAGCTTGCTCGACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTGCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTACTA---TAA 
>JX863971 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTA------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTACATTGCACTAATTTGACACGGAATGCTACTGTGGCAGGGAATGCTACTGAGG
CACCGGCACCG--------------------------------------------------------------
-------------ACTAGTACTAGTAACAATGGGACTATTAGTAAAATTGATGAAGACATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTG---TTTTATAAATCTGATATAGTGCCAATAAATAAG----------
-------------------------------------------------------------------------
-------------------
ACCAGCAATACCAGCTATAGGATAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGCTTTGCGATTCTAAAGT
GCAGA---GATAAGCAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACC---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTCAAAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------AAAACTGTAGAA---------ATTAAGTGTACAAGACCCGGCAACAATACTAGAAGA-----
-AGTATACATATG------------GGACCAGGGAAAGTA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGGAGA---
AATTGGACTGACACTTTACAACAGGTAGCTGAAAAGTTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAACCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAATTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCGCAGACTGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
TCCCTACTTGAACAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTTGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTGCTACAAAGAATTTTTAGGGCT----------------------------
--------ATTCTCCACGTA------CCTGTAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JX863972 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACACAAGTTATAACAGTACGAATGTCACT-------------
-------------------------------------------------------------------------
----------------------------AGACTCGAGGAAAAAATGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGTCTAAGA---------------------------GATAAAAAG---
AAAGAATATGCACTT---TTTTATAGTCTTGATGTAGTACAACTAGATACTAAGGAT----------------
-------------------------------------------------------------------------
----AATAATAAGAATACTAGCTATAGGTTAAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGAAGTTCAAT------GGAAAAGGAAAATGCGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCTAACTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAAAGTG---TTT------TTTGCACAAGAC---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCCTTAATGGAACA---
AAGTGGAGGGACACTTTAAAACAGGTAGTTAAACAATTAGGA---------------GAACAATTGGTG----
--------------------------------AATAAAACAGAAATAAAATTTAAG------
AAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGTCAGTTGGAAT-----------------
----------------------------AATAAGTCTTATGACAGTATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTGACAATTACACAAACATAATATAC---
ACCTTAATTACAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATAAGACAGGGCGCTGAAAGGTTTTTTCTA---TAA 
>JX863919 
GCT---GAA---------------------------------------------
AAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCTCTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACTGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCTTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATCCGAACAATACT----------------------------
-------------------------------------------------------------------------
-------------------------------------------ATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAACCATAAGA---------------------------
GATAGGGTGCATAAAGAATATGCACTT---TTCTATAAACTTGATATAACACCAATAGAAGAT----------
-------------------------------------------------------------------------
-------------------------
AGTATTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCAAATTTCTCGGACAAT---------GCTAAAAACATATTAGTACAGTTGAAC----
-----------GTATCTGTAGGA---------ATTAAGTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGA---
AATTGGAATGACACTTTACATCAGGTAGTTAACAAATTAAGA---------------AAACAATAT-------
-----------------------------------AACAAAACAATAATCTTCAAG------
CCCTCCTCAGGGGGGGACCCCGAGATTGTA---TCACACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGC-----------------
----------------------------AATAAATCTGTAGATTATATTTGG------GGA------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATCATACAMACTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAACTTGCTTAATGCCACAGCTATAACAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCAACGTA------CCTAGAAGAATAAGGCAGGGCGCGGAAAGGGCTTTACTG---TAA 
>JX863983 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTGGAATGCTACTAATACCAATAATAATACAACC-------
-------------------------------------------------------------------------
-------------------------TATAATAGTAGCTTGAAGCTAGGGGAGGGAGAAATGAAA---
AATTGCTCTTTCAATGTCACCACAGCAGTAAGA---------------------------
GATAAGGTGAAAAAAGAATATGCACTC---TTTTATAGACTTGATGTAGTACCAATAGATGAGGATAAT----
-------------------------------------------------------------------------
----------
AATAGTAATATTAGTAATAAGAACTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACCCATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGGG------------
GTAATAATTAGATCTGAGAATTTCTCGGACAAT---------GCAAAAAACATGATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACGTTACAGCAGATAGTTACAAAATTAAGA---------------GAACACTTTAAG----
-----------------------------------AATAAGACAATAGTTTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGTTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGATCAGATATAC---
AGATTAATTGAAATATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACCAATGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTGCT---
GTATTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTCAATGCTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAAGAAGTCTGCTA---TAA 
>JX863984 



GCT---GTA------------------------------------------
GATCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGAGC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACGAATTGCACAATGTTACTGTTACCAATAATAATGGTAGTA
CTTCT--------------------------------------------------------------------
----------------------ATCAATGCTAGTATGGAAGGAGAAATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAGTATAAGA---------------------------
GATAAGATTCAGAAAGCATATGCACTT---CTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------
AGTAAGACCAATAATACCCGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAGGCCAGTAGTGTCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTCAAAATATCTCGAACAAT---------GCTAAAACCATAATAGTGCATCTGAAC----
-----------ACATCTGTACAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAACAGGAGACATA------------AGACTAGCATATTGT---AACATTAATGGAACA---
GAATGGAATAGAACTTTAACCCAGATAGCAGGAAAATTAAAA---------------GAACAATTTAAA----
-----------------------------------AATGCAACAATAAGGTTTAAT------
CCTGCCTCAGGAGGGGACCCAGAAATTGTT---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGAATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGGGCAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAATTACACAGGAGCAATATAC---
AAATTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTATTAGCTTGCTCAACACCACAGCCATCACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JX863985 
GCT---ACA------------------------------------------
GATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTAATTTGAGGAATGATACTACTACCCCAAAGAATGCTACT----
-------------------------------------------------------------------------
----------------------AATTCGAATACCACTGATAGGAGCGGGGCAGAGGAAATGAGA---
AACTGTTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAGGGAATATGCACTT---
TTTTATAAACTTGATCTAGTACCAATAGATGATGATAAGAATACT----------------------------
-----------------------------------------------------------
AAGAATAATAGTACTAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTTAAGT
GTAAG---GATAAGGAGTTTAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GAAGCTGTAGAA---------ATTAATTGCACAAGACCCAATAACAATACAAGAAGA-----



-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AATGTTAGTGGAGCA---
AAATGGAATGACACTCTAGAACAGGTAGCTAAAAAATTGAGG---------------GAACAATTTGGG----
--------------------------------GAGAATAAAACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCGGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGGAGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACAAAAATAATATAT---
AACTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAGTAGGATTAAGAATAGTTTTTGTT---
ATACTTTCTATAGTA---------GATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTGTTGAAGCAGTGCAAGGAGTCTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTT---TAA 
>JX863986 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTCAGTATAATGGTACTGCTCTTCAGAATAGGACT----------
-------------------------------------------------------------------------
----------------------------AATAATATCAATGATAGTATGGTAGGAGAAGTAAAG---
AACTGCTCTTTCAATGTCAGCACACCCATAAGA---------------------------
GATAAGATAAGGAAAGAATATGCGCTT---
TTTTATAAACTTGATATAGTACCAATATATAGTGACAAAGATAAT----------------------------
-----------------------------------------------------------
ACCACAGATAATACCACATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGACCTTTGATCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAACAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------GAACCTGTAAAC---------ATTACTTGTATCAGACCCCATAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACGTTGCTAGAGCA---
AAATGGAATAACACTTTACACCAGGTAGTTGAAAAATTAAGA---------------AAACAATTTCCA----
-----------------------------------AATAAAACAATAATCTTTAAG------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ACACACAGTTTCAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCAGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATCAATCTCAGGATATTATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATAGACAATTACACAGGCCTAATATAT---
GACTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGCTTTTACT---
GTGCTTTCTATAGTA---------AATAGGATTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAATAGTACAAAGGGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTAGAAAGAGCTTTGCAA---TAA 
>JF320059 
GCT---GCA------------------------------------------
GAGCAATTATGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATTCTACAGAA---CAACATAAT----------------



--------------GTGTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCAAACCCACAGGAAGTAAGATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACCCTAGATTGCACTGAAGTTAGGACTAATACTAACACCACTAGCAGTACTCCTTCTA
CT-----------------------------------------------------------------------
----------ACTAAGAGTACTACTACCACTACTAGCAGTATTGACGGGAGAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAATATAAGA---------------------------
GATAAGATACAGAAACAATATGCACTT---TTTTATACACTTGATATAGTACCAATAGAGGAA----------
-------------------------------------------------------------------------
-------------
AAGAATGCTAGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAT---AATAACACGTTCAAT------GGGTCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGCACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTCCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTGGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------GAGCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GTACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCATTAATGCAACA---
AAATGGAATAGTACTTTAGGACAGATAGTTGAAAAATTACAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
AGTTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAAACAATTTGG------GAC------
AAAATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAATCTATGGAATTGGTTTAATATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAACGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCCACAAGAATAAGGCAGGGCTTCGAAAGGGCTTTACTG---TAA 
>JF320361 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTTCATAAT----------------
--------------GTTTGGGCCACA---CAGGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------GTGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGATTTACAGAATACCACTAACAGT----------------
-------------------------------------------------------------------------
----------------------------ATCATTAGTAATAATGATACAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGATGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTGGTCCCAATAGAGAATAAT-------
-------------------------------------------------------------------------
----------------------
AATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTTGAT------GGAAAGAGACAATGTACAAAC-----------------------
-GTCAGC---ACAGTACAATGCACACAAGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAACGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATAAGATCTGAGAATTTTACAGACAAT---------GCTAAAACTATAATAGTACAGCTGAAG----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGATCCAACAACAATACAAAAAAA-----
-AGTATACATATG------------GGACCAGAGAGAGCA---TTT------TATACAACAGGAGGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTAAAGCA---
AAATGGAATGACACTTTAAGACAGGTAGCTGAAAAATTAAGA---------------GCACAATTTGGA----



-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTATA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTAGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACCTGATATAC---
TCCTTACTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AGTAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTAGCTGTCAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGCCTAGCT----------------------------
--------ATTGTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF320054 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAGGA---------AATATGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGAGGAATGATTTGAGGAATGCTACTAATAAC----
-------------------------------------------------------------------------
-------------------GCTACTATTATTAACACCACTAGTAGCGATAGAGGAGAGATAAAA---
AACTGCTCTTTCAATGTCACCACAGAAACAAGC---------------------------
GATAGGAGGCGGAAAGACTATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAATAGCTATATGTTGATAAGTTGCAACACCTCAAGAGTTACTCAA---
GCCTGTCCAAAGATAACCTTCGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAAATTCAGT------GGAACAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAT------------
ATAGTAATTAGATCAAAAAATTTCACAAACAAT---------GCTAACATCATAATAGTACATCTGAAC----
-----------AAATCTGTAACA---------ATTGAGTGTATAAGACCCAACAACAATACAAGAAAG-----
-AGTGTACGTATA------------GGACCAGGGAGCGCA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTAGAGCA---
AACTGGACCAGCACTTTAAGACGGGTAGTTGAAAAACTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAAACTTTACT------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGACCCTGAGTGCCATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAAAATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAATTTGTTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>EU577917 
ACT---GAA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAAACTTGGAA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAGATTGCTCTAATGCTACTATCAGGAATGATAATAATAGTACTGAG-------
-------------------------------------------------------------------------
----------------------AAAAATAGTAGCTCGGAAAGAATAGAGATAGAAGAAGTAAAA---
AACTGTTCTTTCAATGTCACCTCAGACATGAGA---------------------------
GATAAGTACCAAAAAGTATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGATAATAAT----
-------------------------------------------------------------------------
----------
AATAATACTGGTAATTATACCAATTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTGCTAAAAT
GCAAG---GATAAGGGATTTAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAGAG---------ATTAACTGCACAAGACCCGGTAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAAAGTC---TTT------TATACAACA---GAT------
---------GTAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGAATAAAACTTTAGAACAGATAGCTATAAAACTAAAC---------------AAACAATATGGG----
--------------------------------GAGAATAAAACAATAGTCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGCAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCATAATATAC---
TCCTTGATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGGTAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAACTTTTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAGGTATTCCAAAGAATTGGTAGAGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGGCAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>EU578004 
GCT---GAG---AAG---------------------------------
TGGGTTGAGAAGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---AAGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATCTTACTTTAAATTGCACTACGAATGGTACTAGTAAT-
-------------------------------------------------------------------------
----------------AGTAATACTACTAGTAATTGTAGTAGCTTGGATAGAGGAGAAATAAAA---
AACTGTTCTTTCAATGTCACCACAAATATAAGA---------------------------
GATAAGTTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACACT----------
-------------------------------------------------------------------------
----------------
GATAAAAGTAATACCAGTTATACTTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACATCTGAAC----
-----------GAATCTGTAGAC---------ATTACTTGTGAAAGACCCAACAACAATACAAGAAAA-----
-GGTATACACATA------------GGACCAGGGAGATAT---GCA------TTTTATGCAACAGGA------
AAC------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAACA---
AACTGGACTAACACTTTAAGAATGGTAGTTAGCAAATTAAGA---------------GAACAGTTTCAG----
-----------------------------------AATAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTAATGTTCCTTGGAATGAGAGTTGGAGT-----------------
----------------------------AATAAGTCTCTGGAGACGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGTTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAACTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGTGTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTGTAGAAGTGTTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTTAATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGAGCTTTGCTA---TAA 
>KM258984 
GCT---AAG------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCGGAT---
ACCACTCTATTTTGCGCATCAGATGCTAAAGCATATGATCCAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAAAATTGGAA---------AATATGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGTCCCACAGAATAGGACCGAGACA----------------
-------------------------------------------------------------------------
----------------------------GGAGAAAACAACAGAACCGAGGAAGGAGAAATGAAA---
AACTGCTCTTACAATATCACCACAGAAATGAGA---------------------------
GATAAGAGGCAGAAAGTATATTCATTG---TTTTATAAGCTTGATATAGAACCAATAGACAATAATACT----
-------------------------------------------------------------------------
----------
AGTGGTAATGGTAATTATTCCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCCGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGATCAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACACGGAATTAGACCAACAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAAAA---------ATTAATTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTA------TTTGATGCAACAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GACATTAGTAAGGAA---
GAATGGAATAAAACTTTAGAACGGTTAGATAAGAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAAAATTTGAG------
CAACCATCAGGAGGGGATCTAGAAATTATG---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACGAATACTAGT-----------------
-------------------TGGAGT---AATAAATCTCTAACAGAGATTTGG------GAT------
AACATGACCTGGAAGCAGTGG---GAAACAGAAATTGACAATTACACAGGCCTAATATAC---
ACCTTACTTCAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTACTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTGGCTATTAGCTTGCTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTTTTAGAGGT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KM259000 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAGTTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAGATTGCACTAATGTTACTTATACCCCTAATAATAACTGTACCACT-------
-------------------------------------------------------------------------



-------------------AATAATAGAACGGTTAATGCCACGAGGGAGGACGGAGACATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---
TTTTATAAACTTGACATAACACCAATAGATCCTGATAAAAAGAAGAAT-------------------------
--------------------------------------------
AAGAAAGGTAATGGTACTGATGATACTAAAAGCTATATGTTGATAAGTTGTAACACCTCAGTCGTTACACAG-
--
GCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAACTTCAAT------GGAACAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
GTAATGATTAGATCTAGAAATTTCTCGGAAAAT---------GCTGACAACATAATAGTACAGCTGAAT----
-----------AAATCTATAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-GGTATCCATATG------------GGACCGGGAAGAGCA---TTT------TATGCAACAGGGAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGGA---
GACTGGTGGAGCGCTTTAAAACAGATAGTTACAAAATTAGGG---------------GAACAATATAGG----
--------------------------------AATAAAACAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTATAAGGCGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACATAATATAT---
GACTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGCG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KM259100 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAATCTATTATGGGGTACCAGTGTGG---AAGGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATTGGAGGAATAGTACTGATTGGAAAAATAGTACTAACA
CC-----------------------------------------------------------------------
-------------GGAAATATTACTAACACCACAATCATGATGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCTCTTTAATAAAA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGGG----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCACCACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGCCAATCTCTCGGACAAT---------ACTAAAACCATAATAGTACAGTTGAAT----
-----------GGATCTGTAGGG---------ATTGTGTGTGAAAGACCTAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGCAAGCA---CTG------TATGCAACAGGAAAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATCAGTAAAGAA---
GATTGGATTAAAGCTTTACAACAGGTAGCTAATAAATTAAAA---------------GAACAGTTTAAG----
-----------------------------------AATAACACAATAACCTTTAGG------
CAACACTCAGGAGGGGATCTAGAAGTTGAA---ACGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------AAT------



AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
---------------------------A-
AAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAGTATTACAAAGAATTTATAGAGGT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ410616 
GCT---GCA------------------------------------------
GAAAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCAACTGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGACTTGAAGAATGCTACTAATGCCACTGATACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTGATAGTGTCGGGGGAATGATGGAGAAAGGAGAAATGAAA---
AATTGTTCTTTCAATGTCACAACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCATAT---TTTTATAAACTTGATGTAATACCAATAGAAAGTGAAAGTGAA-
-------------------------------------------------------------------------
-------
AATAATAACAGTAGCAATTTTACTAGCTATATGTTGAGAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CACCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCAACAATAATACAAGAACA-----
-GGTATAAATATA------------GGACCGGGGAGAGCA---TGG------TATACAACAAAAGAC------
---------ATAATAGGAAATATA------------AGGAATGCATATTGT---AACATTAGTAGAGCA---
CAATGGAACAACACCTTAAAACAGGTAGTTGCCAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGCAGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAATGATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGGCTTAATACGC---
AACTTACTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTGGCTATTAGCTTGTTTAATGCTACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCGTTACAAAGAGCTGGGAGAGCT----------------------------
--------TTGCTTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ410553 
ACT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTCACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GCGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTTGAATGATACTAATACCAATGATTTGAGGAATGATACTA
GTAATGCTACT--------------------------------------------------------------
-AGTATCAATAATACTGATACTAATACCAATAATACAGAAAAGGAAATGAGAGGAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------



GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAATGAAATAGAG-
-------------------------------------------------------------------------
----------
GTTAATAGTACTAATTATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTAGACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GAGAAGAATTTCACG------GGAAAAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCGAAAACCCTAATAGTGCAGCTGGAA----
-----------GAACCTGTAAAA---------ATTACTTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATCTA------------GGACCAGGGGGAGCG---TTT------TTTACAACAGGGCAA------
---------ATAATAGGAAAAATA------------AGACAAGCACATTGT---GAAATTAATGGAACA---
AGATGGAATAACACGTTAGGACAGATAGTTACAAAACTAAGA---------------GAAAAATTTGGT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTC---ATGCATACTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAAGATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTGTCAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>DQ410585 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCTCTTTGTGTCACCTTAGATTGCACTGATATGTCAAATACTAATACTACTAGTAGTCAGTTGAAT----
-------------------------------------------------------------------------
----------------AATACCATTAATGGTGTTAATTTGACTGAAGTGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAG---------------------------
GATAAGGTGCAGAGAGACTATGCACTT---
TTTTATAGACTTGATGTAGTACCAATAGAGAATGATGCTAATAGA----------------------------
-----------------------------------------------
GAGAATGATGCTAATAGGAATAGTACTAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACTTTCGAT------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAATAGTGTCAACT---
CAACTGCTGCTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGACAATATCTCAGACAAT---------GCTAAAACCATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTACTTGTATAAGACCTAATAACAATACAAGGAAA-----
-AGTACACCTATG------------GGACCAGGGGGAGCA---TGG------TTTACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCCTTAATAGAACA---
ATATGGAATAACACTCTGAGACGGGTAGTTAGCAAAATAAAA---------------
GAAATACCACAATTTAAG---------------------------------GAAAAAACAATAATCTTTAAT-
-----CACTCCTCAGGAGGGGATCTAGAAATTGTA---ATGCACAGTTTTAACTGTAGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTTGGGAGAGGTTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGAGAATTATACAAGCTTGATATAC---
ACTTTAATTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>DQ410596 
GTT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGAGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTACAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTAAAATTA---
ACACCACTTTGTGTTACTTTAAATTGTACTGAGGTGAACGTGAACAGTACTGATAGT----------------
-------------------------------------------------------------------------
----------------------------TTGAATAATAACAATACTTGGAAAGAAGAAATGACA---
AACTGCTCTTTCAATGTCACCACAGACATAAAA---------------------------GATAGGGTG---
CAAGGACATGCACTT---TTTTATAGACTTGATGTAGTGCCAATGGGTAAT----------------------
-------------------------------------------------------------------------
----GAAAATAATACTGGCAAATATAGGTTGATAAATTGTAATACCTCAGTCATTACTCAG---
GCCTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGGTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAC----
-----------AAGACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACACGAACA-----
-AGTATACCTATG------------GGACCAGGGAAAGTA---TTC------TTTGCAACA---GAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATCTTAGAAAAGCA---
AAATGGGATGATGCTTTAAAACAGGTAGTTACAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAATTTTTAAT------
CACTCCTCAGGAGGGGACCTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTTATTTGCACCACTACAGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTTTGGAGAATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTATACACAGTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGGATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCC------
TTATCGTTCGCTGTTAGCTTACTTAATGCCATAGCCATAGCAATAGCTGAA---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGTTTTGCTA---TAA 
>KX156472 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAGAAATGACATGGTGGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATTTGAAGAATGTTACTGTGAGGGAT-------------
-------------------------------------------------------------------------
----------------------GGTGAGAATATCAATAGAACAATAGAGAGAGGAGAAGTAAAA---
AATTGCTCTTTTAAAGTCACCACAAATATAAAA---------------------------
GATAAGATGCTGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATCAGGGTAAT----
-------------------------------------------------------------------------
----------
ACTAGCTATCAGAATTATACTAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAAGTGTCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTTGAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACTCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGGAACA---
CAATGGAATAACACTCTAGGTCAGATAGTTAAAAAATTAAGA---------------GAACAATTTAGC----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGAATTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGTCAAATTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCA------
AAATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAAGGGCATTGATA---TAA 
>KX156483 
GCT---GCA------------------------------------------
GGAAATATGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTCCTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTGGGGGAATTCTACTAATATCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGAAACTGATAGAGAAAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAAGTTTAAGA---------------------------
GATAAGGTGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGGTAATACAAAT-
-------------------------------------------------------------------------
----------
AGTACTAACACCAACTATACCCATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GACAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTCAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAG-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTAGAGCA---
GAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAACTTGGG----
--------------------------------AATAATAAAACAATAAGATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---TCGCTTAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTGGGAATACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACGTAATATAC---
AGCTTAATTGAAAGATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGTCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTCTAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------GTTCTCCACATA------CCTGTAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX156523 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAGTTAAATTGCACTGATGGTGTAAATTGCACTGATACTA
AAGCCAATAAA--------------------------------------------------------------
----------------------------AGTAACTGGGGAAAAATGGACACAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGATATAAGA---------------------------
GATAAGATGCAGAAAGTATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAATGAGAAGAGG-
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAATGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAA---GAG------------
GTAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---AACATTAGTATGAAA---
AATTGGAACAACACTCTAGGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAATTTTTAAG------
CCATCTTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AGTAGATCTCTAGATGATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGACAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACTGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX156374 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGCGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAACAATGACATGGTAATACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGTGCAGAATATTACTAAGACCAATAGTAGTAGTGTGA
GCAATAGTACT--------------------------------------------------------------
----------------AGTGCCACTAATAGTAGAGGGGTGACCAATACTACTAAAGAAATGAAA---
AAATGCTCTTTCAATGTCACTGCAAGCTTAGGA---------------------------
AATAAGAGAAGGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAGGAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATAAATTGTAATACCTCAGTCATCACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAATTTCACT------GGAATAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGGGAG------------
GTAATGATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACGATTAATAAAACA---
AATTGGGAGAACACTTTAAGAAAGGTAGCTAAAAAATTACAA---------------GCTAAATTTGGG----
--------------------------------GTGAGTAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAGTTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGAAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACAAACATAATATAC---
TCCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGAAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCG------
TTATCGTTCGCTGTTAATTTGCTTAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ469703 
GCT---GCA---AAA------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTGTACTAATACCTCTAAATGTTTTGCTAATGCCACT----
-------------------------------------------------------------------------
-------------------AATAGCACTAATCAGATCGAGGAATCGGAGGTAGGAGAAATAAAA---
AATTGCTCTTTCAACATCACCACAAGCATAAGC---------------------------
GATAAAAGGCAAAAAGAATATGCACTT---TTTTATAAATCTGATGTAATATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCACGAACAAT---------GCTAAAGTCATCATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGCAGAGCA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
GAGTGGAATAAAGCTTTAGAGCAGATAGCTATAAAATTAGAA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGGGGAGACATAGAACTTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCCCTAAATGACATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAACTTAATATAC---
AATTTGATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAACTATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTATTAGATGCCTTTGCCATAGCAGTAGCTGGG---
GGGACTGATAGGTGTATAGAAATATTACAAAGAGCTTGGAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGACGAATAAGACAAGGCTTAGAAAGGTGTATGCAA---TAA 
>FJ469706 



GCT---GTA------------------------------------------
GATCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTACTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GTGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGCTAGTGCTACCACCAGTGGTATCAATACTACTGTC----
-------------------------------------------------------------------------
-------------------AGTACTGCTAATACTACTACCCATGGTATTAACAAGGACATGAAA---
AACTGCTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAAAGTGAGAAGGGAATATGCATTA---TTTTATAAGCTTGATATAGTATCAATAGATAATGAGACTGAT-
-------------------------------------------------------------------------
-------
AGTAAGAATACTAAGAATACTAGCAGCTATAGATTGATAAGTTGTAACACCTCAAGTATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGCATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTGAGTGTATGAGACCTAGCAACAATACAAGAAAA-----
-AGCATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGA---
GAATGGAATAAGACTTTAAAATATGTAGTTATAAAATTAGGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATACAATTTCAG------
CAACCCTCAGGAGGGGATCCAGAGATTGTA---ATGCACAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAATGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGACAGCTACACAAATGAAATATAT---
ACCTTACTTGTAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTCATCCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469718 
ACT---GCA------------------------------------------
GAAGAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGAAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTTGGGAAATGATACTAATGCCAATAAT-------------
-------------------------------------------------------------------------
----------------------------AATAGCGCGGGACTAATGGAAAGAGGAGAAGTGAAA---
AATTGCTCTTTCAATATTACCACAAACATAAGA---------------------------
GGTAAGGTGCAAAAAGAATCTGCAGTG---TTCTATAAACTTGATGTAATACCAATAGATAAA----------
-------------------------------------------------------------------------
----------------------
AGTAATTCAAGCTATAGGTTGATACACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGACA----
-----------GAAGCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------CATGCAACAGGAGAT------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGGGACA---
AAATGGAATAACACTTTAAGACAGATAGCTAAAAAATTAGGA---------------GAACTATATAAA----
-----------------------------------AAGGGAAGAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCACTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAAT-----------------
----------------------------AATAGATCTTTAGACCATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGACATAATATAT---
AAATTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAACTGGT
TGTGGTACATAAAAATATTTATAATAATAGTAGCAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTTTACACATA------CCTAGAAGAATAAGACAGGGCTTAGAACGAGCTTTGCTA---TAA 
>DQ410115 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCCGAGGAGTGCTACTAATGCCACGAATAGGAATGCTACT-
-------------------------------------------------------------------------
----------------AATGCCACGAATAGTAGCGAGGGAATGATGGAGGGGGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAATACAAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTGCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGAGCCGCCAATCTCACGGACAAT---------ACTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATGAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACCTTAAAAAAGATAGCTATAAAATTGAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAAGAGTTGGAGT-----------------
----------------------------AGTAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTCGCCATTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTGGAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACACGGCTTGGAAAGGGCTTTACTA---TAA 
>DQ886037 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGGGTATGAGACAGAG---GTGCATAAT----------------



--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGAGAAGAAGAATGATACTAATACCACTGTGGTTACTA
CT-----------------------------------------------------------------------
-------------ACTAGTACCCCTAATAGTACCTGGGAAATGATGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAACATGAGA---------------------------
GATAAGTTACAGAAAGTATATGCACTC---TTTTATAAACTTGATATAACACCAATAGATAATGGTAAT----
-------------------------------------------------------------------------
-------------
GAAAGTGATACTAATACTACATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGACGTTCACT------GGAAAAGGACCATGTAGCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CACCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTGCAGCTGAAC----
-----------AATTCTGTAACA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCC---TTT------TATGCAACAGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTCTAAAA---
GACTGGAACACCACTTTAATCCAGGTAGTTGGAAAATTAAAA---------------GAACAATTTCCA----
-----------------------------------AATAAAACAATAACCTTTGAT------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATAAAACTTGGAGT-----------------
-------------------------AAGAATAAAACTCTGAGTCAGATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGACATTGAAAATTACACAGTAGAAATATAC---
AAATTAATTGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTAGT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGGGTTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTATACACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCCTTGCAA---TAA 
>FJ653236 
GCT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTACTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCTCTGATTGGAAGAGTGATACTAATACCACTGCTACT----------
-------------------------------------------------------------------------
-------------------------AATGCCACTGCTGAGCCCAATAGTAGTAATGAAGTAAAA---
AATTGCTCCTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGACAAAGGAGTATGCACTT---TTTTATAGACTAGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
AGTAATGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAATAGTGTCAACC---
CAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAATGATAAGATCTGAAAATATCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAA----
-----------GATCCTATAAAC---------ATTAATTGTACAAGACCCAGCAACAACACAAGTCAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------GATGCAACAAAAACA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGTA---
CAATGGAATAACACTTTAGGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTAAC----



-----------------------------------AATAGAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAAAGCGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAGAGGGAAATTGACAATTACACAGGCATAATATAC---
AACTTAATTGAAGAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTTCT---
GTAATTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAGCTTGCTCAATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACTAATAGTTATTAGAGGT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCGTTGCTT---TAA 
>FJ653196 
GCT---GAA------------------------------------------
GATAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCACATAGTACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTCTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTGGAACAGATGCAAGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTATAATACCAATAGTAGTAGCACTGATAATAAT-------
-------------------------------------------------------------------------
----------------------ACCAATAGTAGTAGTAAAACAATAGAAGAGGTAGGAATGAAA---
AATTGTTCCTTCAATACTACCACAGCCATAAGA---------------------------
GATAAGACGACAAAAGAATATGCACTT---TTTTACAAAACTGATATAGTACAAATGGAGAAT----------
-------------------------------------------------------------------------
-------------------------
GAGACCAACTACAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTATTGAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAGACCATAATAGTACAATTGAAT----
-----------GAAACTATAGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGAAAAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAAGACAGGTAGCCATAAAGTTAAGA---------------GAGCAATTCGGG----
-----------------------------------AATAAAACAATAATTTTTAAT------
CGATCCTCAGGAGGAGACCTAGAACTTGTA---ATGCACATTTTTACTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTAGAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGACAATTACACAAACTTAATATAC---
ACCTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGACAAGTGGGCAAATTTGTGGACTTGGTTTAGCATAACAAACTGGC
TGTGGTATATTAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTC---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTTAATACTACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTCTAGAAGCAATACAAAGACTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAAGTTTGCTA---TAA 
>FJ653597 
GCT---GCT------------------------------------------
GATAAATATTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTAAC---
GCCACTTTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAATAATAACATGGTAGAACAAATGCATGAGGATATA---



ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACAGATTATGTGAAGAATGTCACTAAGAATAGTACCACTAGT----
-------------------------------------------------------------------------
----------------AATAACACTGCTAGTGGTTGGAAACAGATAGAGAGAGGAGAAATCAAA---
AACTGCTCTTTTAATGTCACCACAATCATAAAA---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---TTTTATAGACTTGATGTAATGCCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTGCACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGCTTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGTA---
GCATGGAATAACACTTTAGAAAAGGTAGTTAAAAAATTAGGA---------------GAACTATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAACCCTCAGGAGGAGACCCAGAAATTACA---ATGCACCATTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATCAGATTTGG------GGT------
AACATGACCTGGATGCAATGG---GAGAAAGAGATTGACAATTACACAAACGAAATATAC---
AGATTAATTGAAAAGTCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAACTTGCTTGATACTATAGCTGTAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGATTTTGCTA---TAA 
>FJ653474 
GCT---GCT------------------------------------------
GACCAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAGGCATATGATACCGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCTACAAGAAGTAGAATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTCACTTTAGATTGCACTGATGTGAATCCTAATGCTACCCATAGCAATGGTGGTACTAATG
CT-----------------------------------------------------------------------
-------------ACCCATAGCAATAGTAGTACTGAGGAACTGATGGAAAATGGAGAGATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAACA---------------------------
GATAAGCTGCAGAAAACATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATAATAAT----
-------------------------------------------------------------------------
----------
AATAATAATACCAACAATACCAACTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCTTTTGAGCCAATTCCCATACATTTCTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAG---GATAAAAACTTCAGG------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGGTGAG------------
GTAGTACTTAGATCTAAAAATTTCACAAAAAAT---------ACTAACACCATAATAGTACAGCTGAGC----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACACAAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAACA---
CAATGGAATAACACTTTAAAACAGATAGCTAAAAAATTAGGA---------------GAACAATAT-------
-----------------------------------AATGCAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTGAAGGATCAACAGCTCCTGGGAATTTGGG



GGTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAAATAATATAC---
AACTTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAATTATTGGAGTTAGATAAATGGGCAAACTTGTGGAATTGGTTCAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGTATAATACCATTGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------CTCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGCTTTTGCTA---TAA 
>FJ653390 
GCT---GTA------------------------------------------
GAACAAACGTGGGTTACAGTCTATTATGGGGTACCTGTCTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGGTATAAAACAGAG---GTTCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTAAAGAGTGCTAATGATACCAGCAATGGTACT-------
-------------------------------------------------------------------------
-------------------AGTGCTACTAATAGTAGCGGGGAAAGGATGGAGGGGGAAATGAAG---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GACAAGATGCAGAGAGAATATGCACTT---TTGTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCTTAATAGTACAGCTAAAA----
-----------GATCCTATAAAA---------ATAAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
GATTGGAATAAAACTTTAAGTCAGATAGTTGATAAGTTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGAGACAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAC---
ACCTTAATTGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCCTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGCACAAAGAATAGGTAGAGGG----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGACTGGAAAGGTCTTTGCTA---TAA 
>FJ653478 
GCT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGGATATAATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTATTGGGA---------AATGTAACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCTTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGCAAGGTGAGAAATAATAGTACCAATAATAGTACCAATGCTACC-
-------------------------------------------------------------------------



-------------ACTGGTAAAAACATGACAACAATAGAGCCAGAAGAAATGAGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATGGGG---------------------------
GATAAGAGGAAAAAAGAATATGCACTT---TTCTATAGCCTTGATATAGTACCAATAGATAATGATAATACT-
-------------------------------------------------------------------------
----------
GATAGTACTGGTAATTCCAGCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATCCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGAGACATTCAAT------GGAAAGGGACCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACTCATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGGAAAAGAG------------
GTAGTACTTAGATCTGAGAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAG---------ATTCATTGTATAAGGCCCAACAACAATACAAGGAAA-----
-AGTATAAGTTTA------------GGACCAGGGAGGGCG---GTT------TTTACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AACTGGACTAGCACTTTACAAAAGATAGCCAAAAAATTACAA---------------GTACAATTTGGA----
--------------------------------AATAATACAACCATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAGTCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
ACCTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAGATTTATGGAGTTGGTTCGACATATCAAACTGGC
TATGGTATATAAGAATATTCATAATGATAGTTGGAGGCTTAATAGGTTTAAGAATAGTGTTTACT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGGG---
GGGACAGATAGAGCTTTAGAAATATTACAAGCAGCTTTTAGAGCT----------------------------
--------ATAATTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ653547 
GCT---GAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGTGAGGAAAAATGATACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AGTGGTGGGTGGAGAGCGATGGAGACAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACACCAATAAGA---------------------------
GATAAGATAAGAAAAGAATATGCACTT---TTGTATAACCTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACCAGCTATAGATTGATAAGTTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAAAAGAG------------
ATCATAATTAAATCTGAAAATATCACGGACAAT---------GTTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTCATTGTATAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGTAGCA---
ACATGGAATAACACTTTAAAAAAGATAAGGGAAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAATCAATAGTCTTTAAG------
CAGCCCTCAGGGGGGGACCCAGAAATTATA---ATGCACACTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAACGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGATCAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGATAATTACACACACATAATATAC---



AACTTAATTGAAATATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGTGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCCGTTAACTTACTTAATACCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAATTAGTGCAAAGAGGGTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ217476 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTCAAATTA---
ACCCCACTTTGTGTCACTCTAAATTGCACTGATGTGAAGTATAATGAGACCACTATTTCT-------------
-------------------------------------------------------------------------
----------------------------ACTAATACCACTAGTAGTCAAGAAGGAGACATGAAA---
AACTGCTCTTTCAATATCACCACAAGCACAAAC---------------------------
AGGAAGGTGCTAAAAGAATATGCACTT---TTCTATAAACTTGATGTAATGCCAATAGGTGAT----------
-------------------------------------------------------------------------
----------------------
GATAATGAAAGCTATACTTTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAGTTAGGTCTGAAAATTTCAGCAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAAGCTGTAATA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGGGGA------
---------ATAATAGGAGACATA------------AGACGAGCACACTGT---AACCTTTCTAGAGAA---
GAGTGGAATAGCACTTTAAAAAAGGTAGCTCAAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AATAAAGCAATAGTCTTTAGT------
CCACCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGTTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGGATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAATTACACAGGCCTAATATAC---
TCCTTAATTGAAGAATCGCAGAGCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAGGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTGGCTGTTAATTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTGCAAAGATTTTGTAGAGCT----------------------------
--------ATCCTGCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTTCTA---TAA 
>HQ217546 
GCT---GCA------------------------------------------
GATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCCAGAGCATATGAAAAGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATGTTCCGATTAAAGGGAATAATACCACTAATGGGAATAATA
CCCCTAGTGGGAAT-----------------------------------------------------------
-AATACCACTGATGGGAATAATACCACCAGTAGCTGGGGACTGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAACATAACCTCTAGCATAAGA---------------------------
GATAAGGTGCAGAGAGAATATGCATAT---TTTTATAAGCTTGATATAGTAGCAATAGATAAT----------



-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGATAAGTTGTAACGCCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATGAGAAGTTTAAG------GGAAAAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAAAAGAG------------
GTAATAGTTAGATCTGACAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTAAAT----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATATATATA------------GGACCAGGGAGAGCA---GTC------TATACAACAGGAAGA------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATGAAACTTTAATAGCGATAGCTAAAAAGTTAAGG---------------GAACAATTTGAG----
-----------------------------------AATAAGACAATAGTCTTTAGG------
CCTCACGCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGGACTTGGAGT-----------------
----------------------------AATAAAACTCTGAATGAGATTTGG------GAT------
AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGAATAATATAC---
AAATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ217818 
GCT---GTA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAAATGCTAAATCATATAGTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGACCAAAGCCTA---ACACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGTAGTAATTTAGAGAATACTACTAGTACCACTAGTAGT----------
-------------------------------------------------------------------------
-------------------------AATAGTAGTAACAATGGAAACATAAAAGAAGAAATGAGA---
AACTGCTCTTTCAATATCACCACAAATATAAGA---------------------------
GATAAGAGACAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACAAATAGGTGAT----------
-------------------------------------------------------------------------
-------------
AATAATGATAATAATACCAGCTATAGGTTGATAAGTTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGCTTCTAAAGT
GTAAC---AATAAGACATTCGAG------GGAAAAGGAGAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGTAGTATAGCAGAAGAAGGA------------
ATAGTAATTAGATCTGACAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GACACTGTGGAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGGGAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGGGTA---
AAATGGACTAACACTTTAAAAGAGGTAGCTATAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAACCTTTAAT------
AGCTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAACTACACAGACACAATATAC---
AGATTAATTGAGGAGTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGC



TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTCTCTATAGTG---------CGTAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTAAA---
GGGACAGATAGGATTCTAGAAATTTTACAAAGAACTGGTAGAGCT----------------------------
--------TTTATTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>HQ217889 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTAGAA---------AATGTGACAGAACCATTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ACCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAATA---
ACTCCACTTTGTGTTACTTTAGATTGCACTGATCCTGATAATTCTACTAATACTAATGCTACTCAGACTAATA
AT-----------------------------------------------------------------------
----------GCTGGTAATAGTACCATTGGTAATAATACCACTAATATTGGGGAAATAATGACA---
AACTGCTCTTTCAATATCACCTCAAGCCTAAGA---------------------------
GATAAAGTGAAGACAGAATATGCATTA---TTTTATAAACTTGATATAGTACCAATAGATAAGGTTAAG----
-------------------------------------------------------------------------
-------------
GAGGATAGCAATAATACTAGATTTAGGTTGATAAGTTGTAACACCTCAGTCACTACACAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAAT
GTAGA---GATAATAAGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGGACTGAAAATCTTGCAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------CAGTCTGTAGAA---------ATTAATTGTACAAGACCTGGTAACAATACAAAAAAA-----
-GGTATAAGCATA------------GGACCAGGGAGAACA---GTT------TATGCAACAGAAAGG------
---------ATAGTAGGAGATATA------------AGAAAAGCACAGTGT---ACCATTAATAGACAA---
AAATGGAGGACCACTTTAAAACAGGTAGTTGAAAAGTTAAGA---------------GAAAAATTTGGG----
--------------------------------GAGAAAAAAACAATAATCTTTGAA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATACCATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGGCAATTACACAGATCTAATATAT---
GACTTACTTGAAAATGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTATAACGCCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTAAGAAGAATCTATAGAGCT----------------------------
--------ATCCTTCACATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU330736 
GCT---GAA---------------------------------------------
CAATTGTGGGTTACAGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGGTAGAG---AAGCATAAT----------------
-----------AATGTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAAACCACAAGAAGTAGTAATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGACAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGTACTGATAAACCAGTCAATAGTACTAATGCT----------------
-------------------------------------------------------------------------
----------------------------ACTGGAAGTTGGGAAAACATGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGAAATAAGA---------------------------
GATAGGGTGAAAAAAGAATATGCACTT---TTTTATAGACTTGATGTAGTGCCAATAGATGGT----------
-------------------------------------------------------------------------
----------
AATGATAACAATACTACTGGCCACTATAGGATGATAAATTGTAACTCCTCAGTCGTTACACAA---



GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GCTAAAGAATTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTACTTAGATCTCAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAACTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GCACCAGGGGGGGCA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AGTCTTAGAGAATCA---
AGCTGGAATAGAACTCTAAGATTGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAACACTCAGGAGGGGACCCAGAAATTGCA---ATGTTTAGTTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGCTGTACCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATTACATTTGG------CAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAACTACACAGAATTAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTCAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATATTACAAAGAGGTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGACGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>GU330809 
GCT---GAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCGAAAAATAATAATACCACTAGTAATAAT----------
-------------------------------------------------------------------------
----------------------AATAGTACTATCAATAGTAGTAGAGAGATGGGAGACATGAAA---
AACTGCTCTTTCAATATCACCACAAGCCTGAAA---------------------------GATAAGGTG---
AAAGAAAATGCATTG---TTTTATAAACTTGATGTAGTGCCAATAGATAAG----------------------
-------------------------------------------------------------------------
----------GATAATATTAGCTATAGGTTAATAAGTTGTAACACCTCAGTTGTTACACAG---
GCCTGTCCAAAGATATCCTTCGAGCCAATTCCTATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAGGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGTAGTCTAGCAGAGGAAGAG------------
GTAGTACTTAGATCTAGCAATTTCACAAAGAAT---------ACTGAAAACATAATAGTACAGCTGGAA----
-----------AAACCTGTAAAC---------ATTACTTGTGTAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATG------------GGACCAGGAAAATCA---TTT------CTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---AACATTAGTGAAGCA---
GAATGGAATAACACTTTAAGACAGATAGCTAGAAAATTAAAA---------------GAACAATATAGC----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGCA---ACGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATAGTGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
ACCTTACTTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATACTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCCATTAGCTTGCTTAATACAACTGCTATAGCAGTAGCTGAG---



GGAACAGATAGGGTTATAGAAGTATTACAAATAGTTTGTAGGGCT----------------------------
--------ATTCTCCACATA------CCCAGAAGAATAAGACAGGGCTTAGAAAGACTTTTGCTA---TAA 
>GU330839 
ACT---GAA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGCAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGAGCAAAGCCTG---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGTGAAGAATACTACTAGTTTGAATACTACTAATATTACTA
ATAATGGT-----------------------------------------------------------------
-------TCGAGCAGTGCTAGTAGTAGTTCGAACAATACTGCTAGTACCGAAGGAGAAATGAAA---
AACTGCTCTTTTAATGTCACCACAAACTTCAGG---------------------------
GATAAGATACAGAAAACTTATGCACTT---TTTTATAAACTAGATTTAGCACCAATAGAGGAG----------
-------------------------------------------------------------------------
-------------
AACAATACAAACAATACTAACTATACGTTGATAACTTGTAAAACCTCAGTCATTACACAG---
GCCTGCCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTAGGAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAGGCCAGTAATATCAACC---
CAACTGTTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCGATATCACAAACAAT---------GCCAAAAACATAATAGTACAGCTGAAC----
-----------GAATCGGTAACT---------ATTGAGTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCC---TTT------TATGCAACAGAAGGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAAAACA---
CAATGGGAAAATACTTTAAAACAGATAGTAAAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAACACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGACCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGTATAATATAC---
AACTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AGGAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCGTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAACTATTTCAAGGAGCTCATAGAGAA----------------------------
--------GTGGTATAAAA----------------ATAAGACAGGGCTTAGAAGAAAAGTTGCTA---TAA 
>JF689862 
GCT---ACA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATACTACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAAATTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAGATTGCATTGATATTAATATTACTGCCAGTAATACTAGTAGT----------
-------------------------------------------------------------------------
----------------------ACCAGTAATAGTAGTAGGTTGGAGACAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGATGTAAGA---------------------------
GATAAGATGAGGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGATAAGAAG----
-------------------------------------------------------------------------
----------------
AATAGTAGTAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAACTGCTGCTAAATGGCAGTTTGGCAGAAGAGGAG------------
GTAATAATTAGATCTGAAAACCTCACGGACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAACTGTACTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACTTGGGAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GCATGGAATAAAACTTTAGAACAGATAGCAAGAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGTCTTTACT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTATGATTTGG------GAT------
AACCTGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACCTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTTGATAAGTGGGCAAATCTGTGGAATTGGTTTGGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGATTAAGAATAGTTTTTACT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAATAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689863 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTGGTATTGGGC---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCTTGGAATGAGACTGCTGCCAACAGGAGC----------
-------------------------------------------------------------------------
----------------------AAGAACAGCAATGAGAAAATAATAGAGAAAGGAGACATAAAA---
AACTGCTCTTTCAAGATCACAGGAAGCATAAGA---------------------------
GATAAAGTGCAGGAAAGATATGCATAT---
TTTAGTAAACTTGATATAGTGCCAATAGAGAATAATCCAGTAGGG----------------------------
--------------------------------------------------
AATAATAGTAGTAGCAACTATAGCAGCTATAGGATAATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTTAAT------GGAACAGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACACTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCAGTGGCA---------ATTAATTGTACAAGACCCGACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------GTTACAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACTAGCACATTGT---AACATCAGTAGAGCA---
AAATGGAATAAAACTTTAAATCAGACAGTTAAAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATATTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTACA---ATGTTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACTACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAGATTTGG------AAC------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAAGCATAATATAC---
ACATTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGATTTATTGGCATTAGATAAGTGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCA---
GTAATTTCTATAGTG---------AAAAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATACCACTGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAACATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGAGTTTGCTT---TAA 
>JF689866 



GCT---GCA------------------------------------------
GAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTGAGTATACTAAGAACAGTAGTACCACTAACTGTACTGCTAAT-
-------------------------------------------------------------------------
----------------ACTCCCACTCCTACCGCTAACAGAAGCCAGGAGGAAGGAGAAATGAAA---
AACTGTTCTTTCTATGTCACCCCAAGCATAAGA---------------------------
GATAAATTTAAGACAGAATATGCAGTG---TTTTATAAATCTGATCTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATACCACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACCATAATAGTGCATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGGAAA-----
-AGTATAAATATA------------GGGCCAGGGAGAGCA---TTT------TATGCACAAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGAAGCA---
AAATGGAATCAAACTTTACATAGGATAGTTATAAAGTTAAGA---------------GAACAATTTAAT----
--------------------------------GAGAATACAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATTACATTTGG------GGA------
AACATGACATGGATGGAATGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAC---
AACTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAACAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATACTACAAAGAATTTGGAGAGCT----------------------------
--------TTTCTTCATATC------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JF689867 
ACT---AAT------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCCAATATCACTGATACCAATACCACAAAGAGTACT----
-------------------------------------------------------------------------
-------------------GTTCATAACGCGAGTATATACGAAATGGAGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCTCAAACATAAGA---------------------------
GATAAGGTGCGGCAAGAATATGCGCTT---TTTTATCAGCTTGATGTAGTACAATTAGAAAAT----------
-------------------------------------------------------------------------
-------------
AATAATAAGAATAGTACTAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGGTCCGCCAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GTATCTGTAGAA---------ATGAATTGTACAAGACCCAATAACAATACAAGAAAA-----



-GGCATACATATG------------GGACTAGGCAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGCGAA---
AAATGGAATAAAACTTTAGGAAAGATAGCTGAAAAATTAAAA---------------GAACAATAC-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAACTATAGCCAGATTTGG------GAA------
CACATGACTTGGATGCAGTGG---GAAAGAGAAATTGAGAATTATACAGGCATAATATAC---
GGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGGTAAATGGGACAGTTTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAGATTATTCATAATAATAGTAGGAGGCTTGGTAGGGTTAAGAATAATTTTTATT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGGAGAATAAGACAGGGCTTGGAAAGGTCTTTATTA---TAA 
>JF689870 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAGGAATGCTACTAATACCACG----------------
-------------------------------------------------------------------------
-------------------------------------AGCACGATGGAGGGGGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGAACAA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGCATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAACGAG------------
GTAGTAATCAAATCTGACAATTTCACGAACAAT---------GCTAAAATAATAATAGTAAAGCTAAAT----
-----------AAATCTGTACAA---------ATGAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCGAGCACATTGT---AATCTTAGTGGAGCA---
GACTGGAATGACACTTTAAAAGAGATAGTTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ACGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAGAGGGTCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTCATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTGGCTGAG---
GGGACAGATAGGGCTATAGCAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTWGGAAAGGGCTTTGYTA---TAA 
>JF689871 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGCACATGATACAGAG---GTGCATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGTACTAATGTTGGGAATGTGACTAATGGCACTAGC-------------
-------------------------------------------------------------------------
----------------------------AGCAGCTGGAGAACAATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCTCAAACATAAGA---------------------------
GATAAGGTGGAGCAAGAGTATGCATAT---TTTTATAAACTTGATGTAGTGCAAATAAGTGATGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACTTTTAAT------GGAGCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAGAATATCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAG----
-----------GACCCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTGTGCATATA------------GGACCAGGAAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAGATCA---
GAATGGAACAACACTTTAAGAGAGGTAGTTAAGAAATTAAAA---------------GGACAATTTGAG----
-----------------------------------AATAAAATAATAAAATTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGAACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCCTGGAATAATAGCTGGAGT-----------------
-------------------------AATAATAAATCTTTTGAGCAGATCTGG------GGT------
AACCTGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTATACAGGCCTAATATAC---
AACCTAATTGAAGAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAGTAGGATTAAGAATAGTTTTTGCA---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCAATACCACTGCTATCGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATATTACAAAGAATTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>JF689872 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGACACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATAAGGTGGGGAATGAGACTGCTGCT----------------
-------------------------------------------------------------------------
-------------------------------AATGATACTGCAGAGGAGAAAGGAGAAATAAAG---
AATTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATGAAACGAAGAAAGACTATGCACTT---TTTTATAAACTCGATATAGTACAACTAGACGAT----------
-------------------------------------------------------------------------
-------------------------
AATACTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAGAGTTCAAT------GGAACAGGATTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAAAG------------
GTAATAATTAGATCTGACAATCTCGCGAACAAT---------GCTAAAACCATAATAGTACAGCTGACT----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGTCCAGGGAGAGCA---TGG------TATGCAACAGGAAAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATAGAACA---
AAATGGAACACCACCCTACATCGGGTAGCTGAAAAATTAAGA---------------GAACAATTTGAG----



-----------------------------------AGTAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCCCAGGAACAGATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAAGCATAATATAC---
ACCTTAATTGAGCAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCCTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689873 
GCT---GCA------------------------------------------
GAAAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATATAGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTATTGAAA---------CAGGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATTCTACTAATTTGAAGAATTCTACTAAT----
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTGGCGGGAGAACGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCTTAAAA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGATAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
CAATGGAATAACACTTTAAAACAGGTAGTTAGAAAATTAAGA---------------GAACAATTTGGAATG-
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCAGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATGAGATCTGG------CAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATCGACAATTACACAAACGTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATCAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGAAATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATACTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JF689876 
GTT---GAA---ACA---------------------------------
AAAGACAATTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAGGTAGTATTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAACAACAATATGGTAGAACAGATGAATGAGGATATA---



ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTCACTTTAAATTGCACTAAGCCTGATCCGAGGAATGCCAGTAGC----------------
-------------------------------------------------------------------------
-------------------------------TATGAAGAAGAGAGGGGGAGGGAAGAAATAAGA---
AATTGCTCTTTCAATATCACCACTAGCATAAGA---------------------------
GATAAGAGGCAGAAAGAATATGCAATA---TTTAATATACTTGATATAATACCAGTATATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATATTAGCTTTAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGCCAATATCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GGAATTGTAGAA---------ATGACTTGTATGAGACCCAACAACAATACGAGAAAA-----
-AGTATAAATATG------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCCTTAATAGAACA---
CACTGGGATGACACTTTAAAAAGAATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CATTCCTCAGGAGGGGACCTAGAAATTACA---ATGCTCAGTTTCAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGAAAATTACACCGGCTTAATATAC---
ACCCTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GCACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGTCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAGAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTAGAAAGGGCTTTGCTA---TAA 
>HQ216908 
AAT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGCGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGGATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAAAGCCAATATCACTAAAGCCAATATCACTCATGGCAGT----
-------------------------------------------------------------------------
----------------ACTCATAACAGTACTCAGGGGAACAGGATAGAGGACATAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCGAAAAGAATATGCACTT---TTTTATAAAGTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACCCTGTAAAA---------ATTCATTGTACAAGACCTAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAATAGAGTA---
GATTGGAATAAAATGTTAAACCAGACAGCTGCCAAATTAAGA---------------GAACAATTTAGG----
--------------------------------AATCAAACAAGAATAGTCTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACATAATATAC---
TCCTTGATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACCATAGCCATAGTAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAATAGTGCAAAGAGCCTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>HQ216925 
GTG---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATAAAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACAGGTATTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATGTTGATAGGACCAATAGGACCAAT----------------
-------------------------------------------------------------------------
----------------------------------AGTAGCGAAGCAGAAATGAGAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAAGCATGAAC---------------------------
GATAAGATGCAAAAAGGATATTCAGTC---TTTTATAAACTGGATCTAGTAGCAATAGGTAAGGAGAAG----
-------------------------------------------------------------------------
-------------
AATGATACTAACTATACTGACTATAGACTGATAAGTTGTAACACCTCAGTCCTCACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTTAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACCTATA------------GGACCGGGGAGTGCT---TTT------TATACAGCAGAT---------
---------ATAATAGGGGATATA------------AGACAAGCACACTGT---AACATTAGTAGAACA---
AAATGGAATACCACTCTAGAACAGGTAAGGAAAAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------AACACAAAAATATTATTTGAT------
AAACCCGTAGGAGGGGACCTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACAGGCTTAATATAC---
ACCTTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTATTAGCTTGCTCAACACAACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATAATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>FJ152546 
ACT---GCA------------------------------------------
GAAAAGTTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGG---AAAAATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAGAGAG---AAGCATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACAATTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGAGGTGCAGAATAATACTGCTAATGCCACTGGTAGTTCTACTG
CCAAT--------------------------------------------------------------------



-------CCTAGTAATGGTACCAAGAACGAAACCATTGATGATAGTGGGAGAATAGAATTAACA---
AACTGCTCTTTCAACATCACCACAAACATAAGA---------------------------
GATAGGGTAAAGAAAGAATATGCAATT---TTTAGTAAACTTGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------
GATAGTACTAATACTAGCTTTAGGTTGATAAATTGTAACACCTCAGTCATCACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AGTAAAAATTTCAGT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGATGAG------------
GTAATGATTAGATCTGACAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTACAGTTGAAT----
-----------AAGTCTGTAGAA---------ATTACTTGTACAAGACCCGCTAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAGGGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCATTTTGT---ATCATTAATGGAACA---
CAATGGAATGACACTTTACAACAGGTAGCTGCAAAACTAGGA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCGCAGGAGGAGATCTAGAAATTACA---ACACACACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAGATCTGAGGAGGAGATATGG------GAA------
AACTTGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGACTTAATATAC---
AACTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAATAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTAATA---TAA 
>FJ152547 
GCT---ACA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTATTGAAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGTCAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTCACTTTAAATTGCACTGATTATAATGGTACTTGTGCCAAGGATACTTCTAAAAATAAT-
-------------------------------------------------------------------------
-------------GTTACTTGTGGCAATGATACTGTTGATAATAGTAGCATAGGAGAAGTAAAA---
AACTGTTCTTTCAATATCACCACAGGAATAAGA---------------------------
GATAGGGTGCAGAAAGACTATGCACTT---
TTGTACAAACTTGATTTAGTACAAATAGATGAGGAGAGTGATGGTAAGGATGATACTAATAGCTCTAGT----
--------------------------
AATGATACTAATAGTTTTAATAGTTCTAGTTCTAGTTCTAATAGGCATAGGTATAGGTTGATAAATTGTAACA
CCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATACGAAGTTCAAT------GGATCAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCGGAAGAAGAA------------
GTAATAATTAGATCTGCCAATCTCTCGGACAAT---------ACTAAAACCATAATAGTGCAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAAATGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTGTACATATA------------GGACCAGGAAGCGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGCACA---
GACTGGAACAACACTTTAACATGGATAGCTATAAAATTAAGA---------------GAACAATTTCCA----
-----------------------------------AATACAACAATAGCCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTACACGAAATTTGG------GAT------



AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAAATGTAATATAT---
AACTTACTTGAAGATTCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTCTTCCAAAGACTATTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX863987 
GCA---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTATTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAATATTGGCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAATAGTACTAATACCACTGTT-------------
-------------------------------------------------------------------------
-------------------------ATTTATAATACCCCGGGGTTGAATAGATTAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAGAAATAAGA---------------------------
GATAAGCAAAAGAAAGAATATGCACTT---TTTTATAAACCTGATGTAATAGAAATGGATAAT----------
-------------------------------------------------------------------------
----------------------
ACCAGCACCAGCTATAGGTTGATAAATTGTAACACCTCAACCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAAACAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACACATC------------GGACCAGGGAGTGCC---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
CTATGGAATAACACTTTAAAACGGATAGTTGAAAAATTAGGA---------------GAACAATTTGAA----
--------------------------------AAGAATAAAACAATAGTCTTTCAG------
CCATCCTCAGGGGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGCTGGAGT-----------------
----------------------------AATAAATCCTACAGTGAAATTTGG------GAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACCTATTGGCATTAGATAAATGGGCAGATTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATTCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGGGCAAAGAGTTTGGAGAGGT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGAGCTTTACTA---TAA 
>JX863988 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTAATGTGACTGTTACTAACACCAATAATAGTACCAATAAT----
-------------------------------------------------------------------------
----------ATTACTGCTTTGAATATCACTAGTAGTGAGGAAGAAGCGAGAAAAGAAATGAAA---
AACTGCTCTTTCGCAATCGACACAGACATGGGA---------------------------



AAAAAGAAGCAGAAAGACTATGCACTT---TTTTATACACTTGATATAGCACAAATAGAAGAT----------
-------------------------------------------------------------------------
----------
AATGGTAATAACAGCAATAGCAGCTATAGGTTGATAAGTTGTAATACCTCAAGAATTACACAA---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTGCTAAAGT
GTAAT---GATAAGGAGTTTAGT------GGATCAGGAAATTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCTCAGATAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------AAAGCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATCCATATG------------GGACCAGGGAAAACA---TTT------TTTACAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
AATTGGACTAACACCTTAACGCAGATAGCAAAAATATTACAT---------------AAACAGTTTAAT----
-----------------------------------AATAAAACAATAATCTTTGAG------
AAACACTCAGGAGGGGACACAGAAATTGTA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCAGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAGATCTATGGATGAAATTTGG------AAT------
AACATGACCTGGCAGCAATGG---GAAAGAGAAATTGAAAATTACACAAACATAATATAC---
ACCCTAATTGAAGGCGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAGGCTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGCTTGTTTGATGCTACAGCCATAGCAGCAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACTAAGGATTTATAGGGGT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGCTTTTGCTG---TAA 
>JX863991 
TCT---GCA------------------------------------------
GAAAGACTTTGGGTCACAGTCCATTATGGGGTTCCTGTGTGG---AAAGAGGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACACGAAATATTATTGAAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACAAAGTTTAATAACACTGGTAATAACAATGATACAACA-------
-------------------------------------------------------------------------
-------------------AAGACAAAAAGTACAGGACTTAATGGCACTGATGCAGAGATGAAA---
AACTGCTCTTTCAACATTAGCACAGGAATA---------------------------------
AAGATGCAGAAAAACTATGCACTT---TTTTATGAAAATGATGTAGTACCAATAGATAAT-------------
-------------------------------------------------------------------------
-------------------------ACCAGTTATATGCTAAGAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGAGCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAACAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------AACCCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAG-----
-GGTATAAATATA------------GGACCAGGGAGAGCA---GTT------TATGCAATAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCTCAAA---
GATTGGAATAATACTTTGTATCAGGTAGCTCAAAAATTAAAA---------------GAAAAATTT-------
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGAG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAACAGAAATTGATAGTTACACAAACACTATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTG---------AAAAGTGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAAATAGCACAAAGAATTGGTAGAGCT----------------------------
--------GTCCGCCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>JX863992 
GCT---ACA------------------------------------------
AGCAATTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACTACTCTGTTCTGTGCATCAGATGCTAAAGCCTATGAGACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTAACTTTAAATTGCACTGATTATTGGAATAGTACTTGGAACAGTAAT-------------
-------------------------------------------------------------------------
-------------------------------------AGAACAGAAGGGAAAGGAGAAATAAAA---
AACTGCTCTTTCTATGTCACCACAAACATGCAA---------------------------
GATAAAAAGCAAAAAGTACGTGCACTT---
TTTTATAGTCTTGATTTAGTACCAATAGATAATGATAATAATACTGCAGAT----------------------
-----------------------------------------
AATACTAATAATACTAATTCTAATAATAGTACTAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AA---
GCCTGTCCGAAGGTATCTTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------ACAAAAAATATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTATAAGACCCAACAATAATACAAGACAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GACTGGAATAAAACTTTAGAAAAGGTAGTTAAAAAACTAAGA---------------GAACAATTCATC----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CCCTCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGGGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGATCTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAGAAGACTTATTGGCATTAGATAAATGGGCAAATTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTCTTTTCT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACCGCTATAGCAGTAGCTGAA---
GGAACAGATAGGGTTCTAGAAATATTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JN562781 
GTT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAATAATGAGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAAAGTAAACAAAACTGATACTAATACCGCC-------------
-------------------------------------------------------------------------
-------------------------AATACTGATGGGGTAGAAGGGATGAATGAAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAATGAAGGA---------------------------
ACTAAGGTGAAAAAAGAATATGCACTT---CTGTATAAACTTGATGTAGTATCAATAGGTAAT----------
-------------------------------------------------------------------------
-------



AGTAATAACGATAGTAGCTATAGTAACTATAGGTTGATAAGTTGTAACACCTCAGTTATTACCCAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGTAAAGGAGAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CACCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAAACTATAATAGTGCAGCTGAAT----
-----------AAAACTGTAAAG---------ATTATTTGCACAAGACCCAATAACAATACAAGAAGA-----
-GGTATAAATTTA------------GGACAAGGGAGAGCA---TGG------TATGCAACAACAGAC------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
CAATGGAATGACATTTTAAGACTGGTAGTTAACAAATTACAA---------------GGACAATATGGA----
--------------------------------ACTAATAAAACAATAAGATTTGAG---
CAACCTGTGGGGGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAGCATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACGCATCTGCACCACTGTTGTGCCTTGGAATAATAGCTGGAGT-----------------
----------------------------AATAAATCTTATAATGATATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GACAAAGAAATTGAAAATTACACAGGACAAATATAC---
GCCTTAATTGAAGAAGCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTTGGAGGCCTCATAGGTTTAAGAATAATCTTTACA---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGTTTGCTCAACGCCACAGCTATAGCAGTAGGTGAA---
GGGATAGATAGGGTTCTAGAAGTAGTACAAAGAATTTTTAGAGCA----------------------------
--------GTTATTCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTGTGCTA--TAA 
>JF320615 
GCT---TCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTATTACAA---------AATGTTACAGAAAACTTTAAC----------------
--------------------------ATGTGGAATAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCACTTTGTGTTACTTTAAAGTGTACTGATTTGAATGCCACCAGTGGTACTAAT----------------
-------------------------------------------------------------------------
-------------------------------GTCACTGGTAGTATCGAGGAAAGAGACATGACC---
AACTGCTCTTTCAATATAACCACAAACATGGGA---------------------------GATAAGATA---
CAAGACTATGCATTG---TTTTATAAACTTGATGTAGTA----------------------------------
-------------------------------------------------------------------------
----GGTAATAGTACGACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCACTACGCAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAGCAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACCCATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCACGGACAAT---------GCTAAAACTATAATAGTACAGCTGAAA----
-----------GACGCTGTAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAGGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAATCACATTGT---AACCTTAGTATAGCA---
AAATGGAATGCCGCTTTAAAACAGGTAGCTGACAAATTAAGA---------------GGACAATTTGGC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------ACT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAACTTAATATAC---
AGCCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTGGCTGTTAGCTTGCTCAATGCCACCGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTGTTAGAGCT----------------------------
--------GTTCGCCACATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF320613 
ACA---GAA---------------------------------------------
GACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGGATATACCACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATTTTTCTAAGAATGATACTAATACTACTAATACTGCTAATA
CCACTAGGAAT--------------------------------------------------------------
-GATACTAATACTACTAATAATACCACCGGTATTAGTTTGGATGCAGAAAGAGGGGAAATACAA---
AACTGCTCTTTTAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAGTATGCACTG---TTTTATAAAGCAGATGTAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAGAAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGAGCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTCCTGTTAAATGGCAGCCTAGCAGAGGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCTCAAACAAT---------GCTAAAATCATAATAGTACAGTTGAGG----
-----------GAACCTGTAAAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAAAT------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
GATTGGAATGCCACTTTACAAAAGATAGTTATAGAATTAGGA---------------AAACAATTTAAA----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ACGCACAGCTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGACAGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
TCATTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTGGCTGTTAGCTTGTACAACGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCCTTGTTA---TAA 
>JF320048 
GCT---GTA------------------------------------------
GAACAAGGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAAATTGCACTGATTATACTAATAATTGCACTAGTAATTGC-------------
-------------------------------------------------------------------------
-------------------------ACCAATACCGCTATTGAAACGATAAGGAGAGAAATGAAA---
AACTGCTCTTTCAATATTAGCACAACAATAAAA---------------------------
GATAAGGTGCAGAAAAAATATGCGCTT---TTTTATAAACTTGATATAGTGCAAATGGATGAT----------
-------------------------------------------------------------------------
-------------------
ACTGATAATACTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACTTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTGAAAT
GTAGG---GATAAAAGATTCAAT------GGAACAGGACCATGTGGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCACACCAGCAGTATCAACA---



CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGCCAATCTCTCAGACAAT---------ACTAAAAATATAATAGTACAGCTGAAA----
-----------GACCCTGTAAAC---------ATTACCTGTATGAGACCCAGCAATAATACAAGGAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------GTAACGGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTGAAGCA---
GCATGGGAGGACGCTTTGAGACAGATAAGTACAAAACTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
CAATCAGCAGGAGGGGACTTAGAGATTATA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTATAGCAGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAGTTGACAATTACACAAACTTAATATAC---
AACTTGCTTGAAGACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGTCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GCGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGCAGTATTACAAAGAATTGGTAGAGGC----------------------------
--------ATCCTCCATATA------CCTGTACGAATCAGACAGGGCTTAGAAAGGTTGTTGCTA---TAA 
>JF320308 
GCT---GCA------------------------------------------
GAAGATTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTGTTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGCGTTAGTTTAAATTGCACTGACTTGGGGAATGATACTAATACCAGCAGTAGTGCG-------
-------------------------------------------------------------------------
-------------------ACCAACAATAGTAGCATAGGAAACATAGAAAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCAGTACAAACATAAAA---------------------------
AACAAGGTGGAAAAACAACATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGCCCAAAGGTATCCTTCGAGCCAATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTGAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGAAAATTTCACAAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAAAC---------
---------ATAGTAGGAGATATA------------AGACAAGCATATTGT---AACGTTAGTAAAGCA---
AAATGGGAAAAAACTTTAAAACAGGTAGCTGACAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AGTAGCACAATAATCTTTAAC------
CAATCCTCAGGAGGGGACTCAGAAATTGTA---CTGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAGAGGTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATGAGGTTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTCACAATTACACAGGCTATATATAC---
ACCCTAATTGAAGAAGCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAGTTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGTGACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF320003 



GCT---GCA------------------------------------------
GACCAAACATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAAGTAGGAATGTTACTAATAATAAT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGAGAAACTGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAAGTGCAGAAAGAATATGCCCTT---TTTTATAAACTTGATGTAGTACCAATAAATGATGAT-------
-------------------------------------------------------------------------
-------------
AGGGACAACCCTAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGAATAGGAACATGTAAAAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTATTAAATGGCAGCCTAGCAGAACAAGAC------------
GTAGTAATCAGATCTGCCAATTTCAGTGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGAATAACACTTTACAACAAATAGTTGAAAAACTAAGA---------------GAAAAGTTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAATGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATCAAATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATAGACAATTACACAGACACAATATAC---
AAATTACTTGAAATATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGCTTGTTTAATGCCACAGCAATAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCTTTACAAAGAGCTGGCAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGGAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>JF320097 
GCT---ACA------------------------------------------
GCCAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCAGTTAATACAGAG---AAGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTAATGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATG---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAGTGCTCTAATTTGAATAAGACCGCT-------------------------
-------------------------------------------------------------------------
-------------------------------AACCTTAGTGATAATGGGAAGGAAGAACTAAAA---
AACTGCTCTTTCAATGTCACCACAAGTATAAGA---------------------------
GATAAGGTTCGGAAAGAATATGCACTT---TTTTATAATCTTGATATAGTACAAATAGATGATAAGAAT----
-------------------------------------------------------------------------
-------------
AATAATACCAATAATACTAAATATAGGTTGACACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGCATCATTTGAGCCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGAGAGTTTCAAT------GGAACAGGACCCTGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTGATTAGATCTGAAAATATCAGTGATAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------AAACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-AGTATACCTATA------------GGACCAGGGAAAGCC---TTC------TTTGCAACAGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ATCCTTAATAGAACA---
CAATGGAATAACACTTTAGGAGAGATAGCTAAAAAATTAGGG---------------GAAATATTTGGCCAA-
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTT---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTATGAAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGGGAAATTACCAATTACACAAAAGTAATATAT---
TCCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGACAGTCTGATGAATTGGTTTTCCATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGTTTGAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAATACAAAGAATTCTTAGAGCT----------------------------
--------GTTCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAATTTTGCTA---TAA 
>JF320038 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACCATTGGAA---------AATGTAACAGAGAAGTTTAAC----------------
--------------------------GTGTGGGAAAATTACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATTTGACAAGTACTAATATTACTAATACTACAAAT-------
-------------------------------------------------------------------------
----------------------ACTAATAGCACTAGGTGGGTGGAAGAGCCAGGAGAAATAAAA---
AACTGTTCTTTCAATGTTACCACAAACATAAGA---------------------------
GGCAAGATGCAGACAGAATATGCATTG---CTGTATAAACTTGATATAGTGCAAATGGATGATGAT-------
-------------------------------------------------------------------------
----------
GGTAAGAATAGTAGCAATAGTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAGAGTTCAAT------GGAAAAGGAGACTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGTAGAAGGAGAT------------
ATAGTAATTAGCTCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAGAGCA---TTT------TTTACAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCA---
AGCTGGGATAAAACTTTAAAACAAATAGCTATAAAATTAGGA---------------GAACAATATGAG----
-----------------------------------AATAAAACAATAGTATTTAAT------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCTCCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAACAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAGACCTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTCAGCTTGCTCAACGCTACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCC----------------------------
--------ATTCGTAACGTA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF320526 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTCACAGAG---GCACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATTGGAATAATACGCAGAATAGTACTGATTGGGGA-------
-------------------------------------------------------------------------
----------------------AATAGTACTAATGTGGAAAAGATAGGTAAAGAAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAACAATAAGA---------------------------
AAGAAGGTAAAGAAAGAATATGCACTT---TTTTATCATCTTGATGTAGTGCCTATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACAACTTATATATTGAACCATTGTAACACCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACGGACAAT---------ACTAAAAACATAATAGTACAACTGAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTGAAGAA---
AAGTGGAATAACACCATAAAACAGATAGCTAAAAAACTACAA---------------GAACACTTTGGA----
-----------------------------------AACAAAACAATAACATTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AGCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGCAGTACTAAGAGTTTGTAGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>JF320160 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTAGTGTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGGAAAACAACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGTTAAGTCTAATGTCACTACTAATGATAACACCACCGCC-
-------------------------------------------------------------------------
----------------AATATCACTGGTAGTGGCGGGGGAAAGATGGAGCCAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAATGATGAGA---------------------------
GATAAGGTGCAGAAAGAACATGCACTT---TTTTATAAGCTTGATGTAGTACCACTAGATCCTAAT-------
-------------------------------------------------------------------------
----------------------
AGCACTAATAGTTATAGGTTAATAAGTTGTAACACCTCAGCCGTTACCCAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGCAGTTCAAT------GGATCAGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGCTAAATGGCAGCCTAGCAGAAGAAGAT------------
GTAGTACTTAGGTCTAAAAATTTCTCATCCAAT---------ACTCAAAACATAATAGTACAGCTAAAA----
-----------AACGCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGAACA---
GAATGGAATAACACTTTACAACAGATAGTTGAAAAGTTAAAA---------------GAACAATATAGG----



-----------------------------------AATAAAACAATAAACTTTACT---
CAAACATCCCCAGGAGGGGATCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATATGATTTGG------GAT------
AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACCTAATATAC---
ACCTTACTTGAAGAATCACAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACTACAGCTATAGCAGTAGCAGAG---
GGAACAGATAGGGTTATAGAAGTATTACACAGAACTTTTAGAGCT----------------------------
--------ATTATTCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>JF320169 
GCT---GCA---GAA---------------------------------
AAAGATCAATTTTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGAAACAGAG---AAGCATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTTACCATGGCAAATAGCATGACG----------------
-------------------------------------------------------------------------
----------------------------AATGATACCAGTGACAAGATTACCGATGGAATGAAA---
AATTGCTCATTCGAAATCGCCACAGAAATAAGA---------------------------
GATAAGATGCAGAAACAATATGCAGTT---TTTTATAATCTTGATATAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------
AATACTAATAGTAGTGCTACTAACTATAGGTTGATAAGTTGTAACACCTCAGCCATTACACAA---
GCCTGCCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACC---
CAATTTCTGTTAAATGGCAGCCTAGCAGAGGAAGAG------------
GTAATGATTAGATCTGCCAATTTCTCGAATAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGTA---------ATTAATTGTACAAGACCAAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAACA---
GCATGGAATAACACTTTGAAAATGGTAGCTGAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CGTTCCTCAGGAGGGGACCTAGAAACTGTA---ACACACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAGTTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAAAATCGCAGAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGGTAAATGGGCAAGTTTGTGGAGTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTCTTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JF320053 
GCC---ACA------------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---



ATCAGTATATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTTGAATGGCACTAACACCAACATCACTAGTAGG-------
-------------------------------------------------------------------------
----------------------AACACCACCAGTAATAACATAATGGAGGCAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAATATAAGA---------------------------
GATAAGCTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGGA-------
-------------------------------------------------------------------------
----------------------------
AGTAATTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTATCCTTCGAGCCAGTTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTGATCAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCCAATAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAAAGCA---
AAATGGAAGAACACTTTAAAACAGATAGTTCACAAACTAGGA---------------AAACAGTTTGAA----
-----------------------------------AACAAAACAATAAGCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATATGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGAAAATTATACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAGTAGTTTGTGTT---
ATATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAGCTTGTTTGATGCCATAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAATTATTACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTTCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCAG---TAA 
>JF320356 
ACT---GCA------------------------------------------
GAAGACTCGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAGAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAATCTAAGAAATACTACTAATGCCACT----------------
-------------------------------------------------------------------------
-------------------------------AATGAGACAATGAAAGGGGGGGGAGAAATGAAA---
AACTGCTCTTTCTATACCACCACAAAAATGGGA---------------------------
GATAAGACACATAAAAATCAGGCACTT---TTTTATAGCCTTGATATAGTACCAATAAATGATGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAG---
GCTTGTCCAAAGATATCTTTTGAGCCAATTCCTATACATTACTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGAAGTTTAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTTAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAACTATAATAGTACAGCTAAAA----
-----------GAAGCTGTAAAC---------ATTACTTGTATACGACCCAACAACAATACAAGAAAA-----
-GGTATACACATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAATGGGAGAAGACTTTACAACAAGTAGGTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG



GATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AACAGATCTGTGGATGACATTTGG------AAC------
AATATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAAGTCTAATATAC---
ACCTTACTTGAGACATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGTTAGTAGGAAGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCA------
GTATCGTTAGCTATTAGCTTGTTCAACGCCGTAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAACAGCACAAGGAATTTTTAGA-------------------------------
----------------------------------------------------------------------- 
>JF320592 
GCT---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATATGAATACTACTAATTCGAATGATACTACTACC-------
-------------------------------------------------------------------------
-------------------GAAGGTATTAGTAGTGATATGAGAATGGGGGAAGGAGAAATGAAA---
AACTGCTCCTTCAATATTACCACAAGCATAACA---------------------------
GATAAGCAGCAGAAAGAATATGCACTT---TTTTATGCACTTGATGTAGTAAAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATAGATTGACAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAT---GATGATAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACGAT---------GTTAAAGTCATAATTGTACATCTGAAC----
-----------GAATCTGTAGAC---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAAAACTTTAGAAAAGATAGTTAAAAAATTAAGA---------------GAGCAATTGCAA----
-----------------------------GTTGAGAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATGGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGCAATTTGG------AAT------
AACATGACATGGATGGAGTGG---GAGAAAGAAATTGAAAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGTT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGGGCAAAGAATTTGTAAAGCT----------------------------
--------ATCTGCCATATA------CCTAGGAGAATAAGACAGGGCCTTGAAAGAGCTTTGCAA---TAA 
>KT124791 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTAATTTAAATTGTACTGATTGTGAGAATTCAAATTGCACTGATGCTAAT----------
-------------------------------------------------------------------------



-------------------AACAATACCAGTAGCGAGGGAAAAATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
AATAAGATGCAGAAAGAATTTGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
-------------------
ACTAATAATACCAGATATAGGTTAATAAGTTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAAGTCACATTTGAACCAATTCCTATACATTATTGTGCTCCAGCGGGTTTTGCGCTGCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCCAAAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAAAA---
AAATGGGAAGAAACTTTAGAAAAGATAGTTGTAAAATTACAA---------------GAACAATTTGGG----
-----------------------------------AATACAACAATAGTCTTTAAT------
CACTCCACAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTAAGGATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGCATAATATAC---
AATCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAGTTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATCTCAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAATACTATAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGCTATAGAAGTATTACAACGCATTTTTAGAGCT----------------------------
--------TTCATTCACATA------CCTAGAAGAATTAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KR423026 
GTT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAGGGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATAATGGTAATAATACCAATAGTGCTAATCATAGTAGTA
TCAATGCCACTAGTAACAAT-----------------------------------------------------
----------AATAATAGTACTGCTACCCCTAGTATTAGCAATGGCACAATAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACTTCAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCCCTT---TTCTATAAATATGATATAGTACCAATAGAAAATGAGAAT----
-------------------------------------------------------------------------
----------------
AATGAGAGTACTACCAATTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGCCCAAAGGTATCATTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTTAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTTCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATTATTAGGTCTGAGAATTTCATAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACCTTAGTGAAACA---
CAATGGAAAAAGACTTTAAAACAGGTAGCTACAAAATTAAGA---------------GAACAATTTAAC----
-----------------------------------AATAAGACAATAGTCTTTAAC------
CAATCCTCGGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACCCAGAGTGAAATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGATTTAATATAC---



ACCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAACCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGTTTGCTTAATACCACTGCTATAATAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGCACAAAGGATTGGTAGAGCC----------------------------
--------ATTCTTCACATA------CCTGCTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU331039 
GTT---ACA------------------------------------------
GCACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGAACAGATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGATTGCATTGATGCAAATGTAACTGGTATAAATGTAACTAAT----------
-------------------------------------------------------------------------
-------------------------ACCAATGGTAGTAGTTGGAAAACAGTGGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAAATACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAGGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAAAAGGACCATGTAGCAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTTCAA---------ATTAATTGTACAAGGCCCAGCAACAATACAAGGAAG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAACAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTAGAGTA---
GAATGGAATAAAACTCTAGAAAAAATAGCTGAAAAATTAGGT---------------AAAAAATTTCAC----
-----------------------------------ACAACAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCCCTGGATCAGATTTGG------GAA------
AACATGACCTGGATGGCATGG---GAAAAAGAAATTGACAATTACACAGGCTTGATATAC---
AACTTAATTGAACAATCTCAGAACCAACAAGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGAGTTATTGGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTGCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTCAGCTTACTCAACGCCACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAATAGTAAGAAGAGCTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGATA---TAA 
>GU331147 
ACA---GAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCCGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTTCAGAG---AAACATAAT----------------
--------------ATTTGGGCCACA---CACGCTTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAACTGTACTAATTTAAACTGTACTAGTTCACAGAACCATAATACT-------
-------------------------------------------------------------------------
----------------------ACATGCAGGAATGTTAGCAAGGAAATGGAGGGTGAAATAAAA---
AACTGCTCTTTCTATACCACAACAAACATAAGA---------------------------
GATAGGGTAACAAAAAAATTATGCATTATTTTATAGCCTTGATATAGTACCAATAGATGATAATAA-------



-------------------------------------------------------------------------
----------------TAAT--
ACTAATATCAGTTATAGGTTGACAAGTTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATCCTAAAAT
GTAAT---GATCAAGAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAGAAAGAC------------
ATAGTAATTAGGTCTAGCAATATCTCGGACAAT---------ACTAAAACCATAATAGTACAGTTGAAA----
-----------GAAGCTATAATA---------ATTGATTGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AGCATTAATATAAGT---
AAATGGGATGAAACTTTAAGACAGATAGCAGGAAAATTAGGA---------------GAGCAACTTAAT----
--------------------------------AAAACAAAAATAATAACCTTCAAA------
AATTCCTCAGGAGGGGACCCAGAAATTACA---ATGTTCAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGTCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTGTGGATATGATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTTTAATATAC---
AAGTTACTTGAAGCATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTACAATACTATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTACTACACAGAATTTGGAGAGCT----------------------------
--------ATTCTTAATATC------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM353701 
GTT---GCA------------------------------------------
GGAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATACGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTACTATTGGGA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTGTAGGGATTAATGCTAGTACC----------------
-------------------------------------------------------------------------
----------------------------CCTACTAATCGTAGCATGGAAGAAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGCTTCAGG---------------------------
GATAAGATGCAAAAAGAATATGCACTT---TTTTATAGACTTGATATAGCACCAATAGATACTGCTAAAAAT-
-------------------------------------------------------------------------
----------
ACTACTAGCAATAATTTTACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAAT
GTAAC---AATAAGACGTTTAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTAACATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGCCAATTTCAGTAACAAT---------GCTAAAAACATAATAGTGCAGCTGAAT----
-----------GAATCTGTAAAA---------ATTGAGTGTATGAGACCCAACAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AACTGGACTACCACTTTACAACGGATAGTTACCAAGTTAGGA---------------AAACAATATAAC----
-----------------------------------AAGACAAAAATAGTCTTTGCT------
CAACCCCCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAAAATAGATCTCTGGAGGACATTTGG------GGA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGACTTAATATAC---
ACTTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGCATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATGTCACAGCCATAACAGTAGCTGAG---
GGGACAGATAGAGTTATACAAGTATTCCAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAACAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>JN687749 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTAACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGGATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATGTGAATGCTACTAGTACCAATAGTACT-------------
-------------------------------------------------------------------------
----------------------------ATTGATAGTGCTAATAGATATAGTAGCGGGATGAAA---
AACTGCTCTTTCAATATCACCACAAACCTAAGA---------------------------
GATAAGGTGAAAAAAGAATATGCACTT---TTTTATGATCTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------------
AACAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCGAG------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGGTCTGTCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AAACGAGCACATTGT---AACATTACCAGAGAA---
AAATGGAATAATACTTTAAAACAAGTAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACCATAACCTTTAAA------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCCAGAATCCTGGCTGTGGAAAGATATCTAAGGGATCAGCAGCTCCCAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATTATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAAAAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTCTA---
GTGCTTTCTATGGTG---------TATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTTAAAAGGGCTTTGCTA---TAA 
>JN687758 
GCT---ACA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGGATATGATACAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCAATGATACTTGGGGAAATGCTACTCAAACAAATAACAGTAGGGTG-
-------------------------------------------------------------------------
----------------GTTACTACTCCCACTACTGATAGTAAGTTGGGAAAGAGAGAAATGACA---
AACTGCTCTTTCAACATCACCTCAAACATAAGA---------------------------
GATAGGGTACAGGAAGAACATGCACTG---TTTTATAAATTTGATGTAGTACCAATAAAGGAGGATGAT----
-------------------------------------------------------------------------
----------------
AATAATAATAATACTAGATATAGGTTAATACATTGTAACACCTCAGTCATTACACAA---



GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAACAAGTTCAAT------GGGTCAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTTCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------AAATCTGTAGAA---------ATTACTTGTATAAGACCTGGCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAC------
---------GTAATAGGAGATATA------------AGAAAAGCACATTGT---ACCCTTAATAGAACA---
GATTGGAGGAATACCTTAAAGCAGATAGCGACAAAATTAAGG---------------AGACAATTTGAA----
-----------------------------------AATAAAACAATAAGCTTTCAA------
AAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACTCGTCTGCAGCACTGATGTAAAGTGGAATACTACTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACCAGTGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAAAATTATTGGAATTGGATAGATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATTGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTGCT---
GTGTTTTCCCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTAAACGCCACAGCTATAGCAGTAGCTGGG---
GGAACAGATTGGGTCATAGAAATAGTGCAAAGAGCTTATAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ908116 
ACT---GCA------------------------------------------
GAACAGTTGTGGGTCGCAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACAGATCTGAGAAATGCTACTACTAAGGCCATT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGAGGGAAAGATGGAGGGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGGAATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTC---TTTTATAACCTTGATGTAGTACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACTAGTTATAGGTTAAGAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGCCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGGA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATA------------GCACCAGGCAGCGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATAGAACA---
AAATGGAATGACACCTTACACAAGGTAGTTGAAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATACAACAATAGACTTTAAG------
CCATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAGCAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAACCTAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACACCACAGCAATAGCAGTAGCTGAG---



GGAACAGATAGGGTTATAGAAGTATTACAAATAGTTTATAGAGCT----------------------------
--------GTTCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ251004 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGCAAAGAATGAAAATTGTACAAAGAGTGAAAATAATACCA
CA-----------------------------------------------------------------------
-------------------GAGGATGGAATTAATGCCACTAGCTGTGAGATAGAAGAAATGAAA---
AATTGCTCTTTCAATACCACCACAAGTGTGAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTC---CTTTATAAACTTGATATAGAACCAATAAAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTCACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTATAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGGA------
---------GTAATAGGGGATCCA------------AGACAAGCGCATTGT---AACATTAGTGGAACA---
AAATGGAATAATACTTTACAACAGGTAGTTAAAAAATTAAGA---------------GAAAAATTAGGT----
--------------------------------GATAATAAAACAATAGTCTTTAGT------
CACTCCTCAGGAGGGGACCCAGAAATTGTC---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATCAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGATTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCCAACAAGAAAAAAAATGA------------------------------
-----------------------------
ACAAGGAATTGCTGGAGCCTAGAATAAATTGGGCAAGTCTGTGGGAATTGGGTTTTGACATAACCAAACTGGC
TGTGGTATATAAAAAATATTCATAATGATAGTGGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGC--
TGTACTTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTGTTACAAAGAATTGTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGCTTTTGCTA---TAA 
>JN944897 
GCT---ACT---GCA---------------------------------CCAGATAAG---
TGGGTCACAGTACATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACTCAACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTATTGATGAGATTACTAATCGGACGAATAATACT-------------
-------------------------------------------------------------------------
-------------------------CACAAAGATGGTCAGTTAATGGATAAAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAAGTGTACAA---------------------------
GACAAGTTGCAGAAAGTATCTGCTCTA---TTCTATAAACCTGATGTAGTACGAATAGGGGATAAT-------
-------------------------------------------------------------------------
----------
AATAATAGCAGTAATAGTAGCAGCTATAGATTGATAAATTGTAATACCTCAATCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGATCAGGACTATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAAATGAG------------
GTAGTAATTAAATCTGAAAATTTCACGGATAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCGACAGGAAAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCATTAATATAACA---
AAATGGAATAAAACTTTGGAACAGATAGTTGACAAATTAAGA---------------GACAAATTTGGA----
--------------------------------GAGAATAAAACAATAGTCTTTAAT------
TCATCCGCAGGAGGGGACCCAGAAATTGTA---ACTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGTATATTTGG------GGC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAACTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAGCTCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTGCTATAGCG---------AATAGAGTTAGGCAGGGATATTCACCC------
CTATCATTGACTGTGAGCTTGTTTAATTACACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTAGGAAGAGTTTTTAGAGCT----------------------------
--------TTCATTCACATA------CCTAGAAGAATAAGACAAGGCCTTGAGAGGCTTTTACTA---TAA 
>JN944907 
ACA---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGAGTTGAATAATAATAGTACCACTACCACTAATAGT-------
-------------------------------------------------------------------------
-------------------------------------------AGCGAGGGAAAGGAAATGAAG---
AACTGTTCTTTCAACATCCCCACAAGCATGCAG---------------------------
GATAAGACGAAGAAAGAATATGCACTC---TTTTATAAACTTGATATAGTAAAAATAGATGAT----------
-------------------------------------------------------------------------
-------
AGTAATAATAGTACCAATAATAGTACCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGGTATCTTTTCAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACTTTCAAT------GGAACAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAT------------
ATAGTACTTAGGTCTGCCAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
CAATGGAATAACACTTTAAAGAAGATAGTTACAAAATTAAGA---------------GAACAGTTT-------
-----------------------------------AATAAAACAATAATCTTTAAG------
TCCCCCTCAGGAGGGGACCCAGAAATTGTA---CAGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCCTATTCAGAGATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAGGGGAAATATAC---
AGGTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGACTTATTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTCTTAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATGCCATTGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATAATAGAAGTGTTACAAAGATTTATTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGAGCTTTACTA---TAA 
>JN944909 



GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCAATCTATTTTGTGCATCAGATGCTAAAGTATATGATACAGAG---ACACATAAT----------------
--------------GTTTGGGCCACC---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTAAATTGCACTGATTCTAATGGTGATAGTAGCATTGCTAAT-------------
-------------------------------------------------------------------------
-------------------------------AGTAGCAGCAGTGAGGCGGTGAAAGAAATGAAA---
AACTGCTCTTTTAATATTACCACAAGCATAAGA---------------------------
GATAAGTTGCAAAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATACA----------
-------------------------------------------------------------------------
----------------
AAAACTAATACTTCTAAATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATCCTAAAAT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGGCCATGTAAAAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACA---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATACTAGTACAGCTGAAC----
-----------ACATCTGTAGTA---------ATCAAATGTATGAGACCCGGCAATAATACAAGCAAA-----
-AGTATACATATG------------GGAGCATTGAGAGCT---TTT------CATGCAACATCAAGA------
---------ATAATAGGAGACACA------------AGGCGAGCACATTGT---AATGTTAGTGGAGAA---
GATTGGAATAAGACTTTAAGCCATGTAGTTGACAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CATTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGAGTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAACGAGATTTGG------AAC------
AACATGACATGGATGGAATGG---GAAAAAGAAATTAACAATTACACAGGTATAATATAC---
ACCTTACTTGAACGATCGCAAAGCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAATACTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGAATTACAAAGGGCTTGGAGAGCT----------------------------
--------GTTCTTAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ469691 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTCACTAGTACTAATACCACTAGTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAGCGAGATAGAAATGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------
GATAAGGTGCAGAAAGAACAGGCACTT---TTTTATAAATATGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATGGTACTAGAACCAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGAAAATTTCTCGAACAAT---------GCTGACATCATAATAGTACAGTTGAAG----
-----------GAAGCTGTAAAA---------ATTGATTGTATAAGACCCAACAACAATACAAGAAGA-----



-AGTATAAATATG------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
GAATGGAATAACACTTTAGTACAGATAGCTGAAAAATTAAGA---------------CTACAATTTCCG----
-----------------------------------AATAAAACAATAGCTTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACATTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAATTACACAGGCTTAATATAC---
AACTTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTACAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATGTTACAAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>FJ469696 
GCT---ACA---------------------------------------------
AACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAACATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTG---
ACCCCACTCTGTGTTACTTTAAACTGTACAGATTATTGGGGAAATGATACTAATACCAATAGTACAGGT----
-------------------------------------------------------------------------
-------------------CATATGGGAAATGATACTACTACCAATAGTATTAGTGAAGTGAAA---
AATTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------
GATAAAAGTCAGGAAGAAAAAGCACTT---TTTTATAAACTTGATGTAGTACCAATAGGAAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGATTGATAAATTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAC---GATGAAAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAAGGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGTTGGAC----
-----------AAATATGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATATCTATA------------GGACCAGGAAGAGCA---TTT------TATGCAAGGGAAAAA------
---------ATAATAGGACCTATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGGATGACACTTTACAAGAGATAGTTAAGAAACTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGAGGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTCTCGTTTGCTATCAGCTTGTTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>FJ469700 
GCT---GCA---AAA------------------------AAT---GAA---
GAACAGAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGGCTGTGAGACTTCAAATTGCACTGTCACTAATGGGAATAATA
CT-----------------------------------------------------------------------
-------------ACCAGTAGAAGTAGTAGTCAAGGGAATGATACCGCTGAAGGAGAAATAAAA---
AGATGCTCTTTCAATATCACCACAAACATAAAA---------------------------
GATAGAGTGACAAGAGAATATGCATAT---TTTTATAGTCTTGATGTAGTACCAATAGAAACAAGCGAAAAT-
-------------------------------------------------------------------------
-------
AATACAAGCAAAAATAATACTAACTACTACAGGTTGAGAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTTAAT------GGAACAGAAACATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAGAATCTCAGCGAAAGT---------ATTAAAACCATAATAGTACATCTGAAT----
-----------GAGTCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCCATG------------GGACCAGGGAAATTT---TAT------GCAACAGGAGAC---------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AATCTTAGTAGGACA---
GACTGGAATAAAACATTACATAGGGTAGCTAGCAAATTAAGA---------------GAAAAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGTTCAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGAACTCTGAACAAGATCTGG------GAT------
AACCTGACCTGGATGCAGTGG---GAAAGAGAGATTGACAATTACACAAGCTTAATATAC---
TCCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGACAAGTGGGACAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATACCACTGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATT------------------A--AGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469708 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTGAATTGCGGGGATGCTAATACCACTAATGCTAATACCACTAAT----------
-------------------------------------------------------------------------
----------------------ACTAATATGAACGGGCTAAATGTGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCGCTT---TTTTATAAACATGATGTAGTACCAATAGAGAGG----------
-------------------------------------------------------------------------
-------------------
ACCAATACTACCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAATATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAGAATTTCTCGGACAAT---------GCTAACATCATAATAGTACAACTGAAG----
-----------GAAGCGGTAACC---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATA------------GCATCAGGTAGAGCA---TTT------TATGCCACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
CAATGGAATAAAACTTTAGGACAGGTAGTTAATAAATTAAGA---------------GAAGAATTTGTG----



-----------------------------------AACAAAACAATAGTGTTTAAT------
CGCTCCTCAGGAGGGGACCAAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCACGAGTCCTGGCTGTGGAGAGCTACCTAAAGGATCAACAGCTCCTGGGCATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
-------------------------AATAATAAAACTCTAGAGCAAATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGACACAATATAC---
AACTTAATTCAAGACTCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAAAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACG---
GTGTTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATCGCAGTAGCTGAG---
GGAACAGATAGGGTCATAGAATTTTTACAAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>FJ469709 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTATGATTATGAGAAGAATTGGACCAGT-------------
-------------------------------------------------------------------------
-------------------------TACACTAATGCTACGTGGGAACAGAAGGAAGAAATAAAA---
AACTGCTCTTTCAATATTACCACGAGCATAAGT---------------------------
GATAAAAAGAAACAGGAGCATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGAAACTACTAAT----
-------------------------------------------------------------------------
-------------
AATGCTAGTAATAATAGCTACTATAGGTTGATAAATTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAC------GGGTCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAGTCATAATAGTACAGTTGGAT----
-----------GTACCTGTACAA---------ATTATTTGTTCAAGACCCAACAACAATACAAGAAAG-----
-AGTACACATATA------------GGACCAGGGGCAGCA---CTC------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGCCAA---
AATTGGACTGCCACTTTAAAAAAAGTAGTTCCAAAGTTAGGG---------------GACCAATTTGGC----
-----------------------------------AACAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGAGATCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCTCCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTACTTCAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGGAAATTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAATGCCACCGCTATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTGCAAGGAGCTTTTAGAACT----------------------------
--------ATCCTCCACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCATTGCAA---TAA 
>JQ250880 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTGAAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCAGGAGGATATA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAACCTGCACTGATTACTATGGTACTAATAGTAATGAGACTAAGGATGGCAATG
AGACTGCCATT--------------------------------------------------------------
-------------------AATGTGACTGCCACTAATGTGACTGAGGCTGGCACTGATGTAAAA---
AATTGCTCTTTCAATATCACCTCAAGCATAAAA---------------------------
GATAGGCTACAGAAAGAATATGCACTT---TTTTATAAAAGTGATATAACACCAATAGATGGGAAT-------
-------------------------------------------------------------------------
----------------------
GATACTAATAACTATATATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAAATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---AATAAGACGTTCCAG------GGAAAAGGATCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
ATAGTGATTAGGTCTGAAAATATCTCGAGCAAT---------ACTAAAAACATAATAGTACAGTTGGAC----
-----------AAAGCTGTAAAC---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------GATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTGCAACA---
CAATGGGAACAAACTTTAAAAGGGATAGCTGCAAAATTACTA---------------
GAAATTAAAGAATTGGAG---------------------------------AATAAAACAATAGTCTTTAAA-
-----AGTTCCTCAGGAGGGGACCAAGAAATTGTT---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
AGCTTAATTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATTATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAACGCCATAGCTATTGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGCACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>HQ217266 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTACATTGCACTGATTATCAGGGAAATACTACTAGTCAGGGAAAT----------
-------------------------------------------------------------------------
-------------------------ATTACTAATGCCACTGAGAGGACTACCCCTGAGATGAAA---
AACTGCTCTTTTAATGTCACCACAGTCATAAGA---------------------------
GATAAGGTGCAAAAAGAACATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------
GATAATAACAGCTATAGGTTGATAAATTGTAACACCACAGCCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGGGTTCAGT------GGAAAAGGAGAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGGAGGG------------
GTAGTAGTTAAATCTGCCAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGGCTCAACAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGGAAAGCA---CTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGAAA---
GAATGGAATGACACTTTACAACAAATAGTTGAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCATCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAGGGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGACATTTGG------AAG------
AACATGACCTGGAGGGAGTGG---GATAGAGAAATTGGCAAGTACACAAACCTAATATAC---
ACCTTGCTTTCAGATTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTTT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTATTAGTTTGTTTAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATCTTAGAAGGCTTACAAAGAGCTGTTAGGGCT----------------------------
--------ATCCTTCACATA------CCTGTAAGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403068 
GCT---GCA------------------------------------------
GAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGACCAAGGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTAATTTGAATAATGGTACTCATAATAGTACTAAT----------
-------------------------------------------------------------------------
----------------------GGGAGTAGTAGTAATAATACAATGGAGGAAGAAGAAATGAAA---
AACTGCTCTTTCCAGGTTACCACAAGCCAAATC---------------------------
GATAGGTTTCAGAACGCATATGCACTT---TTTTATAAACTTGATCTAGTACCAATGGATCCA----------
-------------------------------------------------------------------------
-------------
ATGTATAACAATAGTATTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGCCCAAAAGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAATTTCACT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCCAAAAATATAATAGTACAGCTGAAT----
-----------GTACCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAACACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTCAATCA---
AAATGGAATAACACTTTGAGACAGATAGTTAGAAAATTAAGA---------------GAACAATTTCCA----
-----------------------------------AATAAAACAATAGTATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAACAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAAAAGTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGAGTCATAGACATATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JQ403095 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGAATTGAAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATGATGCCACTAATAATAACACTGATACTAATACCACT----
-------------------------------------------------------------------------



----------------------------AGTACTATCACTAGTAATAGCAGGGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGAATAAGA---------------------------
GATAAGGTAAAGACAGAATATGCACTT---TTTTATGGACTTGATGTAGTACCAATAGATGAGAAT-------
-------------------------------------------------------------------------
----------------------
GGTAGTACCAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGTCCATGTAGAGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------AAAACTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAACA---
GAATGGGAGGACACTTTAAGACAGATAGCTGAAAAACTAAGA---------------GAACAATTTGGA----
--------------------------------GTTAATAAAACAATAGTCTTTAAT------
CAATCCTCGGGAGGGGACCCAGAAATTGTA---CAGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCAGACTGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTC---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAGATACTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGTTTGGAAAGAGCTTTGCTA---TAA 
>KM259364 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCCTATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATGACATGGTGGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCTCTGATGAGCTTGCTAATACTTCCTTTACTAACAATACCACTAAT-
-------------------------------------------------------------------------
-------------AACTCTACTGTTATGGATAACTCTACTGTTATGGAAAAGGGAGAAGTGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATGCAAAAGGAATATGCATTA---TTTTATAAACTTGATGTAGTACAAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAACTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAT---AATAAGACATTTAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCCACAACAATACACTAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAAGC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
GCATGGAATAAAACCTTAGTTGGGGTAGCTAAAAAATTAACA---------------GAACAATTTGAA----
-----------------------------------AATAAAACAATAAGTTTTAAT------
CGATCATCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCTTGGGAATTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATACTACTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACATAATATAC---



AACCTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTCGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCAACATC------CCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM259479 
GTT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGATAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCACTGATGTTAATATCACCACCACCCCCGATAATAGTACCGCGAATG
GTACTACT-----------------------------------------------------------------
-------AATACTAATAGTACCACTAGTAGTAGCGGGGAAATGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGACTTAAAA---------------------------
GATAAGAAGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGATAAT----
-------------------------------------------------------------------------
----------
AGTACTAGCTATAAAAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCACTGCTAAAGT
GTAAT---GATAAAAGGTTCGAT------GGGAACGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAGTTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCCGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGTGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCATATTGT---GACATTAATGGAACA---
AAATGGAATGACACTTTGAGACAGGTAGTTGAAAAATTAAGA------------GAAATTGAAGAATTTAAG-
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCGCCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AATGATAAAAATATAAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAATTAATATAC---
CGATTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGTGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTA---TAA 
>EU578667 
GCT---AAC------------------------------------------
GAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATG---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTGAATTGCACTAATATTACCAACACTGGTAATAGCACTGGTAATAATATTACCA
GC-----------------------------------------------------------------------
----------ACTAGTAATGCCACTGGTAATATTATCAATGATGATAGTAGGAACGACTTCGCA---
AACTGCTCTTTCAACATCACAACAAGTATAAGA---------------------------
GATAAGGTTAGTAAACAACATGCACTT---TTTGATAGACTTGATGTAGTGCGAATAGATGAT----------



-------------------------------------------------------------------------
-------------------
AATAATGAGACTATGTATAGGTTAATACATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCCAAGATAACATTTGAACCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGAACTGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGAAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCGCAAACAAT---------GCCAAAATCATAATAGTACAGTTGAAT----
-----------CAATCTATAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACGAGCATATTGT---AACCTGAGTAGAACT---
GACTGGAATAACACTTTAAAAAGGATAGTTACAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTCAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTTCGAGGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAGCATAATATAC---
TCCCTACTTGAACACTCGCAGTACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCAGTATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTATTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGGTCCTAGAAATAGTACTAAGAATTTGTAGAGGC----------------------------
--------ATACGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>HQ217967 
GCT---AAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTCAGGGAATGTTACCACT-------------------
-------------------------------------------------------------------------
-------------------------------------------AATAATGAAATAGAAATGAAA---
AATTGCTCTTTCAAAATCACCACAAGCAGAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACAAACAGATAGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCAACC---
CAATTGTTGTTAAATGGCAGTCTTGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCTACAACAATACAAGAAAA-----
-AGTATACCGATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCGCAGTGT---ACCCTTAATAAGACA---
AAATGGGATAACACTTTAAGACAGATAAGTAGAAAATTAGAA---------------GAACAATTTGGA----
-----------------------------------AATGCAGCAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCCTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGGTACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTCTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCC------
TTATCATTTGCTGTTAGCTTGCTCAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGTTTTTAGAGCT----------------------------
--------GTTCTCCACGTA------CCTAGAAGGATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>HQ218020 
GCT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCGACCCACAAGAGGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCAGTAATGTCAATATCACTAGTAATGTCACTAATGCCACTAGTAAT-
-------------------------------------------------------------------------
-------------GCCACTGCCACAAGTAATGCCACTAGTGATAACGGGAGAGAAGAAATGAAA---
AATTGCTCTTTCAATACCACCACAGGAGTAAAA---------------------------
GATAAGCTGCGGAAAGACTATGCGCTT---TTTTATAGCCTTGATATAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATAGGAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAAT
GTAAT---GATAAAACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGGAGA-----
-AGTATACCTATA------------GGACCAGGAAGAGCA---TTT------TATGGAATGGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAAAAAGGGTAGTTGCCAAATTAAGA---------------GAACAATATGGA----
--------------------------------AATAATAAAACAATACAATTTACA------
AATCACTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTGGGAACAGATTTGG------CAT------
AATATGACCTGGATGGAATGG---GAAAAAGAAATTGACAATTACACAGAGATAATATAT---
TCCTTACTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTGTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGGTATTCACCA------
TTGTCGTTTGCTGTTAATTTGCTCAATGCCACAGCTATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGTGGGGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTACTA---TAA 
>HQ218034 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCCTATGTAAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTCTAAATTGCACTGATGCCACTGTTATGAATGTTACTAATACCAATGGTAAT----
-------------------------------------------------------------------------
-------------------GGTACCACTGATAATCGGACACAGATACAGATAGGAGAAGTAAAA---
AACTGTTCTTTCAATAGTACCCCAGACATGTTA---------------------------
GATAAGGTGCAGAAACAATATGCACTT---TTTTATAGCCTTGATGTAGTACCAATGGAAGAAGATAATAAG-
-------------------------------------------------------------------------
----------
AATAATAGCCAGAATTATACCAAATATAGGTTGATAAGTTGTAACACTTCAACCATTACACAG---



GCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATTCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGTTGTTAAATGGCAGCCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATATA------------GCACCAGGGAGGGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGAGCA---
AAGTGGAATAACACCTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTGTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAAGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAAGCTTAATATAT---
AACTTAATTGAAGAATCGCAGAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCGACGCCACAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAGCATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>GU330865 
GCT---TCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGCAATTA------------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACAAATGCTACTAGGCCAAATGCAACTACCACAAATTCT-------
-------------------------------------------------------------------------
-------------------AATAATACCACTGATGAGGGAATAATAGAGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCATAATCAGAAAT---------------------------
AGTAAGCCAAAGAAAGAATATGCACTC---
TTTAATAAAATAGATGTGATACCAATAGATAATAATGATAGTAATAATGAT----------------------
--------------------------
AGTAATAATAACAGTAAAAGCAATAATAGTAGAAGCAATGATAGTAAAAGCTATATGTTGATAAATTGCAATA
CCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTCGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAG--GATGAGAAGTTCAATG------GAACAGGTCCATGTAAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACCAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTGTAAAC---------ATTACTTGTATAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGTGCA---TTT------TATACAACA---GAC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AATATCAGTGCAACA---
AAATGGAACAACACTTTATACCAGGTAGTTAAAAAACTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGTATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCACTAAATCAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACACAATATAC---
CGCCTAATTGAAGCATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACCAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAGATTATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTGTCATTTGCTACTAGTTTGCTTGATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACGAGGAATCTGTAGAGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACAA---TAA 
>JF689877 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACT---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCACATAGTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTAGAG---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTTTGTGTCACTTTAAATTGCACTGATGATTGGAATAGTACTAGAACTAATACCACTGATGCTGGT-
-------------------------------------------------------------------------
----------------AAAAGTACCTATAATTATACCCTTAGTGCTGATAAAAAAGAAATAAAA---
AACTGCTCTTTCTATGTCACCACAGACGTAAGT---------------------------
GATAAGAAAAAGAAAGAACATGCACTT---TTTTATACATATGACATAGTACCACTGGATGAGAATGATAAA-
-------------------------------------------------------------------------
----------------
AATAGTACTAACAGCAGCTATAGGTTGACAAGTTGTAAAACCTCAAGCCTTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTTGAT------GGAAAAGGACTATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAAATGAG------------
ACAGTACTTAGATCTGACAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAACTAAAG----
-----------ACACCTGTAAAC---------ATTACTTGTGAAAGGCCCAATAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAA------
---------ATTATAGGAGATATA------------AGGCAAGCACATTGT---AACATTTCTAAAACA---
AGCTGGAATAGCACTTTAAAAGAGATAGCTGAAAAATTAAAG---------------AAAAAATTTAAT----
-----------------------------------AATAGCATAATAGTCTTTAAT------
CATTCCTCGGGAGGGGACCCAGAAATAGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATAAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTACAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGAAAATCACACAAACACAATATAC---
CACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAGATCTGTGGAATTGGTTCGATATAACAAATTGGC
TATGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTCTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAGAGAGCAGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689879 
GCT---GCA------------------------------------------
GAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCCTATGACACAGAG---ATGCACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTGATGTGAATAGCAATACTACCACTAATAGTTCTAGGGCCAGTA
GT-----------------------------------------------------------------------
-------------AATAGTAATACTACTACCAATAGTAGTATTCCGGAGGATTCAGGAATGACA---
AACTGCTCTTTCAATGTCACCACACTCGTAAGA---------------------------
AACAATGTAAAGAAGGAATATGCACTG---TTTTATAAACTTGATATAATGTCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------------
AACAGCTATGCATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGTCAGGGCCATGCAACAAT-----------------------



-GTCAGC---ATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCTCAGACAAT---------GCTAAAAATATAATAGTACAACTGAAT----
-----------GCATCCATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGGAGGGTA---ATT------TATACAACAGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTCTTGCA---
AAATGGAATGACACTTTAAAACAGATAGTTAGCAAATTAAGA---------------GAACAATTTAGA----
-----------------------------------AATAAAACAATAGTTTTTAAT------
AAATCCACAGGAGGGGACCCAGAGATTGTA---AAGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAMAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AACAAATCTTATGAAACTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AGCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTACCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGTTCAACGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGCACAAAGAATTGGGAGAGGT----------------------------
--------ATCCTCCATATA------CCTACAAGGATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF689883 
GCT---ACA------------------------------------------
AAAAATTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACCGATGTGAGGGAGAATGCTACTAATACCAATAACACC-------
-------------------------------------------------------------------------
----------------------GTTGGTAATAACACAAGCACCCATGACACCACTGAAATGAGA---
AACTGCTCTTTCAATATCACCGCAACCATAGGA---------------------------
GATAAGGTCAAAAAAGAATATGCACTT---TTCTATAACCTTGATGTAGTAAAAGTAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATGCTAATACTAGCTATAGGTTAAGAAGTTGCAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACACCAGCTGGTTTTGCGATTCTACAAT
GCAAC---AATAAGATGTTCAAT------GGATCAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTATCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAACTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACACATA------------GGACCAGGGGGAGCA---TTT------TATGCAACAGGAGCT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGAAAG---
GAATGGAATGAAACTTTACATAAGGTAGTTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTATGGAGGACATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACTAAAGAAATATAC---
CGCTTAATTGAAGAATCGCAAACACAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAATTGGATAAATGGGATAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCAGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 



>JF689885 
GCT---AAA------------------------------------------
GAGAGTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACT---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGGCA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACCAATGTGACTACTAGTACTACTGCTAATGCTACCAGTAACAATG
TGACTACTAGT--------------------------------------------------------------
-ACTGCTGCTAATGCTACCAGTAACAGTAGTGCTGAGGAACTAGAAAAACCAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGGAATAAGA---------------------------
GATAAGATGCAAAAAGAATATGCGCTT---TTTTATAAGCTTGACGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATGATAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTTAAAT
GTAAC---AATAAGACATTCAAT------GGGTCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGCCTATCAGAAGAAGAG------------
GTAATGATTAGATCTAAAAATTTCTCAGACAAT---------GCACAAAACATAATAGTACAGCTGAAT----
-----------AAAACTGTAAGT---------ATTACTTGCGTGAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TTTGCAACAGAAAGT------
---------ATAATAGGAAATATA------------AGAAAAGCACATTGT---ACCCTTAATAGAACA---
GACTGGAATGATACTTTAAAACATATAGTTAAAAAGTTACAA---------------GAACAGTTTGGG----
--------------------------------------------AATAAAAGCAAC------
CAATCCTCAGGAGGGGACCCAGAAATAACA---ATGCATAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGGTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGAGCAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTACTTGAGGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
ACGAATGAACTAGACTTATTGAAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTCGCTATCAGTTTATTCAACACCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAGGAGCTGGTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JF689890 
GCT---GCA------------------------------------------
GAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAATTGCACTGACAACTTGAGGAATGATACTAATACCACTAGTACTAAT----
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAGCGGGGAAATAATAGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCTTAAGA---------------------------
GATAAGGTGCAGAAACAATATGCACTT---TTTCATAGACTTGATGTAGTACCAATAGATAATGATAATGAT-
-------------------------------------------------------------------------
----------------
AGTACTAACTATACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGTTGAAT----



-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCCTTAATAGAACA---
GAATGGAATAACACTTTAAAGCAGATAGTTGCAAAATTAAGA---------------GATCAATTTGGG----
--------------------------------GAGAATAAAACAATAGTCTTTAAG------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
ATGAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689893 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGGA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGTGAAGAATGCTACCAATAGT----------------
-------------------------------------------------------------------------
----------------------------AGTAGCGAGGGAATGAGGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCGCAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAGGCTTGATATAGTACCAATAGATGGTAATGATAAT-
-------------------------------------------------------------------------
----------
ACTAGCTATAATGATACTGCTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGAAATTAGATCTGCCAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGGGAGCA---TTC------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACGTTAGTAGAGCA---
CAATGGAATAAAACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------CCGAATAAAACAATAGTCTTCAAT------
CAATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTGGGAGAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAACAATTACACAAGAACAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGACAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTCCAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MK383385 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAGCC---



ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCTCAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTACTGGAATGCTACTAATACCAATAGTAGTACTAATACCA
GTAGTAGCACT--------------------------------------------------------------
----------AATACCAATAATAGAACCTGGGGATTGGGATTGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAAAACCACCACAGACAGACAA---------------------------
GATAAGACACAGAAAAACTATGCATTT---TTTTATAGACTTGATGTAGTACAAATAAATAAA----------
-------------------------------------------------------------------------
-------------------
ACTGATAATACTAGCTATAGGTTGACAAGCTGTAACGCCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCGTGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCAGTGACAAT---------ACAAAAACCATAATAGTACAGCTGAAC----
-----------AAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGGAGAACA---ATT------TATGCAACAGGACGC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAGTA---
GATTGGAATAACACTTTAAAACAGATAGTTAAAAAACTAAGA---------------GAACAATTTGGA----
--------------------------------AGTAATAAAACAATGGTCTTTAAT------
CGATCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGAGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAACACAATATAC---
ACCTTACTTGAGAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TCTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAACGCCATAACCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>JX863994 
GCT---ACA------------------------------------------
GACAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAACTGCAACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAATCCACAAGAAATGATATTAAAA---------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTC---AAGCCTTGTGCAAGATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATATAAAGGGTACTAATGGTACTAATAGC-------------
-------------------------------------------------------------------------
-------------------------ACGAATGGGAGGACAGTGATAGACAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGTATAGAA---------------------------
GATAAGGCGAAGAAAGAATATGCCTTG---TTTTATAACCTTGATGTTATACCAATGGATGGTAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTAAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGATTCGGGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGT---ACAGTACACTGTACGCATGGAATTAGGCCAGTAGTATCCACT---
CAACTACTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATTAGATCTGTCAATTTCTCAGACAAT---------GCTAAAATCATAATAGTACATCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---



AAATGGAATAACACTTTAAATCAGATAACTAGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTTTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AACAAATCTCTAGAACAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGACTAATATAC---
ACCTTAATTGAAGAATCACAGCAACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTAAGCTTGCTTAATACTATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAATTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>JX863995 
ACT---GAG---------------------------------------------
GAACTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATAGGGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACTGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAACTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATTGGAAAAATGATACTAATGCCAACAATACTGGTGTCAATA
GTACTAATGCC--------------------------------------------------------------
-------------AACAATCCCACGAATAGCAGCATAGGAACGCTGGACCAAGGAGAAGTAAAA---
AACTGCTCTTTTAATATCACCTCAAGCATAAGA---------------------------
GATAAGATACAGAGAGCATATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GACAATACTAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAAGTTTTGAG------GGAAAAGGGGATTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAGTTAAGCCAGTAGTATCAACT---
CATCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAC----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGTACA-----
-GGTATACATATT------------GGGCCAGGGAGAGCA---TTT------TATGCAACAGAAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAGGAGT---
CAATGGAATAATACTTTAGAAATGGTAGTTGAAAAATTAAGA---------------GAACAATAT-------
-----------------------------------AATAGAACAATAATCTTTACT------
GAACCCTCAGGAGGGGACCCAGAAATTATA---ATGCATACTTTTAATTGTGCAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAGGATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
TCCCTACTTGAAGCATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
ATGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTCGACATAACACATTGGC
TGTGGTATATAAAATTGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTAAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTGTAGAAGTATTACAAAGAGTTTGTAGGGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX863921 
GCT---GAA------------------------------------------
GGAAATTTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GCTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATGCTAATGTTACTACTAGTAGC-------------------
-------------------------------------------------------------------------
----------------------------------------------------GGGGAAATGAAA---
AACTGCTCTTTCAATACCTCCACAGACATACAA---------------------------
GATAAGAAGCAGAAAAATTATGCACTT---TTCTATGTAATGGATATAACACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTAGTTATAAGTTGGTAAGTTGTAATACATCAGTCATTACACAA---
GCCTGCCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAATTTCAAT------GGAACGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGATGAG------------
GTAATAATAAGATCTGAAAATATCACAAATAAT---------GCCAAAACCATAATAGTACAGTTGAAT----
-----------GAAACTGTACAA---------ATTAATTGTACAAGGCCCGCTAACAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGAAGCACA---TTT------TATGCACATGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCGCATTGT---AACATTAGTAGAAAA---
CAATGGAATGACACTTTAAAAATGATAGTTAAAAAATTAGGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATKTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGACATTTGG------CAC------
AAYATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATCACACAAGCTTAATATAC---
TCCTTACTTGAAACAGCGCAATACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGRATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTTATAATGGTAGTAGCAGGTTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATACCATAGCCATCGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATAGTACAAAGGGGTTTTTGGGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTACAA---TAA 
>JX864007 
GCT---GCA------------------------------------------
GAGAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTACTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GCGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAATTGGATAATTCTACT-------------------------
-------------------------------------------------------------------------
-------------------------AATATTAATGGTACAATAGGGGAGGAAGTGGAAATGAAA---
AACTGCTCTTTCAATACCACCACAGGCATAAGA---------------------------
GATAAGGTGCAGAAAGGATATGCTCTT---TTTTATAATCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATAGTAACACCAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAATAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGGTAGTTGAAAAACTAAGA---------------GAACAATTCGGG----
--------------------------------AAGAATAAAACAATAGTCTTTCAG------
CCACATTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GATGTTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATCATAGTTGGAGT-----------------
----------------------------AATAAGACTATGAGTGAGATATGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAGACATAATATAC---
CATCTAATTGAAATATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAACTATTGGAACTAGATAAATGGTCAAATTTGTGGAATTGGTTTAGCATATCACAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCATTAAGAAGAGTTTTTAGGGCT----------------------------
--------ATCCTTCACATC------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX864008 
GCT---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTTATGTTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACAGTGTACTGATTGTAATAGTACTACTTGTTCTAGAAACACTACTACTAGAA
ATACTTCTACC--------------------------------------------------------------
-------------------------AGTAGTGGTGAGAACAACATGCAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATACCACCATAGGAATAACA---------------------------
GATAAGAGGCAGAAAGAGTATGCACTT---
TTTTACAAACTTGATGTAGTACCAATAGATAATAATGAGGGGGAG----------------------------
-----------------------------------------------------
AGACAGGATAATACCACGAAAAACTATATGTTAATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGACGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCTGAAAAGGAG------------
GTAGTAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------ACATCTATAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGAAGAGCA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAGAA--------CAGGTAGTTGAAAAATTAAGA---------------GGACAATTTGGG----
--------------------------------GAAAATAAAACCATAGTCTTTAAT------
GAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAAACTATGAATGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAACTACACAGGCTTAATATAT---
ACCTTAATTGAACAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAATAGCTTTGCTG---TAA 
>JX864020 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGATGCGAAT---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGCAGTATTGAAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATAAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTACT----------------------------------------



-------------------------------------------------------------------------
-------------------------------------CCTACTAGTGGGAGGCAAGAAGTGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAAA---------------------------
GATAAGGTAAAGAAAGAATATGCACTC---
TTTTATAGAGTTGATGTAGTACCAATAACAGATGATGAGAACAATACT-------------------------
--------------------------------------------------
AGCAGTACCAATGCCAGCCATGAGTTCTATAGGCTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAGA---GACAATCAGTTCAAT------GGAACAGGACTATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAAAG------------
GTAATGATTAGATCTGCCAATTTCTCAAATAAT---------GCTAACACCATAATAGTACAATTGCAG----
-----------AAACATGTAAAC---------ATTACTTGTGTAAGACCTGGCAACAATACAAGAACA---
AGTATACACATGGTACCA------GGGAAAGCATTTTATGCA---AGG------AAAGCATTTTATCCA----
--ACAAGCGGCATAATAGGAGATACA------------AGGGCAGCACATTGT---AACCTTAGTAAAATA--
-CACTGGAATGACACTTTGAGGCAAATAGCTGAAGAATTAAGA---------------AAACAATTTGGG---
---------------------------------GAAAATACAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---GCACATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAGT---TGG-----
-------------------------AGTAATAAATCTCTGGATAAGATTTGG------GAT------
AACCTAACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGATGTGATATAC---
AACTTACTTGAAATTGCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTTGCTGAA---
GGAACAGATTGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATA---TAA 
>JF320375 
GCT---ACA------------------------------------------
AAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTATTATTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTACAGAATAGTACTAATTTGCAGAAT-------------
-------------------------------------------------------------------------
----------------------------GGCACTATTGACCAAGACATGGAAAGGGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GATAAGGTAAAAAATGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAAAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGCAAGCTATACATTGATAAATTGCAACACCTCAGCCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGTGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTACAACAGATAGCTACAAAATTAAGA---------------GAACAATTCAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAACCATCAGGAGGAGACCCAGAAATTATA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACACGATTTGG------AAT------



AACATGACCTGGATGGAATGG---GACAGAGAAATTAACAATTACACAAACTTAATATAT---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATAACACAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTATAGAACT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF320563 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCATCC---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGATAAAGAG---GCTCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGCA---------AATGTGACGGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAATTGTACTGATTGGACTGGGAATGGTACCAATGCCAAT-------------
-------------------------------------------------------------------------
-------------------------ACTAGTGTAACTCCTAATACTAATGAAGGAGGAGTAAAA---
AACTGCTCTTTCAACGTCTCCTCAATCATGAGA---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---TTTTATGAATTTGATGTAACAAAAATAAATGATAAT-------
-------------------------------------------------------------------------
----------------------
AATAATACTTTCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTTTCAACT---
CACCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATAAGATCTGAAAATATCACAAATAAT---------GCCAAAATCATAATAGTACATTTAAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTACAGCA---
CAATGGAATAACACTTTAGCAAAGGTAGTTAAAAAATTAGGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTTTTTAAC------
CAATCCTCAGGAGGAGATCCAGAAATTGTA---TTTCACAATTTTAATTGTGGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGAAGTAATATAT---
GGCTTACTTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGCAGGCCTGGTAGGTTTAAGAATAATTTTTGTT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTCAGCTTGTTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGATTTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGATTTGAAAGGGCTTTGCAA---TAA 
>JF320530 
GCT---AAA------------------------------------------
GAACGATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATCACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCACTGATATTAATGCCACTAATATTAATACCACTAAT----------
-------------------------------------------------------------------------
----------------------ATTAATACCACTAGTAGTGGCGAGATAGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCAGAATA---------------------------



GATAAGAAGAAAACAGAATATGCACTT---TTTTATAATCTTGATGTAGTATTAACAGGAGAG----------
-------------------------------------------------------------------------
----------------------
AATAATAACAGCTATAGGTTGACAAGTTGTAACACCACAACCATTACACAA---
GCCTGTCCAAAGGTATCCTGGGAACCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAACAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAG----
-----------GACCCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGCCTAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAGGCA---
GAATGGAATAACACTTTACATCAGATAGTTAGCAAATTACGA---------------GAACAATTTGAG----
-----------------------------------AATAGAACAATAGCCTTTAAT------
AAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACACTAAATCAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATAGACAATTATACAAACAAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTAGAATTGGATAAGTGGTCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATCAGTTTGTTTAACACCACCGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGAGCGGAAAGGCTTTTGCTA---TAA 
>JF320631 
GCC---ACA------------------------------------------
GAGCAATTGTGGGTCACGGTCTATTATGGGGTACCCGTATGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTTCC----------------
--------------------------ATGGGGGATAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATAGATTAAAGAATGATAGTAGGAATAAGAGT----------
-------------------------------------------------------------------------
-------------------------ACTACTGCTTCATCGCTTATAGAGGTAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAATCATGAGA---------------------------
GATAGGTTTCAGAAAGAATATGCACTT---TTTCATAAGCTTGATGTAGCACCAATAGATAATAATGAT----
-------------------------------------------------------------------------
----------
AATAGTACTGATAACTATACCAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACGTTCAAT------AGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTCAATGGCAGTCTAGCAGAAGAAGAA------------
GTAATGATTAGATCTGAAAATTTCTCAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTGATAACAATACAAGGAGA-----
-GGCATACACATA------------GGACCAGGGAGAGGA---TTA------TTTTATACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---ACCATTAATAAAACA---
CAATGGAATAACACTTTAAAACGGGTAGCTACAAAATTACAC---------------CAGCAATTTGGG----
-----------------------------------AAAGAAAAAATAATCTTTCAA------
AACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAATTAGAGT-----------------
-------------------AGGAAA---TCCTATGATGACATTTGGAATAAC------AGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAATTAATATAC---
AGCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------



AAAAATGAACAAGACTTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTAGCTGTTAGCTTGCTGAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTTGGAGAGGT----------------------------
--------TTCCTCCACATA------CCTAAAAAAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>JF320045 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGATGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTTCCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTC---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTACTTTGAAGGATATTAATTGCACGAGTTGGAATGCTACGGGTT
TAAATGATACTGGTGCCAATGAGTGCGCTGCTTTG--------------------------------------
----------AAGAATATTACTGACTTTAATAGAACAATAATAGAGGGGGGAGAAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAAATATGAGA---------------------------
GATAGAGTACAAAAAGAATATGCATAT---TTTTATACAATGGATGTAGTACAAATAGATGATAAG-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCATGTACCAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAGAGGAAGAA------------
GTAGTAATTAGATCTGATAACTTCTCAGAAAAT---------ACTAAAATCATCATAGTACATCTGAAT----
-----------GAATCTGTGGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGGAAG-----
-AGTATACATATA------------ACACCAGGGAGATCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACGAGCATATTGT---AATGTTAGTAAAGCA---
AAATGGAATAACACTTTAAAACACATAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GATAATAAAACAATAGCCTTTAAT------
CAATCCACAGGAGGGGACCAAGAAGTTGCA---ATGCACATTTTTAATTGTGAAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAGGGAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGAAAAGTACACAGGCGTAATATAC---
ACCTTAATTGAAAAATCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTAGAATTAGATAAATGGGACAGTTTGTGGAGTTGGTTCAGCATAACAAACTGGC
TGTGGTACATAAAGATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAAAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGGGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGAGCAGAAAGGGCTTTGATA---TAA 
>JF320173 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTTGTGTAAAGAAT-------------------------------
-------------------------------------------------------------------------
-------------------------------------------GATACGAACGGAGAATTCAGA---
AACTGCTCTTTCAATGTCACCTCAGACACAAGA---------------------------
GATAAATACCAGAAAGCATATGCACTT---
TTTTATAGACTTGATGTAGTACCAATAGATAAGGAGAATACTAGTTGT-------------------------
-----------------------------------------------



AATAATGATAGCCAGAATAATTATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAAGTTTAAT------GGAAAAGGACTATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGACAATTTCACAAACAAC---------GCTAAAACCATAATAGTACAGCTAACA----
-----------GAAGCTATAAAA---------ATTAATTGCACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGGAAGCACATTGT---AACATTAGTACAACA---
GACTGGAATCACACTTTAAGTCAGGTAGCTATAAAATTAGAA---------------GAACAATTT-------
-----------------------------------AACAAAACAATAGTCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---TCACACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATTCTAGTTGGAGC-----------------
----------------------------AATAAATCTTATGATCAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
ACCTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGAAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTGTGCT---
GTATTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATAGTACAAAGGGCTTGTAGAGCT----------------------------
--------ATTATCAACATA------CCTGTTAGAATTAGACAGGGCTTGGAAGGGGCTTTGTTA---TAA 
>JF320387 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AGACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCATTATGTGTTATCTTAAATTGCACTGATTTGGGGAATGATACTACTGTTACTAATATTGATGGT----
-------------------------------------------------------------------------
----------------AATAATGCTACTGATATTCAAAAAAAGGAAGTGCTTAGCGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCACAAAA---------------------------GATAAGGTA---
AAAGACTATGCATAT---TTTTCTACACTTGACATAGTATCAATAGGTAAT----------------------
-------------------------------------------------------------------------
----AATACTAATAAGCACAGATATAGGTTGATGAGTTGTAACACCTCAGTCACCACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGCTTCTGAAAT
GTAAC---AAGAAAAACTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGGGAG------------
GTAGTACTTAGATCTGAGAATTTCACAGAAAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAGA-----
-AGTGTACCTGTA------------GGACCAGGGAAGGCA---CTA------TATACAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---ATCATTAATGGAACA---
GAATGGAACAGTACTTTACAAAAGGTAGTTGAAAAATTAAGA---------------GAAAAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAGG---
CAGCCACCCCCAGGGGGGGACCCAGAAATTTTA---CTGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGACTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAGGATGAGATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACACAAATAATCTAT---
TCCTTAATTTCGGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
GAGAATGAACTAGAATTACTGAAATTGGACCAGTGGGCAAATCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCCATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAACTTATTCAATGCCACAGCCATAGTAGTAGCTGAA---



GGAACAGATAGGGTTATAGAACTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAACGTA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF320117 
GCT---GCA------------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAT---
CCCAGCCCACAAGAATTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCTAAAACCAACAGTAGTACCAATGCTACT----------
-------------------------------------------------------------------------
----------------------GATACCAATACTAATAGTACCAAGACTACTGATCAAATAAAA---
GACTGTACTTTCAACATCACAACAAGCATAAGA---------------------------
GATAAGCTGCAGAAAGAAAGAGCACTG---
TTCTACAAAGATGATATAGTACCCATAGATAGTAATAATGATAGT----------------------------
-----------------------------------------------------
AAGAGTACTAGTAATTATACCAGATACAGGTTGATAAAGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTCAGCCAATTCCTATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAT---GAGAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGATAAT---------ACTAAAAACATAATAGTACAGCTGAAA----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGACCTAACAACAATACAAGGAAA-----
-AGTATAAATATA------------GGACCAGGTAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
GACTGGAATCAGACTTTAAGCCAGATAGTTGGTAAATTAAGA---------------GGAATATTTACA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGGGGGGAG---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAAACGTATGACACAATTTGG------GAC------
AACTTGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTATACAAACTTAATATAC---
AAATTAATTGAAGAATCGCAAATACAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAACTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAACCTGGTCAATGCCATAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGATCTTGCTA---TAA 
>JF320182 
GCT---AAA------------------------------------------
GACGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATAGCACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATATGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGTTATGTGTTACTTTAAATTGCACTAATGTGAATGTTACTAGAAATAATAGCACTAGG----------
-------------------------------------------------------------------------
----------------------TGGAATGATACCTGGGGAAAGATAGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTAACCACAACCGTAAGA---------------------------
AACAAGATGCAGAGAGAATATGCACTT---TTTTATAAACCTGATGTAGTACCAATAGATACT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTACAGT
GTAAT---GATAAGCAGTTCAGT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTGTCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAACTATAAAA---------ATTAATTGTACAAGATTCAACAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGTAGCACATTGT---AATCTTAGTAGAACA---
GGATGGAATAATACCTTACAACAGGTAGTTACAAAATTAAGA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAAAGATACTTAGTGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAACCTCTGAAAGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAGCAATTACACAGGCATAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTATAGTAGGTTTAAGAATAGTTCTATCT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTTTGTTCAATACTATAGCTATAACAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCAATACAAGGA----------------------------------------
-----------------ATA------CCTGCAAGAATAAGACAGGGCATAGCAAGGGCTTT---------- 
>JF320577 
GCT---AAA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGATATTGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTGATGTGGTGGTGAGGAATAGTAGCACT----------------
-------------------------------------------------------------------------
-------------------------------------AATGGGAATGCTAGCGAAGAAATGAAA---
AACTGCTCTTTCAATATCGCCACAAACATAAGG---------------------------
GATAGATTTAAGAAAGAATATGCACTT---TTTTATAAAACTGATATAAAACAAATAGATGTTAAAAATAAT-
-------------------------------------------------------------------------
----------
GGGACTAATGCCACCTATACCAACTATACATTGATAAGTTGTAACACCTCAGTAATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGAGATTGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTATTGAATGGTAGTCTAGCAGAAGAAGGA------------
GTAGTAATTAGATCTGACAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTCAAC----
-----------ACCCCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGAATTTCTTTA------------AGTCCAGGGAGGGTA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAAGACA---
GCATGGAATAACACTTTAAAAAGAGTGGTTGAAAAATTACAA---------------GAGCAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
AGCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGACTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AATAACACAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAATTACACACAAACAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
CAGAATGAACAAGACTTATTGTCATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGGGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCCATTAGCTTGCTCAATACTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTATTACAAAGAATTTTTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGTTTCGAAAGGGCTTTGCTA---TAA 
>KX156431 



GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACGAGAAGCAGTATTA------------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAACAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATACTACTGGTACCACTAATAGTACTACTAATC
CCACTAGTAAT--------------------------------------------------------------
----------ACTATTAATACCACTAGTAGTAGTGGAGGGAAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------
AATAAGGTGCGGAAAGAATATGCACTT---TTTAATAGACTTGATGTAGTACCACTGGATGAT----------
-------------------------------------------------------------------------
----------------
AATAATGATACTACCAACTATACGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGCCAACTTCTCGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAC----
-----------ACATCTGTAGCA---------ATTCATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTGAAGAA---
GGTTGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAGATCTTACGATGACATTTGG---------------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAACTACACAGACATAATATAC---
GCTTTAATTGCAGAATCGCAGAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGGCAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAATAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGTCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>HQ216971 
GTT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCTCTCTATTTTGTGCATCAGATGCTAAGGCATATGAATCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAATTGCACTGATCCGAATAATACTACTAGTAACAAT----------------
-------------------------------------------------------------------------
----------------------------GCTACTAGTACCCCTAGTAATAGCAGGGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAAAGTAAGA---------------------------
GATAAGATGCAAAGACAATATGCACAT---TTTTATAAACTTGATCTAGTAGCAATAGATGCTAAG-------
-------------------------------------------------------------------------
----------------------
AATAATGCTAGCTATAGGTTGACAAGTTGTAACGCCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCTAATAAT---------GCTAAAACCATAATAGTTCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCGGTAACAATACAAGGAAA-----



-AGGATAAGTATA------------GGACCAGGGAGAGCA---TTT------ATTGCAACAGAACAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AATATTAGTAGGGAA---
AAATGGAATAGCACTTTACAAAAGATAGCTTCAAAGTTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CCCTCCTCAGGAGGGGACCTAGAAATTGCA---ATGCACAATTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTAATGTGCCATGGAATGCTAGTTGGAGT-----------------
-------------------------CATAATAAATCTTACAATGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAGTATAATATAC---
AGCTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTAATTTCCTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGTTTAACGCCGCAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGATTCTTTAGGGGC----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTG---TAA 
>HQ908150 
GCT---GCA---GGA------------------------------------
AACTTGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGCAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGTCCACTACTACTGATGTGTCCAATAGTACTAAT----
-------------------------------------------------------------------------
-------------------AATACCAATAGAAGTGTCGAGGGAGAGATGAAGGGAGAAATAAAG---
AATTGCTCTTTCAATGTCACCGGAGGTATAAGA---------------------------
GATAAGATACAAAAAGAATATGCACTT---TTGTATAAACTTGATTTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAATAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGCTTTTAAAAT
GTAAT---AATAAGACGTTCACT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ACAATGATTAGATCTGCCAATTTCTCGAATAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAGCAACAATACAAGGAAA-----
-AGTATACATATA------------GCCCCAGGTAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTGAAACT---
GCTTGGAAGAACACTATACAAAGGATAGCTGGAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AAGAATAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAATGTGATATAT---
AGCTTAATTGAGAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGACCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCCGTTAGCTTGCTTGACGCCATAGCTTTAGCAGTAGCTGAG---
GGGACAGATAGGGTTCTAGAAGCGTTGCAAAGAGCAGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>HQ217045 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGTTACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCGAATGTTACTAGGACCAATAATCCTAGTCCCACTACTA
CT-----------------------------------------------------------------------
----------CCTACCACTACCACTAGTAGTAACATTAGTGGTATAGGGAAATTGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAGGGTGCAAAAAGAATATGCAGTT---TTTTATAAAACTGATATAGTACCAATAGAGGAAGATAAT----
-------------------------------------------------------------------------
----------
AATACCAATACCAGCTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAATTTCAAT------GGAACAGGGCAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACA---
CAGTTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATACTTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------ACACCTGTAGGA---------ATTAAATGTATAAGACCCAACAACAATACAAGGAAA-----
-AGTGTACGTATA------------GGACCAGGGGCAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---ACCATTAAGGGAACA---
GAATGGAATAAAGCTTTGTATCAGGTAGCTGGAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAAGTACCTAAATGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAGAGAAATAGACAATTACACAGACTTAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATATTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTTCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>HQ908184 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATGCTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
GTTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTACTGGAAGAATAATACTAATGTCACTGAG----------
-------------------------------------------------------------------------
----------------------GAAATAAAAGGAGAAATAAAGGAAATAAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAATATAAGA---------------------------
GATAAGGTGCAAAACACATATGCACTT---TTTTATAAAACTGATGTAGTGCCAATAGGAAATATTACCAAT-
-------------------------------------------------------------------------
----------
ACTACCACTACCAACTATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATCCAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAATAATTAGATCTGAAAATCTCACGGACAAT---------GCAAAAATCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGCATACACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGC---AACATTAATATAACA---
AAATGGAATAACACCTTAGAAAGGGTAACTGAAAAATTAAAA---------------GAACAATTTAAT----



-----------------------------------AATAAAACAATAATTTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAACTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAGCCAGATTTGG------GAT------
AATATGACATGGATGGATTGG---GACAGAGAAATTAACAATTACACAAGATTAATATAT---
GACTTACTTGAAGAATCGCAGAACCAACAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAACGCCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGGACGGAGAGCTTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGATA---TAA 
>KM353733 
GCT---AGA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATAGTACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTCTTGATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACCTTAAATTGTTCTACCTGGAAAGGAAATGCTACTAAGACTAATAAC----------
-------------------------------------------------------------------------
----------------------ACTTCCCATAATGGCACTATAGACAATGAAGAAGTAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------
GATGGGGTGAAGAAGAAAGAATATGCACTTTTTTATGGAATTGATTTAGTACCAATAGTTGAGGGTGGT----
-------------------------------------------------------------------------
----------
ACTACTAAGGATAATACTACCAAATATAGGATGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCAGGGTATGCAATACTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTAACAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACACTAAAT---------ACTAAAACTATAATAGTACAGTTGAAT----
-----------GAATCTATAAGA---------ATTAATTGCACAAGGCCTAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTATAGCA---
CAATGGAATAACACTTTAAAAAGGATAGTTACAAAATTAAGA---------------GAACACTATCCG----
-----------------------------------AATAAAACAATAAAATTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTGGGACTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGC-----------------
----------------------------AATAAAACTCTGAATCAGATTTGG------GAT------
AACATGACATGGATGGATTGG---GAAAGAGAAATTAACAACTACACAGGCTTAATATAC---
ACCTTAATTGAAGACGCACAGCACCAACAAGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
GTATCGTTTGCTGTTAGTTTGCTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------ATCCGCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KM354114 
GCT---GCA---GAA---------------------------------
AAAGAAAAACGGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGATGCAGTT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTATAACAATACTGCTGATTATAAAAATGCTACT-------
-------------------------------------------------------------------------
-------------------AATAGTGGGAGCGGAGAACTAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAAA---------------------------
GATAAGGTGGAAAAAGCATATACACTC---TTTTATAAACTTGATTTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------
GATAATACTAGTACTAACTATAGGATGATAAGTTGTAACACCTCAACCATTACCCAA---
GCCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTGGA---GATACAAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAACATCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCTGGCAACAATACAGGAAGA-----
-GGTATACCTATA------------GGACCAGGGGGAGCA---TTC------TATAACACAGAAAGT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAACC---
AAATGGAAAGATGCTTTAAGACAGGTAGCTGAGAAATTAAGA---------------AAACACTTTAAT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGATATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AGCTTAATTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATCACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATTGTAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTTGCTGTTAGCTTGATTAATACAATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTAGTACAAGGAATTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAG---TAA 
>HQ217096 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAACTGCACTGATGCTGAGAGTACCACCACTAGTAGTGCCACTAATAATGGCA
CTGATGGTAATGATGCCGGTAATGCCACTAGTGGTGGC-----------------------------------
----ACTACTGGTGATGGTACCACTAAGAGTATCTGGGGAGAGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAGGCATAAGA---------------------------
GATAAAATACAGAAAGACTATGCACTG---TTTTATAGCCTTGATATAGTACCAGTAGAAGAT----------
-------------------------------------------------------------------------
----------------------
AGTAATATCAGTTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCGAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAATGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATCAGATTTGAGAATATCACAGACAAT---------GCTAAAGCCATAATAGTACATCTGAAC----
-----------GAATCTATAAAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGGGACA---GAC------
---------ATAATAGGAGATATA------------AGAAAGGCACACTGT---AACATTAGTGGAACA---
GAATGGGAAGACGTTTTAGAACGGATAGTTATGAAATTAGGA---------------GAAAAATTTGAG----
--------------------------------AATAAAACAAGAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGAGATTTGG------AAT------
AACATGACCTGGATGGACTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGTCGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGGATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>HQ217102 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAT---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCATTCTGTGTTACGTTACGGTGCACTGATGTTGGGAATACTACTGGGAATAGTACTGAAAAC-------
-------------------------------------------------------------------------
----------------------AAGAATAGTAGCATGGGAGAGTTGGAGAAAGGAGAAATAAAA---
AACTGCACTTTTAATATCACCACAAATATGAGA---------------------------
GATAAGGTGAAGAAAGAAAGGGCACTT---TTTTATAGACTAGATATAGTACCAATAGATGATAATAAT----
-------------------------------------------------------------------------
----------
AGTACCAGTAGTAATAATAACTACTATAGGTTGATAAGTTGTAACACCTCAGTCACTAAACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---AATAAGACGTTTAGT------GGGACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGGGAG------------
ATAGTAGTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAAACATAATAGTGCATCTGAAT----
-----------GAAACTGTAAAC---------ATTACTTGTGTAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGGAGGCA---ATT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTTCTCGAGCA---
GCATGGAAGAACACTTTAAAAAAGGTATCTCTAAAATTAAAA---------------GAACAATATCAA----
--------------------------------AATGCAACAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTGGGATGCCATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACCAGTACACAGACGAAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTGATTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTCAATACCACGGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTTTAGAAGCATTGCAAAGAATTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAGTAAGGCAGGGATTAGAAAGGGCTTTGCAA---TAA 
>JN687759 
GCT---GCT------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAGGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAGATTGCACGGATGTGGGGAATTATACTAATAATAGT----------------
-------------------------------------------------------------------------



----------------------------AGCAAGGAAACATTGGAGATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGCCATAAAA---------------------------
GATAAGGTGCAGAGACAACATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAAATGAGGGTAAT-
-------------------------------------------------------------------------
----------
GATACAACATATAGTAATACCAGCTTTAGGTTAATAAGTTGTAATACCTCAAGAATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GACAAGAAGTTCAAT------GGAACAGGAAAGTGTGCAGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGCATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTAGCAATTTCTCAAACAAT---------GCTAAAATCATTATAGTACAGTTAAAA----
-----------GAGGCTGTAAAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATACCTATG------------GGACCAGGGAGAATG------------TTTACAACAAAA---------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGGAAA---
GATTGGAATGACGCTTTAAACCAGACAGTTATAAAATTAAGA---------------
GAACAATTAAGAGAAAAACTT------AAGAAG---------------AATAATGCAACAATAAAATTTAGT-
-----CCACCCTCAGGAGGAGACCTAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAAATTTGG------GGG------
AACATGACCTGGATGGATTGG---GATAGAGAAGTTAACAACTACACAAACATAATATAC---
AACTTGCTTCAAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACGAGAATTACTGGAATTGGATAAATGGTCAAATTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGGCTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCCACTGCCATAACAGTAGCTGAG---
GGAACAGATAGGGTCATAGAAGCAATACAAAGAGTTTGCAGAGCT----------------------------
--------ATTCTCAACATA------CCCAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>JN687761 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCACATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACTCCACTCTGTGTTACGCTAAATTGCACTGATCTTAATACAACCAATAGTAATAATGCAACCCAT-------
-------------------------------------------------------------------------
-------------------GATAATCATACAACCAATGGTACTATTGATAGCGGGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGGAATACAG---------------------------
GATAAAAGAAAGAGAGAATATGCACTT---TTGTATAAACTTGATATAACACCACTAGATGGTAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCATGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAAGTGTATAAGACCCAGCAACAATACGAGAAAG-----
-AGTATACATATG------------GGGCCAGGGAGAGTC---CTT------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAT---
AAGTGGAATAACACTTTAAAAAGGGTGGTTAAAAAATTAAAA---------------GAACAGTTT-------
-----------------------------------AATAAAACAATAGTCTTTAAG------
CCATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACACTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAACTCATGATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAAGCTTAATATAC---



ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGGCAGGGAGCAGAAAGGGCTTTGCAA---TAA 
>JN687762 
GCT---GCA------------------------------------------
GATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAGAGAG---GTACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGCATTGGTA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGGACAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAGACTAATAATGTGACT----------------------
-------------------------------------------------------------------------
----------------------------------GTTAATGCCACTGAGACGGGAGAGATAAAA---
AACTGTTCTTTTAATATCACCACAGATATAGGA---------------------------
AATAAGGTGCAGAAACAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAAT
GTAGG---CAAAAGAATTTCAAT------GGGACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTATCAGAAGAAGGG------------
GTAGTAATTAGATCAAAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAGCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCAAATTGT---AACATTAGTAAAGGA---
AAATGGGATAACACTTTAAGACAGATAGTTGAAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AAGAATAAAACAATAGTCTTTGAT---
CAGCAGCCCAGAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTTTAAGTGAAATTTGG------GAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTGGAACTAAGTAAATGGGACAATTTGTGGAATCGGTTTAACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGATAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCTATTAACTTGCTCAATGCCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGAGTTATAGAAATAGTAAGAAGAACTTTTAGAGCT----------------------------
--------ATTTTTAACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ217115 
GCT---ACA---GAA------------------------------------
GAAAAGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAGAGTTTAAT----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTGGAAATATCACTAATTCAAATCATACGGAG-------
-------------------------------------------------------------------------
-------------------GCCAATATTAGTAGCTGGAACACGATGGAAAAAGGAGAAATAAAA---
AATTGTACGTTCAATACCACCACAGGCATAAGA---------------------------
GATAAAGTAAAGAAACAAGATGCACTT---



TTTTATAGCCTTGATGTAGTACCAATAGATAATACTGAGAATAAT----------------------------
-----------------------------------------------
ACTGGGAATAATACTGAGAATAATACCAGATATATGTTGAGAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGGAGTTTAAT------GGAACAGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATAAA------------
GTAGTAATTAGATCTAAGAATCTCACAGACAAT---------GCTCAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATGCATATA------------GGACCAGGGAGTGCA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAAAGCA---
AAATGGAATAACACTTTAAGCCAGATAGCTGAAAAATTAAAA---------------GAATATTTT-------
-----------------------------------AATAAAACAATAATTTTTTAT------
CGACCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTGTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAAATTTGA------AAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCAAAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATCATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATAATAGAAGTACTACAAGTAGGTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCCTGGAAAGAGCTTTGCTA---TAA 
>KM259082 
ACT---ACA------------------------------------------
GAAAATTTGTGGGTAACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATACTACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGAAA---------AATGTAACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAACAAGACTACTAACGCTACTGATAGCAATGAT----
-------------------------------------------------------------------------
-------------------AATAGTACTAGTAGCTGGATGTCAGAGGGGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGG---------------------------
GATAAGATGAAGAAGGAATATGCACTT---TTTTATACACTTGATATAACACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAACAGCTATACATTGACAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTGCAGT
GTAAC---GAGAAGAACTTTACT------GGAAAAGGCCCATGTAAAAAT-----------------------
-GTGAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAATAATTAGATCTGACAATATCACGGACAAT---------ACTAAAACTATAATAATACAGTTAACA----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-GGTATACACCTA------------GGACCAGGGGGAGCA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
CAATGGAATAACACTTTAGGAAAGATAGTTGAAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTACTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCCCCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGAGATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACAAGCATAATATAC---
ACCTTAATTGAAGAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTAGACAACTGGGCAAGTTTGTGGAATTGGTTCAGTATAACAAACTGGC



TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGTA---
GTACTTTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTTAGCTTGCTTAATGCCATAGCTGTAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTGTTACAAAGAATCTTTAGAGCT----------------------------
--------ATACTTCATATT------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ908139 
GCT---ACA------------------------------------------
GATAAATCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCTACAGAC---
CCCAACCCACTAGAACTAAACTTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTCTAAATTGCACTGATTATGGTAATGATACCACTAGCAACAAT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTGGCTGGGAAATAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGAAGAAAGAATATGCACTT---TTTTATAGCCTTGATGTAATACAAATAGATAATGACAATAAC-
-------------------------------------------------------------------------
-------------
AGCAAAGGCAATAATACCAGCTATAGGTTAAGAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGGTATCTTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGAACAGGGTCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAGTTAGAGCTGAAAACTTCACAAACAAT---------GCTAAGATTATAATAGTACAGTTGAAT----
-----------GAATCTGTAGCA---------ATCAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATATCTATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
GATTGGAACAACACCTTAAAGAGGGTAGCTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGGTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAAAGTCTAAATGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACACACATAATATAC---
GACTTACTAGCAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGATTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGGATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAG 
>HQ217160 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTGATGAGT---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCAAAAATGTTACTAGTAATGCTACTGCTGCT----------------
-------------------------------------------------------------------------
-------------------------------AATAATAGTATTAGTGAAGATACTGACATGAAA---
AACTGTTCTTTCAATGTCAGCACACCCATAAAA---------------------------
GATAAGATGCAAAAACAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGATGAT-------
-------------------------------------------------------------------------
----------------
AATAAGACTAATACTAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTTGAT------GGAAAAGGACAATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGACAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCAAACAACAATACAAGAAGA-----
-GGTATACCTATA------------GGACCAGGGAGAGTA---TTT------TATACATCAGAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
CAATGGAATAACACTCTAAAAAAGATAGTTAAAAAATTAAGA---------------GAACAGTTTAAG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGAAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGAACAGATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAAAATTAATATAC---
ACATTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAGAATTAGATAAGTGGGCAAATTTATGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTATCAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCAGTAGGAAGAATTGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGACTTTTGATA---TAA 
>FJ469689 
GCT---ACA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGGATATGAAAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAGGATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTGGAATGCAACTGGTGCCAACGTTACTAGGAGTAACGGG-
-------------------------------------------------------------------------
----------------GGGAATGCTACTAACACCACTGGCTGGATGGACGGAGGAGAAATAAAA---
AATTGCTCTTTCAATATTACCACAAACCTTAGA---------------------------
GATAAGGTGGAGAAAAAATATGCGCTT---
TTTTATACACTTGATGTAACACAAATAGGTGATACACAAATGGAT----------------------------
--------------------------------------------------
AATACTAGTAGTACTAATTATAGTATATATAGGTTGACAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAAACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAATTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAACTTCTCAAACAAT---------GCTAAGGTCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAACA-----
-AGTATAAACATA------------GGACCAGGCAGAGCA---TGG------TATACAACAGGACAA------
---------ATAACAGGAGATATA------------AGACTAGCATATTGT---AACATTAGTGGAAAA---
AATTGGAGCAACACTTTAAAACAGATAGTTGAGAAATTAGGA---------------GAACAATTTAGG----
--------------------------------AATAAAACAATAATAAAGTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGACTTAATATAC---
CTCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGCCGTTCGCTGTTAGCTTGCTCAACACCATAGCCATAGTAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ469707 
GTT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGTAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATACCATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTTTAATATCAATGCTACTAACACCACTAACACC-------
-------------------------------------------------------------------------
----------------------AAATTTTATAACTTGACAAGGATGGAGCAAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCTCAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTGTATAAATATGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATACTAGATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTAACCTTTGAACCAATCCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAGT------GGAAAAGGAGGATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAACGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAGTCTATAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-GGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAG------
---------ATAACAGGGGATATA------------AGAAAGGCACATTGT---AACATTAGTAAAGCA---
AGATGGAATAACACTTTAAAACAGATAGTAAGAAAATTAAGA---------------GAACAGTTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCGCAGGAGGAGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAT---
AATTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCAATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGGGCT----------------------------
--------ATCCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469716 
GCT---ACA------------------------------------------
GCAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGGATTCAAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAGATTGTACTAATGTCAATGGTACTAAGGCCAATGGTACTAGT----------
-------------------------------------------------------------------------
-------------------------AGCACTAACGGTAGTTTGAAAAAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGGGTAAGA---------------------------
GATAAGGTGAGGAAAGACTATGCTCTC---TTCTATAGACTTGATATAGTACCAATAAAGGATGAGGATAAT-
-------------------------------------------------------------------------
----------
AACAACAATACCAATAATAATAGCTTTAGATTGATACATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGCAGTTCAAT------GGAACAGGAGCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGA------------
GTAGTAATTAAATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATATATATA------------GGACCAGGGAGAGCA---GTT------TATGCAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAAGC---
AAATGGAATGAAACTTTAATACAGGTAGTTAAAGAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAAGACAATAGTCTTTAAT------
TCATCCTCAGGAGGAGACCCAGAAATTGTA---CATCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGACTCAGATTTGG------GAA------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTTCGATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
ATATCATTAGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAATAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAGAGGGCTTTACTA---TAA 
>FJ469721 
GCT---GCA------------------------------------------
GGCCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGAACAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTGAGAAAGAATAATAATACCAATCGTAATACCACTCATA
TT-----------------------------------------------------------------------
----------AGCACTAATACCACTGCCAGTAGCATAGAAGGGGAAAAGGGAGGAGAAATGAGA---
AATTGCTCTTTCAATATCACCACAAGCATGAAA---------------------------
GATAATGTGAAAAAAGAACGTGCACTC---TTCTATAATTTTGATGTAATGCCAATGGATGAGGGAAATAAT-
-------------------------------------------------------------------------
----------
ACTGCTAATGCCAGCCATAAGCTCTATAGGTTGAGAAGTTGTAACACCTCAGCCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGCAAGCACATTGT---AACATTAGTAAAACA---
AAATGGAAGAACACTTTGAAAAAGATAGCTGAAAAATTAGGG---------------GCACAATTTGGG----
--------------------------------AAAAACAAAACAATAATCTTTACC------
AGGTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------GAT------
AACTTGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTGATTGAAGAATCGCAACACCAACAAGAT----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGCTTGCTTAATACCGTAGCTATAATAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTTTTACAAAGAACTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN516423 



GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAACTTTTACA----------------
--------------------------ATGTGGGAAAATAACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGACTGGTGCAGTAATACCACGTCAGGGGGTACGAATAAGAGCA
CAAGTTGTAAT--------------------------------------------------------------
-------------------ACTACTAGCACAAATAGTAGCGGGACATTGATAGGGGAAGTAAAA---
AGATGTTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAAGTGGAGAAGGAATATGCACTT---TTCTATAGCCTTGATGTGGTACGAGTAGAGAAT----------
-------------------------------------------------------------------------
----------------------------
GACAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAGAAGTTCAGT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACACTGTACGCATGGAATTAGGCCAGTGGTAACAACT---
CAACTACTATTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAGTCAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------CAACCAGGGGGAGCA---TTT------TATGCAACAGGGGAA------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---ACCCTTAATAGAACA---
CAATGGAATAACACTTTAGAACAGATAGTTAAAAAATTAAAT---------------GAACAATTTAAG----
--------------------------------AATAAAACAGAAATAATTTTTAAA------
CCTCACTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAAACACACAAAAGACATATAC---
AAATTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CGGAACGAGCAAGAACTATTGGAGTTAGATAAGTGGGACAGTTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTTTTATT---
ATACTTTCTGTAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>HQ217308 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACGTTAAATTGCACTAATTGGGATGGTAGGAATGATACTACAAATGTTACTAATAGGA
ATGGTACT-----------------------------------------------------------------
-------ACAAATGCTACTAATACCAATAGTAGTAGTTGGGAAAACATGGATGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACAGAAGA---------------------------
AGTAGGGTGCAAACGCAACATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGATAGTAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTACAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGGTTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAG----
-----------AATTCTGTAGAA---------ATTAATTGTACACGACCCAACAACAATACACGCAAA-----



-AGTATACACACA------------GGACCATTGAGAGCT---ATT------CATTTAACAGGAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTGCGGCA---
AAATGGAATAGCACTTTATCCCAGATAGTTAAAAAACTAAGA---------------GGACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCTAGAGTTCTGTCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCACTAGATGAGATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAGAGGGAAATTGACAATTACACGAACTTAATATAC---
TCCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTAACATAACACACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTGGAAAGGGCTTTGCAA---TAA 
>JQ403058 
GCT---ACA------------------------------------------
GATAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCGACCCACGAGAAGTAGTACTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTAGAGACTAATAGGACTGATGTAAATAATACA-------
-------------------------------------------------------------------------
-------------------------AGTACTAATAGTAGTTTGGAAAAGGTAGAAGGAATGAAA---
AACTGCTCTTTCAATATCACCACAAGTGTAAGC---------------------------
GATAAGAGGAAGAAAGAATATGCGTTT---TTTTATAACCTTGATATAGTACAAATAGAGGAT----------
-------------------------------------------------------------------------
-------------------
AGTGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAAAAGGACCATGTGCAAAC-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTATCAAC---------ATTACTTGTGTAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTATG------------GGACCAGGAAGATCA---TTT------TATGCAACAAGAAAC------
---------ATAACAGGAGATACA------------AGAAACGCACATTGT---AACATTAGCAGAGCA---
AGATGGAATGAAACTTTAAGACAGATAGCTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---AGGTATAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTAGCAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGCATTAGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTGTCAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGCACAAAGAGCCTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JQ403059 
GCT---AGA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACG---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTAATTATGGGAATGTTACTAACATTAATGGAACGAATG
GTACTAACATC--------------------------------------------------------------
-------------------AATAGAACGGAGGTGATAGGACAAATGGAGAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTTACCTCAGGCATAAAA---------------------------
GATAAGGTGAAAAAAGAATATGCACTT---TTTTATAGCCTTGATATAGTACAAATACATGAGGAA-------
-------------------------------------------------------------------------
----------------------
AATAATGCAAGCTATAGGATGATAAATTGTAATACATCAGTCATTACACAG---
GCCTGTCCAAAGGTATCGTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAT---GAGAAACAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAAGTGTAGCA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGCATACATATA------------GGACCAGGGAGAGCA---TGG------TTTGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGTA---
GCATGGAATAAAACTTTAGAAAATATAGTCAAAAAATTAAAA---------------GCACAGTTTAAC----
-----------------------------------AATAGCAAAATAGTATTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACATTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACACAATTTGG------CAA------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACATAATATAC---
TCCTTAATTGAGGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTAGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCG------
TTGTCGTTTGCTATTAGCTTGCTCAATACTACAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGGTCATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------TTCCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>JQ403060 
ACA---GAA---------------------------------------------
AAAAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---AAGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTAACTTTAAATTGCACTAAGGTTGAGCAGAAGAATGATACCACGAATGCTACTAGTGCTA
CAACG--------------------------------------------------------------------
----------------------------AATGCTACCACCTATAATATTAGCCAGGAAATGAAA---
AACTGCTCTTTCAATGTCACCCCAAATGTAAAT---------------------------
GACAGGGTGGAGAAAAATTATGCACTT---TTCTATACATATGATATAGTACCACTAGATAAA----------
-------------------------------------------------------------------------
-------------
AATAATAGTGATAGTACCAGCTATAAGTTAATAAGTTGTAATACCTCAGTCGTTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCCTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CACTTGCTGTTAAATGGCAGTCTAGCGGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCACAGACAAT---------GTTAAAAACATAATAGTACAGCTGAAC----
-----------AATACTGTAAAC---------ATTACTTGTACAAGACCAAATAACAATACAAGGAAG-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATGCAATGGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ATCATTAATAAAACA---
GAATGGAATAAAACTTTAGAACAGGTAGCTAAAAAATTAGGA---------------GAACAATTTAAG----



-----------------------------------AATAAAACAATAAGTTTTAGG------
CCCCCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATATCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCAGTACCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGATTGATATAC---
AACTTACTTGAACAATCGCAAAACCAACAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTAAGTAAATGGGACAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTTGATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTTTTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGCTTTTGCAA---TAA 
>JQ403064 
GCT---GCA------------------------------------------
AACAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACT---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATGAAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGCTAATATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTATTTAAAGAATGATACCCATACCAATAATACTCAGAACA
GTAACAATACTCAG-----------------------------------------------------------
----------------AACAGTAACAGTAGTAGCTGGGAAGCGATGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAGGTATAAGG---------------------------
GACAAAGTGCAGCAAGAATATGCAGCT---TTTTATAAACTTGATGTAGTAGCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTAGCAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGATGTTCAAT------GGAACAGGAACATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTGGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGATAAT---------GTTAAAGTCATAATAGTACAGCTAAAT----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACCAGAAGA-----
-GGTATACATTTC------------GGACCAGGGAAAACA---TTT------TATGCAACAGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAAGAACACTTTAAAACAGATAGCTGAAAAATTAGGA---------------AAACAATTTGGG----
--------------------------------GAGAATAAAACAATAGCCTTTATG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCCAGAGTCCTAGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGACCAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACACAATATAC---
ACCTTAATTGAAGAAGCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTTGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGGACAAAGATTTTTTAGGGGT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>JQ403077 
GCT---GTA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---



ATCAGCTTATGGGATCAGAGCCTA---AAGCCGTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTGGAGGAATAATACTAATGCCACTACCGCTAATACCACT-
-------------------------------------------------------------------------
----------------------------GGTAGTGGTAGGGGACAAATGGAATCAGACATGAAA---
AACTGCTCTTTCAATGTAACCTCAAACATAAGA---------------------------
GATAAAATGCAAAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTGCCAATAGATGATGGTGAT----
-------------------------------------------------------------------------
----------------
AATAGTACTAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGACCAGTAGTGTCAACT---
CAACTCCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAATCATAATAGTCCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGAAAGC------
---------ATATCAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
CAATGGAATAGAACTTTAAGACTGGTAGTGGCAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ACTCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCAAAATATAC---
ACTTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTACTTGCTATAATA---------AAGAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTCAACGCTACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403092 
GCT---ACA------------------------------------------
GAACAAATGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCGCAAGAAGTAGTATTAAGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCAATAATAATATTACTATTCATAATGTTACTGCTAATACG-------
-------------------------------------------------------------------------
----------------------------AGTGTTATTGCTAATATGAATGAAACTGATATGAAA---
AACTGCTCTTTCAATGCCACCACAAACATAGGA---------------------------
AAGAAGGTTCAGAAAGAATATGCACTT---TTTTATACACTTGATATAATGCCAACAACAGCTGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATAACCTTTGAACCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAGCTGCTATTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAATAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------AAACCTGTAATA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACACCTA------------GGACCGGGGCAGGCA---ATC------TGGGCAACAGGACAA------
---------GTAGTAGGAGATATA------------AGACAAGCACACTGT---AACCTTAGTAGAGCA---
AGTTGGAACAACACTTTAGAATTGATAGCTACAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGGGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTACAGGATCAGCAGCTCCTAGGGATTTGGG



GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AAAAATAAATCATACAGGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATCATACAAGCTTAATATAC---
ACCCTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AGGAATGAACTAGAATTATTGGAATTGGATAAGTGGACAAATTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGGAGAATAAGACAGGGAGCAGAAAGGGCTTTACTA---TAA 
>JQ403093 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGCACCAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAGATAGTATTAGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTCTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGCGTTACTTTAAATTGTACTGATACTTGGAGGAATGATACCTCTCTCTATGAC----------
-------------------------------------------------------------------------
----------------------------AATATCACTAATAGTAATTTGACAGGAGAAATAAAA---
AACTGCTCGTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATACAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAGAGGATAATGAT----
-------------------------------------------------------------------------
----------
AAGAATAGGAGTAACTATGGTAGCTATAGATTAATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AACAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACT---
CAATTACTGATAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAGTAATTAGATCTGAAAATCTCGAGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAG----
-----------AAATTTGTATAC---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTAAATATA------------GGACCAGGGAGAGCA---TGG------TTTGCAACAGGAGAG------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGCAAAA---
GAATGGAATGAGACTCTATACCAAGTAGCTGAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAACCTTTAAT------
TCATCATCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGCATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTGCAAACTATACAAACATAATATAC---
ACCTTAATTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTTCTATAACCCATTGGC
TGTGGTATATAAAAATATTCATCATAATAGTAGGAAGCTTGGTAGGTTTAAGAATAGTTTGTGCT---
ATACTTTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>JQ403096 
GCT---ACA------------------------------------------
GACCAACTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGACGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTGCTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATACCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTACTAAACCTACTACTGATGACAATGCTACT-------------
-------------------------------------------------------------------------



----------------------------------GTGGAGGAAAAGATGGAAGGAGGAGTAAAA---
AACTGCTCTTTCAATGTCACCGAAAGCATAGGA---------------------------
AATAAGGTGCGGAAAGAACATGCAATT---TTTAATAACCTTGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
-------
AGGAGTAGTAATAGTAGTAATTCAAGCTATATGTTGATAAATTGTAACACCACAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAG----
-----------GATCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACTAGGAAGAAGA---TTT------TATACAAGACAA---------
---------ATAATAGGAAATATA------------AAACAAGCACATTGT---AACGTTAGTGGGGAA---
AAATGGAATGACACTTTACATCAGATAGTCAAAAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATACAACAATAGTCTTTAAT------
CAGTCCGCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATAGAGAGAATATGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGCTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTGGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGTACGAAGAACTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGGTTAGAAAGGCTTTTGCTA---TAA 
>HQ217347 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCCCTCTATTTTGTGCATCAGATGCTAAAGCATACGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAGCCCACAAGAAGTATTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCCCTCTGTGTTACTTTAAATTGCACGGATGCTATTATTACTAATGGTACCACTAATGGAAGTGAT----
-------------------------------------------------------------------------
-------------------ACCACTGATGGTAATAAAACAGTTAGATACCCGGAGGAAGTAAAG---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGTTTCAGAAAGCATATGCACTC---
TTTTATAAACTTGATGTAGTACCAATAGAGGATAATGTAGTACCAATAGAG----------------------
-----------------------------------------
AATAATACAACTAATAGAAATACTAGCTATAGGAGCTATAGGATAATACATTGTAACACCTCAGTCATTACAC
AA---
GCCTGTCCAAAGGTAACCTTTGACCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATGATTAGATCTGAAAATATCACGAACAAT---------ATTAAAAACATAATAATACAGCTAAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCACCAACAATACAAGGACA-----
-AGTGTACATATA------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAT------
---------ATAATAGGGGATATA------------AGAGACGCACATTGT---AACATTAGTAGAGCA---
AGCTGGAGTAACACTTTAGCTAAGATAGCTAAGAAATTAGCA---------------GAAAAATTTGGG----
--------------------------------GAAAATAAAACAATAGTCTTTAAT------
AGATCCTCAGGCGGGGACCCAGAAATTACA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAACAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAG------



AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATTTAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTTAATACCACTGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTGCAAATAGTTTTTAGGGCT----------------------------
--------ATCCTCAACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ217386 
ACT---GCA------------------------------------------
GAACAATTATGGGTCACAATCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTTGGGAAATGCTACTAAAACCAATGCT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTTGGGAAACGGTGGAAAAAGGAGAGATAAAA---
AATTGCTCTTTCAATATTACCACAAGCATAAGG---------------------------
GATAAGGTGAAGAAAGAATATGCACTG---TTTTATAATCTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATAGTAATACCAGCTATAGGTTGATGAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGACCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTCTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGATCTAAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GTAACTGTACCA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACACATA------------GGACCAGGGATAGCA---TTT------TATGCAACACAAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAGCAAA---
GGTTGGAATGAAGCCTTAAGAAACATAAGTACAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AAGACAACAATAGTCTTCAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCTTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATTCAAGGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGAGTTAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGTATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGCTTGCTCAATACTATCGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGTTGGTAGAGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC312583 
ACT---GCA------------------------------------------
GAACAGTATTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCAGTTGACAAAGAA---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAGTTAGTAATGGAA---------AATGTGACAGAAGAATATAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACACTGC---
GATGATAATATTACTAGTGGTAATAAAACTGCTAATAGTACTGGTACCACTGTT-------------------
--------------------------------------------------
AGTACTGCTAGTGCCACTAATAGTAGTGATTTGACAATGGATGTAGGAGAAATAAAA---



AACTGCTCTTTCAATGTC---ACAAGCATAGGA---------------------------
GATAAGAGGAAAAAAGAATATGCATAT---TTTTATAATCTTGATATAGTACCAATAGATAAGGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACTTTAATAACTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCTATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GAGAAGGATTTCAAT------GGAACAGGAAAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAAAG------------
ATAGTACTAAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGCAT----
-----------ACACCTATAAAC---------ATTACTTGTGTAAGACCCAACAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGGAGCGCA---TTT------TATGCAGCAGGAGAA------
---------ATAATAGGAAATATA------------AGGCAAGCACATTGT---AACATTAGTAAAGCC---
AGATGGAATAACACTTTACAAAAGATAGCTAGGAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAAAACACAACAATAAAATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGTGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AATAATACAGATCTGGACAATATTTGG------AGC------
AATATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
AGCTTACTTGAAGAATCGCAAACCCAACAGGAA----------------------------------------
-----------------------------AAGAATGAACTAGA-
CTATTAAAGTTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCACACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTGGCT---GTACTTTCTATAGTG-----
----AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTTAACGCCACAGCTATAGCAGTAGGCGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGGTTTGAAAGGGCTTTGCTA---TAA 
>HQ217430 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATAAGGATATG---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCTAATTTGACGAATGCCACTGCTATCAATAATAGTACTT
TAAATTGCACTAAT-----------------------------------------------------------
-GCTAATTTGACGAATGCCGCTATCAATAATAGTAATTTGAAAATGGATGAAGGAGAAGTAAAA---
AACTGCTCTTTCGATATCACCACACAAATAGAA---------------------------
AAGAAGGTGAAGAAAGAATATGCACTG---TTTTATAGCCTTGATGTAGTACCAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCTATATGTTGAGAAGTTGTAACACCTCTGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGACAA-----
-GGTATACATATA------------GGACCGGGGGGAGCA---TTA------TATACAACAAAA---------
---------GTAATAGGAAACATA------------AGACAAGCATATTGT---AATCTTAGTAGAGAA---
GCATGGAAGAAAGCTTTAGAACAGGTAGCTACAAAATTAAGC---------------AAACAATTTAAT----
-----------------------------------AAGACAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAGTGAGATTTGG------AAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACATTGATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------



-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGTGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTATTAGCTTGTTTAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATAATACAAGGAATTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGATTTTGGTA---TAA 
>KM259264 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTTCCCACAGACC--
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGAATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTAAATTGCACTGATGGATGGTGGAATAATACCAGGGGGGAAAATGGTACC----
-------------------------------------------------------------------------
----------------ACTAATCGCAATCTAAATAGTAGTTGGGAAATGAATGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAATATAAAA---------------------------
GATAGGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAGATGGA----------
-------------------------------------------------------------------------
----------------------
TCTAATACCAGCTATAGGCTAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAACACGTTCAGT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGATAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------AAATCTGTAGCA---------ATTAATTGTATAAGATTCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGCGAGCACATTGT---AACATTAGTAGAGAG---
CAATGGAATGACACTCTGCAACAAATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAATAAAATAATCTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGTTCAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATAGACAATTACACAAGCATAATATAC---
ACTTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGACTTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTG---TAA 
>KM259566 
GAT---GCA------------------------------------------
GAACAGTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAAAAGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAACTAGTATTGGCA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTTCTTTAAATTGCTCTGAGCCGCAATTGAATGCCACTAATGGGGATAAAAATGCTACTA
GTGTA--------------------------------------------------------------------
----------AAGGGTCATACTAATACTAGTAGTATCCCTATTCTGGATGGAGGGGAAATAAAA---
AACTGCTCTTTCAATACCACCACAAGCATAAGA---------------------------
GATAAGATGCAAGAAAATTATGCACTT---TTTTATACAATGGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------



-------------------
AAGAATGATACCAAATATAGATTAATAAGTTGTAATACCTCAGTCATTAGACAG---
GCCTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTGAAAT
GTAAT---AATAAGACGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGACAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACATCTGAAC----
-----------AAAACTGTAAAC---------ATTACTTGTATAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACAGATG------------GGACCAGGGGCAGCA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AATATTAGTAGAGCA---
GAATGGAATAACACTTTAATAAAGGTAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCTCCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGACAGAAATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGACGAAATATAC---
AAATTACTTGCAGAATCGCAATTCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGAAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGTACAACGCCACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTTTAGAGGT----------------------------
--------GTTCTCCACGTA------CCCAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCT------- 
>HQ217509 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAATTGCACTGATTTGAGAAATACTACTAATACCAATAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCAGGGAAATGCTGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
GATAAAATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATTGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATGCCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GACAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCAGAAAACTTCACAAACAAT---------GCTAAAACCATACTAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGGAAAGCT---TTT------TATACAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTTTACAACAGATAGTTAAAAAATTGAAA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAAGCTTTAAG------
CAATCCTCAGGGGGGGACCTAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCGCTGGATGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAGCAATTACACAAGCTTAATATAC---
ACCCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGTTCAATGCCGCAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGCGCAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGACTTTTGCTA---TAA 
>HQ217601 
GCT---ACA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCCTATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGCACTTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTATCCTAAATTGCTCTGATGCAAGGAATGATACCACTGCTACTACTACT----------
-------------------------------------------------------------------------
-------------------------AATAGTACCTGGGAAAGGATGGATAGAGGGGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAAAA---------------------------
GATAGGGTGAAGACACAACATGCAATT---TTTAATAGACTTGATGTAGTACCAATAGATGATGATGAT----
-------------------------------------------------------------------------
----------------
AGTACCAGCAATTCAAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTATAAAAT
GTAAT---GATAAGCACTTCAAT------GGAAAAGGAAAGTGTAGCAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAAATGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAGCCTGTAGTA---------ATTAATTGTACAAGGCCTAACAACAATACAAGAAAA-----
-AGTGTACATATG------------GTACCAGGGGGAGCA---ATT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAGGGA---
AAATGGAATGAAACTTTGAGACAGATAGCTATAAAATTAGGT---------------GAACAATTTAAG----
-----------------------------------AATAGCACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAGAAAGAAATTGACAACTACACAGAAGTAATATAC---
AGATTAATTGAAGTTTCGCAGAACCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAATATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGCTATAGAAGTATTACAAAGAGTTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAAGTTTACTA---TAA 
>GQ256646 
GCT---GCA------------------------------------------
GAACAATGGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAGGAAGTAGAATTGAAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATTATTGGGGGAATGCTACTGCTGCCAATAATACTGCTGCTA
CTAAT--------------------------------------------------------------------
----------AATACTACTGCTACTAATAGTAGTGGCGGGAATGCTACGGAAACAGAAATAAAA---
AAGTGCTATTTCAATATCACCACAGACAGAAAT---------------------------
GATAAGATGCAAACAAAATATGCACTT---TTCTATAAACTTGATATAATACAAGTAGATAGT----------
-------------------------------------------------------------------------
----------------
AAGAATAATAGTAACTACTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT



GTAAC---AATAAAACGTTCNAT------GGAAAAGGAGAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAT------------
GTAGTAATTAAATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAAGCTGTAGAG---------ATTAATTGTACAAGACCCAATAACAATACAAGAGAA-----
-GGTATAAATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAACAGAC------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAACAAAACCCTAAATATAATAGCTGATAAATTAAGA---------------GAACAGTTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCCGAAATTGTA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGGGT-----------------
-------------------------AATACTACAAATCTGAGCTCTATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GAACAAGAAATTGAAAACTATACAGACATAATATAC---
ACTTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACGAAGAGCTGTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689895 
GCT---GCA------------------------------------------
GAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTACTGGCA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGTGAATGGGACTGATACCAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTGGGGGAGGAACGATGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAAAGTCACCACAAGCATAAAA---------------------------
GATAAGGTGCAGAAGGAATATGCATTA---TTTTATAAACTTGATGTAATACCAATAAACAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTAGTAGCTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAAT
GTAAA---GACAAGAAATTTAAT------GGAACAGGAACATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCCAAGAATTTTACAAACAAT---------GCTAAAATTATAATAGTACAGCTGAAT----
-----------GAATCTGTAATG---------ATTAATTGCACAAGACCTAACAACAATACAAGAAGA-----
-GGTATCCATATA------------GGACCAGGCAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---ATCCTTAATAGAACA---
AAATGGAATAACACTTTAGCACAAATAGTTATAAAATTAAAA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAAGCTTTAAA------
CACTCCTCAGGAGGGGACCTAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAGTCTCTGGATTATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTGATAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATATTTTTTACT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTAGTACAAATAGTTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JF689896 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTCTTTTGTGCCTCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAGGAATGATAATAATACCATGAAT-------------
-------------------------------------------------------------------------
----------------------------ATTAGTGAGAGAATTGTGGAGGAGGGAGAAATAAAA---
AATTGCTCTTTCAATATCAGCACAAGAATGAGA---------------------------
GATAAGAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAACACCACTAGGAGGA----------
-------------------------------------------------------------------------
----------------------
AATAATACTAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CATCTGCTGTTAAATGGCAGTCTAGCGGAAGATGAG------------
GTAGTAATTAGATCAGCCAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATAATA---------ATAAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGTAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GAATGGAATAACACTTTAGAAAAGATAGTTCCAAAATTAAGA---------------GAACAATTTCAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGTTCAGTTTTAATTGTGGAGGGGAG---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATCAGATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCATAATATAC---
AACTTAATTGAAGTATCGCAAAACCAACAAGAT----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGCAAGCTTGGTAGGTTTAAGAATAGTTTTTATG---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTCTTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX864023 
GCT---AAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAGATAAAATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGTTAGAACCAGAAATGCTAGTAGTAGTACTACTGGTAAT-
-------------------------------------------------------------------------
----------------------GGTACTGCTGGTACTAGCCCCCTCTTTCCTGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------
AATAAATATAAGACAGAATATGCACTT---TTTTATAAACTTGATGTAGTGCAACTAGAAGAG----------
-------------------------------------------------------------------------
----------------------
AATACTACAAGCTATACATTGATAAGTTGTAACAACTCAGTCGTTACACAG---
GCTTGTCCTAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTGAGT---ACAGTACAATGTACACATGGAATTAGACCTGTAGTGTCAACT---



CAACTGCTGTTAAATGGAAGTCTATCAGAAGAAGGC------------
ATAATAATTAGATCTGAAAATTTCACAGATAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------AAAACTATACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGTACA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACCTTAGTGGATCA---
GAATGGAACAACACTTTAAAACAGATAGTTATAAAATTAAAA---------------
GAACAACTTAATAATAGC---------------------------------ACACAAACAATAGAGTTTAAG-
-----CCTCACGCAGGAGGGGACCCAGAAATTGAA---ATGCATAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCTACACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAAAATCMGACAGAAATTTGG------GAG------
AATATGACATGGATGCAGTGG---GAGAAAGAAATTGAAAATTACACATATGAAATATAC---
ACCTTAATTGAAAGATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGCTGGGCATAACAAGCTGGA
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCACTGTTAGTTTGCTTAATGCCACAGCTATTGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGATTTTTTAGGGGT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>JX864024 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAACAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAGTAGTGTTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGCAAAATAATATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGTGAGCAATAATAGTACTATCAATAATAGTAGT-------
-------------------------------------------------------------------------
-------------GAGAATACCAATAGTAGTAGTAGGATAATGATGGAACCAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGTAATAAAA---------------------------
GATAAGGTAAAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATAGT----------
-------------------------------------------------------------------------
----------------
GATAAGAATACTAGCAACTATAGGTTAATAAATTGTAACACCTCAGTCATTACACAA---
ACTTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAACGTTCAGT------GGAAAGGGACCATGTAATAAC-----------------------
-ATTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGACAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACATCTGAAC----
-----------AGATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGCAAGCA---TGG------TACGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGCAAAACA---
GACTGGGATGATACTTTAAAACAGATAGCCACAATATTAAGA---------------GCAAAACTTAAT----
-----------------------------------ACAACAACAATAATCTTTAAA------
AAATCCTCAGGGGGAGACCCAGAAATTGTA---ACGCACAGCTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGCTGGAGT-----------------
----------------------------AATAAATCCTACAATGCTATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACACACATAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAGGATCTTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGGGTTAGGCAGGGATATTCACCC------
TTATCATTTGCTGTTAGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGATTTGGTAGAGCT----------------------------
--------TTGCTTCACATA------CCTGCACGCATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX864025 



ACT---GCA------------------------------------------
GAAAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAAAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGTGTTAAATTGCACTGATGTGGGGAATCATACCACCACGAATAATACCAAC-------
-------------------------------------------------------------------------
-------------------ACCAATAATAGTAGCGGGGAACCAATGGAAAAAGGAGAGATAAAA---
AATTGCTCTTTCAATATAGACACATGGATGGGA---------------------------
CAAAGGGTGCAGACAAAATATGCAATT---TTTAATAGACTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------
AGTAATAATAATATTAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACGCATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGTA---TTT------TATGCAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATAAGCAGAGCA---
GATTGGAATAAAACTTTGTTTCACATAAGTAACAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------GCTACAACAATAGTCTTTAAT------
AAGTCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAGTATATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAAATAATATAC---
ACCTTAATTCAAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTGAGAATAGTTTTTTCT---
ATACTTACTATAGTA---------AATAGAGTTAGGAAGGGGTACTCACCA------
ATATCATTCGCTGTTAGCTTGCTCAACGCTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGTTGGTAGAGGC----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HM638517 
GCT---ATA------------------------------------------
GCACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCATTGAAA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGCTTA---
ACCCCACTCTGTGTTACTCTACAGTGCACTGATTATGATAGAACTAATGGTAATAAGACTGCTAAT-------
-------------------------------------------------------------------------
----------------------GGGGCTGCTCCTAGTAGTAGTCCCGTGGAAAGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAAGAGAAGA---------------------------
GATAAGATGAGTAAAGAATATGCCCTT---TTTTATAAGTCTGATATAGTACAAATAAATGAAACA-------
-------------------------------------------------------------------------
----------------
GGAAATGATAATAATAGCTATATATTGACAAGTTGTAACACTTCAGTTATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATGCAAAGTTCAAT------GGATCAGGACAATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGGATAAT---------GTTAAAACCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----



-AGTATAACTATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACACTGC---AACATTAGTAAAGAG---
AAATGGGATAAAACTTTAAAAAAGGTAGTTGACAAATTAAGA---------------CAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAAGTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATATGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGGCTTAATATAC---
AATTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGACTTATTGAAATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTGATGCCATAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGTTTTTAGAGGT----------------------------
--------ATCCTCCATATA------CCTACAAGGATAAGACAAGGCTTGGAAAGGCTTTTGCTG---TAA 
>MF499166 
GCT---ACA------------------------------------------
GAACAGTTGTGGGTAACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAAGGAAGAG---GAACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTTCTTTAAATTGTACTGATTATTTAGGGAATATTACTGGGACTAATACCACTAATACTA
ATACCACTAGT--------------------------------------------------------------
----------------------AACAACACCACTGGGGTGCCCAACGTGGGGACAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTTAAAAGAGAATATGCACTT---
TTTTTATAACCTGGATATAGTACAAATAGAAAATGATAATGGAGC----------------------------
--------------------------------------------------TATTGATGATAAA--
AGCTATAGAAGATATAGGTTGACAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACCTTTGAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTTTGGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGAA---------ATGAATTGTACAAGGCCTAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAGAACA---
GACTGGAATAGCACTTTAGAACAGGTAGTTGACAAATTAAGA---------------AAACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTAAT------
AGCTCCTCAGGAGGGGACCCAGAACTTGCG---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTAAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTCAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATAGCACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KR423340 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATCATACGGAG---GTACATAAT----------------



--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACGGAAAATTTCAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATAAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATATGTGGAATAGTACCATTAATAATAAT-------------
-------------------------------------------------------------------------
----------------------------ACTAATGAGGAAAACATACCACCAGGAGAAATAAAA---
AACTGCTCTTTCAATATCGCTTCAAACATAGAA---------------------------
GATAAGAGGCAGAAAGAATATGCACCT---
TTTCATAAACTTGATGTAGTACAAATAGGAAATAATAATACTAGCTCTCAG----------------------
-----------------------------------------------------
AATACTATCTCTAATTATGCTAGCTATAGGTTAATACATTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATCCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGACAACTTCTCGGACAAC---------GCTAAAATCATAATAGTGCAGCTGAAT----
-----------GAACCTGTAGAA---------ATCAATTGTACAAGACCATACAACGGAGGAAAAATT-----
-AGGAGAATACAT---------ATAGGACCAGGGAAAACA---TTT------TATACAACAAACAAC------
---------------ACATATATC------------AGACAAGCATATTGT---AACATTAGTAGCACA---
AAATGGAATAAAATGTTAAATCAGACAGCTGAAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAATCTTTAGG------
GAACCCTCAGGAGGGGACCCAGAAATTGTA---TCACACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCTACTTGGAGT-----------------
----------------------------AATAGGTCTCAGGATGATATTTGG------AAC------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATCTAT---
ACCTTAATTGAGCAATCGCAGAACCAGCAAGAG----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTCAACGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCAATACAAAGTGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>HM638584 
GCT---GAA------------------------------------------
GATGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGACAGAG---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------GCATGGGAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCATGCTAAATTGTACTGAAGTGAATGAAACTAGTGCCAATGTGAATGAAACTAGTGCC-
-------------------------------------------------------------------------
-------------AATGTTACCAGGAGATATAATAGCAGCAAGGAAGCAAGGGAGGAACTGACA---
AACTGTTCTTTCGATATCGCCACAGCAATAAGA---------------------------
GAGAGGGTACAGAGACAATATGCAATC---TTTTCTAGGCTTGATGTAGTATCAATAGATGGTAGA-------
-------------------------------------------------------------------------
----------------
GGTAATAATAGCAGCCATAAGATGTTAAGAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATACTAAAGT
GTAAA---AATAAAACGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCGGAAGAAGAA------------
ATAGTAATTAGATCTAAAAATATCTCTAACAAT---------GCTGACACCATAATAGTACAGCTAAAT----
-----------GAAACTGTACAG---------ATTAATTGTACAAGACCCAACAATAACACAAGAAAA-----
-GGCATACATTTA------------GGACCAGGGAGTGCA---ATT------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCAGAACA---
AAATGGGAATACACTTTAGGACAAGTAGCTAGAAAACTAAGG---------------



GGACTGGAACTATTTGAG---------------------------------AATAAAACAATAATCTTTAAT-
-----CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCGAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAAATGACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGGCAATTACACAGAGGAAATATAC---
AACTTAATTGAACTATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAGTTGGC
TGTGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTAAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTGTTGCAAAGAATTTTTAGAGCT----------------------------
--------ATCCTTAATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM354155 
GCA------------------------------------------------
GAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGACAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAATTAAACTTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGACGTGAGGAATAGCACTTTTAATAGCACTCAG----------
-------------------------------------------------------------------------
-------------------------AATGGGAGAATGATGGAGATGGAGAGGGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGCAATGAAA---------------------------GAG---
GTAAAGAAAGAACAGGCACTG---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------------
-------------------------------------------------------------------------
-------------------TCCACCAGCTATAGGTTGACAAGTTGTAACACCTCATCCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAAT
GTAAT---GATAAGCAGTTCAAT------GGAAAAGGATTATGCAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACA---
CAACTGCTGTTAAATGGCAGTCTAACAGAAGAAGGG------------
GTAGTAATCAGATCTGAAAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAGCCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAAATG------------GGACCAGGGAAAGCA---TTT------TTTACAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTTCTAAAAAA---
GATTGGAATGAAACTCTAGTAAATATAACCAATGAATTAAGA---------------AAACAATTTTCG----
-----------------------------------AATAAAACAATAGCCTTTCAG------
CCACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAAGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCAGGAAAACTCGTTTGCAACACTGCTGTACCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCCATAGAGTATATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAACGAAATATAC---
ACCTTGCTTGCAGAATCGCAGAGCCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAACAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAATTTGTTTGATGCCACAGCTGTAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAATTTTGCTA---TAA 
>KM354232 
GCT---ACA------------------------------------------
ACAAACCTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCCAAAGCATACAAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAACTA---



ACCCCACTCTGTGTTACTTTAGAATGTACTAATTTGACCGCTGATGTTAAT----------------------
-------------------------------------------------------------------------
----------------------------------ATCACTGATAGTCTTAAGGGAGAAATGCAA---
AACTGCTCTTTCAATGTCACCACAAGTGTAAGG---------------------------
GATAAGATGCAGAAAGAATATGCTCTC---TTCTATAAACTTGATTTAGTGTCAATAGAGGATAATAAA----
-------------------------------------------------------------------------
-------------
AATAATACTAACAGTAGTAGATATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTTTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACA---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAAACGGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---ACCCTTAATGGTACA---
CAATGGAATAACACTTTAAGACAGATAGTTAAAAAATTACGA---------------GAACAATTTGGG----
-----------------------------------AATACTACAATAATCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---AGTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGTCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAACAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTGCTTGAGGATGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTGGAACTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTGGCTATTAGCTTGCTTAATGCCACAGCAATAATAGTAGCTGAA---
GGGACAGATAGGATTATAGAGATAGCACAAAGAGGTTTTAGAGCT----------------------------
--------TTTCTACACATA------CCCAGAAGAATAAGACAGGGCTTTGAGTTGGCTTTACTG---TAA 
>KM354355 
GCT---ACA------------------------------------------
AAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCGAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTCTTGCCA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGATCAAATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTATGGGAATGGTACAATTACCAATGGTACCACA-------
-------------------------------------------------------------------------
-------------------GGCAATAATAGTAAAGAGATACCAATGGAGAAAGGAGAGATGCAA---
AACTGCTCTTTCAACATCACCACAAGCATAAAA---------------------------
GATAAGGTGCAGAAAGAATATGCATTG---TTTTATAAAATTGATATAGTACCAATAAATGATACCACC----
-------------------------------------------------------------------------
----------
CCAACGACTGGGAACTATACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATGCGAACTTCAAT------GGATCAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAACGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAAAAAT---------ATTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAAAA---------ATTAATTGCACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGGGAGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCATATTGT---ACCCTTAATGGAACA---
AAATGGAAAAACACTTTAAAGCAGATAGTTGGAAAATTAAGA------------GAACAAGAACAATTTGAG-
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------



----------------------------AATAAATCTCTAGATTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAATCCAAATATAT---
AAATTACTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGAGCTATTGGAGTTGGATAAATGGGCAAGTCTATGGAATTGGTTTACAATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTAGCTTGTTCAATACCACAGCCATAGCAGTAGCCGAG---
GGAACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTACAAAGGGCTTTGCTA---TAA 
>JN687773 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGGCACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAATATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTACATTGCACTAAGGTTACACAGAATAAAACTACTAACAAT-------------
-------------------------------------------------------------------------
----------------------------ACCATTCATAGTATCGGGGAAAACCAAGAAATGCAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------
AATAAGATGAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAACACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACTTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCTTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTGAT------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GGTAAAAACATAATAGTACAGCTAAAT----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGACCCTACAACAATACAAGAAGA-----
-AGCATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGGAA------
---------GTAATAGGAAATATA------------AGAAAAGCATATTGT---ACCCTTAATGGTACA---
GAATGGAATAACACTTTAAGACAGATAGTTAAGAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTGAG------
CAACCCTCAGGAGGGGACCAAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATATGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAAACAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAGCAATTACACAGAAATAATATAC---
AGCATAATTGAAGAAACGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGATTCGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TACATTATATACAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGGGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTATTACAAAGAGCTGGCAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAAGGCTTTGCAA---TAA 
>HQ908219 
GCT---AAA---AAA------------------------------------
GAGGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGTC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAAGGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGACCAAATGCATGAGGACATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTT---
ACCCCACTCTGTGTTACTCTAAACTGCACTGATGCTAGTGCTGGCAATGGTACTGATGCTATTGCTAAC----
-------------------------------------------------------------------------
-------------------AATGGTACTAATGCTACAATTAGTCTCAGTGAGAATGAGATGAAA---



AACTGCTCTTTCAATGTCACCAAAAGCGTAGGA---------------------------
AATAAGTTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGCTTCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATATGTTGGTACACTGTAACTCCTCAGTCGTTACACAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAC------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGAGCTGAAAATTTCACAGACAAT---------GCTAAGACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGAGTGCA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAGGAG---
AAATGGAATAAAACTTTAAGACTAATAGCTGAAAAATTAAGA---------------
GAACAATTTAGAGAACAATTG---------------------------AAGAATAAAACAATAATCTTTAGT-
-----CCCCACCCAGGAGGGGACCCAGAAATTGAA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGACAGTTGGAGT-----------------
----------------------------AATAGATCTATACAAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTGACAACTATACAGAGTTGATATAC---
ACCTTAATTGAGGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGATTTATTAAAATTGGATGACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATGTAAAAATATTCATAATGGTAATAGGAGGTTTAGTAGGTTTAAAAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAGGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATA---TAA 
>HM204596 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAGGGCATATGAGACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGCTTATAAGAATAATAGTACTAATAGCACTACT----------
-------------------------------------------------------------------------
-------------------------ACTAATAATGCCACTGTGGAATATGAAAGAGAAATAAAA---
AACTGCTCATTCAATATCACCACTAACACACAA---------------------------GAAAGGAGA---
AAAGGAAATGCACTT---TTTTATACACATGATATAGTACAAACAGATAAG----------------------
-------------------------------------------------------------------------
-------------AATGATAGTTATATATTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTCTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTGGTATCAACA---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCAGTAGTA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-AGAATAAGTCTG------------GGACCAGGGCGAGTA---CTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AATATTAGTGGAAAA---
AGTTGGAATAACACTTTACGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTCAA----
--------------------------------TCTAATACAACCATAGCTTTTAAT------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATGTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTAATGTACAATGGAATACTACTTGGAGT-----------------
----------------------------AATAGATCTCTGAATCAAATTTGG------GAC------
AACATGACCTGGAAGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTGCTTATAGAATCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAAAAGGAATTATTAGAATTGGACCAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACT---
GTACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTACTAGCTTGCTTAACGCCATTGCCATAACAGTAGCTGAG---
GGAACAGATAGGGTTAGAGAAGCAATACAAAGGGCTTTTAGAGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGACTAAGACAGGGCGCAGAAAGGCTTTTGCTA---TAA 
>KY112149 
GCT---GTA------------------------------------------
GAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTATTTTAAACTGCATTGATTATTCGAAGAATGCTACTAACACCACCACCAATACTACT-
-------------------------------------------------------------------------
-------------------------AAATACCCCATAGACAGAGACATGCAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACACCCATAAGAGAGAGG---------------AGAAGAGATAGGATA---
AAAGATTATGCACTT---TTTAATAAGCTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATAATACTAGCTACATATTAAGAAGTTGTAACACCTCAGTTATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGGTCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACGCATGGTATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAGCAATCTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GTATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAACTCAAGAAAA-----
-AGCATCACTATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGGG------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGCAAA---
GCATGGAATAAAACTTTAAGAGAGGTAGCTAAAAAATTAAAT---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAAGATTTGAG------
CCATCCTCCGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTCGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTTGAAAGATACCTGAGGGATCAGCAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGTGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
AATTTAATTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGTTTGCTCGATGCTATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KY112490 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAACTGCAATAATGTTACTAACACCACCACCAGTACTGCTAAT----------
-------------------------------------------------------------------------
----------------------------TACACCATACCCCCAGGAATGCGGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACAGCGCCCATAAGA---------------------------AAT---AAG---
AAAGCTTATGCACTT---TTTAATAGACTTGATGTAGTACCAATAGATAATGAT-------------------
-------------------------------------------------------------------------
----AATAGTAATACTACTAGCTACATATTAAGAAGTTGTAACACCTCAGTTATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT



GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGTATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATCTCTCAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAG----
-----------GTACCTGTAACA---------ATTAATTGTACAAGACCCAACAACAACACAAGAACA-----
-AGTATCACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAGTAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GGATGGAATGAAACTTTAAGACAGGTAGCAAAAAAATTAGGT---------------GAACATTTTACA----
-----------------------------------GGCAAAAACATAACATTTGAG------
GCATCCTCCGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGGTGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGGCTTAATATAC---
AATTTAATTGAAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATCTGTGGAATTGGTTTACCATATCACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTTAATGCTATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTGTTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403067 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGGGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTAAAA---------AATCTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTATGTGTTACTTTAAATTGTGAGGATGCAAAAGGGAATTATTCCAATAGTAGT-------------
-------------------------------------------------------------------------
-------------------------AGTATAGAAGAAATAAATGGAGTGAGGGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCATAAGAAGAGGA---------------------------
GATAAGGCACAGGGACACTATGCACTT---TTTAATAGACTTGATGTAGTACCAGTAGATACT----------
-------------------------------------------------------------------------
----------------
AAGAATAATAAGACAAACTATATGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAGTTAGATCTGAAAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTATAGTA---------ATTAACTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGCA------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACCTTAGTCAAGGC---
CATTGGAACAACACTCTGAGAAGGATAGCTACAAAACTAAGA---------------GAACAATTTGGG----
--------------------------------GAGAATAAAACAATAGCCTTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAACATAATATAC---
ACCTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGAAATTGGATTCGTGGGCAAGTCTGTGGAATTGGTTCAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCTATAGCCATAGCAGTAGCTGAA---



GGGACAGATAGGATTATAGAAATAATACAAAGAATTTGGAGAGCC----------------------------
--------ATTCTCAACATA------CCAACAAGAATAAGACAGGGCTTCGAATTAGCTTTGCTA---TAA 
>JQ403069 
GCT---GCA------------------------------------------
GACAATTTGTGGGTTACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATATAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACTGAT---
CCCTCACCACAAGAAATAGCATTGGAA---------AATGTGACTGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTAATTGGAAGCAGAATGATACTAATACCAATGTTACTAAT----
-------------------------------------------------------------------------
-------------------GCCAATAATAGTAGCATGGAAACGCTAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTTAACATCACCACAAGTGTAAGA---------------------------
GATAAGGTGAAGAAAGAATATGCATTA---TTTAATAGACTTGATGTAGTGCCAATAAATGGT----------
-------------------------------------------------------------------------
----------
AATGATGATAGTAATACTACTGAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAGGTTCAAT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTAACAATATCACGGACAAT---------ACTAAAATCATAATAGTTCAGCTAAAC----
-----------AAATCTGTAGAA---------ATTGATTGTATGAGACCCAGTAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---TTA------TATACAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAGAACA---
GAATGGAATACCACTTTAAAACGAATAGCTATTAAATTAAAA---------------GAAGAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACATTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGACATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTATTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATTTTACACAGAGCTGGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGACGAATAAGACAGGGCTTTGAAAGGCTTTTGCTA---TAA 
>JQ403082 
GCT---CAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTATGTGAATACCAATAGCACTAATGCCACT----------
-------------------------------------------------------------------------
----------------------------ACCAGTGGCAGGGAAGTGATAGAGGGAGGAATGAAA---
AACTGCTCTTTCAATATCACCACAGACAGAAAA---------------------------
GATAAGTGGAGAAGGGAATATGCTCTT---TTTTATAAACTTGATGTAACGCAAATAGAAAATGAA-------
-------------------------------------------------------------------------
----------------------
AGTAATGATAGCTATAGGTTGATAAGTTGTAACACCTCAGTAATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAACAGTTCAAT------GGAACGGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---



CAACTACTGTTAAATGGCAGCCTAGCAGAGGAAGAC------------
ATAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AGAACTGTAATA---------ATAAATTGTGCAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---CTT------TATGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATCAGTACAGAA---
AGTTGGAATAAAACTTTAAATCAGGTAAGGGAAAAGTTAAAA---------------GAACAGTTTGGG----
--------------------------------AATACAACAACAATATTCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTACC---ATGCACAGTTTTAACTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACCATGACAGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGCAATTACACAAGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTACTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>JQ403035 
GCC---GCA------------------------------------------
GAAGAGTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTGGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCTTG---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAATTGCACTGATTGTGTTACTTTAAATTGCACTAATTTAAGAAATGATACTA
ATGGA--------------------------------------------------------------------
----------ACTGATACTAATACTACTATGAGTATTGATAAAGAAATGAAAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACAACAAGCATA------------------------------
AATAAGGTACGGAAAGAATATGCATTT---TTTAATAGCCTTGATGTAGTACTAAATAATGAT----------
-------------------------------------------------------------------------
----------------
GCTGACGACAATGGCACATATAGGTTAATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACTTTTAAT------GGATCAGGACCATGTACGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAA------------
ATAGTAATTAGGTCTGAGAATTTCACGAACAAT---------GCAAAAGCTATAATAGTACAACTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGGCCCAACAACAATACAAGAAAA-----
-GGGATACACCTC------------GGACCAGGGCAAACC---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAGGAA---
AATTGGAATAATACTTTAAGAAGAATAGTTGAGAAGTTAAGA---------------AAACAATTTGGT----
--------------------------------GAGAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCGGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGC-----------------
-------------------------AAGAATAGAAACCTGAGTGATATTTGG------AAT------
AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AATTTAATTGAACAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTGGGAAAGTGGGCAAGTCTATGGAATTGGTTTGACATAACTAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTGCAAAGATTTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403083 



GCT---ACA------------------------------------------
GAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCAGTGATTTGAATGATGCGAGTACCAACAATAGTACGAGTATTAGCA
ATAGTACGAGT--------------------------------------------------------------
----------ACCAACAGTAGTACGAGTACCAACAATAGTAATTGGGAGGAATTAGGAATGAAA---
AACTGCTCTTTCAATGTCTCTGCAGACATGAGG---------------------------
GATAGGATGCAGAAAGAATATGCACTG---TTTTATAAAACTGATATAACATCAATGGATAAT----------
-------------------------------------------------------------------------
-------------------------
AATACTGAATATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCCAGCAATTTCTCAGATAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAAACAGTAACA---------ATTAATTGCACAAGACCCAACAACAATACCAGAAAA-----
-AGTATACACATA------------GCACCAGGCAGGGCA---TTT------TTTGCAACAGGACAC------
---------ATAACAGGAGATATA------------AGAAGAGCACATTGT---AATGTTAGTAGAGCA---
GAATGGAATAACACTTTAGAACAGATAGTTATAAAACTAAGA---------------GAGCAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTACAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGTTCTGGAAAACTCATTTGCACCACCAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTGGATCAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAACTACACAAACACAATATAC---
ACCTTAATTGCAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGTGGGATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTGATAGGTCTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTCGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTCTTGCAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403084 
GCT---ACA---------------------------------------------
CAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTCTTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGACATA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCATTGATTGGCGGGGAAATGATACTAATACTACTGATACTAATGTTA
ATAATACTAGT--------------------------------------------------------------
----------------CATACTAATAGTAGTATTGGGAAAATAACGGAAGAGGGAGAAATAAAA---
AACTGCTCTTTCAATACTACCACAAGCACAAGA---------------------------
GATAGGTATCAGAAAGAATATGCACTT---
TTTTATAAACTTGACATAGAACCAATAGATGATGATAATACTAGA----------------------------
-----------------------------------------------------
TATAATACTAGCTCTAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAAGTCTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAACTTCTCGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAACTGTACAAGACCCCACAATAATACAAGAAGA-----



-AGTATACATATG------------GGACCAGGGAGAGCA---CTT------TTTGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCGGAACA---
GAATGGAATAAAACTTTAAATCGGATAAGGACAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAGTACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGGAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTGCGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAAAACAATATAT---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAGCTTTTGGAACTGGACCAATGGGCAAGTTTGTGGAACTGGTTTGAAATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTCAGCTTGCTTAATACTGTAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTACTGCAAGGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGGCAGGGCTTAGAAAGACTTTTGCTA---TAA 
>JQ403086 
GCT---ACA------------------------------------------
GAAGAGTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTGGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCTTG---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAACTGCACTGATTCTAGAAATGATACTAATATTGCTAAT-------------
-------------------------------------------------------------------------
----------------------------------ATTAGTAGTGAAATGACAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACAACAAGCATAAAT---------------------------GAG---
GTACGGAAAGAATCTGCATTT---TTTAATAGACTTGATGTAGTACCAATAAATGAT----------------
-------------------------------------------------------------------------
-------GGTAACAATACCAATACCACATATAGGTTAATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCTATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCAAAAATCATAATAGTACACCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGCACAAGACCCGGCAACAATACAAGAAGA-----
-GGGATACATTTA------------GGACCAGGGAGAACC---ATT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAAAAAGAATAGTTGAAAAGTTAAGA---------------AAACAATTTGGT----
--------------------------------GAGAATAAAACAATAGTCTTTAAA------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCGGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------GGGAATAGAACTCTAAATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAATTAATATAC---
AGTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTGGGTAAGTGGGCAAGTCTATGGAACTGGTTTGACATATCTAGGTGGT
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTGTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGATTTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403087 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAGCCCACAAGAAATAGAGTTGAAA---------AATGTGACAGAAAATTTTAAT----------------
-----------------------GTGTGGGGGGAAAATGACATGGTAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAATTGCACCAATTTAAATACCACTAATACCAATGCTACTAGTACCTATGATA
CTAGTACC-----------------------------------------------------------------
-------------------------------------------TATGATAAGGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGGCGTAAAA---------------------------
GATAAGGTAACAGGAAATCATGCATTA---TTTTATACACTTGATATAGTACCAATAGCTGAG----------
-------------------------------------------------------------------------
----------------
GACACGACTAATACGACCTATAGATTGATAAATTGTAACACCTCAATCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTACT---AATAAGACATTCAAT------GGATCAGGACAATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGGAGAC------------
ATAATAATTAGGTCTAAAAATATCACAGACAAT---------ACTAAAACCATAATAGTGCATCTAAAT----
-----------GAATCTATACCG---------ATTAATTGTACAAGACCAAACAACAATACAAGGAGA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TTCACAACAGGAGAT------
---------GTAATAGGAGATATA------------AGGAAAGCACAGTGT---ACTCTCAATTTTACA---
CAATGGAATGACACTTTAAAAAAGATAGTTATAAAATTAAGA---------------GAAAAATTTGGG----
--------------------------------GAGAACAAAACAATAGTCTTTACA------
AATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAGGGACCAACGGCTCCTGGGTAATTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATCAGATTTGG---------------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
TCCTTAATTGAAGTTTTTAAAAATTTTTTAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATGGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCA---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTGTCGTTTGCAGTTAGCTTGCTCAATACTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAGGGGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>JQ403088 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATAAGCCTAGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAGTGTGAATGCTACTAACACCAATAGTAGTACTTCTACT----
-------------------------------------------------------------------------
-------------------------AACATCAGTAGTAGTGAGGGAGGGATAGAGGGAGTAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTCTATAGCCTTGATATAGTACCAATAGATGATAAGAAT----
-------------------------------------------------------------------------
----------------
AATAGGAATAATACTAACTATAGGTTAAGAAGTTGTAACACCTCAATCATTACACAA---
GCCTGCCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAGT------GGAAAGGGAGCATGTACAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGAAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCTCGGATAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------AATTCTGTAACA---------ATTAATTGTACAAGACCCAGCAACAATACAAGGAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATTATAGGAGATATA------------AGAAAAGCACATTGC---AACATTAGTGGGGTA---
CAATGGAATAACACCTTAGCCCAGATAGTTGGAAAATTAAAA---------------GAACATTTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------



CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCGGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTTAACAGACATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAAGGAAATTAGCAATTACACAGAATTAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGACCTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTGTCATTTGCTGTTAGCTTGTTCAATACCACCGCAGTAGCAGTAGCTGAG---
TGGACAGATAGAGTTATAGAAGGATTACAAAGAGCTTTTAGAGGT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCATTAATA---TAA 
>JQ403089 
GCT---ACA------------------------------------------
GACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGCACTGCCAAAAATAATGCTTTAACTTGCACTAATGAT-
-------------------------------------------------------------------------
-------------GCTGAAGCTATGACTACTGCTAATAGTAGCATGGGGACACAGGAAATGAAA---
AATTGCTCTTTCAAAATCACCACAGACCTGAAA---------------------------
GATAAGACAAGAAAAGAATATGCACTT---TTTTATAAAGTTGATATAACGCCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AATAATACTTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAAAAGAAGTTTAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAAACAAT---------GGTAAAATCATAATAGTACATTTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACGGTG------------GGACCAGGCAGGGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACTGATAGTTGGAAAATTAAGA---------------GAGCAATATGGG----
--------------------------------AATAATAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGCAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------CAG------
AACATGACATGGATGGAGTGG---GAAAAAGAAATTGATAATTATACAGAATCAATATAC---
AGATTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAGT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAATACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>JQ403091 
ACT---ACA------------------------------------------
AAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---



ACACCACTCTGTGTCACTTTACATTGCACTGATCTGAGGAATAAAACCAATAATGCCACT-------------
-------------------------------------------------------------------------
-------------------------------------ATTGAGGGAATGGAAAAAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAAATGCAAAAAGAACATGCATTG---TTTTATAGACTTGATGTAGTGCCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATATAAGCTATAGGATGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATCCTAAATTCAAT------GGAACAGGACCCTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGCTAAATGGCAGCCTAGCAGAA---GAT------------
GTAGTAGTTAGATCTGAAAATATCACAGACAAT---------GCCAAAGTCATAATAATACAGCTGAAA----
-----------GAACATGTAGAG---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCCCTA------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTAGTACA---
ACATGGAATAACACTTTAGGACAGATAGTTGGAAAATTACAA---------------GAACATTTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGACAATTACACAGGGTTAATATAC---
AGATTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGTCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
ATATCGTTAGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTTTAGAGCA----------------------------
--------TTTATCCATATA------CCCAGAAGAATAAGACAGGGCTTGGAACGAGCTTTGCTA---TAA 
>JQ610123 
GCT---GCA---GAA------------------------------------
AGACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAACAGTATTGAAA---------AATGTGACAGAGAATTTCAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGCTCTGCATTGAATGAAACTAATAGCTCGAATGAAACTAATAGCAATA
ATAGTAGTAAA--------------------------------------------------------------
----------------ACTAATAGCAATAATAGTAGCCAGGAAGAGCTGGGTAGCGGAATGAAA---
AACTGTTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGATGCAAAAGGAGTATGCACTA---TTTTATACATCTGATATAGTATCAATAGATGAT----------
-------------------------------------------------------------------------
-------------
AATAATAATACTAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATGAGACGTTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAAAAGAA------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTAAAG----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAAAACTTTAGGACAGATAGTTACAAAATTAAAA---------------GAACAATTCGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTACAGGCCAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATGCTAGTTGGAGTAATAGT---



TGGAGTAATAGAACT---------------------AATAAATCTTTGGAGGAGATTTGG------ACT----
--AACATGACCTGGATGCAATGG---GAAAGAGAAATTAGCAATTACACAGAAAAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATGTAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTACGAATAGTTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM081848 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTATGTCAGGAATGATACTAATACCACTAGTAGTAAT----
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTATCGAGGGAATAATGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAGATTTCAGAAAACATATGCACTT---TTTTATAAACTAGATGTAGAACCAATGGATCAG----------
-------------------------------------------------------------------------
----------------
AATAATACCAGTACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATGAGACGTTCAAT------GGAAAAGGACAATGTACAAAT-----------------------
-ATCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGAAGCCTAGCAGAAACAGAG------------
GTAAAAATTAGATCTGACAATTTCTCAAATAAT---------GCTAAAACTATAATAGTGCAGCTGACA----
-----------AAAGCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AAACAAGCACATTGT---AACCTTAGTAGAGAG---
GAATGGAACAACACTCTAAAACAGATAGTTGAAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AGTACAACAATAGTCTTTAAG------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCGAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATCACATTTGG------AAC------
ACCATGACCTGGATGGAATGG---GATAAAGAAATTAGCAATTACACAGACCTAATATAC---
AATTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCATTGCCATAGCAGTAGCTGAG---
GGGACTGATAGGGTTATAGAAGCAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM081861 
GCT---GCA---------------------GACCGT---GCT---GCA---
GACCAATTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCCAAAGGATATGATACAGAA---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCAAGGATGTGAATGCTACTAATAGCACTACTGGGACTAAC-------
-------------------------------------------------------------------------
-------------------AACAATAGGACTATTGGGGAAGGGATGGAGGGAAGTGATATGAAA---



AACTGCTCTTTCAATATCACCACAATCATGAGA---------------------------
GATAAGGTGCACAAAGAATATGCACTG---TTCTATAAACTTGATGTAGTACCAATAGATAGT----------
-------------------------------------------------------------------------
----------
AATAATAGTAGTGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCTAAGGTATCCTTTACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAGT------GGAAAAGGAAAATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGC------------
ATAGTAATTAGATCTGACAATTTCTCAAATAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGGAATATA------------AGACAAGCATATTGT---ACCCTTAACAGTACA---
CAATGGAATAACACAATAAGACAGATAGCTAGAAAATTAGGA---------------GAACAGTTTAAC----
-----------------------------------AAAAGCACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATACAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAAATATAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTACTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATATTACAAAGCATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KM081893 
GCT---GCA---GAA------------------------CAA---TTA---
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATCACACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTA------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAGATTGCATTAATAATGTAACAAGTAGTAATAATGTAACAAGTAATGCCACAA
GTGGGACAACT--------------------------------------------------------------
----------------------ACCACTGAACCACCTACTGATACCATCACTGATACCATGAGA---
AACTGCTCTTTCAATATTACCACAGGCATAAGA---------------------------
GATAAGGTGCAAAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAATAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACCCAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTACTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTATAAGACCCAACAACAATACCAGAAGA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAATAGAACA---
CAATGGAATAACACTTTAAGACAGGTAGTTGAAAAGTTAAGG---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAACCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTG---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGGACTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAAATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAATTTTTGCT---
GTACTGTCATTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCCTGTACAACGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATACACATA------CCCAGAAGAATAAGACAGGGTGCGGAAAGGGCTTTAGTG---TAA 
>KM081913 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACATGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATAAGTTGAGATATCATAATCATACCAAC-------------
-------------------------------------------------------------------------
-------------------------AACAGTAGCGGGGACAGGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAACATGAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTG---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------
GGCAATAATACTGGCAACTATACCAACTATAGGCTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGCCCAAAGGTGTCCTTTCAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATGATTAGATCTGCCAATATCGCAGACAAT---------ACTAAAGTCATAATAGTACATTTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACTAGACCCGACAACAATATAAAAAAA-----
-AGAATACTCCAT---------ATAGGACCAGGGAGAGCA---TTT------TATACAAAA------------
---------GTAATGGGAGATATA------------AGAAAAGCATATTGT---ACCATTAATAAAAAA---
GATTGGAACAAGACGTTAGGACAGATAGTTACAAAATTAAGA---------------GAACAATTTGAT----
-----------------------------------AATAAAATAATAGTCTTCAAT------
CGCTCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAATCAGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAACTTAATATAC---
ACCTTGATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGCATTACAGAGAACTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KM081963 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGGACAATGGTACTGCTAATACTACCAATAGTACT----
-------------------------------------------------------------------------
-------------ACTAATAACAATAATAGTAGTAGTTGGAAGATGGACAAAGGAGACATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATGAGA---------------------------
AACAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------



----------------------
GATAATACAAGTTATACTTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTAACATT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGCTCTGAAAATATCTCGGAAAAT---------ACTAAAACCATAATAGTACATCTGAAG----
-----------GTACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCCCACACAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAGAA---
AAATGGAGTAAAACTTTATACCAGATAGCTACAAAATTAGGA---------------GAACAATTTAGA----
-----------------------------------GATAAAACAATAAACTTTACC------
CAACATTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTGTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTCGCCATTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAGAGAATTTGTAGAGGT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>JX864027 
GCT---ACA------------------------------------------
GAAGAATTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGG---AAAGATGCAATA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCAATGATTGGAATGCTACTAGTACCAATGATACTGCAACTTAT----
-------------------------------------------------------------------------
-------------------------AAGAATAGTAGTTTGAAACTAGGGGAGGGAGAAATGAAA---
AATTGCTCTTTCAATGTCACCACAGAAGTAAGG---------------------------
GATAAGGTGAAAAAGGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAGRAATAATAATAGTTATAGGTTGATAAATTGYAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAC---AATGAAAGGTTTAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTGGCAGAAAAGGAG------------
ATAATGATTAGAWCTGAAAATTTCTCGAACAAT---------GCTAAAAATATGATAGTACAGCTGACA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAAYAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAATAAGATAGTTACAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AAAACAACAATAGTCTTTGAG------
CCCCCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAARATACCTCAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGAGCTGATATAC---
AACTTAATTGAAGCATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCACTAGATCACTGGGCAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCT---



GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAATTTGCTTAATACTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATAGTACAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAAGTTTGCTA---TAA 
>MH666175 
GCT---ACA------------------------------------------
GAGGACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACGGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCAGGAAGATATA---
ATCGGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTTACCTTAAATTGCACTGATGCTAGTACCAACAGTAGT----------------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAATAAAA---
AACTGCTCTTTCAATGTCCAATCAAGCATGCAA---------------------------
GATAAGCAGAAGAGAGAATATGCATAT---TTTTATAAACTTGATGTAGTACAAATAGATGATGATAAG----
-------------------------------------------------------------------------
----------
AATAATACGGATAATATTACTAAATATAGGTTGATAAGTTGTAACACCTCCGTCATTACCCAA---
GCCTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGGTCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGATGAAT----
-----------AAATCTGTAACA---------ATTGATTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AATTGGACTAACACTCTAAAACAGATAGCTAAAAAATTAAGT---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAAACTCATAATCAAATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAT---
AGTTTGCTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGATTTATTAGCATTGGACAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTA---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATAGTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTACTA---TAA 
>MH666186 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAGTC---
ACCACTCTATTTTGCGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGATCTGAATGTTAATAGCACTGATAGGAATGTTAAT-------
-------------------------------------------------------------------------
-------------------------AGCACTGATCTGAATACCTGGGATAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATACCACCACAAGCATAACA---------------------------
GATAAGAGACAGAAAGACTATGCATTA---TTTTATAAACTTGATATAGTACCATTAGATGAT----------
-------------------------------------------------------------------------
----------
AATACTACAAATAATTATACCAACTATAGGCTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCGAAGGTCTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT



GCAAT---GATAAGAAATTCAAT------GGAACAGGAGCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCTCAGACAAT---------ACTAAAAACATATTAGTACAGCTGGAA----
-----------GAACCTGTAATG---------ATTAATTGTACAAGACCCAGTAACAATACAAGTAAA-----
-GGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAAGA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---ATCATTAATGGTACA---
AAATGGAATGACACTTTAAAACAGATAGCTGAAAAATTAGAA---------------AAGCAATTTGAC----
-----------------------------------AATAAAACAATAGTCTTTAAA------
GACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGTTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAAACTTACGAAAAAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GATAGAGAAATTCACAATTACACACAACTAATATAC---
ACTTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGAAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTGGCTGTTAGCTTGCTCAATGCCATAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAATAGTACAAAGAGGTTGCAGAGCA----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>MH666216 
GCT---ACA------------------------------------------
AATAATTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGACACCAAATCCTATAAGACATAG---GTACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGCAAAGAATGGCACTAATGCTTTTAATGTTTCT-------
-------------------------------------------------------------------------
-------------ACCCCTAGTCCA---------------------------------ATGAAA---
AACTGCTCTTTCAACATCACCACAAACATGAGG---------------------------
GATAAGGTGCAGCTAGAACATGCACTC---TTTGATAGCCTTGATGTAGTACAGGAAAATAAT----------
-------------------------------------------------------------------------
-------------------------------
AGCTATAGATTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATGAGAAATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTGATATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAAAAGGAGAT------------
GTAATAATTAGATCTCAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAGCA----
-----------GAAGCTGTACAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGAAGCA------
---------GTGATAGGAAACATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA---
GATTGGAATAGAACTTTAGGCAAGGTAGCTGAAAAGTTAAGA---------------GAACAATTTGGG----
--------------------------------AAGAATAAAACAATAGTCTTTAAG------
CCCTCTGTAGGAGGGGACCCGGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAGATCTCTGGATTCTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGTTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAGTAGGGTTAAGAATAGTTTTTGTT---
GTACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGAATTATAGAAGGCTTACAAACAGCTATTAGAGTT----------------------------
--------ATTATCCACATA------CCTGTACGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH666227 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATAGTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATATTAATACTAATAGTACCAATAATAGTACCAAT-------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGCGACAGTGATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATAACTACAAGCATGAAA---------------------------
GATAAGATGCAGCAAGCATATGCAACT---TTTTATAGACTTGATGTAGAACCAATAGATAGTACA-------
-------------------------------------------------------------------------
----------------------
AATAATAGTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTTGAT------GGAAAAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCAAACAGT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------AAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGGCCAGGGCGAGCA---TAT------TTTAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAATAACACTTTAAAAGAGGTAGTTAGAAAATTAAGA---------------AAGCAATTTGAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGATATAGAAATTGTA---ACCCACAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCGGGCAAGGGTCCTAGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCTTGGAATACTAGTTGGAGTAGTGGC-----------
-------------------------------ACAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGCAATTAGCAATTACACAGAAGAAATATAC---
AAATTAATTGAACAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTGGCTGTTAGCTTGCCCAACGCCATAGCCATAGCAGTAGGTGCA---
GGAACAGATAGGATTATAGAAATAATACAAAGAACTTTTAGAGCT----------------------------
--------ATTTGTAACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCATTGTTA---TAA 
>MH666240 
GCT---GCT---------------------------------------
GCAGGTCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACCAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATAGGGGGAATATGACC----------------------
-------------------------------------------------------------------------
-------------------------GGGGGGAATGATACAGCGGGGAAAAATGCTGATATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAAATGCAGACAGCAAACGCAGTC---TTTTATAACCTTGATATAGTACAAATAGAGGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATCACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTTATAATTAAATCTGAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTCCAACTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGGCAAGCACATTGC---AACATTACTAGAGAA---
GCCTGGAATAAAACTTTAAAACAGATAGTTAGCAAACTAGGA---------------GAAAAATTTAAT----
-----------------------------------AATAAGACAATAAAATTTCAG------
CCACCCTCAGGAGGGGATCTAGAAATTGTA---ATGCACACTTTTAATTGTGCAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTGGATAGTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTCACAATTACACAAACTTAATATAC---
AACTTACTTGAAAAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTGGCATTCGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTTCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGGCAGGGGGCGGAAAGGTTTTTGCTA---TAA 
>MH666253 
GCT------------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTTTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTAGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACTCCACTCTGTGTTACTTTAAGTTGCACTAATGCTACACTTGGTAGTTCCACTAATGCTACTAATGCCCCTA
ATAATGCCACT--------------------------------------------------------------
-------------------------------------------GATATGAATTCAGAAGTAAAA---
AACTGCTCTTTCAATATCACCTCAAGTATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCTGTC---
TTCTATAAGCTTGATTTAGTACCAATAGAAGATAGTAACAGTAGTGCT-------------------------
-----------------------------------------------------------
AATAGTAATTATACCAGCTATAGGTTGATAAATTGTAATACCTCAGTCATAACACAG---
GCCTGTCCGAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATCAAGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------CAATCTGTAGTA---------ATTAATTGCACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGTAGA---
GATTGGAATGAAACTCTAAAACAGGTAGCTGCAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AAGACTACAATAATCTTTCAG------
CCATCCTCAGGAGGGGACCCAGAAATTAGA---GATCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAACAATACTTGGAGT-----------------
----------------------------AATAGATCTATGGACGAAATTTGG------AGC------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAAGCTTCATATAC---
ACATTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCCTTAGATAAGTGGGCAAATTTATGGAGTTGGTTTAGTATAACACACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTCTTAGCTTGCTTAATACCATAGCCATAGCAGTAGCTGAG---GGAACAGAAAGG-------
-----------------------------------------------------------------
CCTCATACCTAGAAGAATAAGAC----------ATTGAAAGGGATTTGCTAGGG------ 
>MH666262 



AAT---GCA------------------------------------------
GACCAATCGTGGGTCACAGTATATTATGGGGTACCCGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAGCATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATCCAATGTTACAGAATAATACACAGAATACTACTGTTTCAC
AG-----------------------------------------------------------------------
----------------------AATAATACTGCTAGGGTGCATACGAATACTACTGATATGAAA---
AACTGCTCTTTCAATGTCACCACAGACCGAAGA---------------------------
GATAAGATGCAGAAAACATATGCTTTG---
CTTTATAAACTTGATATAGTAGCAATAGATGATGATAATAGTACA----------------------------
-----------------------------------------------------------------
AATGCTACTAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAATAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTATTAAATGGCAGCCTAGCAGAAGGAGAG------------
ATAGTAATTAGGTCTGAAAATCTCACGGACAAT---------GCTAAAACCATAATAGTACACCTGAAC----
-----------AAAGCTGTAAAT---------ATTACTTGTATGAGACCCGGTAACAATACAAGAAGA-----
-AGTATATCCATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGG---
AATTGGAATGAAACTTTACAAAATATAGTTAAAAAATTAAGAGAA---------CAAGAACAATTTGAG----
-----------------------------------AATAAGACAATAGTCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTTACATCTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACAGATTTAATATAC---
AGCTTACTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAGAGGATTGGTAGAGGC----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM354431 
ACT---GAA---GAG------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAGT---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCACATAAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCTGACCCACAGGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAGTAATGTGACTATTATCACTAATAGTACTACCGCT-------
-------------------------------------------------------------------------
----------------------AATAGTAGTGGGAAAGGGATACGGGATGAATTAGAAATGAAA---
AACTGCTCTTTCAATGTTTCCACAAACACAAAT------------------------
AGAAAGGGGTTTAAGGAAGAATATGCTCTT---TTTTATAAACTTGATTTA---------AATGGT-------
-------------------------------------------------------------------------
----------------------
ACTGACAATACAAGCTATACATTGATAAATTGTGACTCCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAACCTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAG---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----



-GGTATAGGGATA------------GGACCAGGGAGTATA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAGTGGAACAACACTTTAAGACAGCTAGCTGGAGAATTAGAA---------------AAAAGATTTAAT----
--------------------------------AAAACAACAATAATCTTTGAGCAA------
CCACTCCCAGGAGGGGACCAAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGATATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAATAATTACACAGGCTTAATACAA---
ACCTTACTTGAAGAATCGCAGATTCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGACAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGTCTGGTAGGTTTAAGGATAATCTTTTTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGTTTGCTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTCTTACAAGGAGTTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM354585 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGATGCAAAA---
ACCACTTTATTTTGTGCATCAGATGCAAAAGCATATGAGACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAGTAGTATTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATCTGTGTTATTTTAAATTGCACTGATTATGTAAGGAATGATACTAAT-------------------
-------------------------------------------------------------------------
----------------------------------ACCACCATTAGCAATCCTGCCGAAATGAAG---
AACTGCACTTTCAACATCACCACAAGCATAAAA---------------------------GAGGAGGTG---
AAAGGATATGCACTT---TTTTATAAATATGATGTAGTACAAATAAATAAT----------------------
-------------------------------------------------------------------------
----AATAGTAATGATACTAGATATAGGTTGATGAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTGTAAAGT
GTAAT---GACAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CACCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAATAAT---------CATAAAATCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGGAGAACA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGACTGGCACTTTAAAAAAGATAGTTGGAAAATTAGGA---------------AAACAATTT-------
--------------------------------AATAAAACAATAATCTTTGATCAA------
CCACCCCCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATCATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGTTTAATATAC---
ACTTTACTTGAAGAGTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTGGAATTATATAAATGGGATAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTGGTTCAAAGAGCATTTAGGGCC----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KM354670 
GCT---ACT------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTTTATTCTGTGCCTCAGATGCCAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAACCCACAAGAAGTAGTATTAGCA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTAATATTGCTAATGCCACTGATACGAATAATAGT----------
-------------------------------------------------------------------------
-------------------------GTTACCAATGTTACGGTGAGGGGGGCAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGGTGAAGAGAGAATATGCACTG---TTTTATAAACTTGATATAGTACAAATAGATGATACT-------
-------------------------------------------------------------------------
----------------
GATACTACTAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGATCAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGGATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAACTTCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACTAAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAAAACGGGTAGCTAAAAAATTAAGA---------------GAGCAATTTGGG----
--------------------------------GAGAATAAAACAATAAACTTTAGC------
AAACCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
ACATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTGTTTACT---
GTACTTACTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAAAGAGCTGGTAGGGCT----------------------------
--------ATACTCCACATA------CCTACACGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>KX587204 
GCT------------------------------------------------
GATCAATTGTGGGTAACTGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGTC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------ATGTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTATAATGGTACTACTAATACCACTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAGGATGAAGATGAAAGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAAGA---------------------------
GATAAGGTGAGGAAGGAACATGCGCTT---TTTTATAGATTTGACATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
GATACTGATAATACTAGCTATAGGATAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACTTTCAAT------GGATCAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTATTGAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTACTTAGATCTGAAAATTTTACTGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTATAATA---------ATTAATTGTACAAGACCCAACAACAATACCAGAAAA-----
-AGTATAAATATA------------GGGCCAGGGAGAGCA---TGG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAGAAA---
GATTGGAATAAGACCTTAAAATGGGTAGTTGGAAAATTAACA---------------AAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------



CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAACGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGACAATTACACAGACATAATATAC---
AGCTTAATTGAACAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGGTCAG---
GGGACAGATAGGATTATAGAAATAGTACAAGGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC473824 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCCAATATTACTAATACCAATACTACT-------------
-------------------------------------------------------------------------
----------------------AATAATAGTAGCTGGGAAAGGGAGGAAACAGGAGCAATAAAG---
AACTGCTCTTTCAATATCACAACAAGCTTAAAA---------------------------
GAGAAGGTACAGAATGAATATGCACTT---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACCAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTACTACTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAACAACACTTTAAAACAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATTCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTGGTAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCG------
TTATCGTTTGCTGTTAGTTTGCTCAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTATAGGGGA----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MK164663 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAGCATTGAAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---



ACCCCGCTCTGTGTTACTTTAAATTGTACTAAGTTTACAGGGAATGTCACTCATGAGAAT-------------
-------------------------------------------------------------------------
-------------------------GGGACTGTCACTGTTAATAGTACTATTGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGTATGAAA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATACGGTTGATGTAGTACCAATAAAGAATGATAAT----
-----------------------------------------------------------
ATAGAGAATGATACAAAGAATGGTAGTATAAAGAATGATAATACTAACTATAGGTTAATAAGTTGTAACACCT
CAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCTATTCTAGAGT
GTAAA---GAGAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
GTAGTACTTAAATCTGCCAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAAGCAGTAGTA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAAAAGCACATTGT---AACCTTAGTGAAGCA---
AATTGGAATAGAGCTTTACATAGGATAGCAGAAAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------AAAACAACAATAAGATTTAAT------
CGAAGCGCAGGAGGGGACCCAGAAGTTGAA---ATGCACACTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCCCTGGATAATATCTGG------AAT------
CACACGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCCTAATTGCAGACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTAATGGCATTAGACAAATGGGATAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAATACTACAGCTATAGTAGTTGCTGAG---
GGAACAGATAGAATTGTAGAAGCATTCCAAATAGCTTGTAGAGCT----------------------------
--------ATTAGGCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTA---TAA 
>MK164670 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAGCATTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTAAAATGTACGGAGTATAATGGCACTAGGGGGAATGCCACTGAT----------
-------------------------------------------------------------------------
-------------------------ATGAATGACTTTGATAATAGTACTATTGGAGAAGTAAAA---
AACTGCTCTTTCAATGTAACCACAAGTATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAGTATGATGTAATACCAATAGAAAATGAT-------
-------------------------------------------------------------------------
----------
AATGATAATACTAGCTATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCTATTCTAGAGT
GTAAA---GAGAAGAATTTCAAT------GGAACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCGGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
GTAGTACTTAAATCTGACAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGTTGGAT----
-----------GAAGCAGTAGTA---------ATTAAGTGTATAAGACCCAATAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTG------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTACTACAGCA---
AATTGGACTAAAACTTTAAGTAAGATAGCAGAAAAATTAGGA---------------GAAAAATTTAAT----
-----------------------------------AAAACAATAATAAAATTTGAT------
CGACACGCAGGAGGGGACCCAGAAGTTGAA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATGTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCCCTGGATGATATCTGG------AAT------
CACACGATCTGGTTGAAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGCAGACTCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGGATAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACTACAGCTATAGTAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGCATTCCAAATAACTTGTAGAGCT----------------------------
--------ATTAGCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGACTTCTACTA---TAA 
>KC935958 
GCT---GCA------------------------------------------
GATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAAGATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAATTGCACTAATGCTACTAGTACCATTAATGGTACTAGTTCCAAT-------
-------------------------------------------------------------------------
-------------------------------------------AGCACATCGGAAGACATGAAA---
AATTGCACTTTCAATGTCACCACAAGCATGAGC---------------------------
AATAAGGTGCAGCGAGAACATGCACTT---TTTTATACACTTGATATAATACCAATAGACGAG----------
-------------------------------------------------------------------------
----------------
GATGGTGATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCGTCACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTATCGGAAGAAGGG------------
ATAATAATTAGATCCGCCAATCTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------CAATCTGTACAA---------ATGACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGCAGAGCG---TTT------TATGCAACAGAAGGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGT---
AATTGGACTGAAACTTTACGAAAATTAGGTGCAAAATTGAAA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAAATTTTACT------
CAATCCTCAGGAGGGGACCCAGAAATTGCA---ATGCTTAATTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------GACAAAAATCTGAGTCAGATTTGG------GAC------
CACATGACCTGGAGGCAGTGG---GAAAAAGAGATTGAAAATTATACAGACATAATATAC---
ACTTTAATTACAGAATCGCAAAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAATAGGTTTAAGAATAGTTTTTACC---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>JF680914 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAACGACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAGA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAGTAGGAATGATACTAATACC----------------
-------------------------------------------------------------------------
----------------------------ACTAGTATGGGAAAGATAGAGAGAGGAGAAATAAAA---



AATTGCTCTTTCAATATTACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGATTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAC---AATAAGACATTCAGT------GGAAAGGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACGCATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACCATTTTACAGATAAT---------ACTAAGATCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTC------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAACA---
AAATGGAATGAAACTTTACATAAGATAGCT--AAAAAAATTA------------CAAAAACAATTTAAT----
-----------------------------------AATAGAACAATAATCTTTGAA------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGCAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGCCTAATATAC---
AACTTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTATTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTGTAGGGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>JF680916 
GCT---AAT------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACCCTGTTTTGTGCCTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAACTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGGGGACATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGACCCTTTGAGGAATAATACTGCCACTAATACC----------
-------------------------------------------------------------------------
-------------------------ACTAGTAATAATTTGGGAAAGATGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAGGGTGCGGAAAGAATATGCGCTT---TTTAATAGGCTTGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------
GATAAATTTAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTATTACTAAATGGAAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTACATTTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATCCATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AGTTGGAACAGAACTTTAAAACAGGTAGCTAGAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAAAGTATAATCTTTACA------
AAGTCCTCAGGAGGGGACCCAGAAATTGTC---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AACAAATCTTGGGAGGATATTTGG------GAT------
AAAATGACCTGGATGGAGTGG---GACAGAGAGATTGACAATTACACAAGCATCATATAC---
TCCTTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------



-----------------------------
AAGAATGAACAGGAATTATTGGCATTTGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATCATAGAAATAGCACAAAGAGTTGGTAGGGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK383384 
GCA---GAA------------------------------------------
TCAGACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACGAGAACTAGTGTTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTT---
ACCCCACTCTGTGTTACCTTAAACTGCACTAATTGGAAGCCGAATGGCACTGAT-------------------
-------------------------------------------------------------------------
-------------------------ACTAATGTCACGATGCGGATAGAGGATGGAGAAATAAAA---
AAATGCTCTTTCAATGCCACCACAGAAGTAAGA---------------------------
GATAAGGTGCAGAAACAAAATGCTCTC---
TTCTATAACCTTGATATAGTACAAATGGGGGAAGAGGGTAATCGTAGCTATAGT-------------------
--------------------------------------------
AATAGTAGCCATAGTAATAGTAGCTATAGTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAA-
--
GCTTGTCCAAAGGTCTCCTTTGATCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATCCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTACTCAGATCTGAAAACTTCACAAATAAT---------GCTAAAACCATAATAGTACATCTAAAT----
-----------GAATCTGTACAA---------ATTAATTGCACAAGACCCCACAACAATATAAGAGGA-----
-AGAATGTCTATA------------GGACCAGGGAGAGCA---TTT------GTTGCAACAAGAGAA------
---------GTAACAGGAGTTATA------------AGACAAGCACATTGT---AACATTAGCATGACA---
AAGTGGAATGACACTTTAAAAAAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAA------
CCATCCTCAGGGGGGGATCCAGAAATTGTA---ACGCACCACTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTCAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAC---
AACTTACTTGAGAAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACCTATCACAATGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTCCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTTAATTCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACTAATAGTTTGTAGAGCT----------------------------
--------ATTCGCCGCATA------CCTACAAGAATAAGACAGGGCTTGGAGAGAGCTTTATTA---TAA 
>KF526141 
GTT---ACA------------------------------------------
GGAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATGTAAGTAATGTTACTACTCACAGTAATAGTAGCAATG
TTACTGCTCAC--------------------------------------------------------------
-------------AGTAATAGTAGCAATGTTACTACTCACAGTAATAGTAGCAATGAAATACAA---
AAATGCTTTTTCAATGTCACAGCAGGCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---



TTTTATAAGATTGATATAGTACCAATAGATAAGGGTAATGATAGC----------------------------
-----------------------------------------------------------
AATTCTACCTATTCTACATATAGGTTGATAAATTGTAACACCTCAGTCATAACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAAAAGAG------------
GTAGAAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAT------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
AATTGGACTAAAACTTTAGGAAAGGTAGTTGCAAAATTAAGA---------------GAACAATTTGGACAG-
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCGCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGATAGTTGGAGT-----------------
-------------------------AAAAATAAATCTTGGGAGGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAACATAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGTTCAACGCCGTAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGATTGGAAAGGGCTTTGCTA---TAA 
>KM081852 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAAGATTGGAA---------AATTTGACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCAGGAGGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACTCCAATCTGTGTTACTTTAAGCTGCACTAATTGGATAAATTATACTAGTACAGCTACTAGTACAACTACTA
GTACTATTACA--------------------------------------------------------------
-------------CCTACTGGAAATTATACTACTAGTACACCTCCGGGGGGAGAAGACATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAAA---------------------------
AATAAGGTGGAGAAAAAATATGCACTT---TTTGATACACTTGATGTAGTACCAATAGAAAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACAAACTATATGTTGATAAATTGTAACACCTCAGTCATCAAACAG---
GCCTGCCCAAAGGTATCCTTTGAACCAATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCTACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTCAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTACCA---------ATTACTTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATAAACATA------------GGACCAGGGAGAGCA---TGG------CATATATCAGAACCA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
GAGTGGAATAAAACTTTAGAAAAAGTAGTTAAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAACCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGCATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAAGTCAGAGTGAAATTTGG------GAA------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGGAGTAATATAC---
AATTTAATTGAAAAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGACCTATTGGAATTGGATAAGTGGGCAAGCTTGTGGTCTTGGTTTGACATATCAAACAGGC



TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTTAGAATAGTTCTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAACACCATAGCTGTAGCAGTTGCTGAA---
GGGACAGATAGAATTATAGAAATATTACAAAACACTGGTAGAGCT----------------------------
--------ATTCTCCACGTA------CCTAGAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCAA---TAA 
>KM082074 
GCT---ACA------------------------------------------
GATAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGATACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGCATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTAA--AAGCCATGTGTTAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTTACTTGTATTAATAGCACTACTACTAATAGCACTCCTG
CT-----------------------------------------------------------------------
-------------------------AACTGTAGTATTGGGAGGGAAATGCAGGAGGAAATGAGG---
AACTGCTCTTTCAATATCACCACCGACTTAAAA---------------------------
GATAAATGGCAGAAAGAATATGCAACT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATACTACCAACTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCTCGAACAAT---------GCTAAAGTCATAATAGTGCAACTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAATGGTTCA---
CAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTGTAGAATATATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGTTTAATATAC---
ACCTTAATTGAAGACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AAAAGTGTTAGGCAGGGATATTCACCA------
TTATCATTGGCTATTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>MG196787 
GCT---GCA------------------------------------------
GGAAAGTTGTGGGTCACGGTCTATTATGGAGTACCAGTGTGG---AAAGAAGCATCC---
ACCACACTCTTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------ATTTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAT---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCACTGATCTGAGGAATGCTACTAACACCAATACTACT----------
-------------------------------------------------------------------------
-------------------------AACACCAATAGTAGCATGTTGGGGGGAGGAGACATGAAA---
AACTGTTCTTTCAATATCACCACAAGCCTAAGA---------------------------
GATAAGTGGCAAAAAGAATATGCACTT---TTTTATCAACCTGATATAGTACCAATAGATAATGATAAGACT-
-------------------------------------------------------------------------
----------------
AATAATAGCTATGCTAACTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAG---



GCTTGTCCAAAGATAAGCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTTAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACC---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAACTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACTCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGC---AACATTAGTGAAAGA---
GATTGGAATAACACTTTAAAACAGGTAGCTGAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------GGGAATATAACAATAAGCTTTAAG------
AACCACTCAGGAGGGGACCTAGAAATTATA---ACACACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------CATAATAAATCTCTGGATGGGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
CGGTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGCCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGATAGATAGGATCATAGAAGCATTGCAAAGAATTCTTAGGGCT----------------------------
--------ATTCGCAACGTA------CCTGTAAGAATAAGACAGGGCTTGGAGAGGGCTTTGCTA---TAA 
>MG196997 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGAGGCAACA---
ACCACCCTATTTTGTGCATCAAATGCTAAAGGATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCAAAAGAAATAGTATTAGGA---------AATGTGACAGAAAACTTTATC----------------
--------------------------ATATGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGTAGTGATGCTAATACCAATAGTAGTGATGCTAAT-------------
-------------------------------------------------------------------------
-------------ACCACTAGTAGTAGGAATAATATTACAGAGGACATAAGAGGAGAGATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGG---------------------------
GATAAGATACAGAATACATATGCACTG---TTTAATAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATATGCTGATAAGCTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GAGAAAGGGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATATCTCAAACAAT---------GCAAAAACCATAATAGTACAGCTGAAA----
-----------AATCCTGTAAAT---------ATTACTTGTGTAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GCATGGAATACCACTTTGCTAAAAATAGCACAAAAATTAAGT---------------AAATATTTAAAT----
-----------------------------------AATAGCACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTATA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAGTCTGTTGATTATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTATACAGGATTAATATAT---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTATTTTCCATAGTG---------AATAGAAGTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAACACCATAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGCTATAGAAATAATAAGAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>KM354703 
GCT---GCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGGG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTACTGGGA---------AATGTGACAGAAGACTTTAAT----------------
--------------------------GCTTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTCACTTTTAATTGCACTAATTATAACAATACCACTGGTAATAGTACCGCAAAT-------
-------------------------------------------------------------------------
----------------------ACCACTAGTAGTTGGCAAAGGATGGAGCAAGGAGAAATAAAA---
AACTGTTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCATTA---TTTTATAAATCTGATATAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAATAGCTATAGGCTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTTGAT------GGGAAAGGAAAATGCAACAAT-----------------------
-GTTAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGCCTAGCAGAGGAAGAG------------
ATAGTAATTAGATCTGACAATTTCTCAGATAAT---------GCAAAAACTATAATAGTACAACTGAAG----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGCATACATATA------------GCACCAGGGAAAGCA---TTT------TATGCAACAGACAGA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGAGGGA---
GCCTGGAATAAAACTTTAGAACAGATAGTTAAAAAGTTAGGA---------------GAACAATTTAAG----
--------------------------------AATACTACAACAATAGTCTTTAAG------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATAATATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AGCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTAGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAATA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACTAAGAGTTTATAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAACTCGCTTTGCTA---TAA 
>KM354781 
GCT---ACA------------------------------------------
ACAAACTTGTGGGTCACAGTCTATTATGGGGTTCCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGTTGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACGGAC---
CCCAGTCCACAAGAGGTAAAATTGGAA---------AATGTGACTGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGCAGATGTA---
ATTAGCTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATATTAGTACTACTAGTAGTAGCAATACTAGT----------
-------------------------------------------------------------------------
-------------------------AGTAGTAGCAATGGAACAATGGAACAAGGAGAAATGAAA---
AACTGCTCTTTCAATAGCACCACAGGAATGAAG---------------------------
GATAAGATGCAGAAAGCATATGCACTT---TTTTATAAACTTGATGTAGAACAAATAAGTAGC----------
-------------------------------------------------------------------------
----------------------
AGCAATAGCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAAT---GATAATAGGTTTAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAATTGTTATTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAGAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTGGCA---------ATCAATTGCACAAGGCCCAACAACAATACAATAAAA-----
-GGTATACATATG------------GGGCCAGGAAGAGCA---TTT------TATGCAACAGGGAGT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAAAC---
AATTGGAATAAAACTTTACAAAGGATAGTCACAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAACCTTTAAT------
GAATCTTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAGAGAATATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
ACCTTAATTGAACAAGCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATACATGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------CATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTCCAAGCAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCGCAGAAAGGGCTTTGCAA---TAA 
>JN397365 
GGT---GAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAGAC---
ACCACTCTGTTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAACATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCCTACAATGCAGAGACGTGAGGAATGCTACTCATGCCCCTAGTAAT----------
-------------------------------------------------------------------------
----------------------ACTACAGATAATGCTACAGTGGAGGAAAAAATAGACATGAAA---
AATTGCTCTTTTAATATCACCACAAGTCTAAGA---------------------------
GATAAAGTGAAAAAACAATATGCACTT---TTTTATAACATGGATATAATAAAAATGGATGAG----------
-------------------------------------------------------------------------
----------------
GAAAGGGATAATGATAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAA---
GCTTGTCCTAAAATAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAGAT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------GAATCTATACCA---------ATTAATTGTGTGAGACCCAACAACAATACAAGAAGA-----
-AGTATGACTATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAGAAAA---
GCATGGAATAACACTTTGAAATGGATAGTTACCAAACTAAGA---------------GAACAATTT-------
-----------------------------------AATGAAACAATAATCTTTAAT------
CAATCCTCAGGGGGGGACCCAGAAATTGAA---CTGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCCGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGATCACATATGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAT---
GACTTACTTGAAAATGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGAATTAGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GTACTTTCTATATTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTCAATGCCACAGCTGTAGCAGTAGGTGAG---
GGGACAGATAGGATTATAGAACTATTACAAAGAATCTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAGTCAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>HQ846901 



GCA---GAA---------------------------------------------
AAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATATAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCGCTGATTTGAATACCATTGATTCGAAGAATGGTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGCTGGGGAATGATGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGATAAC----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAAAAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTCTCTAGACAA---
AAATGGGGTGCCACTCTAAGACGGGTAGTTAGCAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATATTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTAATTGAACAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTACA---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC473825 
GTT---GCA------------GAGAACTCT---GGT---GAT---GCA---
GAGAAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCTACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTG---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACCAATGTCAGTAATACTACCAATGATAGTGCTAATAATGCT----
-------------------------------------------------------------------------
-------------ACCCAGAGCAATAATAGTAGAGTGGAAGGAACAATGAAGGAAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAATATACAA---------------------------
GATAAGAAGGAGAAACAATATGCACTT---TTTTATAAACAGGATATAGTACACATAGATGAT----------
-------------------------------------------------------------------------
----------------
AGTGATAATAGTACTAAGTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAACGATTAGATCTGAAAATCTCACGAACAGT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAAA-----



-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAAAA---
CAATGGAATAACACTTTAAAACAGGTAGCTGAAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAACCTTTGACAGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAGAGATAATATAC---
AACTTACTTGAAGTATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAACGAACAAGAATTATTAGAATTGGATAAATGGGCAAATTTATGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTCTTTGCT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGATATAGTACAAAGGATTGCTAGAGGT----------------------------
--------GTTCTTCATATA------CCTAGAAGAATAAGACAGGGCTTTGAATTAGCTTTGCTA---TAA 
>KC473827 
GCT---GTA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATACAATTGAAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAAGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGTACTAATGTTACTACTAATAGT-------------------------
-------------------------------------------------------------------------
-------------------------AGTCATGTAGAAGGACCAACGGAGAAAGGAGAGATGAAA---
AATTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------
AATAAGATAAAGAGAGAATATGCACTT---TTTTATAAACTTGATATAGCACAAATAAATGAGAAT-------
-------------------------------------------------------------------------
----------------------
GATAATGCCAGCTATATTATGACAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAGA---GATAAGAAGTTCAGT------GGAAAAGGAAAATGTACAGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAAGTCTGACAATTTTACAGACAAT---------GCTAAAATCATAATAGTACAACTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCGGTAACAATACAAGAAAA-----
-AGCATACATTTA------------GGACAAGGGAGAGCA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGTA---
AAATGGAACAACACTTTAAGAATGATAGCTACAAAATTAAGA---------------GAACAATTTCCA----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTGGGAATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTCCAAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAGCAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTAGATAAATGGGCAGATTTGTGGAGTTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTATGATAGGGTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAATTGGCAGGGGT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTT---TAA 
>KU678074 
GCT---GCA------------------------------------------
GATCAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAACAGAG---GCACATAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---ACGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGACTATGCTAATAATAGCACTGATAATACC-------------
-------------------------------------------------------------------------
----------------------------AATAGTAGTATCAAGGGAGAAAAGGGAGAAATAAAA---
AAATGCTCTTTCAATATTACCACAAATTTGAAA---------------------------
GATAAGAAGCAAAAAGCAGAGGCACTT---TTTTATAATCTTGATGTAGTACCAATAGAAGATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTACCAACTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAG------------
ATAGTAATTAGATCTGAGAACTTCACGAACAAT---------GCAAAAATCATAATAGTACAGCTGAAG----
-----------GAACATGTAACA---------ATTACTTGTACAAGGCCCAACAACAATACAAGAAAG-----
-AGTATAACTATA------------GGGCCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCAGAACA---
CAATGGAATAGCACTCTAAAACAGGTAGCTGAAAAATTAAGG---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACCCCTCAGGAGGGGATCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATTATATTTGG------ACT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAT---
GACTTAATTGGAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTAGCTGTTAGCTTGTTTAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGCACAAATAATTGGCAGGGCT----------------------------
--------ATCCGCCACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>KM082156 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCAACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGACAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATGCTAATGCTACTAGAACCACTAATAGTACTACTAACACCA
CT-----------------------------------------------------------------------
----------------------AATAATACTACCTGGGAAGAGGTGGGGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAGGAATAAGA---------------------------
GATAAGTGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTGGTACCAATAGAAGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGCAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCCTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCATGAGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATCTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCTGTAGTA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAGACAGGTAGTTACAAAATTAAGA---------------GAACAATTTAAT----



-----------------------------------AATAACACAATAGTCTTTCAG------
CCAGCCTCAGGAGGGGACCTAGAAATTGTA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGAATTTGGG
GTTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATGAGATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
TCCTTAATTGAAGCATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCT---
GTACTTTCTATAAGG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTACCGTTTGCTATTAGCTTGCTTAATACAACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGCATTCTAGAAATATTACAAAGAATTGGGAGAGGT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>KF526228 
GCA---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCAGTCTGTGTTACCTTAAATTGCACTGATGTTACGAAGATTAATGATACC-------------------
-------------------------------------------------------------------------
----------------------ATACTTAGTGGCAATGGCACGATAGAAAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACTGCAAACATAAGA---------------------------
AATAAGATAAAGAAAGAATATGCATAT---
TTTTATAAGCTGGATGTAATACCATTAGAAGAAGAAATAGAAGAAGAA-------------------------
-----------------------------------------------------
AATAAGACTAGCAATTATACTACCTATATGTTAAGAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTCTGTGCCCCGGCTGGTTTTGCGATTATAAAAT
GTAAG---GATAAGGATTTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAT------------
ATAGTAATTAGATCCTCCAACCTCTCGGACAAT---------ACTAAAAACATAATAATACAGCTGAAA----
-----------GACTCTGTAAAC---------ATGACTTGTATAAGACCCCAAAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
CATTGGAATAACACTTTGGAAAAGATAGCTGTGAAATTAAGA---------------GAAAAATTTAAT----
-----------------------------------AATAGCACAATAATCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ATGTTCAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACAGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATAATTACATTTGG------GAA------
AATATGACCTGGATGCAGTGG---GAAAGAGAAATTGAGAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAACATTACAAAGAGCTGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF526265 
GCT---ACA------------------------------------------
GAAGAATCGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGCGCTTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---



ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGCTGAAGCTGAATATTACTAAGCAGAATACTACTACCAAGA
CTACTCCTACC--------------------------------------------------------------
-------------------------------------CCGAGTAGTGAAGAGGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---CTTTATAAACTTGATATAGTACCAATAGAAGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATCTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------AGGTCTGTAGAA---------ATAAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------CATACAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAACACTTTAAGAGAGGTAGCTATAAAATTAAGA---------------GAACATTAT-------
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---GCGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AATAATAAATCTCTGGCTGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAACAAGAAATTGATAACTACACAGGCTTAATATAC---
AGCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTACTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTGTAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>KF526312 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCGAACCCACAAGAGGTAGTATTGAAA---------AATGTGACAGAAGTCTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAGAGCTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAAAATGATACTAATACCAGTAATGCTACTACTGCTG
CTACCACTACT--------------------------------------------------------------
----------GTTGCTAATACCAATATTAGTAGCGGGATAATGATGGAGAAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACAGGAGG---------------------------
GATAAGATGAAGGAAGAATACGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAATAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTTGAG------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTGGCAGAAGATGGA------------
GTAGTAGTTAGATCTGATAATTTCTCGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAC----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGG-----
-GGTATACATATA------------GGACTAGGGAGAGCA---GTT------TATGTAACAAGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAATATA---
AAATGGAATAACGCTTTAAGAGAGATAGCTAAAAAATTAGGA---------------GAAAAGTAT-------
-----------------------------------AATAAAACCATAGTCTTTAAT------
GGACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTAATGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTATGAATGACATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
GCCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCCTGGTAGGTTTAAGAATAGTTTTCACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTTAACGCCACAGCAATAGCAATAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTGCAAATAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTCGGAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KF526323 
GCT---AAT------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACCAATAATGTTACTGCTATTGGTAGTACCACTAAT----------
-------------------------------------------------------------------------
-------AGTAATGTCACTGGGAATATCACTGGGAGTATGCTGGGAGAATCGGGAGAACTAAAA---
AACTGCTCTTTCAATGTCACCACAGGAATAAGA---------------------------
GATCAGGTAACAAAAGAATATGCACTG---TTTTATAGACTTGATGTAATGCCAATAAAAGGG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACCTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAA---GATAAAAATTTCAAT------GGATCTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACT---
CACCTGCTATTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGAACTAACAACTATACAAGTAAA-----
-GGTTTAAGTATA------------GGACCAGGGAGAGCA---TTT------GTTGCAGCAAGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAGCA---
GAATGGAATAAAACTTTAGAAAAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGTC----
-----------------------------------AATAAAACAATAATCTTTACT------
CGACCCTCAGGAGGGGACCCAGAAATTACA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAAGGACATTTGG------GAT------
AACATGACCTGGATACAATGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
AACTTACTTGAAGCATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTGTTTGCT---
GTACTTTCTATAATA---------AATAGGGTTAGGCAGGGATACTCACCC------
TTATCGTTAGCTGTTAGCTTGCTTAACGCCATAGCTATCGCAGTAGCAGAG---
GGGACAGATAGGTTAATAGAAATAGTACAAAGAATTTTTAGAATT----------------------------
--------TTACTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT124766 
GCT---GGA------------------------------------------
GACAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGACGCAAAT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATTACTTTAGATTGCACTGATTACAGTGGGAGTAATATTACTAATGATACTACTAGTACTG
ATACAACT-----------------------------------------------------------------



----------------------------AATAGTCCTGGAACAACAGAAACAGGAATAATGAAA---
AACTGCTCTTTCAATATCACCACAGGCCTAAGA---------------------------
GATAAGCCTAAGAAAGACTATGCAATT---TTTTATAGTCTTGATGTAGTATCAATAGACAAT----------
-------------------------------------------------------------------------
----------
ACTAATAACAATACTAATACTAGCTACAGGTTGAGAAGTTGTAACACCTCAATCATCAGACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGAAGT
GTAGA---GATAACAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCCACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGAGAATTTCACAGACAAT---------ACTAAAACAATAATAGTACATCTGAAT----
-----------GAATCTATAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACGCATA------------GGACCAGGGAGTGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAAAATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
ACATGGAATAACACCTTACGGAAAATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGAGATCCAGAAGTTGTA---CAACACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGC-----------------
----------------------------AATAAATCTATGGATATTATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AGCTTAATTGAAGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTAAAATTGGACAAGTGGGATAGCCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCCTGCTCAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTACTACAAAGAATTGGTAGGGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT124773 
GCT---GAC------------------------AGT---AAG---GCT---
GAAGACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATACGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTATCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAAGTGCACTAATGCCACTGTCCATAATAGTACCACTGTCAATAATACTACA-
-------------------------------------------------------------------------
----------------------------------------------------GGAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGTATAAGG---------------------------
GATAAGGTGAAGAAAGAATATGCTTTA---TTCCATAGCCTTGACATAGTACCAATAGAAGATGATAAGAAG-
-------------------------------------------------------------------------
-------------
AATATGAGTGGCTATAATAACTATAGATTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATCTCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGCTTTTTAAAT
GTAAC---AATAAGACATTTGAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAACTGAAT----
-----------GAATCAGTAACA---------ATTACCTGTACAAGGCCTGGCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGTA---
GAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAGGA---------------GAACAATTTAAC----
-----------------------------------ACGACTACAATAGTCTTTCGG------
CCACCCATAGGAGGAGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTACGTGATCAACAGCTCCTAGGGATTTGGG
GGTGTTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTGCCAATTACACAAACTTAATATAC---



ACCTTAATTGAGGGCGCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTGGCTGTCAGCTTGCTTAATGCCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGTAGCACAAAGAACTTGGAGAGCT----------------------------
--------TTTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TA- 
>KT124775 
GCT---ACA------------------------------------------
GAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTATACTTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATCAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTTTCTGTGTTACTTTAAACTGTTCTAATGCAAATGTGACCAACAACAGT-------------------
-------------------------------------------------------------------------
-------------------------------------AGTGTGGGAGAGAGGGATGAAATAAAA---
AACTGCACTTTCAATATCACCACAGGAATAAAA---------------------------
AATAAGGTGCAGAAAGAATATGCACTT---TTGTATAAACTTGATATAATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTAATAAATTGTAACACCTCAATCATTACACAA---
GCCTGTCCCAAGGTGTCCTTTGAACCAATTCCTATACATTTTTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATGAAGGATTTAAT------GGAACAGGACCATGTGGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAAGGGGAG------------
GTAGTAATTAGATCTGAAAATTTTACAGACAAT---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------GAGACTGTAAAA---------ATTAATTGTACAAGGCCCAATAACAATACGAGAAAA-----
-AGTATACATATA------------GGACCTGGGAGAGCA---TGG------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTACTGGCTCT---
GAATGGCGTAAGACTGTACAACGGATAAGTGCAAAATTAGGA---------------GAAAAATAT-------
-----------------------------------AATAAAACAATAAAATTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGTTCACCCTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATATGATTTGG------AAT------
AACATGACCTGGATGGATTGG---GACAGAGAGATTAACAATTACTCAAACTTAATATAC---
TCCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGACAGCTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTATTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGGG---
GGGACAGATAGAGTTTTAGAAGTATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATCCGCCATATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>MG196689 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGGATATAATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCAAAAGAAATGGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGTATTGATGCTAATACCACTAGTAGTGCTACTACCAATAGTAGTGCTA
ATGCCACTAGT--------------------------------------------------------------
-------------------AGTAAGAATAATACTATGTGGGGGATGGAGGCAGGAGAGATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGG---------------------------
GACAAGATGCAGAAGGAATATGCACTG---TTTTATAGACTTGATATAGTACCAATAGAGAAT----------



-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGACTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GAGAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATATCTCAGACAAT---------GCTAAAACCATAATAATACAGCTGAAA----
-----------GATCCTGTAAAT---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACCTTAGTAGAGCA---
GCATGGAATACCACATTATTAAAAATAGCTAAAAAATTATAT---------------GAACAATTT-------
-----------------------------------AATAAGACAATAGTCTTTACT------
CGATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTTAATGATATTTGG------AAT------
AACATGACCTGGATACAGTGG---GAAAAAGAAATTGACAATTATACAGAAGTAATATAT---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTAGTTTCCATAGTG---------AATAGAAGTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAATAAGAAGAGTTTGGAGAGCT----------------------------
--------ATCCTCCACGTA------CCTACTAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MG196815 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCTTCAGATGCAAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTGCCCACGGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTACAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGGGATATTTACCAATGCCACTGTTAACGCT----------
-------------------------------------------------------------------------
----------------------------ACGGTCATTGGTAACTTTACCACTGAAGAAGTAAAA---
AACTGTTCTTTCAATACCACCACAGTAATAAGG---------------------------
GATAAGGTGCAGAAACAGTCTGCACTC---TTTTATAGACTTGATGTAGTACCAATAGATAATAAA-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GACAAGACATTCAAT------GGATCAGGATTATGTACAAAT-----------------------
-GTCAGC---ACAGTACATTGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTATAGAA---------ATTAATTGCATAAGACCCAGCAACAATACCAGAAAA-----
-AGTATACATATT---------GGAGTACCAGGAGCAGCA---TTT------TATGCAACAGAAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAATAAAACCTTACACAAAATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAGCCTTTAAT------
AAGTCCTCAGGAGGGGACCCAGAAATTGTC---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACTACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACACAATTTGG------AAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAT---
AGCTTAATTGAGCAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTGATACCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCATTGCAAAGAATTTGTAGGGCT----------------------------
--------ATTCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG196840 
GCT------------------------------------------------
GAACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGATGCAATC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACGGAG---GTACATAAT----------------
--------------GCTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGATAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTC---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGTGTGATAATAGCACTAATGGGGAAAGTGCTAATTGCA
CCAATGGGAGG--------------------------------------------------------------
----------------AAGGCTAATAATACCATTGACCTTACAATACAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCTCTACAAGAATAAAA---------------------------
GATAAGGCACAGAAAAAAGAATATGCACTTTTTTATAACCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATATATTATTGTACCCCAGCTGGGTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCAAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAG---------ATTAATTGTACAAGACCCAGCAACAACACAAGAAAA-----
-GGTTTCCATGCA------------GGACCAGGGAAAATA---TTA------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AGATGGAATAACACTTTAAAACAGGTAGTTAGAGAATTAAGG---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATCGTA---ATGCACAGTTTTAATTGTGGGGGGGGA--
ATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGG
GGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT----------------
-----------------------------AATAAATCTCTGGATAAGATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAACAATTACACCAACTTAATATAC---
ACCTTAATTACAGAATCGCAGCTCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGGGTATAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG196846 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AGAGACGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACGGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAAAATTGACA---------AATGTGACAGAATACTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGAATGAGGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACTCCGCTCTGTGTTACTCTAAATTGCACTAATGTCACGGTCAATATTACTGATACCAGTGCTAATAATGTCA
CTAACAGCACC--------------------------------------------------------------
-------------------------------------------ATTGGAATAGAAATAATGAAA---
AACTGCTCTTTCCATATCAACACAGATAGAGGA---------------------------
AAGAAGGTTAGGAAAGAATATGCATTA---TTCTATAGTCTTGATGTAATAAAAGATGATGATGATAAA----
-------------------------------------------------------------------------
----------------------
AATAATACTAAATATAGGCTGGTAAGTTGTAACACCTCAGCCGTCACACAG---



GCCTGTCCAAAGATAACATTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGAACATGTGCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGGCGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGGATAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCCGTAGTA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAG-----
-AGCATAAATATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCAGAGCA---
CAATGGAATAACACTTTAAGACAGATAGTTGGAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATGATATTTCAT------
CAATCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAGCATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGATGCAATTTGG------CAT------
AACATGACCTGGAGGCAGTGG---GACAAAGAAGTTCACAATTACACAAACCTCATATTC---
AACTTACTTGAAGACGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTATTAAAATTAGATGAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTATTAGCTTGCTCAATACTACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGRAGTAGCACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAGTCAGACAGGGATTAGAAAGGGCTTTGCAA---TAA 
>MG196942 
GCT---GCA------------------------------------------
GACAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACATTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGACCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCATAAATGTGAATGTTACCAGT-------------------------
-------------------------------------------------------------------------
-------------------------GGTAGTAACCAGACAAAATTGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACGTACAA---------------------------
GATAAGATAAAGAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTACAAATAAATGATGAT-------
-------------------------------------------------------------------------
----------
AATAATAGCAGTAATAACAATAACTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAATTTTAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAATTCTTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATACTTAGATCTGAAAATTTTACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATGCACGAAAA-----
-AGTGTACATATC------------GGACCAGGGAAAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
CAATGGAATAAAACTTTAAAACAGGTAGCTAGAAAATTACTA---------------GAACAACCTGACTTC-
--------------------------------AAAAATAAAACAATAAACTTTAAT------
CAATCCGCAGGAGGGGACCTAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTTATAATGACATTTGG------GAT------
AACTTGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAGACCTAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTGGCTGTTAGTTTGTTCAACGCCATAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGGGTATAGAAGTCTTACAGACAATTTTTAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MG197084 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGTTATTTTGTGCATCAGATGCTAGAGCATATGATCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTATTGGCA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAACAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTACTTATAGCAATGGTACTAATGGCACTGCTACTAATA
GCAGTGGTACT--------------------------------------------------------------
-------------------------AGTAGCAATGTTACTAATGATATCAAGGGAGAACTAAGA---
AATTGCTCTTTCAATGTTACCACAGGAATAAGA---------------------------
GATAAGGTGAGGAAAGAATATGCACTG---TTTTATAAACTCGATATAGTACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------------
GATAATAATAGCTATAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAGCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGACTTAAGCCAGTAGTATCCACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGCCAATTTCTCAAACAAT---------GCTAAAACTATAATAGTACACCTAAAT----
-----------CAATCTGTACAA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAAA-----
-AGTATACAGATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ATACTTAATGGAACA---
CAATGGAATCAAACTTTAAAGCAGGTAGCTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GATAATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATCTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCCTATGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGTTTTCAGAGCT----------------------------
--------ATCCTCCACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG197146 
GCT---GCA------------------------------------------
GAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAACTAAAATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAAGTGTACTGATGCTGGAAGTGCTAAGAATACTAATAGTAGTACTAATAACA
ATGGGATTACT--------------------------------------------------------------
----------AGTACCCCTGCCACTAGTACTCCTAGTGGCATGGAAGACAAGGGAAACATAAAA---
AACTGCTCTTTCAATGTCACCACAGACGTAGGG---------------------------
GATAAGGTACATCCAGACTATGCACTT---TTTGATAAACTTGATATAATACAAATAGATAGT----------
-------------------------------------------------------------------------
----------------------
AATAATGAGGTATATAGGTTAATAAATTGTAACACCTCAGTCATTACCCAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAAATTTAAT------GGATCAGGACCCTGCACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGTATTAGACCAGTAGTATCAACT---



CAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATGATTAGATCTAGCAATTTCAAAAACAAT---------GCTAAAATTATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACCAGGCCCAACAACAACACAAGAAGA-----
-GGTATACATATG------------GGACCAGGGAGAACA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---ACCCTTAGTAAAGCA---
AAATGGAATAACACTTTAAGACACATAGCTGGAAAATTAAGA---------------GAGCAATTTGGG----
--------------------------------AAGAATAAAACAATAGAATTTAGG------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTAGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCGCTGGAAAACACATTTGCACCACCAATGTGCCTTGGAATATTAGTTGGAGTAAGAATAGATCT---
CTG------------------------------GAATCTCTGGATTACATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACACACTTAATATAC---
ACCTTAATTGAAGAATCACAGGTCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGACTTATTAGAATTGGATCAATGGGCAAGTCTATGGAATTGGTTCACCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCAAGAAGAGCTTTTAGAGCT----------------------------
--------GTCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KM354470 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAGTGCAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGAAGAAAGTCTA---AAACCATGTACAAAATTA---
ACCCCACTCTGTGTAACTTTACATTGTACTAATACCACTAAGAGCAATGAAACTAGTTCCATT----------
-------------------------------------------------------------------------
-------------------------GCCACTACTAATAACACAATAGGAGAGAGGGAAATGAAA---
AACTGCTCTTTCAATGTTACCACTAACATAAGA---------------------------
GATAAAAGGACAAAAGAATATGCACTT---TTTTATAAAATGGATATAGTACCAATAGCTGATAGTAAG----
-------------------------------------------------------------------------
----------
AATAATGCTACTAATAACACTGACTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACATTTCAA------GGGAAAGGATCATGTACCAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGCATTAAACCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAAAGGAC------------
ATAGTAATTAGATCTGACGACTTCTCAAACAAT---------GCTAAAATTATAATAGTACAACTGAAT----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCGGTAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAAAACA---
GCATGGAACAACACTTTAAGACAGGTAGCTACAAAATTAAGA---------------GAACAATTTCCT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACTTAATATAC---
AACCTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTACT---
GTGTTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGCTTGCTTAATGCCACAGCTATCGCAGTAGCTAAG---
GGGACAGATAGAGTGATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGAGCAGAAAGGGCTTTGCTA---TAA 
>KM354904 



GCT---ACA------------------------------------------
AAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
GCCACTTTATTCTGTGCATCAGATGCTAAAGCCACTAGTCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTAGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTCTAAAGTGCACTAATACTACTACTAATACCGGTAGT-------------------
-------------------------------------------------------------------------
-------------------------------AATAGTAGTGGTAAGATAAAAGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GACAAGGTGCAGAAAGAATATGCATTT---TTTTATAACCTTGATATAGTAGCAATAGATGAAAGTGAAAAT-
-------------------------------------------------------------------------
----------
AACAATACCAACTATACTAGCTATTATAGGTTGACACATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTGAAGT
GTAAT---AACAAGACGTTCAGT------GGAAAAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------ACCTCTGTAGAA---------ATTAATTGTACCAGACCCGGCAATAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAGGGACACTTTAAAACAGGTAGCTCAAAATTTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATCAGCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAGCGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AGTAAAAATCTGACTGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGACACAATATAT---
AACTTAATTGAAAAAGCGCAGAACAAACAAGAA----------------------------------------
-----------------------------
GAGAATGAACTAGAATTATTAAAATTAGACAGTTGGGCAAGTCTGTGGAATTGGTTTGACATATCACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTGCTGTCTGTAGTA---------AATAAAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCTGTCAGCTTGTATAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAATCATAGAAGTAGGGCAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>KM355003 
GCT---TCA------------------------------------------
GCAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATACTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAAGTAAGCTTGACA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTATAATAATGCTACTAAGACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTATCAGGGGAATGATGGAGAAAGGAGAAATACAA---
AACTGCTCTTTCAATGTCACCACGAATATAAGA---------------------------
GATAAGATGCAGAAAGAATACGCACTT---TTTTATAAAATTGATCTAGTACCAATAAATGATGAAACTAAT-
-------------------------------------------------------------------------
-------
AATAATAGTACCAATAATAGTACAAATTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATAAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATAAGATCTGAAAACTTCACAAACAAT---------GCCAATATCATAATAGTACAGCTGAAT----
-----------ACATCTGTAGCA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----



-AGCATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGGGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GATTGGAATGACACTTTAAAACAGATAGCTACAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------ACCACAACAATAGCCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTT---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCGACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGACGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCACAATATAC---
AGATTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGGATAATTTTTGCT---
GTACTTTCTATATTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATCATAGAAGTAATACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KM355044 
GCT---ACA------------------------------------------
AACCAACTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTGTTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTTTAAATTGCACTGACACGAATACTACTAATAGTGGC-------------------
-------------------------------------------------------------------------
----------------------------------TTGGAAGGGATAGAAAAAGGAGAAATAAAA---
AACTGCTCTTTTAATGTCACC---GGCAACAGA---------------------------
CATAAGGTAAAGCAGCAATATGCACTT---TTTAACAAGCTTGATGTGGTACCAACAGATGAT----------
-------------------------------------------------------------------------
----------------------
GGTAATACCACATATATGTTGATAAGTTGTAACACCTCAGCCATCACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTCAAGT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAC------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAGACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAGA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGTATG---
CAATGGAATGACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTTTTTAAC------
AGCTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAACAAATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
ACCTTACTTGAGACATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTACTAGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAGCTTGCTCAACGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATACTTAGAGCT----------------------------
--------GTTGTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGATTTTGCAA---TAA 
>KU901727 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCCCATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTACCC---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTTAAGTTA---
ACTCCACTCTGTGTCACTCTAAATTGCACTGATGCAAAGGTTAATCATACCTATAATAGTACT----------
-------------------------------------------------------------------------
-------------------------------------------------ATAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGCCATAAGA---------------------------
GACAAGATGCGAAAAGAATATGCACTC---TTTTATAAAGTTGATATAGTGCCAATAGATGAGGGTAAT----
-------------------------------------------------------------------------
----------
AATAATAATGTTAATTATAGTGACTATACATTGATAAGTTGCAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTCAAAATATCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAAAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAAAGCA---ATT------TATGCAACAGAACAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGTA---
GAATGGAATGACACTTTACAACAGATAGTTGACAAATTAAGA---------------GAACAGTTTGGG----
-----------------------------------AATAAAACAATAATCTTTGAT------
AAACACGCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCGAAAGGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTATACAGGCTTAATATAC---
ACTTTGATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGATAGTTTGTGGAATTGGCTTGACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCGATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGATTTTGTAGAGCT----------------------------
--------GTTCGCCACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTG---TAA 
>KF384799 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAATCATATAATACAGAG---AAGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTGGAAGAATTCCACTGATTCGAAGAATGCTACTAAT----
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAGCGAGGGAACGCTGGAGGGAGGAGAAGTAAAA---
AATTGCTCTTTCAAAATCACCACAGGCATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGATAAGAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATGCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCCTCCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAGTCTGTACTA---------ATTAATTGTACAAGACACAACAACAATAAAAAAATA-----
-CAAAGGATACAT---------ATAGGACCAGGCAGGGCA---TTT------GTTGCAACAAAAGGA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AATCTGAGTAGAACA---
GCATGGAATGACACTTTAAAAAAGATAGTTGTAAAATTAAGA---------------GAACAATTTGGG----



-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCAGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAGCTACATATAC---
ACCTTACTTGAAGCATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTTGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTGGTGCAAGGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KF384805 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACT---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGAGAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAGAATTGCCA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAGTAAAAATGGTACTAATAATAATAGTAATAAG----
-------------------------------------------------------------------------
-------------ACTAATACTAATAATAATAGTAGTAGTTTGGAAATGAAAGACGAAGTGAAA---
AACTGCTCTTTCAATGTTACCACCAACATAAGA---------------------------
GATAAGATACAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
AATAATGATAGTACTAGCTATAGGTTGATAAGCTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATATGAAGTTCAAT------GGATCAGGACCATGTAACAAT-----------------------
-GTCAGC---TCAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACG---
CAATTGTTGTTAAATGGCAGTCTAGCAAAAGAGGAG------------
GTAGTAATTAGATCTGAAAATTTTACAAACAAT---------GCAAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGGAAA-----
-GGTATACATATA------------GGGCCAGGACGAGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGAGCACATTGC---AACCTTAGTTTAGCA---
AAATGGAACAACACTTTAAGAAGGATAGTTGACAAATTAAGA---------------GATCAATTTGGG----
--------------------------------AGGAATAAAACAATAACCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTATTGGATCAACAGCGCCTGGGAATATGGG
GTTGCTCTGGAAAACTCATTTGCGCCACTTCTGTGCCTTGGAATGAAAGTTGGAGT-----------------
----------------------------AATAAAACACTTGATGAGATTTGG------AAT------
AACATGACTTGGATGCAATGG---GAAAGAGAAATTGACAAACACACAAACACAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAATTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGACAGGGTTTTAGAAATATTACAAAGAGCAGGTAGGGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCCTAGAAAGAGCTTTGCTA---TAA 
>KF384806 
GCT---ACA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
CCCCCCCTATTTTGTGCATCAAATGCTAGAGCCTATGAGAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAATTG------------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACATTAAATTGCAGTGATGCTAATTTCACTAGTGATGCTAATGTCACTAGTGAGAGCA
GCAGAGCTATT--------------------------------------------------------------
-------------------------AATAACAACACGGGAATGCTGGAAAAAGGAGAAATAAAA---
AACTGTTCTTTCTATGTCACCACAGGCATAAGA---------------------------
GATAAAACGCAGACAGAACATGCACTC---TTTTATAAAAATGATATAATACCAATAGATAATGAAAAT----
-------------------------------------------------------------------------
----------------------
ACCACTGCCAACTTTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTTTAAAGT
GTAAA---GATAAGAAGTTTAAT------GGAACAGGACCTTGTAAAAAA-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTGGTTAGATCTGAAAATTTCACAAACAAT---------GCAAAAATTATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAG---------ATTAATTGCACAAGACCCGGCAAAAAGTTAAGTAGA-----
-ATTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCATCAGACGGA------
---------------AGAGATATA------------AGACAAGCATATTGT---AACATCAGTAGAGCA---
AAATGGAATAGAACTTTAGGACAGGTAGCTGAAAAATTAAGA---------------
GAGCAATTAAGAGAGCAATTT------AATGCTACT---------------AATGCTACAATAGTCTTTAAG-
-----CAACCAGCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTACAGGATCAACAGCTCCTGGGGGTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGATACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACACAAGAAATATAC---
GCCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTGGAATTGGACACATGGGCAAGTTTGTGGAATTGGTTTACTATAACAAACTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATATTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATCATAGAAACATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KC473831 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTAAATTGCACTGATTGGAGGAATGCTACTAATATCAATGCC-------------
-------------------------------------------------------------------------
----------------------ACGCAGATTACTAATGGAACGTTGGAGGGAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAGACTAAGA---------------------------
GATAAGGTGCAGAAAAAATATGCACTT---TTTTATACACTTGATGTAGTACCAATAAGAGAA----------
-------------------------------------------------------------------------
----------------
GATAATAGTAATACCAGTTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGACGTTTGAT------GGGAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAGGC------------
ATAGTACTTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGACA----
-----------ACACCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATCTA------------GGACCAGGAAAAGCA---ATT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTAGAAAA---
GAATGGAATGACACTTTAACACAGATAGTTACAAAATTAAGA---------------GAACACTTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGATAATTACACAGACACAATATAC---
AGATTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTTGATAAGTGGGCAAATTTGTGGAATTGGTTCAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACCAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>KC473833 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAC---
ACAACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATCTTAATGCCACTAGC-------------------------
-------------------------------------------------------------------------
----------------------------ATTGGTAGTAACATGACACTGAAGGGAGAAATAAAA---
AATTGCACTTTCAATATCACCACAAGTAAAAAC---------------------------
GATAAAAAGACAACAGAACGTGCATAT---TTTAATAGACTTGATGTGGTACCAATGGATGAT----------
-------------------------------------------------------------------------
-------------
AATAGTAGTAGTAGTACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAT---
GCCTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAATTTAAT------GGAAAAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGTTGCTGAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATATCTCTAACAAT---------GCCAAAACCATAATAGTACATCTGAAG----
-----------GAATCTGTACAA---------ATTATTTGTGTAAGACCCAACAACAATACAAGACAA-----
-GGTATACATATG------------GGACCAGGAAGGACA---TTT------TATACAACAGGGGGG------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---AACATTAGTAGGGCA---
GAATGGACTAACACTCTAGGAAAGATAGTTGGAAAATTAAGA---------------GAACGATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CATTCCTCAGGAGGGGACCTAGAAATTGTG---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCCTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGCAAATTTGG------GAT------
AACATGACATGGATGCAATGG---GAAAGAGAAATTGATAATTATACAGGTATAATATAC---
TCCTTAATTGAAGAATCGCAGATCCAACAAGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGAATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTACA---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATCATAGAAGCAATACAAAGAACTGTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCACAGAAAGGCTTTTGCTG---TAA 
>KC473834 
ACT---GAG---------------------------------------------
GAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAGATTGCACTGATGTGAATAAGACTTATAGCATCATTGCTAAT----------
-------------------------------------------------------------------------



-------------------------------------ATTTCAGAGGAGAAAGGAGGGATAAAA---
AACTGCTCTTTCAATATCACCTCAACCATAAGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGATATAGAT-------
-------------------------------------------------------------------------
----------------
AATGAGACTAATACTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAATGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTACATCTAAAC----
-----------CAGTCTATACCA---------ATCAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAAATATA------------GGACCGGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAACAA---
AACTGGAACGACACTTTAAGAAAGGTAGCTATAAAATTAAGA---------------GAAACATTTGGG----
--------------------------------AACAACAAGACAATAGTTTTTAAT------
CACTCCTCAGGAGGGGACATAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCCTATAATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAAGCTTAATATAC---
ACTTTAATTGAAGATTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGACAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCGTTGGCTATTAGCTTGTATAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGTATTGCAAAGATTTTTTAGGGCT----------------------------
--------ATCCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>JN397362 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAAGAAAGAG---GCACATAAC----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGTCTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTAATGCCACTACTAGCACTAATGTCACT----------------
-------------------------------------------------------------------------
----------------------------GCTAGTAACTGGACAACAATAGGGGAAGAAATGAAA---
AATTGCTCTTTCAATATTACCACAAGCTCAGAA---------------------------
GGAAAGGTACAGAAAAAGTATGCATCT---
TTTTATAACCTTGATATAAGACAAATAGAAGATGATAATACTTCT----------------------------
-----------------------------------------------------------
ACTAATAATTGGAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATCCCCATACATTATTGTACCCCCGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GAAACAAATTTCAAT------GGATCAGGACCATGTAGAAAT-----------------------
-GTCACC---ACAGTACAATGTACACATGGGATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTGATTAGATCTGAAAATTTCACGGACAAT---------GCTAAATCCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAACA-----
-AGTATAAGTATG------------GGACCAGGGAGAGCA---TTT------TATGCAACGGGAAGC------
---------ATAATAGGCGATATA------------AGGCAGGCACATTGT---AACATTAGTAGAGAG---
GAATGGAATAAAACTTTAAAATATGTAGCTGACAAATTAGGA---------------GAACAATTTAAC----
--------------------------------ACAACAACAACAATAAGGTTTACT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAAAATAAAACTCTGGGGGAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAAAGAAATTGACAATTACACAGACATAATATAC---



AGTTTACTTGAAGAAGCGCAAACCCAGCAAGAC----------------------------------------
-----------------------------
ATAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGGGGCATAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGGATTGCAAAGAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>KF384810 
GCT---GTA------------------------------------------
AAACAACTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCTAACCCACAAGAGATGGAGTTAGTA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTGTGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATTTGACTGCCAATAAAAGTTCCAATAAAAATTCGA
ATGCCAATAAC--------------------------------------------------------------
-------------------AGTTCGGAGTGCAATGTCACTGATGATAGTTGTATGGAAATGAAA---
AACTGCTCTTTCAATATTAACACAAACATAGGA---------------------------
AGTAAGGTGCAAAAAGAATATGCACTT---CTTTATAAAGTTGATTTAATGCCAATAGAGGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGAGACATTGTAACACCTCCATCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGACCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATCCTAAAGT
GTAGA---GATAAAAGGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCTACT---
CAACTGTTGTTGAATGGCAGCCTAGCAGGAAAAGAG------------
ATAGTAATCAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------CAATCTGTGGAA---------ATTAACTGTACAAGACACAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGTGCA---TTT------TATGCAACAGGAGCT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATCAGTAGACAA---
AAATGGAATGAAACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAATTTGGTTTG-
-----------------------------------AATAAAACAATAAGCTTTAAT------
CAAGCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTTATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATATATCTGTTGATTACATTTGG------GAG------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTAGTAACTACACAACTAAAATATAC---
ACTTTACTTCAGGAATCGCAGTTCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGAAAGACTTATTAGCATTGGATACGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTGGCTGTTAGCTTGTTTAATGCGATAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATAGGGAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTG---TAA 
>KM516891 
GCT---ACA------------------------------------------
GACCAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATATTGGCA---------AATGTGACAGAAAAGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAATTTGTGGGATCAAAGCTTA---AAGCCATGTGTGGAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGAGTTGAATTTCACTGCCAATTCCACTAATAATGGAAATACTA
CACAGGCTAATGAAACTACTACACAGGGTACTAAGTCC-----------------------------------
----------------CGTACAAATGCTACTAATTCCACTAGTAATGAAGGGGGAGACATGACA---
AACTGCTCTTTCAATGTCCCCACAGGTGTGGAT---------------------------
AATAAGATGCAGAGAGAATATGCACTC---TTTTATAAACTTGATGTAGTGCCAATAAGTAATGATGGT----



-------------------------------------------------------------------------
-------------
AGTAATAGTAGCAATAACAGCTATAGGATAATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAGT
GTAGA---GATAGGAATTTCACT------GGAACAGGATCATGTACAGAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTTCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTACTCAGATCTGCCAATTTCACAGACAAT---------GCTAAAACTATAATAGTACAGCTGAAA----
-----------GAGCCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GATATACATATA------------GGACCAGGGAGAGCA---ATG------TATGCAACAGGAGCT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATCTTAGTAGAGAA---
CAATGGAATAAAACTTTATCACAGGTAGTTACAAAATTAGGA---------------GAAAAATTTAAA----
-----------------------------------AATAAAACAATAGACTTTAAG------
CCATCCTCAGGAGGGGACATAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTTAGTCAGATTTGG------GAT------
CAAATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGCATTAGATAACTGGGCAAATTTGTGGAACTGGTTTGACATATCAAACTGGC
TGAGGTATATACAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTCTT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTAGCTTGTTCAATTCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTAATACAAAGAACTTGTAGAGCT----------------------------
--------ATACTCCACATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAG---TAA 
>KU901848 
GCT---GCA------------------------------------------
GAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTCTTGGAA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAACTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGGGGAAAGTAAGAATACTACTAACACCACT----------
-------------------------------------------------------------------------
-------------------------AGTGGCAGAGGGGAAAAAATAGAGAAAGGAGAAGTAAAA---
AATTGCTTTTTCAATGTCACCACAGACATAAGA---------------------------
GATAGGGTGCGGAAAGAATATGCACTT---
TTTTATAAACTAGATGTAGTGCCAATAGATAATGATGATAATGCTAAT-------------------------
--------------------------------------------------
AAAAGTAGTAGTGGTAACTATAGTAACTATAAGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATGCTAAAAT
GTAGA---GATAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGCCAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAGTCTGTAGTA---------ATTAACTGTACAAGACCCTACATCAAGACAAGCAGA-----
-CGTGTACACATA------------GGACCAGGCAGAGCA---TGG------TCTGCAATGGAC---------
---------GTAACAGGAGATATA------------AGAAAAGCATATTGT---AACATCAGTGGAGCA---
GAATGGAATAAAACTTTAAAACAGGTAGTTACAAAATTAAGA---------------GAACAATATGGG----
--------------------------------AATAATACGACAATAATCTTTAAA------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ACACACACTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGACTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAAGACTTGGAAT-----------------
----------------------------AATAAATCTCTAGATTACATTTGG------AAT------
AACATGACCTGGATGGATTGG---GATAAAGAAGTAAGCAGGTACACAGGCATAATATAC---
AACTTAATTGAAGACTCACAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAAAGAGAATTATTAGAATTAGATAAATGGTCAAATTTGTGGAATTGGTTCGACATATCAAACTGGC



TGTGGTATATAAAATTGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTGTAGTG---------AATAGAGTTAGGCAGGGATATTCACCC------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGGTATAGAAACATTACAAATAATTGGGAGGGGT----------------------------
--------ATCCTACACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATA---TAA 
>KF384812 
GTT---GCG------------------------------------------
GAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTATTGTAGGAATGCTACCTGTACCAATGGTACC-------
-------------------------------------------------------------------------
----------------------------AGTGGTATTTTGAAAGAAGAACAAGGAGCAATAAAA---
AACTGCTCTTTCAACATCACCACAAACATGAGA---------------------------
GATAAGTTTCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGAACCAATAGGCAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGAAGAGTTGTAACACCTCAGTCATTACACAA---
GCCTGCCCAAAGGTATCCTTCGAACCAATTCCCATACACTATTGTGCCCCGGCTGGTTATGCGATTCTCAAGT
GTAAC---AATAAGACGTTCAGT------GGGAAAGGACAATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGCTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGAACTAAGAAGATCGAAGACAAT---------GCTAACATCATAATAGTACAGCTGAAC----
-----------GAATCTGTGGTA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTAGACAA---
AAGTGGAATAACACTCTAAGACAGATAGTTATAAAATTAAAA---------------CAACAATTTGGG----
-----------------------------------AGTAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAACTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTACTTGGAGT-----------------
----------------------------AGTAAAAATTTGGATTCTATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGACAGTATATAC---
AAATTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGGCAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGCTAGGGAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTAGACGAATAAGACAGGGCTTAGAAAGAGCTTTAGTA---TAA 
>KF384813 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAATTGCACTGATCTGAGGAATACTACTAATGCCACGAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGAGAGAACGATGGAGGGGGGAGAGATGAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATGGAAAAA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---



GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAGTAATTAGATCCGCCAATCTCACGGACAAT---------ACTAAGGTCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATGAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATGGCA---
AGCTGGAATAACACTTTAAGAAATATAACTAAAAAATTAAAA---------------GAACACTTTAAG----
-----------------------------------AATAACATGACAGTCTTTACT------
CAATCCGCAGGAGGGGACCCAGAAATTGTA---ACGCTTAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTTTAGATCAAATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTAGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTATT---
GTACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCATCGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>MK383400 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCGAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGACCTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTATAATATTACTAATACCAATGGCACTGATGTTACTATT-
-------------------------------------------------------------------------
-------------------------ACCAATAGTAGTCTAAAAATGAAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGGTGCAGAAAGAGTATGCACTT---TTTTATCATCTTGATGTAGTGCAAATAGATAAG----------
-------------------------------------------------------------------------
----------------
AATATTAATAATAATAGTTATAGGTTGACAAGTTGCAATACCTCACGCCTTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTGATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAAACTGTACAA---------ATTAATTGTACAAGACCCGGCAACAACACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGGAGTGCA---ATT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
GTATGGAATAACACTTTAGGACAGATAGTTGAAAAATTAAGA---------------GGACAATATGGG----
--------------------------------AAAAATAAAACAATAATCTTTAGT------
AATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGACTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCATGAAGACATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
ACCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTCAATACCACCGCCATAGTAGTAGCTGAG---



GGGACAGATAGGGTTCTAGAAGTAGTGCTAAGAATTTATAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTGCTA---TAA 
>KY778473 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAGGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTATGGTTGAAA---------AATGTGACAGAATATTTTGAT----------------
--------------------------GCATGGAAGAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATGCTACTATTTCACAGCAGAATACTACAGCACAG-------
-------------------------------------------------------------------------
-------------------------AATAATAATACAGTACAGAAAACTACTGAGGAAATAAAA---
AATTGCTCTTTCAATGTCACCAAAGGCATAACA---------------------------
AATAAGTTACACAAAGAATATGCACTC---TTTTATAAACTTGATATAGTACCAATAGACAATGAC-------
-------------------------------------------------------------------------
----------------
AATAATAGAACAACACAGTATATGCTGACAAATTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GAAAAGAAGTTCAAT------GGAATAGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCTCGAACAAT---------GCGGGGACCATAATAGTACAGCTAAAT----
-----------AAAACTGTATCA---------ATTACTTGTGAAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTACTAAAACA---
GATTGGAATGAAACTTTAAGACTGGTAGCTGAGAAATTAAGA---------------AAACAATTTGGG----
--------------------------------GAAAATAAAACAATAGTCTTTACG------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------GGC------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTATACAGGCAAAATATAC---
GAATTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCCATAGTG---------AACAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTCAGGGCT----------------------------
--------ATTGTCCACATA------CCTAGAAGAATAAGACAGGGTTTGGAAAGGTCTTTGCTA---TAA 
>KT124756 
GTT---AAA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCCATTCTATTCTGTGCATCAGATGCAAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAT---
CCTGACCCACAAGAAATGGTATTGGGA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAGCTGCACTGCCGCGAATACGACAGATAATAGTAATAGT-------------
-------------------------------------------------------------------------
-------------ACTCAGTCCACTAATAGCAGCTGGGAAAGAATAGAGAATGGAGAAATACAA---
AACTGCTCTTTCAATATCACAACAAACATAAGA---------------------------
GATAAGATACAGAAACAATATGCACTT---TTTAATAGACTTGATCTAGTACCAATTGATAGG----------
-------------------------------------------------------------------------
-------------------
ACTGATAATACTAGCTATAGGATAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAAGTCACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAA------------
ATAGTAATTAGATCTGCCAATCTCTCGAATAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAC---------ATGACTTGTATAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGGCCAGGGAGAGCA---TTT------TACGCAACA---GAC------
---------ATAATAGGGGACATA------------AGAAAAGCACATTGC---AATATTAGTGCAGCA---
AAATGGAACACAACTCTATATAGGATAGCTAAAAAATTAAGA---------------GAACATTTTCCA----
-----------------------------------AATAAAACAATAAACTTTAAT------
AAGTCATCAGGAGGGGACCCAGAAATAATA---ATGCACTCTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGATGCAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACTTTATATAC---
AGATTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACCTATTGGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTTGTTTGCTGTTAGCTTGCTCAACGTCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCCAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH897911 
GCT---GCA------------------------------------------
GAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAACACAGAG---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAAATGCATGAGGATATA---
ATCAGCATATGGGATCAAAGCCTT---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCAATAATGCTACGGCCACCAACTCGACCAATCCG-------------
-------------------------------------------------------------------------
----------------------------GGGAATAATTCGGGGAATATAATAGAAGAAATGAAA---
AATTGTTCTTTCAATGTCACCACAGAAATAAGA---------------------------
GATAAGGTGCAGAAATACTCTGCACTG---
TTTTACAAAGTTGATGTAGTACCAATAGAGGATAAGGAAAATACTACA-------------------------
-----------------------------------------------------------
AATAATAATACTATTAAGTATAGGTTAGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCACTGCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTAACAAC-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACT---
CACCTATTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGACAG------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGAATAACACTTTAAGACAAGTAGTTGAAAAATTAAGA---------------AAGCAATACAAT----
-----------------------------------AGCACAACAATAATCTTTGAG------
CAACCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAAAATAAAACTCTGAATGACATTTGG------GAT------
AACATGACCTGGATGGATTGG---GAAAAAGAAATTAGCAATTACACAAGCCGCATATAC---
ACCTTACTTGAACTCTCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGTCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAGTTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTATTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTTTTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGATTTTGCTA---TAA 
>MH897913 



GCT---GTA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAAAATGATACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGGGAATGATGGAGGAAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAAGAATAAGAATTCC-
-------------------------------------------------------------------------
----------------------
AATGCCACCAGGTATAGATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGCCAATTTCACGAACAAT---------GCTAAAATCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGGCTAGGGAGAGCA---TTT------TATACAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGTA---
AAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAAA---------------GAGCAATTTGGA----
-----------------------------------AACAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGTTTAATATAC---
ACCTTAATTGAAGAAGCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------TATAGAGTTAGGCAGGGATACTCACCA------
TTGTCTTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACGTA------CCTACAAGAATAAGACAGGGTTTAGAAAGGCTTTTGCTA---TAA 
>MH897916 
GCC---ACA------------------------------------------
GACAATTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAGGATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGAATTGAAAAATAGAACTGAGACCTCTGGT-------------
-------------------------------------------------------------------------
----------------------------------------------------------ATGAAA---
AACTGCACTTTCAATGTCACCTCAAGCAGAACA---------------------------
AGGAAGCCGCAGAAAGAAAATGCATTT---TTTTATAACCTTGATTTAATACGAATAGAGGAAGAGGAT----
-------------------------------------------------------------------------
-------
AGTAATAATAGCTATAGTAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAC---
GCCTGTCCAAAGATAAACTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAGA---GATAAGCAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAGAATTTTACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAAAG---------ATTAATTGTACAAGACCCAGCAACAATACAATAAAA-----



-GGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAAAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAACAACACTTTAAAACAAATAGTTGACAAATTAAGA---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCGCCACTAATGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATCATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGTGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGTGTGTAGAGCT----------------------------
--------ATCTGCCACATC------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAG 
>MH897917 
GCT---GGA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATACCAAAGCATATAAAACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTAAAA---------AATGTAACAGAATATTTTGAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTG---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGAGCTGAGGAATGATACTAAAATTGATGCTAGT-------
-------------------------------------------------------------------------
----------------------AATAATGGGAGCTTGGGACTGATGGAAAAGGGAGAGATAAAA---
AATTGCTCTTTCAATATCACCACAAACAGAAGA---------------------------
GATAAAGTACAGGAAGAATATGCACTT---
TTCTATAGTCTTGATATAGTACAAGCACCAATAGAAACAGAAGATAATGATAAT-------------------
-----------------------
AAAATTAATACTAATAGTGCTGATACTAATAATACCACCAATATTAATAGTACCTATATTCTGAGAAGTTGTA
ACACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCGAT------GGAATGGGATTCTGTAGAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAGACCAGTAGTATCAACT---
CAACTGCTGCTGAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAAAAATTTCACGGAAAAT---------AGGTACAATATAATAGTACAACTGAAT----
-----------ACGACTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA---
AGAAGTGTACGTTTA------------GGACCAGGGAATGCA---TAT------TTTAGAACAAGAGAA----
-----------ATAATAGGAGATATA------------AAAAAAGCACATTGT---AACATTAGTACAGTA--
-GAATGGGAAACAGCTTTAAAATATGTAGCTATCAAATTAAGA---------------GAACGATTTCCG---
------------------------------------GATAAAAATATAATCTTTAAA------
AACTCCTCAGGAGGGGATCCAGAACTTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAAACTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGAAATTGGATAATTGGGCAAGCCTGTGGAGTTGGTTTAGCATCACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGTTTAATGCCACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTGCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>MG196702 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACT---



ACCACCCTATTTTGTGCATCAGATGCGAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GCTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTATTCTTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATTTAAAAGGGAAC-------------------------
-------------------------------------------------------------------------
----------------------------GTTACACTTAATGACACAATGAGGGGAGAAATAAAA---
AACTGCTCTTTTAATGTCACCACAGGAGTAAAT---------------------------
GATAGGAAGCAGAGAGAATTTGCTCTT---TTTTATAAACTTGATGTAACACCAATATCTGCTAATGAAAAG-
-------------------------------------------------------------------------
-------------
AATAATAGTAATTATACTGACTATAGGTTGATAAGTTGTAATACTTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGGTCAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGGAGTCTAGCAGAAGAAGAT------------
GTAGTAATCAGATCTGCCAATTTCTCAGACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAACAGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTACCTATA------------GGATTTGGCACA------TGG------TATGCAACAGGAGAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAATAAGACTTTAGAAAAGATAGTTAAAAAATTAGAA---------------GAAAAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTCAA------
ACGCCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTACTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTGACAATTACACTAACGTAATACAC---
ACTTTAATTACAGAATCATATGTCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGAATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAGATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAACTTGCTCAATGTCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTCATAGAAGTAGTACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTTAATATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCAG---TAA 
>MG196732 
GCT---ATA------------------------------------------
GATAGATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTGGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAATTTGTACTGATATGGGAAATGCTACTAAAATCAATAATACT----------
-------------------------------------------------------------------------
-------------------------------------GAACTAGAGGAGAGAGGAGCAGTAAAG---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------GATAAGGTG---
AATGAATATGCACTT---TTTTATGACCTTGATTTAGTACCCATAGAACAG----------------------
-------------------------------------------------------------------------
----------GGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATAACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGCGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAACT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAAGAATAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TTTGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AATATTAGTAGGGAA---
GAGTGGAATAATGCTCTAACAAAGGTAAAGAAAAAATTAGAA---------------GAACATTTTATT----



-----------------------------------AATAAAACAATAACCTTTAAG------
CAATCCTCAGGAGGGGACGCAGAAATTGTA---ACGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGCTGAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAC---
ACCTTACTTGAAGAATCGCAATACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGGTAYTCACCA------
TTATCGTTTGCAGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGACTTTGCTA---TAA 
>MG196767 
GCT---GGG------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAACATTGGAA---------AATGTGRCAGAAGAGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTATCACTTTAAATTGCACTGATTTTAAAGGTAATAGTACCAGGAATGATGCTGGTACTAATA
ATAATACTAGT--------------------------------------------------------------
-------------------------------------------GAGTGGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAGAA---------------------------
GGTAAGAAGAAGACAGAATATGCACTC---TTTTATACTCTTGATATAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATATGTTGAAAAATTGTAACACCTCAGTCATTTCACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAACAATTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTTAATGGCAGTCTGGCAGAAGAAGAG------------
GTAATGATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GGATCTGTAGCA---------TTTAATTGCACAAGACCCAACAATAACACAAGAAAA-----
-AGTATACATATA------------GGACTGGGAAGAGCA---TTT------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAAAAATGATAGTTTCAAAACTAAAA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAATCTTTAAT------
TCCTCCTCAGGAGGGGACCCAGAAATTGTA---ATGTCCACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTATGGAGGATATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGATTTATTGGCATTGGATAAGTGGGACAGCTTGTTGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTTATTATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTTGC--
TGTACTTTCTGTAGTA---------AGAAGAGTTAGGCAGGGATACTCACCG------
TTATCGTTAGCTGTTAGTCTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCAGTACAAGGGGTTGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAAGGATTCGAAAGGGCTTTGCTA---TAA 
>MG196819 
GCT---AAT------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCAACTGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTGCCCACAGAC---
CCTAGCCCACAAGAAGTACAATTG------------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGTACTAATGCCAATAAAACTCTCAATGCCAATGAAACTCTCAATGCCA
CT-----------------------------------------------------------------------
-------------------------------------------AATGATTATGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGACTTAAAA---------------------------
GATAAGATGAAGGAAGAACGTGCACTT---TTTTATGCACTAGATGTAGTACCAATAGATAATAGG-------
-------------------------------------------------------------------------
----------------------
ACTAATAATAGCTATAGGTTGACAAGTTGTAACGCCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---AATAAGACGTTCAGT------GGAAAAGGTCCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAGTAATTAGATCTGACAATTTTACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATCCATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGGCAAGCATATTGT---AACATTAGTAAAACA---
GAATGGAATAAAACTTTAGGACAGATAGTTGAAAAATTAAGA---------------GACCAATTTGGA----
--------------------------------AGGAATAAGACAATAAAGTTTCAA------
CCACCCGTAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCGTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACACAGCTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGAAAATTACACAGAAGTAATATAC---
AGCTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAGGTAATACAAAGAACTGTAAGAGCT----------------------------
--------ATTCTACACATA------CCTCGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>MG196866 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAATTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGCATACTACTAATATCACTAATATCACTAGTAAT-
-------------------------------------------------------------------------
----------------AGCCCTGGTGTGGGGAATGATTCCACGGTGGGGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACACACATGAGA---------------------------
GATAAGGTGAAGAAACAATATGCATTT---TTTGATAAACTTGATATAGTACCAATAGATGATGATAAG----
-------------------------------------------------------------------------
----------------------
TATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GACAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGCATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GATCATGTAGTA---------ATTAATTGTACAAGACCCAACAACRATACAAGAAAA-----
-AGTATAACTATG------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAAAAATTTAGGACAGGTAGCTAACAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAGAATAAAACAATAGTCTTTAAG------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCARGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAGAGAAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTGCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG196902 
GCT---ACA------------------------------------------
GAACCAATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAGC---
ACCACTCTCTTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACGAGAAGTAGTAATGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATTGGAAAAGTGAGAAT-------------------------
-------------------------------------------------------------------------
----------------------------ACCAGTAGTCCGCAGGTAGGGGACGGAGAAATAAAA---
AACTGCTCTTTCAACATCAGCACAAGGAGAAGA---------------------------
GATAAGATACAGAAAGAATATGCATTG---TTTTATAGACTAGATGTAGTACCAATAGAGGGG----------
-------------------------------------------------------------------------
-------------
AATAATGGGAGTAATACAAGTTATGTTTTGATAAATTGTAACACCTCAGTTCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---GACAAGAAATTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTCGGCCAGTAGTGTCAACT---
CAACTATTGTTGAATGGTAGTCTAGCAGAAGAAGAT------------
ATAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GCAACAATAGAA---------ATCAGTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAAAGCA---TTC------TATGCAACAGGCGGA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAAGACGGATAGCTACAAAATTAAGA---------------GAACAATTTGAA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAACCCTCAGGGGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGATAGCTGGAGT-----------------
----------------------------AATAAATCTTATAAGGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACACTCACAATATAC---
AACTTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATTATAATAGTGGGAGGTTTAGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATACCACAGCTATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATTATACACATA------CCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MG196921 
GTT---GTA------------------------------------------
GGAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAACAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGCTTGTGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAAGAATGTTACTAGTAATGATACTAGTTACATTGGTG
GTAAC--------------------------------------------------------------------



-------------------------------------------------------GAGATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAGGA---------------------------
GGAAGGATGCAAAAAGCATATGCACTT--TTTTTATGCACTTGATGTAATGCCAATAGATGGA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATACGTTGACAAAGTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAAGAGAAGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTGCTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------AACCCTGTAAGA---------ATTAATTGTACGAGACCTGGCAACAATACAAGAAAG-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TAT---ACAGGAGAA------
---------ATAGTAGGAGATATA------------AGGAGAGCACATTGT---AACATTAGTGGAAGA---
GAATGGAATAGCACGTTGATCCAGATAGTTACAAAGTTAAGG---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GACAGAGAAATTAACAAGTACACAAGCACAATATAC---
ACTTTACTTGCAGACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAGATATTGCAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTTCTA---TAA 
>MG196922 
GCT---ACA------------------------------------------
GAGTCATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAACCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGTCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGAATGTTACGAAT-------------------------
-------------------------------------------------------------------------
----------------------------AATAGCGCTTTGAAGGAGAATGAGGGAGAACTAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAGGA---------------------------
AATAAGATGCAAAGAGAATATGCAATT---TTTTATAAACTTGATGTAGAGCCAATAGATAGT----------
-------------------------------------------------------------------------
----------------------
AATAGCACAACCTATAAGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCTTGTCCAAAGACAAGCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGTTTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATACATTTA------------GGATTCGGGAGAACA---TTT------TATAGAGTGGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGC---AACGTTAGTACAGAA---
CAATGGGTAAAAACTTTAAAACAGGTAGCTGCAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATACTCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGCGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCTACACTGATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATAAAATTTGG------CAG------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAC---



AACTTGCTTGAAACATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAGATATTCATAATAATAGTAGGAGGCTTAGTAGGTTTAAGATTAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCAATTAGTTTGTTTAATGCAATAGCTGTAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGCACAAATTATTGGCAGAGCT----------------------------
--------ATACTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGAGTTTGCTA---TAA 
>MG196952 
ACT---GCA------------------------------------------
GGCAACCTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGACGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACC---CACGCCTGTGTACCCACAGAC---
CCCAAACCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGTAGTGATATTGGTACTAATGAAACTAGTACTGAGTAT----------
-------------------------------------------------------------------------
-------------------------------------------ATGAAGAAGGGAGAAATAAAA---
AATTGCACTTTCAATATCACCACAAACTTAAGA---------------------------
GATAAGATGCAGAAAGTACATGCAGCT---TTTTATACACTTGATATAACGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGCAATAGAAGCTATATGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAACCTGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAACTTCTCAGACAAT---------ACTAAAACCATAATAGTGCAGCTGAAT----
-----------AAAACTGTAATA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGGGCATCA---TTT------TAT---ACAGAAGAG------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ATCGTTAATCAAACA---
GATTGGAATAACACTTTATACCAGGTAGAAAGAAAATTAAGT---------------GAGCAATTT-------
-----------------------------------AATAAGACAATAGTCTTTGAT------
AAACCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAATGCTGGCTGTGGAAAGATACCTAAGTGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAGATTTGG------GAT------
AACATGACCTGGAAGGAATGG---GATAGAGAAATTAGCAATTACACAGGCTTAATATGG---
AGCTTACTTGAAGAATCGCAACACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTAATATCTGTAATA---------AATAAGGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTTGATACTATAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGATAATAGAAATAATACGAAGAGCTGTTAGAGCT----------------------------
--------CTTCTGCACATA------CCTGTAAGAATTAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG196979 
GTT---ACA---GGA------------------AAT---ACT---ACA---
GAAAAATCATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATACAAGACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAG---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGACAAATAGCATGGTAGAACAGATGCAACAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACAAATTATGAGGGAAATGTTACTAATACCGGGAATAATACTGATA
ATGCCACCAGG--------------------------------------------------------------
----------AAGACTGCTAGTATTAACACCGGGAATAATACTAGTAATGTCACTGATATGCTA---
AGCTGCTCTTTCAACGTCACCACAGAAGTAAGA---------------------------
GATAAGACACGGAAAGAATCTGCACTT---TTTTATAGACTTGATGTAGTACCAATAGGTAATGAT-------



-------------------------------------------------------------------------
----------------
AATAATACTAATACTAGCTRTATGTTGATACATTGTAACACTTCAACCCTTACACAG---
GCCTGTCCAAAAATACCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---AATACAACATTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAGATAAT---------GCTAAAGTCATAATAGTACAGCTGAAA----
-----------GACCCTGTACTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAGTAGGAGATATA------------AGGAGAGCACATTGT---GAACTTAATGGAACA---
AACTGGAATAAAACTTTAAGCCAGACAGTTGAAAAATTAAGA---------------AAACAATTTGGG----
--------------------------------GATAATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACCCTAGATGAGATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGCAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTTTTAC--
TGTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTCTCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAATTTTGCTG---TAA 
>MG197083 
GCA---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATTTGAATAAGACCACTAATGTT-------------------
-------------------------------------------------------------------------
-------------------------------------------AGCAAGGAAACAGAAATGAAA---
AACTGTTCTTTCAATATCACCACAAGTATAAAA---------------------------GATAAGGTG---
GCAGACTATGCACTT---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------------------
-------------------------------------------------------------------------
-------------GGTACCAAGTATAGGTTGATAAGTTGTAATACCTCAGTCATCACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGAAGTTCAGT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAACAG------------
GTAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGAAAAGCA---GTT------TACGCAACAAGAGAA------
---ATGGAAATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGTA---
AAATGGAATAACACTTTAGAAAAGATAGTTAAAAAATTAAAA---------------GAACAACTTGAG----
--------------------------------AGTACAACAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGTCAGAGATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAAAGGAATTGACAATTACACAAGTGAAATATAC---
ACCTTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGCTTAAGAATAGTTTTTACT---



GTATTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTACTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATC------CCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTGATA---TAA 
>MG197164 
GCT---TCA------------------------------------------
GAAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAATT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGATATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTCACTTTAAACTGCACTGAAGTGAATGTTACTAATACCAATAACAATACT----------
-------------------------------------------------------------------------
----------------------GTTAATACTAATGGTAATGTTACCCGTGATACTGAGATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTATATAAACTTGATTTAGTACCAATAGAGGGG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATGCATTGATAAGTTGTAACACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGGGATTCAAT------GGAACAGGGCTGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAC------------
GTAGTAATCAGATCTGAAAATTTCACGGATAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCCATAAAC---------ATTACTTGTATAAGACCTAATAACAATACAATGAAA-----
-AGTATCCATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTTCTATAACA---
AAATGGAATGAGACTTTAGGAAAGGTATTCACAAAATTAAGA---------------AAACAATATGGG----
--------------------------------GAAAACAAAACAATAATCTTTAAT------
CAATCCACAGGAGGGGACCTAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCGACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATAAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTGATATAC---
AACTTACTTTCAGAATCGCAAGAGCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTGGATAAATGGGCAAGCTTGTGGACTTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAGTAGGTTTAAGAATAGTCTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTTAATACCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTTTAGAAACATTACAAAGAATTTGGAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG197187 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGACAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTG---AAACCATGTGTAAGATTA---
ACCCCACTCTGTGTCACTTTAAATTGTACTGATCAGTTGAAAACGCATAATGCTACTTCAAATAATACT----
-------------------------------------------------------------------------
----------------------------TCTGTGGGAAATAAAATTAATTTGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAAGAATAAGT---------------------------
GATAAAAGACAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTGTCAATAGATGCTAATAATACT-
-------------------------------------------------------------------------
----------
AATAGTAATACCAACTATACCAACTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTACGCTTCTAAAAT



GTAAT---AATAAGATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGACAACT---
CAACTGCTGATAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATTTCTCGAACAAT---------ATTAAACCCATAATAGTACAGCTGAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACACCAATACAAGAAAA-----
-AGTATACCTATA------------GGGCCAGGAAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAGGCACATTGT---AACCTTAGTAAATCA---
GAATGGAATAACACTTTAAAACATATAGCTCTAAAACTGAGA---------------AAACAATATGGA----
--------------------------------GAGAATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGTACAACTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATATTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTACTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT124785 
GCT---ACA---GAA------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCAATGATGTAAACAATAGCACTAATGGTAACGGCACTACT-------
-------------------------------------------------------------------------
----------------------GGTAACGTTACTGTTAGTCAGGAGATGACAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCTCCACATATGAATATGAA---------------------
AGAGACAAGATGCAGAAAAAATATGCATAT---TTTTATAAGCTTGATGTAGTACAAGTAGATAAT-------
-------------------------------------------------------------------------
-------------------------
GATAATCATACTTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAGACCAGTAGTAACAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAA------------
GTAGTAATCAGATATGAAAATGTCACAGACAAT---------GCTAAAACCATATTAGTACAGTTGAAT----
-----------GACTCTGTAAAA---------ATTGATTGTAAAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATACA------------GGACCAGGGAAAGTA---GTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCGCATTGT---ACCCTTAATGGAACA---
AAATGGCATAACACTTTAAGACAGGTAGTTGTAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AGTAAAACAATAACCTTTAAC---
CCACCACCCCCAGGAGGGGATTTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCGGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAAT-----------------
----------------------------AATAAAAGTTATGAGGAAATCTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCTAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTATTAGCTTGCTTAACGCCACAGCAATAGTAGTAGCTGAA---



GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT124790 
GCT---GAA------------------------------------------GAAAAG---
TGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAGTACTATTAGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAGATTGCACTAATGTCACTAATGCTAATGTCAGTACTAATACTAAT-------
-------------------------------------------------------------------------
-------------AGCACCAATGCTAATAGCACCGGAGAACTGGAGGAGCCAGGAGCAATAAAA---
AACTGCTCTTTTAATATCACCACAAACATGAGA---------------------------
GATAAGATGCAGAAAACACATGCACTT---TTTTATAGCCTTGATGTAGAACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTACCTATAGATTGAAAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAACAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACATTTGAAA----
-----------AAAGCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTGCATATA------------GGACCAGGAAGAGCA---TTC------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCATTAATGGAACA---
GAATGGAAGGAAGCTTTAAACCAGACAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATGATCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATAGTA---TGGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAGTGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGGGAAATTCAAAATTACACAAACTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTATTAGAATTAGATAAATGGGCAAATTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTGTAGTA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCCATAACAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGTTTTGGTA---TAA 
>KM355085 
GCT---ACA------------------------------------------
GAGCAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCATCC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGTTACAGAG---AGACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAATATTTTGAC----------------
--------------------------ATATGGAACAATAGCATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGCAGTGATTATAAGAACAATAGCACTACT-------------------
-------------------------------------------------------------------------
-------------------------------ACAGCTAATACCACTATGGAAGGAGAGATGAAA---
AATTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATAAAGTAAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AATAGAAATAATACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---



CAACTCCTATTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAATACTTAGATCTGAAAACTTTACAGATAAT---------GCTAAAACCATAATAGTGCAGCTAAAC----
-----------CAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGCATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAACACTTTACACCAAGTAGTTTGGAAATTACGA---------------GAACAGTATAAT----
-----------------------------------AAAACCATAATAACTTTCAAA------
CCCCCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAAACTTAATACAC---
ACTTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTATTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTGCAAAGGGTTTTTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGAGCTTTGCTA---TAA 
>KX587079 
GCT---GAT------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGGTATAAGACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCATGTGTGCCCACAGAC---
CCCGACCCACAAGAAATGGTATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCGCTCTGTGTTACTTTAAATTGCACTGATTTAAGGAATGTTACTAATGCCAATGGTACTAGTATCACTA
CTAACAGCAGT--------------------------------------------------------------
----------GGTACTAATACCACTAGTAATGCAGAGGAAAGGATGGTGAGAGAACAAATGAAA---
AACTGCTCTTTCAATATAACCACAAGTGTAAGA---------------------------
GATAAGTTACGGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAGT----------
-------------------------------------------------------------------------
----------
ATTAATAATAGTGATCCTACCAACTATAGGTTGATAAGTTGTAATACCTCGGTCCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGAAGAAGTTCAAT------GGAACAGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAGGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATCAGGTCTGAAAATTTCACGGACAAT---------GCTAAAATCATAATAGTTCAGTTAAAT----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACCTATG------------GGGCCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGGAATG---
AAATGGTACAAAACTTTGGGACAAGTAGTTGGAAAATTAAGA---------------GAACAATATGGG----
--------------------------------AATAATAAAACAATAGTTTTTACT------
AAATCCTCGGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AAAAGAAATCTGAGTACAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAGCAACTACACAGATGAAATATAC---
CTCCTACTTGAAAAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGCAAGAATTATTGGAATTGGACAAATGGTCAAACTTGTGGAATTGGTTTGATATATCACATTGGC
TATGGTATATAAAAATATTTATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATAGGACAAAGAATAGGCAGAGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCGTTGCTA---TAA 
>KU901792 



GCT------------------------------------------------
AATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAGGTTTGAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAGACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCAATAATGCAACTGCAAATAGTAATACTACCGCTGGT----------
-------------------------------------------------------------------------
-------------------GATAATACCACTAGTGGTAGCGGGACATTGAGGGAAGAACTAAGA---
AACTGCTCTTTCAATATCACCACAGAACTAAGA---------------------------
GATAAGACAAAGAAAGAGTATGCATTG---TTTTATAAACTTGATGTAGTACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------
GATAATAATAGCTCTAGCTATAGATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGACCTATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCTACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCAAAAACCATAATAGTACAGTTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCTGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGCAAGCA---TTT------TATGCAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACCTTAGATTAACA---
AAATGGAATGACACTTTAAGACAGGTAGCTAGAAAATTACAA---------------GAACAGTTTCCC----
-----------------------------------AACAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAGAACAGATTTGG------AAT------
AATATGACTTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AGATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCGAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCAATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGATAAATGCTATAGCTGTAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGTTGGTAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAGAGGGCTGGCTTT---GCA 
>KU901816 
GCT---GCA------------------------------------------
GAGCAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAAACCACACGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTGTGTTAAATTGCACAAATACCACTGAGGGAAATACAACAAACAACAATACCACTGAGG
GAAATACAACA--------------------------------------------------------------
-------------------------AACAACAATAACAGTCCTAAGGAACAATCAGAAATAAGA---
AACTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
CACAAAATACAGAAACAATATGCACTC---TTTAATAGATTGGATATAGTACCAATAGATGGGGAA-------
-------------------------------------------------------------------------
----------------------
AATAGTACAAACTATATGTTGATAAATTGTAATACCTCAGTCATCAAACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAC---AATAAGACATTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGGTGAA------------
GTAATGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAAGTGTATCA---------ATTAATTGTACAAGACCTTTTAACAATACAAACAAA-----



-AGTATAAATATA------------GGACCAGGGAGAGTT---TTT------TATGCAACAGAAAGA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAAAAAA---
GGATGGGATAACACTCTAGGCAAGATAGTTGAGAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAG------
CAATCCTCAGGAGGGGACCCCGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTGAGGGATCAACAGATCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AACAAAACTGAGAAGGAGATCTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACACAATATAC---
ACATTACTTGAAATAGCACAGGGCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAAAATTAGATCAGTGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGACTGATAGGTTTAAGAATAATTTTTGCT---
GTAATTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACACCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTGGTAGAGGT----------------------------
--------TTCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KM986883 
------ACA------------------------------------------
GAAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAGAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAGATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATTATATGGTAGAGCAAATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCTAATCTTACTAAGACCAAC-------------------
-------------------------------------------------------------------------
-------------------------AGTAGTAGCATGTTAGCTATAAAGGAAGAAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAAGCATAAGA---------------------------
GATAAGGTAACAAAAGAATATGCATTA---TTCAATCATCTTGATGTAATAGCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTAATTATAGATTACTAAGTTGTAACACCTCAGTCATCACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAT---GAGGAGAAATTCAAT------GGAACAGGAACATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGATAAATGGCAGTCTAGCAAAAGGGGAT------------
ATAGTAATTAAATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTACCA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTTCTGGAAAG---
ATGTGGAATAACACTTTAAAAAAGATAGTTGAAAAATTAAGA---------------GTACAATTTAAG----
-----------------------------------AATAGAACAATAAACTTCACT------
CAACCCTCAGGAGGGGACCCAGAAATTACA---ATGTTCACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAACGATACCTACAGGATCAACAGCTCCTGGGACTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTTATGACTCAATTTGG------GAA------
AACATGACTTGGATGGAATGG---GAAAAAGAAATTGACAATTACACAAGCACAATATAC---
AGGCTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
CTGTCATTTGCTGTTAGCTTGCTCAACGCCATCGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATATTTCAAAGAGCTGGTAGGGGT----------------------------
--------ATCCTCCACATT------CCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>KU901976 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCCTCAGATGCTAGAGCATATGATACAGAG---GCACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCAATGATACCATCAATAGTAGCAATGCTACTACT-------------
-------------------------------------------------------------------------
----------------------------AACAATAGTAGCAAAATAGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATGAAA---------------------------
AATAAGATACAGAAACAATATGCAATT---TTTAATAAACTTGATATAGTACCAATAGATAATGAG-------
-------------------------------------------------------------------------
----------------
AATAATGAGACTAATAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGAACTGAAAATTTCTCAAACAAT---------GCCAAAACCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAAAGCA---TTT------TTTGTAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGGGCA---
GATTGGAATAAGACTTTAGTACAGGTAGTTGCAAAATTAAGA---------------
GAACAACTTGGGAATAAT------------------------------AATAATAGCACAATATTCTTTAAG-
-----AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAAATTTGG------GAT------
AACATGACATGGATGGAGTGG---GAAAAAGAAATTGAAAATTATACAGGCTTAATATAC---
ACCTTAATTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTATTTGCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGGAACACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KY766175 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCGAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTACTTTACATTGCACCAATTTGAATGCTACTAATAACACTACTAAT-------------
-------------------------------------------------------------------------
----------------------AATAGTAGTTGGGGGGAACCGATGGAGGCAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAAAATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTC---TTTTATAATCTTGATGTAATGCCAATAGGAAAG----------
-------------------------------------------------------------------------
-------------------------
AATAATAGCTTTATATTGATACATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAGA---GATAACAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAATAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAAAAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTTAAG----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAAACAA-----
-GGTATATATATA------------GGACCCGGGAGAAGA---TTT------TATACAACAAAAAGA------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---AACATTAGTAGAGAA---
GGATGGAATAAAACTTTAGCACAGATAGCTAAAAAATTAGGA---------------GAACAATTTGGG----



-----------------------------------AATAAGACAATAATCTTTAAT------
CAGTCCTCAGGAGGGGACCAAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------CAT------
AACATGACCTGGATAGAGTGG---GAGAGAGAGATTGGCAATTACACAAACCAAATATAC---
ACCTTACTTGAAAATTCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AAGAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGTAGCACAAAGAATTTTTAGAGCT----------------------------
--------ATTATCAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY778395 
GCT---GTA------------------------------------------
GAAGAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACGACTTGAGAAATGCTACTAATACCACTACTAATACTACT-
-------------------------------------------------------------------------
-------------------------AATAGTGACTGGAAAATGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCAGCACAAGCATGAAA---------------------------
GATAAGCAAGTGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------
AATAATAATAATACTAATAGTTATAGATTGATAAGTTGTAACACCTCAGTCGTTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGAGTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATATCTCGGACAAT---------GCTAAAACCATGATAGTACAGCTGAAA----
-----------GACCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACCTTAGTAGAGCA---
GCATGGAATGACACTTTAAGACAGATAGCTGAACAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AAGACCAAAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACACACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAGGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTATAATATAC---
ACCTTACTTGAGCAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCGCAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>MH897918 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTGTGGGCCACG---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTGGTATTGGAA---------AATGTGACTGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATGTTGACACCAATAAAACTAGGACTAATAGTAGTACTGACA
CCAATAACACT--------------------------------------------------------------
-------------TGTACTAATAATAGTACTAATTGGAAATGTATGGAGAAAGGAGAAATAAAA---
AACTGTTCTTTCTATATCACCACAGACCTAAAA---------------------------
GATAAGCAGCAAAAAACATATGCACTT---
TTTTATAAGCTTGATGTAATATCAATAGATGAGGGTAATAATACTAGT-------------------------
-----------------------
AATAATACCAGTAAGGGTAATGATACCAGTAATAATACCAGTAATTTTACCAGCTATAGGTTGACAAGTTGTA
ATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAC---GATAAGATGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTGGCAGAAGAAGAA------------
ATAGTAATTAGGTCTGCCAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAACA---------ATTACTTGTGTAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTACTAGAGCA---
AATTGGACTAACACCTTAAAACAGATAGCTACAAAATTGAGA---------------AAACAATTTAAT----
-----------------------------------GCAACAAGATTAGTCTTTAAT------
CAATCATCAGGAGGGGACCCAGAAGTTGTA---GCACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAGGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATACGAGTTGGAGT-----------------
----------------AAGAGTTGGAGTAATAGGTCACTAAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGGCAATTACACAAACTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGGAAGATTTACTAAAATTAGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAGGTATTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTTCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>MG196711 
GCT---TTA---GAA---------------------------------ACAGAAACA---
TGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACT---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAGATACTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTAACTTTAAATTGCACTGATGAAGTTAATGTCACAAGTACTAATAATACTCATCCCGCTG
CC-----------------------------------------------------------------------
-------------------------AGCGATAGTAGTTTGAAAAACATAACGGAAGAAATGAAA---
AACTGTTCTTTCTATGTCCCCACAGGTATAAAA---------------------------
AATAAGATGTACAGAGAATATGCACTC---TTTTATAAACCTGATATAATGCCAATAGAAAAG----------
-------------------------------------------------------------------------
----------------------
GATAACTTAAGCTATACTATAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAAAAAGTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAATAATTAGATCTGAAAATTTAACAGACAAT---------ACTAAAAACATAATAGTACAGCTGAAG----
-----------GATCCTGTAAAC---------ATTACGTGTACAAGACCTGGCAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---CTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AGCCTTAATGGAACA---
ATTTGGAATAACACTTTACAGAAGATAGTTGAAAAATTAGGG---------------GAACAATTCAAG----
-----------------------------------AATAAAACAATAATCTTTACT------
CAACCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGCTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTAAATGCAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GATAGAGAAATTAACAATTACACAAGATTAATATAC---
AGCTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAGCTATTTATAATGATAGTAGGAGGATTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGCTATAGCTATATCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGCATTGGTAGAGCT----------------------------
--------ATTCTACACATA------CCAAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG197127 
GCT---TCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTAAAA---------AATATGTCAGAATATTTTAAC----------------
--------------------------ATGTGGAACAATGACATGGTAGAACAAATGCAAGAGGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTAAATTGCACTAAGATAAATATTGCTCACAACAGTAGTAGTAATAGTCCTAGTA
GTAAAAGTAGT--------------------------------------------------------------
----------------AGTAGTAATGGTAATAGTAGTAATATAGAGGAAGGACAAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAGAGAATATGCACTT---
TTTTATGAAGTTGATCTAGTACCAATAGATAATAATAACAAAAGC----------------------------
-----------------------------------------------------------
AATAGCAGTTATAGTAACTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCAATACATTATTGTGCCYCGGCTGGTTTTGCTATTCTAAAGT
GTAGA---GATAAGAGCTTCAAT------GGAAGTGAACAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAATTGYTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------AAATATGTAAAA---------ATTAACTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAGAGCA---
GAGTGGAATGACACCTTAACAAACATAGTTAAAAAATTAGGA---------------ACACAATTTAAT----
-----------------------------------AGTACAACAATAGTCTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATAGTGGTTGGAGC-----------------
----------------------------AATAAATCTTATGATCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACACAATATAT---
AGATTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AGAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTATTTTCTATAATA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTATCGTTAGCTGTTAGCTTGTTCAACGCCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGGAACAGCAAGAATCATTGGTTTAGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KT124796 
GCT------------------------------------------------
GAAAAAAAGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCTGAT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTACTAGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTTAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGGCGGGGAATACTACTAGTGCTAAT-------------



-------------------------------------------------------------------------
-------------ATCACTAGTGGTAATGCCACTAATCTGGAAATGGACAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGTTACCGCACACACAAGA---------------------------
GATAAGGTGCGAAAAGAAAATGCATTT---TTTTATAGAAGTGATGTAGTACCAATATCTGAGGATAAT----
-------------------------------------------------------------------------
----------
AGTACTAATAATACTTATAAAACTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAGGAA------------
GTAGTAATTAGATCTACCAATTTCTCAGACAAT---------GTTAAAAGCATACTGGTACAACTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACACGCAAA-----
-AGCATACATATA------------GGACCAGGGAGAGCA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---ACGCTTAATGCAACA---
AAATGGGAGAACACTTTAGAAAAGATAGTTGAAAAATTAAGT---------------AAACAATAT-------
-----------------------------------AATAAAAATATAACCTTTAAG------
CCCCACTCAGGAGGAGATCCAGAAATTGTA---ATGCACATTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTGCAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGTAAACTCATTTGCACCACTACTGTGCCCTGGAATAACAGCTGGAGT-----------------
----------------------------AATAAATCTTTGGAAAACATTTGG------GAT------
AACATGACCTGGATGCAATGG---GACAAAGAAATTAGCAATTACACAAAAACAATATAC---
ACCTTAATTGAACAAGCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTGTCTATAGTA---------AATAAAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGTTTAATGCAATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGCTTACTGAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGCAA---TAA 
>KX505648 
GCT---GCA------------------------------------------
GAACAATTATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTAATCTTACCTAC-------------------------
-------------------------------------------------------------------------
----------------------------ACTGGTAAAGGGAAAATAGACAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGGCATAAGA---------------------------
GATAAGATGCAGAGAACATTTGCACTT---TTATATAAGCTTGATGTAGTACCAATAGACGAT----------
-------------------------------------------------------------------------
----------
AATAGCACTAGTAATAGTACTACATATAGGTTGATAGGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAG------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAATGATTAGATCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAGA-----
-GGTATATATATA------------GGACCAGGGAGAGCA---TGG------TATACAACAGATAAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACCCTAAAGCAGGTAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTGTGGATTATATTTGG------GAT------



AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAACTACACAAACATAATATAT---
ACCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCCTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTTCAAAGAGTTGCTAGAGCT----------------------------
--------ATTCTTAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX505652 
GCT---GAG------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTAAAGAATACTACTAATACCACTATT-------------
-------------------------------------------------------------------------
----------------------------GGTACAGAGGAAAAGATAGGGAGAGAAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACCTAAGA---------------------------
GATAAGATGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAAATAATGATAATACT-
-------------------------------------------------------------------------
----------------
AGCCATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAGATCATAATAGTACATCTGAAT----
-----------GAGTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGGCGAGCATATTGT---AACATTAGTAGATCA---
CAGTGGAATAACACTTTAAAACAGATAGTTAATAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGGTCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------GATAGATCTTCTACTGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGATTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTACACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>KX505686 
GCT---GGA------------------------------------------
GATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAAGAGAATTGGAA---------AACGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAAATGCATGAAGATATA---
ATTAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGAACTCAATAGGACTAATAATACCACTAATAGT-------
-------------------------------------------------------------------------
-------------------------------------AGCCAGATAGAGAAAGGAGAGATAAAA---
AACTGCACTTTCAATACCACCACAAATATAAGA---------------------------



GATAAGATGCAGAAAGAATATGCACTT---TTCAATAAACTTGATGTAGTACCAATAGATGATAATAAT----
-------------------------------------------------------------------------
----------
AATAATACTGTTAATAATACTAGGTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATACGAAGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CACCTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATGATTAGATCTGCCAATTTCTCAGACAAT---------ACTAAAAATATAATAGTACAACTGAAT----
-----------GACTCTGTAGTA---------ATGAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAACA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAC---
AATTGGAGTAATACTCTAAAACATATAGCTATAAAATTAAAA---------------GAACAATATAAT----
-----------------------------------AAGACAAACATAACCTTTGCA------
AAAGCCTCAGGAGGAGACCCAGAAATTGTG---ATGCTCACTTTTAATTGTGGTGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATTCCTAAAAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGGCTGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCACAATATAC---
AGATTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGCACTAGATAAATGGGACAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAATAGGGTTAAGAATAGTTTTTTCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGTTTAATACTATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGCAGAGCT----------------------------
--------ATTCGCCACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX505707 
GTT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATAAAGAG---GTACACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACTGAC---
CCCAACCCACAAGAAGTAGTATTGGAT---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTAAATACCACTAACACCAATCTCAAT-------------
-------------------------------------------------------------------------
-------------------------GAAGATAGCGAGATAAAGATGAAGGATGGAGAAATGAAA---
AATTGCTCTTTTAATACCACCACAAACTTAAGA---------------------------
GGTAAAATGCAGAAAGTGTATGCAACT---TTTTATGACCTTGATGTAGTGGCAATAGATGAGAAGGAG----
-------------------------------------------------------------------------
----------
AATAATACTAGCGATTATGCTAACTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATCTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTGGTGTCAACC---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGATGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TTCACAACAGGGGAA------
---------ATAATAGGAGATATA------------AGGCAGGCACATTGT---AACCTTAGTGAAACA---
GAATGGAATAACACTCTAAGACTGGTAGCTGACAAATTAAGA---------------AAACAATTTGGG----
--------------------------------AATAATAAAACAATAAATTTTACT------
CAACCCTCAGGAGGGGACCCAGAAGTTGTA---CTGCACATTGTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGGTGAAATTTGG------GAC------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AACTTACTTGAAAAATCGCAAAACCAACAAGAG----------------------------------------
-----------------------------



AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTAGT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGGATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KY057587 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCAAAAGAATTAGAATTGGTA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATACTACTATCACTAGTAACAGTACGAAT-------------
-------------------------------------------------------------------------
----------------------------------------TTAATGGAGAGAGAAGCAATGAAA---
AATTGCTCTTTCAATGTCACCGCAAGTCCAAGA---------------------------GGTAAAAAG---
ACAGAATATGCACTT---TTTTATAATCTTGATGTAGTACAACTAGGTAAA----------------------
-------------------------------------------------------------------------
----------AATAGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGAAAATGTCACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCTAATTTCTCAGACAAT---------GCTAAAACCATAATAGTGCAGCTAAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAAAGTG---TTT------TTTGCAACA---GAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
CAGTGGAATGACACTCTGGAACAGATAATTAAAAAATTAGGA---------------AAACAATTTGGG----
--------------------------------AATACAACAAAAATAAAATTTGAG------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATAGTATTTGG------GAT------
AACATGACCTGGATACAGTGG---AACAAAGAAATTAACAATTACACAAACGTAATATAC---
ACCTTAATTACAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTATCAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>KY748513 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GCACATAAT----------------
--------------ATTTGGGCAACA---CATACTTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAGTAATAGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
AAAGGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTGCCTTAAATTGCACGGATGATTTGATTACTGCCAATGGTACAAAGAAT----------
-------------------------------------------------------------------------
-------------------------------------------GGTACGTTGGGAGACATGAAA---
AACTGCTCTTTCAATATCACCTCAAGAATAGAA---------------------------
AATAAGTGGCAGAGAGAATATGCACTT---
TTTTATAAACTTGATTTAGTACCAATAGATAATAAGAGAAACAATAAA-------------------------
-----------------------------------------------------------
TATACAAACAATACAAACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAA---



GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAGAATTCAAT------GGAAAAGGACAATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAAGGAGAG------------
GTAGTAATTAGATCTGAAAATTTTACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAAGCTATACAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAACGATG------------GGACCAGGGAGAGCA---ATG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
CAATGGGATAAAGCTTTAAAAAAGATAGTTATAAAATTAAGA---------------GAAGAATATGGG----
-----------------------------------AATGGTACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGACTCAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGCATAATATAC---
AACTTAATTGAAAAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAGAAGAATTATTGGCATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTCAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGATTTTGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTG---TAA 
>KY748576 
GCT---GCA------------------------------------------
GAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAGTC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCCAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCGATGATGTGAATGTTACTAAGTCGGGGAATAATACCAATACCACT-
-------------------------------------------------------------------------
----------------------AGTAATACAGGGGAAAAATTGATGGAGGTAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGACGTAAAA---------------------------
GATAGGATGCAGAAAGCACATGCACTT---TTTTATAGTCTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCTCTAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAAAA---------ATTAATTGTACAAGACCCAATAACAATACAAGACAA-----
-AGTATACATATA------------GGACCAGGACGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTAGTAAAGCA---
GACTGGAAGAACACTTTAAAGCAGGTAGTTACAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATTCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGATTATATTTGG------AAA------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTGACAATTACACAAGCTTAATATAT---
GACCTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAGGAATTATTGGCATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTGTAGCAGTAGCTGAG---



GGGACAGATAGGGTTTTAGAAGTATTACAAAGAGTTGGGAGGGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KT284371 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCATTGGAG---------AATGTGACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAGTAACTCTACTAATACCAATATTAGTAGCAGGAGGG
ATAACGCTATT--------------------------------------------------------------
-------ACTACTCCTGCTACCACTAGTAGTAGCGTGGGAACGCTAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATAGCCCCACAAACCTAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAGACTTGACGTAGTACAAATAGGTAAT----------
-------------------------------------------------------------------------
-------------------
AGTAGTAGTACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTACTAAGATCTGAGAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGGCAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGCAGTGCA---
AAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATATAGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
GGACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGCCAAATTTGG------GAC------
AACATGACTTGGATGGAGTGG---GATAAAGAAATTAACAATTACACAAGTCTAATATAC---
TCCTTAGTTGAAGAATCACAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTGTTGAAGTTGGATCAATGGGCAGGCTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTGATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KR182173 
GCT---ACA------------------------------------------
GAAAAAACGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAAATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAAGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTAATTATCAGGGAGAGAATGATAAGAATACCACTGGTCCCCCTA
CTACTACTACT--------------------------------------------------------------
----------------------ACTACTACTACTACAAAAGGAATAAATACAGAAGGATTGAAA---
AATTGCTCTTTCAATGTCACCACAGGTATAAGA---------------------------
GATAAGATGAGGAAAGACTATGCAATT---TTTTATACACATGATGTAATACCAATGAATGAT----------
-------------------------------------------------------------------------
----------------
GATAATAATAGGACTAGCTATACTTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTACTTAGATCTGCCAATTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTAGAT----
-----------AAACCTATAATA---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGCATACCTATG------------GGACCAGGCAGAGTA---TTA------TATGCAACAGGACAA------
---------GTAATAGGTGATATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
AATTGGACTGACACTTTAAAACAGGTAGTTACAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------ACAACAATAATAAAATTTAAT------
GAATCCTCAGGAGGGGACCCAGAGATTATA---ATGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATGACATTTGG------GGT------
AATATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGACACAATATAC---
TCCTTACTTGAGCAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCGACGCCGTCGCCATATCAGTAGCTGGG---
GGAACAGATAGGATTATAGAAATTTTACAAAGACTTGGTAGAGCT----------------------------
--------ATTATTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KR182183 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGACTTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGTGAATTTGAATGACACTACTTCGAATGACACTCTTCCGA
CTGTCCCTAGT--------------------------------------------------------------
-------------TCGAATGTCGCTAACAATGATAGTCTTGGTAGGATGGCAGAAGAAATGAAA---
AACTGCTCTTTCGATGTCACCACAAGCATAAGA---------------------------
AATAAGTGGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCTAGTACAGAT----------
-------------------------------------------------------------------------
-------------------------
AATACAACCTATACGTTGATAAATTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTAATTAAATCTGAAAATATCACAAACAAT---------GTTAAATCCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCTGGCAACAATACAAGAAAA-----
-GGTATCCATTTA------------GGACCGGGGGGAGCA---TTT------TATGCAACAGGAGGA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACGTTAGTGAAGTA---
AGCTGGAATCGCACTTTAAGAAGGATAGCTGCAAAATTACAA---------------GAACAATTTAAT----
-----------------------------------TATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAAGGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTGATATAC---
AACTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTGATGCTTTAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGGAGTACAAAGACTTTGTAGAGCT----------------------------
--------TTCCTCCATATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KR182187 



GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATACGACACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGAAGGTCACTAATACCAATGGTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTATTGGGGAAAAGATGGAAGAAGGAGAACTGAAA---
AATTGCTCTTTCAATCTCACCACACGCATAAAA---------------------------
AATAAGGTGCAGAGAGAATATGCGCTA---TTTTATAAACTTGATGTAGTACCAATAGATGATAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATATATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAGTATCACAAACAAT---------GTTAAATCCATAATAGTACAGCTGAAT----
-----------AAAGCTATAAAA---------ATTGATTGTATAAGACCCAACAACAATACAAGAAAA-----
-GGTATCCATTTA------------GGACCGGGGGGATCA---TTT------TATGCAACAGGAGCA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACGTTAGTGAAGCA---
GAATGGAATCGCACTTTAGAAAAGATAGCTGCAAAATTAAGA---------------CAACAATTTAAT----
-----------------------------------AAGACAAAAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAAGGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTGATATAC---
ACCTTAATTGAAAATTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAGTTGGTTTGACCTAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTGATGCTTTAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGTACAAAGACTTTGTAGAGCT----------------------------
--------TTCCTCCATATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGCCTTTGCTA---TAA 
>KR182191 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATGTCACTAATTTGAATGTCACTAATTTGAATGTCA
CT-----------------------------------------------------------------------
----------------------AATACCACTGGTAGTATTGGTGGGATAGCAGAAGAAATGACA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AATAAGTTGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTGGTACCAATAGATGATGTTAAG----
-------------------------------------------------------------------------
----------------------
GGTAGTACAACCTATACGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTTAAATCCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----



-GGTATCCATTTA------------GGACCGGGGGGATCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAATCGCACTTTAAAAAGGATAGTTACAAAATTACGA---------------GAACAATTTAGT----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTGATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACCTAACAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGTTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTGGTAGGGCT----------------------------
--------ATCCTCCATATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KR182196 
GCT---GCA------------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAGAT---
ACTATTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACCGAC---
CCCAACCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAATAAAAATAGTACTCAGGGGAATGCCACTGCA----
-------------------------------------------------------------------------
-------------------------------------------GAGGAACAGGAGGAAATCAGA---
AACTGTTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAGGATGAAAAAGGACTATGCACTT---TTTTATTCAAATGATATAGTAAAATTAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AATACCTTTAGGTTAACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTAACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATACAACTTTCAAT------GGGTCGGGACTATGTAGAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CACTTTCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTGGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACTATAATAGTACAGCTGAAA----
-----------GACCCTGTAAGA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAGAACA---
GAATGGAATAAAACTTTAAACCAGGTAGTTGAAAAATTAAGA---------------GCACAATTTAAT----
-----------------------------------AATAAGACAATAGTCTTTAAG------
AATGCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACATCTTTAATTGCAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTCCTAGA---TGGAGT--
----------------------------AAGGAAAATATGAGTAAGATTTGG------GAT------
AACATGACCTGGAATCAATGG---GAAAGAGAAATTGACAATTACACAGGCTACATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTATCATTGGATAAATGGGCAGATTTATGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAATTTTTTCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAATAATACAAAGAATTTTTAGAGCT----------------------------
--------TATAGCTTTTCT------GCTCCTACATTAAAAAATGACATGGCGCTGGCATTGGGCTT-TAA 
>KR182341 
GCT---GCA------------------------------------------
GAACAATCGTGGGTTACAGTCCATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCTCTCTGTGTTACTTTAATTTGCACTAATTATAATGGTACTACAGACAAGAAGGGG-------------
-------------------------------------------------------------------------
----------------------AATACTACTACTGTGAGCAGCAATTTGATAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAGGCATAATA---------------------------
GATAAGATAAAGAAAGAATATGCAATT---TTTTATAGCAATGATATAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------
GAAGGCAATATTACTAGCTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAGAGTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCCACT---
CAACTGCTGTTAAACGGCAGTCTAGCAGAAGAA---------------
GTAATACTTAGATCAGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGGGCA---TTC------TATGCAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAATTA---
GAATGGAACAAAGCCTTAGAGCAGGTAGCAAAAAAATTAGGA---------------GAACAATTTATA----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CATTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACTATTTGG------GGA------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATCTAC---
AACTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAGTGGACAAATTTATGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGCAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAACGCCACAGCGATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAAGAATACAAAGATTTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGATTTTGTTA---TAA 
>KR182409 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATAAAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTACTTTGC------TCCCCAAATGTCACTGGTGCTAATGTTACCACA-------
-------------------------------------------------------------------------
----------------------AATGTCACTGGTGCTAGAAGGATGGACAAGGGAGAAATACAA---
AATTGCTCTTTCAATGTCACCTCAAACATAAGA---------------------------
GATAAGGTACAAAAAGAATATGCACTT---
TTTTATAAATGGGATTTAGTACCAATAGAGGATGAGAATAATACA----------------------------
-----------------------------------------------------------
ACTAGTAACAGCACCAAATATAGGTTGACAAGTTGTAACACCTCAGTCATTAGACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAATACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTACTGTTGAATGGCAGTTTGGCAGAAGAA---------------
GTAGTAATTAGGTCTGAAAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTACAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGGGAGCA---TTT------TATGCAACAGGAGGG------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAATAAAACA---
CAATGGAACAATACTTTAAGACAGGTAGCTGGAAAATTAATA---------------GAACAATTTGGG----



-----------------------------------AATAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------CATAATAAATCCCTGAAGGACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGTGATATAC---
AGCTTAATTGAAGAGTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAGTTATTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTAAATACCACTGCTATAGTAGTAGCTGAG---
GGAACAGATAGGGTTGTAGAAGTAGTACAAAGAGTTTGTAGAGCT----------------------------
--------ATTCGTAATATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KR182465 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGCCACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATGCAAATTCGACTACCACTAGCAATACCACTTACAATGCCA
CG-----------------------------------------------------------------------
----------------------------AGTAATATTCTTAAGATGGACAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACGGGGGA---------------------------
GATAAGAAGCAGAAAGCAAATGCAAAC---TTTTATAAACTTGATTTAGTACAAATAAGTGAGGAG-------
-------------------------------------------------------------------------
----------------------
AAAAACAGCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAAATAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GCATCTGTAGAG---------ATTAATTGTACAAGACCCAATAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGGAGTGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAAAGCA---
AAATGGAAGGACACTTTAAAACAGATAGTTCACAAACTAGGA---------------GAACAGTTTGGA----
-----------------------------------AACAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAATTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGTGTAATATAC---
AATTTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTGTTGGAGTGGGACAAATGGGCAAGTTTGTGGAGTTGGTTCAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGCTATAGAAATAGCACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCCAGAAGAATAAGACAGGGCCTCGAACGGAGTTTGCTA---TAA 
>MG171201 
GCT---ACA------------------------------------------
GAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGCACTGATGCGAATGTTACCGCTACTAATAACACT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTAGCGGGGGAGCGATAGGGAAAGAAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATGAGAATAATACCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATATCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTATACAA---------ATTAATTGTATCAGACCCAGTAACAATACAAGGAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGAAAGA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGA---
AAATGGAATAACACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAACACTTTAAG----
--------------------------------AATGCAACAACAATAGTCTTTAAT------
CAATCTACAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGAGTGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAACTACACAAGCTTAATATAC---
TCCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGGCAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCGCTACAAAGAGCTTATAGAGTT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGGGGCTTTGCTA---TAA 
>KY778299 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACAATTGAAA---------AATGTGACAGAAGAATTTGAT----------------
--------------------------GCATGGAACAATGGCATGGTAGACCAGATGCAGCAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTCTAGATTGCACTGATTTGAAAAATACTACTAATAATACTAATACC----------
-------------------------------------------------------------------------
----------------------AATAATAGTAGATGGGGAATGATGGAGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATATAACAGAAATAGAAAATAAGAAT----
-------------------------------------------------------------------------
----------------
AGCAGCAATAGCAAAAAATATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCGAT------GGAAAAGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAAAAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAG----
-----------ACACCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGGGTACACATA------------GGACCAGGGAGTGTA---TGG------TATACAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAGTA---
GAATGGAATAACACCTTAGGCCAGATAGTTGAAAAATTAAGA---------------AAACAATTTGGG----
--------------------------------AATAATAAAACAATAGCCTTTAAT------
CGCCCCTCAGGCGGGGACCTAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG



GATGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAGGCTTAATATAC---
AGCTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAACTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTTTTTGCTA---TAA 
>MK384347 
GCA---GCA------------------------------------------
ACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGATCATACGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAACTAGTGTTGACA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAACTGCACTAATTTGAATGGCACTAATTTCAGGAATGGT-------------
-------------------------------------------------------------------------
-------------ACTAATGTCAATAATGGTAGTAGGAAAACGCTAGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCTATGTCACCACAAGTGTAAGA---------------------------
GATAAGGTGCGGAAACAATATGCTCTT---TTCTATAACCTTGATATAGTACAAATTGAGAAG----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTCAGATCTGAAAATTTCACAAATAAT---------GTTAAAACCATAATAGTACATCTGAAC----
-----------GAATCTGTACAA---------ATTAATTGCATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------ATTGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAGGCA---
AAGTGGAATAACACTTTAAAAAAGGTAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAA------
CCATCCTCAGGGGGGGATCCAGAAATTGTA---ATGCACAACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACCTAATATAC---
ACCTTACTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGGTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTTAATTCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGCACAAATAATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACACGAATAAGACAGGGCTTTGAGAGAGCTTTATTA---TAA 
>KX505396 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAAAA---------AATGTGACAGAAGAATTTAAT----------------
--------------------------ATGTGGGAAAACAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATGAATTGAACAATATGAACAATAAGAAC-------------
-------------------------------------------------------------------------



----------------------AAGACAAACAATGCTACTGTCGAAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAG---------------------------GATAAGGTG---
AAAGATTATGCACTT---TTTTATAGACTTGATATAGTACCAGTAAATGCT----------------------
-------------------------------------------------------------------------
----AGTGCTAATAGTACCAAATATAGGTTAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAGGACGTTCGAG------GGAAAAGGAGCGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAATATCAACT---
CAATTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAGAATCATAATAGTACAACTGAAT----
-----------AAATCTGTAAAA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAAA-----
-AGTGTACCTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAAGACA---
GAATGGAATGAAGCTTTAGGACAGATAGCTACAAAATTAAGA------------GAACTAGAGCAATTTAGG-
-----------------------------------AATAAAACAATAGTCTTTAAA------
AATTCATCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAAT-----------------
----------------------------AATAAATCTCTGGAAAGAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACACAATTAATATAC---
ACCCTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCATTTGCCATTAGCTTGCTTAATGCTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATTGAAATAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KX505419 
GTT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGGGTATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGAATTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGAAGGAATATTACTACCAATAAT-------------
-------------------------------------------------------------------------
----------------------GTCACTAGTGCTAATGCCACTACGGAGGGAGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGATAAAGAATGACTATGCACTT---CTGTATAAATATGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGTTATAGGTTGACTAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAAAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAATCATAATAGTACATCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAAAATA------------AGACAGGCATATTGT---ACTGTTAATGGAACA---
AAATGGAATAACATTTTACAAAAGATAGTTAGAAAATTAAGA------------GAATACACAGAATTTAAG-
-----------------------------------AATAAAACAGTAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAACTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGATATAATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCATAATATAC---
AGCCTAATTGAAGAGTCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTCTT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATATTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX505435 
GCT---ACA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGTC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATGCTAATTTTACTAAGGTTAACAGTACCAATAGT-------
-------------------------------------------------------------------------
----------------------AATAATAGTAGTGTGTTACAGATGGAGGAAGGAGAGATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGATAACAAAAGAATATGCACTT---TTTTATAAACCTGATGTAGTAAAAATAGATGGTGAT-------
-------------------------------------------------------------------------
----------------------------
AATAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGCCCAAAGGTATCATTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGAAAT
GCAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTCAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGGGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGCAAGCACATTGT---AACCTTAGTAGAACA---
GCTTGGAATAACACTTTGAGACAGATAGTTACAAAATTACGA---------------GAGCAGTTTAAG----
-----------------------------------AATGCAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
AGCTTAATTGAAGAATCACAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTTCAATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTATTAGTTTGTTTAATGCCACAGCTATAACAGTAGCTGAA---
GGGACAGATAGGGTTATAGAGGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAATTTTGCTA---TAA 
>KX505475 
GCT---ACA------------------------------------------
ACAAACTTGTGGGTCACAGTCTATTATGGGGTTCCTGTGTGG---AAAGAAGCAAGC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGTTGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACGGAC---
CCCAGTCCACAAGAGGTGAAATTGGGA---------AATGTGACTGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGCAGATGTA---
ATCAGCTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATATTAGTACTGCTAGTAGGAATAGCAGTACT----------
-------------------------------------------------------------------------
----------------------AATAGTAGTAGCAATGGAACAATGGAGCAAGGAGAAATGAAA---
AACTGCTCTTTCAATAGCACCACAGGAATGAAA---------------------------
GATAAGATGCAGCAAGTATATGCACTT---TTTTATAAACTTGATGTAGAACAAATAACTAGC----------
-------------------------------------------------------------------------



----------------------
AGCAATAGCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAATAGGTTTAAT------GGATCAGGACCATGTGAAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGTTATTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTGGCA---------ATCAATTGCACAAGGCCCAACAACAATACAATAAAA-----
-GGTATACATATG------------GGGCCAGGAAGAGCA---TTT------TATGCAACAGGGAGT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAAAC---
AATTGGAATAAAACTTTACAAAGGATAGTCACAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATATAACAATAGCCTTTAAT------
AAATCTTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAGAGAATATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAACAAGCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATACATGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATGGAGTTAGGCAGGGATACTCACCC------
CTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTCCAAGCAATTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCGCAGAAAGGGCTTTGCAA---TAA 
>KX028091 
GTG---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATAATCCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGCAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTTACTTTAAATTGCACTGATGCTGTGTCCAATAGTACTCGCAATACCACT----------
-------------------------------------------------------------------------
----------------------------AGAAATGTCGAGGGAGGGATGAAGGGAGAAATAAAG---
AATTGCTCTTTCAATGTCACCGGAGGTATAAGA---------------------------
GATAAGATGCAAAAAGAATATGCACTC---TTGTATAGACTTGATTTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAATAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCTGCTGGTTTTGCGCTTTTTAAAT
GTAAT---GATAAGACATTCAAT------GGATCAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CACCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ACAATGATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------CAATCTGTAACA---------ATTAATTGTACAAGACCCGGCAACAATACAAGGAGA-----
-AGTATACATATA------------GCCCCAGGTAGAGCA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTGCAGCT---
GATTGGAATAACAAGTTACAAAAGGTAGCTGGAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AAGAATAAGACAATAGACTTTAAG------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAAGACTTGGAGT-----------------
----------------------------AATAAATCTCAGGACGAGATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACACAGGAGATATAT---
AGATTGATTGAGAAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGACTTATTAGCATTGGACAAATGGTCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCT---



GTACTATCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAACGCCATAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTCTAGAAGCGCTGCAAAGAATAGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>KX028321 
GCT---AAC------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCATGAAGATATA---
AAAAGTTTATGGGATCAAAGTCTA---AGGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCCAGGATGTGAATACTACTAGTAATGCCACTTTTGAT----------
-------------------------------------------------------------------------
-------------------------------------------GGCGAGAGAGAGATGATAAAA---
AACTGCTCTTTCAATGTCACCACAGGCATAAGG---------------------------
GATAGGATGCAGGAAGAAAAGGCACTT---TTTTATGAACTAGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAA---GATAAAAAATTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGCAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTTCTAGAGCA---
AGGTGGAATGACACGCTAAAACAGGTAGTTGAAAAACTAAGG---------------GAAAAATTTGGG----
-----------------------------------AATAAAACAATAACTTTTAAT------
ACATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACATATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGAGTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGCAATTACACAACCTTAATATAC---
ACTTTACTTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAACTATTAGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAGTTAATACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KX028508 
ACT---ACA------------------------------------------
GCACAGTTGTGGGTCACAATATATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTATTAGAA---------AATGTAACAGAAGAGTTTAAC----------------
--------------------------ATATGGAAGAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGTAAAAATATTACTATTAATACTACTAATACTGGTAATAATACTGGTA
ATGGTACTACT--------------------------------------------------------------
-------------GGGGAAAAAGAGAAAGAAGGAGAAATAAAAGAGGAAGAAGGAGAAATAAAA---
AACTGTTCCTTCAATGTCACTACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGATGATAAA----
-------------------------------------------------------------------------
----------
AACAATACTAATAACTCAGAGAACTATAGGATAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCAAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAAT



GTAAC---AATAGGACATTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAACGG------------
GTAGTAATTAGATCTGAGAACTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAGG----
-----------AGCCCTGTAAGA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAGAGCG---CTT------TTC---ACAGAAAGA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AGTATTAGTAGACAG---
GAATGGAATAACACTTTATCACAGATAGTTAAGGAATTGAGA---------------AAACACTTTGAG----
-----------------------------------AATAGAACTATAATTTTTAAC------
CAATCCTCAGGAGGGGACATAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTATGGATGCGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAACTAGCCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTGTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTCAGCTTGTTTAACGCCACAGCAGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTGTAGAACTAGCACAAAGGTTTGGTAGAGCT----------------------------
--------ATTATCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATCTTGCTA---TAA 
>KX505739 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAATTAATAAAGAA---GTACATAAT----------------
--------------ATTTGGGCCTCA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAATATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTGAGGAATAATACTGGGAAAAATGATACTAGTTATGCC-
-------------------------------------------------------------------------
-------------------------AATAATAGTAGTTTGATAATGGAGACAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGTGATGAGA---------------------------
AATAAGATGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGAACCAATAGATAACAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATCCTAAGAT
GCAAC---AATGAGACTTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGGG------------
ATAGTAATTAGATCTGACAATTTCACAGATAAT---------GCTAAAACCATAATAATACAGCTGAAA----
-----------GATCCTGTAGAA---------ATTATTTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGAGTTACAATG------------GGCCCAGGGAAAGTG---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATGAAACTCTAGGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAAGTTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACACAATTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGATTTTAGAAATACTACAGAGAATTGGGAGAGGT----------------------------
--------GTTCTCCACATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KU678060 
GCT---GCT---GAC------------------------------------
ACTGATTTGTGGGTTACGGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTGGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTACCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGTATTAATTTAAAGAATACTACCAATTGTAATGAAACCAGTACCAATA
GC-----------------------------------------------------------------------
-------------ACTAATAACACTACTAGATGTGTGGGAGAAGAAATGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGAAATAAGA---------------------------
GATAAGATAAAGAATGAACATGCACTT---TTTTATAGACTAGATGTAGTACCACTAGATGATACTAGTCAG-
-------------------------------------------------------------------------
----------
AGCTATGATAATACTAGTAAGAGCTATAGGTTGATAAATTGTAACACCTCAGTTACCACACAT---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGATCATGTGGACAG-----------------------
-GTCAGC---ACAGTACAATATACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGAAGAAT---------GAAAAGATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTGGCAACAATACAGGAAGG-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TGG------TACTCAACAGGAAAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATCTTAGCTCAATA---
AAATGGAATGTCACTTTAAGAAGGGTAGCTGCAAAATTAAGG---------------GAACAATATAAT----
-----------------------------------AAAACAAAAATAAAATTTACT------
CACCACTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AGTAAATCTCAGGAGGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
AATTTACTTGAAGTATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCGCAGCAATAGCAGTAGGTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAACTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>KX595124 
GCG---GGA---------------------GAACAG---GTG---GGA---
GAAAAGATGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTAAGGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACGAGAAATAGTATTATTG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGATGATGTA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTAATATAACTGCCACTGCCAATAACACCAATGTTACTGCAACCA
ATATTAGTACC--------------------------------------------------------------
-------CCTGCTCCTCCTAACTCTACTAGTGACGGGGGCATGATGGAGGCAGGAGAAATGAAA---
AACTGCTCTTTTAATGTCACCACAGACGTAAGA---------------------------
GATAGGGTGAAGAAAGTATATGCAACT---TTTTATAACCTTGATATAGTACAAATGACAGATGACAATACT-
-------------------------------------------------------------------------
----------------------
AGTACTACTAGCTATAAGTTGATAAGTTGTAACACCTCAGTTCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGTACTAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------AATAAAAACATAATAGTACAGCTGAAC----
-----------AAAACTGTAGTA---------ATTAACTGTACAAGACCCAACAACAATACAATAAGA-----
-GATATACGTATA------------GGACCAGGGAGC------TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACACTTAATAGAACA---
GACTGGAATAATACTTTAATATGGGTAGTGAATAAATTAAGA---------------GAACAATATAGG----
-----------------------------------AATAAAACAATAGTCTTTGAT------
GCACACTCTGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGACATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGACAACTACACAAAAACCATATAC---
ACCCTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KY323732 
GCT---GAA---GAA---------------------------------
AAAGAACAGTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGGATATAATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTAGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTTGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTTAATGATACTAGTGTCAATAATAAT-------------
-------------------------------------------------------------------------
----------------------------GAAACAATACAGGTAGAGGAAGAAGGAAGAATAAAA---
AACTGCTCTTTCAATATCACCGCAGGCATAATG---------------------------
GATAAGATGCAGAAACAATATTCACTT---
TTTAATAGCATGGATGTAGTACAAATAGGTAGTGAAAATAATAAA----------------------------
-----------------------------------------------------
AATAATAGTGAAAATAATACTATGTATAGGTTGATGAGTTGTAACACATCAGTCATCACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACCGTACAATGTACCCATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTGAATGGTAGTCTATCAGAAGGAGAA------------
GTAATGATTAGATCTGAAAATTTAACAGACAAT---------GCAAAAATCATAATAGTACAGCTAAAT----
-----------GAAACTGTAACA---------ATTAATTGTATAAGACCCAACAACAATACGAGAAAA-----
-GGCATACATATA------------GGACCAGGGGGAGGA---ATG------TTTTATGCCACAGAT------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTAGAGAA---
CATTGGAATAACACTTTAAAAAGGGTAGTAGGAAAATTACAA---------------GAACAATTTAAG----
-----------------------------------AATAGAACAATAGTCTTTAAG------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAACAGTTGGAGT-----------------
----------------------------AATAGATCCCAGAAAGAAATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGGAGCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTAGAATTAGGTAGGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCTACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTGTTACAAAGAGGTGGTAGAGCT----------------------------
--------GTTATCCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGATTCTGCTA---TAA 
>KY323909 



GCT---ACA------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
GCCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAGTTATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCGGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAACCTAATTTCAATGGTACCAAGGACAATGCCACT-------
-------------------------------------------------------------------------
-------------------------AGTAATAATGGGACAATAGGGGAGGAAGTAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAGGCATAAAA---------------------------
GATAGGGTGCAGAAGGAATATGCGCTT---TTTTATAACCTTGATGTAGTACCAATAAAAGAT----------
-------------------------------------------------------------------------
----------------
GCTAAGGATAATACTAGCTATAGAATGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCTAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCTCGGACAAT---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------AAGTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAACA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAGACA---
CATTGGAATAACGCTTTAAGCTCTATAGTTACAAAGTTGGGA---------------GAAAAATATACG----
-----------------------------------AACAAAACAATAGTCTTTACT------
CAAACCTCAGGAGGGGACCCAGAAATTACA---ATGCACACTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGGAAGATTGATAATTATACAGACATAATATAT---
AAATTAATTGAAATATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTG--A---TAA 
>KY324122 
GCA---ACA------------------------------------------
GACCAATTATGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCCACTCTATTCTGCGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATAAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGAATGCTACTAATATGAGTAATAAAAGTAATACTACAA
ATAATAATGCA--------------------------------------------------------------
-------------------------ACTACTAACTGGGGATTGATAGAGGAAGGAGAAATAAAA---
AATTGCTCTTTCAATATTACCACAACTCTTAAA---------------------------
GATAAGAAGCAGAAAGCATATGCGCTT---TTTTATAAACTTGATGTAATACAAATTGATGAT----------
-------------------------------------------------------------------------
----
AGTAGTAGTAAGAATAGTAGTAATGATAAATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAT---GAG------------
GTAGTACTTAGATCCAGAAACTTCACGAACAAT---------GCTAACAACATAATAGTACAGCTGAAT----
-----------AAAGCTGTAGAA---------ATTAATTGCACAAGACCTGGTAACAACACAAGAAGA-----



-AGTATCACATTT------------GGACCAGGCAGCTCA---TTT------TATACATCAGAC---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
AAATGGAATAACACTTTAAAACAGATAGTTACAAAGTTAAGA---------------GAAGAATTCAAG----
-----------------------------------AATAAAACCATAATCTTTACT---
GAACCCGCAGCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGACAGACATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAGAATTACACAGGCATAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCAATAGCAGTAGGTGAG---
GGAACAGACAGGATTGTAGAAGCATTTCAAAGAATTTGTAGAGGT----------------------------
--------GTTCTCCACATA------CCAAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX028240 
GCT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACGGAC---
CCCAACCCACAAGAAGTAGTATTAGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTATTTGGGGAGCAATAGTAGCACTAATACT----------
-------------------------------------------------------------------------
-------------------GCTAATAGCACTGATGAATCGAGGAATATCACTGGGGAGATAAAA---
AACTGCTCTTTCTATATTGAAACAGAGATAAGA---------------------------
GATAAGAAGAAGAAAGAACAAGCATTG---TTTTATGCACTTGATGTAGTAAAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATGAAATGTTCAAT------GGGACAGGAAAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTTTCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAAAGGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------AGCTCTGTAATA---------ATTAATTGTATACGACCCAACAACAATACAAGAAAA-----
-AGCATAACTGTG------------GGGCCAGGGAAAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GAATGGAATAAAACTTTAGGACAGGTAGCTGAAAAATTAAGA---------------AAACAATTTGGA----
--------------------------------GAGAATAAAACAATATCCTTTAAT------
CAATCCTCAGGAGGGGACATAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATGTGGG
GATGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAAATTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGGATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCCTCATAGGTTTAAGAATAGTTTTTGCA---
ATACTTTCTATAGCA---------AACAGAGTTAGGCAGGGCTACTCACCG------
CTCTCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCAGAA---
GGGACAGATAGAGTTATAGAAGTAGTGCAAAGAATTTGTAGAGCT----------------------------
--------TTTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGATTTTGCTA---TAA 
>KX505555 
GCT---GCA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGAAACAGAG---GTACATAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCGACCCACAAGAAATAGACTTAGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTAATAATACCAATGGCACTAGTACTACTAATGCCACT----------
-------------------------------------------------------------------------
-------------------------------------AAGGGTAGCTGGGAAACGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGAGAGAAGA---------------------------
GGTAAAGTAAAGACAGAATATGCACTT---
TTTTATACACTTGATGTAGTACAAATAAAGGATGATAATGATAAGGAT-------------------------
-----------------------------------------------------
AATAATGATAGTAGTAATAGTAACTATAGATTGATAAGTTGTAATACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGAACAGGACCATGTCAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTGGCAGAAGATGAT------------
GTAGTAATCAAATCTGAAAATCTCACAAACAAT---------GTTAAAACCATAATAATACAGCTGAAT----
-----------CAATCTATAGAA---------ATTAATTGTATAAGACCTAACAACAATACAAGAAAG-----
-AGCATACATATG------------GGGCCAGGAAAAGCA---TTT------TTTGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTGAATAAAACA---
AAATGGAATAACACTTTAAGTCAGATAGTTACAAAATTAGGA---------------AAGCAACTTAAT----
-----------------------------------ACAACAACAATAGTCTTTCAG------
CCACCATCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACCACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTACACAGAGATTTGG------AGT------
AACATGACCTGGAGACAGTGG---GAAAGAGAAATTGACAATTACACAGGCACAATATAC---
AAATTACTTACAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCACGACTTGTTGAAATTGGATTCCTGGGCAAGTCTGTGGAATTGGTTTAGTATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGACAGGATTATAGAAATAGTACAAAGAATTGTTAGAGCT----------------------------
--------ATCCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH897920 
GCT---GTA------------------------------------------
GAACAGATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTATTAGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATGATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGACAAGTATCGGGGCTAATGACACT-------------
-------------------------------------------------------------------------
-------------------------------------------AGCGGGAAAGAAGAAATGAAA---
AACTGCTCTTTCAATGTCTCCACAAACATGAGA---------------------------
GATAAGATGCAGAAAGAATATGCAACT---TTTTATACACTTGATATAGTACCAATAGGGGATACTAGTAAT-
-------------------------------------------------------------------------
----------
AATAGTCAGTCTAATTATACTAGTTATAGGTTGATAAGTTGCAACACCTCCATAGTGACACAG---
GCTTGTCCAAAAGTGTCATTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AACAAGACATTCAGT------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGATAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGC---AACATTAGTGGAACA---
AAATGGAATAACACTTTAATTCAGGTAGTTAAGAAATTAAAA---------------GAACAGTTTAAG----



-----------------------------------AATAAAACAATAACTTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACACACAGTTTCAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAATTGGAGT-----------------
----------------------------AGTAAATCTCTGGAGGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAAACAATATAC---
ACCTTACTTATAGAATCGCAGAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTG---
ATACTTTCTATAATA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCTTGTTTAATACCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGAATTGTAGAAGTAGTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX587137 
GCT---AAT------------------------------------------
GATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTAATGGGA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCACGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTACATTGCACTGATGTGCAGAACAGTACTAGTAATGCCAATAGTACTAGT----
-------------------------------------------------------------------------
-------------AATAGTACTAATATTGCCAATAGAACGGTGGAAGAACCAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTAACAAAAGAGAATGCACTT---
TTTTATAAACTTGATGTAATACAAATAAAAGATGAAAATGAAAAT----------------------------
-----------------------------------------------
AGTAGCTATAGTAATACTAGTTATAATAGTTATAGATTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTTCTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTTCCAATTTCTCGAACAAT---------GCTAGAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTACCA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ATCATAAATGGGACA---
AAATGGAATAACACTTTAAATAAGGTAGTTGAAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAACCTTTAAA------
CAATCCTCAGGAGGAGATCCAGAAATTATT---ATGCACACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATATCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAATTGGAGT-----------------
----------------------------AGTAAATCTCTGGATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAGTTAGCAATTACACACAAGATATATAC---
AGATTAATTGAACAAGCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGAATTATTGGAATTGGACAAATGGGCAAGTTTATGGAATTGGTTTGATATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTCT---
ATCCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTTGCTATTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTCTTACAAAGATTTGGTAGGGGG----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KX587284 
ACT---GCA------------------------------------------
CAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTA------------AATGTGACAGAAGATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---



ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACGCCACTCTGTGTTAGGTTAGAGTGCAAGGATTTAAATAAAGATCAGTTGAGAAATTTAACA----------
-------------------------------------------------------------------------
----------------------------GACTCTAGTTGGGGAAATATAACAGGAGAAATAAAA---
AACTGCTCTTTCAATAGCACCACAGGGATGCAA---------------------------
GATAAGCCACAGGAACAATATGCATTT---TTCTATAAGCTTGATATAGAACCACTAGATAAT----------
-------------------------------------------------------------------------
----
ACTACTAGTACTACGAATACTAGCAAGAGGTATAGGTTAATACATTGTAACTCCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATCCTAAAAT
GTAAT---GATACGAAGTTCAAT------GGATCAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTATTAAATGGCAGCTTAGCAGAAGACGAG------------
GTAGTAATTAGATCCGAAAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------AAAACTGTATTA---------ATTAATTGTACAAGACCTGGCAACAATCTAAGAAGG-----
-AGGGTACATATA------------GGACCAGGGAGAGCA---TTT------TTTACATCAGAT---------
---------ATAAGAGGAGATATA------------AGACGAGCACATTGT---AACATCTCTAGAAAA---
CAATGGAATGAGACTTTACAACACATAGTTATAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTACTTGGAAGGCT--------------
-------------------------AATAATACAGATCTGGATCTAATTTGG------ACT------
AACAAAACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGATTTAATATAC---
TACTTACTTGAACGATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGATTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTACATTAAAATATTCATAATGATAGTAGGAGGATTAATAGGATTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTCTCATTTGCTGTCAGCTTGCTCAACACCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTAGCACAAAGAATTGGCAGAGCT----------------------------
--------TTTCTCAATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KY113738 
GCT---ACA------------------------------------------
AATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGCCCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTG---
ACCCCACTCTGTGTCACTTTAGACTGCAATGATACTGCTAGTGGTAATGGTACTACCAAT-------------
-------------------------------------------------------------------------
----------------------AATAGTAGTAGCTGGGAAAGTATGGAAAAAGGAGAAATAAAA---
AACTGTACTTTTAACATCACCACAAGCATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------
AATAATAATAGTGATAATACTAGCCACTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAC------GGATCAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACCCTGTAAAT---------ATTACTTGTATGAGACCCAACAACAATACAAGAAGA-----
-AGTATAAACATA------------GGACCAGGGAGAGCA---TTT------TATGCAGCAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACG---
AATTGGACTAACACTCTAAGACAGATAGCTAACAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AATAATAAAACAATAGCCTTTGAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAGGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAAGGAAATTGACAACTACACAGGCTTAATATAC---
AACTTACTTGAAACATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
CTATCGTTTGCTGTTAGCTTGCTCAACACAGTAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAAGGATTAGAAAGGGCTTTGCTA---TAA 
>KY113566 
GTT---ACA------------------------------------------
GCACAATTTTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTGGTATTGGAA---------AATGTGACAGAAAATTTCAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGTTTTAAATTGCACTGATGTGAAAAATACTGCTAATGCCAATACTACTAATGGTGCTG
GAAAGACTACT--------------------------------------------------------------
-ATTACTCCTAGTACTGCTACTGCTAGTGCTAATGGGACTAGTAGTAGTTGGGAAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCATAAAC---------------------------GAGAAGAAG---
CGGGACTATGCACTT---TTTTATAGCCTTGATGTAGTACAAATAGGTAAT----------------------
-------------------------------------------------------------------------
----------AGCAGTGATAGTTATAGGTTGGTAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCACCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAACAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGATAAT---------GCTAGAACCATAATAGTACATCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGTATATCTATA------------GGACCAGGAGCAGCA---ATT------TATGCAACAGGACAA------
---------ATAATAGGGGATATA------------AGACAAGCATACTGT---AGCCTTAATAAAACA---
CAATGGAATAACATCTTAAGACACACAGCTGAAAAGTTAGGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAAAATTTAAG------
CAACCTGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTTAATATAC---
ACATTGCTTGAAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAATTTGTGGAATTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCCGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGTTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCAA---TAA 
>KY113379 
GCT---ACA------------------------------------------
GATAAGTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGATAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTGATTATAAGAATATTACTAATACCTCTACTATTCACACT----
-------------------------------------------------------------------------
-------------------------------------------GATATGGTAGGGGAAATAAAA---



AACTGCTCTTTCAATATCAGCACACCCATAAAA---------------------------
GATAAGATGCAGAGGGAATATGCAATT---CTTCATAAACTTGATGTAATACCAATAGATAGT----------
-------------------------------------------------------------------------
-------
AATAGTAAGAATAATGATAGTAATATCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAGCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAATACAACTAAAA----
-----------GAACCTGTGGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGTT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAAATAGTTGAAAAATTAAAA---------------GGAAAGTTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAAACAAGAGTCCTGGCTGTAGAAAGTTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AACAGATCTCACGATGACATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTAACAATTACACAGCAAAGATATAC---
ACATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGTCATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTAATTTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCATAGCCATAGCAACAGCTGAG---
GGGACAGATAGAATTATAGAAGTATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTATTA---TAA 
>KY057390 
ACT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTAAACTTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACCGATGTGAAAAATACCACTTGTGCAGAATTCAAAAAT-------
-------------------------------------------------------------------------
-------------------ACCACTTGTCCTCCTATCAATGATAGTATCAGGGAAGAAGTAAAA---
AATTGCTCTTTCAATATCACCACATCATACAAA---------------------------
GATCAGATGCAGCAAAGCAATGCAATC---TTTAGTACACTTGATATAGTA----------------------
-------------------------------------------------------------------------
----------------
AATGATAATGCTAGCAGCTATAGGTTGCGAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTCCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCTAATCTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------GAAGCTGTACAA---------ATTAATTGTATAAGACCCAACAACAACACAAGAAGA-----
-GGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAACA---
GACTGGAATAAAACTTTAACAGAGGTAGCTAAAAAATTAAGA---------------GAAAAATTT-------
-----------------------------------AATACAACAATAGTCTTTAAT------
AGCTCCTCGGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGCAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAGCAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGACTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTGTGGTCTTGGTTCGAAATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTCAACGCCACAGCAATAACAGTAGCTGAG---
GGGACAGATAGGGTTGTAGAACTATTACTCAGAATTGGTAGAGCT----------------------------
--------ATCCTTCATATA------CCTACAAGAATAAGACAGGGCCTTGAAAGGTTGTTACTA---TAA 
>KY748402 
GCT---GCA------------------------GAC---CAA---CCA---
GAGCAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAAACCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGTGGGAAATGATACTAGAGCCAATAATACTAATACCA
CTACTACTACT--------------------------------------------------------------
----------------------------------ACTCCCACTATGGATAGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTG---TTTTATAAACTAGATTTAGTACCAATGGGGGAAGATACAGTT-
-------------------------------------------------------------------------
-------------
AATAATAATAATACTCATAACTATAGGCTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAAT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAA----
-----------GACTTTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGTAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TGG------TCTGCTACAGGAAGT------
---------ATAATAGGAAATATA------------AGACAGGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACCTTAAAACTAATAGTCGACAAATTAAGA---------------GAACAATATGGG----
--------------------------------GAAAATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACACTGGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGGATTGATATAC---
AACTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTTTTGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTG---TAA 
>KY057518 
GCT---ACA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGTTGCAGAG---GCACATAAT----------------
--------------ATTTGGGCTACA---CGTGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGATAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGATTTAAGGAATACCAATACTACTAAG-------------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGCACGGTAGTGATTGAAAAAGGAAAAATAAAA---
AACTGTTCCTTCAATACCACCACAAGCATGAGG---------------------------
GATAGGATGCAGAAAGAATATGCACTC---TTGTATAAACTTGATTTAGTACCGCTAGATAAGGAT-------
-------------------------------------------------------------------------



----------------
ACTGGTAACTATACCAAATATAGGTTGATAGGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGCATCCTTTGAGCCAATTCCCATCCATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAAAAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACACGAAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGACGATTTCAACAATAAT---------GTAAAAACCATAATAGTACATCTAAAT----
-----------GAATCTGTACAA---------ATTACTTGTGTAAGACCCAACAACAATACAAGAAAA-----
-GGAATAACTTTC------------GGACCAGGGAGAGTA---TTT------TACACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATGAATGGAACA---
GCCTGGAATAAAACTTTAGAATGGGTAGCTAAAAAATTAAGA---------------GAACAATATAAT----
-----------------------------------AAAACAACAATAGTCTTTGAG------
CCACCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCCTGGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAAAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACAGTGGC
TATGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAATGCCACTGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KY324010 
GCT---ACA------------------------------------------
GAGCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTATTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTATTTTAAATTGCACTGATTTGAAAAATGGTACTGTTGAAAATGGTACTGCTGTCAATA
TTAGTACTGCT--------------------------------------------------------------
-GTCAATATTAGTACTGTTGCCAATATTAGTATCGAGGAAAGAATGGGGAGAGAAGAACTGAGA---
AACTGCTCTTTCAATATCACCACAACCCTAAAC---------------------------CAGAAGGTG---
AATGACTATGCACTG---TTTTATAAAGCTGATATAGTACAAATAGATCATAAT-------------------
-------------------------------------------------------------------------
----------AATAATAATAGCTACAGATTGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATGAGACGTTTGAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGCTAAATGGCAGTTTAGCAAAAGCAAAA---------
GAGATAATAATTAGATCTGACAATTTCTCAGACAAT---------GCTAAGACCATAATAGTACAGCTGAAC-
--------------ACAACTGTAAAA---------ATCAATTGCACAAGACCTAACAACAATACAAGAAAA--
----AGTGTACGTATA------------GGACCAGGGGCATCA---TTA------TTTACCACAGGAGAA---
------------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAG-
--GAATGGAATAAAACTTTACAACAGATAGCTGTAAAATTAAAC---------------AGACAATTT-----
-------------------------------------AATAAGACAATAGTCTTTAAC------
CGATCCTCAGGAGGGGACATAGAAATTGTA---AAGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAATTACACAAGTATAATATAT---
ACCTTAATTGAAGATGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATACATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGTGTTAGGCAGGGATACTCACCA------



TTATCGTTGGCTGTTAGCTTGCTCAACGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KY324473 
GGG---ATA------------------------------------------
GACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGCGAGTACAATAAGAATGGTACTGTGAACAATAGTACT-------
-------------------------------------------------------------------------
-------------------GAGGGCAATAGTACTGTAGGCAATGGTACTTTGGGAGAGATAAAA---
AACTGCTCTTTCAATGTCACCACAGACAGAAGG---------------------------
GATAAGATGAAAAAAGAGCAGGCACTT---TTTTATACATATGATCTAGTACCAATAAAGGAT----------
-------------------------------------------------------------------------
----------------
GATGGTAATACTACAAGCTATAGGTTGACAAGTTGTAACACCTCAGTGATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGGCCATGCAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTCAGAATTTCTCAAATAAT---------GCTAAAACCATAATAGTGCACCTAAAT----
-----------AAGTCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGGAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAAGATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
GATTGGAACAACACTTTAAAACAGGTAGTTGCAAAATTAAGA---------------AAACAGTATGGG----
--------------------------------GAACATAAAAAAATAGTCTTTCAG------
CCACCCACAGGAGGAGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTACTTGGAGT-----------------
----------------------------AATAAATCTGTTAGTAACATCTGG------GAT------
AACATGACTTGGATACAGTGG---GAAAGAGAAATTGGCAATTACACAGATGAAATATAC---
AGATTACTTGAAGCCTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGTCATTAGATCAGTGGGCAAGTTTGTGGAATTGGTTCAACATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAACACCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAGAGAGCTGGTGCAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGATTAGAAAGGACACTCCTA---TAA 
>MK148554 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAAAACTG------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTTAAATATTACTAATAATAGTAGTAGCCCTACTACTACTC
CTACCACTAGT--------------------------------------------------------------
----------------------------AGTAGCCAGGAAGAGATGGCGAAAGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATGAGA---------------------------
GATAAGATGCAGAAAGAATATGCATAT---TTTTATAAACTTGATATAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTCACCTTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGA---GATAAGAAGTTCAGT------GGAAAAGGAGAATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATATCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGC---ACTCTTAATAAAACA---
AAATGTGAGAACACTTTAAAAAAGATAAGTAAAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCATCAGGAGGGGACCTAGAAATTGTA---ACGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAAATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAAAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAACTCTTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTTCAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MK114705 
GCT---ACA---------------------------------------------
AACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGTACTGGAA---------AATGTGACAGAAAATTATAAT----------------
--------------------------ATGGGAAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACTCTTA---
ACCCCATTCTGTGTCACTTTAAATTGCACTGATGCTAACATCACCAGCACTAATAATAGTAGAGATAAGAAGG
AA-----------------------------------------------------------------------
-------------------------GGAGAAAGTACATTGGAGGAGACGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATGACTTCAAGCATGAGC---------------------------
GATAAGTCTCAGAAACAACGTGCACTT---TTTTATAAGCTTGATGTGGTACAAATAGATGAG----------
-------------------------------------------------------------------------
-------------------
ACTAATAATAATAGTTATAGGTTGATAAGTTGTAACACCTCAGTCGTCACACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATCCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCTGTAGTGTCAACC---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
GTAATGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAG----
-----------ACACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAAGTATG------------GGACCAGGGAGAGTA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGC---AACATTAGTAGAGCA---
GAATGGAATACAACTTTAAAGCAGATAGTTACACAATTAAGA---------------AAGCAGTGG-------
-----------------------------------AATAGAACCATAATCTTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGATATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAACTATTGTCATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTAATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATCATAGGAGTAGTACAAAGAACTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGGAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 



>MK114983 
GCT---GCG------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACATGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGACCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTAAGAAATGATACTGTAGGAAATCAAACAAATTAT----
-------------------------------------------------------------------------
-------------------------CTCAATGAAACTAATACAATACAGGGAAGAGAAATGACA---
AACTGCTCTTTCAATATCACCACAGAGATAAGA---------------------------
GATAAAGTGCGAAAAGAATATGCACTT---TTTTATAAACTTGATGTCATGCCAATAGATAGG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAATTGCAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAG---GATGAGATGTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAGTACTTAGATCTGAAAATTTCACAGACAAT---------ACTAAAAATATAATAGTACAGCTAAAT----
-----------AGATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTGTA------------GCA---GGGAGAGCA---ATT------TATGCAACAGGACAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTGAGACA---
GATTGGAATGACACTTTAAGCAAAATAGTTGAAAAATTAAGG---------------GAAAAATTTGGA----
--------------------------------AAAAATAAAACAATAATCTTTAAG------
CAATCATCAGGAGGGGACATGGAAATTGAA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGTCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTTACAGTATCATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTCAAAATTACACAGGGATAATATAC---
AACTTACTTGAGGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTAGAACTAGATCAATGGGCAAATTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAATTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAATACCATAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAGGTAGGACAAAGAATTGGCAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MK115065 
GCC------------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAGCATAAT----------------
--------------GTTTGGGCAACC---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAGGAAGTAGCATTGGAA---------AATGTGACAGAAACATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATTTAAATCTAAATCGCCCTAACAATAATACTTGTAGTA
AT-----------------------------------------------------------------------
-------------------------AATACTAATTATAATATAACGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGGAATAAGA---------------------------
GATAGGGTGACAAAAGAACATGCACTT---TTCTATAAACTTGATGTAGTACCAATAGATGAA----------
-------------------------------------------------------------------------
----------
GGTAGTGGAAATACTACGGGCAAATATAGGATGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGAGAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTGAACGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATCTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----



-----------AAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACACATA------------GGACCAGGGAGGGCA---TTT------TATGGAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCGCATTGT---AACATTAGTGGGAAA---
GATTGGAATGACACTTTAAAACAGATAGTTATAAAATTAAAA---------------GAAAAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTACT------
CAATCCTCAGGAGGGGACCCAGAGATAGTG---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCCTGGAATATTAGTTGGAGCCCTAGA---TGG-----
----------------------------AATAGATCTCTAGATGAGATTTGG------ACT------
AACATGACCTGGAAGCAGTGG---GAAAAGGAAATTGACAATTACACAGACATAATATAT---
AACCTAATTGAACAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGACTTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATTACACAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
ATACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCAGTTAGCTTGCTCAACACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGGCTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK115195 
GCA------------------------------------------------
GAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTA------------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGAGTTGAAGAATAGCACTACTATAAACAATACCAGTAGT----
-------------------------------------------------------------------------
-------------------------------------------ATAGAAGAAGGAGAAATGAAA---
AACTGTTCTTTTAATGCCACCACAGCAATAAGA---------------------------
GATAAGGTGCAAAAACAATATGCACTT---
TTTTATAGACTTGATGTAGTACAAATTAAGGATGATAATACCAGC----------------------------
-----------------------------------------------------------------
TATAATACCAGATATAGGTTGATAAATTGTAACTCCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAGTAATTAGATCTAAAAATTTCTCTAACAGT---------GCTCACACCATAATAGTACAATTAAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGAGACTTTAAAAAAGATAGCTGATAAATTAAGG---------------GAACAATTTAAA----
-----------------------------------AGGGAGACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTTAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAGATAATATAC---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGTTTATAGAAGTATTGCAAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MK115360 
GCT---GCA------------------------------------------
GACAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCGACC---



ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCAATGATATTACAATTACCAATAGTACTTATAATGCTAATAATACT-
-------------------------------------------------------------------------
-------------------------------------------AGTGATAGAGGGGAAATGAAG---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GGTAAGATGCAGAAAGAATATGCACTT---TTTTATAAAACTGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACCAGCTATACATTAATAAGTTGTAACACCTCAGTCATTACGCAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGGTCTAAAAATTTCTCGGATAAT---------GCTAGAAACATAATAGTACAGCTAAAT----
-----------ACATCTGTAGAA---------ATCAATTGTACAAGACCCAATAACAACACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAAGGCA---TTT------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGG---
AATTGGAGTAACACTTTAGAACTAGTAGCTAAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAGATTACA---ATGCATAGTTTTATATGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTACTGTGTCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCTACAATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGGGAAATTGACAATTACACAGGATTAATATAC---
AGTTTAATTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTACTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTACT---
GTTGCTTCTGTAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGGGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MK115488 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTGACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATATACCACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATCTGAATATTACTAATACCAAT-------------------
-------------------------------------------------------------------------
-------------------------AGCAGTAGTAAGGAGGGAAAGATGGCGGAAGAAATGAGA---
AACTGCTCTTTCAATATCACCACAGAAATAAGA---------------------------
AATAAGATGCAGAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGATCAGGACCATGTAAAAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAG----
-----------GAACCTATACAA---------ATTAATTGTACAAGACCCAACAACAATACAATGAAA-----
-AGTATCCCTCTA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAAAA---



GCATGGAATAATACTTTAAAACAGGTAGTTGAAAAATTAAAA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTATA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCGCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGACACAATATAC---
ACCTTAATTGAAAAGGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTACATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTATTCAATGTCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------CTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCATTGTTA---TAA 
>MK115745 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTAATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCAAGAGGACATA---
GTCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTACATTGCACTAATTTGACCATTGATCCAAACAATACTGCTAATGCC-------
-------------------------------------------------------------------------
-------------------------AATATTAGTGGGAGTTTAGAGGGGAAAGAAGAAATGACA---
AACTGCTCTTTCAATGTCACCACAAGCCTAAGA---------------------------
GATAAGAGGAAGGAAGAATATGCACTC---TTTTATAAACTTGATGTAGTAGCAACAGGTGAA----------
-------------------------------------------------------------------------
----------------------
AATAATAACAGCTTTAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGAGAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCTGCCAATTTCTCAGACAAT---------ACTAAGACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
GATTGGAATACCACTTTAAACCAGGTGGCTGAAAAATTACAA---------------GAACAATTTGAG----
-----------------------------------AATACAACAATAGTCTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAGAACTCTGAATAACATTTGG------GAC------
AATTTGACTTGGATGCAGTGG---GATACAGAAATTAACAATTACACAAACAGAATATAC---
CAATTACTTGAGGACGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATATTAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTGTTAATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>KX587450 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCACATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------GTGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGAACAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGCGTCACTTTAAATTGCACTGACTACTTGGGGAACGGGACTGGTACCAATAGTAGTAATAGTT
CCACTACTAGT--------------------------------------------------------------
----------GATACCATCCATAGTACCAACAGTAGTATCAAGATGGAGGAAAGAGAATTAAAA---
AATTGCTCTTTCAATATCACCACAAGTATGAGA---------------------------
GATAAGATGAAGAAAGAATATGCAATT---
CTTTATAAATATGATATAGTACCCCTAGTACCCATAGATAATTCTACAAAA----------------------
-----------------------------------------------
AATAATAATTCTAACACAAATTATACTAGCTATAGGTTGACAAGGTGTGACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGGTCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAAGCTGTGGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------CATACCCTAGGAGGC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTGAAGTA---
AAATGGAATAACACTTTACAACAAGTAGCTAACAAATTAGGA---------------GAACACTTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTCTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATCGCATTTGG------GAA------
AATATGACCTGGATGCAGTGG---GAAAGAGAAATTGGCAATTACACAGATGTAATATAC---
AGGTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACGAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTACTACAGAGAATTCTTAGAGCT----------------------------
--------GTTATTCATATA------CCTGTAAGGATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK499378 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTGGAAGTATACTAATTGCACTAATTCGGGGAATACTACTA
CTACCAATACT---------AATTGTACTGATTCAGGGAAG--------------------------------
-GCTACTAATACCACTGGTGGTGGGAAGAAAGGAAAACTAAAATTGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCTATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCGGAAAGAATATGCACTT---TTGTATAAACTTGATCTAGTACCAATAAATAGTGAT-------
-------------------------------------------------------------------------
----------
AATGATAATAGGACTAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAC---GATAAGAAGTTCAAT------GGAAAAGACAAATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACTCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AAAAAAGCACACTGT---AACATTAGTAGAGCA---
GAATGGAATAACACTTTAAAACAGGTAGCTGGAAAGTTAGGG---------------AAACAATTTGGG----
-----------------------------------AATAAAACAGTAATCTTTCAG------
CCTTCCTCAGGAGGAGACCCAGAAATTGTG---ATGCATATCTTTAATTGTAAAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTATACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATAAATGGGCAAGTTTATGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTACCGTTTGCTGTTAGCTTGCTTGATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCCACAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>MK169493 
GCT---GCA------------------------------------------
GGCCAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCATCC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCACATAATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAAGTGCACAGATAATATAACTACAACTGCTAATGCTACTGCTTATAATGATA
CT-----------------------------------------------------------------------
-------------------------------------------------AAAGGAGAGATAAAA---
AACTGCTCTTTCAATGTCACCACAGACAGAAGA---------------------------
GATAAAGTGCAGACAACCTATGCATTG---
TTTAATAAACTTGATGTGGTACCAATAGATAATGAAAATAGAAATGAT-------------------------
-----------------------------------------------------------------
AGTAGGACTAACTATAGATTAATAAATTGTAATACCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGGTTTGCGCTTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGATAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTCAAAATATCACAGACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTATAGCA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGCGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAAAACA---
AAATGGGAGAAAACTTTAGAGCAAGTAGCTGGAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------ACTAATAAAACAATAATATTTAAT------
CAACCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAG---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTGAATAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGACATAATATAT---
AACTTACTTGAATTAGCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGAATTAGATAAGTGGGTAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGTTTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCTACATCTATAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAAGCAGTACTAAGATTTTGTAGAGCT----------------------------
--------ATTATTCATATA------CCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MK169546 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAAACTGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAGTAAGATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACTTGCAAGGATTGGGTATATACTAATACTAATGCCACTAATACCAATGTCA



CTAGTGGTACCACTGTCACT-----------------------------------------------------
-------CCCAGTGCCAATGCCACTAATAGTAGTTGGTTAAAGATAGAGACAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAACTATAAGA---------------------------
GATAGGGTAAAGCAAGAACATGCACTC---TTCTATAGACTAGATGTAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------
AATAATAATGGCAGTAATGGTACATATAGATTGATAAATTGTAATACCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAGACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGCATACATATA------------ACACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACCTTAGTTTTACA---
AAATGGAATGAAACTCTGCAACAAGTAGCTAAAAAATTAAAA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
TCATCCTCAGGAGGAGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAGGCATAATATAC---
AATTTAATTGAGGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGGCATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTGTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTA---TAA 
>MK169551 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAAACTAAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCAAGGATTGGGTGTATAACAATCCCAATGCCACGAATACCAATGCCA
CTAATAATAGCACTATCACTAATAAT------------------------------------------
AGCACTGTCACTAATAGTACCAATGGCACTAATAGTAGTGGGTTAGAGATAGAGAGAGGAGAAATAAAA---
GAATGCTATTTCAATGTCACCACAACTATAAGA---------------------------
GATAAGGTAACGAAAGAACATGCACTC---TTCTATAGACTAGATGTAGTACCAATAGGAAAT----------
-------------------------------------------------------------------------
-------
AATAAAAGTAGTAGTAACTATAGTACATATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGTTCAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTTGTAATTAGATCTAAAAATTTCACGGACAAT---------GATGAGACCATAATAGTGCAGCTGAAG----
-----------GAAGCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------ACACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTTTTGCA---
AAATGGAATGACACTCTGCAACAAGTAGCTAGAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTGAGGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------CAG------



AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAACATAATATAC---
AATTTAATTGAAGAATCACAGAACCAGCAAAAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAGTGGGCAAGTTTGTGAAATTGGTTTGGCATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTTAGAATAGTTTGTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTA---TAA 
>MK169676 
ACT---GCA------------------------------------------
GAAAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATTTGAAACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTAAATTGCACTGATGCCCCGCTCTGTGTTACGTTAAATTGCACTGATGATTGGG
AGAAGCATGAG--------------------------------------------------------------
-------------ACCAAGGTCACTAATAGTAGTGAGAAAGAGATGGGGAAAGGAGAAGTAAAA---
AACTGCTCTTTCAAGGTCACCACAAGTGTAAAA---------------------------
GATAAGGTACGGAAAGAATATGCACTT---TTTTATAAACTAGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
-------
AATAATGATAGTAATAGCTATAGTACATATAGATTGATAAATTGTGATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATCAGATCTGAAAATTTCACGGACAAT---------ACTAAAACCATAATAGTGCAACTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCCACAACAATACAAGGAGA-----
-GATATACATATA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGCG------
---------GTAATAGGAGATATA------------AGACGAGCACATTGT---AGCCTTAGTAGTACA---
AAATGGAATAACACTCTGCAACAAATAGTTAGAAAGTTAAAA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAATCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATGACATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAACTACACAGGCATAATATAC---
AATTTAATTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGGCATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTGTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTA---TAA 
>MK169581 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCGGCCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCAAGGATTGGGTGTATAATAATCCCAATGCCACTAATAATACCAATG
CCAATAATAAT---------------------------------------------------------
ACCACTGTCACTAATAGTACCAATGTCACTAATAGTAGTGGGTTAGAGATAGAGAAAGGAGAAATAAAA---
GATTGCTTTTTCAATGTCACCACAACTATAAGA---------------------------



GATAGGGTAAAGCAAGAACATGCACTC---TTCTATAGACTAGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
-------
AATAGTAGTAGTGGTAACTATAGTACATATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCACGGACAAT---------GCTAAGACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAGTAACAATACAAGAAAA-----
-AGTATAAATATA------------GTACCAGGGAGAGCA---ATT------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATTACA---
CAATGGAATAAAACTCTGCAACAAATAGCTAGAAAACTAAAA---------------GAACAATTTGAG----
-----------------------------------AATAGAACAATAATCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GGTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCCTAATATAC---
AATTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGGCATAACACAGTGGC
TATGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTGTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGA------------------------
GCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTA---TAA 
>MK169545 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCCTCAGATTCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGCGTTACTTTAAATTGCACTGATGGTTGGAGGAATAATACCAATGTCACT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGTTGGAAAGAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAATATAAAA---------------------------
GATAAGGTACAGAAAGAACATGCACTT---TTTTATAAACTAGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
-------
AATAATGATAGTAGTAACTATAGTACATATAGATTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAGT------GGAACAGGACCATGTAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAACAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATCATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTACA---
AAATGGAATGACACTCTGCAACAAATAGTTAAAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAACCTTTACT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGCCATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGGCAATTACACAAGCATAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTATGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGTACAAAGAATTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTA---TAA 
>MK169677 
GCT---GTA------------------------------------------
GATCAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGGATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATCTGAATAAAACCAAT-------------------------
-------------------------------------------------------------------------
-------------------------AGCAATAATCTAACAACAGAAGAGAGAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAGGGTGACGAAAGAACATGCTCTT---TTTTATCGCCTTGATATAGTACCATTAGATAAC----------
-------------------------------------------------------------------------
----------------------------
AACAGCTATACATTAATAAGTTGTAATACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCACCTGCTGGTTTTGCGATTCTAAAAT
GCAAC---AATAAAACATTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTAACAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTTATGATTAGATCTAAAAATTTCTCAAACAAT---------GCTAACACCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGTA---------ATTAACTGTACAAGACCTAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AAATGGAATAACACTTTAAAACAGGTAGTTAAAAAACTAAAG---------------GAACAATTTAAT----
-----------------------------------ACAACAACAATAATCTTTAAG------
CCCTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACACACATAATATAC---
AGCTTAATTGAAGACTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTGACTGTTAGCTTGTTCAACGCCATCGCCATTGCAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGCAGTACAAAGATTGGGTAGGGGT----------------------------
--------ATTCTTCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGACTTTTGCTA---TAA 
>MN090376 
GCA------------------------------------------------
GAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTA------------AATGTAACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAACATCAATAGCACTAATATAAACAATACCAAT----------
-------------------------------------------------------------------------
-------------------------------------------AGTATAGAAAGAGAAATGACA---
AACTGCTCTTTTAATGTCACCACAGTCATAAGA---------------------------
GATAAGGTGCAAAAACAATATGCACTT---
TTTTATAAACTTGATGTAGTACAAATTAAGGATGATAATACCAGC----------------------------
-----------------------------------------------------------------



TATAATACCAGCTATAGGTTGATAAATTGTAACTCCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAGTAATTAGATCTAAAAATTTCTCTAACAGT---------GCTCAAACCATAATAGTACAATTAAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGAGACTTTAAAAAAGATAGCTGATAAATTAAGG---------------GAACAATTTAAA----
-----------------------------------AGAGAGACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTTAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAGGAAATATAC---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGTTTATAGAAGTATTGCAAAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN090399 
GCA------------------------------------------------
GAGAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTA------------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACCTGCACTGAGTTGAAGAATAATAACACCAATAGCACTACT----------
-------------------------------------------------------------------------
-------------------------ATGAGCAATACCAGTAGTATAGAAGAAAGAGAAATGACA---
AACTGCTCTTTTAATGTCACCACAGCAATAAGA---------------------------
GATAAGGTGCAAAAACAATATGCACTT---TTTTATAGACTTGATGTAGTACCAACTAAGGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAATTGTAACTCCTCAGTCATCACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAT------------
GTAGTAATTAGATCTAAAAATTTCTCTAACAGT---------GCTCAAACCATAATAGTACAATTAAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGAGACTTTAAAAAAGATAGCTGATAAATTAAGG---------------GAACAATTTAAA----
-----------------------------------AGTAAGACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTTAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAGAAGTCTGAGTTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAGGTAATATAC---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGTTTATAGAAGTATTGCAAAGAATTTTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY835781 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGACAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGCACTGATAAATTGAGGAATGATACTAATACCAAT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGTTGGGGAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GACAAGGTGCCGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATCTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTACAACAGATAGTTATAAAATTAAGA---------------AAACAATTTGAG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGCG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTAGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTAGTACAAGCAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>M17451 
GCT---GCA------------------------------------------
GAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGAAGCTAAAGCATATAAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCCAAA---CATGCTTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCTAACTTGAATGGTACTAATGTCACTAGT----------
-------------------------------------------------------------------------
-------------------------AGTAGCGGGGGAACAATGATGGAGAACGGAGAAATAAAA---
AACTGCTCTTTCCAAGTTACCACAAGTAGAAGA---------------------------
GATAAGACGCAGAAAAAATATGCACTT---
TTTTATAAACTTGATGTGGTACCAATAGAGAAGGGTAATATTAGC----------------------------
--------------------------------------
CCTAAGAATAATACTAGCAATAATACTAGCTATGGTAACTATACATTGATACATTGTAATTCCTCAGTCATTA
CACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGATTCTAAAGT



GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTAAG------------GGACCAGGGAGAGTA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAACACTTTAAAACAGGTAGTTACAAAATTAAGA---------------GAACAATTTGAC----
-----------------------------------AATAAAACAATAGTCTTTACG------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---CTTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATATGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTCTTAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>AY835779 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTGAAGAATGATACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGGAAATGAAGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCAGCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAACATGCACTT---TTTTATAAATTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACTAGATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAC---GATAAAAAGTTCAAT------GGAAAAGAACTATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACGAATAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAAGAAAGTAAGA-----
-AGGATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGAATGACACTTTAAAACAGATAGTTAGTAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATACGATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAC---
TCCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------TATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>M38431 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCGGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGCAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTTGACGAATGCTACTTATGCC-------------------
-------------------------------------------------------------------------
-------------------------------AATGGTAGTAGTGAGGAGAGAGGAGAAATAAGA---
AATTGCTCTTTCAATGTCACCACAATCATAAGA---------------------------
AATAAGATACAAAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTGACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATAGCTATA------------GGACCGGGGAGAACA---CTC------TATGCAAGAGAAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGATAGTTACAAAATTAAAA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAAGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTGTAGGGGT----------------------------
--------ATCCTCCATATC------CCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>U90935 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTGGTGCATCAGATGCTAAAGCATATGATACAGGG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTTGAGGAATGATACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTAGCGGAGGAGGGATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGAATAGGA---------------------------
AATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
ACTACTACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCCACT---



CAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTCCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGGCCAGGGCAGGCA---TTA------TATGCAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAAA---------------GTACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
TCCCTAATTGAAGAATCGCAGAACCAACAAGTA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTCTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATT------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>M17450 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAGGAATGATACTAGCACCAATGCTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAATCGGGGAAAGATGGAGGGAGGAGAAATGACA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
AGTAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTCGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACGAGCTATACGTTGATAAATTGTAACACCTCAGTCATCACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCGGTGG---
TTTGCGATTCTAAATTGTAAT---AATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-------
-----------------GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CACCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGGTCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAACAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GACCAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CGATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGACAAGATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTCGTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAATTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>AY352275 



GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCCCAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
GTCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTTGGGGAATGCTACTAATACCAAC-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGTGGGGGAACGGTGGAGAAAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAAGA---------------------------
GATAAGGTACAGAAGGCATATGCATAT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
GATAATACTAATACCAGCTATAGGTTGATACATTGTAATTCCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAAGTTCAGT------GGAAAAGGTCAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAACCATATTAGTACAGCTGAAT----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATAGAAGAAGA-----
-AGGATAACTAGT------------GGACCAGGGAAAGTA---CTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAATAAAACTTTAGAACAGGTAGCTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTATTTAAA------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTGGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AY835769 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTTGTATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGACTTGAAGAATGACACTAATATCAGTATT-------------
-------------------------------------------------------------------------
----------------------------GGTAGCGGGGGAACAATGGAGAAAGGAGAAATGACA---
AACTGCTCTTTCAATGTCACCACAGAAATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACAAATAAATGATGAT-------
-------------------------------------------------------------------------
----------------
GATAAGGATAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCTAACCTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATAACA---
AAATGGAATGACACTTTAAAACAGATAGTTACAAAATTAAGA---------------AAACAATTGGGG----
--------------------------------AAGAATGAAACAGTAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGTATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
TCCCTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTATAGAGCT----------------------------
--------TTTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>M38430 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCATTGATTATTTGAATGCTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAACGGGACAAAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATCTGCGCTT---TTTCATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATACCAGCTATATATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGAACATGTAAAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACATCTATAGAAAAGGA-----
-AGGATACATATA------------GGACCAGGGAGAGCA---TTT------CATACAACAAGACAA------
---------ATAATAGAAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGGAGGACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGGGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGAGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAGAGAGCTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AB221005 
GCT---GAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGTAAGCGGGGGAATG----------------------------
-------------------------------------------------------------------------
-------------------------------------------ATGGGGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GGTAAGGTGCAGAAAGAATATGCACTT---TTTTATGAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AAAAATGATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAATAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAAATAAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CACTCCTCAGGAGGAGACCCAGAAATTGTG---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCATAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY357406 
GCT---GCA------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATGTGAGGAATGTTACCTATAATGCTACCAAT-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTTGGGGGGAACCGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAGTAATAATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATGGTACAGCTGAAT----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
CAATGGAATAACACTTTAAAACATATAGTTGAAAAATTAGGA---------------AAACAATTTGGA----



--------------------------------AATAATAAAACAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATGAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
AACTAACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGCTTGCTCAACGCCACAGCCGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>AF025758 
GCT---GAA------------------------------------------
GAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AACGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGGGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAATACTACTACTACCACTAATAGTAGCACTGAT----
-------------------------------------------------------------------------
----------------TCGACTGTTAGTAGTAGCGGGGAAACGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACATCCATAAGA---------------------------
GATAAGGTACAGAAAGAACATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAATAAT-------
-------------------------------------------------------------------------
-------------
GATAATAATACTGATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTGGCGATTCTAAAGT
GTAAA---GACAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---TTT------TATACAACAAAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTATAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACT--------------------------------------------
-------------------------------------------------------------------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGGACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGGGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF025764 
GCT---GCA---GAA---------------------------------
CCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGAGCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGAGTTAAACAATGTCACTAGT-------------------
-------------------------------------------------------------------------
-------------------------------AGGATTGGGGAAAAGATGAAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGACAAAAAATATGCACTTT---
TTTATAAACTTGATGTAGTACCAATAGATAATGATAATACTACTACCAAT-----------------------
-----------------------------------------------------------------
ACCACTGCCAACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGGAAAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGGAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------CAACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
AATTGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------CAACAGTTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTCTACT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTATAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACCGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF025751 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATCGCACTGATGATTTGAAGAATGCTACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGTGGGGAAATGGAAATGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------GATAAGGTG---
AAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAATAAT-------------------
-------------------------------------------------------------------------
----AATAATACCACTACCAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCCATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAG---------AGTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGAAATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGGATAACGCTTTACAACAGATAGCCAAAAAATTAGGG---------------AAACAATTTGGG----
-----------------------------------ACTAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTCTGGATAAGATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTATCGTTTGCTGTGAGCTTGCTCAATGCCACTGCTATTGCTATAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTGTTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>U69584 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTAAAAAATGCTACTGTAAAAAATGCTACTAAT----
-------------------------------------------------------------------------
-------------------ACCAATAATAGTAGCTGGGGAGGGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACTAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGCTGATAAT-
-------------------------------------------------------------------------
-------
AATAATATTACTACTAACTATACCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCCAAAACCATAATAGTACAGCTGGAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---ACCCTTAATAGAACA---
GAATGGAATAACACTTTAGCAAAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAACATAACAATAGTCTTTAAT------
CACTCCTCGGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAAACCTAATATAC---
ACCTTAATTGAAGAATACCGGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGCATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCAGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY835778 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACCGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTGATTTGAAGAATATTACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAATTGGGAAAAGATGGAGGAAGGAGAAATAAAA---



AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACTTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGCATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCGAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAAATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATCCGTATA------------GGACTGGGGAGAAGA---TTT------TATGCAACGAAA---------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGAATGACACTTTAAGACAGGTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAGAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTATACAAACTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGCAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAACTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGCGTTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>AY835775 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGCAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATCTGGGGAATACTACCACTAGTAGGAATACTACTACT-
-------------------------------------------------------------------------
----------------AATACCACTAGTAGTAGCGATGGAGTGATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAACAATATGCTTCT---TTTTATAACCTTGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GAGAATAACAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACGGACAAT---------GCCAAAACTATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAATAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAATACAGATAGCTAAAAAATTAAGC---------------GAACAATTTGGG----
-----------------------------------AATAGAACAATGATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTTTGGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAAGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY835749 
GCT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGTACTGACTTCTCGAGGAATGGTACTAAGACCAAT-------------
-------------------------------------------------------------------------
-------------------------AGTAGTAGCGAGAGAACAATGGAGAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGCGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGCCAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATAACA---
AAATGGAATGACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGTATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AGAACGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGACGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAGAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGGT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGGGGCTTTGCTA---TAA 
>AY426119 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGTTACTAATATCAAT----------------
-------------------------------------------------------------------------
-------------------------------AATAGTAGTGAGGGAATGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGAAGAAAGACTATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------



----------------------
GATAATACTAGCTATAGGTTGATAAATTGTAATACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GACAAGAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGTAATTTCACAGACAAT---------GCAAAAAACATAATAGTACAGTTGAAA----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAACA---
AAATGGAATAACACTTTAAATCAAATAGCTACAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------AAT------
CACACGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGCTTAATACAC---
TCCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAACTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAGCAGCTTATAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>AY426125 
GCT---GTA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAATTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAAAGATGTGAATGCTACTAATACCACTAGT----------------
-------------------------------------------------------------------------
----------------------------AGTAGTGAGGGAATGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCAAAAGCATAAGA---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTGGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AAGAATAATACCAAATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTTGTAATTAGATCTGACAATTTTACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAAAA---------ATTAATTGTACAAGGCCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
CAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTACT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAGTATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGAGAATTACACAAACACAATATAC---
ACCCTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGTTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF025759 
GCT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTGAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGCAGCGAGAGGACGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATACGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCCATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AAACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAGTTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGGAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGATGAACAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>AF025761 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTCGGGAATAATACTAATACCAAT-------------
-------------------------------------------------------------------------
-------------------------ATTAGTAGCTGGGAAAGGATGGATGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------GATAAGGTG---
AAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----GATAATAATAATACCAGGTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAAAAAG-----------------------



-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGTC---------ATTAATTGTACAAGACCCAACAACAATACAGGAAAA-----
-AGTATAAATATA------------GGACCAGGGGGAGCA---TTT------TATACAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
CAATGGAATAACACATTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGAA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTACACATA------CCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>AF025749 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATGATTTGAATAATGCTACTAACACCAATAGT----------
-------------------------------------------------------------------------
----------------------AGTAGTAGGTGGTGGGAAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGGACAAGA---------------------------
ACTAGGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------
AATAGTAATACTACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAGT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATCGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATG------------GGACCAGGGAAAACA---TTA------TATACAACA---GAT------
---------ATCATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACCTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCGAGTTGGAGT-----------------
----------------------------AATAAATCTCTGACTGACATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAAGTTTAATATAC---
ACTTTAATTGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGGATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTACTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTTGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGTTA---TAA 



>AF025750 
GCT---GCA------------------------------------------
GGCCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTTGAGGAATGCTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGGAAATGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAAATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATACT----------
-------------------------------------------------------------------------
----------------
AATAATACTAATACCAGCTATAGGCTGGTAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGGAGCGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAGACAGATAGCTAAACAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCGTAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGTTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF025752 
GCT---ACA------------------------------------------
GAAAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGACTTGAAGAATGCTACTAATACCACTAATACC----------
-------------------------------------------------------------------------
----------------------AATAGTAGTGGATGGAAAATGATGGAGCCAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGAATAAGA---------------------------
GATAAGCCACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------
GATAATACTAGTACCAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCTTATGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAA----



-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAAAGCA---CTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGATATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
CATTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATCACAAATTGGC
TGCGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCG------
TTATCGTTTGCTATTAGCTTGTTCAATGCCACAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGGTTATAGAAGTATTACAAAAAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTACAGGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF025756 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCATTGATCTGAGAAATGATACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGCAGCGGGGAAACGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTGCATAAACTTGATGTAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
GATACCAGCTATAGGTTAGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAAT
GTAAT---GATAAAAGGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACCGCTGTTAAATGGTAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGCATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAGCA---
AAATGGAATCACACTTTAGAACAGATAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGTACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAAAACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGAAAAGATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAGTTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAACGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATG---------GATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCGCATA------CCTGCAAGAGTAAGACAGGGCTTGGAAGGGACTTTGCTA---TAA 
>M93258 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTTAAGGAATGCTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCTGGGAAACGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAACCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
GCTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAACA---
CAATGGGAAAACACTTTAGAACAGATAGCTATAAAATTAAAA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAATCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AACATGACTTGGATGAAGTGG---GAAAGAGAAATTGACAATTACACACACATAATATAC---
TCCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>AY835758 
GCT---GCA------------------------------------------
GGACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACAACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTACTGGGGGAATAATACCACTGAGAATGCTACTAAT----
-------------------------------------------------------------------------
-------------------ACCACTGTTGGTAGCGAGGGAATACAAAAGGGAGAAGCAATGAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAACCTTGATGTAGTACAAATAGAAAGT----------
-------------------------------------------------------------------------
----------------
GAGAATGATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAGA----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACCAGAAAA-----
-GGCATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---



CAATGGAATAACACTTTACAACAGATAGTTGCAAAATTAAGA---------------GAACAATATAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCAAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACGATGACATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGGCAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGAGTTTGCTA---TAA 
>L02317 
GCT---GCA------------------------------------------
GGGAATTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTATACCCACAGAC---
CCCAACCCACAAGAGATAGTATTAGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGAGTTGAAGAATGCTACTAATACCACTAGTACTAAT----
-------------------------------------------------------------------------
-------------------ACCCCTAGTGGTAGCTGGAAAAAGATGGAAAGAGGAGAAATAAAG---
AACTGCTCTTTCAATGTC---------TTAGGA---------------------------
GATAAGAAGCAGAAAGCATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAAGAATAGTACCAAATATAGGTTGATAAGTTGTAACACCTCAGTCACTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGCACAAGACCCAACAAAAAAACAAGAAAA-----
-CGTATAACTACG------------GGACCAGGGAGAGTA---TAT------TATACAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTAAGACAGATAGTTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGACTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACAATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAACTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>AF025755 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAGGAATGATACTAATACCACTGCTAATACC-------
-------------------------------------------------------------------------
----------------------AATAGTAGTAGCGGGGGAGCGATGGAGGAAGGAGACATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
AACAAGATGCAGAGAGAACGTGTACTT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------ATTAAAAACATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
AAATGGGAAAACACTTTAAAACAGATAGTTGAAAAATTAGGA---------------GAACAATTTAAG----
--------------------------------AATAAAACAACAATAGTCTTTAAT------
CAACACTCAGGAGGGGACCCAGAAGTTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGTGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAAAGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAACAATTACACAAGATTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF025757 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCACGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTGATTTGCAGAATGCTACCAATAATAGTCAGAATGCT-------
-------------------------------------------------------------------------
-------------------ACCAATAATAGTAGTGGGGGAAATATGGGGATAGGAGAAATAAAA---
AACTGCTCTTTCAATGCCACCACAAGCATAGGA---------------------------
GATAAGGTGCGGAAAGAACATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGAGGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GACCCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCGGGGAAAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGATA---
GAATGGAATAAAACTTTAGAACAGATAGTTAAAAAATTAAAA---------------GAATAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAGA------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTAACAATTACACAAAATTAATATAC---
ACCTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAACTATCGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>AY835763 
GCT---ACA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTATGAGGGGAATAATAAGACTAATACCAATGCTACTAATA
CCAAT--------------------------------------------------------------------
----------GCTACTAATACCAATAGCAGTAGCTGGGAAATGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAGGGATGAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTGTATAAACCTGATATAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------AGTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATTCAAGGAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTATAGCA---
AAATGGGAGGACACTTTAAAACGGATAGTTGAAAAATTAGGA---------------
GAACAATTTAAGAATAAA------------------ACAAAG------AATAAAACAACAATAGAATTTAAG-
-----CCACCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAATTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAAATACACAAGCTCAATATAC---
ACCTTACTTGAGGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGTCACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATCCTGCACATA------CCTACAAGAATAAGACAAGGCTTCGAAAGGGCTTTGCTA---TAA 
>AF025762 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTGATGATTTGAACAATAATATCACTAGT----------------



-------------------------------------------------------------------------
----------------------------AGTAGTGGGGGAAAAATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCAACACAAGAATAAGA---------------------------
GATAAGGTGCAGAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAAAAGAAACGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATAAGATCTGACAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGTTGAAT----
-----------GAATCTGTAGAA---------ATTACTTGTATAAGACCCAACAACAATACAAGAAAC-----
-AGTATACCTATA------------GGACCAGGGAAAGCA---ATT------TATACAACAGGGAAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAGTA---
AAATGGAATAACACTTTAAAACAGATAGTTGGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TATAAGCAGCTCCAGGCAAGAGTCCTGACTATGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTCGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAGAGATTTGG------GGT------
AACATGACCTGGATGAAGTGG---GAAAAAGAAATTAACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGAAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>AF025754 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGATTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTAATGATTTGAAGAATACTACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AATAATAGTTGGGAAAAGATGGAGACAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACAGAAGA---------------------------
GGCAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAAGTATCCTTTCAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAGT------GGAAAAGGACCATGTATAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TACACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTACAACAGATAGTTATAGAATTAAAA---------------GAACATTTCAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAGGATTTGG------AAT------



AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTCGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>AF286365 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGGAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAGGAATTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGTGGAATGCTACTAGTACCAGTAAGAATACTACT----
-------------------------------------------------------------------------
----------------ATTACCAATAGTAGTAATGAGAGACCAATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAGTATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAACATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------
AATAATACTAATACCAGTTATAGGTTGATACATTGTAACACCTCAACCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAAGATAAGAAGA-----
-AGGATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAGAT------------
---------AGAGTAGGAGACATA------------AGGCAAGCATATTGT---AACATTAGTGGCACA---
AAATGGAAGAATACTTTAGAAAAGATAGTTGCAAAAATAAGA---------------
GAAATTAAACAATTTAAG---------------------------------AATAAAACAATAGTCTTTAAT-
-----CACTCCTCAGGAGGGGATCCGGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCGGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGAATTAATATAC---
AGCTTACTTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAGGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTCATAGAAGTAGGACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCCAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>U39362 
GCT---GCA---AAA------------------------------------
GAAAAAACGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCCTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATATCACTAAGAATACTACTAATCCC----------
-------------------------------------------------------------------------
----------------------ACTAGTAGCAGCTGGGGAATGATGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCTATATCACCACAAGCATAAGA---------------------------



AATAAGGTAAAGAAAGAATATGCACTT---TTTAATAGACTTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
-------------------
ACTAATAATACTAAGTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGTCCCGGCTGGGTTTGCGATGCTAAAGT
GTAAC---AATAAGACATTCAAT------GGATCAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGGTTATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAAGAAGAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTACAACAGATAGTTATAAAATTAAGA---------------GAAAAATTTAGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTATATATAT---
GACTTACTTGAAAAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAAAAATAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF128126 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATACTACTAATACCAATAATAGTACTGAT----
-------------------------------------------------------------------------
----------------AATAACAATAGTAATAGCGAGGGAACAATAAAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCGCCACAAGCATAGGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---CTTTATAAACTTGATATAGAACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAAGTTCAGT------GGAAAAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAGA----
-----------GAACCTGTAAAA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAACA---
AATTGGACTAACGCTTTAAAACAGGTAGTTGAAAAACTAGGG---------------GAACAATTCAAC----
-----------------------------------AAGACAAAAATAGTCTTTACG------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AAGAATAAAACTCTGGAAGCTATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAAAGAGATTGACAATTACACAAGCTTAATATAC---
TCCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGTTGGTAGAGCT----------------------------
--------TTGCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF025763 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTGGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGATACTTTAAATTGCATTAATGTGAAGGCTACTAAAACCAATAGTAGTACTAATATC----
-------------------------------------------------------------------------
-------------------ACTAGTAGTACTAATATCACTAGTAGTAGTGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATTTAGTGCCAATAGATGATGAA-------
-------------------------------------------------------------------------
----------------
AAGACTAATGCTACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTAAAC----
-----------AAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGGATCA---
AAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAGTTATATATAC---
ACCCTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAGAGGGCTTTGCTA---TAA 
>MH012793 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAAGAATTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGAAACTACTGTCACTAATAATGCC-------
-------------------------------------------------------------------------
-------------ACTAGTAATAGTAGTAATAGTACAGAGGAATCAATGAGAGAAGAAATGAGA---
AACTGCTCTTTCAATATCACCACTAGTATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------



GATAATACTAGCTATAGATTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCGAG------GGAAAAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCAGTCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACCAGACCCAACAACAATACAAGGAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATGTA------------AGAAAAGCACATTGT---AACATTAGTAGGACA---
AATTGGAATAACACTTTAAAACAGATAGTTAGAAAACTAAGA---------------GAACAGTTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATAAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCAGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTAGTACAAACAGTTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU576292 
GCT---GCA------------------------------------------
GGCAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTACTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTATTTGAATAATGCTACTAATACCACT-------------
-------------------------------------------------------------------------
----------------------------AGTAGTAAGGAGGGAGAAATGAGAGGAGAAATAAAA---
AAATGCTCTTTCAATGTCACCACAAGAATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GGTAATACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTTACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAACA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAGGCATATTGT---ATCCTTAGTAGAGCA---
AAATGGGAAGACACTTTACAAAAGATAGTCACAAAATTAGGA---------------GAACAATATGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAATTTATAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGTTA---TAA 
>KT283697 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAACCATGCGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATAATTTGGTGAATAAAACTGATTGGAAGAAT----------
-------------------------------------------------------------------------
----------GTTACTAATACCAATAATAGTAGCTGGAAAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCAGCACAGACATAAGA---------------------------
GATAGGATACAGCGACAATATGCACTT---
TTTTATAACCTTGACATAGTACCAATAAATAATGATAATGATAAT----------------------------
--------------------------------------------------
ACTAGCTCTAATACTAACTATACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAAAAGGTCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATGATAGTACAGCTGACA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---TTT------TATTCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATAGCACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAAGTTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>AY173952 
GCT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCCAAAGCTTATGATAAGGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCAAAAGAATTACCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTTCAGTAGGAATGATACTAATACCAAT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGTGGGGAAAAGATGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGAAGTAAGA---------------------------
GATAAGATACAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GCTAGAACCATAATAGTACAGCTGAGA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AAATGGAATAACACTTTAAAACAGATAGTTAGCAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAACACAATATAC---
ACCTTACTTGAAGAATCGCAGCTCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AAGAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAACTTGCTCAACACCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTATAGAGCT----------------------------
--------TTTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>AY173953 
GCT---GAA---------------------------------------------
AAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGGTGAATGCTACTAATACGGGGAATGCTACTAAT----
-------------------------------------------------------------------------
-------------------ACCACTAGTAGTAGCTGGGAAAAGCTAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCAAAAACATGAGA---------------------------
GATAAGGTAGAAAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATGGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACAATGCAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGGTTAGATCTGCCAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAATCTGTACAA---------ATTAATTGCATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---ATT------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTTTAAAGCAGATAACAAAAAAATTACAA---------------GAACAATTTGGG----
-----------------------------------AAGAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAGTGGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTATGGATCAGATTTGG------AAT------
AACATGACCTGGATGGATTGG---GAAAAGGAAATTGACAATTACACAAGCTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAGTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTCAATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------CTTCTCCACATA------CCCACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>AY173954 
GCT---GCA------------------------------------------
GAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATGATGCTTACACCAATAGC----------------
-------------------------------------------------------------------------
----------------------------AGTAGTGGGGAAAACATGGAGAGAGGGGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTYTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGT------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATAGCACTTTAGAACTGATAGTTAAAAAATTAGGA---------------GAACAATTTGGGAAT-
--------------------------------GAAACAATAGCAATAGCCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAAACGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAACATTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGAATTGGATAAGTGGGCAAACTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>U21135 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGAATGTGACTAATTTGAAGAATGAGACTAATACC----
-------------------------------------------------------------------------
-------------------AATAGTAGTAGTGGAGGGGAAAAGATGGAGGAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACACTCATAAGA---------------------------
AATAAGAGAAAGACTGAATATGCACTT---TTTTATAAACTTGATGTAATGCCAATAGATCAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACGTTGATAAATTGTAAATCCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAGGGACCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACACGGAATTAGACCAGTAGTGTCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----



-----------GTATCCATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AAAATAACTTTA------------GGACCAGGGAGAGTA---CTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAGAACA---
AGTTGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------
GAAATAAAACAATTTAAG---------------------------------AATAAAACAATAGTTTTTAAA-
-----CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGGATTACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTGCAAAGAACTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH012589 
GTT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTATGCTACTAATACCACTAGT-------------------
-------------------------------------------------------------------------
----------------------------AGTAAAGGGGGAAAGATGGAAGGAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAATATAAGA---------------------------
GATAAAGTGAAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAGATACT----------
-------------------------------------------------------------------------
----------------
GATACTGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCAGCCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACACCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GCACCAGGCAGATCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATGAGACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGACTTAATATAC---
AACTTACTTGAAAAATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTATGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCAACATC------CCTACAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCTA---TAA 
>MH012650 
GCA------------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAAATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACAGTTTGAATAGTACTAATAGCAATAGTAATAGGTATAGCA
ATAGTAGTAAT--------------------------------------------------------------
-------------------------------------------TGGGAAATAGGAGAAATAAAA---
AACTGCTCTTTCAAGGTCACAACAAGCATAAGG---------------------------
GATAAGGTGAAGAAAGAATACTCACTT---TTTAATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GAAAATAACAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAGAAGCATAATAGTACAGCTGAAC----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-GGGATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCACAAGGAGAA------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---AACGTCAGCAGAGCA---
AAATGGAATAACACTTTAGGACAGATAGCTACAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAGCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACGAGCTTAATATAC---
ACCTTAATTGAAGCATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGTTGTTAGCTTGCTCAATGCAACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTCTAGAAGTAGTACAAACAATTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAAGACTTTGCTA---TAA 
>MH012866 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAGTAGTATTAGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCCAATGTCACTAATGGCAATGCCGCTAAC----------
-------------------------------------------------------------------------
-------------GCCAATGCCACTGATAGTATCGAGGGAACATTGGGGGAAGAAAAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GACAAAGTGAAGAAAGAATATGCACTT---TTTTATACACTTGATGTTGTACCAATAGAGGATGAGAAT----
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAC----
-----------GAAACTGTAGAA---------ATTCATTGTATAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACTAGGGAGAGCA---CTT------TATACAACA---GAG------
---------ATAATAGGAAATATA------------AGACTAGCATATTGT---AACATTAGTAGAGCA---



AAATGGAATAACACATTAGGAAAGATAGTTGAAAAATTAAGG---------------GGACAATTTGGG----
--------------------------------AATAATAAAACAATACGCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAAATATGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
TCCTTGATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH012925 
GCT---GCA------------------------------------------
GAACAATCGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAAAATTG------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGTACTAATAATACCAATAGTAGT-------------
-------------------------------------------------------------------------
----------------------------ATCGGGGAAATGAAAATGGAGGCAGGAGAAATAAAA---
AATTGCTCTTTCAATACCACCACAAACTTAGCA---------------------------
GATAAGTGGCAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTGCCAATAGATGAT----------
-------------------------------------------------------------------------
-------------
GGTAATACTAACAAGACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTACC---AGTAGTATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTGTACATATA------------GGACCCGGAGGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AATGTTAGTAAAACA---
GAATGGGATAAGGCTTTAAGACAGGTAGTTACAAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATGGTCTTCAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGGTTTTAGAGCT----------------------------
--------ATCCTCCACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY835761 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCCTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAACAATATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAAGTTGGAGACTATAAATTGCACTAATTGTAATAAAGCCA
AT-----------------------------------------------------------------------
----------GGTAGTAGCGGGAGAGAGAAGAAGATAGGAGAGATGAGGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
GATAAGATGCAGAAAGCATATGCACTT---
TTTTATAAACTTGATGTAACACCAATAGATAATGATGATACCAGC----------------------------
-----------------------------------------------
TATAATAATACCAGCTCTAATTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATGCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAAAACT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATACAT------AGAGGACCAGGGAGAGCA---TTC------TATGCGTCAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATAGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAGGACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGTCTTTAAG------
CCATCCTCAGGGGGGGACCTAGAAATTGAA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTAT------GTT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
ACATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGACTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTGTTTGTA---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTACGTTGCTTAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGGGTCTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>AF069140 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTTGAAGAATGGTACTAATTTGAAGAATGGT----------
-------------------------------------------------------------------------
-------------------------ACTAAAATCATTGGGAAATCAATGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCAAAAACATAATA---------------------------
GATAAGGTGAAAAAAGAATATGCGCTT---TTCTATAGACATGATGTAGTACCAATAGATAGG----------
-------------------------------------------------------------------------
----------------------
AATATTACTAGCTATAGGTTGATAAGTTGTAACACCTCAACCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACGGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGGATAACTCTA------------GGACCAGGGAGAGTA---TTT------TATACAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGTA---
AAATGGCATAACACTTTAAAAAGGGTAGTTGAAAAATTAAGA---------------GAAAAATTTGAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGGGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATACAATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTGATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCAGT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGGTGAG---
GGAACAGATAGGATTATAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACGAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU331649 
GCT---GCA------------------------------------------
GAAGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATCTGTGTTACTTTGAATTGCACTCATAATGTGACGGCTACTAATGGTACC----------------
-------------------------------------------------------------------------
-------------------------------------ATTATTAACGGGAGAGGAGAATTGAAA---
AACTGCTCTTTTAATATCACCTCAAGCATAAGA---------------------------
AATAAGATGAAGAAAGAATATGCACTT---TTTTATAGCCTTGATATAATACCAATAGATGATGAT-------
-------------------------------------------------------------------------
-------
AGTAATACTACTGATAGTAATACTACCTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAAAAATTTCTCTGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTC------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTAGTAGAAGT---
AGAACACAATGGAATAACACTTTAAAACAGATAGTTGGAAAA------------TTAAGAGAACAATTTGGG-
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAGCCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCACTAAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTCTTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACTAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>AY608577 
GCT---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGACATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCTTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGATGAATAATGTTAATACTACCACA-------------



-------------------------------------------------------------------------
-------------------------AATAGTAGCGAGAGAATGATAGAGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATATCAATACAAACATGAGA---------------------------
AATAAGGTGCAGAAAGAACATGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATAATACT-------
-------------------------------------------------------------------------
-------------
ACTAAGAATAACTATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTCAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCCGCCAATTTCTCGGACAAT---------GCTAAAACCATACTAGTACAGCTGAAT----
-----------GAAACTGTAGTA---------ATGAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGGGTAACTCTA------------GGACCAGGCAGAGTA---TAC------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAGCG---
GGTTGGAATAACACTTTAGAAAGGATAGCTATAAAATTAAGA---------------GAACAATTTCAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTACA---ACGATCAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGCATCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGGCCTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATT------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN944928 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAACCATGTGTAAGATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTATGTCAAGAATGTTACTAATGCCACT-------------
-------------------------------------------------------------------------
-------------------------AGTACTAATGCCACTAGTAGCGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATGAGA---------------------------
GATAAGAAGCAAAAAGAATATGCACTT---TTTTATAACCTTGATATAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATGCTAATAACAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCTACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAAAAATTTCACGAACAAT---------GCTAACATCATAATAGTACAGCTGAAT----
-----------GACTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGC---
AAATGGAATGACACTTTACAACAAATAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTACT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAACGAGATCTGG------GAT------



AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGTTTAATATAC---
ACCTTACTTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>MH013129 
GCT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTACACTGGGAATGGTACTAATGATTACACTGGGAATGGTA
CTAATACCACC--------------------------------------------------------------
-------------------------AGTAGTGGCGGGGAAACGATGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTTAATGTCACCACCCACATAAGA---------------------------
GATAAGGTGCAGAAAGAAAGTGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACTAGCTATAGGTTGATGAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCCGCCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACGAGAAAA-----
-AGTATACATTTA------------GGACCAGGCAGCGCA---TTG------TATACAACA---GAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTAGGAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAATAGAACAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTGGATCAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>U04908 
GCT---GAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTATGTGAAAATTGATACTAATGCTACT-------------
-------------------------------------------------------------------------
-------------------------GTGTATAACTGGGAAAAGATGGAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGCCATAAGA---------------------------



GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAGGAA----------
-------------------------------------------------------------------------
-------------------
AATGGTAATACAAGCTATAGGTTGATAAATTGTAACACATCAATCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAAAAGGACCGTGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATT------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGTACA---
GACTGGGGGAAAACTCTAGAAAAAGTAGTTGAAAAATTAAGA---------------AAACAATTTGGG----
--------------------------------AGTAATAAAACAATAGTCTTCAAT------
CACTCCTCAGGAGGGGACCCGGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTCGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
-------------------------AATAATAAATCTCTGGATTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAAGCTTGATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTTCCATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTGCAAAGAGTTGTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCCTTGCTA---TAA 
>KT283706 
GCT---GAA------------------------------------------
GACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTGGGGAATGCTACTAGTACCAATGCTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGGATCGAGGGAACGATGGAGAAAGGAGAAATAAAA---
AACTGCTCATTCAATGTCACCACAGAGATAAGA---------------------------
GATAAGGAGAAGAAAGAATATGCACTC---TTTTATAGGCTTGATGTAGTACCAATAGATAATACAATA----
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTTTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATCAGATCCGCCAATTTCTCGAACAAT---------GCTAAAATCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACTTTACAACGGATAGTTATAAAATTAAGA---------------AAACAAATTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGTGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH012332 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGAAATAGTACTAATAGTGGTAATGGTACTGGTAGTG
GTAATCATACT--------------------------------------------------------------
-------------------ACCACCAGTAGTGGTTGGGAAAAGATGGAGAGAGGAGAAATAAAA---
AATTGTTCTTTCAATATCACCACAAGCATAAGA---------------------------
AATAAGATGCAGCAAGAATATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGAAAATATCACGGACAAT---------GGTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGCACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGGAGGACACTTTAAAAAAGATAGCTAGAAAATTAAGA---------------GAACAATTTCAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------AAT------
AACATGACCTGGCAGGAGTGG---GAAACAGAAATTAACAATTACACAAGTTTAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATCTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTATTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGACAGGATTATAGAAGGATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>MH012400 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCTACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAGTAGAATTGGGG------GAAAATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTTTAATTTGAAGAATGCTACTAATACCACTGGTAGTGGTA
ATTATACCACT--------------------------------------------------------------
-------------AGTAATAATACTAGTAGTAATGAGGGAGAGATGGAGAGAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCGCTT--TTTTTATAAACTAGATATAATACCAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------



GATACTACTAGATATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACTATGTGAAAAT-----------------------
-GTCAGT---GTAGTACAATGTACACATGGAATTAGACCAGTAGTATCCACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAGAATCTCACGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAA----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGTGCA---TTG------TATACAACA---GAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GAATGGAATAAAACCTTAAACCAGATAGCTAGCAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAGCACAATAGTCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAACATACCTAAGGGATCAACAGCTCTTGGGAATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAACGAAATATAC---
ACCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTGCAAAGAGTTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH012257 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGGATATAATACAGAG---GGACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATGTGAATACTACTAGTACTAATAATGTTACTAAAACCACT-
-------------------------------------------------------------------------
-------------------------AATAGTAGCGGGAAAATGATGGAGGGAGAAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAGATGAAGAAAGAATATGCACTT---TTGTATAAACTTGATATAACACCAATAAATACA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTGGCAGAAGAAGAA------------
GTAGTAATTAGATCTGCCAATCTCTCGGACAAT---------ACTAAAACCATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAAAACTTTAAAACATATAGTTACAAAATTAAGA---------------GAACAATTCCCA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATCAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTCATATAC---
ACCTTACTTGAAGAATCGCAATACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------



CTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAATATTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH012478 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATTTGGGTAATAATACTAATGGTAGTAATGATACTACCACT-
-------------------------------------------------------------------------
-------------------------AGTAGTGACGGGGGAAGGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACACACATAAGA---------------------------
GACAAGGTGCAGAAGGGATATGCATCT---TTTTATAAGCTTGATGTAGTACCAATAGATAATAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGCAGTTCAAG------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATTATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGCGCA---TTT------TATGCAACAGGAGAC------
---------GTAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAAAGAA---
GAATGGAATAAAACTTTAACACGGATAGTTGTCAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GGGAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTGATGATATTTGG------GAA------
AATATGACCTGGAGGCAGTGG---GAAAGAGAAATTGATAATTACACAGGTGTAATATAC---
AAGTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAGTTTATGAAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------TATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTTTAGCAGCATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH013027 
GCT------------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
GTCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAATTGACCAATGCTACTTATGCTAATAATAGT----------
-------------------------------------------------------------------------
-------------------------------------GACTGGATGAAGGACGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAAA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTGTATAAACTTGATGTAGTACAAATAGATAAGAAT-------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACTATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCGGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTGGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGTAAA-----
-AGTGTACATATA------------GGACCAGGGAGAGCA---CTT------TATGCAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAGCACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAG------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------CATAGAGCTCTGAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAC---
AATTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAATAGTACAAAGAGCTATTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MH013075 
GCT------------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAATCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTGATTTGAAGAATACTACTAATACCACT----------
-------------------------------------------------------------------------
-------------------------AGTGGTAGCAGGGAAATGCAGGGGGGAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAGGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGAACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------------
AATAACACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCCTCAAACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAGACGTTTAAA------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACAAGACCCAACAGCAAGATAAGAAAA-----
-ATTATACATCTA------------GGACTAAGGAGAGCA---TTT------TATGCAACA---AAA------
---------AGAATAGGAAATATA------------AAACAAGCAGAGTGT---AACATTAGTAGAGCA---
GACTGGGAAAAGACTTTAAAACGGGTAGCTATAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AGTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGCAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATACCACTGCAATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>DQ487188 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTACTCTTG------------AACGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCTACTACTAGTAGTGAGAGTACTACTGCTGGT-------
-------------------------------------------------------------------------
-------------------ACCACTACTAGTAGCGGGGAAAAGATGGAGCCAGGAGAGATAAAA---
AATTGCTCTTTCCATGTCACCTCAGGCATAAGA---------------------------
GACAAGTGGCAGAAAGAGTATGCGCTT---TTTTATAAACTTGATTTAATACAAATAAATGAAACTAAAACT-
-------------------------------------------------------------------------
-------
AATACTACTAGCACTAATATTACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGTCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAAAAATTTCACGGACAAT---------GCAAAAGTCATAATAGTACAGCTGAAT----
-----------AAAGCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TTTACAACA---GAA------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---ACCCTTAATAGAACA---
CAWTGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGGGTAGTAGT---
TGGAGTAATAGAACT---------------------AATAGACCTCTGGAGGACATTTGG------AAT----
--AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAAGCTATATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTTCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>DQ487190 
GCT---AAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTCTTGGGG------GCAAATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAATAATACCACTGGTAATACTACTAATACCACTACT-
-------------------------------------------------------------------------
-------------ACTAATACCACTAGTAGTAGCTGGGAAAAGATGGAGAAAGGAGAGATAAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCGCTT---TTTTATAAACTTGATATAGTACCAATAGGAAATGAT-------
-------------------------------------------------------------------------
----------------
AATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCACGGACAAT---------ACAAAAACCATAATAGTACAGCTGGAT----



-----------GAAGCTGTAGTA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAAAGTA---
CAATGGAATAACACTTTAACAAAGATAGTCACAAAATTAGAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCTATAATGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGACTTAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGYATTACAAAGAACTGTTAGAGCT----------------------------
--------ATTATTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY612855 
GCT---GAA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCACATCATGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAAATATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCGACGTATACTAATAGTGACAGTAAGAATAGT-------
-------------------------------------------------------------------------
-------------------ACCAGTAATAGTAGTTTGGAAGACAGTGGGAAAGGAGACATG------
AACTGCTCTTTCGATGTCACCACAAGCATAGAT---------------------------
AAAAAGAAGAAGACAGAATATGCAATT---TTTGATAAACTTGATGTAATGAATATAGGTAAT----------
-------------------------------------------------------------------------
----------------------------
GGAAGATATACATTACTAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAATAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGA---------
GAGGTAATAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTCAAG-
--------------GAACCTGTAGAA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA--
----AGTATACATATG------------GGACCAGGAGCAGCA---TTT------TATGCAAGAGGAGAA---
------------GTAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAGGA-
--AGATGGAATGACACTTTAAAACAGATAGCTAAAAAATTAAGA---------------GAACAATTT-----
-------------------------------------AATAAAACAATAAGCCTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACAAGATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTGACAATTACACAAAATTAATATAC---
ACCTTAATTGAAGCATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAGTTGGGCAAGTTTGTGGAGTTGGTTTGACATCTCAAAATGGC
TGTGGTATATAGGAGTATTCATAATAGTAATAGGAGGTTTAGTAGGTTTAAAAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCCGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGGATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY835437 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---



ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGTAACAGAG---GTACATAAT----------------
--------------GCTTGGGCCACA---CGTGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCATTAATTATAATAATACCAATAATGGGAGCAAT-------------
-------------------------------------------------------------------------
-------------------------GCTAATAATACCAGTATTGAGGGCAGGGAAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAACCATAAGA---------------------------
GATAAGGTGCAAAAAGAAGAGGCACTT---TTTTATAGACTTGATTTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
GATACATATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAAAACTTTAGAACAGATAGTTGAAAAATTAGGA---------------GAACAATTTAGG----
-----------------------------------AATAAAAATATAAGCTTTATG------
CAACACTCAGGAGGGGACCCAGAAATTGTA---ACACACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGTGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTACGATAACATTTGG------AGT------
AATATGACCTGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGGAGAAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAGTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGTTTGCTTGATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACATAGAATTTTTAGAGCT----------------------------
--------ATTTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KT283729 
GCT---GAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATTCAACAGAA---AAACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACGAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAGTTGCACTGATAAATTGGAAGATAATACTAATGCCACT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGTTGGGGAAAAATGGAGGTAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAATAACA------------------------------
GATAAGAGGCATAAAGAATATGCACTT---TTTTATAAACTTGATGTAATAGCAATAGATGGT----------
-------------------------------------------------------------------------
-------
GGTAATGCTACTAATAACTATACCAACTATAGGTTGATAAATTGTAATACTTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAG------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTATTGTTAAATGGCAGCCTAGCTGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATACTAGTACAGCTAAAT----
-----------AAAACTGTGAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAACA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---



GAATGGAATAACACTTTAAAACAGATAGTCACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTTTTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAGTAGG---TGGAGT--
----------------------------AATAAAAGTCTGAGTAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACACACATAATATAT---
AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATCACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
ATAATTTCTATAGTG---------AGTAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTAAATGCCACAGCAATAGCAGTAGCTGGG---
GGGACAGATAGGATTATAGAAGCAGCACAAAGAATTTTTAGAGTT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>DQ313246 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGATACTTATAGT-------------------
-------------------------------------------------------------------------
-------------------------------AATGCCACTATTATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATACTAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGTTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TACACAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGACAGGCACATTGT---AACATCAGTAGAGCA---
CAATGGAATAACACTTTACAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------GAGGATAAAACAATAGTCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACGGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATTACATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGCAGAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU289197 
GCT---GCA---GAA------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTAGTATTGGAA---------AATGTGACAGAAAAATTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTTGAATAATACTAATAATGATAATGGTATTAGTAGT----
-------------------------------------------------------------------------
----------------AGTAATAATAGTAATAGCTGGGGAAAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAAA---------------------------
GGTAAGATGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATATAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGCAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGGAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAGAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCCTTAGTAAAGCA---
AGATGGGATAAAACTTTAAAACAGATAGCTAGCAAATTAATA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAATCAGAAATTGACAATTACACAAGTGTAATATAC---
ACCTTACTTCAAGAATCGCAGTACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTATTAACTTGCTCAATGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGGATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>JQ609870 
GCT---GAA---------------------------------------------
AATTGGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACAGAGTCCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAGATTGAATTGGAA---------AATGTGACAGAGAAATTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATCTGACGAAGGCTATTAATACCACTGAGAAT----------
-------------------------------------------------------------------------
-------------GCTAAGGATACCACTACTAATACCACTAGTGATAGCGGGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCAAGGAAACGAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---
TTTTATAGCCTTGATTTAGTACCAATAGATGATGATTTAGTACCAATA-------------------------
--------------------------------------
GATGATGATAATACCACTGGTAATATCAGCTATATCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTCA
CACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAGA---GATAAGGAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTTACAGAAAAT---------ACTAAAACTATAATAGTGCAGCTGAAC----
-----------GAAACTGTAAAA---------ATTACTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTT------------GGACCAGGGAGCGCA---TTT------TATACAACAGGAGCG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGTGCA---
AATTGGACTAACACTTTAAAAAGGATAGCTGCAAAATTAAGA---------------GAGCAATATGGG----
--------------------------------AATAATAAAACAATATTCTTTAAT------



CAATCCTCAGGAGGGGACCCAGAAGTTGCC---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTATGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTACTTGGAGT-----------------
-------------------------AGTAATAAAACTCTGACAGATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACGAGCTTAATATAC---
AATTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTCCACGTC------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY835436 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCCAAGGCCTATGAGACAGAG---GTCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CTCAACCCACAGGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATATAAATACCACTCAAACT-------------------
-------------------------------------------------------------------------
-------------------------------AATAGTAGTATAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTCTATAAACTTGATGTAATATCAATAAAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGCAGCTATAGGTTAATAGATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------GTCGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATGATACTTTAAAACAGGTAGTTACAAAATTAAGA---------------GAAAAATTTGGA----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACGCAGAACTTGTA---ATGCACTCTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGGTACCTAAGGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATTACATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGCAATTACACATACTTAATATAT---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGAAATTAGATACATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTACCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTGCTACAAAGAGCTCTTAGGGCT----------------------------
--------ATCCTCCACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>AY835768 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTG------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---



ACCCCACTCTGTGTTACTTTAAATTGCACTGACTTGAGGAATGCTACTAATACCACTAGTAGTAGTGGGAGTG
CT-----------------------------------------------------------------------
----------ACTACTACCCCTAGTAACAGTGGGAAAATAATGGAGGGAAGAGAAGAAATGACA---
AACTGCTCTTTCAAAGTCACCACAGCAGTAAAA---------------------------
GATAAGGTGCGGAAAGAATATGCAATT---TTTTATAAACTTGATGTAGTACCACTAAAAAAA----------
-------------------------------------------------------------------------
----------------
GCTAATGATACTACCAGCTATAGGTTGATAAGTTGTAATACCTCAACCACTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAATACTTAGATCTGCCAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAACTGTACAAGACCCCACAAAAAGATAAGAAAA-----
-AGGGTACATATG------------GGAGGGGGGAGAACA---TTT------TATGCAACAGGC---------
---------ATAGACGGAGATATA------------AGAAAAGCATATTGT---ACCCTTAATTTAACA---
AAATGGAATAACACTTTACAACATATAGTTACAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AAGGAGAAAACAATAATCTTTGAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGTATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAGATCTGTGCAGTTCATTTGG------AAT------
AACATGACCTGGATGGATTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAT---
GACTTACTTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAATATTGCAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU289190 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATTCCCCAGAG---AAACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGGGA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAAAAATAGTGCCACTGATACCAATGGTACCAGT----
-------------------------------------------------------------------------
----------------GGTACCAATAATAGGACTGTTGAACAAGGTATGGAGACAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGAATAGGA---------------------------
AATAAGATGCAAAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAGTAAT-------
-------------------------------------------------------------------------
-------------
AATAATAGTGATAATACTAGCTATAGGCTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCTTGTCCAAAGACATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAACTAAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACTAGGAAGAGCA---TTA------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGCAAA---
AGTTGGAATAAAACTTTACAACAGGTAGTTAGAAAATTAAGA---------------GAGCAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCAAGAAATTGTA---AAGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATTCTGGCTGTAGAAAGATACCTAAAGGATCAACAGATCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTCTGACTGCTATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
TCCTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAATATTACAAGGAATTTTTAGAGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY835438 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGAAGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTAGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGACATT---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATTTGAATAATACTACTAATACCAATAATACT----------
-------------------------------------------------------------------------
----------------------ACTAATACCAATAGTAGTAAGATAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACAGAGGA---------------------------
GACAAGAGGCAGAAAGAATATGCTCTT---TTGTATAGAACTGATATAGTATCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
ACTAGCTCTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGGACAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAACAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAATAATTAGGTCTGCCAATCTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GACCCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATTTA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTAAGAGAGATAGCTAAAAAATTAGCA---------------GAACAATTTAAT----
-----------------------------------AATAGGACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GGTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATTACATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAATTATTGGAATTAGATAAGTGGGGAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATACAACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAGGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT283753 
GCT---ACA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAAATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAAGTGCACTGATTATGGAAATACTACTAATGATTATGGAAATACTACT----
-------------------------------------------------------------------------
----------------------AATACCAATAGTAGTACAATAATGGAGAAAGGAGAAATAAAA---



AATTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTGTATAAAGTTGACATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAAACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCCGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTATAAGACCCCACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGCA---
CTATGGAATACTACTTTAAAACAAATAGTTGAAAAATTAAGA---------------GAACAATATGTA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGCAGATTTGG------CAA------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGATAATTACACAAATGTAATATAC---
AACTTAATTGAAGAATCGCAAAAACAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTATTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGATTATAGAAATAGCACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU289198 
GCT---GCA------------------------------------------
GATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAATCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCACTAATTTGAATGCTACTAATACC----------------------
-------------------------------------------------------------------------
----------------------------------AGTGGCACGGTGGAGAGAGCAGAAATGAAA---
AACTGCTCTTTCAATATCACCACTAGCCTAAGA---------------------------
GATAAGGTGCAGAGAGAATATGCACTT---TTGTACAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
ACTACTAATACTACCAACTATAGGTTAATCAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAGGTTCAAT------GGAAAAGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGCATTAAGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCTGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACTATGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------AACCAATTTGGT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATGATATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCATTACAAAGAGCTGGTAGGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGGTA---TAA 
>KU678164 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGGGGAATGCTAATAAGACCACTAATAGTAGTGGGG
GAACTACTAAC--------------------------------------------------------------
-------ACCACTACTAGCAGTAGCGAGAAAAAGCTAGATAGAGAACAAATAGGAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAAACATAAGA---------------------------
GATAAGGTGAAAAAAGAATATGCACAC---TTTTATAAACTGGATTTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GACAATACTAGCTATAGGCTGATAAGTTGTAATACCTCAGTTATCACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATATCTCAAACAAT---------GCTAAAACTATAATAGTACAGCTAAAC----
-----------AAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TTTGGAACA---GAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACGTTAGTAGTAAA---
GATTGGAATGAAACTCTAAAACAGGTAGTTACAGCATTAAGA---------------GGACAATTTGGG----
--------------------------------GATAACACAACAATAGTCTTTAAT------
CAATCCACAGGAGGGGACCCAGAAATTGTA---ACGCACACTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGCACACAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN024303 
GCC---GAA------------------------------------------
GAAGGGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGCCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGAGGTTAATGGTACTAAAACCAATGATACTAATACCAATA
CTACTAATAAT--------------------------------------------------------------
----------AATACCACTAATCCCACTAGCAGCTGGGAAACGGTGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGTATATGCTCTT---TTTTATAAACTTGATGTAGCACCAATAGATGGT----------
-------------------------------------------------------------------------



----------------------
AGTAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGACTTCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCGGAAAATTTCACGAACAAT---------GCTAAAACTATACTAGTCCAGCTAAAC----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAGCAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGACAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATAATACTTTAAATAAGATTGCAGTAAAATTAAAA---------------GAACAATTTCAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAAGTTTAATATAT---
ACCTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTATGGAATTGGTTTGGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATATTCACCA---
ATATCATTTCAGGCTGTTAGCTTGTTCAATACTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTTTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY332237 
ACT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTACTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGGAAAATAGAACTAATAGTGGTAAT-------------
-------------------------------------------------------------------------
----------------------------AATACCACTGATGGTAGCTGGGAAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAATATGATATAATATCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACCGAATATAGGTTAACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATACAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCACGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTGTAACA---------ATTAATTGCGTAAGGCCCAACAACAATACACGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTATAACA---
AAATGGAATAACACTTTAAAACAGATAGTTGACAAATTAAGA---------------GAACAATTGGGG----
--------------------------------AAAAATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGAATGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAC---
AACTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCATT---



GTACTTACTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGCTATAGAAATACTACAAAGAATTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY308762 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAGGTAGTATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGAATGCTACTAGTAGTACTAATGCAACTAATGTGAATG
CTACT--------------------------------------------------------------------
-------AGTAGTCCTAATGCAACCAATAGTGGAGAGGAAATAATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCTATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCAATT---TTTTATAGCCTTGATTTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATACTAGTACAGCTGAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCATATTGT---ACCCTTAATATAACA---
GCATGGAACAACACTCTAAACCAGATAGTTAAAAAATTAAGA---------------AAACAATTTGGA----
-----------------------------------AATAAAACAATAGTTTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAGCGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACACAGACAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGTCACRGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATAATAGAAATAGTACAAAGAGCTTTTAGAGTT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAAGGCTTGGAACGGGCTTTGCTA---TAA 
>AY835753 
GCT---ACA------------------------------------------
GGAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGAATTAAAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCATA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGGTTTGAGGAATAATACTAATGCCACTAGTGCCTCTAGTACTC
AT-----------------------------------------------------------------------
-------------CCTCCTACCACGAGTAGTAGTAGTAGGAATATAATGGAAGGAGAAATGGCA---
AACTGCTCTTTTAATATCACCACAACCATG------------------------------
AATAAGGTGCAGAAAGAATATGCACTC---
TTTTATACACATGATGTAGTACAAATAGTTGATAATGATAATAATAAT-------------------------
-----------------------------------------------
GCCAGTAATAGTGCCAAGAAAAGGATCAGCTATAGGTTGATAAGTTGTAACACATCAGTCGTCACACAG---
GCCTGTCCAAAGGTAAACTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT



GTAAC---GAGAAGGAGTTCAGT------GGAAAGGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATCTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAATTGTTGTTGAATGGCAGTCTAGCAGAAAAGGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAACCTGTAAAA---------ATTGAGTGTACAAGACCCAACAACAATACAAGAGAA-----
-AGTATAACTATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---ACCCTTAGGGGAACG---
GAATGGACTAACACTTTAAAAAGGATAGCTGAAAAATTAGGA---------------GAAAAATTTGAA----
-----------------------------------AATAAAACAATAAAATTTACT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---GCACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGGG--AAGAGAGAAATTATCAATTACACAGGCTTAATATAC---
ACCTTACTTGTGGAGTCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGTACAAGAATTATTAGAATTAGATACATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATACAGTTACGCAGGGATACTCACCC------
TTATCGTTTTGACAACGTTTGTTCAATACTACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>EU575474 
GCT---GCA------------------------------------------
GATAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCAATGATGTCAATAATAATAGTACTATCAACAATGGAACTACT----
-------------------------------------------------------------------------
----------------AATGCCACTAGTCATAGTGGGGGAAAAATAGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAACATAAAA---------------------------
AATAAGCTGCAGAAAGAATATGCACTG---TTTTATAAGCTTGATCTAGTACCAACAGATGAT----------
-------------------------------------------------------------------------
----------------------
AATAATTCTAGCTATAGGTTGATACATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAA---GATAGGAATTTCACA------GGAAAAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGGG------------
GTAGTAATTAGATCTGCCAATATCACAGACAAT---------ACTAAAACCATAATAGTACAGTTGAAG----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGGAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TGGACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAGACAGATAGCTACAAAATTAAGA---------------GAACAATTTGGT----
-----------------------------------AACAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCAAGAAATTGTG---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCGCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACACACACAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAACTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTCAGCTTGTACAACGCCACAGCTATAGCAGTAGCTGAG---



GGAACAGATAGGGTTATAGAAATAGTAAGAAGAACCTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN024428 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------GTGTGGAAAAATGACATGGTAACCCAGATGCATGAGGGTATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTAACTTTACATTGCACTGATGTGAATACTACTTGTATCACAACCAATAATAGTACCATGA
CCAATAGTAGT--------------------------------------------------------------
----AATAGTAGTACTGAGGGAAACTGCTCTTCCTATAATTATACTGGGAGGGAAGAACTGAGA---
AACTGCTCTTTCAATATCACCACAAGCATACAA---------------------------GATAAGGTG---
CAAGACTATGCAATT---TTTTATAAACTAGATATAGTACCAATAAAAAGTGAT-------------------
-------------------------------------------------------------------------
----AATAGTGATAATACTAGCTACAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAGT------GGAAAAGGAACTTGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTACTTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAATTGAAG----
-----------GATCCTGTAAAA---------ATTGAGTGTGAAAGACCCAACAACAATACAATAAAA-----
-AGTATACATCTA------------GGACCAGGGAGAGCA---TGG------CATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGC---ACCCTTAATAGCACA---
AACTGGACTAACACTCTAAAGCAGATGGTTGAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGCCCTTAAT------
CAATCCACAGGAGGGGACCCAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATTTGG------GAT------
AACTTGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAAGTGTAATATAC---
ACCTTACTTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCAGTTAGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTGCAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCATATA------CCCACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AY331284 
GCT---GCA------------------------------------------GAGAAA---
TGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGGGGAATAATAGTACT-------------------
-------------------------------------------------------------------------
-------------------------------AACAACAGTAGTTGGGACAAGGGAGAGATGAAA---
AAATGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GGTAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAATGGTAAG----
-------------------------------------------------------------------------
-------------
AATGATAGTACCAATACCAGCTATAGGTTGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCAATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------



ATAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AAAAGAGCATATTGT---AACATTAGTAGAACA---
AAGTGGAACAACACTTTAATACAGGTAGTTAGAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGTTTAATATAC---
ACCTTAATTCAAGAATCGCAGAGCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGCATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAATGCTACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAACTCTTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AY331285 
GCT---GCA------------------------------------------
GCACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATACCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAACGAATGCTACTAATATCAATGCTACTAAT-------
-------------------------------------------------------------------------
----------------------ATCAATAATAGTAGCGGGGGAGTGGAGAGTGGAGAAATAAAG---
AACTGCTCTTTCAACATCACCACAAGCGTAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAACAAAT----------
-------------------------------------------------------------------------
----------------------
GAGAGTAGCAAATATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGAAACGTTCAAT------GGGAAAGGACCATGTATAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAAACATAATAGTGCAACTGAAA----
-----------GAATATGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGATCA---
AAATGGAATGACACTTTAAAACAGATAGCTGCAAAATTAGGA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CCATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATATGCACCACTGATGTGCCTTGGGATACTAGTKGGAGT-----------------
-------------------------AATAAAACTCTGGATGATATTTGGGGT------AGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCACAATATAC---
ACCTTACTTGAAGAAGCACAGTATCAACAGGAA----------------------------------------
-----------------------------
AAGRATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAATGTCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT124745 



GCT---GCA------------------------------------------
GAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGAAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTCAAGAATACTACTAGCAATAAT----------------
-------------------------------------------------------------------------
-------------------------------------------GATATGAAGGCAGAAATGAAA---
AACTGCTCTTTTAATGTCACCACAAATATAAGA---------------------------
GATAAGATGCAGAAGGAATATGCACTT---CTTTATAAACTTGATATAGTACCCATAGATCCTGAACAG----
-------------------------------------------------------------------------
----------------------
AATAATACCAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAATAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------ATTAAAACCATGATAGTACAACTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGGCCCAGCAACAATACAAGCAAA-----
-AGCATACCTATA------------GGACCAGGAAGGGCA---TTC------TATACAACAGACAGA------
---------ATAGTAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATACCACTCTAAAACAGATAGTTGCAAAATTAAGA---------------GAACAATTTCCA----
-----------------------------------AATAAAACAATTGTCTTTAAT------
TCTTCCTCAGGAGGGGACCCAGAAATTGTA---ACTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
-------------------------AAAAATAAAACTCTGGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTATACAGAAGTAATATAC---
ACCTTAATTCAAAACTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGAACAGTTTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGTAATACAAAGATTTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JN562755 
GCT---ACA------------------------------------------
AAAGAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTTGAACAATACTAATGATACCAATGATACCAAT-------
-------------------------------------------------------------------------
----------------------AGTACTAATGGAGGGAAACTGATGGAAAAAGGAGAAATGAAA---
AATTGCTCTTTTAATATCACCACAAACATAAGA---------------------------
GATAAAAGACAGAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGATATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GAAGCTGTAGAA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAAA-----



-AGTATACATATA------------ACACCAGGGAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
AATTGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCATGGGACTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTCAATGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACACAAACAATATAC---
AGCTTACTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCATTTGCTGTTAGCTTGCTCAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGACTTGGGAGGGCT----------------------------
--------ATTCTCCACGTA------CCTGTAAGGATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JN562794 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATTTGTGTTACTTTAAATTGCACTGATGTGAATACTACTGATGCGAATACTACTCTG----------
-------------------------------------------------------------------------
----------------------CCCACTAATAATAGTTTGAGAATGGAAAAAGGAGAAATAAAA---
AATTGCTCTTTCTATATCACCACAAACATAAGA---------------------------
GATAGGGTAAAGAAGGAATATGCACTT---TTTTATAGCCTTGATATAGAACCAATAGATAATGGTAAT----
-------------------------------------------------------------------------
-------------
AATAATAATACTAATAATAGCTATTGGTTGAGAAGTTGTAATACCTCAATCATTACACAA---
GCCTGTCCAAAGGTAATCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGATGTTCAAT------GGATCGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGCCAATTTATCGAACAAT---------GCTAAAATCATAATAGTACATCTAAAT----
-----------GAATCTGTACAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGGCAGCA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
AGATGGGAGAAAACTTTAAAACAGGTAGCCACAAAATTAAGA---------------GAACAATTTAAT----
--------------------------------AAAACTAAAACAATAGTCTTTACA------
AATTCATCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTATTTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCTACAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
TCCTTACTTGTAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAGTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTCAGCTTGCTTAACGCTACAGCTATAGCAGTAGCTGAG---
GGAATAGATAGGATTATAGAAGTAGTGCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGACGAATAAGACAAGGCTTGGAAAGGGATTTGCT------- 
>JN562786 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACACGAAATAGTATTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTATATTGCACTGATGTGAAAGTTAATCAGACCAATAATAGTACTACTAAT----
-------------------------------------------------------------------------
-------------------ACCACCATTAGCAAGGAACTAATGATGAAGGACGGAGACATAAAA---
AACTGCTCTTTCAATGTCACCACACACCTAAGA---------------------------
GATAAGGTGCAGGAAGAATCTGCAGCT---
TTTTATAAGAATGATTTAGTACCAATAGATGATGGTAAGAAAAATGCCAGCAATGCCAGCAACTGT-------
--------------------------------------------------
ACGGAGAATGCCAGGAATGCCAGCAGATATATGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTTAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAAAGGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAGATTATAATAGTACAGCTAAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAAATATACAAGAAAA-----
-GATATACATATA------------CATCCAGGGAGAGCA---TTT------TTTGCAACAGGACAC------
---------ATAATAGGAGATACA------------AGACGAGCATATTGT---ACCCTTAATGGGACA---
AAATGGAACAACACTTTAAAACAGGTAGTTGATAAATTAAGA---------------GAAGAATTTAAG----
-----------------------------------AATAAAACAATAACCTTTAAC------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACATGTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCGCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGAGAATTACACAGGCTTAATATAT---
TCCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATCATTGGGCAAGTTTGTGGAATTGGTTCGACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JN562773 
GCT---GCA------------------------------------------
GATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCGCATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTATTCGAAGAATGATACTAATGCCACTAATAGTAGC----
-------------------------------------------------------------------------
----------------AATGCCAATAATAGTAGTGGGAGAATGATAGAGGAAACAGAAATGAAA---
AATTGCTCTTTCAACGTGACCACAAGCATAATG---------------------------
GATAAGATGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGAAGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATCAGATCCGCCAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACACCTGAAT----
-----------AAATCTGTGCAA---------ATTAATTGTGCTAGACCCAACAACAATACAAGAAGG-----
-AGTATAAATATA------------GGACCAGGTAGAGCA---TTT------TATACAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGAGCA---
GAATGGAATGACACTTTAAAGAAGGTAGTTATAAAATTAAGA---------------GAACAATTTCAA----



-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGACTTAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCGACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU289189 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTGTTTTGTGCGTCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGATTTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGCCACTAGTACTAATTTC----------------------
-------------------------------------------------------------------------
-------------------------------------ACTGCCAAAAACGAGGGAGGAATAAAA---
AACTGCTCTTTCAATATCACCACAGAAAGAAGA---------------------------
GGTAGGAAGAAGACAGAATATGCAACT---TTTTATGAAACTGATCTAGTACTAATAAATGAT----------
-------------------------------------------------------------------------
-------------------
GATAATACTACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGAGCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCTGAAAAGTTCGCAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATA------------GGACCAGGGCAAGCA---TTT------TATACAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATCAGTAGAGCA---
AAATGGAATGACACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAAAAATTTGGA----
--------------------------------AATAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCATATTTCTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACCAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTACTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAAGAACTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF593200 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTAGAA---------AATGTGACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAGTTGTAAGGAAGCAGGGAATGCTACTAATACCACAAGT-------------
-------------------------------------------------------------------------
-------------------------AGTACTAATATCACTAATGATAGTTTGGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAAGCCTAAAA---------------------------GAGAAGGTG---
CAGAATTATGCAATT---TTTTCTAGCCTTGATATAGTATCAATGGATAAG----------------------
-------------------------------------------------------------------------
----------GACAACAGCAGCTATAGGTTAATAAAGTGTAACACCTCAGTAATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCACTCCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTCGCAGAAGAAGGG------------
GTGGTAATTAAATCTGAAAACTTCTCAAACAAT---------GCTAAAAACATATTAGTAAAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTAATAACAATACAAGAAAA-----
-GGTATACATCTA------------GGACCAGGGAAAGTA---CTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGGCGAGCATATTGT---ACCCTTAATGGAACA---
GAATGGAATAACACTTTAAATAGGATAGTTCTGAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTTTTTGAT---
CAACCCTTAAAAGGAGGGGACCTAGAGATTATA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATAGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGACAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAAGGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAACTTGCTCAATACTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTATAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF593201 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAATGTTGGGA---------AATGTGTCAGAGGAGTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATATGGAAAATAAAAATATTACCAAT----------------
-------------------------------------------------------------------------
----------------------------AATAGCAGCGAGAAAATGGATAAAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAATTTACAA---------------------------
GAGAAGATGCAGAAAACATATGCACTC---
TTTTATAAACTTGATGTAGCACCAATAGATGATAGTACTACTAAT----------------------------
-----------------------------------------------------
AACAGTAATACTAATACCAGCATCTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGATCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTCCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGAAATCAGATCTGAAAATTTCACGAACAAT---------GTTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTGTACGTATA------------GGACCAGGGCAAGCA---TTT------TATGCAACAGGA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAAGA---
GATTGGAACAACACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAACAATTCACT----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTTATGATTACATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAATAATTACACAGGCATAATATAC---
AACTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATCAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAAAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTGATGCCATAGCCATAGCAATAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCCCAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU289192 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATACTACAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCTACCGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACGTTAAATTGCACTGATGAGTGGAAGAATGATACCACTGATAATAATACCAATGGT-
-------------------------------------------------------------------------
-------------ACTAATACCACTAGTGGTAGTTGGGAGAAAGGAGAGAAAGGAGAAATAAAG---
AACTGCTCTTTCAATGTCACTTCAGGGATAAGA---------------------------
GACAAGGTGCGGAGAGAATATGCACTT---TTGTATAAACTTGATATAGTACCAATAAAAAATGATAATAAT-
-------------------------------------------------------------------------
----------
GATACTAGCTATGATAATACTAGCTATAGGTTGATAAGCTGTAATACCACAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---CAGAAGAAGTTCAAT------GGAACAGGGCAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACATTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCAAATTTCTCGAACAAT---------GCCAAAACCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAAAA---------ATTGAGTGTATGAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGTA---
ACATGGAATAACACTTTAAGACAGATAGCTATAAAACTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAAAGACTTGGTAGAGCT----------------------------
--------TTCCTCAACATA------CCTAGAAGAATACGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>EF593204 
GCT---GAA------------------------------------------
GAACAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCAACAGAC---
CCCGACCCACAAGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCTTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTGATTATTTGAAGAATGATACTAATACCACTGATAGTAGC----
-------------------------------------------------------------------------
-------------------AGGAATATTAGTAACTGGGAAAAAGTGGAGAAAGGAGAAATGAAA---



AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGAAGAGAGAAAATGCAGTA---TTTTATAACCTTGATTTAGTACAAATAAATAAT----------
-------------------------------------------------------------------------
----------------
GATGGGGATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTTCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTCATTAGATCTGCCAATCTCACAGATAAT---------GCTAGAACCATAATAGTACATCTGAAT----
-----------GAATCTGTACCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
CAATGGAATAACACTTTACAACGGGTAGTTAAAAAATTAAGA---------------GAAAAATTTGGG----
-----------------------------------AATAGAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTAATGTGCCTTGGAATGTTACTTGGAGT-----------------
----------------------------AATAGATCTCTGGATGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACACAATATAC---
TACCTACTTACAGAATCGCAGACCCAGCAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCCGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTGTTACAAAGAGCTTTTGGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>EU289195 
GCT---GCA------------------------------------------
GAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATGATATTGAGGCCACTAATATTACTAGTACCAAAAAGACTG
ATAATGGC-----------------------------------------------------------------
----ACTAATACCACTAATCCCACTAATAGTAGTTGGGAAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTTAATATTACCACAAACATAAGA---------------------------
GATAAGTTACAGAAAACATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGATAATAAA----
-------------------------------------------------------------------------
----------
GATAGGAGCAACAACTATAGCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGAAGAA---GAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATACTAGCACAGTTGAAA----
-----------ACACCTGTAGAC---------ATTACTTGTATGAGACCAAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACGTTAGTAATACA---
GATTGGTATGACACTTTAAAACAGATAGCTGGAAAATTAGGA---------------GAACAATTTGAG----
-----------------------------------AATAAATCAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGTGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTACACAAGCATAATATAT---
GACTTAATTGAGAAATCGCAGAACCAGCAGGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTGTTTACT---
GTAATTTCTATAGTG---------AGTAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCATTGCAAAGAGCTGGTAGAGGG----------------------------
--------ATCCTCCACATA------CCTAGGCGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU575815 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGCTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTACT-------------------------
-------------------------------------------------------------------------
-------------------------------------AATAGCACTATTGGTAACGAGATGAGG---
AACTGCTCTTTCAATGTCACCTCAAGTGTAAGA---------------------------
GATAGGATGCAGAAAGAATATGCACTT---TTTTTATAAACTGGATATAGTACCAATAGATAATGATAA----
-------------------------------------------------------------------------
-------------TAATAAT--
AACTATACTAACTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACATTTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAGGCA---
AAATGGAATAAGACTCTACAACAGATAGTTAAAAAATTAAGA---------------GAAAAATTTGTG----
-----------------------------------AATAAAACAATAAATTTTAAT------
CGAACCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAAGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGACAATTACACAGGCCTAATATAC---
AATTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACAACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTGTTACAAAGAGCTGGGAGAGCT----------------------------
--------ATTATCCACGTA------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU575850 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAATACCACTGATTCAAAGAATACTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAATAGTGGCGGGGAAAAGATGGAAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACTTAAGA---------------------------
GATAAGTGGCAGAAGGTATATGCAACT---TTTTATAAACTTGATGTAGTACCAATAAATAATAATAATAGT-
-------------------------------------------------------------------------



----------
AATAAGAGTAGTAATTGGACCAGCTATAGATTGATAAGTTGTAACACTTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAACCATA------------GGACCAGGGAGAGCA---TTT------TATACAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGCGCA---
AAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------GATAAAACAATAGTCTTTAAG------
CACTCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAACAATTACACTGACTTAATATAC---
AACTTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AGTAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGATTATAGAAGTGTTACAGAGAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF593232 
GTT---GCA------------------------------------------
GGCCAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATAGTTCAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTACATTGGTAGTACTAATACTAGT----------------
-------------------------------------------------------------------------
----------------------------ACTAATGAAAGTGAGGCAACGAAAGAAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAGCCATAAAA---------------------------
GATAAGATGCAAAAAGAATATGCGCTC---TTTTATAGACTTGATGTAGTACCAATAGATAATAATAAT----
-------------------------------------------------------------------------
-------------
AATAGGAGTAATACCACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAGAAATTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAGAATTTCACAGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GCATCCATAGAA---------ATTAACTGTACAAGACCCAACAACAACACAAGAAAG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGGAGAAGGCTTTACACAAAATAGTTGAAAAATTAAGA---------------GGACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAACTATTACAAAGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN400469 
GCT---GCA---GAA------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTATTATTG------------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
GTTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAACTTGCAGTGATGTGAATGTTACTAATGCCACTAATGCTAAT----------
-------------------------------------------------------------------------
-------------------------AACAGTAGTAATGGAGGGGAAACATTGAAAGAAGTAAAA---
AACTGCACCTTTAATATTACCACAAACATAAAA---------------------------
GATAAGTTGCAGAGAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATGATACCTATAGGATGATAAGTTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAG---GATAAAAGATTCAAT------GGAACAGGACCCTGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAATATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATACTAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-GGTGTACATATA------------GGACCAGAGAAAGTA---TAT------TTTACAACAAGC---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
AAATGGGAGAACACTTTAAAAAGAGTAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCCTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGGATAAAATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AACTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
ATATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATATTACAGAGAATTTTTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF593304 
GCT---GTA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAGTACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAGTATTGCAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCTCTGATTTTAATGCTACTCAGGCCACTACTACT-------------
-------------------------------------------------------------------------
-------------------------CAGGCCTATAATAGTAGCTGGAAGGTGGAAGGAATGAAA---
AACTGCTCTTTCAATACCACCTCAGGAATAAGA---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---CTTTATAAACTTGATATAGTAGAAATAAATGATGATAATAAT-
-------------------------------------------------------------------------
-------
ACTGGGGATAATACTAGCTATAGGTTCTATAGGTTGCTAAGTTGTAACACCTCGGTCATGACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT



GTAAT---AATAAGACGTTCAAT------GGAACAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATATCACGGACAAT---------GCTAAGACCATAATAGTACAGTTGAAT----
-----------ACAGCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAGTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAG------
---------GTAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTCAAGCA---
AAATGGAATAACACTCTAAGACAGGTGGCTATTAAATTAAGA---------------GAACAATTTCCG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATAGACAATTATACAAACTTAATATAT---
AACTTACTTGAAGACTCGCAAAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTACGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTTGCTGTCAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGGTTTTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTGGAAAGGGCTGTGCTA---TAA 
>AY331294 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTATTGGTA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------GCATGGGAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAATGATTTAAATACCACCACTAGTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------GGTACTGAAGGGTTAACAATGGATAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGACATAAGC---------------------------
AATAAGAAGCAGAAACAGTATGCACTT---TTTTATAAACTTGATGTAGTACAAATGAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAATAGCTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATATATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAAT
GTAAT---GATAAATCGTTCAGT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCTACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAATAATCAGATCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAACTGAAC----
-----------GAAACTGTAGAT---------ATTCACTGTATAAGGCCCAACAATAATACAAGAAAA-----
-CGTATAACTATG------------GGACCAGGGAAAGTA---TAT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAGCA---
AAATGGAATAACACTTTAAAAAGGGTAGTTAGAAAATTAAGA---------------GAAAAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTAGGAGTGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GACAAAGAAATTCATAATTACACAAACTTAATATAC---
ACCTTAATTGGAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAACTATTGGGATTAAATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAAAAATAGTACAAAGAACTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT124746 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATACGGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATCTGGCGAATAATACCAATCTGGCGAATAAT----------
-------------------------------------------------------------------------
-------------ACCAATAGTAGTATTAGTAGCTGGGAAAAAATGGAGAAAGGAGAGATAAAA---
AACTGCTCTTTCAATATCACCACAGTCATAAAA---------------------------
GATAAGATACAGAAAAACTATGCACTT---TTTAATAGACTTGATATAGTACCAATAGATGATGATGAT----
-------------------------------------------------------------------------
----------
ACTAATGATACTAATAATGCTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCTTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAATA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATAACATTT------------GGACCAGGGAGAGCA---TTC------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGTACA---
CAATGGAATAACACTTTAAGACAGATAGCTAGAAGATTAAGA---------------GAACAATTTAAG----
-----------------------------------GATAAAACAATAGTCTTTAAT------
TCATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATAACATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAACTTAATATAC---
AACCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGTT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT124747 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACATGAAGTAGTATTGGAA---------AATGTGACAGAACCATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATTGTATTTCAAATTGCTCTACTGGGGGGAATAATACTACTA
ATATCACTAAA--------------------------------------------------------------
----------------------------AAGAGTTGGGGAGAGATGGAGAAAGGAGAAATGAAA---
AACTGTTCTTTCAATATCACCTCAAGCATAAAA---------------------------
AATAAGGTGACTAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACATTGAAAAATTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATTATGCAAAAAA-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---



CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGCAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAA----
-----------GACGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGGGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGTGCA---
CAATGGAATAGCACTTTAAGAAAGATAGTTGAAAAATTAAGA---------------GAGCAATTTGGG----
-----------------------------------AATAAAACAATAAACTTTACT------
AAATCCTCAGGAGGGGACCCAGAAATTATA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGTAATTACACAGGCTTAATATAC---
AACTTGATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGTCATTAGATCAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTGATACCATTGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGGAGTAATACAAAGAGCTTATAGGGCT----------------------------
--------ATTATCCATATA------CCTACAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>EF593208 
GCT---GAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGCATTGGTA---------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAAGTGTACTAATTTGAGTATAAATACCAATGCTACTAATACCAATGCT----
-------------------------------------------------------------------------
----------------ACTAGCAACACTACTTCCCCTGAAAGCGAAAAAAAGGAAGAAATGAGA---
AACTGCTCTTTCAATATCACCACAGTTATAAGA---------------------------
GATAGGGTGCAGAAACAATATGCACTT---TTTGATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACCGACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAGT------GGAAAAGGAGAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTTCAAGGCCCAACAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAACAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAGTACA---
AAATGGAATAGCACTTTAGGTCAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACCATAACCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAAAATTTGG------GAT------
AACATGACCTGGATGGATTGG---GATAGAGAAATTAACAATTATACAGAATTAATATAC---
AACTTAATTGAACAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTCAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGATTTTGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AY560107 



GCT---ACA------------------------------------------
GGACCCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCAATAATACTGATAAGAATGTCACTAGTATCACTGGG----------
-------------------------------------------------------------------------
-------------------------GGTAACGAAACAAAATTAGAAATGAAAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCGCTT---TTTTATAAGTCTGATGTAGTACAAATAGGAAAT----------
-------------------------------------------------------------------------
----------------
AATACAAATAGTACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGT
GTAGG---GATAAAAAATTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGCAAATCTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCTAACAATAATACAAGAAGA-----
-GGTATACATATG------------GGACCAGGGAAATTT---TAT------GCA---ACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACCTTAGTGAAGCA---
GATTGGAATGACACTTTAAAACAGATAGCTGTAAAATTAAGA---------------GAAAAATTTATT----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAACTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGACCAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAGATTGAGAATTACACAGACTTAATATAC---
ACTTTACTTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTATT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCTGTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGACGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AY560108 
GCT---ACA------------------------------------------
GAAAAATTATGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACACGAAATAGAATTGAAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTAAATTGCAAAGAGGTGAAGAATGATACTGATGCC-------------------
-------------------------------------------------------------------------
-------------------------------ACTAACGGGACGGTGGGGGGAAAAGGAATGACA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTGACAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
ATCACTAGCTACACGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTTTT---AATAAGACGTTCAGT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAATCATAATAGTACATCTGAAT----
-----------GAATCTGTAAAA---------ATTAATTGTACAAGACCCTACCACAATATAAGAAGA-----



-TGGATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCCGCAAAAGGC------
---------ATACAAGGAACTATG------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GACTGGAATAACACTTTAAAACAGGTAGTTGAAAAATTAAGG---------------GAACAATATAAG----
-----------------------------------AATAAAATAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------AATAGATCTCAGGATGATATTTGGAATAAC------AAT------
AACTTGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAAGCTTAATATAC---
ACTTTACTTGAAGAGTCGCAAAGCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGGTTGGATAAATGGACAAGTTTGTGGAATTGGTTTGCCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTCTAGAACTATTACAAAGAGTTTATAGGGTT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY560109 
GCT---ACA------------------------------------------
GGAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTAAGAGAA---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAGGTAGAACTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTAAGACTAACACCACTAACACCACT-------------
-------------------------------------------------------------------------
-------------------------ATTGGTCAGGTGGAACAGATGAAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATG------------------------------
GATAAGAAGAGGCAAGAACATGCATTT---TTTCTGAACTTGATGTAGTACCAATAAATGAAACAGGA-----
-------------------------------------------------------------------------
----------------------
AAGAATATTAGCTATAGGTTGATAAGTTGTAACACCTCACGCATTACACAG---
GCCTGTCCAAAGATATCCTTTCAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGAGCATATGCAAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTGCTTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAACTATAATAGTACATCTGAAT----
-----------GAAACTGTAGAA---------ATGAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------TTTACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGGACAAAACTTTAAAACAGGTAGTTATAAAATTAAGA---------------GAACAATATGGG----
--------------------------------AACAATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACATAGAAATTGTA---ACTCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AACAAATCTCTGGACGAGATTTGG------GGT------
AATATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGGCCTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGGTAGGCTTAAGAATAGTATTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAACGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAAGGTTATAGAAGTAGCAGGAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAGAGAGCTTTGTTA---TAA 
>AY560110 
AGT---GCT------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATCTTACAGAG---AAGCATAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCAAGAGAAGTAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAAGGGGAATATTACTAGTACCCATAAT----------
-------------------------------------------------------------------------
----------------------AATAGTACCAATAATAATAGTAGTGAGGAAAGGGAAATGAAG---
AAGTGCTCTTTCAATGTCACCACAGTCATAAGA---------------------------
GATAGGCCTAAGAAAGAAGAGGCACTT---TTTTATAGACTTGATTTAGTACAAATAAAAGAAGAGAAT----
-------------------------------------------------------------------------
----------
AGTACTTATGGAGAGAATAATACTTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCGTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGTAGTCTGGCAGAAGATGAG------------
GTAGTAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------AACCCTGTAAAT---------ATTACTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTC------TTTGCAACAGGAGAA------
---------GTAATAGGAAATATA------------AGAGAAGCACACTGT---AACATTAGTAGAAAA---
GGATGGAATGACACTTTAAGAGAGGTAGCTAGAAAATTAGGT---------------GAACTATTAAAATTA-
-----------------------------GAGAATAAAACAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---AGGCACACTTTTAATTGTGGG-GGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGCAGACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGGAGATCTGG------GAT------
AATATGACCTGGATGCGGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAT---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTATGGAATTGGTTTCACATATCACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTACTTAATGTCACAGCTATAGCAGTAGCCGAG---
GGAACAGATAGGATTATAGAAGTAGTGCAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF175212 
GCT---AAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGAAA---------AATGTGTCAGAACCTTTTAAC----------------
--------------------------ATGTGGAACAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATATGAGAGGCACTAATGTGACTAATGTG-------------
-------------------------------------------------------------------------
----------------------------ACTGCTACCCCTACCATGAAGCCAGGGGAAATAAAA---
AACTGCTCTTTCAATAGCACCACAATCATGAGA---------------------------
GATAAGGTAACCAAAGAATATGCACTT---TTTTATAGACTTGATGTAGTACCAATAAAGAATAAT-------
-------------------------------------------------------------------------
-------------
AGTACTAGCTATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAACCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAACTTCAAT------GGGGCAGGAAACTGTAGCAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTATGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCAAAAATTTCACGAATAAT---------GCTGACACAATAATAGTACAGCTGAAG----
-----------GACTCTGTAGAA---------ATTAATTGTATAAGACCCAATAACAATACAAGAAAA-----
-AGTATACCGATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACTAGCATATTGT---AACCTTAGTAGAACA---
AAATGGGAACAAGCGTTAAACCAGACAGTTAGCAAATTAAGA---------------AAACAATTTAAC----



--------------------------------AACACAATAGCAATAGCCTTTCAG------
CCATCCTCAGGAGGGGACCTAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCATGATGAGATTTGG------ACT------
AACATGACCTGGATACAGTGG---GAAAAAGAGATTGACAATTACACAAATTTAATATAC---
AACTTAATTGAAAAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACCAGTGGGCAAGTTTGTGGAGCTGGTTTACTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCGATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCGCTAAGAGCTGCTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTACTA---TAA 
>EU577426 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATTGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAACTTGCACTGATGTTAACGGTACCACTGCTAACAAAACCAATGCTGAG----
-------------------------------------------------------------------------
----------------AGTACCAAGAATAGTAGCACGGGAATAATAGATAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACAACTAGCATGAGA---------------------------
GATAAGGTGAAGAAAGCATATGCATTT---TTTTATAAACTTGATATAGTACAAATAGATAATAGA-------
-------------------------------------------------------------------------
----------------
AAGGCTAAGAATACCAGCTATAAGTTGCTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTATAC---------ATTAATTGTACAAGGCCCGGCAACAACACAAGAAGA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAGGAGAA---------
---------ATAATAGGAGATATA------------AGGAAGGCTCATTGT---AACATTAGTGCAGAA---
AAATGGAATAATACATTAAAACAGATAGTTGGAAAATTAAGA---------------GAACAATTTCCG----
-----------------------------------AATAAAACAATAGACTTTAGG------
CCCTCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGAGCAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGAGGAAATATAT---
AAACTAATTGAACAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATCATTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACACCGTAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGTATTACAAAGGGCTTATAGAGCT----------------------------
--------ATCCTGCACATA------CCTACAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EF593284 
GCT---ACA------------------------------------------
GAAAAAATGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGTACTGATGCTGATGTTAATGCCACTAGCACTAATACCACTAGCAATA
ATGCC--------------------------------------------------------------------
----------ACTAGGAGTACCATTAATAATAGCTGGAAAATAGAGGAAAAAGGAGAGATAAAA---
AACTGTTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATAAAATGCAGAAAACGTATGCACTT---TTTTATAAACTTGATATAGTATCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACTAGGTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCATTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTGAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATTTCACAGACAAT---------TCTAAAATCATAATAGTACAGTTGAAT----
-----------GAAACAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGGAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AGATGGAATATCACTCTACAACGGATAGCTAGAAAACTAAAA---------------GAACAATTTGGG----
--------------------------------AATACAACAATAATAGCCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AGCAAAAATCTAAGTGATATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAGAGAAATTGAGAATTACACAAATGTAATATAC---
ACCTTACTTGAAGATTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAACAATTCTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF593310 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGCATGTTAATAATACCAATACTACTCAT-------
-------------------------------------------------------------------------
----------------------ACCAATAGTAGTAGCAGGAGAATAGAGGAAGTAGAAATAAAA---
AACTGCTCTTTCAATCTTACCACAAGACTAAGA---------------------------
GATAAGATGCAGAGAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
GATACTAACAATAATAGCTATAGGTTAATAGGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AGTAAGACGTTCAAT------GGATCAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAAGA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGGAAAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---AATGTTAGTAGAGCA---
AAATGGAATGACACTTTAAAAAGGATAGTTAAAAAATTAAGA---------------GAACGATTTGGG----
--------------------------------AAGAATAAAACAATCATTTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG



GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGGATGAGATTTGG------GGT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ACTTTAATTGAACAGTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATACCACAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACGCAGGGCTTTTAGAGCT----------------------------
--------ATCCTCCATATA------CCTACAAGAATAAGACAGGGCTTGAAAAGGGCTTTGCTA---TAA 
>EF593312 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGGGAAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAATGATACTAATACTACTGCCACT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGGGAGAGTGATAGAGGACAAAGAGATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAGGGAATATGCATTT---TTTAATAAATTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATGACAGCTATAGGTTGATAAGTTGTAACACTTCAGTCATTACACAG---
GCTTGTCCAAAGGTGTCATTTGAACCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCAATTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATACTAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATCAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTACACCTATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGACGAGCACATTGT---AACATCAGCAAAGAA---
GAATGGAATAAAACTTTAAATCGGGTAGCTAGGAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAGGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AATTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACACGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGTTTGCTTAACGCCACAGCTGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTGCAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCAACAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>EF593314 
GCT---ACA------------------------------------------
GAAAAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGAGGCAGAGTGATACTAATACCACT-------------
-------------------------------------------------------------------------



----------------------------ACTTATGGAAAAACAATGGAGGGAGGAGAAATAAAA---
AATTGCTCTTTCAAGGTCACCACAGGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAATCTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTAAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCGGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAATAATTAGATCCACCAATCTCACGGACAAT---------ACTAAAATTATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGTAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---GACCTTAGTAGAACA---
AACTGGACTAACGCCTTAAGACAGATAGTTGAAAAATTAGGA---------------AAACAATTTAAT----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTATA---AGGCATACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAAATCTGACCGAGATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GAAAGAGAGATTGATAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATCACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTCTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGCTCAACGCCGTGACCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>EF593316 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAAGTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAATTGCACTGAGGTGAAGAAGAATAATGCTACCACCGCTACC----------
-------------------------------------------------------------------------
-------------------------ACCAATAGTAGCGTTGGGGAAGAAATGAAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGTATTAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAAAAGAAGAT-------
-------------------------------------------------------------------------
-------------
AATAATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTGGA---GATAAAAAGTTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAACTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAGGAA---
CACTGGGAGAACACTTTACACCGGGTAGCTACAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAACCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AAGAGATCTCTGGAAGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAGATATAC---



ACATTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATACTGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTGCTACAAAGAATTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAAGGCTTGGAACTCGCTTTGCTA---TAA 
>EF593318 
GCT---GCA---AAA---------------------------------
TCAAAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTGCTTTAAATTGCACTGATGTAGAGGGGAGGAATGAGACC-------------------
-------------------------------------------------------------------------
-------------------------------AATGTCACTAGTACAGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAATATAAAA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAATGGA-------
-------------------------------------------------------------------------
-------------
AATAAGAGTAATTTTACTGACTATAGATTGATAACTTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAGTGATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGGCCAGGGAGGGCA---TTT------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAATAACACTTTAAGAAAGGTAGTTACAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAT------
TCACCTTCAGGAGGGGACCAAGAAATTGTA---TTTCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAACGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAGCAATTACACAAGCTTAATATAC---
ACCTTAATTGGAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTAAAATTAGATACATGGGAAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGACTTAGGCAGGGATACTCACCA------
CTATCGTTCGCAGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAGGTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATATGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN786786 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACCTTAAAGTGCACTGATTATAATAATACTAAAAATGGTAATGATACTAAGAGTACTG
GTAAA--------------------------------------------------------------------
-------GATAAGAACAAAAATAATAGTACCTGGGGCGGCAGGATGGAGAAAGGAGAAATAAAA---
ATCTGCTCTTTCAATATCACCACAGACATAAGG---------------------------
GATAAGAGGCAAAACGAATCTGCACTT---TTTTCTAAGCTTGATCTAGTACCAATAAATAAA----------



-------------------------------------------------------------------------
-------------------
ACAGATAATACTAGCTATATTTTGATAAGTTGTAACACCTCAATCATTAGACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACTATACAAGCAAG-----
-AATATACGTTTC------------GGACCAGGGGGCGCA---TTT------CGTGCAAGAGGAAGA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AATATTAGTAGAGCA---
GACTGGAATACCACTTTAAAAAGGATAGCTGACAAATTAAGA---------------GACCAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAGTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTAGATTCATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGCTTGTTCAATGCAACAGCTATCACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTCCAAAGAGTTTTTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGTGCAGAAAGGCTTTTGCTA---TAA 
>JN599165 
GTT---GCA------------------------------------------
GGAAATTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCATTTTATTTTGTGCATCAGATGCTAAAACATATGATACAGAG---GCGCATAAT----------------
--------------GTGTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTTGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTAACTTTAAGGTGCACTGATTTGAGGAATGTTACTAATACCACTAATAATACTAATGGGA
AT-----------------------------------------------------------------------
----------GCTACTAGTGCCACTAATAGTAGCAGGGGAATGATGGAGGGAGTAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATG------------------------------
GATAAGGTGCGGAAGGAACATGCACTT---TTTAATAGTCTTGATGTAATACCAATGGAGGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCGTCACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAGT-----------------------
-GTCAGC---ACAGTACAATGTACACACGGAATTAAGCCAGTAGTGTCAACT---
CAACTATTATTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTCATTGTCTAAGGCCCAATAAATATACAAGACAA-----
-AGAATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAGCAAGGGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AACATTAGTAAACAA---
AATTGGACTAACACTTTATACCAGGTAAGTAAGAAATTAAGA---------------GAACAATTTAGT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATATGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAAATTGGC



TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTCTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAACATTACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT124759 
GTT---GCA---GAA------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTAGTACTG------------AATGTGACAGAAGATTTTAAC----------------
--------------------------GCATGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTTGAAGGATGATACTAATACCAATACTCCTACT-------
-------------------------------------------------------------------------
-------------ACCACTGTTACTAGTAACGGGAACAATACAGTGGAGGAAGCAGATATGAGA---
AATTGCTCTTTCAAAACCACCACAGATGTAAAA---------------------------
GATAAAATGCAGAAAGAATATGCACTT---TTCTATAAACTTGATGTAGTATCAATAAAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACTAGTTATAGGTTGATAAGTTGTAACACCTCAGCCATTACACAG---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAAAAAGTTCGAA------GGAAAAGGACAATGTAGCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAGACCATAATAGTACAGCTGAAT----
-----------ACACCTGTAAAC---------ATTAGTTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGA---
GAATGGAATAACACGTTAAAATATGTAGCTAAAAAATTAGGA---------------GAAAAATATAAT----
-----------------------------------AAAACAAAAATAGCCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGAGAGTTGGAGT-----------------
-------------------------AAGAATGTATCTCTGGATAGGATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCATAATATAT---
GAATTACTTCATGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AATAATGAACAAGAATTATTGAAATTGGATACATGGGCAAGTTTGTGGAGTTGGTTTAACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------CTTCTTCACATC------CCCAGAAGAATAAGACAGGGCGCGGAAAGAGCTTTGCTA---TAA 
>JN562762 
GTT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAGATTGCATTGACTATAACAACACTAATAGGAATACTACTGTCACTAATAGT-
-------------------------------------------------------------------------
-------------AGTGCTACCACTAAGAGTTCCGAGGTAACGATGGAGAAGGGAGAAATAAAA---
AAATGCTTTTTCAATATCACCACAGGCATAAGA---------------------------
GATAAGGTGCGGAAAGAATATGCACTT---TTTTATAGACTTGATATAGAACCAATAAATGATGATAATAAT-
-------------------------------------------------------------------------
-------
AATAATACCAGCTATAATAATACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGCCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGACA----
-----------GAAGCTGTAAAC---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGGGAGCA---TTT------TACACAACAGGACAA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATCAAACTTTAGAACAGGTAGCTAAAAAATTAAGA---------------GAAAAATTGGGG----
--------------------------------AATAATGAAACAATAATCTTTCAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGATGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACTAGCTTAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTAGATAAATGGTCAAATTTGTGGACTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTGCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAACTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTA---TAA 
>KT124776 
GCA---GCA------------------------------------------
GAACAACTTTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATCT------------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACAGTGCAGTGATGCGAATGTCACTACCAATAATGCCACTGTTACCAATAGTA
GTAGTGGGACT--------------------------------------------------------------
-------------AATGCCACTGTTAATAATAGTAGTAGTTTGGGAGAAGAAATAGGAATGAAA---
AACTGCTCTTTCAATATCACCACAAGTATAAGA---------------------------
GATAGAGTTAAGAAAGAATCTGCACTT---TTTTATGAACTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAA---
GCCTGTCCAAAAGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACGGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAACCATAATAGTGCAGCTAAAA----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATCCATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
GACTGGGATAAGGCTCTAAACCAGACAGTTGAGAAATTAAGA---------------GAACAATTTCCT----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGATCCGGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GGTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGGCAATTACACAGACACAATATAC---
AGATTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAATTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAGGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTACTA---TAA 
>KT124798 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAGC---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATATAGGGAATGCTACTAATTCCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGCGGAGAGATGCCAATAGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACACTCTCA------------------------------
AATAGAAAGAAAGAAATGAATGCAATT---
TTTAATAGCCTTGATGTAGTATCAATAGATGATAATGATAATACTACC-------------------------
-----------------------------------------------------------
ACTATTAGTAATACTAGTTATAAGTTGAGAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GCAAT---AATAAGACGTTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
GTAATAGTTAGATCTGCAAATTTCTTAGACAAT---------GCTAAAACCATAATAGTACAGATGAAC----
-----------ACATCTGTAGCA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGGCCAGGGAGAGCA---TTT------TAT---CTAAGAGAC------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACATCAGTGGAAAA---
CACTGGAATAACACTTTAAAACAGGTAGCTGAAAAATTAAGA---------------AAACAATTTGGG----
--------------------------------GAAAATAAAACAATAGCCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGTTTGATATAC---
ACCTTAATTGAAGAATCGCAGAATCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATATCAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTTT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
ATATCATTTGCTATTAGTTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAAGTAATACACAGATTTGTTAGAGGT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>GU331247 
GCT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATAAAATGGTAGAACAGATGCATGAAGACATA---
GTCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACA-------------------
-------------------------------------------------------------------------
-------------------------------CATAATAATGTTACTAATGGAGGGGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAGAGGTAAGA---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---TTTTACACACTTGATATAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGATGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAG------GGAACAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACTCAACAACAACACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGGCA---
GCATGGAATACAACTTTACAAAAGATAGCT--GAAAAAATTA------------ACAGAACAATATGGA----
-----------------------------------AATAAAACAATAAGCTTTAAT------
CGATCCTCAGGAGGGGACCTAGAAGTTGTA---ATGCATAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACCCTGGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAACTTAATATAC---
AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATTTTACAGCCGTAGCAGTAGCAGAG---
GGAACAGATAGGATTATAGAATTTGTACAAAGAGTTGGTAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JN786831 
GCA---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
GCCACTCTATTTTGTGCATCAGAAGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAAGACATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTCGGGAAGTACTAATAATACCAGTAGTACT-------
-------------------------------------------------------------------------
----------------------AAAACCAATAATATTAGCTTGGAGGAGAAAGGAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAAACAGGAAA---------------------------
AATAGGGTGAAGAAGGAATATGCACTT---TTTAATAAACTGGAAGTAGTACCAATAGATAATGAT-------
-------------------------------------------------------------------------
----------------------
GATAATACCACATATATGTTGGTAAGTTGTAACACCTCAGTCACTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACAGTGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAACGGTAGTCTAGCAGAACAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCAGACAAT---------GCTAAAAACATCATAGTACAGCTGACA----
-----------ACCCCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGGT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGTACA---
AAATGGAATAACACTTTAAGACAGATAGCTAAAAGGTTAGGG---------------GAACAATTTAAT----
-----------------------------------AAAACAATAGTAGTCTTTAAA------
AATGCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCGCCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACTTAATATAC---
ACCTCAATTGAAAAATCGCAAAACCAACAAGAG----------------------------------------
-----------------------------
ATAAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTCTAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ403100 



GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAGCATTAGGA---------AATGTGACAGAAAAGTTTGAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAATGATACTAGTACCAATAGTAGC----------
-------------------------------------------------------------------------
-------------GCTAGTAACCATAATAGTAGCAAGGGAACGCCAGAGGGAGGAGAAGTAAAA---
AACTGTTCTTTCAAGATCACCACAAACATAAGG---------------------------
GATACGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAGAAA----------
-------------------------------------------------------------------------
-------------
ACTAATAAGAGCTCTAATAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGGGAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCTAATCTCACAGACAAT---------GCTAAAACCATCATAGTACAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCACCAACAATACGAGCAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAAAAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATAACACTTTAAGACAGGTAGCTGGAAAATTAACA---------------GAATATTTTAGG----
-----------------------------------AATAAAACAATAAGTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAGCTAATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTCAATGAAATTTGG------ACC------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---
GTAATGTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTAAGAAGCATTTGTAGAGGC----------------------------
--------ATCCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU576617 
GCT---GGA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACACTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAGTTAAAGGATGAGTTGAATGCTACTGCATCCAATAGTAGTA
CT-----------------------------------------------------------------------
-------------GCAGCCAATAATAGTAGCGAAATGAATATTACTAATACTAGTGACATGAAA---
AACTGCTCTTTTAAGATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATTG---TTTTATAAAACTGATATAGTACCAATAAATAGT----------
-------------------------------------------------------------------------
----------------
AAGAATAACAGCTATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCTATTCTAAAGT
GTAAT---AATAAGACATTCGAT------GGAAAAGGACCATGTATAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCCAACAAT---------GCTAAGACCATAATAGTACAGCTGAAA----
-----------CAACCTGTAGAA---------ATTGATTGTATAAGACCCTACAACAATACAAGAAAA-----



-AGTATACATATA------------GGACCAGGGAGAGCC---TTT------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AATTGGACTAACACCTTAAGACAGGTAGCTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTGATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTTCAATATCACATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGGGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTA---TAA 
>AY331296 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATAATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTG------------AATGTGACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATGCGGGAAATGTTACCAATACTACT----------------
-------------------------------------------------------------------------
----------------------------AGTAACTGGGAAAAGATGGAGCCAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACAAATAGATGAT----------
-------------------------------------------------------------------------
----------------
ATAGATAATGGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACATTCAAT------GGATCAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTTCAGCTGAAC----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGGCCAGGAAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGCGAAAAA---
GCATGGAATAAAACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATATGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCACAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAGAAATCTGACTGCGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAAACTTAATTTAC---
AGCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAGCTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTAGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>EF593286 
GCT---ACA---GAA------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAA---GTACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTTGAACAGATGCAGGAGGATATA---
ATCAGCTTGTGGGATCAGAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCAATGAGACTAATACCAATGAGACTACTGCCAATAAT----------
-------------------------------------------------------------------------
-------------------------AGTACAGCGGAACAGATAGAGGGAGGAAGAGATATAAAA---
AACTGCTCTTTCAATGTC---ACAGGCATAGGA---------------------------
GGTAAGAAGAAGAAAGAATATTCACTT---TTTTATAACCTTGATGTAGTAAAAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATAACAGCTACATATTGGCAAGTTGTAACACCTCAGTCATTACCCAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGAAATATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCACTGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGGGAGCA---TTT------TATGGAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCAGAACA---
GAATGGAACAACACTTTAAGTCAGGTAGCTAAAAAATTAAGA---------------GAACAATTTATC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CATTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGATCAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTTCACAGGCATAATATAC---
ACTTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTCGCCATTAGTTTACTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACTGATAGGATTATAGAAGTATTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTAATA---TAA 
>EU577525 
GCT---AAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTCAATCATATAATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAACTTGAATAATACTGCTACTAATACCACTAGTACTAATACCA
CT-----------------------------------------------------------------------
----------AGTACTAATACCACTAGTACTAATACCACTAATGGTATTGAGGGAGAAATAAAA---
AATTGTTCTTTCTATACCACCACAAGCATAACA---------------------------
GATAGGCCTAAGAGAAACTATGCGCTT---TTCTATACACTTGATATAGTACCAATAGAGGGT----------
-------------------------------------------------------------------------
----------------------
GAGAATGATAGATTTAGGGTGATAAGTTGTAACACCTCAATTATTACACAG---
GCCTGTCCAAAGGTTTCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCCACT---
CAACTACTATTAAATGGCAGTTTATCAGAAGAAGAG------------
GTAGTAATTAGATCAGAAAACTTCACAAACAAT---------GCTAGATCCATAATAGTACAGCTGAAT----
-----------GAAACTTTAGAG---------ATTAACTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGGCAAGCACACTGT---AACATCAGTGGAGAA---
AAATGGAATAATACTTTAAGACAAATAGTTGAGAAATTAAAA---------------GAAAAATTTGTG----



-----------------------------------AATAAAACAATAGCCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA--
TTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGG
GGTTGCTCTGGAAAACTCATTTGCACCACCAATGTACCTTGGAATACTAGTTGGAGT----------------
-----------------------------AACAGATCTGTAGAAGACATTTGG------CAG------
AACATGACCTGGATGGATTGG---GAAAGAGAAATTGATAATTACACAGAATTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATACAGAGAGCTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JQ085297 
ACT---GCA------------------------------------------
GAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATATGGACAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTTAAGAATGCTACTAATATCACAAAT-------------
-------------------------------------------------------------------------
----------------------------AGTGAGGGGGGAATGAGGGAGGGGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------
GATAGGGTGCAGAAAGAATATGCACTG---
TTTTATAAACTTGATGTAGAACCAATAGATGATGATAAAAATAGTACT-------------------------
--------------------------------------------------
GATAACAATAGTACCAACTATACCAACTATAGGTTAATAAGTTGTAACACTTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGTCCCGGCTGGTTATGCGCTTCTACAGT
GTAAC---AATAAGACGTTCAGT------GGAAAAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACACGAAGA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACCTTAGTGAAGCA---
AAATGGAATAGAACTTTAGAACTGGTAGTTGAAAAATTAAGA---------------GACCAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGTTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATATCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
-------------------------CATAATAGATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAACAATTATACAGACTTAATATAC---
AACTTGCTTGGAGAAGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTTGCAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCTTGCTTAATACCATAGCTATAGTAGTAGCTGAG---
GGGACAGACTGGGTTATAGCAGGATTACAAAGACTTTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>JQ085295 
GCT---GCA------------------------------------------
GAAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAGAATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAATTTGAATGAGACTAAATTTAATATTACT-------------
-------------------------------------------------------------------------
----------------------------------------GAAGAAACGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACCTAAGA---------------------------
GATAAGGTGACACAAGAACATGCACTT---TTCTATAAACTGGATATGGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATGATACTTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTCATAATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAGTG---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTAGTAGTACA---
AGATGGAATGACACTTTAAAAAAGATAGCTACAAAATTAGAA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAGA------
AATTCCTCAGGGGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATACAATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATCGACAATTACACAAACATAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAGTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTGCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATGTCACAGCTGTAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACCAGAATAAGACAGGGCTTCGAAAGAGCTTTAGTA---TAA 
>FJ798397 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATGCGAGTGTTACTTTTGACCCTAATATT-------------
-------------------------------------------------------------------------
-------------------------ACAGAGGAAGAGAGGAAAGAATTAAAGAAAGAAATGACA---
AACTGCTCTTTCAATATCGCCACAAGTGTAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCCCTT---TTGTATAGACTTGATGTAGTACCAATAGATAATAATAGT----
-------------------------------------------------------------------------
-------------
AGTAATAGCAACTATAGCAGCTATAGATTGATAAGTTGTAACACCTCAGTCGTTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAATTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGAAAATTTCACAGACAAT---------GTTAAATCCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATATCTATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAACA---
AAATGGAATAACACTTTAAAACGGATAGTTAGAAAATTAAGA---------------GACCAATATGGA----
--------------------------------AATAACAAAACAATAGTCTTTAAG------
TCACCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGGTACCTAGGTGATCAACAGCTCCTGGGGATCTGGG



GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AAAAATAAATCGTTGGAACAGATTTGG------AAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGTGTAATATAC---
ACCTTACTAGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCGTTTGCTATTAACTTGCTTAATACTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTCTAGAAGTATTACAAAGAGCTTACAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGATTTTAATA---TAA 
>FJ469685 
GCT---TCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---ACACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAGGAAATAATAATGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTAAATTGCACTGATATGAATGCTGATATGAATGCTACTAAAACCAATAAT----
-------------------------------------------------------------------------
-------------------AATAGCGAGCAAATGATGGAGAAAGAAGAAATGAAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCGTGAGA---------------------------
GATAAGCTGCAGAAACAATATGCACTT---TTTTATAGACTTGATATAGTGCCAATAGAGGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGCACACCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACATTCAGT------GGGAAAGGACCATGTAAAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGC---AACCTTAGTAGAGCA---
CAATGGAATGACACATTAAAACAGATAGTTGAAAAATTAAAA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTCAGATTTGG------AAT------
AACATGACCTGGAATCAGTGG---GAAAAAGAAATTGACAACTACACAGGCTTAATATAC---
TCCTTAATTGAAGAATCGCAGAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ798416 
GCT---AAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAAATGCACGAAGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTGGATTGCACTGATTACACTGGTAATGCCACTAATGCTACTAGTGCCACTAGTA
ATAATGCC-----------------------------------------------------------------



-------ACTAATGTTACTAGTGCCACTAGTAATACTACTGCCGCTAGTAGCACAGAACTGAAA---
AACTGCTCTTTTAATATCACCACAAACATGAGA---------------------------
GATAAGATGAAGACGGAACATGCATTG---TTTTATAGACATGATGTAGTACCAATGAATAAT----------
-------------------------------------------------------------------------
-------------------------
CATACCAGTTATAGGTTAATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCATTTCAGCCAATTCCCATACACTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCTCGAACAAT---------GTTAGAAACATAATAGTACATTTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGACAA-----
-AGGATAAGCATA------------GGACCAGGGAGAGCA---TTT------TATACAACAAGACAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAAAGGA---
AAATGGGAGGGCACTTTAGAAAAGATAGTTAACAAATTAAGA------------CAAATTAAACAATTTGAG-
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACTCAGAAATTACA---ATGCACACATTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATGTGGG
GTTGCTCTGGAAAGCTCATTTGTACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
ACCTTAATTGGGGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTATTGGAATTAGATCATTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATCAGCTTGCTCAACGCTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTTTAGAAGTGTTACAAAGAATTTGTAGGGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JQ085289 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGATACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATTATGTGGGAAATAATACTAATACTACTACC----------
-------------------------------------------------------------------------
-------------------------GGTGGTAATATTACTGAAGGAATGAAAGGAGAAATAAAA---
AACTGTTCTTTCAATATCACCACAAATGTAAGA---------------------------
GATAAAGTGCGGAGAGAATATGCTTTA---TTCTATAAACTTGATGTAGTACCAATAGGGGAA----------
-------------------------------------------------------------------------
----------------
AAGAAGGATAATACTAGCTATAGATTAATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAACAGTTCAAT------GGAACCGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAACTTCTCAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCTAATAACAATACAAGAAAA-----
-AGTGTTCACATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATAAAACTTTAATTCAGGTAGCTAAAAAATTAAGC---------------GAACAATTTAAT----
-----------------------------------AACAGTAAAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAACTCCAGGCGAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGACATTTGG------CAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATTACACAAACATAATATAC---



AGGTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGGATTGGACAAGTGGGACAGTTTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
ATATCGTTAGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGTCTTGAAAGGGCTTTGCTA---TAA 
>JQ085293 
GCT---GCA------------------------------------------
GAAGAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACAATTGAAA---------AATGTGATAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGCACTGACGCGAGGAATAATACTAACACCACGAGT-------------
-------------------------------------------------------------------------
-------------------------AATAACTGGGGGAGAGAGATAGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATCAGCCGCAGAGAGAGCGTGCACTC---TTTAGTCGCCTTGATATAGTACCAATAGAAAATGAT-------
-------------------------------------------------------------------------
-------------
ACTAATAAAATTAATGCCAGTTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAAACAGATTTCAAT------GGAACAGGATCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTGAATGGTAGTCTAGCAGAAAAAGAC------------
ATAGTAATTAGATCTCAAAACTTCTCAAACAAT---------GCTAGAAACATAATAGTACAGCTGGAT----
-----------GAAGCTGTAAAC---------ATTACTTGTACAAGACCCAGCAACAATACAAGAAGA-----
-GGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAC------
---------ATTATAGGAGATATA------------AGAAAAGCACATTGT---AACGTTAGTAGAATA---
AAATGGAATAACACCTTAAAAAAGATAGCTAAAAAATTAGGA---------------GAACAATTTGGG----
-----------------------------------AAGAATGAAACAATCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAGTTTGG---------------
AACATGACCTGGATGGATTGG---GAAAAAGAAATTGACAATTACACTGGCTTAATATAC---
ACCTTAATCGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTCCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTGCAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF217150 
GCT---GCA------------------------------------------
GAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGTCGAGGAATGATACTATGGGGAATGCTACTAATACCA
ATAGTACTAGC--------------------------------------------------------------
----CAGAATGCTACTAATACCAATAATACTAGCTGGGAAGAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAACTTTAAGA---------------------------
GATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------



-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATCTCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAGAAATTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGATGAT------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACTATAATAGTACAGCTGAAA----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTA------TATACAACAGGAGCC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAATGAAACTTTAAAACAGGTAGTTGACAAATTAGGA---------------AAGCAATTTAAG----
--------------------------------AATAAAACAAAGATAGTTTTTCAG------
CCATCCTCAGGAGGAGACCCAGAAATTGTA---ACACACAGTCTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGACACGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACAGATTTAATATAT---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTCACATAACAGAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGCAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAACTGTTACAAAGAATTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH262735 
TGT---AGT---GCTACA---------------------------------
GAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAGCACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTACA----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTACTGATTTAAATAATGCTACTAATGCCAATAGTACTAATGGAAACA
ATGCTACTAAT--------------------------------------------------------------
-AATGCTACTAATACCACTAGTAGTTATAGTTGGGGACCACCGATAGAGGAAGGAGAAATAAAA---
AACTGCTCTTTTAATATTACCACAAGCATAAAA---------------------------
AATAAGGTACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACCACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AAGATCGGGTTTACT------GGAACAGGACCATGTGACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATATGAAAATGTATCGGACAAT---------GCTAAGACTATAATAGTACATCTAAAT----
-----------GTATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACGTGTA------------GGACCAGGGAGAACA---ATT------TATGCAGCAAGACGA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAAAA---
AGTTGGAATGACACTCTAAAACAGATAGTGACACAATTAAGAAAA---------CAAGAACTATTTAAG----
-----------------------------------AATAAAACAATATTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGTGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AAAAATAAAACTCTGAGCGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACATAATATAC---
ACCTTGCTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTTAATGTCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAAGCAGTACAAAGACTTGGTAGAGGT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGATTTTGCTA---TAA 
>MH263144 
GCT---GAT------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAGC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCCCACTTTTAATACCACTAGTGCCACTAATACTAATGTCA
CTAATACCACTGGTACCACTAGTGCCCCTAGTACCCCTAGT--------------------------------
-------------------------AATACCACAACTAGCCCTACAATAAAAGAAGAAGTAAAA---
AACTGCTCTTTCAACATCACCACAAACATGGTA---------------------------
GATAAGTGGCAGAAAGAATATGCACTT---TTGTATAAAACTGATTTAGTACCAATAAATGATAGTAGT----
--------------------------------------------------
AGCCTAAATAATAATGGTAGCCATAGTGATAATTCTAGCTATAGTAATTATTCTAGATATAGATTGATAAGTT
GTAGCACCTCAGTCATTACCCAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAGGAATTTCAAT------GGAACAGGGACATGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCCACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGCGAG------------
GTAGCAATTAGATCAGCCAACTTCTCGGCCAAT---------GGGGAAAACATAATAGTACAGTTGAAT----
-----------GAATCGGTAGTA---------ATTAATTGTACAAGGCCCAGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAGGGA---
AAGTGGAATAACACTTTAAGACTGATAGCTAAAAAATTAAAA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAAACTTTACT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACACATAATTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCGGGGAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAAT-----------------
----------------------------AATAGATCCTACTCAGAGATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAAAGGGAAATTGACAATTACACAAACATAATATAC---
AACTTACTTGAAAATTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAGATTTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTCGCTGTTAGCTTGCTCAACACCACAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATATTACAAAGAATTCTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGGAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAG 
>MH263362 
GCT---ACA------------------------------------------
GAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAGGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCAAAAATGCCACGAGGATAGTTACCAATGGAACAGTGGAAATGAAAA
ACTGCTCTATAGCT-----------------------------------------------------------
-ATCAATGGAACAGAGGAAATGAAAAACTGCTCTATAGCTACCAATGAAACAATGGAAATGAAA---
AACTGCTCTTTCAATATCAGCACAGACATAAAA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTCTATGAGCTTGATATAACACCCATAGACAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTGAATATAGGTTGATAACTTGTAATACTTCAGTCCTTAGACAA---



GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGATCAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAGTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAAACTGTGCAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACGCATA------------GGACCAGGGCAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATT------------AGACAAGCACATTGT---AACGTTAGTGAAGGA---
GATTGGAAGAAAACTTTAGGACAGATAGTTAAAAAATTAGGA---------------GAAAAATTTAAT----
--------------------------------AATAGCACAAAAATAGCCTTTAGC------
GAATCCTCAGGAGGGGACCCAGAAATTGTA---AAGCACAGTTTTAACTGTAGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTGTGAAGTATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCATAATATAC---
ACATTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATCGCAGTAGGTGAG---
GGAACAGATAGAATTATAGAATTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTGCATATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH263630 
GCT---GCA------------------------------------------
GAAGAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---
GTACATAATGTTTGGGCCACACATACAGAGGTACATAATGTTTGGGCCACA---
CATGCCTGTGTACCCACAGAC---CCCAACCCACAAGAAGTAGTATTGGGA---------
AATGTGACAGAAAATTTTAAC------------------------------------------
ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---ATCAGTTTATGGGATCAAAGCCTA---
AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAGAATGCCATAATGTCACGTTGAACAATACTAATGCTACTACCACTAGTACTA
CCCCTAGTAGC--------------------------------------------------------------
-------------------------------------------------AGCGGGGAAATGAAA---
AATTGCTCTTTCAATGTCACCGCACCCATAAGA---------------------------
GATAAGATACAGAAAGGATATGGAATT---TTTGATAAACTTGATATAGTAAAAATAGAGGGG----------
-------------------------------------------------------------------------
----------------
AGTAATAATACTAACAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAATACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGATAAT---------GCTAAAAACATAATAGTACAGCTAAAC----
-----------ACACCTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAC-----
-AGTGTACATATG------------GGACCAGGGAAAGCA---TTT------TATACAACA---GAT------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGGACA---
CAATGGAATGACACTTTAAAAAGGGTAGTTGAAAAGTTACAA---------------CAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTGAG------
AAACCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATAACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGACTTAATATAT---
AGCTTAATTGAAGAATCGCAGAACCAGCAAGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAAATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------CTTCTCCACATA------CCCACAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTA---TAA 
>KX984368 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAGGCATATGCCACAGAG---AGGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTATCACTTTAAATTGCACTGATTTGGGGAATGATACTTTGGGAAATGATACT----------
-------------------------------------------------------------------------
----------------------TATAATAGTAATGGGGGAATAATGAAGAAAGGAGAAATGAAA---
AACTGTTCTTTCAATATCACCACAAACATAAGA---------------------------
GACAAGATGCAGAAAGAATATGCACTT---TTGTATAAACTTGATGTGGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGAACGGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATCAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAGACCATAATAGTACAGCTGAAA----
-----------GAGGCTGTACCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GATTGGAATAAAACTTTAAGCCAGTTAGTTAAAAAATTAAGA---------------GAACGATTT-------
-----------------------------------AATAGAACAATAATCTTTAAT------
AAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTAGGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACTTTACTTGAAGAATCGCAGAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGTTGCGCAGTTTGTTTGATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTCTTACAAAGAATTGTTAGAGCT----------------------------
--------ATCCTCAATATA------CCTACTAGAATAAGACAGGGCTTGGAGAGGGCTTTGCTA---TAA 
>KX984537 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACGGAC---
CCCAACCCACAAGAGGTAGAATTAAAG---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAGATGCAAGAGGATATA---
ATCAGCTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTGGAAGAATGGTAATACTACCAAGAACAATACT-------
-------------------------------------------------------------------------
-------------AGTACTACCAATAGCAGTATCGGGGAAGAGATGGAGAAAGGGGAAGTAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAACATATGCAGCT---TTCTATAAACTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATAACAGCTATAGATTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATCCTAAAAT
GTAAT---GATAAGCAGTTCAAT------GGAATAGGACAATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAACAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTACTTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTGAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTCAGTAGTACA---
GACTGGAATAACACTTTAGGACAGATAGCTAAAAAATTAAGG---------------GAACAGTTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCCAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAAGTACACAGACGAAATATAC---
AAATTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAATGCCACAGCTATAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAACTTTTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX984588 
GCT---ACA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGTGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAAACCACAAGAAGTAGTAATGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATT---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCGCTAACGCTACTTTTGGGAATAGTACTAATAGTAGT----------
-------------------------------------------------------------------------
-------------AATAGTAGTAACAGTAGTACCACTAGGAGTCCTCTGGAAGTAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GACAAGTTTCAGAAAGAATATGCACTT---TTTCGTAGACTTGATGTAGTACCAATAAATGATGATAGT----
-------------------------------------------------------------------------
-------
AGTACTAAGAACAGTAATTATTCCAACTATAGGTTGATACATTGTAACACCTCAGTCATTACGCAG---
GCCTGTCCAAAGATATCATTTGAACCAATTCCCATACAATATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACTATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGACAATTTCTCGAACAAT---------GTTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAACTGTACAAGACCAGGTAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAGCAAAGATAGTTGACAAATTAAGA---------------AAACAATTTGGG----
--------------------------------AATAACAAAACAATAAGCTTTAGT------
CAATCCTCAGGAGGAGATCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATATCATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGATCTAATATAC---
AACTTACTTGAAACCTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTCAGCTTGCTTAACGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTGGGAGAGCT----------------------------
--------ATCCTCCACGTA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>AY842786 
GCT---GCA------------------------------------------
GAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACATTAAATTGCAGTGATGTGAATATTACTAGTAGTAGGGAGAAACAAAAT-------
-------------------------------------------------------------------------
-------------------GCTACTAGTAGTATAGAGGGAGAAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTTGATATTGACACAAGAAGAAGAGAT---------------------
AGGAACAAGCGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGAACCAATGAATGAT-------
-------------------------------------------------------------------------
-------------------
GATAATACCAGCTATAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACGGGCCCATGTGCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATAAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTACAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACATATG------------GGACCAGGGAGAGTA---TTG------TATACAACAGGAGGA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
CAATGGAATAAAACTTTAGAACAGATAGTTAAAAAGTTAGAA---------------GAACAATTTAGG----
-----------------------------------GATAAAAAAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGG
GGTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAGACTTGATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAAGCTTGGTAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAACTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTGTAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAGAGGGCTATGCTA---TAA 
>AY842808 
GCA---GCA---CAA------------------------------------
GAAGAATCATGGGTCACAGTCTATTATGGGGTTCCTGTGTGG---AGAGACGCAAAC---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAGCATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTTGAGGAATGATACTAATACTAATAATACC----------
-------------------------------------------------------------------------
----------------------ATGAGTGCTAATACCACCGAGGATATTAGAGAAGAAATGAGA---
AACTGCTCTTTCAATATGACTTCAGCAGTAAGA---------------------------
GATAGGATGCATAGGGAATATGCTCTT---TTTTATAAACTTGATGTAGTACCAATAGATAATGATAAT----
-------------------------------------------------------------------------
----------
AATACAAATACTAGCTATAGGAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCTTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAAT
GTAAT---GATGCAAAGTTCAAT------GGATCAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----



-----------AACCCTGTAAAA---------ATTAATTGTACAAGGCCCAACAACAATACGAGAAAA-----
-AGTATCCCTATA------------GGACCAGGGAGAGCA---ATG------TACGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCATTAATGAAACA---
GAATGGAATAACACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GAAAATAAAACAATAGCCTTTAAA------
AATTCCTCAGGAGGGGACCTAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATGAGACTCTGGGTGCTATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTGGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTCGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAATTTGCTCAACACCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KX984877 
ACT---GTA------------------------------------------
GACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAGAGCATATAAAACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGCCTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACAAATTTAAATCAAACTAATAATCAAACTAAT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGGGGACTCATGGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATACCTCCACAGGAATAAGA---------------------------
GATAAGATACAGAAAGAATATGCATTT---TTTTATAGACTTGATCTAGTACAAATAGATAACAAT-------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGACAAGTTGTAACGCCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GACAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAGTCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGC-----
-AGAATATCGCTA------------GGACCAGGCAGAGCA---TTT------ATTACAACAAAACAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGGA---
AAATGGAATAAAACCTTAGAACGTATAAAGGTAAAATTAGAA---------------GAACAATTTAGG----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAACTTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAACAGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTATTAGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAATAGGTTTAAGAATAGTTTTTACA---
GTACTTTCTATAGTA---------AATAGAGTCAGGAAGGGATACTCACCA------
CTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTAGTACGAAGAGTTTATAGAGCT----------------------------
--------ATCCTCAACGTA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>AY842824 
GCT---GGA------------------------------------------
AACAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAGGTAGTATTAACT---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGCTACTAATATCACTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTGTGGGGAATGGGATGGAGGAAGGAGACATGAAA---
AACTGCTCTTTCAATATCACCACAAGGCTAAGA---------------------------
AATAAGATGCAGAAAGAATATGCACTG---TTTTATAAAATGGATGTAGTATCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATAAATTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACCGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGCAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAAGA---------ATTAATTGTATAAGGCCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---ATG------TATGCAACAGAACAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAGTTCA---
GACTGGAATAACGCTTTAAAAAGGGTAGCTGACAAATTAAGA---------------GAACAATTTAAA----
--------------------------------AATAAAACAACAATAAACTTTGAT------
AAATCCTCAGGAGGGGACCCAGAAGTTACA---ATGCACAATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGC-----------------
----------------------------AACAGAAATCTTACAGAGATTTGG------GAA------
AAAATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAACTACACAGGCTTAATATAC---
ACCTTACTTGAGGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAAAATGAGCAAGAATTATTGGCATTCGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACGAAGAATCTGTAGAGCT----------------------------
--------ATTAGAAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH632949 
GCT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCATACTCCATAGAG---ATGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAGTAGAATTGATA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGCCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGACTTTAAATTGTACTAGTTTGACCAATAACAACACTACTCATGGC-------------
-------------------------------------------------------------------------
----AAGAGTGGTAGTAGTAAAAATAGTAGTAGTGAGTGGGAAAGAGTGAGGGAGGAAATGACA---
AACTGCTCTTTCAATGTCACTCCAAGTATAGGA------------------------------
AAAAAGAGGAAAGAATATGCACTC---TTTGATAAACTTGATCTAGTACCAATAGAAGATAAAAAG-------
-------------------------------------------------------------------------
-------AATAATGAGACTGATGGTGCAAACTATATGTTGGTACATTGTAACACCACAGTCATTACACAG---
GCCTGCCCAAAGGTAACCTTTGAACCAATTCCCATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAAAGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCCACT---
CAATTACTGTTAAATGGCAGCTTAGCAGAAAAGGAG------------
GTAGTAATTAGGTCTGAAAATTTCTCGGCAAGC---------CATAAAAACATAATAGTACAACTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACTCAACAACAATACAAGAAGA-----
-GGTATACATACG------------GCATTTGGGAGAACA---CTT------TTTGTAACA---AAT------
---------GTAATAGGAGACATA------------AGAAAAGCATTTTGT---ACAATTAATGAAACA---
AAATGGAGGGAAACTTTAAAACAGATAGCTGAAAAGTTAAAA---------------GAACAATTT-------



-----------------------------------AATAAAACAATATACTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGAGGAGATTTGG------GAT------
AACATGACCTGGGTGCAATGG---GAAAAAGAAATTGACAATTACACAGGTATAATATAC---
AATCTACTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTACTGGCGTTAGACAAATGGACAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATACAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATACCATAGCTATAATAGTAGCTGAA---
GGGACAGATAGAGTAATAGAAGTAGCAATAAGAATTGGGAGAGGC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTGCTA---TAA 
>MH632956 
GCT---GAA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCATATGTCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAGTAGTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---ACGCCATGTATAAAATTA---
ACCCCACTCTGTGTTACTCTAGATTGTACTGATGTGAATGTTACTGCTAAGGGCAAT----------------
-------------------------------------------------------------------------
----------------------------AGCACGTGGGAAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTAACCCGAAGCTTAAAA---------------------------
GCCAAAGTACGGACAGAACATGCATTA---TTTAATAGACTTGATATAATGCCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------
AAGAATAGTAGTACAGAGTATGCATTGATAAATTGTAACACCTCAGTCATTACCAGG---
GCTTGTCCAAAAGTGTCCTTTGAACCAATTCCTATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTACAAT
GTAAC---GATAAGAACTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAAAAGGAGAT------------
GTAGTAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAGACCATAATAGTGCAGCTAAAT----
-----------AACACTATAAAA---------ATTAGTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGATG------------GGTCCGGGGAAAACA---TTT------TATGCAACAGGAACT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTAAAAAT---
GAGTGGAATGCTGCTTTAGGAAACATAAGTAGCAAATTAAGA---------------AAACAATTTAAT----
-----------------------------------GCTACAAAAATAGTCTTTAGG------
CCATCCGCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGTTTGCTTGATACTATAGCTATAGCAGTTGCTGAG---
GGGACAGATAGGATTATAGACTTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTTTATTA---TAA 
>MH632822 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACATGAAATAGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAGCAGATGCATGAGGATGTA---



ATCAACCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATACAACTAAAGACAATATTACTATT----------------
-------------------------------------------------------------------------
-------------------------------------------GAAGGGAACGGAGAAATAAAG---
AATTGCTCTTTCAATATCACCACAGATTTAAGA---------------------------
GACAAGGTGCAGAAACAACGCGCACTT---TTTTATAGCCTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAGTAATGAGAGTAACTATATGTTAAGAAGCTGTAACACCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTTGTGTACCCCAGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAACAGTGTCAACT---
CAACTATTGTTAAATGGCAGTCTAGCGGAAGAAGAT------------
GTAGTACTTAGATCTGCCAATTTCTCAGACAAC---------ACAAAAACCATAATAGTACAGCTAAAT----
-----------AACACTGTACAA---------ATAAATTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAACTATA------------GGGCCAGGGAGTGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGAAGAA---
AATTGGAATAGCACTTTAGAACAGATAGTTATAAAATTAAGG---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAAGATTCCAA------
CCACATTCAGGAGGGGACCCAGAAATTGTG---ATGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTTACAGCCAAATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGACTAATATAC---
GACTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTTGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTGTCAGCTTGTACAACGCAATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGCACAAGCAACTGGTAGAGCT----------------------------
--------ATTAGACACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTAGTA---TAA 
>MH575991 
GCT---ACA---------------------------------------------
AACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTACTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGGGAAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACTCTTA---
ACCCCGTTCTGTGTCACTTTAAATTGCACTGATGCTGACACCACCGGCACTAAT-------------------
-------------------------------------------------------------------------
----------------------------AGTAGTAGTACATTGGAGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAACCTCACTTCAAGCATAAGC---------------------------
GATAAGCCTCAGGAACAACGTGCACTT---
TTTTATAAGCTTGATGTGGTACAAACAAATGAGACTAATAGTAGT----------------------------
-----------------------------------------------------
AATAAGACTAATAATAGTAATAGTTATAGGTTGATAAGTTGTAACACCTCAGTCGTCACACAG---
GCTTGTCCAAGGGTGTCCTTTGATCCAATCCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCTGTAGTGTCAACC---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAGAA------------
GTAGTGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAG----
-----------ACACCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAAGTATG------------GGACCAGGGAGAGTA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGC---AACATTAGTGGAGCA---
GAATGGAATAAAACTTTACATGAGATAGTTATACAATTAAGA---------------AAGCAGTGG-------
-----------------------------------AATAAAACCATAATCTTTAAC------
CCATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG



GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGACCAGATTTGG------AAC------
AAAATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAGGTA----------------------------------------
-----------------------------
ATAAATGAACAAGAACTATTGTCATTGGATAAGTGGGCAAGCCTGTGGAGTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATCATAGAAGTAGTACAAAGAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGGAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MH576349 
GCT---GCG------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACATGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGACCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTAAGAAATGATACTGTAGGAAATCAAACAAAT-------
-------------------------------------------------------------------------
----------------------TATCTCAATGAAACTAATACAATACAGGGAAGAGAAATGACA---
AACTGCTCTTTCAATATCACCACAGAGATAAGA---------------------------
GATAAAGTGCGAAAAGAATATGCACTT---TTTTATAAACTTGATGTCATGCCAATAGATAGG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAATTGCAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAG---GATGAGATGTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAGTACTTAGATCTGAAAATTTCACAGACAAT---------ACTAAAAATATAATAGTACAGCTAAAT----
-----------AGATCTATAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTGTA------------GCA---GGGAGAGCA---ATT------TATGCAACAGGACAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTGAGACA---
GATTGGAATGACACTTTAAGCAAAATAGTTGAAAAATTAAGG---------------GAAAAATTTGGA----
--------------------------------AAAAATAAAACAATAATCTTTAAG------
CAATCATCAGGAGGGGACATGGAAATTGAA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGTCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTTACAGTATCATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTCAAAATTACACAGGGATAATATAC---
AACTTACTTGAGGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTAGAACTAGATCAATGGGCAAATTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAATTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTCAATACCATAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAGGTAGGACAAAGAATTGGCAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MH576262 
GCC---AGA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAGCATAAT----------------
--------------GTTTGGGCAACC---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAGGAAGTAGCATTGGAA---------AATGTGACAGAAACATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATTTAAATCTAAATTGCCCTAACAATAATACTTGTAGT-
-------------------------------------------------------------------------



----------------------AATAATACTAATTATAATATGACGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGAAATAAGA---------------------------
GATAGGGTGACAAAAGAACATGCACTT---
TTCTATAAACTTGATGTAGTACCAATAGATGAAGGAGTACCAATAGAT-------------------------
--------------------------------------------------
GAAGGTAGTAGAAATACTACGGGCAAATATAGGATGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGAGAATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTGAACGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATCTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCTGTAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACACATA------------GGACCAGGGAGAGCA---TTT------TATGGAACA---GAC------
---------ATAATAGGGGATATA------------AGACAAGCGCATTGT---AACATTAGTGGGAAA---
GATTGGAATGACACTTTAAAACAGATAGTTATAAAATTAAAA---------------GAAAAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTACT------
CAATCCTCAGGAGGGGACCCAGAGATAGTG---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCCTGGAATATTAGTTGGAGCCCTAGA---TGG-----
----------------------------AATAGATCTCTAGATGAGATTTGG------ACT------
AACATGACCTGGAAGCAGTGG---GAAAAGGAAATTGACAATTACACAGACATAATATAT---
AACTTAATTGAACAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGACTTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATTACACAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
ATACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCAGTTAGCTTGCTCAACACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGGCTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH576152 
GCA------------------------------------------------
GAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTA------------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGAGTTGAAGAATAATAACACCAATAGCACTACTATGAACAATA
CC-----------------------------------------------------------------------
-------------------------AGTAGTATAGAAGAAAGAGAAATGACAAGAGAAATGACA---
AACTGCTCTTTTAATGTCACCACAGTCATAAGA---------------------------
GATAAGGTGCAAAAACAATATGCACTT---
TTTTATAGACTTGATGTAGTACAAATTAAGGATGATAATACCAGT----------------------------
-----------------------------------------------------------------
TATAATACCAGCTATAGGTTGATAAATTGTAACTCCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACGTTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAGTAATTAGATCTAAAAATTTCTCTAACAGT---------GCTCAAACCATAATAGTACAATTAAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGAGACATTAAAAAAGATAGCTGATAAATTAAGG---------------GAACAATTTAAA----
-----------------------------------AATAAGACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTTAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAGTTACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGAGGTAATATAC---



AACTTAATTGAACAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTGCAAAGATGTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCGACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH576039 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTGACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATATACCACAGAG---TCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATCTGAATGTTACTAATACCAAT-------------------
-------------------------------------------------------------------------
-------------------------AGCAGTAGTAAGGAGGGAAAGATGGCGGAAGAAATGAGA---
AACTGCTCTTTCAATATCACCACAGAAATAAGA---------------------------
AATAAGATGCAGAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGATCAGGACCATGTAAAAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACATCTGAAG----
-----------GAACCTATACAA---------ATTAATTGTACAAGACCCAACAACAATACAATGAAA-----
-AGTATCCCTCTA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAAAA---
GCATGGAATAATACTTTAAAACAGGTAGTTGAAAAATTAAAA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTATA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCGCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGACACAATATAC---
ACCTTAATTGAAAAGGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTACATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTATTCAATGTCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------CTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCATTGTTA---TAA 
>MH575857 
GCT---GCA------------------------------------------
GAACAGTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGACTTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATGCAAATTTTACTACTACCAATAGTACTACCAATAAT----
-------------------------------------------------------------------------
----------------------AGTAGTACTACAGGGGAAATAAAAACTACAGGGGAAATAAAA---
AACTGCACTTTCTATACCACCACAGACATGAGG---------------------------
GATAAAAAGCAGAAAAATCGTGCACTT---TTTTATGCACTTGATGTAGTACCAATAAATAAT----------



-------------------------------------------------------------------------
----------------------
AGTCAGACCGAATATAGGTTGACAAGCTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAA---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAGATAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAATCTGTAAAC---------ATTACTTGTATAAGACCCAACAACAATACAAGAACA-----
-AGTATTCATATA------------GCACCAGGGAGAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAAAACAGATAGCTAAAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AAATCATCAATAAGCTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
-------------------------GGTAACAGAAATCTGAGTGAAATTTGG------GAG------
AGCATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAATTACACAGGCTTAATATAC---
AGCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGCATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTCAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGAGCGGGTAGGGCT----------------------------
--------ATTCTGCACATA------CCTAGACGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MH575796 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTAAATTGCACTGATGTGGAGACTAATAGCAATGAGAAGGCTAATAGCACT----
-------------------------------------------------------------------------
----------------------------AATAATGGTGCTAACATCACTGCCGCTGATATGAAA---
AACTGCTCTTTCAATATCACTGCAAGCATAAGA---------------------------
GATAAGGTGCAGAAGGAATATGCGCTT---
TTTTATAAACTAGATATAGTACAAATAGATAATGATAATAATACCAGAGCCAATGAT----------------
-----------------------------------
AATAATACCAATGCCAATGCCAGTGCCAATGCCAGTGCCAGATATAGGTTGATAAGTTGTAACACCTCAGTCC
TCACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCGGCTGGGTTTGCGCTTCTAAAAT
GTAGA---GAGAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCTCAAACAAT---------GCTAAAAACATAATAGTACAGCTAAAC----
-----------AAAACTGTAAAA---------ATTACGTGTTCAAGACCTAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGGCCAGGGAGAGCG---TTG------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCGAATTA---
CACTGGAATGAAACACTAGAAAAGGTAGCTATAAAATTAAGA---------------GAACAAATTGGG----
-----------------------------------AATACAACAATAGTCTTTAAT------
AGATCCTCAGGAGGAGACCCAGAAATTACA---ATGATTAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGAATGCTATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AGCTTAATTGAGGCATCACAAACCCAGCAAGAA----------------------------------------
-----------------------------



CAGAATGAACAAGAATTACTAGCATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGGATTACACAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCAA---TAA 
>MH575728 
AAT---GCA------------------------------------------------
TTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATATTAAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGACCAAATGCATGAGGATATA---
ATCGGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCATTCTGTGTTACTTTAAATTGCACTGATCTCCAGAATAGTACAAGTACAAATAATAATACAAATACA-
-------------------------------------------------------------------------
-------------------------AATACTACTATTGACAATAACATGAAAGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAAGCACAAAA---------------------------GAGAAGAAG---
AAAGGATATGCATTT---TTTTATAAACTAGATGTAGTACAAATGAATAAT----------------------
-------------------------------------------------------------------------
-GGTAGGAATGGTAATGCTAGCTATAGAATGATAAATTGTAATACCACAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTGGTGTCAACA---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCAGTGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAAGCTGTGAAA---------ATTAATTGTACAAGACCTGGCAACAATACAAGAAAA-----
-GGTATACACATG------------GGACCAGGGAAAACA---TTA------TATGTCACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
CAATGGAATAAAACTATAAATCAGATAGCTAACAAATTAAGA---------------GAACACTTT-------
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAGATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAGCTCATCTGCAACACTGATGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGAAGAGATTTGG------GGT------
AATATGACCTGGATGCAATGG---GAAAAAGAAATTGACAACTATACAGGCTTAATATAC---
AACTTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTTCAATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTACTGTCTATAGTA---------AATAGAGTTAGGAAGGGATATTCACCA------
ATATCGTTTGCTATTAGTTTATTTAATACCACAGCTGTAGCAGTAGCAGGG---
GGGACAGATAGGGTTTTAGAAATATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTACATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCAG---TAA 
>MH575694 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCAATCTGTGTTACTTTAAATTGCACTGACTATCAGAATAATGCTAATACCACTGTT-------------
-------------------------------------------------------------------------
----------------------AATGCTAGTACCACTGTAAATAATGGGAAAGGGGAAATAAAA---
AACTGCACTTTCAAGGTCACCGGAGGCATAAGA---------------------------
GATAAGACGCAGCTAGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAAGGGCTGTTAAT----
-------------------------------------------------------------------------
----------
ACTAGTAATACCAACTATAGTGAATATAGATTGATACATTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCGACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTTCAAGACCCAACAACAATACACGGAAA-----
-AGTATAGGTATA------------GGACCAGGGAGAGCA---TGG------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGAAGAA---
CAATGGAAGAAAGCTTTACAACAAGTAGCTAAAAAATTAGGG---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAAGCTTTAAT------
TCATCCGCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
AAATTACTTGAGAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTTGCTGTTAGCTTGATCAATACCACAGCTGTAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAGCAGCTTTTAGAGCC----------------------------
--------ATTCTGCACATA------CCTAGACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH575680 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTATATGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTAATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCAAGAGGACATA---
GTCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTACATTGCACTAATTTGACCATTGATCCAAACAATACTGCTAATACC-------
-------------------------------------------------------------------------
-------------------------AGTATTAGTGGGAGTTTAGAGGGGAAAGGAGAAATGACA---
AACTGCTCTTTCAATGTCACCACAAGCCTAAGA---------------------------
GATAAGAGGAAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTAGCAACAGGTGAA----------
-------------------------------------------------------------------------
----------------------
AATACTAACAGCTTTAGGTTGATAAGTTGTAATACCTCAGACATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGAGAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTCTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAGTTAGATCTGCCAATTTCTCAGACAAT---------ACTAAGACCATAATAGTACAGCTGAAC----
-----------AAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AGCATTAGTAAAGAA---
GATTGGAATACCACTTTAAACCAGGTGGCTGAAAAATTACAA---------------GAACAATTTGAG----
-----------------------------------AATACAACAATAGGCTTTGAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAGAACTCTGAATAACATTTGG------GAC------
AATTTGACTTGGATGCAGTGG---GATACAGAAATTAACAATTACACAAACAGAATATAC---
CAATTACTTGAGGAAGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATATTAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGTAGTAGCTGAG---



GGGACAGATAGGATTATAGAATTAGCACGAAGAATTTGTAGAGCT----------------------------
--------ATTGTTAATATA------CCTACAAGACTAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>MH575478 
ACT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTACCATTGCCT---------AATGTGACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATGTGGAGATTGATAAAACCAGTGCTAATAAGACCATTAATG
TGAATACTAAT--------------------------------------------------------------
----------------------ACCACTAATAGTTGGGAAAGGATGGATCCAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACTAACATAAGA---------------------------
GATAGGGTGAAGAATGAATATGCGCTT---TTTTATAAACTTGATGTAGTACAAATAAAAGATAAGAAGGCC-
-------------------------------------------------------------------------
----------------------
AGCAATACAACCTATAGGCTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAC---AATAAAACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAGTATCACGAACAAT---------GCTAAAACCATAATAGTACAATTGAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAGCATCAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
GAATGGAAGAATGCTTTAAACCAGACAGTTATAAAATTAAGA---------------GAATACTTC-------
-----------------------------------AACAAAACAATAAACTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AACAGATCTCTGGAGACCATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATGTCACGGACATAATATAC---
AGATTAATTGAAGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTAGATAAATGGGCAAGTCTATGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTTCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTATCAGCTTGCTCAACACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTTTAGAGCT----------------------------
--------TTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH575379 
GCT---GCA------------------------------------------
GCAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATATTATTGGAA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTATTTTGCATTGCACTGATGTAAACAGAACTAGCAAT----------------------
-------------------------------------------------------------------------
-------------------------------------------GAGATGACAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAAAATAACA---------------------------
AATAAGGTACAGAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCAATAAATAATAAGGATAAT-
-------------------------------------------------------------------------
----------
GATACTAGCTTTAATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTATGCGATTCTAAGGT
GTAAC---AATGAGACATTCAGT------GGAAAAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAATACAATGTACACATGGCATTAGGCCAGTAGTGTCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAAAACAGGAG------------
GTAGTAATTAGATCTCAAAATTTCTCGGACAAT---------GCTAAAACCGTAATAGTACAGCTGAAG----
-----------GACCCTGTAGAA---------ATTAACTGTATAAGGCCCAATAACAATACAAGAAAA-----
-AGTATACCTGCA------------GGACCAGGGAAAGTA---ATT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGCAACA---
GATTGGAATAATACTTTAGGACAGATAGTTAAAAAATTACAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTCAAT------
CAATCGTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGTAATTACACACAATTAATATAC---
ACTTTAATTGAAGAATCGCAGAGCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCACTGGATAAGTGGGACAGCTTGTGGAGTTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTTTTCTA---TAA 
>MH633031 
GCA---GCA------------------------------------------
GACAATTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCTCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATCATTGGAA---------AATGTGACAGAGGATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACACCACTTTGTGTCACTTTAAGTTGCACTAATGTCACGGGTAATGTTACTGAACGCATTAATGATGTTGCCA
CT-----------------------------------------------------------------------
----------------------GATAATGCTACCATTAATAAAAATGCCACTGATGAGATGAAA---
AACTGTTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGATGCAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGAAGAAGATAAAAAG-
-------------------------------------------------------------------------
-------
GAAAATAATACTGGAAACTATGCCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAG---
GCCTGTCCAAAGGTAAGCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCGATTCTCAAGT
GTAGA---GATAAGGATTTCAAT------GGAAAAGGGGAGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTTATTATGTCTGACAATCTCACAGACAAT---------GCTAAAAACATAATAATACACCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGGACAA---
AAATGGAATAAAACTTTAAGGTACATAGCTACAGAATTAAAG---------------AAACATATTAAT----
--------------------------------ACAACAAAAACAGTAGTCTTTACT------
CAACCCTCAGGAGGGGACCCAGAAATAGTT---AGGCTCATGTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTCAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGGCAATTATACAAACACAATATAC---
ACCTTAATTGAACAAGCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTATTTGCTATAATA---------AATAGAGTCAGGCAGGGATACTCACCA------
CTGTCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATCTAGAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGAATAAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>MH633155 



GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCTACAGAC---
CCCAGCCCACAAGAGGTAATGTTGGAA---------AATGTGACAGAAGATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAGAACTA---
ACCCCCCTCTGTGTTACCTTAAATTGCACTGACTGTGATAGTAGTCCAAATTGCACTGATATAAAGAATAGTA
CTAATGCCACT--------------------------------------------------------------
----------AATAGCATAAAGAATAGTACTGATGCCACTACTAGTACAAGAGGAGAAATAAAA---
AGGTGTTCTTTCAATACCACCACAAACATGAGA---------------------------
GACCAGGTGCGGACAGAATATGCATAT---TTTTATAAACTGGATGTAGTACAAATAGATAGT----------
-------------------------------------------------------------------------
----
ACTAATAGCAGTAATGATAGTTATAGGAGCTATAGGTTGATAACTTGTAACACCTCAGTCATTACCCAG---
GCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAAAAGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTGGTAATTAGATCTTCTAATTTCACGGATAAT---------GCCAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAGG---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACCGGAGAA------
---------ATAATAGGAAATATA------------AGACAGGCACATTGT---AATCTTAGTAGAGCA---
GAATGGAATAACACTTTATCAAAGATAGTTAAGAAATTAGAA---------------AAACAATTTGGA----
--------------------------------AGTAATAAAACAATAATCTTTAAG------
CCATCATCAGGAGGAGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGTGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTGGAATATGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
AACTTAATTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTCGACATAACACACTGGC
TGTGGTATATAAAATTATTCATAATCATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTAGCTTGCTCAACGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAACTAATACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTACACATA------CCTAGAAGAATAAGACAGGGCTTGGAACTTGCTTTGCTA---TAA 
>DQ127534 
GCT---ACA------------------------------------------
ACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATACAAAACAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTGGAAGAGTAATGATACTGAGGCC----------------
-------------------------------------------------------------------------
----------------------------ACTAATAGTAACTTGACAGAGAAAGAAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGTATGAGA---------------------------
GATAAGTTGCAGAAAGAATATGCTCTC---TTCTATAAACTTGATGTAGTACCAATAGAGGAT----------
-------------------------------------------------------------------------
----------------------
GATAACAGTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATCTCACAAACAAT---------GCTAAAATCATAATAGTGCAGCTGAAA----
-----------CAATCTGTGGAA---------ATTAATTGCACAAGACCCAGTACCAATAAAAAGAAA-----



-AAAATAAGTATG------------GGACCAGGGAGAGTA---TAT------TATACAACAGGACAA------
---------ATAACAGGAGATATA------------AGACGAGCATATTGT---AACCTCAGTAGAAAA---
GCATGGAGTAACACTTTAAGACAGATAGCTACAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCATCAGGAGGGGACCTAGAAATTGTA---ACTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGCAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAAGATATTTGG------GAA------
AACATGACATGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
AACTTACTTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTTCAATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCATTAGCCATTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGCACAAATAATTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGTTTAGAGAGGCTTTTACTA---TAA 
>DQ127537 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTGATTTGGATGCTAATGTTACTAAGACCAAT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGGGGAACTCATAGAGAAAGGGGAAGTAAAA---
AACTGCTCTTTCAATGTCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATTC---TTTTATAAACTTGATGTAGTACCAATAGATCAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGGCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGCCAATTTCTCGGACAAT---------ACTAAAAACATAATAGTACAACTGAAT----
-----------AACTCTGTACAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAACA---TTT------TTTGCAACA---GAA------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---AACCTTAGTAAAGCA---
AATTGGGAGAACACTTTAAAACAAGTAGCTAAAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGAGATCCAGAAATTGTA---ATGTACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGAGGAAATTTGG------GAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAAATTTAATATAC---
AACTTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAATGCCACAGCTATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>DQ127548 
GCT---GGA------------------------------------------
GAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------



--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTAATGAAC---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGATTTCAATATCACTCGTGCTACCACTAAT-------------
-------------------------------------------------------------------------
----------------------------GGTAGTATAGGACTGGAGGAAACAGGAGAAATAAAA---
AACTGCTCTTTTAAT---ACCACAGTAATAAAA---------------------------
GATAAAAGGCAGAAAGAATATGCACTC---TTTTATAGAACTGATATAGTACCAATAGATAATGAGGGTGAT-
-------------------------------------------------------------------------
----------
AATAATGCTAGCAATAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACGTTTAAT------GGAAAAGGACCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAT------------
GTAATAATTAGATCTGAAAATTTCACAGATAAC---------GCTAAAAACATAATAGTACAGCTTAAT----
-----------ATATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAATACCACTTTACAACAGGTAGCTCAAAAATTAGGA---------------GAACAATTTGGGAAT-
--------------------------------GAGAATAAGACAATAGACTTTAAT------
CACCCCGCAGGAGGAGACCCAGAAATAGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTACGAAAAGATTTGG------AAT------
AACATGACATGGATGGACTGG---GATAGAGAAATTAGCAATTACACAGGCCAAATATAC---
ACCTTAATTCAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAACAGTAGCTGAG---
GGGACAGATAGGGTTTTAGAAATATTGCAAAGAGCCGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCCTAGAAAGAGCATTGGTA---TAA 
>AF219627 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAGAGTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTCTAAATTGCACTACTGAGTTGAATCTTCTAAATTGCATTGATAATAGT-------
-------------------------------------------------------------------------
-------------------ACTAATGATAAATGTATACCGCCAGATCAAAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCGCAGGCATAAGA---------------------------
AATAAGGTGCGGAAAGAATATGCACTT---TTTTATACAAGTGATGTAGCACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTATCAGTTATAGATTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAGGAATTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGCCT----
-----------GAAATAGTACAC---------ATTAATTGTACAAGACCTAACAATAATATAAGAAAA-----
-GGTCTACGTATA------------GGACCAGGGAGAGCA---TGG------TGGTATGCAACAAGA------
------GGAATAATAGGAAAAATG------------AGACAAACACATTGC---AACATTAGTAGAGTA---
AAATGGAATAACACTTTAGAACAGATAGTTAAAAAATTAGGA---------------GACAAATTTGGGACT-



-----------------------------AATAATAATAAAACAATAATATTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAAT--------------
-------------------------AGATCTCTGGGAGACATTTGGGAAAAT------GAT------
AACATGACCTGGATGAAGTGG---GAAAGAGAAATTGATAATTACACAAGCTATATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGACAAATGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAGT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTTAATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU728244 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTCAATATTACTAGCATT----------------------
-------------------------------------------------------------------------
----------------------------------TATAATAAAACAATGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATATCGCCACAAATATAAGA---------------------------
GATAAGATGCAGAAAAATTATGCACTT---TTTCATAGCCTTGATATAGTACCAATAGATAGTGAAAATACT-
-------------------------------------------------------------------------
----------
AGTGATAATACTAACTATACTAGCTATAGGATGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAGT------GGAAAAGGATCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAATAATTAGATCTGACAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCATAACA---
AAATGGAATAGAACCCTAAGTCTGCTAGTTGAAAAATTAAAA---------------GAACAATTC-------
-----------------------------------AATAAAACAATAGAGTTTAAC------
TCCTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACCATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAATTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGACAACTACACAGACCTAATATAC---
AGCTTAATTCAAGAATCGCAAATCCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACATGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGRGGATTAATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCCTGTTTGATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATACAAAGAGTTTGTAGAGCT----------------------------
--------GTTATCCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU728216 
RCT---TCA------------------------------------------
RAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCATTGTGTGTCACTTTAAATTGTACTAATGTGAAGAATAATACTNNNNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAA---
AACTGCACTTTYARTATCACCACAAGCATAAGA---------------------------
GATAAGAGGCAAAAGGAATATGCATTG---TTTTATAGTCTAGATATAGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GAGAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCARAGGTAACCTTTGAGCCAATTCCCATCCATTATTGCGCCSCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTRCACATGGAATTAAGCCAGTAGTATCCACT---
CATCTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAACTTCTCGAACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTGACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACACATT------------GGACCAGGGGCATTC---TAT------GCAACAGGAGMA---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGGACA---
CAATGGAGTAACACATTAAAGCAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------AATAATAAAACAATAATCTTTAAT------
CAATCTKCAGGAGGGGACCTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AGAAATAAGAATCTAAGTCAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTAGATAAGTGGGACAGTTTATGGAATTGGTTCTCAATAACAAATTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTRTTAGCTTGCTTAATGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTGCAGAGAGCTGGTGAGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGAGCTTTGGTA---TAA 
>GU728376 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACAAGTATTAGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGANNNNNNNNNNNNNNNNNNNNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---
AACTGCTCTTTCAATATCACTGCAAGCATAAGA---------------------------
GATAAGGTGCAGAAGGAATATGCACTT---TTCTATAAACTTGATGTAATACCAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
GACAACAGCAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCCAAAACCATAATAGTGCATTTGAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCCGGTAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGAATAAAACTTTANNNNNNNNNNNNNNNNNNNNNNNN---------------NNNNNNNNNNNN----
--------------------------------NNNNATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAACAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGACTGTTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTACTTTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACATCCATAGCAGTAGCTGAG---
AGGNCAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTGAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTACTA---TAA 
>FJ469690 
GCT---GAA---AAG---------------------------------GAAGAAAAG---
TGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCTGTT---
ACCACTCTATTTTGTGCATCAGATGCTAGGGCATATGATACAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTACTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTTAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGGTAATACCACTAATGCTAATGCTACTGCTAAT-------
-------------------------------------------------------------------------
-------------------GCCACTAGTGGAAGGTGGGAAAAAATGGAAAAAGAAGAAATACAA---
AATTGCTCTTTCAATGTTACCACACACAGAAGA---------------------------
GATAAGATGCGGAAAGAATATGCATTG---TTTTATAAAGTTGATGTAGTACTAATATCTGAGGAT-------
-------------------------------------------------------------------------
----------------
AATAGCACTAATAATACTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
TCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGGACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAGGAA------------
GTAGTAATTAGATCTGCCAATTTCTCAGACAAT---------GTTAAAAGCATACTGGTACAACTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACACGCAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---GAGCTTAATGCAACA---
AAATGGGAGAACACTTTAAAAAAGGTAGTTGGAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAACCTTTAAG------
CCCCCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACATGTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGTAAACTCATTTGCACCACTGCTGTGCCCTGGAATAATAGCTGGAGT-----------------
----------------------------AATAAATCTTTGGAAGACATTTGG------AAA------
AACATGACCTGGATGCAATGG---GACAAAGAAATTAGCAATTACACACAAACAATATAC---
ACCTTAATTGAACAAGCGCAGGACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGTTTAATGCAATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGCTTACTAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>FJ469692 
GCT---GTA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAGATTTCAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCAGTAATTATTTGGGAAATACTACTGGTTTGGACAATGCTACTAATA
CTGCT--------------------------------------------------------------------



-------AATAGTACTAATTTGGACAATGCTACTAATCCTGCTAATAGTAGTGGGGAAATAAAA---
CAATGCTCTTTCAATATTACCACAGAAATAAGA---------------------------
GATAAGTATCAGAAAGCATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATAATAGTAGTGAT-
-------------------------------------------------------------------------
-------
AATAATAGTAATAATAGTAGTGGTGAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGCCCAAAGACATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATGCTAAAGT
GTAAC---AATAAGACGTTTGAG------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTAGCAATTTCTCAGATAAT---------GCTAAAACCATAATAGTACATCTAAAT----
-----------GAAACTGTACAA---------ATTAATTGTACGAGACCCAACAGATATACAAAACAA-----
-AGGATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAAAAAGC------
---------ATAGCAGGAAATATA------------AGACAAGCACATTGT---AATCTTAGTGAAGCA---
CAATGGAATAATACTTTAAAAAAGATAGTTATAAAATTAAGA---------------GAAAAGTTTGGG----
--------------------------------AACAACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAGTAGTTGGAGC-----------------
----------------------------AATAAATCTCAGGCACAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTATACAAGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTAGATAAGTGGGATAGTTTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTAGTTTCCATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAACTTGTATAATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGGACAAAGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCTA---TAA 
>FJ469694 
GCT---AAA------------------------------------------
GAAGAGATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTAAACTTGGAA---------AATGTGACAGAAGATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCCCAATAACGATACCAATCTCAATACT-------------
-------------------------------------------------------------------------
----------------------------TCCACTGAGATAAACATGGACAAAAGAGAAATGCAA---
AACTGCTCTTTCAATATCACCACAAATATAAGA---------------------------
GATAGATTTCGGAAAGAATATGTTCTT---TTTTATAAACTTGATTTAGTTCCAATAGATAATGATAGTGAT-
-------------------------------------------------------------------------
----------
AGTAGTAGCTATAGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AACAAAAAGTTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAGGAAGAA------------
GTAGTAATTAGATCTGAAAATTTTACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------AAGGCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAAAAAA---
GAATGGAATGACACTTTACAACAAATAGCTGAAAAATTAAGA---------------GGACAATATGGA----
--------------------------------AAAAATAAAACAATAATATTTACA------
AAGTCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAGATCTCTGAGTTATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAAAGAAATTGACAGTTACACAAACATAATATAC---



TCCTTAATAGAAGAATCGCAGATCCAACAGGAG----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGAATTAGATAAATGGTCAAATTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTGATAGAAATAGTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469699 
GCT---ACA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATTCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAC---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTGGAAGAATGATACTAGTGGGAATGCTACTAATATT----
-------------------------------------------------------------------------
----------------ATGACCAATGTTAGTAGAGAGGGAACACTGGAGGACGGAGAACTAAAA---
AATTGCTCCTTCAATATCAACACAAACTTCCAA---------------------------
GATAAGAGACAGAAAGAATTTGCACTT---TTTTATAAACTTGATGTAACGCCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAATACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAAGCCAACAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGA---------
AAAATAATAATTAGATCCGCCAATCTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT-
--------------CAATCTGTAGAA---------ATTAAGTGTACAAGACCTGGCAACAATACAAGAAAA--
----AGCATAACTATA------------GGACCAGGCAAAGCA---TTT------TATACAACA---GAA---
------------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGA-
--GATTGGAATAACACTTTAAAATGGGTAGCTATAAAATTAAGA---------------GAACAATTTGAG--
-------------------------------------AATAACACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATTATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCATAATATAC---
ACTTTACTTCAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGACAAATTTGTGGAGTTGGTTTAGCATTACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAATTTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>FJ469702 
GCT---ACA---GAC------------------------------------
CCCCAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATACTACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGAATTGAAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCAGTGATTATAATGGTAATAGTACCAATAGTAGTACCAGTAAT----
-------------------------------------------------------------------------
----------------AATACCACTAATAGTAGTTTGGAAAATAGTATGAAAGGAGAAATAAAA---
AACTGCTCTTTTAACATCACCACAACCATAAGT---------------------------
GATAGGATAAAGAAAGAATATGCACTT---TTTTATAATATTGATGTAGTACCAATTGATGAT----------



-------------------------------------------------------------------------
----------------------
AGTAATACTAGTTATAGGTTGATAAGTTGTAACACTTCAATCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAGGTTCAAT------GGGACAGGACAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GCAGTAATTAGATTTGAGAATATCACAGACAAT---------GCTAAAAGCATAATAGTACAGTTGAAG----
-----------GAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGCATACATATA------------GGACCAGGAAGTGCA---TTT------TATGCAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATGCAACTTTAAAACAGATAGCTGAAAAATTAAGA---------------GAAAAATTTAAC----
-----------------------------------AACAAAACAATAATCTTTACT------
AATTCCTCAGGAGGGGATCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAAAACTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGATAATTACACAGAACTAATATAC---
ACCTTAATTGAAGACTCGCACAAACAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTATGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCT---
ATATTCTCTCTAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGTTTAATGTCACAGCTGTAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAACTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------TTTATCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>FJ469705 
GCT---GTA------------------------------------------
AACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGCTAAAGAG---GCACATAAT----------------
--------------ATTTGGGCCACC---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAATTACCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATGTCACTAGTAATGTCACTAGTAGAAATGAT----------
-------------------------------------------------------------------------
-------------------------AATAGTAGCGAGGGAGTGATGGAGAGAGAGGAAAGAAAA---
AATTGCTCTTTCAATATCACCACAGACTTAAAA---------------------------
GATAAGATGCAGAAAACATATGCAATT---TTTTATAAGCTTGATATAGAACCAATAGGTGATGATAGTAAT-
-------------------------------------------------------------------------
-------
AAGAATAATGCTAGTAATTTTACTAATTATAAGTTGATAAGTTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATGCAGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCACAAAAAGAG------------
GTAGTGATTAGATCTGAAAATTTCACGGCAAAT---------CATAAAGTCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGAG---------ATTAATTGCACAAGACCCGGCAACAATACAAGAAAG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATAAAGCATTGAGACAGATAGTAGGAAAATTAGGA---------------
GAACAGGAACAGTTTAAG---------------------------------AATAAAAATATAATCTTTAAC-
-----AGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTATTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTATGGATGAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAATTACACAGGCACAATATAC---
AGCTTAATTGAAAAGGCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAACTTGTGGAATTGGTTTGACATAACTAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTG---------AAGAGTGTTAGGCAGGGGTATTCACCA------
TTATCGTTTGCAGTTAGCTTGCTCAACGCAACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTAATAGAAGTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------GTTCTCCATATA------CCTGTAAGGATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>FJ469711 
GCT---GAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATTCTAAGACATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATAATTTGGCGAATGTTACT----------------------
-------------------------------------------------------------------------
----------------------------------TTGACAGATACTACTAGAGGGGAAATAAAA---
AACTGCTCTTTCAATACCACCACAAGCTTAAGA---------------------------
GATAAGGTGCAGAAGGAACATGCGCTT---TTTTATAAACTTGATGTAGTGCCAATAGGTGACAATAATGAT-
-------------------------------------------------------------------------
----------
ACTCCTGGGACCAACTATAGCAGCTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACG---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACATCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACTATACAAGAAAA-----
-AGGGTATCGATA------------GGACCAGGGAGAGCA---TTT------CGTACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGTA---
GAATGGAATAACACTTTAGGGAAGGTAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCGTCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAAATCTTATGGGGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGGGAAATTAACAATTACACAAACTTAATATAC---
TCCTTACTTGAAGAATCACAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>FJ469712 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATAAACAAGAG---ATGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGAAGTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCATTGATGTGACTACCACCAGTAGTAATGCT----------------
-------------------------------------------------------------------------
-------------------------------ACCACCAATAATAGCATTGTAGAAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAAGCATAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTG---CTTTATAAACTTGATATAGTACCAATAAATGATGAT-------
-------------------------------------------------------------------------
-------------
AGGAATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGATCTGCCAACTTCTCGGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAGGGA---
AAATGGGAGAACACTTTAAAACAGGTAGTTACAAAATTAAGA---------------
GAAATAGAACAATTTAAT---------------------------------AATAAAACAATAGTCTTTAAA-
-----AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCATGGGAATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGACATGATTTGG------AAT------
AACATGACCTGGTTGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTTATATAC---
ACATTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTACTTAATACCATAGCCATAGCAGTAGCAGAA---
GGGACAGATAGAATCATAGAAGTATTACAAAGAATTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAACGCGCTTTGCAA---TAA 
>FJ469719 
GCT---GCA------------------------------------------
GAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAAATATGACA---------AATGTGACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAACTA---
ACCCCACTCTGTGTTACCTTGGAGTGCACTGATAATATCACTACTAGTAGCAATACTACTAGGGGCAGTAACA
GT-----------------------------------------------------------------------
-------------AGCAATAGAAGTAGATGGGAAAACATGACAATAGAGACAGGAGAAATAAAA---
AAATGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GATAGGGTGAATACAGAATATGCATAT---TTTAATAGATTTGATATAGTACAAACAGAGAGG----------
-------------------------------------------------------------------------
----------------------
GATAATAAGAGCTATACATTGAGACATTGTAATACCTCAGTCATTAAACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAC---AATAAGACGTTCAGT------GGAAAAGGGGAGTGTGACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGACA----
-----------AAAGCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACACATG------------GGACCAGGGAAGGCA---TTC------TTTACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---AACATTAGTCATACA---
AAATGGAATAACACTTTAAAACAGGTAGTTTATCAACTAAGA---------------AAACAATATGGG----
--------------------------------GGGAATAAAACAATAAACTTTACA------
CAGCCTTCAGGAGGGGACCTAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGACCAACAGATCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGGGTAAT--------------
-------------------------ACATCTCTGGGTTACGATTACATTTGG------ACA------
AACTGGACCTGGATGAAGTGG---GAGAAAGAAATTGCAAATTACACACACATAATATAT---
GACTTACTTGAGGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
CAAAATGAACTAGAATTAATGAAATTGGACAAATGGGCAAGTTTGTGGGATTGGCTTGGCATAACAAAATGGA
TGAAGTATATAAAAATATTCATAATAATAGTAGTAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGCAGCACAAAGAGTTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>FJ469726 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTGACAGTCTATTATGGGGTACCGGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAAAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAGAGTGCACTGATAATTTGACTTTAAATTGTACTAATACTACTAATACCAATA
AT-----------------------------------------------------------------------
-------------AGTGGCCACTCCAATAGTAGTAGCTGTAATGAGATGAGAGGAGAAATAAAA---
AACTGTTCTTTCAATGTCACCACAAACATAAGT---------------------------
GATAGGAGACAGCAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATGATAATAAGAAT-
-------------------------------------------------------------------------
----------
AATAGTAGGGCTAATTATACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTAAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTATTGAGATCTGAGAATTTCACAAACAAT---------GCTAAAACCATAATAGTACACCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGGAACA---GAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACGTTAGTAGTACA---
AAATGGAATAACACTTTAAGACTTATAGTTGATAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
AACTCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAAAAATTAACAATTATACACAGGTAATATAC---
AACTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAAGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAACTTGTTTGATACAATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTCCAAGGAGCTCAAGAA-------------------------------
--------------------------------AGACTAAGACAGGGCTTGGCAAGGGCTTTGCTA------ 
>GU728225 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAACATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATNNNNNNNNNNNNNNNNNNNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAAA---
AACTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
GAAAAGAGGAAGAGAACCAATGCAATT---TTTTATAACCTTGATCTCGTACAAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTACAGGTTGACAAGATGTAATACCTCAGTCATTACCCAA---
GCCTGTCCAAAGATATCCTTTGGGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATATGAGAATATCACAGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGCACAAGAGTCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGGACA---CTT------TACGCAACAGGGGAA------
---------ATAATAGGAAATATA------------AGATTAGCACATTGT---AACATCAGTAGAACA---
AAATGGAATAATACTTTGTATCAGATAGTTAGAAAATTAGGA---------------GAACAGTTTAAT----
-----------------------------------AAAACAAGAATAGCCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAGATTGAA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAAACTGAGGGTGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAACAATTACACAAACATAATATAT---
AACTTACTTGGAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATACTACAGCTATAGTAACAGCTGAG---
GGGACAGATAGAGTTTTAGAAGCATTGCAGAGAACTTATAGGGCT----------------------------
--------ATTCGCAACGTA------CCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>MN515912 
ACT---GCA------------------------------------------
AAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCCGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGACGAATACTACTAACACCAATAGTATTAACACCAAT-
-------------------------------------------------------------------------
-------------------------AATAGTAGCAGGAATATTATGGAGACAGGAGAAATGAAG---
AACTGCTCTTTCAATATTACCACAGACATAAGA---------------------------
AATAAGGTGCGAAAAGAATATGCACTT---TTTTATAACCTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACTAGCTATAGGTTGATAAGTTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTGAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCCTGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTAACAACT---
CACCTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACTAGGGAGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAGAA---
AAATGGAATAACACTTTAAAACAGATAGTTAAAAAGTTAAGA---------------
AAACAATTTGCAAAATTGGAA------------------------------AATAAAACAATAGTCTTTAAT-
-----CACTCCTCAGGAGGGGATCCAGAAATTGTG---CTGCACACTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGAAAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCATCGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATCATAGAAATATTACAAAGATTTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MN515943 



GCT---ACA---------------------------------------
AAAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTAATAGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTTGAATAATACTAATACCAAT-------------------
-------------------------------------------------------------------------
-------------------------AATAGTAGCTGGGGAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAACATAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAAAGATGAT-------
-------------------------------------------------------------------------
----------
AATAATGATACTAATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGATGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACACACAAT---------ACTAAAACTATAATAGTACACCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGCGCA---TTC------TATACAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
GCATGGAATAACACTTTAAAACGGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAGAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAATGACATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN515956 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTTGAACAGATGCATGAAGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGTACCAATGCGAAGTATATTAATGCCACTAATACCAATTCGACTAATA
TCAATACCACT--------------------------------------------------------------
-------ATTAGTAACAATACCACT---GCCAATATCAGTCTGGTAGAGACAGATGAAATAAAG---
AACTGTTCTTTTAACACCACCACAGACTTAAGA---------------------------
GATAAGGTGAAGAAAGAACATGCATTG---TTTTATGCACTTGATATAGTACAATTAGATAAG----------
-----------------------------------------------------------------------
GGGGTACAATTAGATAAGGGGGTTAATGTTAGCTACTATAGGTTGATAAGTTGTAACACCTCAACCCTTACAC
AA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTGTAGAA---------ATCAATTGTACAAGACCCAACAATAATACAAGAAGA-----



-CGAGTAACTATG------------GGACCAGGAAGGGTA---TAT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCATTAATGAAGCA---
AAATGGAATAACACTTTAAAAAGGATAGTAATAAAATTAAGA---------------GAACGATTTGGG----
-----------------------------------AATAAGACAATACACTTTAAG------
AACCACTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGGTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAAATTTGG------GGT------
CACATGACCTGGATGGCATGG---GAAAGAGAAATTGACAATTACACATATGAAATATAC---
AACTTACTTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCGATATAACAAACTGGC
TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATCGTTTTTGCT---
GTAATTTCTATAGTG---------AAAAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATACAACAGCCATAGCAGTAGGTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MN515787 
GCT---ACA------------------------------------------
AAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCCGTTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGACTATGTGAAAAATAATACTGTGACGAATAGTACTACT----
-------------------------------------------------------------------------
-------------------------ACCACTAATATTACTAGCGAGGGAAGAGGAGAAATACAA---
AACTGCTCTTTCTATATCACCACAGACACAAAA---------------------------
CAAAAGATGGAAAAAGAAAGGGCACTG---TTTTATAACTCTGATATAGAACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTAAGAAGTTGTAACGCCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCAATTCTAAAGT
GTAAG---GATAAGAAATTCAAT------GGAACAGGTCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATCAGGTCTGAAAATCTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTATTAGACCCAACAACAATACAAGAAAG-----
-AGTATACATCTA------------GGACCAGGAAGAGTA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GAATGGGAAAACACTCTAAATCAGATAGCGGTAAAATTAAGA---------------GAACAATTTACT----
-----------------------------------AATAAAACAATAGCCTTTAAT------
AGATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTATATTTGG------GGG------
AATATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAGAAATCGCAGGCTCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCTAGACTTACTGTCATTAGATAAATGGGAAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>EU850430 
GCT---GCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCACCCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGAAAATGATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTTAATATCACCACAAGTATAAGA---------------------------
GAGAAGGTGCAGAAAGAATATGCACTT---TTTTATAACCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAGTACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATTTCACGGACAAT---------GTTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCCGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGGAGAATACCTTAAAACAGATAGTTAAAAAATTAAGA---------------GAACAATATAAG----
-----------------------------------AATAAAACAATAGTATTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTATA---TTCCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGC-----------------
----------------------------AATAAAACTCTGGATAAAATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAATATAATATAC---
ACCTTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTGAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATATTACAAAGAGCCTATAGAGCT----------------------------
--------ATCCTGCACATA------CCTAGAAGAATAAGACAGGGATTGGAAAGGGCTTTGCTA---TAA 
>GU728304 
ACT---GCA---GAC------------------------------------
TTAGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTGAATTGCACTGATGTGGGGAACAGTACTCAGAACAGT----------------
-------------------------------------------------------------------------
----------------------------ACTACTGAGTTGAAAATGGAGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACGGAAGA------------------------
GGTAGTAGGTTGCAGAAAGAGTATGCATAT---TTTTATAAACTGGATGTAGTACAAATAAAGGATGAC----
-------------------------------------------------------------------------
-------------------
AATAGTAATAATAATAGCTATAGGTTGACAAATTGTAATACCACAGTCATTACACAG---
GCATGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACTATAATAGTACAACTGAAG----
-----------GAAGCAGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACGAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TTTGCAACG---GAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
GCCTGGAATGACATTTTAAAACAGACAGCTAAAAAATTAAGG---------------GAACAATTTGAG----



-----------------------------------AATAAAACAATAGTTTTTAAC------
CCATCCTCAGGAGGGGACTCAGAAGTTGCA---ACTCATAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTAACAATTATACAGACTTAATATAC---
AGCTTAATTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTACAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAATATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCAGCACGAAGAGTTATTAGGGGC----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU728410 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CACGAAACAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGCTGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAAAATTAGAG---------AATGTGACGAA-AATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTTTGTGTTACCTTAAATTGCATAGATTGGAAGAATAATACTAATACCACTAAGGGT----------
-------------------------------------------------------------------------
----------------------GGCAATGCTACTAGCGGGATAGAGGCWGGAGAAAAAATGAAA---
AATTGCTCTTTCAATGTCACCACAGCCATAAGA---------------------------GATAAGGTG---
CGAGAATATGCACTT---TTTTATAGCCTTGATGTAGTAAAAATAGGTGGT----------------------
-------------------------------------------------------------------------
-------GAAAATAATAATAGTTATAGGATGGTAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGATATCTTTTACACCAATTCCTATACATTATTGTGCCCCGGCTGGATTTGGGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCGTGTACAGAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAATCATAATAGTGCAGCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGGAAA-----
-AGTATACCCATA------------GGACCAGGGAAAGCA---ATT------TATGTAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATAATACTTTAGGAAAGATAGTTGAGAAATTAAGA---------------GAGCAATTTAAG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAATCTCTGAATACCATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGCAATTACACAAGCCTTATATAC---
AGCTTAATTACAGAGTCACAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGTATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTATCGTTCGCCATTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATATTAGAAATAGGACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>GU728295 
GCT---ACT------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAT---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTAGACCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---



ACCCCACTCTGTGTTACTTTAAATTGCAAGGATGCTAATACTACTAGTACCACCAGTAAT-------------
-------------------------------------------------------------------------
----------------------------GCTACTACTGCTAGTATGGAAAAAGGAGAAGTGAAA---
AACTGCTCTTTCAATATCACCACACACATAAGA---------------------------
GATAAGATGCAGAGAGAATATGCCTTA---TTTTATAAACTTGATGTGGTACCAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
GAGAATGCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGAACAGGAACATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAA------------
ATAGTAATTAGATCTGAGAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATACCTATG------------GGACCAGGGAAAGTG---TTT------TATGCAACA---GAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GCCTGGAATAAAACTCTAAAACGGGTAGCTATAAAACTAAGG---------------GAACAATTTAAC----
-----------------------------------AAGAGCATAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTACTTGGAGT-----------------
----------------------------AATAAAACTCTGAATGATATTTGG------AAT------
AACACGACCTGGATGCAGTGG---GACAGAGAAGTTCAAAAGTACACAAACACAATATAC---
AACTTAATTGAACAAGCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
CAGGATGAACAAGAATTATTAAAATTGGATGAGTGGGCAAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGCTTAAGAATAGTTTTCACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCAATTAGCTTGTTCAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGACGCCTTGCAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TA- 
>GU728383 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTCCCCACAGAC---
CCCAACCCACAAGAAATAGAATTGATT---------AATGTGACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCTGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGTACTAATGCTACTAGCAGCAGCAGTGGRACT----------------
-------------------------------------------------------------------------
-------------------------------CAGTTTCATAACAGTAACAACACAGAAATAAAA---
AACTGTACTTTCGATATCACCACAGACATGAAT---------------------------AAGAAGAAG---
AGAGAACGTGCATTC---TTTAATGCACTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------NNNNNNNNNNGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAATTTCAAT------GGAACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTCTCAACT---
CAACTATTGCTAAATGGCAGTCTGGCAGAAGAGGAT------------
GTAGTAATTAAATCTGAAAATATCTCAGACAAT---------GCTAAAACCATAATAGTACAACTAAAT----
-----------GAATCTGTAGCA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGAAAATCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAACTA---
AAATGGAAGAACACTTTAGGACAGATAGCAGAAAAATTAAAG---------------GAATACTTTAAT----
--------------------------------ACTAATACAACAATAGCCTTTAAT------
AAATCCTCAGGGGGGGACCCAGAGATTGTC---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AAGAAATCTCAGGATGACATTTGG------AAT------



AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTACTTGAGGACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGGCTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTATTCACCA------
TTATCATTCGCTACTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGGG---
GGAACAGATAGGGTTATAGAAGCAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCCAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGGTA---TAA 
>FJ469729 
ACT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACCTTAAATTGTACTGATTACAAAGGGGAAACAAATAATACTACC-------------
-------------------------------------------------------------------------
----------------------------CCTACTAGCAATATTAGAGACAAAGAAGAAGTAAAA---
AGATGCTCTTTCGATGTCACCACAGGCATAAGA---------------------------
GATATAGTGCAGAAAGAATATGCTCTT---TATTATAAACTAGATATAGTGCCAATACAGGAGAATAATAAT-
-------------------------------------------------------------------------
----------
AATATAAGTAATAATTATACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGTCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAGACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAATAATAATACAAGCAGA-----
-AGGATATCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAAAAGAACGC------
---------ATAATAGGAGATGTA------------AGACGAGCATATTGT---ACCATTAATAAAACA---
AAATGGGAGAGCACTTTAAAACAAATAGCTGTAAAATTAAAA---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---AGGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGAGAGTTGGAGT-----------------
----------------------------AGGAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAGGGAAATTGACAATTACACAGGCATAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGACAGTTTGTGGAATTGGTTTAGCTTAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>DQ886033 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGAAA---------AATGTGACAGAAAAATTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTACATTGCACTGATGATTGGAATACCACTAGTAGCGGGAATGCT----------
-------------------------------------------------------------------------
----------------------ACTAATACCACCTTGGAACAGATGGCAAAAGAAGAAATAAAA---
AACTGTTCTTTCAACATTACCACAAGCATAAGA---------------------------



GATAAGGTGCAGAAGGAATATGCACTT---TTGTATAAAGGTGATATAGTACAAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
GAGACTAATAGCTATAGGTTGATAAGTTGTAACACTTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGAGAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATAGAATAAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATTAGGTCTGACAATTTCACGGACAAT---------GCTAAAACCATAATAGCACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-GGTATTAATATA------------GGACCAGGGAGAGCA---TGG------TATGCAACAACAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AATTGGGAAAAAGCTTTAAAACAGATAGTAGGAAAATTAAGA---------------AAACAATTTCAG----
--------------------------------AATACAACTAACATAACCTTTACT------
CGATCCTCAGGAGGGGATCCAGAAATTGTG---ATGCACAGTTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTAGAGT-----------------
----------------------------AATAAAAATTTGAGTGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAACAAGAAATTGACAATTACACAAGCTTAATATAC---
GACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGGATTTTTAGGGGT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU728280 
GCT---GCA------------------------------------------
GAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATACTACTAATAATGTCACTAGTGGT----------------
-------------------------------------------------------------------------
----------------------------ATTGAGGGAGAATTGATAAAGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAGACGTAAGA---------------------------
GATAAGATGAAGAGAGAATATGCACTT---TTTTATGCACTTGATGTAATACCAATAGAGAATACC-------
-------------------------------------------------------------------------
-------------
ACTGASAGTRAKAGTAAYAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAGACATTCGAT------GGAAAGGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTACTATTAAATGGCAGTCTAGCAGAAAAAGAC------------
ATAGTAATTAGATCTGACAATCTCACGGACAAT---------GCTAAAACCATAATAATACAGCTGAAT----
-----------AAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGATCA---TTT------TATACAGCAGAC---------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGC---AATGTTAGTAGCCAG---
GGGTGGAATGACACTTTAAAACAGATAGTTATAAAATTAAGG---------------GAAAAATTTCCA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAATTCATTTGCACCACTAATGTTCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
ACTTTAATTGAAGAATCGCAGATCCAACAAGAC----------------------------------------
-----------------------------



AAAAATGAAAAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAGCTTGCTCAATACTACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGAGTACGCAGAGCTTGCAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGGATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>GU728339 
GCT---TCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCCCTCTATTTTGTGCATCAGATGCTAAGGCATATGCTACAGAG---GCACATAAT----------------
--------------ATGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACTACTCCAAAAATAATACTGACAACTCCACGAATGCT----
-------------------------------------------------------------------------
-------------------ATTCAGAATGGTACTGATCTAAAGATGGAAAAAGGAGAGATGAAA---
AACTGCTCTTTCAATATCACCACACCATTA------------------------------AAGATGAAA---
AAAGAACATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGAAGATGGTGAA----------------
-------------------------------------------------------------------------
-AATAATACTAGTAATACTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAA---
GCCTGCCCAAAGACATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAGTAAGTTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGAGCGCA---TTT------TTTGCAACAGGAGAA------
---------GTAATAGGAGATATA------------AGAAAAGCACACTGC---AACATTAGTAGAACA---
CAGTGGAATAATACTTTAAAACAAATAGCTGAAAAATTAAGG---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCCCCACCTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GATAGAGAGATTAACAATTACACAAGTTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGCTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTGTTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATRGGGTGATAGAAGGATTACAAAGAGCTTTTAGAGTT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>DQ222211 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCCTATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCTTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGGAGAATGTTACTAATACCACTAAT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCAGGGAAACGATGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGATTAAGA---------------------------
GATAAGATGCAAAAAGAATATGCACTT---TTTTATACACTTGATATAGTACCAATGGGTAGA----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATGAGTTGTAACACCTCAGTCATTACACAG---



GCCTGTCCAAAGATGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAGTTAGATCTGAAGATTTCAAGAACAAT---------GTTAAAACTATAATAGTACAGCTGGAG----
-----------GAAGCTGTAGAG---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACCTCTC------------GGACCAGGGAGAGCA---TTT------CATACAACAGGAAGA------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AACCTTAGTAGAAAA---
GTTTGGGATAACACTTTAAAACAGGTAGCTAGAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------ACTAATACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAGTTAGCAATTACACAAACTTAATATAT---
AACTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
ATGAATGAACAAGAATTATTAAAATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTCTCTATAGTG---------AATAAAGTTAGGCGGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACACCACAGCCATCGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAGGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>GU367407 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGATTTGGAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACGTTAAATTGCACTGACTGGAAGAGGAATGATACGAATGATACT-------------
-------------------------------------------------------------------------
-------------------------GCTACCAATGGGATCGAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAGGA---------------------------
AATAAGAGGCAGAAAGTATATGCAGCT---TTTTATAAACTTGATATAGTACCAATAGATAAGGATAAT----
-------------------------------------------------------------------------
-------------
ACCAGTAATGATAATACCAGCTATGTTTTGATAAGTTGTAACACCTCAGTCATTACACAC---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATACTTAGATCTAGCAATTTCACGGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---AATGTTAGTAAAAAA---
CAATGGAATAATACTTTAGGACAAATAGTTAAAAAATTAAGA---------------AAACAATTATTTGGG-
--------------------------------AATAATAAGACAATAATCTTCAAT------
AGTTCCACAGGAGGGGACCCAGAACTTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACACATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GGC------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAGCTTAATATAC---
AGCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAACTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---



GGGACAGATAGGGTTATAGAAGTATTACAGAGAGTTCTTAGAGCT----------------------------
--------ATCGGCCATATC------CCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>GU367408 
GCT---GTA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAACTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTGACACCATTAACAATAGTAGTAGC-------------------
-------------------------------------------------------------------------
----------------------------------TGGGACGGAGCGGAGGCAGGAGAAGTAAAA---
AATTGCTCTTTCAATGTCACCACAAACATAGAA---------------------------
GATAAGAGACAGAAAGAATATGCATTG---TTTTATAAACTTGATGTAGTGAAAATAGGTAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGCAACTATAGGTTGATGAGTTGTAACACTTCAGTCATTACCCAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATGATTAGATCTCAAAATTTCACGAACAAT---------GCTAAAGTTATAATAGTACAGCTGACA----
-----------GAAGCTATAAAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGGAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACGGGACAC------
---------ATCATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGTGCA---
AACTGGAATAACACTTTAAAACAGATAGCTAAAAAATTAGGG---------------GAACAATTTAAC----
-----------------------------------AATAAGACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGATCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTAATAACATTTGG------GAT------
AACATGACCTGGATGGAATGG---GATAGGGAAATTAACAATTACTCAAGTATAATATAC---
AGCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATACTATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGCTTCTAGAGGGATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATT------CCTAGACGAATAAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>KP754463 
GCT---ACA------------------------------------------
GAAGATTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGATGCGAAC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCACATGTTACAGAA---GTACATAAT----------------
--------------ATTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGCAAAATTA---
ACTCCACTCTGTGTTACTCTAAATTGCACTGATTTAAGGAATAAAACAGTCAATGCTACTGATACT-------
-------------------------------------------------------------------------
-------------------------------------------------AAAGGAGAGATGAAA---
AACTGCTCTTTCAATGTCACCACATTCATGCAA---------------------------
GATAAGGTAAAGAAAGAATATGCACTT---
TTTTATAGACTAGATGTAGTACCAATAAATGAAGCTAATAAGACTAAC-------------------------
-----------------------------------------------------------
AATACCAGCTATACCAGCTATAGGTTGATAAATTGTAATACCTCAGCCATCACACAG---
GCCTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---



CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAATGCTTAGATCAAAAAATTTCTCAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------GAGCCTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TGGGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGACAGGCACACTGT---AACATTAGTAGAGAA---
CAATGGAACAACACTTTAAAACAGATAGTTGCAAAATTAAAA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACCATTTTAATTGTCAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACGGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGGGGGGTAGT-----------
----------------------------AATAGAACTCTGAATCAGATATGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAGACATAATATAC---
AACTTACTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGAATTGGATAAGTGGGCAACTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGGATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAACGCCACTGCCATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCAGTACAAAGATTTGGTAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KP754465 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGGGTACCAGTATGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCGGTCTGTGTTACTTTAAATTGCACTGATCAGTGGAGGAATGCTAGTGATACTTCA-------------
-------------------------------------------------------------------------
-------------------------GGGAATACTACTATTGACGGGACAGAGGGAGGAATAAAA---
AACTGTTCTTTCAATATCACCGACACAAATAGA------------------------GAAGATAGGAGG---
CAGGAATCTGCACTT---TTTCATAAACTTGATGTAGAACTAATAGATAAT----------------------
-------------------------------------------------------------------------
-------------ACTACTAGGTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCATGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGAATTTCACT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTACTGTTAAATGGAAGTCTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTGAAAATTTAACAAACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------GAAACTATAAAA---------ATTGATTGTGTAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATTTA------------GGACCAGGGAGTACA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
AATTGGACCAACGCTTTACAAAAGATAGCTATAAAATTAAGA---------------GATAAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTACATCTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGGTTAATATAT---
AACTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTCTCCTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCCTTACAAAGAGCTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KP754466 



GCT---GCA------------------------------------------
GGACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGAGACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACTATATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTAGGCTAAATTGCAGTGATCCTAAGAATAGTACTAATATCAGTAATGGTACTACT----
-------------------------------------------------------------------------
-------------------GCCAATAATAGTACTGTTGGCCCCTCCGTTTTAGAAGAAGTAAGA---
AACTGCTCTTTCAATATCTCCACAAACCTAAAT---------------------------
GAAAAGAGACAAAAAGAATATGCACTT---TTTGCTAAACTTGATGTAGAGTCAATAGGCAAT----------
-------------------------------------------------------------------------
----------------------
GGTACTACCATGTACAGGTTGGTGCAATGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---CAGGAAAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATTTA------------GGATTCGGGAGGGCA---TTG------TATACAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAAGCCCATTGC---AACATTAGTAGACAA---
AAATGGAATAACACTTTAAAACAGATAGTTAGCAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCCTTCAG---
CCGCCCTCCCCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTACTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAACTACACAGGCTTAATATAC---
AACTTACTTGAACAATCGCAGAACCAGCAAGAT----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGAGTTAAATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATCTCGTTTGCTATTAGCTTGCTCAACGCAACAGCCATAGCAGTAGGTGAG---
GGAACAGATAGGGTTTTAGAAGCATTACAGAGAGCTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTGTAAGAGTAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>KP754468 
GCT---ACA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCCAAAGCATATGATAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCCTCG---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATGTTATTGGAA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCAGGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTACATTGTAGTAATATTACCAATATCAATAATAGTACTGCT-------------
-------------------------------------------------------------------------
----------------------GGTGGCAATAGTAGCAATATAGAGGGGAGAGAAGAGATAAAG---
AACTGCTCTTTTAATATTACCACAAACATAAGA---------------------------
AAAAAGGTGCAAGGAGAATATGCATTG---TTTTATTCAACTGATGTAGTACAAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAACTCTAGCTATATGATAAGAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGACGAAGTTCAGT------GGAAAAGGAAATTGTAGTAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTGGTAATTAGATCTGACAATTTCTCAGACAAT---------GCTAGAAACATACTAGTACAGCTGAAT----
-----------GAGACTGTAGAA---------ATTAACTGTACAAGGCCCAACAACAATACAAGAAAA-----



-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTGAAGCA---
AAATGGAATCAGACCTTAAAAAGGGTAGCTAAAAAATTAAGA---------------GAACAATTTCCT----
-----------------------------------AACCGCACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACTCTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTTGGAACAAATTTGG------AAT------
AGCACGACTTGGATGGAGTGG---GATAAAGAAGTTAGCAAATACACAGGCATAATATAC---
ACCTTAATTGAAGAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTTCT---
GTACTTACTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGCTTCTAGAACTATTACAAAGGGCTTATAGAGCT----------------------------
--------ATTCTTAACATC------CCTACAAGAATAAGACAGGGCTTAGAACGAGCTTTGTTA---TAA 
>KP754470 
GCT------------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACAATTAGGG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTGATGTGAATACTACTGATACCACTACTACTAGT----------
-------------------------------------------------------------------------
-------------GCTGCTAATACCACTACTAGTAAGTTGGACATAGAGAAGGGAGAAATAAAA---
AACTGCTCTTTCAACATCACCACAAGCATAAAT---------------------------GATAGGGTG---
GGGGGTTTTGCATAT---TTTTATAAACTTGATTTAGTACCAATAAATAAT----------------------
-------------------------------------------------------------------------
----------GATACTAGAAGTTATAGATTGCTAAATTGTAACACCTCAGTTATTAAACAA---
GCTTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGATTTGCGATTATAAAGT
GTAAC---AATAAGACATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATATCTCAGACAAT---------GCTAAAACCATAATAGTACAGTTGAAC----
-----------GTATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTACACATG------------GGACCAGGAGGTGCA---CTT------TATACCACA---GAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACCTTAGTAAAACA---
AGTTGGGAGGACACCTTAGAAAAGGTAGTTGGCAAATTAAGG---------------GAGCAAATTGGA----
-----------------------------------GATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTGTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTTCTTGGAGT-----------------
----------------------------AACAAAAATCTAACTCAGATTTGG------AAT------
AACATGACCTGGATACAGTGG---GAAAAAGAAATTGGCAATGTCACAGAGGTAATATAC---
CAATTAATTACAGACTCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTCTGCAA---TAA 
>KP754472 
GCT---GGA------------------------------------------
GAAAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACTGAC---



CCTAACCCACAAGAAATAGTTGTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCATTATGTGTTACTTTAAAGTGTAGTAATGCCAATCTTACTACTAATAATACTATC-------------
-------------------------------------------------------------------------
----------------------------AACAACAACAACAAGATGGAGGAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGAACTGAAG---------------------------
GATAAATATCAGCAACAATATGCATTG---TTTTATAAGCTTGATATAGTGCCAATAGATGATAATAATAAT-
-------------------------------------------------------------------------
----------
ACTAATAATGATAGTAGGACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGCCCAAAGGTATCCTTTAAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTATGCAATTCTAAAGT
GTAAC---AATGAGGGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTACTTAGATCTGCCAACTTCACAGACAAT---------GCTAAGAACATAATAGTACAGCTGAAC----
-----------AAATCTGTAGTA---------ATTAACTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---TTC------TTTACAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTGGTACA---
GAATGGAATGACACTCTAAAAAAGGTAGTTGAAAAATTAGGA---------------AAACAATTTGGG----
--------------------------------GAGAATACAACGATAATCTTTAAT------
ACATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCGGTGGAAAGATTCCTAACGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTTCCTTGGAATACTACTTGGAGT-----------------
----------------------------AATAGATCTGTAGATGACATTTGG------AAT------
AACATGACATGGATGCAATGG---GATAAAGAAATTAGCAATTACACAGGCTACATATAC---
TCCTTACTTGGAGAAGCACATGTCCAACAAGAA----------------------------------------
-----------------------------
GTGAATGAAAAAGAATTATTGGAACTAGGTAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGGTGAG---
GGAACAGATAGGATTTTAGAAGCACTAAGAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAGATAGCTTTGCTG---TAA 
>KP754473 
GCC---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACACAAT----------------
--------------GTTTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATAAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACCGATGATTTAAATATTACTAGTACCACAAATAATACTGCTGGCA
CCACTGGTAAT--------------------------------------------------------------
-------------------AACACCACTAGGGGTAACGAAGGAGAGCTAAGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATGCAA---------------------------
GATAAGAAGCAGAAAGAATATGCGCTT---TTTTATAAACTGGATGTAGAACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGGAGTTATAGGTTGATAAGTTGTAATACCTCAGTTGTTACACAG---
GCCTGTCCAAAAGTAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAATATTTGAT------GGAAAGGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
ATAATGATTAGATCTAAAAATTTCTCGGACAAT---------GCTGAAACCATAATAGTACAGTTGAAC----
-----------AAGTCTGTAGTA---------ATTAATTGTATAAGACCCCACAACAATACAAGAAAA-----
-AGTATAACTTTT------------GGACCAGGGAGGGCA---TTT------TATGCAGCAGACCAA------
---------ATAACAGGAGATATA------------AGAAAAGCACACTGT---AACATTAGTGAAGCA---
GATTGGTATGACACTTTAAAACAGGTAGCTGCAAAATTAGGA---------------GAAAAATTTAAT----
-----------------------------------AAAACAGCAATAGTCTTTGAC------



AATTCCTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTAAATGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAGACACATTTGCACCACTGCTGTGCCTTGGGATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGCCATCTGG------GAG------
AACATGACCTGGATGGAGTGG---GAGAGAGAGATCAGAAATCACACAAAAACAATATAT---
TCCTTAATTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGATATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATATTTTTCACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGTTTGTTTAATGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGGTATAGAAATAGTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGGATAAGACAGGGCTTAGAAAGATCTTTGCTA---TAA 
>DQ444258 
GCT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGACGACCTGGGGAATGCTACCCTGGGGGATGCTACCAAT----
-------------------------------------------------------------------------
-------------------AACAATAATAGTAGCGAGTTAATAATGGAAAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GACAAGGTGCAGAGAGAATATGCATAT---TTTTATAAACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAA----
-----------GAATCTGTAGTG---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGGGAGCA---TTA------TATACAACAGGAAGC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTATTACA---
CAATGGAATAACACTTTACAACAGATAGTCACAAAATTAAGA---------------GAACAATTNGGG----
--------------------------------AATAAAACAACAATAGTCTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTGTG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTATATTTGG------GGA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCATAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTACTA---TAA 
>GU728371 
GCT---GTA------------------------------------------
GAGCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTGTTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---



ACCCCACTCTGTGTCACTTTAAATTGCACTGATNNNNNNNNNNNNNNNNNNNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNNNNNNNNNNNNNNNNTGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATACAA---------------------------
GATAAGGTGCAGAAAGAATATGCCCTT---TTTTATAAATATGATGTAGTAAGCATAGACAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGCTTCTAAAGT
GTAAT---AATATGACGTTCAAT------GGAAAAGGACCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACT---
CAGCTGTTGTTAAATGGCAGCCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGCTGAGT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTAACAACAATACAAGGAAA-----
-AGTATACATATA------------GGACCAGGGAGGGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAGAGCACACTGT---AACATTAGTAGAGCA---
AAATGGAATGACACTTTACACAAGATAGCTGTAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAC------
CAATCCTCAGGAGGGGMCCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATCAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAGGGGTAATATAC---
TCCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTAAAATTAGATCATTGGGYAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTAGTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTACTTAATACAACAGCTGTAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAGAATTTATAGAGCT----------------------------
--------TTTATTCACATA------CCTARAAGRATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>GU728322 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTG---
ACCCCACTTTGTGTTACTTTAAATTGCACTTGCGCTGATTGTACGGGAAATACCACTAATTATGGGAAT----
-------------------------------------------------------------------------
----------------ACTACCCTTAGTCCTGATATCGCTGGTAACTGCTCTACTGGCATGAAA---
AACTGCTCTTTCAATATCACCACACACCTAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTG---TTTCATGAGTTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AAGAATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATCCAAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGGGCTGAAAATTTCACGGAAAGT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------ACAGCTGTAGTA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGCC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCATTAATGGAACA---
CAATGGAATGACACTTTAAAAGAGATAGTTGAAAAATTAGGA---------------GAACAACTTGAGAAT-
--------------------------------AAGACTAGGACAATAGTCTTTAAT---
CCACCCCCAAAAGGGGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------



----------------------------AATAAAAGTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCCATTAGCTTGCTCAATACAACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAATATTGCAAAGAATTGGTAGGGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>EF440778 
GCT---GCA---AAA------------------------AAT---GCA---
AAAGGGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATACGATCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAGAATTTTAAT----------------
--------------------------ATGTGGAAAAACAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTACATTGCACTGATCTGAATGTTACTAATGCTAATAATAGCAAG----------
-------------------------------------------------------------------------
-------------------------ACCAATATTAGTAGGATAGAAGAAAAAGGAGAAATAAAA---
AATTGTTCTTTCAATATTACCACAAGCAGAAGA---------------------------
GATAAAAAGAGGAAAGAATCTGCACTT---TTTTATAAACTTGATGTAGTACCAATAACAGATGATAAT----
-------------------------------------------------------------------------
-------------
AAAAATACTAATATTACTAGCTATAGGTTGATACATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---AATAAGACATTCAGT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGTTACTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTGAAAATTTCACGAATAAT---------CTTAAAACCATAATAGTACAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GATATACCTCTA---------GCAGGACCAGGGAGATTT---TGG------ACAACAGGAAAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
GACTGGAATCAAACTTTAAAACAGGTAGTTAAAAAATTAGGG---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CCATCCTCAGGAGGAGACCTAGAAGTTGTA---ATGCACATTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AACAGATCTTTGGAACAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCCATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGGTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>GU728392 
GCT---GCA------------------------------------------
GATCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTCAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTGGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAATAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTTCTCTAAACTGCACTGATAAATTGAAGAATACTAATAGTAGTACCAAT----------
-------------------------------------------------------------------------
-------------------------AGTAGCTGGGGGGAAAGGGAGAAGGAGGGAGAAATAAAA---



AACTGCTCCTTCAATGTCAAAACAGCCATAAGA---------------------------
GATAAGGTACAGAAACAATATGCACTT---TTTTATAGACTTGATGTAGTGCCAATAGATAATAATAATGCT-
-------------------------------------------------------------------------
----------
AAGAAGAGTACTAATTATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGAAATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGAACTAAAGATTTCATGGAGAAT---------ACTAACACCATAATAGTACAGCTAAAT----
-----------AAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGTA---
GAATGGAATAACACTTTAGGACAGATAGTTAATAAATTAAGA---------------
GAACAGTTTAGAGAACAG---------------------------CTTATAAATAAGACAATAGTCTTTGCT-
-----CAGCACTCAGGAGGGGACCCAGAAATAGTA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATTCCTACGTGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGGATGAAATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACACAATATAC---
AGCTTAATTGAGAAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTAGTGAATATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGCTATAGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCAG---TAA 
>DQ886034 
GCT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAAATTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGTACTAATTTGAATGCTACTAGGTACAAT-------------------
-------------------------------------------------------------------------
----------------------------------AGTAGTAAAGAGGGAATAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAATATCAGA---------------------------
GATAAGGTGCAGAACACATATGCACTT---TTTTCTACACTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAAAAGGACTATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACATCTGAAT----
-----------GAATCTGTAGTA---------ATTAACTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGATGG---TCA------TTCCATGGAACAGAT------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTAGAACA---
CAATGGAATAAAACTTTAAGCCAGATAGTTAGTAAACTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAGCCTTTAAT------
CGATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGTTTTATATAC---
ACCTTACTTGAAGACTCGCAAAACCAACAAGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATACATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAACAGTACAAAGAGTTTGTGGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ886035 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAATAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAGTATTAAAA---------AATGTGACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATAGTAGAACAGATGCATGAAGATATA---
ATTAGTTTAAAAGATCAAAGCCGA---AAGCCATGTGTACAATTA---
ATCTCACTCTGTGTTACTTTTAATTGCACTGATCTGAAGAATGATCCTAGCAGTAATGGTAGT----------
-------------------------------------------------------------------------
-------------------------ACCCCCGTGAATAGAAGGATGGAGGGGGGAGAAGTAAAA---
AATAAGTCTTTCAAGATTGACACTATCATAAGA---------------------------
GAAAAGGTGAAGAAAGAGTATGCACTT---TTTTATGAACTTGATATAATACCAATAGAAAATGAATACATT-
-------------------------------------------------------------------------
-------
AGTAATAACAATACTAGTAATACTAGCTATATATTGAGAAGTTGTAACACACAGTCACACACAGGCCTGTCCA
AAGAG------
ACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTAAAGTGTAAC---
AATAAGACGTTCAAT------GGAAATGGATCATGTACAAAT------------------------GTCAGC-
--ACAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ACAGTAATTAGATCCGTCAATTTCTCGGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAAGCTGTAGAA---------ATGAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCAGGCAGAGTA---TTT------CATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGGAGCC---
AAGTGGAATGACACTTTAACAAAGATAGCTATAAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGATAATTACACAAGTGAAATATAC---
ACCTTACTTGAAGAATCGCAATACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGTTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>DQ886036 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCCACTAATATTAATACCAATAGTAGT-------------
-------------------------------------------------------------------------
----------------------------ACCAATAGTAGTATCGAGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCCCAAGA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTAATTCACTTGATGTAACACCAATGGATAAT----------



-------------------------------------------------------------------------
----------------
GATGATATTAATACTACTTATACATTGATTAGTTGGAACACCTCGATCATTACTCAC---
GCCTGTCCCAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCGAT------GGAAAAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACAAACAAT---------GCTAAAATCATAATAGTACATCTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGGATACCTATG------------GGACCGGGTAGAGTA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATT------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAATAACACTTTAGGACAGATAGTTGAAAAATTAAGA---------------GAACAGTTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGAGACCTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGAAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGTCTGACATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAATCGCAAAACCAACAAGAT----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAAAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAGATATTCATCATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGAGTAATAGAAGTGTTACAAAGAACTTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGAGTTTGCTA---TAA 
>FJ469750 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATAACCGAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCGAAAAATATTACTAGTGCCAATAATACTACTAGT----
-------------------------------------------------------------------------
-------------------GCCAGTAATAGCAGCAAGGAAGCAACGGGGGGAGGAGAAATGAAA---
AATTGCTCTTTCAACATCACCACAAGCATAAGA---------------------------
GATAAGATGCAAAGAGAATATGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAG---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGT
GTAAT---GATAAGGGGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGCCAATTTCTCGGACAAT---------ACTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGCAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---ACCATTAGGAGAGCA---
AAATGGAATGACACTTTACAAAGGATAGCTATAAAATTAGGA---------------GGACAATTTAAG----
-----------------------------------AAGGAAAAAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCTTAATATAT---
GCCTTGATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAGTAGGGTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAACATTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU728413 
GCT---GCA------------------------------------------
GACAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GCACACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTAATGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTCACTTTGGATTGCACTGATTTGAAGAATAATACTAGTGGCACTAGTAATAATACT----
-------------------------------------------------------------------------
----------------ACTAGCAATAGTAGTATCGGGACACAGATGGAAAAAGGGGAAATAAAA---
AATTGCTCTTTCAATATCACCACACCCWTGAAA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATATAGTACCWATAGATAATGCT-------
-------------------------------------------------------------------------
----------
AATAATRATAGTAATACCWGTTATAGGTTGATAAGTTGTAACACCTCNNNNNNNNNNNNNNNN---
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---
CATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAT---AATAAGACATTCAGT------
GGAAAAGGAACATGTACCAAT------------------------GTCAGC---
ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAACTTCACGGAAAAT---------ACTAAAACCATAATAGTACAGCTAAAT----
-----------AACTCAGTAGAA---------ATCAATTGTACAAGGCCCAATAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGCAGCA---
AAATGGAACAACACTTTAAGACAGATAGCTAGAAAATTAAAA---------------GAACAATTTGTA----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAAGGACATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAACTACACAGGCTTGATATAC---
AACCTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGTCTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
ATATCGTTTGCTGTTAGCTTGCTCAATGCCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATCACGAAGACTGTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>GU728313 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATAATACTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACGTGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCNNNNNNNNNNNNNNNNNNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAA---
AACTGCTCTTTCAATRTCACCACAGTAGTGAGA---------------------------
GATAAGGTAACAAAAGAATATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGATAATRGC-------
-------------------------------------------------------------------------
-------------



AATGATACTAGTAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GASAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTRGTATCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACYAGGGAGWGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAACA---
AAATGGAATAACACTTTAAGACAGGTAGCTAAAAAATTAGGA---------------GGACAATTT-------
-----------------------------------AATACCACAATAGTCTTTGAG---
CCAGCCATCCCAGGAGGGGACCCAGAAATTATA---ATGCACACCTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTRGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATTACATTTGG------GGT------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTRATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTRTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAATTTGCTTAATACCACTGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAGGTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATTTGCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>GU728179 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGCTTTTCTGTGCATCAGATGCTAAAGCTTATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAAACTTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAACATTA---
ACCCCACTTTGTGTCACGTTAAATTGCACTGACTTGAGAAACGTTACTAATACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGCAACCAAAAAATGGAGGAGGTAAGGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGG---------------------------
GATAAGATGCACAGAGAATATGCACTC---TTTTATAAACTTGATGTAGTACCACTAAACAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTTGTTACCCAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAAAGGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAACTGCAC----
-----------AAGGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATA------------GCACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGTGATATA------------AGACAAGCACATTGT---AACATCAGTAGAACA---
AAATGGAATAACACTCTAAAAAGTATAGTTAAAAAATTAAGA---------------GAACAGTATGGA----
-----------------------------------AGTAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GGTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGARTCAGATTTGG------GAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTAATGGAATTAGACAAGTGGGCAAGTTTGTGGACTTGGTTTGATATAACAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTCAGGCAGGGATATTCACCA------



TTGTCGTTCGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGACTTTGTAGAGGC----------------------------
--------ATTCTCCACATA------CCTAGAAGGATAAGACAGGGCTTTGAAAGGATCTTGCTA---TAA 
>GU728409 
GCT---GAA---GAR---------------------------------
RAGAACAAAACGTGGGTCACAGTYTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCAYATRATGCAGAG---GTACATAAT----------------
--------------GTYTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAWTRGAMTTGGKA---------AATGTGACAGAAAAWTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATRTA---
ATCAGCTTATGGGATCAAAGYCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATYNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNACGCCACTAGTACTGGTGAGAACAGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACACGCATGAGG---------------------------
GATAAGATGCAAAAAGAATATGCATTG---TTTAATACCCTTGATGTAGTACCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTATCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGACGTTCAAT------GGAACAGGAAAATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCAAGCAAT---------GTTAGACCCATAATAGTACAGCTGAAA----
-----------GAACATGTAGAA---------ATTAATTGTACAAGGCCCGGCAACAATACAAGAAGA-----
-GGTATACATTTA------------GGACCAGGGAAGACA---TTT------TTTACAACA---GAC------
---------ATAATRGGGGATATA------------AGACAAGCACATTGT---AACWTTAGTAGCACA---
AAATGGAGTAACACTTTAAGACAGATAGTTGGAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCTTCAGGAGGGGACCTGGAACTTGTA---ATGCACCATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGACTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AACAAAAGTCTGGATTACATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGCACTTACACAGACTCAATATAC---
AAATTACTTGAAAATTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGAATTGAATAAATGGGACAATCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGTTTGCTTGATACCATAGCCATAGCAGTAGCTGGG---
GGGACAGATAGGATTCTAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AF491737 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGGCC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAAAATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGACTTGAATACCACTAGTAGTAAC-------------------
-------------------------------------------------------------------------
----------------------------------GGGGAAATAAGGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGACA---------------------------
GATAAGATGCAGAAAGAATATTCACTT---TTTTATAAACTTGATGTAGTACCAACAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCTACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCAGTGACAAT---------ACTAAAACCATAATAGTACAGCTAAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAACAGGA---------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAACACTTTAAAACAGGTAGTTGAAAAATTAAGA---------------GAACAATATAAA----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTATACAGGCCTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGACTT----------- 
>JN002043 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAAAACAGAG---GCACATAAT----------------
--------------GTCTGGGCCACT---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTAAGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACTCCACTCTGTGTTACTTTAAATTGCATTAATGCGAATACTACTAATAGTAGT-------------------
-------------------------------------------------------------------------
----------------------------------ATTTGGGAAGGGATGAAGGAAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAAACATAAAA---------------------------
AAGAAGTTAAAGAGAGAATATGCACTT---TTTAATAAACTTGATGTAGTACCAACAGGGGAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACAAGCTATATGTTGATAAATTGTAACACCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAACATGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAAAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAGCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTATAAAATTAGCA---------------GAACAAATT-------
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGCTACAATAATATTTGG------GAT------
AACATGACCTGGATGGAATGG---GATAGAGAAATTAACAATTACACAAACATAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTACTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTTTACT---
GTACTTTCTGTAGTA---------AACAAAGTTAGGCAGGGATATTCACCA------
CTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 



>AF049495 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAGAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGCA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAGAACAGATGCATACTGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGAAACTAAGACCAATAGTAGTGAT-------
-------------------------------------------------------------------------
-------------------GCCAATAGTAATAGCGGGGAAATAATGGGGAACGAAGAGATAAAA---
AATTGCTCTTTCAATGTCAGCACAGGCGCACCA---------------------------
GGTAAGGTGCAGAAAGAATATGCACTT---TTTTATGCACTTGATATAGTATCAATAAAGAAT----------
-------------------------------------------------------------------------
----------------
GAAAATAATAGTACCAGCCATATGTTGACAAGTTGTAACACCTCAGTCAGTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------CACTCTGTAGAA---------ATTACTTGTACAAGACCCAACTACAATGAAACAAAA-----
-AGAATCCGTATCCAC------AGAGGATATGGAAGATCA---TTT------GTTACAGTAAGA---------
---------AAATTGGGAGATAGG------------AAACAAGCACATTGT---ACCATGAATAGAACG---
AAATGGGACAACGCTTTAAAACAGATAGCTAGCAAATTAAGA---------------GAACAATTTAAT----
-----------------------------------AAAACAGCAATAATCTTTAAC------
CGGTCCTCAGGAGGGGACCTAGAAATTGAA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTGAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGTTGGAGTGG---GACAGAGAAATTGCCAATTACACAAACTTAATACAT---
CACTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTCAACTTGTTCAATACCAGAGCTATAGTAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTGGAAAGATTTTTGCTA---TAA 
>FJ469752 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGAAGCTAAAGCATATGATAAAGAG---GCACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTAATGGAA---------AATGTAACAGAAGATTTTGAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGACCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCGCTGAGTTGAATAAGACTGGCAATAACAATAGTAGT----------
-------------------------------------------------------------------------
----------------------GCTAATACCAACAGTAGTAGGATAGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATACCACTACAGTCATAAGA---------------------------
GATAAGGAAACTAAACAATATGCACTT---TTTTATAGATCTGATGTAATACCACTAAATAATAAT-------
-------------------------------------------------------------------------
----------------
AATGCCAGTCATGGGAGTTATAGGTTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCCTGCCCAAAGATATCTTTTGAGCCAATTCCCATACACTATTGTACCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AACAAGACGTTTGAA------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGTAGTCTGGCAGAAGAAGAG------------
ATAATAATTAGAACTAACAATATCTCAAACAAT---------GCTGATACCATAATAGTACAGCTGAAT----



-----------AAATCTGTAGAA---------ATTCATTGTACAAGACCCTACAACAATACGAGAAAA-----
-AGTATATCTTTA------------GGACCAGGGAGAGCA---ATT------TTTGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTAAAACA---
AACTGGACTAACATGTTACAACAGGTAGCAACAAAATTAAGG---------------GAGAAATTTAAA----
-----------------------------------ACAAAAAATATAACCTTTAAA------
CAACACTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACGGCTCCTAGGGGTTTGGG
GCTGTTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATATGATTTGG------CAA------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGACAACTACACAGACTTAATATAC---
ACTTTGCTTGGGGAAGCGCAGATTCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTGGCTGTCAGCCTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGTTTATAGAAGTAGTACAAAGAATCTATAGGGCT----------------------------
--------ATCCTTCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTGCTA---TAA 
>GU728189 
GCT---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAATAGTGTTAGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGAAAAAATGATATGGTAGAACAGATGCATGAAGATGTA---
ATCAGCTTATGGGATGAAGGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAATTGAATGCCTCTAATATCAGT-------------------
-------------------------------------------------------------------------
----------------------------------AGTAATAGTAGTGGAAAAGAAGAAATGAAA---
AACTGCTCTTTCAAAATCACCACAAGAATAAAA---------------------------
CCTAAAGTACAGAAAGAATATGCATTA---TTTTATACACTTGATATAGTACCAATAAGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAAAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATCCATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAGAGTTCAAT------GGAACAGGACCATGTAAAACT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGCAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTATAACA---------ATTGAGTGTGAAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCAATA------------GGACCAGGGAGAGCA---CTC------TTTATGCAACAAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AATCTTAGTAGAACA---
GAATGGAATAACACTTTAAACCCCATAGTTACAAAATTAAGA---------------AAACAACTTGGA----
--------------------------------AATAATAAAACAATAGTATTTAAT------
CCACCTTCAGGAGGGGACTTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAGATTTGG------GAG------
ACCATGACCTGGATGGAGTGG---GAAAAAGAAATCAACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGTCAGGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KU252650 
ACT---ACA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAATC---



ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTAATGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTATGAATTGCACTGATGTAAAGAATGGTACTAATACTACTAATGGTACTAATACTA
CT-----------------------------------------------------------------------
----------------------------AGTACCAGTGGTATTATGGGGGAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCAGAACAGACCTGAGA---------------------------
GATAAGGTAAAGAAAGAATATGCACTT---TTTTATACACTTGATGTAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATGAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCCACT---
CAACTGCTGTTAAATGGTAGTCTAGCAAAAGAAGGG------------
GTAGTCATTAGATCTGAAAATATCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAACA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------CAACCAGGGAGGGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
GCATGGAATAAAACTTTAAGCCTTATAGTTGAAAAATTAAGA---------------GAACAATTTAGG----
-----------------------------------AATGAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAGTACCTAAGGGATCAACAGATCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAGTCAGATTTGG------GAT------
AACATGACATGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
TCCTTAATTGAAGAATCGCAGGTCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGGTA---TAA 
>GU728294 
GCT---RYA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGAATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGMCACA---CATGCCTGTGTAYCCACAGAC---
CCCARCCCACAAGAAGTAGTATTRGGA---------AAYGTKAYAGAAGACTTTGAC----------------
--------------------------ATGTGGACAAATGGCATGGTAAARCAGATGCAGGAGGWTATA---
ATTAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAGAACTA---
ACCCCACTCTGTRTTACTTTAAATTGCAGTGATGTGAGGAAAAGTAATAATACT-------------------
-------------------------------------------------------------------------
-------------------------------AATACTACTATCTATGGGGAAAAGGATATGAAA---
AACTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAAGTAGAGAAAAACTATGGAATT---TTTAATAAACTTGACATAGTACAAATTAATGAG----------
-------------------------------------------------------------------------
----------------------------
ACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCGTGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATAATGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTGCAAATATCTCAGACAAT---------ACTAAAAACATAATAGTGCAGCTGAAC----
-----------GAATCGGTAGCA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGG-----
-GGTATACCTATA------------GGACCCGGGGCAGCA---TTT------TATACAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATAGGACA---



AGTTGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACACTTTGGG----
-----------------------------------AATAAAACAATAAGTTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACACAATTAATATAC---
ACTTTAATTCAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCACTAGATAAATGGGAAAGTTTGTGGAGTTGGTTTTCCATAACGAACTGGT
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTACAAAGGGCTTTTAGAGCT----------------------------
--------GTCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>FJ469756 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTGCTTTAAATTGTACTAATGCCACTGTTACTGGTGTTAAT-------------------
-------------------------------------------------------------------------
----------------------------------GCCACTGTTACTAATATCACTGAAATGAAG---
AACTGTTCTTTCTATATCGCCCCAACTATAACA---------------------------
GGGAAGAAGCAGAAAGAAAATGCACTT---TTTTATACACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTCCTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAAAGATTACACAG---
GCTTGCCCAAAAATAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CATCTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAGACAAT---------ACTAAAACCATAATAATACATCTGAAT----
-----------GAAACTGTAAAC---------ATTACTTGTGCAAGACCCAACAATAATACAAGAAAA-----
-AGTATACGTATA------------GGACACAGGAGTGCA---CTT------TATGCAACAGGGGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAAAGCA---
GACTGGAATAACACTTTACAAAAGATAGTTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCAAGAAATTGTA---AAGCACACCTTTAATTGTGCAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATGTGGG
GTTGCTCTGGAAAATTCATCTGCACCACTAATGTGCCTTGGAACATTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGGATGATATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACACATACACAGGCACAATATAC---
ACCTTACTTACAGAATCAAAAATGCAACAAGAT----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATCAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAATACTACAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGATTTTAGAAGGATTACAAACAGCTTTTAGAGCT----------------------------
--------TTCATCCATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>FJ469761 
GCT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAATGCTACTAATACCACTAGTAATGCTAATAGTA
CCGCT--------------------------------------------------------------------
----------ATTAATGCTACTAATAGTAACTGGGGACCGCAGATGGAGGAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAACCTAAGA---------------------------GATAAGATG---
CAACAATATGCGCTT---TTTTATAAATTTGATTTAGTAGCATTAACTAGT----------------------
-------------------------------------------------------------------------
-------AGGGGTAATAATAGTTATAGATTGACAGGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GCAGG---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACA---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCCAGCAATTTCACAGACAAT---------ACTAAAAACATAATAGTACAGCTGAAT----
-----------GCATCTGTAGTA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAGA-----
-AGGATGTATATA------------GGGCAAGGCAGAGCA---GTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAACA---
CAATGGACTAACACTTTAGGACAGATAGTTATAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AAAAATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------CAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGACAAATGGACAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTGTTAGCTTGCTCAATGCCACGGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAATATTACAAAGAGTGTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>FJ469763 
GCT---GCA------------------------------------------
GAAAAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCATTGGCA---------AACGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGTTAAAAAATGCTTCTTATGCC----------------
-------------------------------------------------------------------------
-------------------------------ACTAATATTAGCGCGGAGGAAAGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGGTGAAAAAAGAATATGCACTT---TTTTATAAACTTGATCTAGTACCAATAGAAAATGATAAG----
-------------------------------------------------------------------------
----------
AATAATAGTACTAATAGTTCTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGAACAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATCAAGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACGAATAAT---------GCTAAAATTATAATAGTGCAGCTGAAT----
-----------AAAACTGTAGGA---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGTAATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GATTGGGATGACACTCTACAACAGATAGTTGACAAATTAAAA---------------GAACAATATGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACCCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACACTCGAAATATAT---
AAATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAGTACAGAGGGCTTGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTTGAAAGGCTTTTACTA---TAA 
>FJ469766 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACAGGATAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTA---------AATATAACAGGAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTATTACTTTAAGTTGCACTGATTTTAATGTTACTGTGAATGCTACTAATACCAATAATGCTA
CTGGG--------------------------------------------------------------------
-------GATGTTAATAATACCAATAGTAGTAACGGGACAGTGATGAAGGAAAAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCATTG---TTTTATAAACTTGATCTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
GCTACCAGGTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGATCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGACAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGTTGAAC----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAT------
---------GTAATAGGTGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGTA---
AAATGGGAGAACACTTTAAAACAGATAGCTGAAAAATTACAA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATATTCTTTAAT------
GGATCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAAACGCATGACGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AGCCTACTTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGTT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGTTCAATGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAACATTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>GU728073 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTAGGATTGAAA---------AATGTGACAGAAAATTTCAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGAATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATGAGGGGAATGTTACCAATTCCCAGAACAATAGC----
-------------------------------------------------------------------------



----------------ACTACCAATAATAGTAGCTGGGAAAAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGAATAAGA---------------------------
GATAAGGTAGAGAAACAATATGCATTG---TTATATAAACTTGATATAGTAGCAATAGATGATAAT-------
-------------------------------------------------------------------------
-------------
AAGAAWAATAACAATAGTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCYTTTGAACCAATTCCCATACATTATTGTGCACCAGYTGGTTTTGCGATTCTAAAGK
GCAGA---GATAAAAAGTTTAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGGACAAT---------ACTAAAACTATAATAGTACAGCTGAAT----
-----------AAATCTGTAGCA---------ATTCATTGTATAAGACCTAATAACAATACAATAAAA-----
-AGTATACACTTA------------GGACCAGGGAGAGCA---TTT------CATACAACAGGAGAA------
---------ATAAGAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAACA---
GCTTGGAATTCCACTTTAAAAGAGATAGCTTCAAAATTAGGA---------------GAACAATTT-------
-----------------------------------AATAATACAATAGTCTTTACT------
AAATCCTCAGGAGGGGACCCAGAAATTACA---ACACACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAAGGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTTATATAC---
AACCTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACATGAATTATTGGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTCAACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACCGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAACTATTACAAAGATTCTGTAGAGCT----------------------------
--------ATCATCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU727875 
GCT---GCM------------------------------------------
AATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTACCATTGGRA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTGAGACTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATGCTGCTTTTACCAATGGTACTACTACCAAT----------
-------------------------------------------------------------------------
-------------------------AGTGGTAATAGTAATTGGGAGGAGACAGAAGAAATAAAA---
AACTGCTCTTTCAATATCTCCACAGGCATAAGA---------------------------
AATGAGGTGCAGAAAGGATATGCACTT---TTTAATAAACTTGATGTAGTACCAACAGATGGA----------
-------------------------------------------------------------------------
----------------------
ACAAGAACCAGCTTTATGTTAATACATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACACGGAATAAGGCCAGTAGTGTCAACG---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCAGTAGAG---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTGTAACTATA------------GGACCGGGGAGAGTA---TGG------TATACAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---ACCCTTAATAAAACA---
AAATGGGAGAACACTCTAAGAAGGATAGCTGCAAAATTACAA---------------
GAACAAGAACAATTTTAA---------------------------------AATAAAACAATAGTCTTTAAC-
-----CAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAAT-----------------
----------------------------AATAGATCTCTAGATCAAATTTGG------AAT------
AACATGACCTGGATACAGTGG---GAGAGAGAAATTGACAATTACACAGACATAATATAC---



AACTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTAATATATCAAAATGGC
TGTGGTATATAAAATNATTCATAATAATAGTAGCAGGTTTAGTAGGGTTAAGAATAGCTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTTGCTATTAATTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAATTTTTAGGGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU728234 
GCT---GAA---------------------------------------------
AAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACACGAAATAGAATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGGGTAATTATACTACTGGGAATAATAGT-------
-------------------------------------------------------------------------
-------------------ACTAATATCACTATGGAGGAAAGGATAAAGGATGGAGAAGTAAAA---
AACTGCTCTTTCAATATCACCGGAGGCATAAGA---------------------------
GATAAGATGCAGAGAACCTATGCACTC---TTATATAAACTTGATATAGTACCAATAGATGATAGTGGT----
-------------------------------------------------------------------------
----------
AATGATACTAGTAATTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCTCGGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAACAGAAGAAGGG------------
GTAGTAATTAGATCTGCCAATTTCTCGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACCTTAGTAGAGCA---
GCATGGAATAACAYTTTAAAACAGGTAGCTAAAAAATTACAT---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CACTCCTCAGGAGGAGACCCAGAAATTGTA---ATGTACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGAGACAATTTGG------GAT------
AAAATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGCATAATATAT---
GACTTACTTCAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTGTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTCCAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>M95292 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATCTGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATTTGGATTTGAGGAATGATACTAATACCAATGAT----
-------------------------------------------------------------------------
----------------ACTAATGCCACTAGTAGTAGTTTGAGAGGAGAAACAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGG---------------------------
GATAAGGTTCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAAATAAT----------



-------------------------------------------------------------------------
----------------------
AATAATACCACATATAGGTTGATAAATTGTAACACCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---ATT------TATACAACAGGAGCA------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---ACCCTTAATAAAACA---
CAATGGGATAACACTTTAAGACAGATAGCTATAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAAGCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCAGAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATATGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTCAGCTTGCTTAATGCCACTGCTATTGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTGAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>FJ469767 
GCT---ACA---------------------------------------------
GATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTAACTTTAAATTGCACTGACAGTTGGAGGAATACTACTGATAATGTCACTACTACGAGT-
-------------------------------------------------------------------------
-------------AATGTCAATACTACTAATAATGCCACTATTAAGGAGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACTACAAATATAGGA---------------------------
GATAAGAGGAAGGAAGAACGTGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGAGGAA----------
-------------------------------------------------------------------------
----------------
AATAATGATAGTACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTATTATTAAATGGAAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAATTATAATAGTACATCTGAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAACAAAACTTTAAAACAGATAGCTAGAAAATTAAGA---------------GAACATTTT-------
-----------------------------------AATAAAAGTATAACCTTTAAT------
CACTCCTCAGGGGGGGACCCAGAAATTGTC---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACTTAAGAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAGTCTCTGGAGGCTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAAAGTCATATAC---
TCCTTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC



TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATGCCACCGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAACAGCACAAAGAGTTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469768 
GCT---GTG------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTGATTACAATGTTACTAATACCACTGGT----------------
-------------------------------------------------------------------------
----------------------------AGTAGCGAGGGAATGATGGAGAAAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGACGAAGAAAGAATATGCATAT---TTTTATAACCTTGATATAGTACCAATAGAGGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACCTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTTGTATCAACT---
CAATTGTTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCCAGCAATTTCACAGACAAT---------GCTAAAGTAATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAAAACAGATAGCTATAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATGCCACAATAGTCTTTAAT------
AAATCCTCAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGCATAATATAC---
AACTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTACCGTTCGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTGTAGAAGCATTGCAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ469769 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCACCCCACAAGAAGTGGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATGGCATGGTTGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAGTGGTGTAATGCCACTAATTCTAATACCACTCATTGTAAG-
-------------------------------------------------------------------------
-------------AATATCCCTAGGGCTAATCTCACGGGAACGTTGGAGGGAGGAGAAATAAAA---
AATTGCTCTTTCAAAATCACCACAAACATAAGA---------------------------
GATAGGTTTCAGAAAGAATATGTGCTT---TTTCATAAACTTGATGTAGTACCAATACAAGAAGGT-------
-------------------------------------------------------------------------
----------------
AATATTAGTAATACTAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AGTAAGACATTCAAT------GGAACAGGACCATGTACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAAAG------------
GTAGTACTTAGATCAGCCAACTTCACAGACAAT---------GCTAAAATTATAATAGTACAGTTGCAT----
-----------AAACCTGTACAA---------ATAAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTGTACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAGTAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAAAGTA---
GATTGGAATAACACTTTAAAACAGATAGTTAAAGAATTAAGA---------------GGACAATATGGG----
-----------------------------------AATAAAACAATGGTTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAAGTACACAAACACAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGCTAGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTCTAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCTGTCAGCTTGTTTGATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGCAGCAATACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTTCATATA------CCCAGAAGAATAAGACAGGGATTTGAAAGAGCTTTGCTA---TAA 
>FJ469771 
GCT---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAGTC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCACCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTGAGTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTATTTGAGGAATAGTACCAATAATGATATGGGGAATAGT-
-------------------------------------------------------------------------
----------------ACCAATAATGCTACTGATAACAATGATAGTATGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATATTACCACAGTCATAAAG---------------------------
GATAGGGTACAAAGACAATATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAATACCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGTCCCGGCTGGTTTTGCGATTATAAAAT
GTAAC---AATAAAAAGTTCAGT------GGAACAGGAAAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCCGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCACGGACAAT---------GCTAAGAACATAATAGTACAGCTGAAA----
-----------GACCCTGTAACA---------ATTAATTGTACAAGGCCCAATAACAATACAAGAAGA-----
-GGTATCCATATA------------GGACCAGGGAGGGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTGAGTAAGACA---
CAATGGAATAACACTTTAGGACAGATAGTTAAAGCATTAAGA---------------AAACAATTTGGG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGATCTAGAAATCGTA---ATGCACAGTTTTACCTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGACTCTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATTTGGG
GGTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAACAATTACACACAATTAATATAC---
AGCTTAATTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTATT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTACAATTCCACAGCCATAGTAGTAGCTGCA---



GGAACAGATAGGGTTATAGAAATATTACACAGAACATTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU728204 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAT---
ACCACCCTATTTTGTGCGTCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGATACTAATNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTACAAAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGAGGGT-------
-------------------------------------------------------------------------
-------------
AGAAATAAGGATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAGA---GATAAGAATTACAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTGATTAAATCTGAAAATTTCACGGACAAT---------ATTAAAAACATAATAGTACAGCTGAAA----
-----------GACCCTGTACAC---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-GGTATACATATG------------GTACCAGGGGGAGCA---TTT------TATGCAACAGACCAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTAAAGAA---
CAATGGAATAACGCTCTAAAACAGACAGCAAAAAAATTAAGT---------------
GAACAATTTGGGAATGAA---------------------------ACCTGGAATGGAACAATAGACTTTACT-
-----AAACCATCAGGAGGGGACCCAGAAATTGTA---ATGTTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AATAATAAATCTCTGCATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGACTTAATATAC---
AGCTTAATTGAAAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAGTTTTTGTT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTGTTAACTTGCTCAACACCACAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGCTTTTACTA---TAA 
>GU728223 
GCA---CAA---------------------------------------------
CAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATTATTACAATGCTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTAGCGGGGGAGGGATGGATAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAACATAAAT---------------------------AAGGTACAA---
AAAGAATATGCACTT---TTTTATAAACTTGATGTAATATCAATGGAAAAG----------------------
-------------------------------------------------------------------------
----------GATAATACTAGCTATCTATTAAGAAGTTGTAACACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTTTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAATATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------



GTAGTAATTAGATCCAAGAATTTCACAGACAAT---------GCTAAAGTCATAATAGTACAACTGAAT----
-----------GCAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATA------------GCACCAGGTGCTGCA---TTT------TATGCAACAGSRGGG------
------GGCATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAGCGCA---
AAATGGAATAACACTTTACAACAGATAGTTGCAAAATTAGGA---------------GAACAATATGGA----
-----------------------------------AATAAAACAATAATCTTTAAA------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCAATGTGCCTTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGAAATATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCATAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATGAATGGGCAAGTTTGTGGGATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTTTAGAAGTATTACAAAGAAKTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGTTTTGAAAGAGCTTTGCTA---TAA 
>GU728030 
ACT---GCA------------------------------------------
GAAAGATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCACCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAGGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCCAATGCGAAATTCACTCGGAATAATGGTACTCGGAGC-------
-------------------------------------------------------------------------
-------------------AATAATGCTACTCATGATCTTACGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGATGAAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGCACAAATAGGTAAT----------
-------------------------------------------------------------------------
-------------------------
GATAGTACATATACACTGATAAATTGTAACACCTCAGACATTACACAA---
GCCTGTCCAAAGGTAAACTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACGGGACCATGTAAAAAC-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTTAATGGCAGTCTGGCAGAAGGAGAT------------
ATAATAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATAAATTGTACAAGACCCAACAACAACACAAGAAGA-----
-AGTATATCCTTC------------TCACCAGGGAAGGCA---TTT------TATGCAACAGGGGAT------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGC---AACATTAGTGAAGCA---
AAATGGAATGTCACTTTAAAAAGGATAGCTATAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATATTTTTTAAC------
AGTTCCTCAGGAGGGGACCCAGAAATTGCA---ATGCTCACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAATCTTACCATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAATTAGAATTAGTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGGCCTAAATAAATGGA
TGAGGTACATAAAAATATTCATGATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AACAAAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU728229 



TCT---GCA------------------------------------------
GAAGAAGCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAACGCATATCATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTG---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAACTGCAGTGATGTTAATCCCAATAGGACTAATACCAATAGT----------
-------------------------------------------------------------------------
-------------------------AGTAGCATAGAATTGCTGGAGGACAAAGGAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAATTGTAAAA---------------------------
GATAAGGTAAAGACACAATATGCATAT---TTTTATAAACTTGATGTAGTGTCAATAGATGAA----------
-------------------------------------------------------------------------
-------------------
AACAGAAATGATAGCTATAGGTTGACAAGTTGTAACGCCTCAGTCATTACACAG---
GCCTGTCCAAAGATGTCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCACT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCCAAAATTTCACGAATAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACCCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGCATAACTATG------------GGACCAGGGAGAGTA---GTT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---AACATTACACTAAAA---
AACTGGGAGGACACTTTACAAGAGGTAGTAAAAAAGTTRGGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAAAATTTAAG------
CCATCCTCAGGAGGGGMCCCAGAAATCACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGAATCTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAAATGACATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTATACAGGAATAATATAC---
AACTTAATTGAACAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTTGACAAATGGGCAAGCCTGTGGACTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAACGCCACGGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTACTTCAAAGAGGTGTTAGAGCT----------------------------
--------GTGCTTCACATC------CCTACAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY189526 
GCT---ACA------------------------------------------
AACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGTACTGATTTTAATACCACTAGAGCCAATAGT----------------
-------------------------------------------------------------------------
----------------------------AGCAGCGAGAATAAGATGGAGATAGGAGAAATAAAA---
AATTGCTCTTTCAAAATCGCCACAAACATAAGA---------------------------
GATAAGACACAGAAACAATATGCACTT---TTTAATAAACTTGATGTAGCACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGAACCAGCTATGTACTAATAAGTTGTAGCACCTCAACCCTTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAC----
-----------GAGTCTGTACAA---------ATTAATTGTACAAGAGTCAGCAAAAATATAAGACAA-----



-AAAAGGATAAAA---------ATAGGACCAGGGAGAGCA---TTT------GTTGCAACAGGAGAC------
------------ATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGCAAAGCA---
GAATGGAATAAAGCTTTAAAAAAGATAATTGAAAAATTAAAA---------------GAACAATATAAG----
-----------------------------------AATAAGACAATAGCATTTGAT------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGATCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTGTGGAGTATATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GAAAATGAAATTGGCAATTACACAGACTTAATATAC---
ATCTTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAATGGTCAAATTTGTGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAAGTTTAAAAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
CTATCGTTTGCTGTTAGCTTGTTTGATACTATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAACTATTACAAAGATTTGGTAGAGGT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU728370 
GCT---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATACTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAGGCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTAATGATATCACTATTGTGAATGCCACT----------------
-------------------------------------------------------------------------
----------------------------AGTAATAACAGTATGGAGATAAAAGAAGAAATGAAA---
AACTGCACTTTCAATATCACCACAAACATAAGG---------------------------
GATAAGATAGAGAGACAATATGCACTT---TTTTATAGTCTTGATGTAGTACCAATAGATGGA----------
-------------------------------------------------------------------------
----------------------
AAGAATGACAGCTATAGGTTAATAAAATGTAATACCACAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGKTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAAAGTCATAATAGTACAGTTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
AGATGGACTGACACTCTAAAACAGATAGCCATAAAATTAAGA---------------AAACAATATGGG----
--------------------------------GAGAATAAAACAATAAGCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATCGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACTCGGGATTACATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGACAAATACACAGGCTCAATATAT---
TCCTTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGGGGCTTAGTAGGTTTAAGAATAGTCTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAATGCCACAGCTATAACAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCACAAACAGTTTTTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGATTTTGCTA---TAA 
>GU728321 
ACT---GCA------------------------------------------
GGGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAACTTGCCA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATATCACTACTACTGCCACTAATAATGCTACT----------
-------------------------------------------------------------------------
----------------------GTCAATAGTAGCGGGAGAACGCAAGAGGGAGGAGAGATAAAA---
AACTGCTCTTTCTATATCACCACAAGCCTAAGA---------------------------
GATAAGATAAGGAAAGAATATGNNNNN---NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN----------
-------------------------------------------------------------------------
----------------------
NNNNNNNNNNNNNNNNNNNNNNNNAGTTGTAATACCTCAGTCMTTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GAGAAGAATTTCGAT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAG------
---------ATAGTAGGAGATATA------------AGACAAGCATATTGT---AACCTTAGTATAACA---
AAATGGGGTAACACTTTACACCAGGTCGCWAAAAARTTAAGC---------------GAACAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---CTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACAAACATAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACTAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTACTAGCTTGATCCATACCATAGCCATAGCAGTAGCTGAG---
GGGGCAGATAGGATTAKAGAAGTGTTACGCAGAGCTTGTAGAGYT----------------------------
--------TTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU727980 
GCT---GCA------------------------------------------
GAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAGTAGTATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGADGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCAYGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGANNNNNNNNNNNNNNNNNNNNNNNNNNNN-------------
-------------------------------------------------------------------------
-------------------------NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAAATAAAA---
AACTGCTCTTTCAAWGTCACCACAAGCATAAGA---------------------------
GATAAGGTTCAGAAAGAATATGCACTT---CTTTATAAACTTGATCTGGTACCAATAGAACCA----------
-------------------------------------------------------------------------
-------------------
ATAGATAATAGTACATATAGGCTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTAGTGYCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATATCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGCATAAGACCCAACAACAATACAAGGAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GAATGGAATAAAACTTTAGGACAGGTAGCTGCACAGTTAAGA---------------



AAACAAGTAGAACAATTTAAT------------------------------AATAAAACAATAGTCTTTAAT-
-----CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGRAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACAAAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGAAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTATAAGAATAGTTTTTGCT---
GTGCTGTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATTCTACACATA------CCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GU728054 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACGCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAGAATTG---
ACCCCACTCTGTGTTACTTTAAATTGCACTNNNNNNNNGAATGCTACTAATGCCACT----------------
-------------------------------------------------------------------------
----------------------------GTTAGCCCCAATAGTAGAACAGGGGAAGACATGAAA---
AACTGCTCTTTCAATACTAGCACAGATGTAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTTATAAYCTTGATATAATACCAATAGATGAGAAT-------
-------------------------------------------------------------------------
----------------
AATAATMYTAATAACAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCATTTGAGCCCATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGK
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTCTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACAAACAAT---------GCTAAAACTATAATGGTGCAGCTAAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACTCAACAACAATACAATAAAA-----
-GGTATACATTTA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGAAGCA------
---------ATAATAGGWGATATA------------AGACAAGCACATTGT---AACATTAGTAGGGAA---
AAATGGAATAACACTTTAAAAAGGATAGCTGACAAATTAAGA---------------GAACAATATGGG----
--------------------------------AGTAATAAAACAATTGCCTTCAAT------
CAAACCACAGGAGGGGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AGGAACAAAAGTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTATACAGATACAATATAC---
AAATTAATTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACWAGWATTATTGGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCRTTGGCTGTTAGCTTGCTCAATGCCATAGCCATARCAGTAGGTGAA---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTCCACATA------CCTARAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>GU728181 
ACT---GCA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCAAGAATATTACTGCTAGGAATAATACTACTACTGGGAAT-------
-------------------------------------------------------------------------
----------------------AATACTATGAGTAATGTCACTAGTAGTGAGGGAGACATGAAA---
AATTGCTCTTTCAATATCACCTCAGGTATAAAA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACAAATAGATGATGAT-------
-------------------------------------------------------------------------
-------------
AAGAATAGTAATGATACCAGTTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACTTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCTCAGACAAT---------GCTAGAACCATAATAGTACATCTAAAT----
-----------AAACCTGTAAAA---------ATTGATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ATCATTAATAAAACA---
GAATGGAATAACACTTTAAGAAAGGTAGTTAGAAAATTAAGA---------------GAACAATTCGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTATGAATGAGATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAACATTATATAC---
AACTTAATTGAAATATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACT---
GTAGTTTCTATAATA---------AAAAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTAGCTATTAGCTTGTTCAACGTCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>EU604556 
AAT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAGGATATA---
AAAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGATCCTGAGCTGAGGAATGCTACTAATACCACGAGTGGTAACA
ATTCAAAG-----------------------------------------------------------------
-------AATGGTGCTAGTACCACGAATAGCAGCAAGGGAACTACATGGAGAGAAGATATGAAA---
AATTGCTCTTTCAATGTCACCACAAAATGGAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTGTATAAACTTGATATAGTACAAATAGGAGAC----------
-------------------------------------------------------------------------
----------------
AGTAAAGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGCAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCCAATTTCACGAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GACTCTGTAGTA---------ATGAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGCAGAGCA---TTT------TATACAACAGGGGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGC---AACATTAGCAGAGCA---
AAATGGAATAACACTTTAAGAAGGGTAGCTATAAAATTAAGA---------------GAACAATTTCCT----
-----------------------------------AATAAAACAATAGCCTTTACT------
CGATCCTCAGGAGGGGATCCAGAAGTGGTA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATTACATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAATAATTACACAGGTTCAATATAC---
AACTTGCTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACTAACTGGC
TGTGGTACATAAAAATGTTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATG---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTCAGCTTGCTTGATAACACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTATTACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCCAGAAGAGTAAGACAGGGCTTGGAACGGGCTTTGCTA---TAA 
>JX503075 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---AAACATAAT----------------
--------------ATTTGGGCCACA---CATGCATGTGTACCTACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGCAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACGTTAAATTGCATTAACATCAATGGTACTAACAGCACTAGT----------------
-------------------------------------------------------------------------
----------------------------ACTAACATCAATGGTGAAGTGAAAGAAGAAATGAAA---
AATTGCTCTTTCAATGTCACTGCAAGCAGAAGG---------------------------
GACAAAATGAAGAAAGAATTTGCACTT---TTTTATAACCTTGATATAATACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTATAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGAGCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
GTAGTAATTAGATCTGCCAATTTCTCAAACAAT---------GCTAGAACCATAATAGTACATCTAAAT----
-----------GAGTCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAGTA---CTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATCACACTTTAGGACAGATAGTTACAAAATTAAAA---------------GAACAATTTAGG----
-----------------------------------AATAAAAAAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATACAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACACAAGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTGTCTTTAGTA---------AATAGAGTTAGGCAGGGGTATTCACCA------
TTGTCATTTGCTGTTAGCTTGTTTGATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGACTTTTGCTA---TAA 
>AY781127 
GCT---ACA------------------------------------------
GAAAAGCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------GCATGGGAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTGAAATTACTCTAAAGTGCAATACTAGTACTAATGCTAATACTA
GTACGTCAAAT--------------------------------------------------------------



----TGCAATGGCACTAATTGGAATAGTAGTAGTGAATGGGAAGAGATGAAGAAAGAAATGACA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------
GATAAGATACAGAAAGAATATGCACTT---TTACATAAACTTGATATAATGCCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAAAAGCTATGCATTGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATATATTATTGTACCCCGGCTGGTTTTGCGATTATAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAA------------
ATAAAAATTAGATCTAAAAATATATCAGACAAT---------GCTCAAATCATAACAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACACATA------------GGAGTGGGGAGAGCA---CTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGCAGTACA---
AAATGGAACAACACTTTAAGACAGGTAGCTAAAAAATTAACA---------------GAACTATTTAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCGCTGAATCAGATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAAGCTTAATATAC---
TCCTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTGCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATGCCGCAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATTCTACACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>JN235958 
GCA---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATATATAAAAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAAGAATTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGACATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTAATATTTGCCATAATAATGTTACTAACAATAATAGTAATATTA
ATACCAATAGT--------------------------------------------------------------
----AGTGGTCAGATGAGAGAATGCCCTAAAAATAAGACTGCAGATAGTGGGGTTCAGATGAAA---
AACTGCTCTTTCAAGATC---ACAAACATAGGG---------------------------
AATAAAAGGAAAAAAGAATATGCACTT---TTTTATAATCTTGATGTAGTGCAAATAGATAATGATAAG----
-------------------------------------------------------------------------
----------------
GATAATGGTAGTACAAGCTATATGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTCAAAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAACTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGGAGGGCA---TTT------TTTACAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAACACTTTAAAACAGATAGCTACAAAATTAAGA---------------GAACTATATAAC----
-----------------------------------AAGACAACAATAATTTTTACA------
AATTCCTCAGGAGGGGACCCAGAAATTGTA---GAGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAGATCTCTGGATAACATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAAATTTAATATAT---



AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGGATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGCTTGCTTGACGCTACAGCTATTGCAGTAGCTGAG---
GGGACAGACAGGATTATAGAAGCAGTACAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTGCAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>AY795905 
GCA---GAA---------------------------------------------
GATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGAGGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACAAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACAGATGTTAATACTACTAGGGATGCCAATGCCAAT----------
-------------------------------------------------------------------------
----------------------AATAGTAGTAAGGAAATGATGATGAAGCAAGGAGAAATGAAA---
AATTGCTCTTTCAATGTCACCACTTTCATACAA---------------------------
AATAAGATGAAGAAAGAACATGCACTT---TTTTATGGACTTGATGTAGTACCAATAGAAGGA----------
-------------------------------------------------------------------------
----------------------
AATAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGCCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCAAG------GGAACAGGAACATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCCGCCAATTTCTCAGACAAT---------GCTAAAGTAATAATAATACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGTATA------------GGACCAGGCAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---GAGATTAATGAAGCA---
AAGTGGAATAAAACTTTAAAACAAATAGCCATAAAATTAGGA---------------GAACAATTTGGGAAA-
-----------------------------AATAAAACAAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAAACTCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAAAGAAATTGATAATTACACAGGCATAATATAC---
AATTTAACTCAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGAAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAGATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCATTAGGAAGAATTTTTAGAGCT----------------------------
--------ATCCTTCATATC------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KJ948657 
GCT---TCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACAATTG------------AATATAACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATACTACTGACAATAGAACT----------------------
-------------------------------------------------------------------------
-------------------------------------AAAGAAGACATGAGGGGAGAAATAAAA---
AACTGCTCTTTCAATACTACCACAAACATAAAT---------------------------
GATAAGAGGCAGAAAGAATATGCACTT---TTTTATAAACTTGATTTAGTACCAATAGATAGTGATAAT----



-------------------------------------------------------------------------
-------------
GCCAGTTATAGTAATACCAGTTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATGAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAA----
-----------GACCCTGTAAGA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-GGTATACATATA------------GGACCAGGGAGAGCA---CTT------TATACAACA---GAA------
---------ATAACAGGAGATATA------------AGACAAGCAYATTGT---RMCCTTAGCAGAACA---
GAATGGAATAACACTCTACAACAGATAGTTACAAAATTAAGG---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTAYA---CTGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTGAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTWCTGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTSTGGATTATATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGGTCTAATATAC---
ACCTTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGCATTAGATAGYTGGCAAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTGACGCCATAGCCATAACAGTAGCTGAG---
GGGACAGATAGGATTCTAGAAGCATTACAAAGAATTTTTAGAGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>KJ948660 
GCT---ACA------------------------------------------
GAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATCAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACACGAAATAGTAATGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTGAATTGCATTAATTGGAATGGTACTAGTAATCCTAATGAGACTTATTTTCAT-
-------------------------------------------------------------------------
----------------AAGATTAATAATAGTGACGTGGAAAGTATGGGGGAAGGAGAAGTAAAA---
AACTGCTCTTTCAACATCACC---AACATAAAA---------------------------
GATAAGATGAAGAAAGCATATGCACTT---
TTTTATAGCCTTGATATAGTACCAATAGATAATAATACAAAAATAGAG-------------------------
--------------------------------------------
AAGGATAATAAGACAGATAATAATAGTACCAGATATATGTTGAGAAGTTGTAAGACCTCAGTCATTACACAG-
--
GCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGCAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAACATGTAAAATG-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCTACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAAATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAATA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-GGTATACGTATA------------GGACCAGGAAGAGCG---CTT------TATACAACAGAACGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GAATGGGAAAACCCTACACAC---ATAGCTGGAAAATTAAGA---------------GGACAATTTGGG----
-----------------------------------AATAAACCAATAGTCTTTAAG------
CCCTCCTCAGGAAGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGAAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGTTACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAGTAGA---TGGAGT--
----------------------------AATAGATCTCTGGATGAGATTTGG------GGG------
AGCATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAAAAAGAATTATTGGAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTACTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGGAAGGCTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCGCCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAATGTACAGAGCTCTTAGAGCT----------------------------
--------ATTCTCCACCAT------CCTTACAGAATAAGACAGGGCTTAGAGAGGGCTTTGCTA---TAA 
>HQ595755 
GCA---CAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AACGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTGAATTATGGGATCAAAGCCTA---AAGCCTTGTGTACAATTA---
ACTCCACTTTGTGTTACTTTAAATTGCACTGATTATGGGGGAAATGGTACT----------------------
-------------------------------------------------------------------------
-------------------------------------AATATCACTAATAGTACTGAAATGAAA---
AATTGTTCTTTCAACATCACCACAAGCATAAGA---------------------------
GATAAGGTGAGCAAAGAACATGCACTG---TTTTATAAGCTTGATGTAGTATCAATAGGTGAT----------
-------------------------------------------------------------------------
----------------
AGTACTAATAATACTAGCTATAGGTTAAGAAGTTGTAACTCCTCAGTCATTAGACAG---
GCCTGCCCAAAAGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAGTAATTAGATCTGAAAACTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGCACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGGGAGCA---TTT------TATACAACAGGAGCG------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGGAAAGAACTTTAGAACAGGTAGCTAAAAAATTAAGG---------------AAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGTGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGAAAATATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCACAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATTGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTGTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATTTCATATCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTGGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCAA---TAA 
>KP109515 
GCA---CAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AACGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTGAATTATGGGATCAAAGCCTA---AAGCCTTGTGTACAATTA---
ACTCCACTTTGTGTTACTTTAAATTGCACTGATTATGGGGGAAATGGTACTAATATCACTAATAGTACT----
-------------------------------------------------------------------------
-------------------------------------------------------GAAATGAAA---
AATTGTTCTTTCAACATCACCACAAGCATAAGA---------------------------
GATAAGGTGAGCAAAGAACATGCACTG---TTTTATAAGCTTGATGTAGTATCAATAGGTGAT----------
-------------------------------------------------------------------------
----------------



AGTACTAATAATACTAGCTATAGGTTAAGAAGTTGTAACTCCTCAGTCATTAGACAG---
GCCTGCCCAAAAGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAAAAGTTTAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAA---GAG------------
GTAGTAATTAGATCTGAAAACTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGCACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGGGAGCA---TTT------TATACAACAGGAGCG------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGGAAAGAACTTTAGAACAGGTAGCTAAAAAATTAAGG---------------AAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGTGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGAAAATATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCACAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATTGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTGTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATTTCATATCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTGGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCAA---TAA 
>KF725915 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAAATGCCAAAGCATATGACACGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAGGTAGTATTGGGG---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGAATGCAATAAGGCTAATTTGAATTGCAGTAGGTATGCTAATACTACTACTA
ATAATACTAAT--------------------------------------------------------------
-------------AATACTAATATCACTTTTGCTGAGTGTAAAGAGAGGCAGCAAGTAATAACA---
AACTGCTCTTTCAATGTCACCAGTGGCATAAGA---------------------------
GATAAAATGAAGAAAGAATATGCACTC---TTTGATAAACTTGATGTAGTGCCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAAGACCTATATGTTGATAAATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAACCTCACGGACAAT---------GCTAAAAACATAATAGTGCACCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACGAGACCCAACAACAATACAAGAAAA-----
-GGTGTATATATA------------GGACCGGGGAGAACA---TGG------TATGCTACAGAAAGG------
---------ATAATAGGAGATATA------------AGAAAAGCCTATTGT---AAAATTAATGGAACA---
GAATGGGAAAACACTTTAAAACAGGTAGCTGAAAAATTAGGT---------------GAACAATTTATG----
-----------------------------------AATAAAACAATAAATTTTAAA---
CAACCTGCGCGGGGAGGGGACCCAGAAGTTCTA---CTGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGATCATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCATAATATAC---
TCCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGCAATTGGATAAGTGGGACATTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCATTCGCTGTTAATTTGCTTAATACCATAGCTATAATAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGAGTACAAAGAGCTGGGAGAGCT----------------------------
--------ATCATTCATATA------CCTGTAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF725918 
GCT---GCG------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACATTAAAGTGCACTAATGTTACTAGAAATGACACTGGTTGTAAC-------------
-------------------------------------------------------------------------
----------------------------AAAACTGAGGTTGATAATGGATGCAGAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAAATGTAAAA---------------------------
GATAAGGTGAAGAAAGAATATGCACTT---TTTTATAACCTTGATATAGTACAAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACCAACTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATGAAACGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGACAATATCTCGGATAAT---------GCTAAAATTATAATAGTGCAGCTGGAT----
-----------AAACCTGTAAAA---------ATTAATTGTACAAGACACAACAACAATACAAGAAAA-----
-AGTATACCTATG------------GGACCAGGGAAAGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACAGTGT---AACATTAATAAAACA---
GAATGGGATCAAACTTTAAGCAAGATAGCTAATAAACTAAGA---------------GAATACTTTGGG----
--------------------------------AATGACACAAAAGTAGTCTTTGAC------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGTCTACAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTAGCAATTACACAAGCTTAATATAC---
AATTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGAAATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACTAAGAGTTTATAGAGCT----------------------------
--------TTTCGCCGTATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KF725946 
GCT---GTA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAGGA---------AATGTGACAGAATATTTCAAC----------------
--------------------------ATGTGGAAGAATAACATGGCAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAAAGGCTAATACTACTAATGCC----------------
-------------------------------------------------------------------------
----------------------------ACTGACGAGAAAAGGATAGAGGAAGGAGGAATGAAA---
AACTGTTCGTTCGACATCACCACAAGCATAAAA---------------------------
GATAAGACGCAAAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACAAATAGACAGTGAT-------
-----------------------------------------------------------GTAGGA---
CAAATAGACAATAGTACTAAGGATACCAACTATACCAACTATAGGTTGATAAGTTGTAATACCTCAGTTGTCA
CACAG---
GCCTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAGT------GGAAAAGGACAGTGTAGAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAGAATCTCACAAACAAT---------CTTAAAACCATAATAATACAGCTGAAA----
-----------GAACCTGTAGTA---------ATTAATTGTATAAGGCACAACAACAATACAAGAAAA-----
-AGTATAAACATG------------GGACCAGGAAGAGCA---TTT------TATACAATGGGACAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGAAGCA---
AAATGGAATGATACTTTGAGACAGATAGCAAGAAAATTAGGA---------------GAACAATTTAAT----
-----------------------------------AATAAAACAATAGTTTTTAAG------
AACTCCTCAGGAGG-GACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAACTACACAGGCTTAATATAC---
AATTTAATTGAAGAGTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATCAATGGGCAAATTTATGGAACTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGCTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTCTTACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGACGAATAAGACAGGGCGCGGAAAAGGCTTTGGTA---TAG 
>KF725977 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAGGCTACT---
ACCACTCTATTTTGTGCATCGGATGCTAAAGCATTTGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGCGACTCTAAATTGCACTGGTGCGGCGAGTAAT-------
-------------------------------------------------------------------------
----------------------TGTACCACCAATAATAGTAGTACAATGCAAGGAGAAATAAAA---
AACTGCACTTTCAATGTCACCACAAGGATGTTA---------------------------
AATAAGAGGTATAAAGAATATGCACTT---TTTCATAAACTTGATATAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
----------------
GATAATGATAATAATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAAGCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGCATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAACAAGAG------------
ATAGTAATTAGGTCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAACACAAGAAAA-----
-AGTATTAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AAAATCAATGGATCA---
CAATGGAATCGCACTCTAGCACTGGTAGGTGAAAAATTAAGG---------------AAACAATTTAAC----
-----------------------------------AATACAACAATAGTCTTTAAG------
CACTCCTCAGGGGGGGACCTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTGCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATTACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCAGTACAAAGAGTTGGTAGGGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>KF726002 
GCT---ACA---------------------------------------------
GACAAGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCAAAAGCATATCTTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGTAATTTGAAGAATACTACTACTAGTGGGGATAATAATACTACT-
-------------------------------------------------------------------------
----------------------AGTCAGTCGACTGCTACTGATAGTTTGACAGGAGAGGTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGC---------------------------
GATAAGAAGCAGACAGAATATGCACTT---TTTTATAAACTTGATGTAGTTCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCGTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACTATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTTCAGCTGAAG----
-----------GACGCTGTAGTA---------ATTAATTGTACAAGACCCAGCAACAATACAATAAGA-----
-GGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAACA------
---------ATAGTAGGAGATATA------------AGAAGAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATAACACTTTACAACAGGTAGGTAATAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GCTAATAAAACAATAATCTTTAAT------
GCCTCTGCGGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGTTCTGGAAAACTCATATGCACCACTAATGTGCCTTGGAATAGCAGTTGGAGT-----------------
----------------------------AATAAATCCCTAAATGAGATCTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAACCACACAAGCTTAATATAC---
AGCTTAATTGAGGAATCGCAGAAACAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGATTAATACAATAGCTGTAGCAATAGTTGAG---
GGGACAAATAGGAGATTTAGAAAA-------------------------------------------------
--------------------------CCTAGAAGAATAAGACAGGGCTTAGAAAAAGCTTTGCTA---TAA 
>KF726004 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---AGGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTGAGCTTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTGATGTCAAGACCAATAGTAGTGGCAATGTTACTGCAAACAAT-
-------------------------------------------------------------------------
----------------------GGTACTGTAAACAATAGCAGTATGGAGGAAGGAGGAATGAAA---
AATTGCTCTTTCAATATCACCACATTCATGGCA---------------------------
GATAAGAGGCGAAAAGAATATGCACTT---TTTTATAAACTTGATGTAACACCAATAGATGATACAAAGAAT-
-------------------------------------------------------------------------
----------------
AATAATAGTTATAATAGTTATAGATTGATAAGTTGTAACACCTCAACCATTACACAA---
GCTTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGAT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
GTAGTAATTAGATCTGAAAATTTCACGGAAAAT---------ACTAAAGTTATAATAGTACAGCTGAAT----



-----------GAATCTGTGACA---------ATTAATTGTACAAGACCCAACAATAATACTAGAAAA-----
-GGTATACATTTG------------GGACCAGGGAAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGGAACA---
AGCTGGAATAACACGCTGAAAAAGATAGTTGAGAAATTAGGA---------------GAACAATTTGGG----
--------------------------------AACAACAAAACAATAATCTTTAAA------
CCCCCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAGTGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAAGCTTAATATAC---
ACCTTAATTGAGAAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGGGCTTTTAGAGCA----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KF726016 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTATTGGGA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATACCATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTATGAATTGCACTGATGCGAAAAAAAATAATACTGAAAATGTTAATGGTACTGAAA
ATACTAACAGC--------------------------------------------------------------
----------------------AGCATTGCCAATGGGACGGTAGACAAGATAGAAGGAGTAAAA---
AACTGCTCTTTCAATATCACAACAGACCTAAAC---------------------------
GATAGGAAGAAGAAAGAATATGCACTT---TTTTATACAGAGGATGTAGTACAAATAAATGATGAAAAT----
-------------------------------------------------------------------------
----------------
AATAATAATAACACCAGCTATAGAATGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAATAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT
GTAAC---AATAAAAGCTTCACT------GGGAAAGGACCATGTGGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATCTCACGGACAAT---------GGCAAAAACATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAAAACA---TGG------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAACACTTTAGGGAAGATAGTTGGAGAATTAAGA---------------AAACAATTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTATA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGATATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTAGCAATTACACAGGAATAATATAT---
GGCTTAATTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGAAAGAATTATTGGCATTAGATAATTGGGCAAATTTGTGGAATTGGTTCGATATAACAAAGTGGC
TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTATCATTTGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATTGAATTCCTACAAAGAATCTTTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF726018 
GTT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---



GCCACTTTATTTTGTGCATCAGATGCTAAAGCCTATGATACAGAA---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCGTTTGACTAATGCTTCTCAGTCTAACATTAGTAGTGAT-
-------------------------------------------------------------------------
----------------------------------------------------GCAAGAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACATGAGA---------------------------
GATAAGGTGAAGAAAGCATATGCACTT---TTATATAAACTTGATTTAGTACAAATAGATAGTAAT-------
-------------------------------------------------------------------------
-------
AGTAGTAGTAGTGATAACTATACTACATATAGGTTGATAAGTTGTAATTCTTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAAGCGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAATAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAACTGTACACGGCCCAACAACAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGGAGAGTA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
GAGTGGAATAACGCTCTAAAAAAGATAGTTGTAAAAATAAGA------------GAAATTGGACAATTT----
-----------------------------------AATAAAACAATAATCTTTAAC------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAGCAATCTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACACAAAAAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAGAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATTGTG---------AATAGAGTTAGGCAGGGCTACTCACCA------
ATATCGTTAGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTTCTAGAAGGAATACAAATCATTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAATTTTAGTA---TAA 
>KF726021 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGCTACAGAG---GTACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------GCGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACATTACAATGCACTAATGTTAATCTTACTATAAATGGCACTAATGCTAAT-------
-------------------------------------------------------------------------
----------GTTACTAGAAATGACACTGGTGGTGACATTACTGATAATGATAGTGGAATGAAA---
AACTGCTCTTTCAATATCACCACAGATGTAAGA---------------------------
GATAAGGTGAAGAAAACAAATGCAATT---TTTTATAACCTTGATATAGTACAAATAGACAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTAAAGAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGGTCTGAAAATATCTCGAATAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAAACTGTACAA---------ATTCATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---AGCATTAATGAAACA---



GAATGGTATAAAACTTTAAGCAAGGTAGTTACTAAACTAAGA---------------GAACACTTT-------
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGTCTACAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAACTTAATATAC---
AATTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGGATTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTGGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACTAAGAGTTTGTAGAGCT----------------------------
--------TTACGCAATATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH234643 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTGATAATTTGAGGAATGATACTACTACTAATAATAGT-------
-------------------------------------------------------------------------
----------------------AGCGGGATAGGAGGAATAAAAATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGTTTCAGAAAGTATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGAAAATAATGATACT-
-------------------------------------------------------------------------
----------------
AATACCAGCTATACCAACTATAGGTTGATAAGCTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTCACGGATAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAAGAGAACAAGA-----
-AGGATACATATA------------GGACCAGGGAGAGCA---TTT------TAT---ACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAGCA---
CAATGGGATAAAACTTTAAATCAGATAGTTATCAAGTTAAAA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGARTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAACAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAACAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACWAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATRATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTTTCGTTTGCCATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGCTTATAGAAGTAGTACAAAGAATTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ647145 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAATATTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAGAATACTACTAATACCACTAGT-------------
-------------------------------------------------------------------------
----------------------------AGTGGCGGGGAAATGATGGGGGAAGGAGAAATGAAA---
AACTGCTCTTTCAACATCACCACAAGCTTAAAA---------------------------
GATAAGGTGCAGAGAGAATATGCACTT---CTTTATAAACTTGATGTAGTGCCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------
GATGATAGTAATTCCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTCASCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAGGTTCGAG------GGAAAAGGGCCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGYTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGACAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAACTGAAA----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGTACA---
AAATGGAATAACACTTTAAGACAGATAGTTGGAAAATTAAGA---------------GAAAAATTTGGG----
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACATAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATAAGATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCTATTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGTT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGGTA---TAA 
>MH234640 
GCT---GCA------------------------------------------
GACRATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGCATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATAACATGGTAGAACAGATGCATGACGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGATTTGAAGAATACTACTAATACCAATGCTACTAATACT-
-------------------------------------------------------------------------
----------------------AATGCTAGTAGTTGGGGAAACATAGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAACAGAAGA---------------------------
GGTAAGATGCAGAAAGAATACGCACTT---CTTTATAAACTTGATGTAGTACCAATAAATAATAGG-------
-------------------------------------------------------------------------
----------------------
ACTAATACTAGTTATAGGTTGATAAATTGTGACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCTAAGAATTTCACGAACAAT---------GCTAACACCATAATAGTACAGCTGAAG----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAAAA---
GATTGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGA---------------GAAGAATTTAAC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACTTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAT------
AACATGACCTGGATGGAKTGG---GAAAAAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTGTAGAAATATTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGAGCTTTACTA---TAA 
>AY505010 
GCT---GTG------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATAAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATGTCACTACTAATACCACTGGTACT----------------
-------------------------------------------------------------------------
-------------------------------AATGTCACTAACAATGACAAAGGAGAAATAAAA---
AACTGCTCTTTCAACAGCACCACAGGCATAAGA---------------------------
GATAAGATGCAGCGAGAATATGCAACT---TTTTATAAACTTGATGTAGTACAAATAGGTAAC----------
-------------------------------------------------------------------------
-------------------------
GGTACCCACTATAGGTTGATAAATTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAAAAATTCAAT------GGGTCAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTGAGAATTTCACAAACAAT---------GCCAAGACCATAATAGTACAGCTAAAC----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAG-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAGAGCA---
AAATGGAATAACACTCTAAAACAGATAGTTGAAAAATTAAAA---------------GAACAATTTAAG----
-----------------------------------AATAAGACAATAGTTTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAGTTACA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAAGATATTTGG------GAT------
AATATGACCTGGATGCAATGG---GATAGAGAAATTAACAATTACACAGGCTTAATATAC---
TCCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTGGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTCTTGCAAAGAGCTTATAGGGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAAGGGCTTTGCTA---TAA 
>KU168257 
GCC---ACA------------------------------------------
GAACAAACGTGGGTCACAGTATATTATGGGGTACCGGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTATTGGTA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTAATGCATGTTTTAATACTACTAATGGTAATACTACTAAT----



-------------------------------------------------------------------------
-------------AGTAATACTAATAATACCAAGTGTAGGGTTAAGGAAACTGAAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCAGACGA---------------------------
GATAAAATGCAGAAAGAATATGCACTT---TTTTATAACATTGATGTAACACCAATAGGTAGT----------
-------------------------------------------------------------------------
----------------------
AGTAATTCAAGCTTTACTTTGGTAAGTTGTAACACCTCAGTAATTACACAG---
GCCTGTCCAAAGGTAAGCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GACAAGAAGTTCAAT------GGAAAAGGACCATGTGAAAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTATCAGAAGGAGAG------------
GTAGTACTTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATATCTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGGGAT------
---------ATAATAGGGGATATA------------AGGCAAGCACATTGT---AACCTTAGTGAAGCA---
CAATGGAATAATACTTTAAAAAGGATAGCTACAAAATTAAGA---------------GAACAATTTGGA----
--------------------------------ATTAATAAGACAATAATCTTTAAT------
CAGTCCTCAGGAGGAGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAG---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAAGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGACAATTACACAAGCTTAATATAC---
ACCCTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCC------
TTATCATTCGCTACTAGTTTGCTTGATGCCACCGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAATAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGTTGCTTTGCTA---TAA 
>KU168258 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTAGTAAATGGTACTGGTACTGATAAT-------------
-------------------------------------------------------------------------
-------------------------AATGTCAGGGGGGAAAGGATGAAGGAAGGAGAAATCAAA---
AACTGCTCTTTCAATATCACCACAGCCATAAGA---------------------------
GATAAAGTGCAGAAAGCATATGCAACT---TTTTATAGGCTTGATATAGTACAAATAGAAAGC----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTTATTATAGGTTGATAAATTGCAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GAGAAGGAGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAAAGGAG------------
GTAGTAATTAGGTCTGCAAATTTCTCAGACAAT---------ACTAAAACCATAATAGTACAGTTGAAC----
-----------GAAACTGTAGAG---------ATTAATTGTACAAGACCCAACAACACTACAAGAAAA-----
-GGTATAGCTATA------------GGACCAGGGAGAAAA---TTT------TATACAGCAGAAAAA------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAGCACCTTAGAAAAGATAGTTGACAAATTAAGA---------------AAAAAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAACCCGCAGGAGGGGACCTAGAAATTGTA---ACGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTATATGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
-------------------------AATAATAAATCTCTGGATAAAATTTGG------AAA------



AACATGACCTGGATACAGTGG---GAAAGAGAAATTGAGAATTACACAGGAGTAATATAC---
AGCTTACTTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCAGTTAGCTTGCTCAATACTACAGCCATAGTAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCATTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU168259 
GCT---AAA------------------------------------------
GAACAAATGTGGGTCACAGTCTATTATGGTGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACTGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGACA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTACAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACCTTAAACTGTACTAATTATTTGGTGAATACTACTAATAATAATACT----------
-------------------------------------------------------------------------
----------------------------------ATAGATAATGCTACTATAGGAGAAATTAAA---
AACTGCTCTTTCAATATCACCTCAAGTATAAGA---------------------------
GATAAGATGAAGAAAGAATCTGCACTT---TTTTATAAAGATGATTTAGTACCAATAGGAAAT----------
-------------------------------------------------------------------------
----------------------
AATAATGTTAGCTATAGGATAATACATTGTAATACCTCAGTCATTACACAA---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATTTTACAGATAAT---------GCTAAAACTATAATAGTACAGCTGAAT----
-----------GAATCTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGACAA-----
-AGAATATCTATA------------GGACCAGGAAGAGCA---TTT------GTTGCAGGAAGAGCT------
---------ATAATAGGAAATATC------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GCATGGAATAAAACTTTACAACAGATAGCTAGAAAATTAACA---------------AAACAATTTTCA----
-----------------------------------AATAGAACAATAATCTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGGTATAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAC----------------------------------------
-----------------------------
AAAAATGAACTAAATTTATTAAAATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGTTCAATGCCACAGCTATCGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCA----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGTTTGGAAAGAGCTTTACAA---TAA 
>JF680931 
GTT---GTA------------------------------------------
GGAAACCTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTAATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGCATGATGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTG---
ACCCCACTCTGTGTTACTCTAAATTGTGTTGATTTTAATGGGACTGCGAATGCTGATGGGACTGCGAAT----
-------------------------------------------------------------------------
-------------------ACTACTATTAGCATCGGGGAGAGAATGAAGGCAGGGGAAATAAAA---
AACTGCTCTTTCAATATCACAACAAACATAAAA---------------------------



GATAGGTTTCAGAAATACAATGCTCTT---TTTTATGCACTTGATATAGTACCAATAGATAATGAGAAT----
-------------------------------------------------------------------------
----------
AGTACAGTTAATGGTAGTAGAACATATAGGTTGACAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGAAGAATTTTAAT------GGATCAGGACCGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGTAGTATAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGCCAATTTCTCTAACAAT---------GTTAAAACCATAATAGTACATCTGAAT----
-----------GAAACTGTAGTG---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAG------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGTGCA---
GACTGGAATAAAACCTTAGGACTGATAGCTCAAAAATTAAGA---------------GAACAATATGGA----
--------------------------------AGGAATAAAACAATAAGCTTTACT------
CAACCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACTCTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAGCAGCTCCTGGGACTTTGGG
GTTGCTCGGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGGGTGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAACAATTACACACAATTAATATAT---
AGTTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGCTAGGCAGGGATACTCACCA------
TTATCGTTGGCTGTTAACTTGTACAACGCTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------TTT--------------------------AGGACAGAGCTTTGAAAGGGCTTTGCTA---TAA 
>KC834604 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAGTCCACAAGAAGTATTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATC---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTTTGTGTTACTTTAGATTGCATTGATTTAAAAAAGAATGATACTAATACTACTACTACT-------
-------------------------------------------------------------------------
-------------AATCATACCACTATTACTAATAGTACTGGGAAAATGAGAGAAGAAATGAAA---
AACTGCTCTTTCAATATTACCACACCTATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATGATGAA-------
-------------------------------------------------------------------------
----------------
AAAAGTAATAGTACTAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTACTGTGCTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGATCAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTCAGAATCTCACAAACAAT---------GCAAAAACCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAGCTCA---ATC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
CAATGGAATAACACATTAAGACAGATAGCTATAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAAGCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAGACTCATTTGCCCCACCGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGACAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTCAAAAGTACACACATATAATATAT---
GGCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAGAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAGACCTGTGGTCTTGGTTTGATATATCAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTAATTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>KC834602 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGACAGAACCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAACAAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCGGGTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCAATAATGTTACTTTGAATGCCACTGGTAGTAATAATACC-------
-------------------------------------------------------------------------
----------------------------GCTAGTAGTAATATCACTATTATAGGAGAAATGAAG---
AACTGCTCTTTCAATATCACCACAAACATGAGA---------------------------
GATAAGATGAAAAAAGAATATGCACTT---TTTTATAACCTTGATTTAGTACCAATAGATGAA----------
-------------------------------------------------------------------------
-------------
GGTGGTAAAAATAAGACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAGACATTTAAT------GGGAGTGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GTTAAAACCATAATAGTACAGCTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACACGAAAA-----
-AGTATTTCTATT---------GGAGCACCAGGAAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGGGCA---
GGCTGGAATAACACTTTACAAAAGATAGTTGAAAAATTAACA---------------AAACAATTTGTA----
-----------------------------------AATAAATCAATAATCTTTAAG---
CCTCCCATCAAAGGAGGAGATCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATTCAAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAAATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATCAATAATTACACAGATATAATATAC---
AGATTAATTGAAGAAGCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTGTTAGAATTGGATTCGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCACATTGGC
TGAGGTATATACAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTA---------AAAAGAGTTAGGCAGGGGTACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 
>KT452273 
GGT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGATTATGTAAAGAATGCCACTAATACCACT-------------
-------------------------------------------------------------------------
-------------------------AATAATGGCTGGAAAATAATGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAGACATAAGA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTTATAGCCTAGATATAGTACCAATAGATAAC----------
-------------------------------------------------------------------------
-------------



AATAATAATGGTAATACCAGCTATAGGTTGATAAGGTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTTAAT------GGAAAGGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGATGAG------------
GTAGTAATTAGATCTGACAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGAGATCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
GAATGGAATAAAACTTTAGAACAGATAGTTCAAAAATTAAGA------------GAAGATAAACAATTTCAA-
-----------------------------------AATAAAGCAATAAAGTTTGAT------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACATGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGATTTGATATAC---
AGATTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAATAGGATTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGGTGAA---
GGGACAGATAGGGTTATAGAAGTAGTTCAAAGAGTTTTTAGAGCT----------------------------
--------TTTATCCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT452314 
ACT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCACTGGAG---------AATATAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACTTTGCACTGATTTGAGGAATGCCACTAATACCACTGCTACTACAAACGGTA
GTAACCAG-----------------------------------------------------------------
-------------GCCCATTCTAATAGTAGTAATGGGACACCAACGGAGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATGTTACCACAAACATAGGA---------------------------
GATAAGGTAAAGAAAGACTATGCACTT---
TTTTATACACTTGATATAACAAAAATAGGTAGTGAAGATAATAAT----------------------------
-----------------------------------------------------
AATAGTCAGAGTAACTATACTAGCTATAGGTTGACAAGTTGTAATACCTCAATCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATCCGAAGTTCAGT------GGATCAGGACCATGTAAGAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAT------------
GTAATGATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAATCATAATGGTACATCTAAAT----
-----------GAAACTGTAAAC---------ATTACTTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGCATACCTGTA------------GGACCAGGCAGCTCG---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AGGTGGAATAACACTTTAAAATTGATAGTTAGAAAATTAAAT---------------
GAACAATTTAATAACCAATCT------AATGAACAA------------AATAATAAAACAATAATCTTTAAA-
-----GAACCTTCAGGAGGAGACCCAGAAATTGTA---TTGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATATATCTTATGATAACATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGGCTTAATATAC---
ACATTGCTTGAAGAATCGCAACACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTATTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------



TTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACTGATAGGATTCTAGAAGTAGTACAAAGAGGCTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACACGCATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT452341 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAACAAGAAATGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTACATAAGAATAGCACTAATTTAAATAAGACTAGCACTT
TGTCA--------------------------------------------------------------------
----------------------AACGAGACTAAGCTCAATAGTAGTATGTGGCAAGATATGAAA---
AACTGCTCTTTCAATGTCACCACAGGAAGAAGG---------------------------
AATAAGATGCAGACAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGACCAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACTTTGATAACTTGTAACACCTCAGTCGTTACACAG---
GCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTTTAAAGT
GTAAT---GATAACAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAGCTATTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATCAGGTCTGAAAATTTCTCGAACAAT---------GCTAAAAGCATAATAGTACAGCTGAAG----
-----------GAACCTGTAGTA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTTTC------------GGACCAGGAAGTACA---ATT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCGTTATTGAAGAA---
AAATGGAATAATACTTTAAGACAGATAGCTAAAAAATTAAGT---------------GAAAAATATAAT----
-----------------------------------AATGCAACAATAAACTTTACT------
CAGCACTCAGGAGGGGACCCGGAAGTTATA---TTGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCAGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AACAAATCTTATAAAGAAATTTGG------GAG------
AACATGACCTGGATACAGTGG---GAAAAAGAAATTGACAATTATACAGGGGTAATATAC---
AGCTTAATTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AATAATGAAAAAGAATTAATGGAATTGGATCAGTGGGCAAGCCTGTGGAGTTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATTGTCTTTGCT---
GTACTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGTCTGCTTAATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAGGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCCAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>KT452551 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGACTTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTAATACCACTAGGAGTAATGCTACTACTACCAATACTA
CTACCAATAAT--------------------------------------------------------------
-------------------ACTAGTACCAGTAGTAGTATAGAGGAAATCAGAGGAGAAATAAAG---
GACTGCTCTTTCAATATCACCACAGAAATAAGA---------------------------
GATAAGGTGCGAAAAGAATATGCACTT---
TTTTATAGACTTGATGTAGTACAAATAGAACATAATGAAAACAAT----------------------------
-----------------------------------------------------
ACCAGTAATGGAGACTATACCAGTTATAGGCTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCCATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCACTTCTAAAGT
GTAAA---GATAACAAGTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGAGAACTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCTGGAAGAACA---TTC------TATGCAACAGGAGAC------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACCTCAGCAGCACA---
AAATGGAATAACACTTTAAAACAGATAGTTGGAAAATTAAAA---------------GAACGAATTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAGTCCTCGGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTATTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTAGCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGGAGGAGATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTACTTGAAGACTCACAAAATCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTAGATAAGTGGTCAAGTTTGTGGAGTTGGTTCAACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTGTTAGCTTGTACAATACCATTGCTATTGCTGTAGCTGAA---
GGGACAGGTAGGATTATAGAAATAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATCCTCAACGTA------CCTACTAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT452612 
GCT---GCA------------------------------------------
GAACGATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACGCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTG---
ACCCCACTTTGTGTTACCTTAAATTGCATTGACTACGTGAAGAATGATACTAATACCAACAATAATAGA----
-------------------------------------------------------------------------
-------------------ACCACCAATAGTAGCGAGAGAGTAGTGAAGGAAGTGGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCTTAAGA---------------------------
GATAGGATAAAAAAAGAATATGCACTT---
TTTTATGAAGGTGATGTAGTATCAATGGATAATGATAATAGTACTGAT-------------------------
--------------------------------------------------
AATAGTACTAATAGTACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGCACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGAATAAAACTTTAGAACAGGTAGTTACAAAATTAAGA---------------GAACAATTTGTG----
-----------------------------------AATAAAACAATAATCTTTAGT------
TCATCCTCAGGAGGGGATCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTGGGGTGCAATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGTTTAATATAC---
ACCTTACTTACAGAATCGCGAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTATGGCT---
GTATTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTGGCCATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGCACAAAGGGCTTTTAGAGCT----------------------------
--------ATTATCCGTATA------CCTACAAGAATAAGACAGGGTTTGGAAAGGGCATTGCTA---TAA 



>KT452359 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAGGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAATTTCTACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTAGTATTAGAA---------AATGTGACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAAATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGTACTAACTTAAATACTACTACTAATGCCACTACCACT----------
-------------------------------------------------------------------------
-------------------------AATAGTAATGGAAAAACAATAAAGGAAGGAGGAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATGAGA---------------------------
AGTAAGATGAAAAAAGAACATGCACTT---TTTTATACACTTGATATAGTACCAATAGATAGA----------
-------------------------------------------------------------------------
----------------------
AATGAGACCAAGTATAGATTAATAAGTTGTAATACCTCAGTTGTCACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGCAGTTTAACAGAAGAGCAG------------
GTAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACTATAATAGTACAGCTAAAT----
-----------GAATCTATAGTA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGAAAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGATATT------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AAATGGAATAACACTTTAAAGCTGATAGTTGAAAAATTAAGA---------------GAACAGTTCGGA----
--------------------------------GGTAATAAAACAATAATCTTTGAA------
CCACCCTCAGGAGGGGATCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCCGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTTACAATGAAATTTGG------AAT------
AACCTGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
ACCTTAATTGAAAAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTTAATGCCATAGCAAGAGCAGTAGCTGAG---
GGGACAGATAGGGTCATAGAAGCAGTACAAAGAATTCTTAGGGGT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT452109 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAATTAGAATTGAAA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------GCATGGAAAAATAACATGGTAGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAACTA---
ACCCCACTCTGTGTCACTTTAGAATGTAATGATTATAATGCTACTAGCACCAATGTTACT-------------
-------------------------------------------------------------------------
-------------------------AATAACAATAGTAGTATAAAGGGAGAGGCGGGGATGAAA---
AACTGCTCTTTCAATATCTCCTCAGGCATAGGA---------------------------
GATAAGGTGAAGAAAGAAAATGCATTT---TTTTATAACCTTGATATAGTACAAATAAAAAATGAG-------
-------------------------------------------------------------------------
----------------
AGTGATAAAAATAATAGTTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAAAAAGTTCAAC------GGAACAGGAGAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----



-----------ACATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATAAATCTA------------GGACCGGGGAGTGCC---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGT---
CAATGGAATAACACTTTAGCACACATAGTTGGAGAATTACAA---------------AAACAATTTAGG----
-----------------------------------AATAAAACAATAATCTTTCAA------
CCCCCCGTAGGAGGGGACCCAGAAATTGTA---ACGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATGTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTAGAGTGGAATACTACTTGGAGT-----------------
----------------------------AATAAATCCCTGAGTGAGATTTGG------GAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGGCAATTACACAGACTATATATAC---
ACCTTAATTGAAGAATCGCAACGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAAAATTGGATCAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCA------
TTACCGTTTGCTGTTAGCTTGTTTAACGCTATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAACTAATACAAAGAATTGGTAGGGCT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KT452090 
GCA---GAA---------------------------------------------
AAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAACAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAATTGTACTGAGTTAAAGAATGATAATAGTACCACTAATGCT----------
-------------------------------------------------------------------------
----------------------------ACAAGTTTTAGTGGGAAAATGAGAGAAGAAATGACA---
AACTGCTCTTTCAATATTACCACAGTCCTAAAA---------------------------
GATAAGGTGAAAAAAGAATATGCACTC---TTTTATAAACTTGATGTAATATCAATAGGCCAG----------
-------------------------------------------------------------------------
----------------------
AATACTACCAAATATAGGTTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ACAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCAGCTAAAA----
-----------ACACCTGTAGTA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATACCTATG------------GGACCAGGGAAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAAAA---
GAATGGAATGACACTTTACAACAGGTAGTTGGAAAATTAAGA---------------GAACAATTTGGA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGTGGAGACCCAGAAATTGTA---ATGTACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCTTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGACACGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTATACAGGCATAATATAC---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGGTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT452407 
GCT---AAA------------------------------------------
GAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---



ACCACTTTATTTTGTGCATCAGATGCCAAAGCGTATAACCCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGTTAGATTTGAAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGCGGATATA---
ATCAGTCTATGGGATCAGAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAACTGCTCTAAAGTGAATGTTACTAGTACTGCTGGGAATACT----------
-------------------------------------------------------------------------
-------------ACTAGTAACACTAATGGTAACAATACAATAGTGGGGGAAGAAGACATAAAA---
AACTGCTCTTTCAATGTCACCACAGGAATAAGA---------------------------
GATAAGGTAAAGAAAGAATATGCATTG---ATGTATAAACTTGATATAGTATCAATTGACGGT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACCCAA---
GCCTGTCCAAAGATGACCTTTGAACCAATTCCCATACATTACTGTACCCCAGCTGGTTTTGCTCTCCTAAAAT
GCAAG---GATAAAAAATTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTGACAGAAGATGAG------------
GTAGTAATTAGATCTGCCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAACTGAAT----
-----------ACAACTGTAAAC---------ATTACTTGTGTAAGGCCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGGAACA---GAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACCTTAGTAGAACA---
AATTGGACTAACACTTTAGGACAGATAGTTAAAAAATTAAGA---------------GAACAATTTGAG----
-----------------------------------AATAAAACAATAGTCTTTAAC------
CGCTCCTCAGGAGGGGACCCAGAAATTGAA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGTATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTGTGGATCAGATTTGG------CAA------
AACCTGACCTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGGCTATATATAC---
ACCCTAATTGAAGAAGCACAACACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCATTAGATCACTGGGCAAATTTATGGAGCTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTATTTTCTATAGTA---------AGTAGAGTTAGGCAGGGATATTCACCA------
TCCTTGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTGTAGAAGGATTGCAAAGGGCTTTTAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCCTTGCTA---TAA 
>KT452194 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAATTCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTAATGCTGTGAATAATAGTACTAATAATAATAGTACTACTATTA
GGGCTAATAGT--------------------------------------------------------------
----------ACTAATAATAATAGTACTGCTATTAGTATGGACATGGAGCCAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCATAGCCATAAAA---------------------------
GATAAGGTGCAGAAAGAATATGCAATA---TTTTACAGACTTGATGTAGTACCAATAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AACAGTACATATTATAGGTTGATAAATTGTAACACCTCAGTCATCACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGT
GTAAC---CAGAAGGAATTCAAT------GGAACGGGAAAATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGTCAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTGGCAACAATACAAGGAGA-----
-GGTATACATATT------------GGACCAGGGAGAGCA---ATG------TAT---ACAAATAAC------
---------ATAGTAGGAGATATA------------AGACGAGCCCATTGT---AACATTAGTGGAGAA---



AAATGGCATAACACTTTAAAACAGATAGTTAAGAAATTAGGA---------------GACCAATTTCCA----
--------------------------------AATGCAGAAAATATAACCTTTAGA------
AATTCATCAGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCAACACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAACGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGTATAATATAC---
TCCTTAATTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAATTAGACAAATGGGCAAATCTGTGGAGCTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGTGGTACAGAGAATTTTTAGAGCT----------------------------
--------TTTCTCCATATC------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KT452218 
GCT---GCA------------------------------------------
GATAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGACACAACA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTGAAG---------AATATGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTTCCTTACGTTGCTCTGAGCTGCAGAATGTTACTAATACCACTAAT-------------
-------------------------------------------------------------------------
-------------------------------GATAGCCTAGGAGCGATGAAGGATATGATGAGA---
AACTGCTCTTTCAATGTTACCACAGGCCTGAAA---------------------------
AATAAGATGCGGAAAGGATATGCACTT---
TTTCATAGCCTTGATTTAGTACCCATAAACAACCGTAAGAATAAA----------------------------
-----------------------------------------------------
AATAATAACAATAATACTACTAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGCTTTGCAATTATAAAGT
GTAAT---GATAGGAAGTTCAAT------GGATCAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGCAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAT---------GCAAAAACCATAATAGTACAGCTAAAA----
-----------GAACCTGTAGTA---------ATTAATTGTACAAGACCTGGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAACA---
CAATGGAATAACACTTTAAAACAGATAGTTGCAAAATTAAGA---------------GAACAATATAAC----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCACAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACATAATATAC---
AACTTAATTGAAAAAGCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAATTTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTAGCTGTTAGCTTGCTTAACGCCATAGCCATAGCAGTAGGTGAG---
GGGACAGATAGGATCATAGCATTTATACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT452245 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGCAAATGCTACTCATGCCAAT-------------------
-------------------------------------------------------------------------
----------------------------AGTAGTTGGGGGAGGATAGAGCAAGGAGAGATAAAA---
AACTGCTCTTTCAATACTACCACAGACAGAAGA---------------------------
GATAAATTTCAGGAAGAATTTGCACTT---CTTTATAAACTTGATATAGTAAAAATAGATAATGAA-------
-------------------------------------------------------------------------
----------------------
GGTAACGACACTTATAGGTTAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTGCATCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTTCAAGACCCAACAATAATACAAGGAAA-----
-AGCATAAATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GACTGGAATAACACTTTAAAAAAGATAGTCACAAAATTAAGA---------------GAACTAGTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAGCGGATCAGCAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCGGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGATATAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCCTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MN486011 
GGG------------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GTAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAAACTGTATAACTGCAACACTTAATGTTACAAGAGATAATGCTACAAAT----
-------------------------------------------------------------------------
-------------------------GATAATGTTACAGTTGGTAACATGACAGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAAT---------------------------
GATAAGAAAAATAAGGTATATGCACTT---TTTTATAAGCTTGATATAGTACCACTTGGGGGG----------
-------------------------------------------------------------------------
----------
AATGGGAGCTCAGAGAATGAGAGCTATAGATTAATAAATTGCAATACCTCATCCATAACACAG---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATCATAGTGCATTTAAAT----
-----------GAATCTATACCC---------ATTGAATGTATAAGACCAGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AAAATTAAAGAAGAC---
ATATGGAATAAAACTTTACAAAGAGTAGCTATAAAATTAAAT---------------GAACACTTT-------
-----------------------------------AATAAAACAATARAATTTAAA------
GCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAG---



TTCAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTTCAGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAAACTATATTTGG------GAC------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAACTATACAAACACAATATAC---
AAATTGCTTGAGGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTAACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACTGATAGGATTATAGAGTTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ912708 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---GAAGAAGCAAAA---
ACTACTCTGTTTTGTGCATCAGATGCTAAAGCTTATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTGGATCAGATGCATCAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACGAATGTTATCAGTAATGATACTACT-------------------
-------------------------------------------------------------------------
-------------------------------AACATCAATAGTACCATAGAGGGAGACATGAAA---
AATTGTTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAGGCACATGCACTT---TTTTATAGACTTGATGTAGTACCACTTACTGAGGGGAAT----
-------------------------------------------------------------------------
-------------
AACAATGGTAATTATAGTAATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCCGTAGGACA---
CAATGGAATACAACTTTACAAAAGATAAGAGAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
AAATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAGGATTTGCTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAATCTGCTTGATACCACAACAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAACAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>EU191613 
AGA---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGAGTTACCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTTACTTTAAACTGTAGAAATGCTAGTGCTACCAATGCTACC-------------------



-------------------------------------------------------------------------
-------------------------------AAAATAGAATCAGGGATGGATGGAGAAATACAA---
AATTGTTCTTTTAATATGACCACAGAACTGAGA---------------------------
GATAAGAAAAGGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTAAATAATAAAAATAAT-
-------------------------------------------------------------------------
-------
ACCAGTAATGATAATAGGACTAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACCCAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATGAGACGTTCAAT------GGAATAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACACGGAATTAAGCCAGTAGTATCAACT---
CAACTCCTGTTAAATGGAAGCCTAGCAAAAGGAGAG------------
ATAATAATTAGATCTGAAAATATAACAGATAAT---------GTCAAAACAATAATAGTGCATTTTAAT----
-----------GAACCTGTAAAC---------ATTACATGTGAAAGACCCAACAATAATACAAGAGAG-----
-AGTGTACGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAG---
AAATGGAATAGAACTTTACAAAATGTAACTAGAAAATTAAAG---------------GAACACTTTCCT----
-----------------------------------AACAAAACAATAAGCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGAAAATTACACAGGAACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGGCAAGTGGGACAATTTATGGAATTGGTTTGGCATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTACTACAAAGAATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MH746230 
GTG---GGG------------------------------------------
GGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGCTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGACATA---
ATCAGTTTATGAGGTCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACACTGTAGTAATGTTACCCTCAATGATAATACTATGAATGGTACTAAT----
-------------------------------------------------------------------------
-------------------------------------------ATCCTCAATGAAGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAATTAAGG---------------------------
GATAAGAAAAAGCAGGAATATGCACTT---TTCTATAGACTTGATATAGTACCACTTGATGGGCAGAAT----
-------------------------------------------------------------------------
----------------------
AACAGGAGTGAGTATAGATTAATAAATTGTAATACCTCAACTGTCACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACAA---------ATTGTGTGTACAAGACCCAACAATAATACAATAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAA------
---------GTAGTAGGAAATATA------------AGACAGGCACATTGT---AACATTAATGAAGAG---
AAGTGGAATAAAACTTTACAAATGGTAAGTAAGAAATTACGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTCAA---
CCACCATCTCCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTCACTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACGCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGAATCACAGTGAGATATGG------GAT------



AACCTGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACACAAACAATATAC---
AGATTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCTTTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAGATGGT
TGGAGTATATAAAGATATTCATAATGGTAATAGGTGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGCCTGCTTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTAGGACAAAGAATTGGCAGAGCG----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>MH746248 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGACGCTAAGGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGCACAGAAGCTAACACAACTGTTACAAAAGCTAACGAA----------
-------------------------------------------------------------------------
-------------------------ACTGTTACCTACAATGATACCATGAGAGGAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAAAAAAAGAAGGTATATGCATTG---
TTTTATAAACTTGATATAGTACCACTTGATAATAATGAGAGTGAA----------------------------
-----------------------------------
AGACCACTTAATGCTAGTGAGAGAAACAACAATTTTAGTGATTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAA---
GCCTGTCCAAAGGTCTCCTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTTTAGCAGAAGAAAAG------------
ATAATAATTAGATCTAAAAATCTAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AGATCTGTAGAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
GCATGGAATGAAACTTTACAAAAGGTAAGGAAAGAATTAGAA---------------AAGTACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCA------
AACCACTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGCCACAATATAC---
AGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTGACATAACAACATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTGTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCGTTGGCTATTAGCCTGTTTGATACAACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>U39233 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTAAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAGACTGTAAGAATGCTAATGCTACCCATAATGGTACT----------------
-------------------------------------------------------------------------
-------------------------------ATTGACAATAGGACCATGGGGGGAGAAATAAAA---



AATTGTTCTTTTAATATAACCACAGAACTGAAA---------------------------
GATAAGAAACAGAGGGCACATGCACTT---TTTTATAGCCTTGATATAGTACAACTTGATGGG----------
-------------------------------------------------------------------------
-------------------------
GGGGGCAGTTATAGATTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACAATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------GACCCTGTAGAA---------ATTGAGTGTACGAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAATA---TTA------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATGAAACA---
AAATGGAATAAAACTTTACAAGATGTAAGTGAAAAATTAGCA---------------AAGTACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTGCA------
CAACCCTCAGGAGGGGATCTAGAAATTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATGATAGCTGGAGT-----------------
-------------------------AATAATAAAACTCTAGGGGATATTTGG------AAT------
AGCACAACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAATCTGCTTAATATCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTATCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>U39237 
GTG---CTG------------------------------------------
GGGAACTCGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTATAAATATTAATGTTACCCGTAATAATACT----------------
-------------------------------------------------------------------------
----------------------------GTTATCCACAATGATACCATGGTGGGAGAAATAAAA---
AATTGTTCTTTCAATGTAACCACAGAACTAAAA---------------------------
GATAAGACAAAGAAGGTACATGCACTT---
TTTTATAAACTTGATATAATACCACTTCATGAGGGGAAGAACAAC----------------------------
-----------------------------------------------
TTTACTGAGAGTGATAACAGTTCTAGAGATTATAGATTAATAAATTGTAATACCTCAGCCACAACACAA---
GCCTGTCCAAAAGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAG----
-----------GATCCTGTAGAA---------ATTGAGTGCATAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCACACGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAAAGCA---
ACTTGGAATAAAACTTTACAAGAGGTAGGTAAAGAATTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAAGACAATAAACTTTACA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCGGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGACAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------



-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGAACAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGACTATTTGTAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTTGCCATTAGCCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGGT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>U39239 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGATGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCACCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACAAATGCTACTACTATCCACAAT----------------------
-------------------------------------------------------------------------
----------------------------------AATATTACCTACAGGGGGGAAGACATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAGCAAGAAGGAGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTAATGAGAAA-------
-------------------------------------------------------------------------
----------------
GATAACAACTCTAGAGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTAACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTGAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAATACAGCTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAGGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAATAAAACTTTACAAGAGGTAGGTAAGAAATTAGCA---------------GAGCACTTCCAT----
-----------------------------------AATAAAACAATAAACTTTACA------
CAATCCTCAGGAGGGGACCTAGAAATTACA---CAACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGTTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAGGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTATACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAGATTTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCCTAGAAGCAGCTTTGCAA---TAA 
>U39246 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGGACCTGTGTGG---AAGGAAGCAACA---
CCTACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAGCTGTACTAATGCTACCAGGAATGGTAATATT-------------------
-------------------------------------------------------------------------
-------------------------------ACCTACAATAATACCATGGAGGGAGAGATAAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAAGAGGGTACATGCACTT---
TTTTATAGACTTGATATAGTACCACTAAATGAAGGGAGTGGCAAT----------------------------



-----------------------------------------------
GCTAATCAGAATAATAGCAATTATAGTGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTTTACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTAACAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACTAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
AACTGGAGTAGAACTTTACAAGAAGTAAGTAGAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAGCAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAGTTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGACATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAAATATACAAAAACAATATAC---
GACCTACTTGAAGTCTCGCAAAACCCGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAATGATTTACTAGCATTGGACAAGTGGCAAAATCTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAATTAATACTAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCCTTGCAA---TAA 
>U39245 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCGCAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATCAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAAGTGTGTAAATGTTACCAAGAATAGTAATGCTACTGTCAATAGT-------
-------------------------------------------------------------------------
----------------------AATGCTACTGTCAACAATAATACCATGGGGGAAGAAATAAAA---
AATTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGGAACAAAAAGTACGTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGGGG-------
-------------------------------------------------------------------------
-------------
AATAATAGTAATTCTAGTTATTATAGATTAATAAATTGTAATACCTCCACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGAAAAT------------
GTAACAATTAGATCTGAAAATATGACAAACAAT---------ATCAAAATAATAATAGTACAGCTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGAAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAACA---
AAATGGAATCACACTTTAGAACAGGTAATGGAAGAATTAAAA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACGTATGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTATACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAGAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAATCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGGAGGGCT----------------------------
--------ATTTGCAACATA------CCTACAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>U39251 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGAATCAAATGTATCAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTAGTAAAATTAATGTTACTGCTCTTAACGCTACTGCT----------
-------------------------------------------------------------------------
-------------------------TACAGTAATGAAAATGATACCATGGTGGGCGAAATGAAA---
AATTGTTCCTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCGGGCATATGCACTT---TTTTATAAACTTGATATAGTATCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTAACACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGGCGTTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
GTAATAATTAGATCTAAAAATCTGTCAAACAAT---------GCCAAAATAATAATAGTACATCTTGAT----
-----------AAATCTGTAGAA---------ATTACGTGTACGAGACCCAACAATAATACAAGGACA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GCATGGAATGACACTTTACAAAAGGTAAGAACAAAATTAGCA---------------GGATACTTCTCT----
-----------------------------------AATGCAACAATAGAATTTACA------
CAACCCGCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGGAGATATTTGG------AAC------
AACATGACCTGGATACAGTGG---GATAGAGAAATTAGCAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACAAAGAAGTGTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>JN692434 
GTG---ATG------------------------------------------
GGGGACTTGTGGGTCACAGTATATTATGGGGTACCTGTGGGG---AGAGAAGCAAAA---
GCTGCCCTATTTTGTGCATCAGACGCTAAGGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATGCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTCTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATCAGGATATA---
ATAAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAACGTTA---
ACCCCACTCTGTGCTAAATTAAACTGCAGTGATGCTAAGCTTAAGAATGTTACTTACATTGGAGACATAGAGG
GAGGGATT-----------------------------------------------------------------
----AGTAACTACATTAATATTAGTAACCACAACAAAACTGAAGGCAACATTCCAGAAATAAAA---
AATTGTTCTTTCCATATGACCACAGAACTAAGA---------------------------
GATAAGCAAACGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAAAATGAGAAT----
-------------------------------------------------------------------------
----------------
AAGAGTGGTAATGGTTCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCCAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTTTGCGATTCTAAAAT



GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATATATCAGACAAT---------GCCAAAACAATAATAGTACAGCTTAAG----
-----------ACACCTGTAAAA---------ATTAATTGTACGAGACCCGGCAATAATACAAGAAAA-----
-AGTATAGGGATA------------GGACCAGGACGAGCA---TTC------TATGCAACAGAGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGGGAA---
GAATGGAAAGTGACGTTACAAAATGTAAGAGACAAATTAGCA---------------AAGTATTTCCCT----
-----------------------------------AATACAAACATAAGTTTTACA------
AAACACTCAGGAGGGGACCCAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
-------------------------CATAATAAATCTCTAGGAGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATCAATAATTACACAGACACAATATAT---
AGGTTGCTTGAAATATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGAGTTATTAGAATTGGACAAGTGGCAAAGTCTGTGGACTTGGTTTGACATAACAAAATGGT
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATATTC---------CATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGTTTGATACCACAGCAATAATAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGTAGTAAGAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY727522 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATCAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACTACTGCTAACAGAACTATTATTGGCTACAATAACCAA-------
-------------------------------------------------------------------------
----------------------ACTATTAAATACAATGAGACCATGGAGGTGGGACAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAGGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAGGATGGG-------
-------------------------------------------------------------------------
-------------
AGTAATAACACTTATGATAATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTAAAAATATATCAGACAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACGAGACCTAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
GCATGGAATAAAACTTTACAAGAAGTAAGTACAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACA------
AAGAGCTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTATGGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGGCACAATATAC---
ATGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTGACATAACAAGTTGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAATTAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCCTCAGCATA------CCTAGAAGAATAAGACATGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY727523 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGCACGAATGCGGAGGGTAACAGCACTACTACTAACAGAACTAGTAACA
GC-----------------------------------------------------------------------
----------ACTACTACTAACAGCACTAGTAGTAAAAATGATACCATGAGGGGAGAAATAAAA---
AAGTGTTCTTTCAATATGACCACAGAACTAAAA---------------------------
GATAAGAGCAAAAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCAATTAATACTACGGAG----
-------------------------------------------------------------------------
-------------
AGTAATAGAACTTATGAGAATTATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---GAGAAGACATTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTAAAAATCTAACAGACAAT---------GCTAAAACAATAATAGTACAACTTAAG----
-----------GAACCTGTAGAA---------ATTACTTGTACAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCCTTAATGAAACA---
ACATGGAATAGAACTTTACAAGCAGTAGGAGAAAAATTAGCA---------------GAGCACCTCAAT----
-----------------------------------AAAACAACAATAAAATTTGCA------
AACCACTCAGGAGGAGACTTAGAAGTTGTA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAGTACTATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCATAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGAATTGGTTTGGTATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTGTGCTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAATACAAAGAGTTTGGAGAGGC----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGTCAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY727524 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCCAAGGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTGGTTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGATAATGACATGGTGGATCAGATGCATCAGGACATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAAACTGCACGAATGCCAGCACCATTAATGCTACT-------------------
-------------------------------------------------------------------------
-------------------------------AGATACAATAGTACCGTGGGGGGAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAACTAGAA---------------------------
GATAAGAAAAATAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGAATGAGAGT----
-------------------------------------------------------------------------
----------
GATAGCAATTCTAATTATAGTGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTAAAAATATAACAGACAAT---------GCCAAAACAATAATAGTACAGCTTAAA----
-----------GATCCTGTAAAT---------ATTACTTGTGTGAGACCCAACAATAACACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAAAGCA---
GCATGGAATAAAACTTTACAAGAAGTAAGTGAAAAATTAAAA---------------GAGTACTTCCCT----
-----------------------------------AATAAAACAATAAATTTTACA------
AAACCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACGAGGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCACAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAATGGCAAAGTCTGTGGAGTTGGTTTGGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGTGACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY727525 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACGTTAAACTGCAGTGAAGCTAACATAACCAGTAATGCTAACAGC-------------
-------------------------------------------------------------------------
-------------------------ACTAGTAACTACACTGATAACATAAAAGGAGAAATGAAA---
AATTGTTCTTTCAATATGACCACAGACCTAAGA---------------------------
GATAAGAAAGAGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGGAGT----------
-------------------------------------------------------------------------
-------------------
AGAAACACCTCTGATTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATGATTAGATCTAAAAATATAACAGACAAT---------GCTAAAATAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTAACTGTACGAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
GCATGGGGAGAAGCTTTACAAGGGGTAAGTAAAAAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AACAAAACAATAATCTTTAAA------
AATCACACAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGCTTGCTTGAAAAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTATTACAAGCAATTTGGAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCATTTTTGCAA---TAA 
>JX140663 



GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTTTGTGCCTCAGACGCTAAGGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAATCCACATGAAATGATTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCAGCAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAAACTGCACGAATGCTACCAGTACCCCACTCTGTGTTACTCCAAACTGCACGA
ATGATATCCGT--------------------------------------------------------------
-------------ACTACTGCTAACAGTACTAAGAACAACAGTAGTATTAGTAAAGAAATGATG---
AGTTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAAGAGAAGGTAAATGCACTT---
TTTTATAAACTTGATATAGTACCACTTAATATTAGTTCGGGTAAT----------------------------
--------------------------------------
AATAATAGCTCTGATGATAATAACAGTTCTGGTAAATATTATAGGTTAATAAATTGTAATACCTCAGCCGTAA
CACAG---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACCTTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCGACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTCAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAGAACA---
GCATGGAACAAAACCTTACAAAGAGTAAGTAAAAGATTATCA---------------GAGTACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
AGACACTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAGGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTGGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTAGTCTGTTTGATACCGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX181929 
GTG---ACA------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTGATGTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACCAATGTAAAAGTTACCAATGGTACCGGGGAGGTAAAAAATAATA
CC-----------------------------------------------------------------------
-------------------------------------------ATGGAGGAGGTAGTAATGAAG---
AATTGTTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGCAAAAGAAGGTACATGCACTT---
TTTTATAGACTTGATGTAGTACCACTTAAAGAGGATAATAACACT----------------------------
--------------------------------------------------
TCTGAAAATAGTAACACTTCTGTTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAAGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTAAAAATCTAACAGACAAT---------GCCAAAACAATAATAGTACAGCTTAAG----



-----------GAACCTGTAATC---------ATTAATTGTACGAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TAC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGGAAAA---
GCATGGAATAAAACTTTACAAGAAGTAGGTGAAAAATTAGCA---------------GAGCGCTTTCCT----
-----------------------------------AATAAAACAATAGAATTTACA------
AAACACTCAGGAGGGGACATAGAAATTGTA---ACTCATAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGTAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTAAAGATTATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTATACAAATACAATATAC---
ACATTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAGTTATTAGCATTGGATAAGTGGCAAAATCTGTGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATACTACAGAGAATTTGCAGAGGT----------------------------
--------ATCTGCGAAATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX181930 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AGAGATGCAAAA---
ACTACTCTATTTTGTGCATCAGACGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACGAGAAATGGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAAATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAACCTGCATGAATGTTAACAGCAGTCGTGGTAATGACACT-------------
-------------------------------------------------------------------------
----------------------------CATAACGGCACTGCTAACATGGTGGAAGAAATGAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAGGAAAGAGAGGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
----------------------
AATGATGGAACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTACTCCAGCGGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTAAAAATATAACAGATAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGATTTAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCTGGACAGACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCATCTTGC---ACCCTTAATGAAACA---
GAATGGAATAAAACTTTAAAAGAGGTGAGAGATAAGTTAAGA---------------AGGCACTTCCCT----
-----------------------------------AATAGAACAATAAGCTTTGCG------
AATCATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AAATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATCTATTAGCATTGGACCAGTGGAAAAATCTGTGGACTTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATGGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTATTACAAGGAATTGGCAGAGCT----------------------------
--------ATATATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX181931 
GGG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---



ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGATATGGTGGATCAGATGCACCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCGCTCTGTGTTACCTTAAATTGCACGGATGTTAAGAGCCTCAAT-------------------------
-------------------------------------------------------------------------
----------------------------AGGACCATGAATGAGACCATGAAGGGAGACATGAAA---
AATTGTTCTTTTAATGCAGCCACAGTACTAAAA---------------------------
AATAAGAGACAGAAGGTATATGCACTT---
TTCTATAGACTTGATGTAGTACCACTTAATGAGAGGGAAAATAATGCT-------------------------
-----------------------------------------------------------
TCTGGTAATTATAGTGATTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTACTCCAGCGGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGACAG------------
ATAATAATCAGATCTAAAAATATATCAGACAAT---------ACCAAGACAATAATAGTACAACTTAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGCGCCACA---
GCATGGAATAAAACTTTATACAGAGTGGCTGAAGCATTGGCA---------------AAGTACTTCCCT----
-----------------------------------AACAGCACAATAAACTTTACA------
GAGCCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGACTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTAATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTTGTTTGCTATTGGTCTGTTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATCTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTACGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX181932 
GTG---ATG------------------------------------------
GGGAACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTTTGTGCATTAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGATCCACAAGAATTGTTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGCACTAGTAACATTAATATTATCAACAGCACTAGTAACAGTAATGTTA
ATAATACTACT--------------------------------------------------------------
-------------------------------------ATCAATAACACCACGGGAGAAATAAAA---
AATTGTACTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAGACATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGAAATGAG-------
-------------------------------------------------------------------------
----------------------
AGCAGTAACAATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCAGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGGAGAA------------
ATAGTAATTAGATCTAAAAATTTAACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------ACATCTGTAAGA---------ATTAATTGTACGAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TACGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---



GAATGGAATAGAACTTTACAGGAAGTAAGAGAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAGAACAATAAAATTTGCA------
AAACACTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAGGAGATTTGG------GAG------
AATATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAT---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTAGCATTGGACAAATGGCAAAATCTGTGGTCTTGGTTTGGCATAACACGTTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGGA---
AGAACAGATAGGATTATAGAATTAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAGCATA------CCGAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KX181933 
GTG---AAG------------------------------------------
GGGAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACCTTATTTTGTGCATCAGATGCCAAAGGATATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACTGAC---
CCCAGTCCACAAGAACTGTTTTTGAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGCACTGCAGCTAATAGAACTCTTATTCAAAGAAATTTTACTACA----
-------------------------------------------------------------------------
----------------------GGAGGTTCTACCTATACGGATAGCACGGTGGGGGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAGGTACATGCACTG---
TTTTATAGACTTGATATAGTACCACTTGATGAGAAGAGTAATAACGCT-------------------------
-----------------------------------------
TCTGGTAGCAATAACACTGTTGCTAATGCCACGGAATATAGATTAATAAATTGTAATACCTCAACCATAACAC
AA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGCTCTAAAAATCTATCAAACAAT---------GCTGACAATATAATAGTACATCTTAAT----
-----------AGATCTGTAGAA---------ATTAATTGTACAAGACCCAATAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGA---
GCATGGAATGAAACCTTAGAGGAGGTAAAGAAAGCATTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTACA------
AACCACTCAGGAGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGTTTCAGGCAAGATTCCTGGTTATAGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCAGGAGGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTGGCATAACAAACTGGC
TTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGGAGTACAAAGAATTGGGAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>KX181934 
GGG---AAG------------------------------------------
GAGAACCTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACCCTATTTTGTGCCTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---



CCCAATCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACAAATGCTAACAGCACTACTGCTAAC-------------------
-------------------------------------------------------------------------
-------------------------AGTACTATGGCTAACAGCACTATCATGGGAGAAATAAAA---
AATTGTACTTTCAATATGACCACAGAAGTAAAA---------------------------
GATAGGAAAAGCAAGGTACAAGCACTT---TTTTATAGCCTTGATGTAGTACCAATTGAGAATGGGGAG----
-------------------------------------------------------------------------
----------------------
AATAACAATTCTTATAGATTAATACATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGTCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTAAAAACATAACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGCACGAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
GCATGGAATAGAACTTTACAACTAGTAGGTAAAAAATTAAAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATACAATTTACA------
AAGCCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAGATCTCAAGAAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAACTACACAGGAGAAATATAC---
AGATTACTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGTCTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGGGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX181935 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGATTTGGAA---------AACGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGCACAAATGCTAACAGAACTGTCTTCAATGATACC-------------
-------------------------------------------------------------------------
-------------------------------GTGGTGGAAAACATAAAAAAGGAAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCGCAGGAAGGTACATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAAGAAAAATAATGGCACTTCT-------------------------
-----------------------------------------------
GATGAGGAGAGTGATGGCACTTTTAATAATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTAAAAATCTAGCAGATAAT---------GTCAAAACAATAATAGTTCATCTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACGAGGTTCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAATA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTTGGACA---
GCATGGAATAGAACTTTACAAGAGGTAAGAGGAAAGTTAACA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCA------



GAGCACGCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTTCTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KX181938 
GTA---AGG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAATAATGACATGGTGGAGCAGATGCATCAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACGTTACACTGCGTGAATGTGAATGTGACTGTTAAAAACCGCACT-------------
-------------------------------------------------------------------------
-------------------GAGATCACTAAAAACCTCACTGAGGACATAAGAGGGGAAATGAAA---
AATTGTTCTTTTAATACAACCACAGAACTAAGA---------------------------
GATAAAAAAAGGGAAGCATATGCACTG---TTTTATAAACTTGATATAGCACCACTTAATAGTCAGAATGAG-
-------------------------------------------------------------------------
----------------------
AACACTTCTTCTTATAGATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCGGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAAAT------------
ATAACAATTAGATCTAAGAACATAACAGACAAT---------ACCAAAATAATAATAGTACATCTTAAG----
-----------GAACCTGTACAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAGGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAATA---
GCATGGAATAAAACTTTACAAGAGGTAGGCAAAGAATTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACA------
AATAGCTCAGGAGGGGACCTAGAAATAGCA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTTTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAAAAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAATCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTAGTTATTAGTTTATTTGATACTGTAGCAATAGCAGTAGCCGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>KX181939 
GTA---AGG---GGG------------------AAT---GAA---AAG---
GAGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAGAATTTGAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---



ACCCCACTCTGTGTTACGTTAAATTGCAGTGATGCTAACAGAACTAGAACTGGTGACCACAAAACTACCGACT
CCACTAGCAAC--------------------------------------------------------------
----------------ACTAGTAACAACAGTAGCTACAAGGATGACATGAAGGGAGAAATAAAA---
AACTGTTCTTTCAATGCGACCACAGAAATAAAT---------------------------
GATAAGATAAAGAAGGTACATGCACTC---TTTTATAGACTTGATATAGTACCACTTAATGAA----------
-------------------------------------------------------------------------
-------------
AGTGAGTATGGAAAAAATTCTTATATGTTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAATGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATATATCAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------ACTCCTGTAGAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAAGT---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
CAATGGAATGATACGCTAAAAAAGGTAGGTGAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
AGTAGTGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACACATCTGCACCACTGCCGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGAAATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAGGACAATATAC---
GAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACTTATTAGAATTGGACAAGTGGAACAATCTGTGGAATTGGTTTGGCATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX181940 
GTA---AGA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAAAT---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTTTGTGTTACGTTACACTGCAGTGATGCTAAGGATAATGCTACTGTCAATAATAATGCTACTGTCA
ATAACAGCACT--------------------------------------------------------------
----------------------------------------------------GATGAAATAAAA---
AATTGTACTTTCAATATAACTACAGAAATAAGA---------------------------
GATAAGAAAAGGCAGGTGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTAGTGATGAA-------
-------------------------------------------------------------------------
----------------
CCTAACAATTCTAGAGATTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATCCCTATACATTATTGTGCTCCAGCAGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGCACACATGGAATTAAACCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACATAGCTGACAAT---------GCCAAAACAATAATAGTACAGCTTAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
GAATGGGAAGAAACTTTACAAAAGGTAAGGAACAAATTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTACA------
AGACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATTCTAGTTGGAGT-----------------



----------------------------AATAAATCTCAAGAGGATATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACATACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAGAATCTGTGGTCTTGGTTTAACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCC------
TTGTCATTTGCTATTAGCCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAGGAATTGGGAGAGCT----------------------------
--------ATCTACCACATA------CCAAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU749391 
GTA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGATGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGCCTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACGTTACAATGCAGTTCTGTTACTAACAGTTCTATTGCTAACCAAACTAATAATGAT-
-------------------------------------------------------------------------
----------------------AATAATAGTAGTATAGAAAGAGAAATGGAGGGAGAAATAAAA---
AATTGTACTTTCAACATGACCACAGAAATAAGG---------------------------
GATAAGAAAAAGAAGGTACATGCACTT---
TTTTATAAACTTGATATAGTACCACTTAATCCTTCTAGTAAAAAT----------------------------
-----------------------------------------------------
TCTTCTAGTAACAAGTCTGAGGATTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCTATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTCAAGT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTATTAAATGGGAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATATAACAAACAAT---------GTCAACACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACGAGACCCAATAATAATACAAGAGAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTT------TATGCATCAAGAAGC------
---------ATAATAGGAGATATA------------AGACAAGCCTATTGT---AACGTTAGC---GCA---
GCATGGGGAGAAACTTTACGTAAGGTAGCTCAACAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
AGTAACGCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAATAACTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAGTTATTAGCATTGGACAAATGGCAAAATTTGTGGACTTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATTGGATTATAGAGGTAATACAAAGAATTGGGAGAGGT----------------------------
--------GTCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT427678 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACCCAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACCTTAACCTGCACTGATGCTAATGTAACTGGTAGTACTAATASWRCT----------
-------------------------------------------------------------------------
-------------------------------------------RYYAKKAAGGGAGAAATAAAA---



AATTGTTCTTTCAATATGACCACAGAATTAAAT---------------------------
GATAAGAAAAAGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAATGAG-------
-------------------------------------------------------------------------
-------------
AGTAAGAGTAACACTTCTGATTATAGATTAATAAATTGTAATACCTCAACAGAAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAA---GATAAGACATTCAAT------GGAACAGGACCATGCAAAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAGTGATTAGATCTGAAAATCTAACAAACAAT---------GCCAAAACAATAATAGTACAACTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTACAGCA---
GCATGGAATAAAACCCTACATGAAGTGAAAAGAAAATTAAAA---------------GAGCTCTTCTCT----
--------------------------------------AAAAACATAAGCTTTGCA------
AAACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACATGTAGAGGAGAA---
TTTAAACAGCTTCAGGCAAGAATCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTACCGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAGACAACATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAAACAGCAGGAG----------------------------------------
-----------------------------
AGAAACGAACAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTAGCATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATGCCACAGCAATAATAGTAGCTGAA---
GGAACAGATAGGATCATAGAGATAATACAAAGATTTTGCAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>KT427736 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTGCCGGTGTGG---AGAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTAGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCACGAGTGTAACTAACAATGAT-------------------------
-------------------------------------------------------------------------
-------------------------------------------ACCACAGGGGGAGAAGTAAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGCAAAAGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------
ATAACCAATTCTAGTGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGGAATTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAGGAGAT------------
ATAATAATTAGATCTAAAAATATAACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTATTTGTACGAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGTAGAAAA---
GCATGGCTTGAAACTTTACAAAAAGTAGCAAAAAAATTAGTA---------------GGGTACTTCCCT----
-----------------------------------AATAAAAAAATAAGCTTTAAA------
AACCACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAGGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACATACACAATATAT---
GACTTGCTTGAAAAATCGCAAAACCAGCAGGAG----------------------------------------



-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAATATAACAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCCATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAATACAAGCAACTTGGGAAGGC----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT427800 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATAAGACAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGATTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAACCTGCACTAATGCTAATACTACTGTTACTAATACCACTAGT----------
-------------------------------------------------------------------------
-------------GCTACTACTATTAATAATACCATGGGGAAAGAAATAAGGGGAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
-------------
AATGATAGTAACAATTCTGATTATAGGTTAATAAATTGTAATACCTCAGCAGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGCAAAAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAC------------
ATAGTGATTAGATCTAAAAATCTTACAGACAAT---------ACCAAAACAATAATAATACACCTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAATAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ATCATTAATAAAGCA---
GCATGGAATAAAACTCTACAAAAAGTAGGTAGAAAGCTAGCA---------------GAGCGCTTCCCT----
-----------------------------------AATAAAACAATAAAGTTTACA------
AAACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACATGTAGAGGAGAG---
TTTAAACAGCTTCGGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACACAATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAACGAAAAAGAATTATTAGAATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTAGTATATCAAGGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GCAACAGATAGAATCCTAGAAGTAATACAAGGATTTTGGAGAGCG----------------------------
----------------------------------AATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KU749392 
GTA---ATG------------------------------------------
GGGAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATATGGGAAAATGACATGGTGGATCAAATGCATCAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTAAATTGCACTAATGCAAGAAATGGCACTAATGTTAACGAAACT----------
-------------------------------------------------------------------------
----------------------------AAGGATATAAACCCTAACATAAAGGAAGAAATACAA---
AATTGTTCTTTCAATATGACCACAATACTAAGG---------------------------
GATAAGAGAGAGAAGGTACATGCACTT---TTTTATAAACTTGATCTAGCACCACTTGACAATGAGGCTAAT-
-------------------------------------------------------------------------



----------
GGCACTTCTAATGGCACTTCTACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCAGGTTATGCGATTCTAAAGT
GTATT---GATAAGAAATTCAAT------GGAAAAGGACAATGTAAGAAT-----------------------
-GTCAGC---ACAGTTCAGTGTACACATGGAATTAAACCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAAATCCAAAAATATATCAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAGTCAGTAGAA---------ATTAATTGTACTCGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAT------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---TCCATTAATGGAACA---
GCATGGGAAGAAACTTTACAAGAGGTAGCTAAGAAATTAGTA---------------GAGCAATTCCCT----
--------------------------------AATGCTACAAATATAACATTTCAA------
AGGCACTCAGGAGGAGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AAATTGCTCGAAGTCTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTGACATAACACATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGTAGTACAAAGAATTTGGAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGGAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU749393 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACGCTACGCTGCAGTGATGCTAAAAGCAATCACAGCAATATCAATAGT----------
-------------------------------------------------------------------------
-------------ACACAGGGGGCCAAATCTCATGAAATCAATATTACACAGGGGGAAATAAAA---
AATTGTACTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAAAGGAAGGTACATGCACTT---
TTTTATAGACTTGATATAGTACCACTTGAGGAGAGAAAGAACACA----------------------------
--------------------------------------------------------
AGCAATAACAGTTCCAGAGACTACAGATTAGTAAATTGTAATACCTCAGCTATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATCATAATTAGATCTAAAAATTTAAAAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAT----
-----------AACTCTGTGGAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAGAA-----
-AGCATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAGCGCATATTGT---ACCATTAATGGAACA---
TTATGGTACACAACCTTACGAGAGGTAGAAAGAACCTTAGCA---------------
AAGCACTTCAATGATACA------------------------------AAGAATACAACAATAAAATTTGCA-
-----AATCACTCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAATAACTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTAGACAAATGGCAAAATCTGTGGACTTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---



GTGCTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MK041570 
GTA---ACA------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCTAAGGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGTTTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTAAACTGCACGGATGTTACCAGAAATGATACCCACAAAAATAATACCCACAATA
ATACCACGGGT--------------------------------------------------------------
----------ACCCACAATGTTACCATGAATACCTACAATGAGACCACGAAGGACCAAATGAGA---
AATTGCTCTTTTAATATAACCACAGAAGTAAAA---------------------------
GATAAGGAAAAGAAGGTACATGCACTT---
TTTTTTAGACTTGATATAGTACCACTTGATGAGAAAAATGATGCTAAT-------------------------
-----------------------------------------------------
AAGTCTAATGGCGCTTATGGGAATTATAGATTAATAAATTGTAATACCTCAGTCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATCCTAAAGT
GTAAA---AATAACACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTATCAGAAGGAGGG------------
ATAATAATCAGATCTAAAAATATAACAAACAAT---------GCCAAAACAATAATAGTACATCTTGAT----
-----------ACACCTGTAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAAGAGACATA------------AGACAAGCACACTGT---AACATTAGTAAAACA---
GACTGGAATGACACTATGCACAGAGTAAGAGAAAAATTAAAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGAT------
AACAGCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATCTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACACACACAATATAC---
AGTTTGCTCACAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAGGATTTACTGGCATTGGACAAGTGGCAAAATCTGTTTAATTGGTTTAACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTAGTCTACTTGATACCACAGCAATCATAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAGGAATTTGGAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>MK041576 
GTG---ATG------------------------------------------
GGGAATTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACTGAC---
CCCAGTCCACAAGAAATGCTTTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATGACATGGTGGAGCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACTACTGTTAAAGGAAATTCTACCCACAATAAT-------------
-------------------------------------------------------------------------
----------------------------GATACCATGAAGGAAGAAATGAGGGGAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGG---------------------------
GATAAGGAAAAGAAGGTACATGCACTG---TTTTATAGACTTGATATAGTACCACTTGATGAGAAG-------
-------------------------------------------------------------------------
----
AGTAATAACACTTCTAGCAATTTTAGTGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTCAAGT



GTAAA---GATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTAACAAACAAT---------GCCTACACAATAATAGTACAGCTTAAT----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGTAAAGCA---
GCATGGAATAAAACTTTACAACAGGTAGGTGAAAAATTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTACA------
AMCCACTCAGGCGGGGATCCAGAAATTACC---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACGAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACATAATATAC---
AGTTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTAGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGATTATAGAAGGAGTACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>MK041550 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATGACATGGTGGAGCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTTACGCTACACTGCGGGAATGTGAATGTTACCAACGGGTCTAATGTTACCAAC-------
-------------------------------------------------------------------------
-------------------------AGGCATGACGGCAACATTACCACGGGGGAAGAAATGAAA---
AATTGTTCTTTTAATGTGACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAACACATGCACTC---TTTTATAGACTTGATATAGTACCACTTAATGGGAATGGG----
-------------------------------------------------------------------------
-------------
AGTGATAGCAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTACGCGATTCTGAAAT
GCAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGGTCTAAAAATATAACAGACAAT---------GCCAAAATAATAATAGTACATCTGAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAGGCATCTTGT---ACCATTAATAAAACG---
GCATGGGAGAAAGCTCTACACAACGTAAGTGAAAGCTTAAGA---------------AAGCACTTCCCT----
-----------------------------------GGTAAAACAATAAAATTTGCA------
AATAGCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAC------
AACACGACCTGGATGCAGTGG---GATAGGGAAATTAATAATTACACAGAGACAATATAC---
CGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTGGCATTGGACAAATGGCAAAATCTATGGACTTGGTTTGACATAACAAACTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAAGTAATACAAAGAAGTTGGAGAGCT----------------------------
--------ATCTGCAACATCCGTG--CTTAGAAAAATAAGACAAGGCTTTAAAGCAGCTTTGCAA---TAA 
>MK041553 
GTA---AAA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGCTATTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGCTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGTGTTACGTTACACTGTAGCACTCTAAATAATGTTAATACTACAGGTAATGGTAGCACT----
-------------------------------------------------------------------------
-------ACAAGTAGTAATAGCACT------------------------------GAAATGAGA---
AATTGTACTTTCAATATGACCACAGAGTTAAGA---------------------------
GATAAGACAAAGAAGGTACAGGCACTC---TTTTATAGGTCTGATATAGTACCACTTAATGACAAT-------
-------------------------------------------------------------------------
----
TCTAGTACTGGTGACAATTCTAGTGTTAGTTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATATAACAGACAAT---------GCCAAAACAATAATAGTACAGCTTAAG----
-----------ACACCTGTAAAT---------ATTAATTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GCATGGAATAAAACCTTACAAGAGGTAGCTGAAGCATTAAGA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
AAACATTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCTTTGGACAAGTGGCAAAATCTGTTCTCTTGGTTTGACATAACATATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGAGAGCT----------------------------
--------TTCTGCAACATA------CCTAGGAGAGTAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>MK041561 
GTA---ATG------------------------------------------
GGGAACCTATGGGTCACAGTATATTATGGGGTACCTGTTTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAATTGGAGTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACGTTAAACTGCAGTAATGTTAATGTTACCAGAACTAATGTTAGCAGCAGCATTAATG
GTAGCAGCACT--------------------------------------------------------------
----------------------------CCTAATTACAATAGTAGCATGGGGGAAGACATGAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAGGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGGGAA----------
-------------------------------------------------------------------------
----------------
GAGAGTAATGAAACCACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCAGGTTTTGCGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATAGAATTAAGCCAGTGGTATCAACC---



CAACTATTGTTAAATGGTAGTCTAGCAGAAGAAAGG------------
ATAGTAATTAGATCTAAAAACATATCAGACAAT---------GCCAGAACAATAATAGTGCAGCTACAG----
-----------ACACCTGTAAAC---------ATTACTTGTACGAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGTCCAGGACAGACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGAGGAACA---
GCATGGAAAAAGACTTTAGAAGATGTAAGTAAAAAATTACAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAC------
AGGAGTTCAGGAGGAGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAAACTAAAGATGAAATTTGG------GAG------
AATATGACCTGGATGCAATGG---GATAGAGAAATTAGTAACTACACAAACACAATATAC---
TTGTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTGTTGGCATTGGACAAGTGGCAAAATCTGTTTAACTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCA---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGGAGAGGT----------------------------
--------TTCTGCAACATA------CCTAGAAGGATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>MK041563 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAACATATGATACAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGATAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACGTTAACCTGCAGTAATGTTAACAGAACTAGTAATGACACTGACAAAACTAGTAACC
ACACTGGTAGC--------------------------------------------------------------
-------------------------AGGGGGGAAATGAACACTGATAGCAAGGAGGAAATGAAA---
AATTGTTCTTTTAATATGACCACAGAATTGAGA---------------------------
GATAAGAAAAAGGAGGTACGTGCACTT---TTTTATAGACTTGATGTAGTACCACTCAAGAATGAG-------
-------------------------------------------------------------------------
-------------
AGTGATGATGGCACTGGGGAATATAGATTAATAAATTGTAATACCTCAGCCACAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGATCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATATAACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACGAGACCCAACAATAATACAAGGGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAAAGCA---
AAATGGGAAAAAGCCTTACAAGGGGTAAGTGAAAAATTAACA---------------GAGTACTTCCCT----
-----------------------------------AACAAAACAATAAATTTTACA------
AAGTCGTCAGGAGGGGATCTAGAAATTACA---ACGCATAGCTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATTATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAATAACTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTTGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGTGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAG 
>MK041564 



GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTGAATTTGACA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGGAGAATGACATGGTGGAGCAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTTACTTTAAACTGCACGAACGTTAATAGCACCCTCAAT----------------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAGTGAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAAGCAGGTATCTGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAACAAC-------
-------------------------------------------------------------------------
----
TCTAGTGAGGATACTAACACTTCTAGGGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGATTTGCGATTCTAAAGT
GTAAG---GATGAGACATTCAAT------GGAACAGGACCATGCAATAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAACAGGAG------------
ATAATAATTAGTTCTAAAAATATAACAGACAAT---------GCCAGGACAATAATAGTACATCTGAAG----
-----------GATCCTGTAAAA---------ATTAATTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGGG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAGACA---
GAATGGAAGAAAACTCTAGATGATGTAAAAGGAAAATTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAGAACAATAATATTTAAT------
CAATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATAATATTTGG------GGG------
AACCTGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACACAATATAC---
AGGTTACTTGAAGTCTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAGCAGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGTCTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTTTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>U52953 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGACGCTAAAGCATATGATGCAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGAACAGATGCATCAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACGTTACACTGCAGTAACAGAACTATTGACTACAATAAC-------------------
-------------------------------------------------------------------------
----------------------------------AGAACTGATAACATGGGGGGAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAGAGAGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGAATGAG-------
-------------------------------------------------------------------------
-------------
AGTAGTAACACTTCTGGTGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAATACAGTGTACACATGGAACTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAC----
-----------GAATCTGTAGAG---------ATTAATTGTACGAGACCCAACAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GCATGGAACAAAACTTTACAAGAGGTAGGTAAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAGCAATAAAATTTGCA------
AAGCACTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGGTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGACTTATTAGCATTGGACAAGTGGCAAAATCTGTGGACTTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAAAGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTCATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATACGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443088 
GTA---ATA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTATTAATGTTACTAATGCTACC-------------------------
-------------------------------------------------------------------------
----------------------------------------AATGTTACTAATGCTGACTATAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAGAAAGAAAGAATATGCACTT---TTTTATAGACTGGATATAGTACAACTTGGGGAGAAT-------
-------------------------------------------------------------------------
----------------
AATGCCAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---ACTAAGACATTCGAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGTAGTCTATCAGAAGAAGGG------------
ATAGTAATTAGGTCTGAAAATATAACAAACAAT---------GCTAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATCGTGTGTACAAGGCCCGGCAATAATACAAGAAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAACT---
AAATGGAATAAGACCTTGAGCAGGATTGGGGAAAAATTAAAG---------------GAACACTTCCCT----
-----------------------------------AATAAAACCATAAGATTTAAC------
TCATCTGCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTTCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGGAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAACACAATATAC---
AGGTTGCTTGAAAACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTATCATTTGCTATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCGATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCAA---TAA 
>AF443089 
GTA---GTA------------------------------------------
GGGGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTTTAAACTGTACAAGTATCAATGGTACCCACAAAGTT-------------------
-------------------------------------------------------------------------
-------------------------------ACCAATAATGATACCTTGTATGGAGAGATAAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAGGAAGGAACATGCATTG---TTTTATAGACTTGATATAGTACCACTTGATGAGAAGGAT----
-------------------------------------------------------------------------
----------
AACAAGTCCAGTAATTTCAGTAACTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCAATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTACCAACA---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAGCTCTGACAAACAAT---------GCTAAAACAATTATAGCACGTCTTAAT----
-----------AAATCTGTAGAA---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAT------
---------ATAATAGGAGACATA------------AGGGAAGCACATTGT---AACATTAACAAAGAA---
AAATGGAATAGCACTTTACAAGGGGTAAGGGAAAAATTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAAAAATATAACATTTGAA------
CCATCCTCAGGAGGGGACCTAGAGATTACA---ACGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCATTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGAGATTTGG------GAC------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CGAAATGAAAGAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTGGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATAGTATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTCTAGAAGCAGTACAAAGAATTTGGGGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443092 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAGGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAACAATGTTACCACCTACAAT-------------------------
-------------------------------------------------------------------------
----------------------------------------GGTACCTACAGTGATGGAATGAAA---
AGTTGCTCTTTCAATATTACCACAGAACTAAGA---------------------------
GATAAGAGAAGGAAAGAATATGCAATT---TTTCATAGCCTTGATATAGTACCACTTGAGAAT----------
-------------------------------------------------------------------------
----------------
TCTGAGAATTCCAGTGAGTATAGACTAATAAAGTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGA---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATATAACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAAACGGTAGAT---------ATAGTGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTAAAACT---
AAATGGGAAAATACCTTGCACATGGTAAGTGAAAAATTAAAA---------------GAGAACTTCCCT----



-----------------------------------AATAAAACAATAGTATTCAAC------
TCATCCGCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAG---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------ACCAGAAATTACAGTGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGATATAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGATAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTGTTAGTCTGCTTGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAAGTAACACAAAGAATTTGTAGAGTA----------------------------
--------ATCAGGAACATA------CCTAGAAGAATAAGACAGGGCGTTGAAGCAGCTTTGCAA---TAA 
>AF443093 
GTA---ATG------------------------------------------
GGAAATTTATGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACGTGGTGGATCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACAATGTAGTAATGTAAGTCGTGATGCTACCAGTAGTAGTAGTGAAACTAGT-
-------------------------------------------------------------------------
-------------GGTAATGGAACTCACGATGAAGGAATGAGAGAAGGAATGAGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAGAAAGAATGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGAGGAGAAT-------
-------------------------------------------------------------------------
-------------
GATACCATCTCTAACAGCACGTATAGACTAATAAATTGTAATACCTCATCCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGGCCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGGAGAG------------
ATAATAATCAGATCTGAAAATATGACAGACAAT---------GTCAAACCAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGCACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---ACCGTTAATGCAAGC---
AAATGGAATGAAACATTACAAAAGGTAAAGAAAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------GATAAAAACATAACATTTGAA------
TCACCCTCAGGAGGAGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTCAAGCAACTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGACATTTGG------AAT------
AACATGACCTGGATGCCGTGG---GATAGGGAAATTAATAATTACACAAGAACAATATAT---
GAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGTTTATAGAATTAATACAAAGAATTTACAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AF443094 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAACAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AACCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAATGTTAACAAAACTAATACTAAC-------------------
-------------------------------------------------------------------------
----------------------------------TTTACGGATACAACAAATGGAGAAATAAAG---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAGGAAAAAGAATGAACATGCACTT---TTTTATAGACTGGATATAGTACCACTTGAGGGGGAG-------
-------------------------------------------------------------------------
-------------
AACAATACCAATACCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTGTACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAGCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGAAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGAACAG------------
ATAATAATCAGATCTGAAAATATGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------AAACCTGTACAA---------ATTGTGTGTACAAGGCCTAACAATAATACAAGGAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAGAGGGGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATCAGTAGAGGG---
GAATGGAATGAAACTTTAATGGAGGTAAGTAAAGAATTACGA---------------AAATATTTCCCT----
-----------------------------------AATAAAAATATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAACCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATATGCACCACTGCTGTGCCTTGGAATCATAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGAGGATATTTGG------AAT------
CACACGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TCATCGTTTGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTGGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAGACAATTTGTAGAGCC----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAG---TAA 
>AF443095 
GTA---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTGAGGATGCAAATAATGGTAGTGTA----------------------
-------------------------------------------------------------------------
----------------------------------ACCTATAATAATACACAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGATACAGAAAGTGCATGCACTT---TTTTATAGACTTGATATAGTACAACTTGACAAC----------
-------------------------------------------------------------------------
-------------------------
AGCAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATCCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATCAGACATTCAAT------GGGACAGGACCATGCAATGAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAGATAATAATAGTACATCTTAAA----
-----------GATCCTGTAAAC---------ATTACGTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGCT---
CAATGGAATAAGACTTTACAAGAGGTAGGTGCAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
CAGTCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTATTTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGTCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG



GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGATGATATTTGG------GAA------
AATATGACCTGGATGCAGTGG---GATAAAGAAATCAGTAATTACACAAACACAATATAC---
AATTTGCTTGAAAAATCTCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCCTTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTATTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAACTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443096 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACGAGAAATGTTTTTGGAA---------AATGTAACACAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTAGTAATCTTAATATTACCAACAGTACTGCCTTCAAT----------
-------------------------------------------------------------------------
-------------------------AGTACTCTTTTCAATACTACCATAAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAGGAAAAGGAAAGAATATGCACTT---TTTTATAAGCTTGATATAGTACCACTTGAAGGG----------
-------------------------------------------------------------------------
----------------
AATAACAATAACAGTGAGTATAGATTAATAAACTGTAATACCTCCGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACACTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACCTGACAAACAAT---------GTCAAAACAATAGTAGTACATCTTAAT----
-----------GAATCTATACAA---------ATTAACTGTACTAGACCTGGTAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
GCATGGAATAAAACTTTACACAGGGTAAGTGA-AAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACA------
TCACCCTCAGGAGGGGACCTAGAAATTATA---CAACATACCTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGC-----------------
----------------------------AATAAATCTCAAAATGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGGCATTATATAC---
AATTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTACCATAACAAATTGGC
TGTCGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGCAACAGCAATAACAGTAGCTGGG---
GGAACAGATAGAATTATAGAATTGATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443098 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTATTAATGCTACAAATTCTAATAATAGT-------------------
-------------------------------------------------------------------------



-------------------------------ACCTACAACAATAGCATAAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGTGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTGATGGCAAT-------
-------------------------------------------------------------------------
-------------
CCTAGTAATTCTAGTGGAGAGTATAGATTAATAAATTGTAATACCTCAGCCTTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATCAGATCAGAAAACCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAACT---
AATTGGAATAAAACTTTACAAATGGTAAGTGAAAAATTACAA---------------CAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAC------
AAACACTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAACAGTTGGAGC-----------------
----------------------------AATAAATCTTTCACAGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTATACAAACACAATATAC---
AGGTTGCTTGAAAAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGAATTATAGAAATCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAAGGCTTTGAAGCATCTTTGCTA---TAA 
>AF443101 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGACGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGCGATGCAAAGGGTAATGCTACC----------------------
-------------------------------------------------------------------------
----------------------------------TATGAAGGTAACAGGACTGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAGACAGCAAGTGTATGCACTT---TTTTATAGACTTGATGTAGTACAACTGAACAAT----------
-------------------------------------------------------------------------
----------------------------
AGCGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTACATTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAACAGTACAATTGGAT----
-----------CAAGCTGTAGAA---------ATTGAATGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACACA------------AGACAAGCACACTGT---AACGTTAGTGCAGGA---
GCATGGAATAAAACTTTACAAAAGGTAGGGGAAGAATTAAGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATACTTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGATCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAACAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAGAAACAATATAT---



AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAACTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATAATAATAGGGGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATACAAAGAATTTGTAGGGTT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443104 
GTG---TTG------------------------------------------
GGGAACCTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATGGAGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGTCACTGTAAACTGTACAAATAATGTTACCAGCTGTACAAATAATG
TT-----------------------------------------------------------------------
----------ACCAGCAATAGTAATAATACCCTCTGTAATAATACTATCTGTGAACAAATGAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAAAAACAGAAAGTGTATGCACTT---TTTTATAAGCTTGATATAGTATCACTCGACAGG----------
-------------------------------------------------------------------------
-------------------
AATGATAACAACAGCTACAGATTAATAAATTGCAATACCTCAGCCATAACCCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ATAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GACTCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAG-----
-AGCATAAGGATA------------GGACCAGGACAGGCA---TTT------TATGCAACAGATGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAC---
AAATGGAACAAAACTTTACAACAGGTAGGGGAAAAGTTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGATCTGGGAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCGCAAGCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTACTTGAGGACTCACAACTCCAGCAGGAG----------------------------------------
-----------------------------
AACAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTAGTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTGATACAGATAATTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 
>AF443110 
GTG---ATG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAATGTGTAGCAATGTGACCAGGAACCAGACCAAGAACCAGAACTAC-------
-------------------------------------------------------------------------
-------------------ACTAATGGTGGGAACTACACTTATGAAGGGATTGGAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAACTGAGA---------------------------
GATAAGAAAAAGAATGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAC----------



-------------------------------------------------------------------------
-------------------
AACTACTCTAACGAGTATAGATTAATAAATTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATCCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCGGTAAAA---------ATTACATGCACAAGACCCAACAATAATACAAGGGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATACTGT---AACATTAGTATACAT---
GAATGGAATAAAACTTTAGAAGGGGTAAAGAAAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAGTTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTGCA---ACACATACCTTTAACTGTAGAGGAGAA---
TTTAAACAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATATGCACCACTAATGTGCCTTGGAACCTCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGATATTTGG------GAG------
AGCATGACCTGGATGCAGTGG---GATAATGAAATTAGTAATTACACAGGAATAATATAC---
GAGTTGCTTGAAGACTCGCAAAACCGGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATAATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAACCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGTTTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------GTCCGCAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF443111 
GCA---GGG------------------------------------------
GGGAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGTATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCCA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTACTGATGCTACTGTCAATGATGCTACT-------------------
-------------------------------------------------------------------------
----------------------------------GTCAATCATAGCATGAAGGAAGAAACAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACGGAAAGTGAATGCACTT---TTTTATAAACTTGATGTAGTGCCACTACATGAG----------
-------------------------------------------------------------------------
----------------------
GGGAATGGCAGCTATAGATTGATACATTGTAATACCTCCACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---GATAAGACATTCAGT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGT---ACAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAAAAGAC------------
ATAATAATTAGATCTGAAAATTTGACAAATAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GACTCTGTACAA---------ATTGTGTGTACAAGACCCAACAATAATATAAGAAAG-----
-AGTGTAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGAGGCATATTGT---AACATTAATGGGAGT---
GACTGGAATAGAACTTTACAATGGGTAAAGAACAAATTAGGA---------------GAACATTTCCCT----
--------------------------------AATAGCACAGTCATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTGTAGAAAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGATATCTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAAAAATTAGTAATTACACAACCACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAGTCTGTGGAGCTGGTTTGACATAACAAGGTGGT



TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTTGTACTAAGAATTTGTAGGGCT----------------------------
--------ATCCGCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF443112 
GAA---AAG------------------------------------------
GGGAAACTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------GGAGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTG---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATGTTAATACAACCAGGAATGGT-------------------
-------------------------------------------------------------------------
-------------------------------AATGATACCGAGAACATGAAGGAAGAAATGAGA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGCAGATGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTCATGATAGTAATGGC-
-------------------------------------------------------------------------
-------
AACTCTAGTGATGGCAACTATAGTGAGTATGTACTAATAAATTGTAATACATCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAATT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATCATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AGCATTAGTGGAGGT---
AACTGGACTGAAACTTTGCGAAGGGTAAAAAACAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACCATAACATTTGGA------
CCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGAAGATATTTGG------AAT------
AAGACGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACATAATATAC---
AGCTTGCTTGCAGACTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAGTTATTAGCATTGGACAGTTGGAAAAGTCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAACAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF443113 
GTG---ATG------------------------------------------
GGAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAAATGTGTTAGTATTAATGCTACCAGTAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------GTTACCTATAATGATACCATAAATGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAGCTAAGA---------------------------
GATAAGAGAAAGAATGAACATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGGAAG-------
-------------------------------------------------------------------------
----------------
AACAACCAGTCCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---



GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTCAAATGGTAGTCTATCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ACCATTAATGAAAGC---
ACCTGGAATAGAACTTTACAAGAGGTAAGCAGAAAATTAGTA---------------GAACGCTTCCCT----
-----------------------------------AATAAAACAATAAGATTTCAA------
CCACCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTACTAGCAATGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTAGTCTGTTAGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACTAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443115 
GTG---GGA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTAGTGCTGCCAATAATACTGTT-------------------------
-------------------------------------------------------------------------
----------------------------------------GCTGAAATGAAGGGAGAAATAAAA---
AATTGCTCTTTCCATATATCCACAGAAATGAGA---------------------------
GATAAGAGACAAAAGGAATTTGCACTT---TTTAATATACTTGATATAGTACCACTTAATAATGAGAAT----
-------------------------------------------------------------------------
----------
AACAATACCAAAAATTTCAGTGATTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATATATCAGATAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTAGAAGGCCCAACAATAACACAGGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGGC------
---------ATAATAGGGGAAATA------------AGACGAGCACATTGT---GACATCAATGGAACG---
AAATGGACCGAAACTTTACAAAAGATAAGTGAAAAATTAAGA---------------GGATACTTT-------
-----------------------------------AAGAAAACAATAATCTTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCCGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAAATGAAGAGGATATTTGG------GGT------
AACATGACTTGAATGCAGTGG---GATAGAGAAATCAGTAACTACACAGATACAATATAC---
AGGTTGCTTGAAGACTCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGAATTATAGAAGTAGTACAAAGACTTTATAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTACAA---TAA 
>KY658704 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACATGTAAAAAGATTAATAATATTACCTATGATAAT----------------
-------------------------------------------------------------------------
-------------------------------------------GAGACAATTGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACGGAATTAAGA---------------------------
GATAGGAAACGGAAGGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAC----------
-------------------------------------------------------------------------
-------
AGCAATAGTAAGAGCAACAATAGCATGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATATAGAAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTACTAGAGAA---
AAGTGGAATAAAACTTTACAATGGGTAGCAGAAAAACTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTCGAA------
CCATCCTCAGGAGGGGACCTAGAGGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AATAAATCTCAGACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGACTTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTTTAGGATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KY658705 
GGA---------------------------------------------------
GATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAATCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTAGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACGTTAAACTGTATAAATGCTACCAGTAACAATGTTGCCAACACGACTAATACTATT-
-------------------------------------------------------------------------
----------------------------------------------------GAAGGAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGG---------------------------
GATAAGAGAAGGCAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAAC----------
-------------------------------------------------------------------------
-------------------
AGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATCCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTACTATTAAATGGTAGCCTAGCAGAGAAAGAA------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAAACTGTAGAG---------ATTAATTGTACAAGACCCGGCAACAACACAAGAAAA-----
-AGCATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAATAT---
TACTGGAAGAGAACTTTACTAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTTTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAGGATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAACAATTACACAGACACAATATAC---
TGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGTTTGCTGGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAA---TAA 
>KY658706 
GGG------------------------------------------------
AAGGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTACCAGTACCAGTAATAATACCAGCAATAATACT----
-------------------------------------------------------------------------
-------------------------------------------GACTACAATAATGAAATGAGA---
AATTGCTCTTTCAATATAACTACAGAACTAAGA---------------------------
GATAAGAAAAAGCAAGAAAGGGCACTT---TTTTATAGGCTTGATATAGTACCACTTGATAGC----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGGA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAG---------ATTAACTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAGAG---
AAATGGAGGACAGCTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACCATAATATTTGAA------
CCACACTCAGGAGGGGACCTAGAAATTCTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGGCAAGAGTGCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAGGATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACACAATATAC---
AACTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAGGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTACAA---TAA 
>KC154013 



GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTTCATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAATGCAACTTTTACAAATACAAATTTTACTACTACA-------
-------------------------------------------------------------------------
-------------------------AACTACAATAGTACTGGTAGCATGAATGAAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAGGTAAGA---------------------------
GATAAGAACAAGAAGGTGTATGCACTA---TTTTATAAACTTGATATAGTATCACTTGACAAC----------
-------------------------------------------------------------------------
----------------------
AACTCTACTGAGTATAGATTAATAAATTGTAATACCTCAACCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTAACTGTACAAGGCCTGGCAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACACTGT---AACATTAGTAAAACA---
GCATGGAATGACACTTTAAAAAGGGTAAAGGAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------GGTAGGAATATAACGTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATAAGTAATTACACACACACAATATAC---
AAGTTGCTTGAGGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCCTTGGACAGTTGGAATAATCTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGAATTGATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCAAAACATA------CCTAGAAGAGTAAGACAAGGCTTTGAAGCAGTTTTACTA---TAA 
>KC154015 
GGG---GGA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCTTATTTTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAGTATTAATAAAACTACTACCACTAGTAATAATACCACCAATA
ATACTATC-----------------------------------------------------------------
-------------------CTTAGTAATACTACCCTTAGTGATACTATGAATGGAGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAT---------------------------
GATAAGAAAGAGAAGATGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAACAAGAAGAATAATAATGAG-------------------------
-----------------------------------------------------
AGTACTACAAGCAGCTATAGTGAGTATAGGTTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTTAAT------GGGACAGGACCATGCACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACAGGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTTTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACAACTTAAC----
-----------AAATCTGTAGAC---------ATTGTGTGTACAAGACCCGGCAATAATACAAGGAAA-----



-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACACTGT---AATATTAGTGAACAG---
AAATGGAATCAAACTTTACAAGAGGTAGGTGAACAGTTATCC---------------AAACACTTCCCT----
-----------------------------------AATAAGACAATAAAATTTGAG------
CGAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTAGTAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAAATTTGG------GGC------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAACAATTACACACACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAGAATTTACTAGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATACAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTGCA---
GTAATCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGAATTATAGAAGTGATACAAAGAATTTGTAGAGTT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF114882 
GTG---GTG------------------------------------------
GGGAGCCTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCCTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAAGATATA---
ATTAGTCTATGGGATCAAAGCCTA---ACGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTAGAATGCACAAATGTAAATGTAACCCATAATAATACTGAAGAC----------
-------------------------------------------------------------------------
-------------------------AACAATAATACTACTATTAACATGCAGGAAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGG---------------------------
GATAAGGAAAAGAAAGTATATGCACTT---TTCTATAAATTGGATATAGTACAACTTAATGGG----------
-------------------------------------------------------------------------
-------------
AGTAACAACCAATCTACTGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAAAATCTGACAGAAAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGAGAAGCACACTGT---AATATTAGTAGAGAT---
AAATGGAATGAAACTTTAGAAATGGTAAAGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATATCCTTTAAC------
AGATCATCAGGAGGGGACCCAGAAGTTACA---TCACATACCTTTACTTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAACAACACTTGGAGT-----------------
----------------------------AATAAAACTCAAAGGGAAATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTTCTCAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTAGACAGGTGGAACGATCTGTGGACTTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAACAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTACTA---TAA 
>KR861313 
GTA---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATTTGACACAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACCAATGCAAATGTTAATACTAATGTTACCAAG-------------
-------------------------------------------------------------------------
----------------------------AATAATAGCACTAATGATATAAGTAGAGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGACACAGAAAGTATATGCACTT---TTTTATAAACTTGATGTAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
----------------
ACCAAATCTAATACCAGCTATAGATTAATAAATTGCAATACCTCAACCATATCACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGGAGAG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACGAGCATACTGT---AACATTAGTGCAGAT---
AAGTGGAATGGAACTTTAGAAAAAGTAAGGAAAAAATTAAAA---------------GAACATTTT-------
-----------------------------------AATAAAACAATAAAATTTAAT------
TCACCCTCAGGAGGGGATCTAGAGATTACA---ACACATACCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGAAATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATCAATAATTACACAGGAGAAATATAC---
AAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCTTTAGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGATTTGCAA---TAA 
>KR861315 
GTG---GGG------------------------------------------
GGACATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTCAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACGCCACTCTGTGTCACTTTAAGCTGTAGTAATGTCACTGTAAACTGTAATAGTAGCACTGTA----------
-------------------------------------------------------------------------
-------------------AACTGTCCTAATGATACTAATAATAACGTGGCTGGAGAAATGAAG---
AATTGCTCTTTCAATATGACTACAGAACTAAGA---------------------------
GATAAGAGAAAACAGGAATATTCACTT---
TTTTATAGGCTTGATATAGTACCACTTAATAAGAATAATAGCTCC----------------------------
-----------------------------------------------------------
ACTAGTAATTACAGTGATTATAGATTAATAAATTGTAATACCTCAGCTGTAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTACTGTTAAATGGGAGTTTAGCAGAAAAAGAT------------
ATAGTAATTAGATCTGAAAACCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAA----
-----------GAACCTGTAAAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACACGCACATTGT---AACATTACTGAAGCA---
AATTGGAATAAAACTTTACAAGAGGTAGGGAAAAAATTAGGA---------------GAACACTTCCCT----



-----------------------------------AATAGGACAATACAGTTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTAAA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAATCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAAATGTAAATGCTATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGTCTGTGGAGTTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTTGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGGACAAGAAATTGGTAGATTT----------------------------
--------ATCCTCCACATA------CCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KR861316 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACGAAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAATGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTACCAGTACCACCACCAGTACCAGT-------------
-------------------------------------------------------------------------
----------------------AATACTCCTACCAGTACAGACTCAAACGGGGAGGAAAGAAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAAGAGTATGCACTT---TTTTATAGGCTGGATATAGTACCACTTAACAGC----------
-------------------------------------------------------------------------
-------------
CCTGGGAATGAATCTACTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAACAAGAG------------
ATAGTAATTAGATCTAAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAA----
-----------AACCCTGTAAAA---------ATTGTCTGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAGAAGGAGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAGG---
AAATGGAATGAGACTTTACGAGAGGTATCTGAAAAATTACAA---------------AAACACTTC-------
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACACGCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGATGATATCTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGAATAATCTGTGGAGTTGGTTCAACATAACCAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATAATAGAATTGCTACGCAGAATTGGTGCAGTT----------------------------
--------CTCCGCCACATA------CCTAGAAGAGTAAGACAGGGCCTTGAAATAGCTTTGCAA---TAA 
>KR861325 
GTA---CTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTAGGA---------AATGTAACAGAAAACTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGTCTATGGGACGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAGATGTAGAAATGCTAATATTACCACTAATGCTAATATTACCACTAATGCTA
CT-----------------------------------------------------------------------
----------------------AATAGTCCTCCTGTGAACAATAGTATGGTGGGAGAAATAAAA---
AATTGCTCTTTCAATATGACAACAGAAGTAAAA---------------------------
GATAAGAAACGGAAAGTGAATGCACTT---TTTTATAGACTTGATATAGTAGAACTGAATCCTGAC-------
-------------------------------------------------------------------------
-------
AGATCTAATGAGACGTCTGATAAGGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGCCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGAAATTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGAAAAT---------ACCAGAACAATAATAGCACATCTTGAT----
-----------AAAGCTGTAGGA---------ATTGAATGTACAAGACCTGGCAATAATATAAGGACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ACCATTAATAAAACT---
GCATGGAATATAACTTTAGAAAGGGTAAGGCAGAAATTAAAA---------------GAACTCTAT-------
-----------------------------------AATAAAACAATAAAGTTTGAC------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATTTTGGCCATAGAAAGATACCTAACGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGTACCACTAATGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGTTTAATATAC---
AGGATGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTGTTAGCACTGGACAAGTGGAATAATCTATGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCGTAATAGGCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAACTGATACAAGGCATTTGGAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KR861326 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
GTCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAAATTGTAGCGATGTGAAGAGTAATAAAAGTGATGTACAG-------------
-------------------------------------------------------------------------
-------------------AGGGATAATAATAATAACAGTAATAATATGATGGAAGAAGTAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAACAGCAAGTAAATGCACTT---TTCTATAAACTTGATGTAGTACCACTGAAAGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTTCTAGTTATAGAATAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAATAGGACCATGCCAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATCTGGCAAACAAT---------GCCAAAACAATAATAGTACATCTTAAC----
-----------GGATCTGTAAAA---------ATTAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTT------TATGCAACGGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACACTGT---AACATTAGTAAAGAA---
GAATGGAATACCACTTTAGAAAGGGTAAGGAAAAAATTAGAA---------------AAACTCTTC-------
-----------------------------------AATAAAACAATAAGATTTGAT------
TCACCCTCAGGAGGGGATCTAGAGATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAAATAATATAT---
CAGTTGCTTGAAGTCTCACAAGGACAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCA---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTC------CCTAGAAGAATCAGACAGGGCGTTGAAGCAGCTTTGCTA---TAA 
>KR861337 
GTA---TGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGATGCTAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATATTATCAGCAAGGTTAACAATAGCACT-------------
-------------------------------------------------------------------------
----------------------------AGTGTCTCCAATGTTAGCATGGATGGACCAATGAAA---
AATTGCTCTTTCAATGTGACCACAGAAATAAGA---------------------------
GATAAGAGAAAGAAAGCATATGCACTT---TTTTATAAACTGGATATAGTGCCGCTTAATGAGAAT-------
-------------------------------------------------------------------------
----------------------
GATAACAGCAGCTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGGATATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATAAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAGGAAGAC------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------ACCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTATATCC---------ATTAGGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAGGGT---
AAATGGGGGAAAGCTTTACAAAGGGTAAGTGCCAAATTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACCCGCAGGAGGGGACTTAGAAATCACA---ACACATAGCTTTACTTGTCAAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCTATCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGAATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTCAGCATAACAAATTGGT
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACTAAGAATTTGTAGAGCT----------------------------
--------GTCTACAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAG 
>KR861345 
GGA---AAT------------------------------------------
GAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAGTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAATCTGCAATAATGCCACTGCCCACAATATTACCAATAAT-------------
-------------------------------------------------------------------------



-------------------------AGTACCATCGATAATACAACCATAGATGAAGGGATGAAA---
AATTGCTCTTTCAATGCCACCACAGAATTAAGA---------------------------
GATAAGGAAAAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACAACTTGAGAAT----------
-------------------------------------------------------------------------
----------------------
AAGACTAGTACTTACAGATTAATAAATTGTAATACCTCAACCATAACACAA---
TCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGATCATGTAATAAT-----------------------
-GTCAGT---ACTGTACAATGCACACATGGGATTAAACCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGCTCTGAAAATATAACAAATAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTATGTATGAGGCCTGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGAATAAAACTTTATACCATGTAACTAAAAAATTAAAA---------------GAATACTTCCCT----
--------------------------------AAGGCAACAACAATAGAATTTCGA---
CAACCTGAACCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGGAAACTCATCTGCCCCACTGCCGTGCCTTGGAATGAAAGTTGGAGT-----------------
----------------------------AATAAAACTTATGAGGACATTTGG------GAC------
AACATGACCTGGATACAATGG---GATAGAGAGATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AATAATGAAAGGGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGGATAATTTTTGCT---
GTGCTATCTGTGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTGTTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAACAAGACAGGGCTTTGAAACAGCTTTGTTA---TAA 
>KR861312 
GGA---ACG------------------------------------------
GAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAGTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCACTAATGTCACTATCACTAATGATACCAGAGAT-------------
-------------------------------------------------------------------------
----------------------------------------------------GCAGGAATGAGA---
AATTGCTCTTTCAATGTCACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAGGAATTTGCACTT---TTTTATAGACTTGATGTAGAACAACTTGATAAG----------
-------------------------------------------------------------------------
-------------
AGGGATAATGGGACTGATTATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
TCATGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACTGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGCTTTGAAAATAAAGCAAATAAT---------GTTAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAAGG---------ATTGTGTGTATAAGGCCTAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGTGAAAGT---
AAATGGAATGCAACTTTATACAATGTAAGTGAAAAATTAAAA---------------GAACATTTCCCT----
-----------------------------------AATGCAACAATAAACTTTAAC------
GAACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGTCTTTGGG
GATGCTCTGGAAAACTCATATGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAGTCTAATGAAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTATACAGGCATAATATAC---



AAGTTGTTAGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAACATTGGACAGCTGGAACAATCTGTGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTCTAGAATTGCTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KR861322 
GGG---ATG---------------------------------------------
GGTTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAGAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCTAGCCCACAAGAAGTGCATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTGATGTTACCAATGCTAATAGTAGTGTTACCAATGCTAGTACTA
ATGTT--------------------------------------------------------------------
-------------------ACCAATACTACCAATACTACTGGTACCATTAATGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAGCTAAGA---------------------------
GATAAACAGAAGAAAGAAAAAGCACTC---TTTTATAAACTTGATATAGTACCCATTAATGGG----------
-------------------------------------------------------------------------
----------------------
ACACAGACACAATACAGGTTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGGTCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTGCAAGACCTGGCAACAATACAAGAACA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTGAAGAG---
AAATGGAATAAAACTTTACAAAGGGTAAGGGAAAAATTAGCA---------------AAACTTTTC-------
-----------------------------------AATAAAACAATAAAATTTGAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGAAATTTGG------GGA------
AACATGACCTGGATGGAATGG---GATAAAGAAATTAGTAATTACTCAAATACAATATAC---
AGGTTGCTTGAAGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTGGACAATTGGAACAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCCATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGCACAAAGAATTTATAGAGCT----------------------------
--------ATCTGG---------------------------------------------AATTTA---TAG 
>KR861324 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGGTATGAAAAAGAA---GCGCATAAT----------------
--------------ATTTGGGCTACA---CATGCTTGTGTACCCACGGAC---
CCCTACCCACAAGCATTAGAGTTACTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCCATTATAAATGGTAGTGAAAGCAACAGTACT-------
-------------------------------------------------------------------------
-------------------------------------------------------GATACGAAA---
AATTGCACTTTCAATGTATCCACAGAATTAAGA---------------------------
GATAAGACAAGGCAACAAAGTGCACTT---TTTTATAAGCTTGATATAAAACCACTAGAACCA----------



-------------------------------------------------------------------------
-------------
CTTAATAGCAACTCTAGTGAGTATATACTAATAACTTGTAATACTTCACGCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATGAGACATTCAAT------GGAGCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGGAAAAGAC------------
ATAGTAATAAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAG---------ATTAATTGTACAAGACCCGGCAACAATAAAAGGAAA-----
-AGTGTGAGGATAGGG------ATAGGACCAGGGCATGCA---TTC------TACGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---ACTGTTAATACAACG---
ATATGGAATAAAACTTTACACAGGGTAGGAAATGAGTTAAGA---------------AAACACTTCATT----
-----------------------------------AATAAAACAATAAGATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTTTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAGGATATTTGG------GAA------
AATATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATCACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ACAAATGAAAAGGATTTACTAGCATTGGACAAGTGGAACAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCG---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCTTTCGCTGTTAGTCTGCTTGATACCCTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGACTTTTTAGAGCT----------------------------
--------TTCTGCAGCATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAA---TAA 
>KR861330 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCTTCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAATTGGTTTTAAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAGATGCCGCGATGTTAATGTTACCAATAGGGGTGACCACAATAAC-------
-------------------------------------------------------------------------
-------------------------------------------AGCATGGAAGGAGAAATAAAA---
AATTGCACTTTTAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAGAGTGTATGCACTT---TTTTATAAAGTTGATGTAGTGCCAATTGGTAACGAA-------
-------------------------------------------------------------------------
----------------------------
TCTGAGTATATATTAATAAATTGCAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAGCATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACGGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATCATTAGGTCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATAAAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAATAAAGAT---
GACTGGGATGAAACCTTACAACGGGTAGGTGAAAAATTAGCA---------------AAACAATTCCCT----
--------------------------------AATAAAACAACAATAAAATTCACT------
GAATCCTCAGGAGGGGACCTAGAGATTACA---ACACACAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCGAGATGACATCTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC



TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTTCTTGATACTGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTGTAAGAATAAGACAGGGCCTTGAAGCGGCTTTGCTA---TAA 
>KR861335 
GGA---CAG------------------------------------------
GATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAGTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTAACGTCAGTAATATTACCAATAATATTACCAATAATAGTACA-
-------------------------------------------------------------------------
----------------------AATAATAGTACCATCGATGATAACATAAAAGAAGGAATGAAA---
AATTGCTCGTTCAATATCACCACAGAAGTAAGA---------------------------
GATAAGGAAAAGAAGGAATATGCACTT---TTTTATAGACTTGATATAGTAGAACTTGAGAAGGAGATGAAT-
-------------------------------------------------------------------------
----------------------
GGGACTGGTATTTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
TCCTGTCCAAAAGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACTGTACAATGCACACATGGGATTAAGCCAGTGGTGTCAACT---
CAACTATTGTTAAACGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGCTCTGAAAATATAACAAACAAT---------GTCAAACCAATAATAGTGCACCTTAAG----
-----------GAACCTGTAAAG---------ATTGTATGTATGAGGCCTGGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAATGAAAGT---
AAATGGATTGAAACCTTACACAATGTAACTAAAAAATTAAGA---------------GAATACTTCCCT----
-----------------------------------AATACAACAATAAAATTTCAA------
CCACCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTATTTGTGGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGGAAACTCATCTGCCCCACTGCCGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGACATTTGG------GGA------
AACATGACCTGGATACAATGG---GATAGAGAGATTAATAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAGGGATTTACTAGCATTGGACAGTTGGAAAATTTTATGGAGTTGGTTTGACATATCAAATTGGC
TATGGTACATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTGCTATCGGTGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTCTAGAATTATTACAAAGAATTGGTAGGGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KR861336 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGAACAGATGCATAAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTATGAATTGTAGCAATGTTTCCAGAAGTAATGAGAATACTACCACCATCACCACT-
-------------------------------------------------------------------------
-------------TCCACTGTTTCCACCACAATGAGTAATGATACTTATGAAATTGACATGAAA---
AATTGTTCTTTCAATATGACCACAGAGCTAAGA---------------------------
GATAAGAAAAAGAATGTACATGCACTT---TTTTATAACCTTGATATAGTACAAATTTCTAAT----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAGTATAGATTAGTAAAGTGTAATACCTCAGTCATATCACAA---



GCCTGTCCAAAGATCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTATGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATCAAATCTGAAAATCTGACAAACAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAC---------ATTGTGTGTGTAAGACCCCACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGAGG------
---------ATAACAGGAGACATA------------AGACGAGCACACTGT---AACATTAATTCTACT---
CAGTGGCATAGAACTGTACAAAAGGTAAAGAAGAAATTAGAA---------------GAAAAATTCCCT----
-----------------------------------AATAACCCAATAGTATTTAAC------
TCATCCTCAGGAGGGGATCCAGAAATTATA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGAGAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAAGATATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACATAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGATATCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTACTATTAGTTTGATTGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCGACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KR861343 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCTGATGCTAAGGCATATGAGAGAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGAAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACTTGTGGAAATGTTAGTGTTAGTAACAGCAGTGTTAAT-------------
-------------------------------------------------------------------------
-------------------------------GTTAGTGACAACAGTGTTAAGGAGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGAAGCAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACAACTTAATAAT----------
-------------------------------------------------------------------------
----------------
AAGAACGATAACAGTACGTATAGATTAATAAATTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTAGAAGT---
AACTGGACTGAAACTTTGCGAAGAGTAAAGAATAAATTAGAA---------------AAACATTTCCCT----
-----------------------------------AACAAAACACTAGAATTTGAA------
CCATCTTCAGGAGGGGACCTAGAAGTTACA---ACACATACCTTTATTTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGAGATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGAACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGGG---



AGAACAGATAGGATTATAGAAGCAGCACAAGGAATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTGGAAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KR861311 
GGG---GGA---------------------------------------------
AACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGACTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAAGATTAAGATGAATGATACCAAAGTTAATGTT----------
-------------------------------------------------------------------------
-------------------ACCAGCGAGGATAATATCAGTGTTAATAATACCAGTGAGATAAGA---
AATTGTTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGCAAAAGAAGGAAAATGCAATT---
TTTTATAGACTTGATATAGTACCACTTGATGGGGAAAATAGCACTTCT-------------------------
-----------------------------------------------------------------
GATTCTGGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGTTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AGTGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGCATGTACAAGACCCAGCAATAACACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
GATTGGAATAAAGCTTTACAAAGGGTAGCTGAGAAATTAAGG---------------GAACACTTCCCT----
-----------------------------------AATAGAAAAATACAGTTTAAC------
AGCTCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGGCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAAACAGAAATTTGG------GAG------
AACATGACTTGGATGGAGTGG---GACAGGGAAATTAATAATTACACAAACACAATATAC---
ACACTGCTTGAGATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGAAAAATTTGTGGACTTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATACTTTTTGCT---
GTAATCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGGACAGATAGGATTATAGAATTAGTACAAAGAACTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTACAA---TAA 
>KR861327 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACTGAC---
TCTAACCCACAAGAAATGTTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAATTGTACAAAAGCAAATTTTACCAATATAAATAATACCAGTACAGCT----
-------------------------------------------------------------------------
----------------------AGTGGTAATAATAGCATCGATAGCATGCAGGAAGAAGTAAAA---
AATTGCTCTTTCAATACCACCACAGAAATAAGA---------------------------
GATAAGAAGCGGAAAGCATATGCACTT---TTTTATAGACCTGATGTAGTGCCACTTCATGAA----------
-------------------------------------------------------------------------
-------------
AACTCCACCAACTCCACCGAGTATATATTAATAAATTGCAACTCCTCGACCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GCAAT---GACAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGCAGCATAGCAGAAAAAGAC------------
ATAATAATTAAATCTGAAAATATAACAGACAAT---------ACTAAAAATATAATAGTACACCTTAAT----
-----------ACATCTGTACCA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAATCG---
ATATGGAATGACACTCTAAAAGGGGTAATTGGAGAATTGAAA---------------AAACACTTTATT----
-----------------------------------AATAAAACAATAAACTTCACA------
TCACCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGACTATAGAAAGATACCTACGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGC-----------------
----------------------------AATAAATCACTAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAACAATTACTCAGACATAATATAC---
AGGTTACTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCACTGGACAAGTGGCAAATTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGCATTCATACAAAGAATTTGTAGAGCT----------------------------
--------GTCCTCAACCTA------CCTAGAAGAATAAGACAGGGTGCTGAAGCAGCTTTGCTA---TAA 
>KR861344 
GTA---GTA------------------------------------------
GGGAACCTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTCTTCTGTGCCTCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCTGACCCACAAGAAATAGTTTTGGCC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTGGAAATGTTACCAGTAGTAAAAACAGTAGTACTGGTAACAGT----
-------------------------------------------------------------------------
-------------AATAGTACTGAGATCTATAATAGTACCTTGGGAGGAGAAGAGGAAATGAGA---
AACTGCTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAAAAGAAGCAGGTGTATGCACTC---TTTTATAGACTTGATATAGTATCAATTGATAAC----------
-------------------------------------------------------------------------
----------------------
AACTCTACTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGCAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTAAAT----
-----------GAGTCTGTACAA---------ATTGAGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACG---TTC------TTTGCAACAGGAGAA------
---------GTAATAGGAGAAATA------------AGAAAAGCATTTTGT---CTCATTGCTAAACAG---
AAATGGAATGAAACCTTAGAAAATGTAAGGAAAAAATTAAAA---------------GAAAATTTTCCT----
-----------------------------------AATAAAACTATACTATTTAAC------
TCATCCTCAGGAGGGGATCTAGAGATTACA---CAACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGAACTCATGATGATATTTGG------TAT------
AACCTGACCTGGATGCAATGG---GAGAAAGAAATTGATAATTACACATACACAATATAC---
AATTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTGAGAATAATTTTTAGT---
GTGCTTTCTATAATC---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAACCTGCTTGATATCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTTTAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGCAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KR861279 



GTA---ATA------------------------------------------
GGGAACACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAGAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAATTGATA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAGTATAAAAATTAGTAATGTTAGTGACACAAATAGT-------
-------------------------------------------------------------------------
----------------------AGTAGTGTTAGTGCCACAAATGTCACCTATGAAGAAATGAGA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
AATAAGGAAAGGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTACTAGT----------
-------------------------------------------------------------------------
-------------------
ACCAATACCAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
TCCTGTCCAAAGATCTCTTTCGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGTAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACGCATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
ATAGTAATTAGAGCTGAAAATATAACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCAGTAAGA---------ATTGTGTGTACAAGGCCTGGCAATAATACTAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGCAGCACATTGT---AACATCACTGAAAAA---
GAATGGAATAAAACTTTACACAAGGTAAGGGAAAAATTACAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCC------
AACCACTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTCAAGCAGCTCCGGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTGCCGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AGTAAAACTCAAGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAGTAATTACACAGACATAATATAC---
ACATTGCTTGAAACATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAACTGGT
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGGATAATTTTTGCT---
GTGCTATCTATGTTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCAGGG---
GGAACAGATAGAATTATAGAAGTGCTACAAAGAATTGGTAGGGCT----------------------------
--------ATTTGCAACGCA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KR861271 
GAA---AAA------------------------------------------
GAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTATTCTATTCTGTGCATCCGATGCCAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
AAAAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTTTAGACTGTATTGATTATAAAGGTAATAGTACTATTGGTAATATTACT-------
-------------------------------------------------------------------------
-------------------------------------GTTGTTAATAACAATACTGACATAAAA---
AATTGCTCTTTCAATATAACCGCAGAACTAAGA---------------------------
GATAAGAAAAATAGAGAGTATGCACTT---TTTTATAGACCTGACATAGTACCATTAGATGGC----------
-------------------------------------------------------------------------
----------------------
AGAAATGATACTTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTAACTTTTGATCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAATACATTTAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTACTGTTGAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATTTTAAT----
-----------GAATCTGTAAGA---------ATTGAGTGTGTAAGACCCGGCAATAATACAAGAAGA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACATCAGGAGGT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGA---
AAATGGAATAAAGTTATGGGAAATGTAGAGAAAAAATTAACC---------------GAAATCTTTAAT----
--------------------------------ATAACCAAAAATATAACATTTGAT------
TCAGCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAACAGATATTTGG------GAT------
AATATGACCTGGATGCAATGG---GAGAGAGAAATTAATAATTACACAGGCTTAATATAC---
AATTTGCTTGAGGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCT---
GTGCTATCCATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
CTGTCATTTGCTATTAGTTTGCTTGATACCATAGTAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATAAGGAGAATTTTTAGAGCT----------------------------
--------ATCTACAACGTA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTACTA---TAA 
>KR861282 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---ATGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAGAATTTTAAT----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGACGTGTACAGATGTTAATAAGACCGATACCCAAAATCAAAGTAACAGTACA-
-------------------------------------------------------------------------
-------------------------TGTAACAGTACATACACTGAGAATAAAGGAGAAATAAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGCAAGTATATGCACTT---TTTTATAAACTTGATATAACACCACTTCAGGATGAC-------
-------------------------------------------------------------------------
----------------------
AACTCCAGTAAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTGGGATCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTGAAT----
-----------GAATCTGTAAAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTATAAAT---
AAATGGAATAAAACTTTACAAATGGTAGGTAAGAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
ACATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GGT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGATAATTACACAGGTACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCTTGCTTGACACCATAGCAATAGCAATAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTAAACATA------CCTACAAGAATAAGACAGGGATTTGAAACAGCTTTGCTA---TAA 
>KR861304 
GTA---ATA------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAGTGAA---GTGCATAAT----------------



--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATTATATGGTGGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAGTGCTAATGTTACTGTTACCAATGTTACTACTAATGTTACCAGTA
CCCCCAATGTT--------------------------------------------------------------
-------ACTGATACTAATAATACTAAAACCTACAATCATACCGATGATAGAATGATGTTTAGA---
AATTGTTCTTTCAATATAACCACAGTACTAAGA---------------------------
GATAAGAAAAAACAGGAATATGCACTT---
TTTTATAAACTTGATATAGTACCACTTAAGGAGGAGGAATCTAGTAAG-------------------------
-----------------------------------------------------------
AAGTCTGATGAGAATAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGGCCATGCAATAAT-----------------------
-GTTAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GACTCTGTACCA---------ATTAACTGCACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGGGAA------
---------GTAATAGGAGACATA------------AGACAAGCACACTGT---AACGTTAGTTCAGAA---
AAATGGAATAGTACTTTACAAAAGGTAAGGGAAAAATTAAAA---------------GAAATCTAT-------
-----------------------------------AGTAGAAACATAACATTTGAA------
CCATCATCAGGAGGTGACCTAGAAATTACA---ACACACATGTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGATGACATTTGG------GGA------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAGACATAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAACAATCTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTTTGCTTGATACCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTGATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF110959 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTTCTACCTACAATGGTACTTAC-------------------------
-------------------------------------------------------------------------
-------------------------------------ACTGATAACTACCAGGAAAAGATAAAA---
AATTGTTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAGCGGGTATGCACTT---TTTTATAAATTTGATGTAGTGCCACTTAATGGAAAT-------
-------------------------------------------------------------------------
----------------
AATACCAACTCTAGTGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCCATACATTATTGCACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AACGGGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ACAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTACAAGGATC------------GGACCAGGACAAACA---TTC------TATGCAGCAGGAGAA------
---------ATAATAGGAAAAATA------------AGACTGGCATATTGT---AATATTAGTGAAGAA---
GTCTGGAAGAAAACTTTACAAAGGGTAGGTAGAAAATTAAAA---------------GAACACTTCCCT----



-----------------------------------AATAAAACAATACAGTTTCAA------
CCACCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGCAGATATTTGG------GAT------
AGCATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAACTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGCGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTCGCTATTAATTTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAATGCTTTGAAGCAGCTTTACAA---TAA 
>AF290028 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCTCACTCTGTGTCACTTTACATTGTAGCAATGTAAATGGTAGTAATAATGCTAACAGTAGT----------
-------------------------------------------------------------------------
----------------------AGTAATGATACCTACAGTAATGACATGAAAGAAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAGCTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGGGGAT----------
-------------------------------------------------------------------------
----------------------
AATAACAGCTCGTATAGATTAATAAATTGTAATACGTCAACCATATCACAA---
GCCTGTCCAAAGATCTCTTTTGATCCAATTCTTATACATTATTGTGCTCCAGGTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGGAAATGTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCGGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACA---GAT------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---AACGTTAGTAAAACT---
AACTGGAATAAAACTTTAAAAGGGGTAAAGGGAGAATTAAGA---------------AAACACTTC-------
-----------------------------------CATAAAAATATAACATTTCAA------
CCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAACAAAAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGATTCTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGAGATATCTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAGGAACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGCATTGGACAGCTGGAAAAATCTGTGGAATTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGCTTGATACCGTACCAATAGCAGTACCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGGAGGGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF443075 
GGG---GAA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGG---AAGGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAAGATATA---



ATTAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGAGGCTAAGGTTAATGCTAATGTTACTGTTGAC----------
-------------------------------------------------------------------------
-------------------------AATACCATGAAGAAAGATACCATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAAAGTAAACACGGAACTAAAA---------------------------
GATAAGAAACATAAAGAGTATGCACTT---
TTTTATAAACTTGATATAGTACCACTTGATGGCAACAACAACAGC----------------------------
--------------------------------------------------
TCTGAGGATGGTAATAGAACTAAACAGTATAGATGGATAAATTGTAATACCTCATCCATAACACAG---
GCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTGTGCAA---------ATTAATTGTACAAGACCTGGCAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGCAAAGGT---
GAGTGGGCTAAAGTTATGCAAAAAGTAACGGGAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AAGAAAAATATAACATTTCAA------
CCACCCTCAGGAGGAGATCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGGTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------GAC------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGATAATTACACAGGCATAATATAC---
AGTTTGCTTGAGGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCATTTGCTATTAGTCTGCTTGATACCATAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAGGGAATTTGTAGAGGC----------------------------
--------ATCCGTAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF443074 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGGCAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAGTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAAGAATGTTACCAGTAAGGATATCAATGTT----------------
-------------------------------------------------------------------------
-------------------------------ACCAGCAATGCAGAAATGAAAGCAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGCAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTACTAATGACAAT----
-------------------------------------------------------------------------
-------------
GCCAGTGAGAATGCCAGTGAGTATAGATTAATAAATTGTGATACCTCAACCATAACACAG---
TCTTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTAAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGAGTGTACAAGGCCTGGCAATAATACAAGAAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGCAGCACATTGT---AACATTAGTGAAAGT---
AAATGGAATAAAATTTTATACAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGGC------
CAACCCATAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAACATGATATTTGG------GAC------
AACCTGACCTGGATGCAGTGG---GATAGAGAGATTAGTAATTACACAGACACAATATAT---
AGGTTGCTTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAACTCTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGGATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTGCTACAAAGAGTTGGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KY658709 
GTA---ATG------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGACATGGTAAATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAAATGTTAAGGTTAATGTTAATGCTACCTAC-------------
-------------------------------------------------------------------------
-------------------------------------CAAAACCAAAGTGTTACCGACATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAGAAAGCATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGATGATAAGAAG-
-------------------------------------------------------------------------
----------------------
AATAACAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
TCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATATAACGAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTGTGTATAAGGCCTAACAATAATACAAGAAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGAAGGT---
CAATGGAATAGAATGTTACACAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
CACTCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATGCTAGTTGGAAT-----------------
----------------------------AATAAATCCCAAGAGGAAATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGATTTACTAGCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTGACATATCCAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATGGTA---------AAGAGAGTTAGGCAGGGGTACTCACCT------
TTGTCATTCGCTATTAGCCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATCATAGAATTGATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KY658711 
GTG---GTA------------------------------------------
GGACACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAAATGTTACTGTTGCCAATGCCACTAGGGGC-------------
-------------------------------------------------------------------------



----------------------------AATAAGACCTATGAGAACAATGAGGGAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGTGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTAATGGGGAGAAT----
-------------------------------------------------------------------------
----------------
AGCAACTCTAGTGGAGAGTATAGATTAATAAATTGTAATACCTCAGCCCTAACACAA---
GCCTGTCCAAAAGTTACGTTTGATCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATTATAATTAGATCTGAGAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ATCATTAATGGCTCT---
GAATGGAAGAGAACTTTACAAAGGGTAAGTGAAAAATTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCCTTAATTGCAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTAAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAATAGTCTGTGGAATTGGTTTAGCATAGCAAACTGGC
TGAGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCCATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTGTATTAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443076 
GTG---CTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCCGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAATG---
ACCCCACTCTGTGTCACTCTAAATTGTGCAAATTTTAATGCTAGTAGTACCAGTACTGGT-------------
-------------------------------------------------------------------------
-------------------------ACTGCTACCTACAATAATAGCATGAATGGACAAATAAAA---
AATTGCTCTTTCAATATAACCACCGAGTTAAGA---------------------------
GATAAGAGAAAGCAAGAAAGTGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGACTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAATA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTAAACAG---
AAATGGAATAAAACTTTACAACAGGTAGGAAAGAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAGAACAATAGCATTTAAC------
TCATCCGCAAGAGGGGACCTAGAAATTGCA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAGCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AAAATGACCTGGATGGAATGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---



TGGTTGCTTGAAAAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACTAAGGATTTGTAGAGCG----------------------------
--------ATCTGCAAC------------------GTAAGATAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443078 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAACA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGAACAGATGCATGAAGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAGATTGTACAAATGTAACTGTTGATGCAAATAGTACCTATGTATCC-------
-------------------------------------------------------------------------
----------------------AATAATGATATCCACGTTGGTAACATAACTACAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAATAAGAATGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGGGAG----------
-------------------------------------------------------------------------
----------------------
GACAAATCTAGCTATAGATTAATAAATTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCGGAAGAAGAG------------
GTAGTAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAG----
-----------GAACCTGTAAAA---------ATTGTATGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTGAAGAG---
GAATGGAATAATAGTTTACAAAAGGTAGCGAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAGCATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGTGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTTTGGG
GCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGAAAGATCTGCGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACTT------
ACGTCGTTGGCTATTAATCTGCTTGACACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAGTTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443079 
GTA---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGTTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCACCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTAGGAATGCTAACTTAAATTCCACGAGGAAAAGT-------------
-------------------------------------------------------------------------
-------------------------AATGCTACCCTCAGTCCCAGTATGCAGGGAGACATAAAG---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GACAAGAGAAGGAAAGTATATGCACTT---TTTTATAAACTTGATATAGTAGAACTTGATGGT----------



-------------------------------------------------------------------------
----------------
AATTCCAATTCCAGTAACTATGTATTAATAAATTGTAATACCTCAACGGTAAAACAA---
GCCTGCCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATCCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------ATCAAGACAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGG---
AACTGGACTAAAACTCTACACAGGGTAGGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAGTTTGCA------
CCACCCTCAGGAGGGGACCTAGAAATTATA---ATGCATAGCTTTAATTGCGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGAGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGACTTGGTTTGGCATATCAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAGATAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>AF443080 
GGG---AAG---AAC------------------------------------
AAGGACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAAATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTACAAATGCCACTAAAAATGTTACCAACAAT----------------
-------------------------------------------------------------------------
-------------------------------AATGATACTACCTACAATATTGAAGAAATGAGG---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAGGCAAGAAAGTGCACTT---TTTTATAAGCTTGATATAGTACCACTTGATAGCAGC-------
-------------------------------------------------------------------------
----------------
AATAGCAGCTCTAATAAGTACATATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTAAAAATATAACAAACAAT---------GCCAACACAATAATAGTACAACTTAAG----
-----------GACCCTGTAGAT---------ATTCTGTGCGTAAGACCTAGCAACAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATT------------AGACAAGCACATTGT---AACATTAGTGCAGAT---
GACTGGAAGAGTACTTTACAAAATGTAAGTGAAAAATTAAGA---------------AGACACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAT------
TCACCCTCAGGAGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTGAAGGAGAA---
TTTAAACAGCTTCAGGCAAGAGTTCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAGATGATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAACAATTACACAGACATAATATAC---
GGGTTGCTTGAAGAATCACAATACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAGAGAATTTGTAGAGGT----------------------------
--------GTCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAA---TAA 
>AF443082 
GTG---GTG------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCGGATGCTAAAGCATATGATAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGCGGGATAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAAGGATGCTAGCGTTAACTACACAAACGCA----------------
-------------------------------------------------------------------------
-------------------------------ACTGGATGGCCAACCGAAGATGAAAAATTGCAA---
AATTGCTCTTTCAATGTAACCACAGTAATAAGA---------------------------
GATAAGAAACACAAAGAGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
GGTAATCACAGCTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTACTCCAGCGGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTTAAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGTAGCATAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACCAT---------TTTAGAACAATAATAGTACAGCTTAAT----
-----------CAATCCATAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGTATAAAGCTTTACACGGGGTGAGAGAAAAATTAAAA---------------GTGTTGTTCCCT----
--------------------------------AATAGTAAAAACATAAGCTTTCAG---
CCAGCCGTCGCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAACTGTAAAGGAGAG---
TTTAAGCAGCTTCAGGCAAGAGTCTTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACACAAAATGACATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTTTAGTA---------AATAGGGTTAGGCAGGGATACTCACTT------
ACGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATTTA------CCTAGAAGGATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AF443083 
GTG---GTA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTCCACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAAAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATG---
ATCCGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGAGAGGTTAATGCTACCAAAAATGGTAAT----------------
-------------------------------------------------------------------------
----------------------------ATCACCTATAATAATACCATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
CATAAGAAAAAGGAAATGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGGAC----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTTATACCTCAGCCATAGCACAA---



ACCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTTAT---AATAAGACATTCAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGGAGCCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTATCAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAAACATA------------AGAGAAGCATATTGT---AACATTAGTGGAGAT---
GCATGGAACAAAACTTTACAACAGGTAGGGAGAAAATTAAAA---------------GAATATTTCCCT----
--------------------------------GGTAGATCAACAATAAGATTTGCA------
CCACACTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACTT------
TTATCATTTGCTATTAGTCTGCTTGATGCCACAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAAATAATACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAACAGCTTTGCTA---TAA 
>AF443085 
GGG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAATTTGTAGTAATAACATTACCATCACTAATACCACCAGT-------------
-------------------------------------------------------------------------
-------------------------AATGATACTATTTATAAATATACCACAAGTGACATAAGA---
AATTGCCCTTTCAATGTAACCACAGAACTAAAA---------------------------
GATAAGAGAAGGAAGGAATATGCACTT---TTTTATAGAATTGATATAGTACCACTTGATGAGAAC-------
-------------------------------------------------------------------------
----------------
AATAACAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAGAAAGAG------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAG----
-----------CAATCTGTAGGA---------ATTGAGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---ACCATTAATAAAAAG---
GCCTGGAATACAACTTTACAAGAAGTAGGCAGAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTCAA------
CCACACTCAGGAGGGGATCCAGAAATTACA---ATGCATAGCTTTACTTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAAACTGAACAGCAAATTTGG------AAT------
AGCACGACCTGGATGGAATGG---GATAGAGAAATTAGTAATTACACAGACATAATATAC---
AGGTTGCTTGAAAACTCGCAATACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGAATTACTAGCATTGGACAGGTGGGACACTCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAG---



GGAACAGATAGGATTATAGAATTAGTACTAAGAATTTGTGGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF443086 
GGA---------------------------------------------------
AACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAATAAGGTTACTGTTAATACTACTGTTACT----------------
-------------------------------------------------------------------------
----------------------------GTTACCAATAATAATACCATGGATACTGTAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTGAGA---------------------------
GATAAAAGAAAGCAAGAACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAGACAAAA-------
-------------------------------------------------------------------------
-------------
AACTCCAATGAGACCAGTGCATATAGATTAATAAATTGTAATACCTCAGCCATAACGCAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAAGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCGAGCAGAAAAAGAG------------
GTAGTAATTAGAGCTGAAAGTCTGACAGACAAT---------GCCAAAGTAATAATAGTACATCTTAAG----
-----------GATTCTGTACAA---------ATTAATTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGT---
CAATGGAATAAAACTTTATACGAGGTAAGTGAAAAATTAAGA---------------GAAAAATTCCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
TCATCCACAGGAGGGGACTTAGAAATTACA---ACCCATAGCTTTAATTGTGGAGGAGAG---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGAGGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTACACAGATTTAATATAC---
AGGATGCTTGAAGAATCGCAAAATCAACAGGAA----------------------------------------
-----------------------------
AAAAGTGAAAAGGATTTACTAGCGTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTGTCATTTGCCATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTGCTAAGAAGATTTTGTAGAGCT----------------------------
--------ATTTACAGCATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM215421 
GTG---GGA------------------------------------------
GGAAACATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGCGACTCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAATGTCACTTTAAATTGTGGAAATGACACTTCAGGAAATGACA
CTTTA--------------------------------------------------------------------
-------GAATGTGAAAAGGGTACCAACAATGAGACCTATGATGAGAGTGTGAAGGAATTAAGA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAAAAGTATGCACTT---TTTTATAGCCTTGATATAGTGCCACTTAAGAAC----------
-------------------------------------------------------------------------
----------------------
TCTAGTGAACAGTATAGATTAATAAGTTGTGATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAGGAAGAA------------
ATAATAGTTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACC---TTC------TATGCAACAGGAGAA------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTACTAAAAGT---
AACTGGCATAAAACTTTACAAGAGGTAAGTAAAAAATTAGCA---------------GGATACTTTCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCACGAAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAGTAATTACACAAACATAATATAC---
AACTTGCTAGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGCCGTTTGCTACTAGTCTGTTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGGACTCAGCATTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ699992 
GGG---GGA------------------------------------------
AAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATCCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAGAATGTAGAGATGTCACTAATGGCACTTCAGGAAATGATACTTTAGCAAATG
ACACTTCA-----------------------------------------------------------------
-------GAATGTAAAAATGGTACCAACAATGAGACCTACGATGAGAGTGTGAAAGAACTAAGA---
AATTGCTCTTTCAATGCAACCACATTAGTAAGA---------------------------
GATAAGAAGAAGACAGCATATGCACTT---
TTTTATAGACTTGATATAATGCCACTTAATGAGAAGAAGAACTCT----------------------------
-----------------------------------------------------------
AGTGAGAACTCTAGTGAGTATGTATTAATAAATTGTAATTCCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---ATCATTAATGCAAGT---
AACTGGCATAAAACTTTACAAGAGGTAAGTAAAGAATTAGCA---------------GGATACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCATGAAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGATTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGCCGTTTGCTACTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGGACTCAGCATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835515 



GTG---GGA------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCTTCAGATGCTAAAGCATATGAGAATGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGAAATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAATGTCACTTTAAAAAATAATACTGTTAATAGT----------
-------------------------------------------------------------------------
-------------------------------------------AATGAGACCCAGTACAGAAAA---
AATTGCACTTTCAATACAACCACAGAATTAAAA---------------------------
AATAGGAAGCAGAAAGTATCTGCAATT---TTTTATAGAATTGATATAGTACCACTTGGTAATGAG-------
-------------------------------------------------------------------------
----------------------
AGCTCTGGGAACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTATAAGACCCGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACCAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAATGGAACT---
AAATGGAATGAAACTTTACAAGGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTCAAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGGAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAGGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAAACTTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGTAGTTTTGCAA---TAA 
>HQ699985 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAATTTTGGAT---------AATGTAACGGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAATGTTAGTAGTAAAAATGTTAGCAGT----------
-------------------------------------------------------------------------
-------------------------ATTGATACCTCCAATAAGACCGACTATGAGAGCATGAAA---
AATTGCTCTTTCAATGCAACTACAGAAGTAAGA---------------------------
GATAGGCAGCAGAAAGTAAATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAGGAGAACTCT-
-------------------------------------------------------------------------
----------------
AGTACAAACTCTAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAGG---GATCCTAAATTCAAT------GGGACAGGACCATGCAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAGCAATAATAGTACATCTTAAT----
-----------CAACCTGTAGAA---------ATTTTATGTACAAGACCCAACAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AACATTAGTGAAAAG---
ACATGGGATGAAGCTTTACATAACGTAAGTAAACAATTAGCA---------------GAACACTTCCCA----
-----------------------------------AATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGTTTTAATTGTAGAGGCGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AGCAAAACTCAAGCAGAAATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTAGTA------------------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTACTGTTAGCCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGACTAAGACAAGGCTTAGAAGCAGCTTTGCAA---TAA 
>HM215411 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTATGGAG---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTGAGTGTTAGCAGTAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------GTTGCCTCCAATAAGACCTATGTGGAGGAAATGAGA---
AATTGCTCTTTCAATACAACCACATTCATAAGC---------------------------
GATAAGCATAAGAAGGAGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTGATGATGAGAACTCTAAT----------------------------
-----------------------------------
AAAAACTGTAGTAAGAACTCTGGTCAGAACTGTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCCATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCACACGGAGAG------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAGAAAT---
AACTGGACTGAAACCTTACAGAGGGTAAGTAGGAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTACAACGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAGGAAGTTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAATCTGCTTGATATCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCTGTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC898995 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACCACTCTATTCTGTGCCTCAGATGCTAAAGCATATGAGCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTGCCCACTGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGCAATGTTACCTATAGCAATAAGACCGACAAC-------------
-------------------------------------------------------------------------
-------------------------------------CCTGGGAACAGGAAGGAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACATTATTACAT---------------------------
GATAAGAAACAGAAAGTGTATGCCCTT---TTTTATAAACTTGATATAGTACCACTTAATGAAGGGAATTCT-
-------------------------------------------------------------------------
-------
AGTAGGAAGGAAAATGATAGTAAACCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGCCCAAAGGTTTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTCTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTACTGAAGGT---
AAATGGAATAAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACTCTTCCAG----
-----------------------------------AATAAACCAATAAATTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACTTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGATAATTACACAAACACAATATAC---
AGGTTACTTGAAGATTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAAAAGTAGCTGAA---
GGAACAGATAGAATTATACATTTAGTACAAGCAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTCGCAGAATAAGACAGGGCTTGGAAGCATCTTTGCAA---TAA 
>KC898996 
GGG---GGA------------------------------------------
GAAAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCGTCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTGCCCACAGAC---
CCCAACCCACAGGAAATGGCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTCACTTTAAGAGATAAGACTTGCAAT-------------
-------------------------------------------------------------------------
-------------------------------------------GGGACCATGACGGAAATGAAA---
AATTGCTCTTTCAATGCCACCACAGTAGTAAAA---------------------------
GATAAGAAGCAGACAGTGTCTGCCCTT---TTTTATAGACTTGATATAGTACCAATTAATGAGAAGAAC----
-------------------------------------------------------------------------
-------
TCTAGTGAGAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCCTGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACAGGCGCATTGT---AACATTAGTAAATCT---



AAATGGGAGAAAACTTTACAAAGGGTAAGTGAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAGAGAGAGATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAACGAACAAGATTTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTAATTATTAGCCTGGTTGATACCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATACAATTAGTGCTTAGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTCGCAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF250403 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGACGCAAAG---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAGCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGCAATGTTCCTAAAAATGCTAGCAGTAATGGT-------------
-------------------------------------------------------------------------
----------------------------AATGAGACCAACTATGAGAGCATGAAGGAAGTAAGA---
AACTGCACTTTCAATACAACCACAGAATTAAGA---------------------------
GATAGGAAGCAGAAAGTGCATGCCCTT---TTTTATAGACTTGATATAGTACCAATTGATGAG----------
-------------------------------------------------------------------------
-------------
AAGAGTGAGAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGAAAAT---------AGCAAAACAATAATAGTGCATCTTAAT----
-----------GAACCTGTAGAA---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACGGAAAAA---
GATTGGAATAAAACTTTACAAAGTGTAGGTAAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AACAAATCTCGACAAGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
CAGTTGCTTGAAGATTCGCAAAAACAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCA---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATACAATTAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAG---TAA 
>KF250404 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAACATATGAGCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGTTACTGTTAGCAATCAGACCTATTAT-------------
-------------------------------------------------------------------------
-------------------------------------GATAAGAAGACCTACGAGGAAAGGAAA---
AATTGCTCTTTCAATACAACCACAATGTTAAGA---------------------------
GATAAGAAGCAGAAAGTGTATGCCCTT---
TTTTATAGACTTGATATAGTACCAATTGATAAGGAGAATTCCAGT----------------------------
-----------------------------------------------------------------
GATAGGGAGTATTATAGATTAATAATTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGGTAAATAGT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------GAAACTGTAGAA---------ATTGTATGTACAAGACCCGACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAATG---TTC------TATGCAGCAGGGGAT------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTGAAGAT---
AAATGGAATAAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACAATTCCCT----
-----------------------------------AATAGAACAATAAAATTTGCA------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCCTACCACGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGTTTGCTTGAAGAGTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
ACAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAGTAGTAGTAGCTGAA---
GGAACAGATAGGATTATACAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC807921 
ATG---GAA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTATAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGGAAATGTTAAAAGAAATGTTAGCAGTAATAGTAATAATACC----
-------------------------------------------------------------------------
-------------------------TACAATGTGACCTCCGATGAGGCCATGAAAGAACTAAAA---
AATTGCTCTTTCAATGCAACCACATTAGTAAGA---------------------------
GATAAGGAGACAAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCCCTTAATGATGGGAACTCT-
-------------------------------------------------------------------------
-------------
AGTGAAAAGGACTTTAGTGAGTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAATAATTAAATCTAAAAATCTGACAAACAAT---------GTCAACACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGCACAAGACCCAACAATAATAGAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAAACATA------------AGACAAGCATATTGT---GACATTAATGGAACT---
AAATGGAATGAAACTTTACAGAGGGTAGGTAAAAAATTAGCA---------------GAACGCTTCTCT----
-----------------------------------AATAAACCAATAATATTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTGGAGGAGAA---



TTTAAGCAGCTACAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCACCAAGAGATTTGG------AAT------
AACCTGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACTCAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTAGTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAATATAGCACAAAGAATTTGGAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGTAACTTTGCAA---TAA 
>KC870038 
GTG---GGA------------------------------------------
GGAAACCGGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTACAAATGTTAACAGTAATAGTACCAACAAC-------
-------------------------------------------------------------------------
-------------------AGTAGTGGTACCAACATCAGTAATAGTACCGACAGTGGAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAGGAAGAAAGAGTATGCCCTT---TTTTATAAACTTGATATAGTACCAATTGAGGGGGAGAATTCT-
-------------------------------------------------------------------------
----------
AGTGAGGGGAAGAATTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGCAAGT---
AAATGGAATAAAACTTTACAAGGGGTAAGTAAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTACCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCACGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
CAATTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGCAATAATRCAAAGAGCTTGGAGAGCT----------------------------
--------ATT------------------ACAAGAATAGGACAGGACCCTGAAGTAGCTTTGCAA---TAA 
>FJ388913 
GGG---ACG------------------------------------------
GGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CGTGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTGAATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTTTAACATGTGTAAATGCTAATTCCAGTAGGGGTAAT-------------------



-------------------------------------------------------------------------
-------------------------------GTTACCTACGAGACCCTGGGTAATGAAATACAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGGAACGGAAAGAGTATGCACTT---
TTTTATAGACTTGATATAGTACAACTTGATATAGTGCAACTTAAT----------------------------
-----------------------------------
GAGAGCCATGGGAACCAGACCAAGACCAAAAATGTTACTACATATAGATTAATAAATTGTAATAGCTCAACCA
TAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAACACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCTACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGGT---
AACTGGAGTAAAGCTTTAGAAAGGGTAAGTAAAGAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AACAAAAACATAACATTTGAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTTGTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
TGGTTGCTTGAAAAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTGACATATCAAAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTTTAGTC---------AATAGAGTTAGCCAGGGGTACTCACCT------
TTGCCCTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATCATAGAATTTATACAAATAATTTGTAGAGCT----------------------------
--------ATATATAACATC------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>FJ388948 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGAGGAGAGCCTA---AAGCCTTGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGTAGTGAGGTTAATGTTACCAGTGCCATA-------------------
-------------------------------------------------------------------------
----------------------------------ATTAATGAAACCATGAAGGAAAAAATGAAC---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGATGCACAAGCAGCATGCACTC---
TTTTATAGGCTGGATATAGTACCACTTGATAATGACAATTCTGAC----------------------------
--------------------------------------------------
AATTCTAGCCATAGCAATTATAGCAACTATAGATTAATAAATTGTAATACCTCAACTATAACACAA---
GCATGCCCAAAAGTATCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCATAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTAAATCTTAAT----
-----------CAATCTGTAGAA---------ATTATGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TACACAAACGAT---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAAAGAA---
AACTGGACTACAACTTTACAAAGGGTAAGGGACAAATTACGA---------------GAACACTTCCCT----
-----------------------------------ACTAAAACTATATACTTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCCCCACCGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------



----------------------------AATAAATCTCAACAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTAG---GATAAGGAAATTAGTAATTACACACAAACAATATAC---
AGGTTGCTTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAAGGATACACACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTCATACAAAGACTTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>FJ388952 
GTG---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTGAGCTGCACAAATGTTACTGTCAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------GGGACCATGAATGGGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAGGAAGGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTCAATGGGAAGAAT----
-------------------------------------------------------------------------
----------
AACAGTTCTAACAATTCCAGTGAGTATGTATTAATAAATTGTAATACCTCAGCTGTAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTTGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAACAGGAAATGAG------------
ACAGTCATTAGATCTGAAAATCTAACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAGTCTGTGGAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGGAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------GTAATAGGAGATATC------------AGACAAGCACATTGT---AATGTTAGTGAAGGG---
AAATGGCATACAAATTTAAAAGAGGTAGGTAGAAAATTACAA---------------GAACACTTCACT----
-----------------------------------AATAAAACAATAATCTTTACG------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAATTTTATATGTGCAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCATAATATAC---
AGGTTGCTTGAGGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAGCATTGGACAGTTGGGGAAATCTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATCAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTTTAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATATTAGATTTACTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAA---TAA 
>JF683740 
GGC---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATTCCAAAGAA---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGCCT---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACGAAGACCAACTTTACTGAATTCAGAGGT----------------
-------------------------------------------------------------------------
----------------------------AAGGATGCTACCGTAAACATGACAGAAGAAATAAGA---



AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAACAGGTGTATGCACTT---TTTTATAGACTTGATATAGTGCCACTTGAGGAGAAGAAT----
-------------------------------------------------------------------------
----------------
GGCACTAATAATAATAATTATAGATTAATAAATTGCAATACTTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAAACATTCAAT------GGGACAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGCGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACCTTAGTGAAAGT---
AACTGGAATAAGACCCTACAAGGGGTAGCTAAAAAGTTAGAA---------------GGACACTTTCCT----
-----------------------------------AATAAAACTATAATATTTGCA------
CCACCCTCAGGAGGGGACCCAGAAATTATA---ACACATATGTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTAAATCAGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAACTACACAGGCCTAATATAC---
AGCTTGCTTGAAGAATCACAAAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGTCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTATGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTTTAGAATTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAATCTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>JF683755 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAGTGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGCTTTTAGTC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAGAATGTAGGGATGCCTACAAAAATGTTACTACTAACTGTACTGCTAACCAA-
-------------------------------------------------------------------------
-------------AGTGATAACAGTCCCAAATGTATTGAGCCAGACATGAAGGGACAAATAAAA---
AATTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGACACAGCAAGTACATGCACTT---TTTTATAGACTTGATGTAGTACCAATTGATAATAAGAATGAT-
-------------------------------------------------------------------------
-------------
ACTAATAACAGTTCTGGGGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCAATTCTAAAGT
GTAAT---AATGATACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAAAAGGAGAG------------
ATAATAATTAGATTTGAAAATAAGACAGACAAT---------GCCAGAACAATAATAGTACATTTTAAT----
-----------GAGTCTGTAGAG---------ATTAATTGTACAAGACCCGGCAATAACACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACGTTAGTGCACAA---
AAATGGAATACAACCTTGCAAAGGATAATAGCAAAATTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAATGTTTAAA------
CCACACTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
ACATTGCTTACAGACTCGCAAATTCAGCAGGAG----------------------------------------



-----------------------------
AAAAATGAAAAAGAATTACTAGAAATGAACAAGTGGGACGTGCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTAATCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCCTACAAAGAGTTGGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>JF683768 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGTTATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATAAGGATATA---
ATCAGTTTATGGGATGACAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTACCAAGGTAACATGTAGTAATAATACCAGTAGCAAT----------
-------------------------------------------------------------------------
-------------------------ACCGCAAACGCCACTTCAAAATGTGATGATATTATGAGA---
AATTGCTCTTTCGATGCAACCACAGAAATAACA---------------------------
GATAAGAAGGAAAAACAGTATGCACTT---
TTTTATAAACTTGATATAGTACAGCTTAAAGGAAGCAGTAATAACTCCTCTGGGAACTCCTCTAAT-------
-----------------------------------------------
AACTCCTCTGGGAACTCCTCTGGGGAATATTATAGATTAATACATTGTGATACCTCCAAAGTAACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---TATTATACTTTTAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACAAGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGCTCTGAAAATCTGACAAATAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTATAAGACCTGGTAATAATACAAGGAAC-----
-CGTATAAGGATA------------GGACCAGGACGAACA---TTC------TTGGCACATAAACAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTGGGAAG---
AACTGGAGTGAAGCTTTACAAGGGGTAAGTGAAAAATTAAGA---------------GGATACTTT-------
-----------------------------------AATAAAACAATAAAATTTACC------
CAACACGCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTAAAAAAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGACAATTACACAGACACAATATAC---
AAGTTGCTTGAAATCTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAGCTGGAACAATCTGTGGAATTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGGAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACTAGGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CATAGAAGA---------------------------------TAA 
>KT124786 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTGTTGTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTGAACTGCAGCGAGGTCAAGGGTAGTAATACCAGTAAGAGT-------------
-------------------------------------------------------------------------
----------------------------AATAATACCCATGATGCCAAGGATTCAGGAATGCAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGACACGCAAAGAGTATGCACTT---TTTTATAAACTTGATATAAAACAAATGGGTGTG----------
-------------------------------------------------------------------------



----------------------
AATAGCAGCAACTATAGATTAATAAATTGTAACAGCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACTGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAAGCCAGTAGTATCAACT---
CAACTACTATTAAATGGTAGCATAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATTTGAATGACAGT---------GCTAAGACAATAATAGTGCATCTTAAT----
-----------CAAAGCATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAACATTA------------GGACCAGGACAAGCA---ATC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATGTTAGTGAAGGA---
AAGTGGACTAACATTTTACAAAAGGTAGCTAAAAAATTATTA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAGTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCAGTACCTTGGAATGACACTTGGAGT-----------------
----------------------------AATAAATCTGAAGAGGAGATATGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGGCATAATATAC---
GGATTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTGGCATTGGACAAGTGGCAAGATCTGTGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAAAATAATTTTTGCT---
GTGCTATCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGCAGTCATACAAACAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGGAGAATAAGACAAGGTTTTGAAACAGCTTTGCTA---TAA 
>KC473844 
GGA---GTG------------------------------------------
GGAAACTTTTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAGGAAGCAAAG---
GCTACTCTATTTTGTGCATCAGATGCTAAAAGCTATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTTGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAACTGTACAAATTCTAATGGTACAAGTTCTGAGGGTAACAATA
ATAGTACCAGT--------------------------------------------------------------
-------------------AATGGCACTGATATCTGTAATAGCCCCCTGAAGGATGAAATGAAA---
AAGTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAAAAGCAGACAAGAAATGCACTT---TTTTATAACCTTGATATAGTACCACTTAATAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACCA---------ATTATATGTACAAGACCAGGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TTCGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
AAATGGAATAAAACTTTACAAAGAGTAAGTGAAAAATTAAAA---------------GAGCACTTCCCG----
-----------------------------------AATAAAACAATAAAATTTCAA---
CAACCACCCTCAGGAGGGGACCTAGAAATTGTA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAAACTTACAATGAGATTTGG------GAC------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGATACAATATAT---
AGGTTGCTTGAACAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---



GTGCTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAAAATTCATACAAAGAATTTGTGAAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ236594 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGTA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGGATAATGACATGGTGGATCAGATGCACCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTTACGTTAAACTGCAGTGATGCTAATAGTAATGCTAATAAAACTAGTAAGAGAAATAAAC
CACA---------------------------------------------------------------------
-------------------------CTGATATAAATGGAGAAATAAAAAATGGGAGAAATAAAA---
AATTGCTCTTTCAATATGACAACAGAACTAAGA---------------------------
GATAAGAAGGAGAAGGTACATGCACTT---TTTTATAAACTTGATGTAGTACCACTCAATAAT----------
-------------------------------------------------------------------------
----------------
GGAAATAATAATACTTATTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCCAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTTTGCGATTCTAAAGT
GTATT---AATAAGACCTTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTAAAAATCTAACAGACAAT---------GCCAAAACAATAATAGTACAGTTTAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGGAAAA---
GGATGGAGAGAAGCATTACAACAAGTAGGTAAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
AATCACTCGGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAT------
AACATGACTTGGATGGAATGG---GATAGAGAAATTAATAATTACACAAATACAATATAT---
AGTTTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTATGGAGTTGGTTCAACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGCAGGCTTGATAGGATTAAGAGTAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGGAGAGGT----------------------------
--------AT------------------------------------------------------------- 
>HQ236601 
GTG---AAG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTTTGCGCATCTGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAACACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCACCAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTATGTGTTACTTTAAACTGCCAGAATGTTAATACTACTTCAAATGGTACTACTTCAAATAGTACT-
-------------------------------------------------------------------------
----------------ACTTTAAATAGTACTACTTCAAATGGGCCCATGGAGGGAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAGTAAGCAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTGAGGGA----------
-------------------------------------------------------------------------
-------
ACTAATGGTAGTGAAGCTACTGGTAACTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGCTTTGCGATTCTAAAGT



GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTAAAAATATCTCAGACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------GAACCAGTAGAA---------ATTACTTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---AACATTAATGAAGCA---
GCATGGAATAAAACTTTACAAGAAGTAGGTGAAAGACTAGCA---------------GAGTACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
AAACACGCGGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGTCTATAGAAAGATACCTAAAGGATCAACAGATCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
CAGTTGCTTGAAGTCTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGAGTTATTAGCATTGGACAAGTGGCAAAATCTGTTTAGTTGGTTTGATATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGCCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGCACAAAGAATTTGGGAAGCT----------------------------
--------ATACGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY496624 
GTA---AGG------------------------------------------
GGGAATTTATGGGTCACAGTATATTATGGGGTACCTGTATGG---AGAGATGCAAAA---
ACTACGCTATTCTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAA---
CCCAATCCACAAGAATTAAAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTGGATCAAATGCATCAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACATTAAACTGCAGTAATGTTAATGTTAATGGTACTGGA-------------------
-------------------------------------------------------------------------
----------------------------GGGAACGCCACTGTTGAAGAGAAGGGAGAAATGCTA---
AATTGTTCTTTCAATACGACCTCAGAACTAAGA---------------------------
GATAAGAAAGAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACACCTTGGGAAG----------
-------------------------------------------------------------------------
----------------------
GACAACACTTCATATGGATTAAAAAATTGTAATACCTCATCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTATCAGACAAT---------GCCAAAACAATAATAGTACATCTTAAA----
-----------ACTGCTGTAAAA---------ATTAACTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAGGAATA------------GGACCAGGACGAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAG---
GAATGGGTAGAAACATTAACAAATGTAAGTAAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
AAGCCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTAGCTTGGAACAATACTTGGAGT-----------------
----------------------------AATAAATCTGAAGGAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAT---
GATTTGCTTGAAGAATCGCAAAAACAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGAGTTATTAGCATTGGACCAGTGGCAAAATTTGTGGAGTTGGTTCAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAGCT----------------------------
-----CTCTGTAATATAATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCAA---TAA 
>AY713417 
GTG---GTG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGACGCAAGC---
CCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTATGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTACACTGTAGTTCTAATGTTACCAGTAATTCTAATGTTACCAGTAATCCTAAT-
-------------------------------------------------------------------------
----------------GTTACCAGTAGTTCTACTGATGCCAGTAAAGTTATTGGACAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAACAAGAAAGCATATGCACTT---TTCTATCGACTTGATATAGTACCACTTACTAAT----------
-------------------------------------------------------------------------
----------------
GATAACAGCTCTGATGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTCTACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTATAGCAGAAGATGAG------------
ACAATAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAC---
AGATGGAATAAGACTCTAGAAAATGTAAAGGAAAGATTACAA---------------AAGCAATTCCCT----
-----------------------------------AATAAAACAATACTATTTGCA------
CCATCCTCAGGAGGGGACCTAGAGATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCGGACAAGAGTCCTGGCGATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCAAGAGGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGCAATTATACAAGCACAATATAC---
AGGTTGCTTGAAGTCTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTACTGGCATTGGACAAATGGAAAGATCTGTGGAGTTGGTTTAGCATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTGGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTCTCGTTTGCTATTAGTCTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGATTTTGGAGAGCT----------------------------
--------ATCTGCAACGCA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KU319531 
GGG---AGG------------------------------------------
GAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
AATACTCCAGTTCGTGCATCAAATGATAAAGAATATGTTAAAGAA---GTGCATAAA----------------
--------------GATGGGGGTGCA---CATGCGGGTGTATCCACGGAG---
TACGCCCCGCAAGAAATTGTTGTGGTA---------AATGTAACCGCAAATTTTACC----------------
--------------------------ATGTGGTTGAATGACATGCTGGATGAGATGCTCGATGAGATA---
ATCAGCTTTTTGGATCATAGCCTA---AAGCCATGCGTAATGTGG---
GCCACACTATGCGTCACTATAAACAGTAGTAGTGTTGCCATCAGTATTAGTAGT-------------------
-------------------------------------------------------------------------
-------------------------AGTAGCTGGCTGTCAATAATACCAATGAGAGAAATGAGA---
AATTGCTCTTTCTATGCAACCACAGTAGTAAAA---------------------------
GATAAGAAAAGGCAGGAATTTGCACTT---TTTTATAGACTTGATGTAGTACCAATTAACGAG----------
-------------------------------------------------------------------------
----------------------
TCCAGTAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAACACATTCAAT------GGAACAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGTCTAGCAAAAGAAAAG------------
ATAATAATTAGATCTGAGAATCTGTCAAATAAT---------GTCAAAACAATAATAGTACAGCTTAAA----
-----------GAGCCTGTAGAA---------ATTGAGTGTACAAGGCCTGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---GAAATCAATGGAACC---
AAATGGAATAAAACTTTACAAGAGGTAGCTAAAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------GGTAAAAACATAAGCTTTGCA------
CCATCCTCAGGAGGGAACCTAGAAATTCCA---ACCCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGCAGATTTGG------AAG------
AACATGACCTGGATGGAATGG---GATAAAGAAATTAATAATTATACAAACATAATATAT---
GAGTTGCTTGAAGACTCGCAATACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCTTTAGACAAATGGAACAATCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATAATAGAAGTAGCACAAAGAATTTGGAGAGGT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>KU319532 
GTA---CTG------------------------------------------
GGGAACTTGTGGGTTACTGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAATTAGTTTTGGAG---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATCAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTG---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATGCTACTATCAATGGT-------------------------
-------------------------------------------------------------------------
-------------------------------------------ACCATAGTGGAGAAAATGAAA---
AATTGCTCCTTCAATGTTACCTCTACCTTAAAA---------------------------
CCTACGAAACTGAAAGCTTATGCACTG---ATTTATAGAACTGAGTTAGTACCACTTATTGAGAAT-------
-------------------------------------------------------------------------
----------
CAGATCAACGGCAATTACATGATTACAGGGTATTTGAATAACTTGAACATAACAAAGTCAGGTCAAACGGTAT
CCTTTGGACCTTTTCGCCCACATCCTTGGCCTCATGCGGGTCAAGCGAGTCTAACG---GTCAAGTGTAAT--
-AATATTTCATTTAAA------GGCACAGGACCATGCAATAAG------------------------
GTCAGC---TCAGTACAGTGTACTCAAGGAATTAAACTAGTTGAATGGACT---
CGTTTAATGTTATATGGTAGTATAGCAGAAGAGCAG------------
ATAGAAATTCGTTGTGAAAATCTGACAATCAAA---------ACCGGATTAATAATAGTGCAGCTTAAA----
-----------GAATCTGTAGCA---------ATTAGGTGTGAAAGACCCAAAAATAATACAAGGGGA-----
-AGTATGAGGGTA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGACCATAGT---AACATTAGTGAAAAG---
GAATGGAATGAAACTAAACAAAAGGTAGTTGAAAAATTAATA---------------GAACTCTTACCC----
--------------------------------------ACAACAAGAAAATTAACA------
CGATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAACTTCAGACAAGAGTCCTGGCTGTCGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAATAATTATACAGGCACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCTTTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAGCATATCAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCCATTAATCTTCTTGATGCCATAGCAATAGTAGTAGCTGAA---
GGAACAGCTAGGATACTAGAAGCAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTTCAACATT------CCTAGAAGAATAAGACAGGGCCTCGAAGCAGCATTACAA---TAA 
>KU319534 



GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAT---
CCTACTTTATTTTGTGCATCAGATGCTAAATCATATGAGCCAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAGGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGAGCAAATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGGGTTACTTTAAATTGTAGTGATGTTAATGTTACTGCTATCATTGATGCTGAT----------
-------------------------------------------------------------------------
-------------------------------------ATATTAACCATGTATGAACCAGTGATA---
AATCGGTCTTTCTCCACAACCCCAAAACTT---------------------------------
AAAAAAAAGACTGAGACTGATCTT---TTTCATTATGTTGAAGTAGAAGCACTGGATATG-------------
-------------------------------------------------------------------------
-------------------ACTGCTACTGATGATGGATATATAAATTGTAATACCTCAACCTTAACCATA---
ACCTGTCCCTGTGTCTCTTTCGCCCCTGTTCCTATTCCTTATTGTGCTCCTGCTGGTTATGCTATTCCTATTC
GTAAT---GGTAATAATTTCACT------GGACCAGGACCATGCCCGAGT-----------------------
-GTCAAC---GCCTTCCAAGGTACACGTGGACTTGAACCTGTGGCATCAACT---
CCACTATTGTTAATTGGTAATGTAGCAAAAAATGAG------------
ATAGTAATTATATCTGAAACTCTGACACACAAT---------GTCAAAATGGTAATGGTACAACTTAAT----
-----------GAAACTGTAACT---------ATTAATTGTACACGACCCAACAATAATACAAGGAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGCA---TTC------CCTGCAACAGCAACA------
---------ATAGAAGGAGATATA------------AGACAAGCACATTGT---AACATTAATAAAACA---
GAATGGAATAACACTTTACAAAAGGTAAGAGAAAAGTTAAGA---------------AAACACTTC-------
-----------------------------------AATAAAACAATAAAATTTGAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTATACAGGAATAATATAC---
AATCTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAGAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTACATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTATGCTTGATACCACAGCAATAGTAGTAGCAGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAACTTGGAGAATT----------------------------
--------ATTTGCAACATA------CTTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KU319537 
GGA---GGA------------------------------------------------
TTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCGACCCAAAAGAATGGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGAACAGATGCATGAGGACATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTTACCAGAAAAATGCTACTATTACCAGTACTACTACT----------
-------------------------------------------------------------------------
-------------------------------------ATGCCAGTCCCTAAAGGAGAAATGAAA---
AATTGTTCATTCAATGTAACCACAGAACTATTG---------------------------
GATAAGAAAAAGCAAGAATTTGCTCTT---TTTTATAGACTTGATATAGTATCTTTAAACAATAGA-------
-------------------------------------------------------------------------
----------------------
AGTAATAATGAATATAGATTAATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTTTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAGAAATTTAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTATTATTAAATGGTAGTATAGCAGAT---GAC------------
ATAATAATCAGATCTGAAAATCTAACAAACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------GAAACTGTAGAA---------ATCAATTGTACGAGACCCAACAATAATACAAGAAAA-----
-AGGGTAGGGATA------------GGACCAGGACTAGCA---TTC------CGTGCACACGGAAAC------



---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGGAGAA---
AGTTGGAATAAAACTATACAAGGAGTAAAGACAAAATTAAAA---------------GAGCTCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCACCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTATGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTCAAGAGGAAATTTGG------AAT------
AACATGACTTGGATACAGTGG---GAGAGAGAAATTGATAATTATACAGAAAAAATATAT---
GAATTACTTGAATTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGCAAGATTTACTAGCATTGGACAAATGGCAAATTCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTTGGATATTAAGATATTCATAATGATGGTAGGAGGCTTGATAGGTGTAAGAATAATTTTTGCA---
GTGCTCTCTATAATG---------AATAGGGTTAGGCAGGGATACTCCCCA------
TTATCGTTTGCTATTAGTCTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATAATAGAAGTAGCACAAGGAATTTGGAGGGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KU319541 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
CCTACTCTATTCTGTGCATCAGAAGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGCTAGAGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACACTGTACAAATCTTACTCTTAATAGTACCAAGAATGTTACC----------
-------------------------------------------------------------------------
----------------------------ATTACCAATACAAGTGTGAAGCTAGTAGAGAAAACA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGACAAAGAAGGCACATGCTCTT---TTTTATAGACTTGATGTAATACCACTTGATAAC----------
-------------------------------------------------------------------------
----------------------
AATTCTAGTAATTATAGATTAATAAACTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAG---GATAAAAAATTCAAT------GGAACAAGACCATGCAAAAAT-----------------------
-GTCAAA---AAAAAACAATGTACACATGGAATTAAACCAATGGTATCAACT---
CAACTATTATTAAATGGTAATCTATCAAAGGATGGA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGTTTAAT----
-----------AAAACTGTAGAA---------ATTAACTGTACGAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACC---TTC------TATGCAGCAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGGAGAA---
CAGTGGAATGACACTTTACAAGAGGTAAAGGAAAAATTAGAA---------------AATCTCACC-------
-----------------------------------AATAAAAAAATAGAATTTGCA------
AGCTCCTCAGGAGGGGACCTAGAAATTACA---ACTCATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTTAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAGGTCTCAAAAGGAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTAATAATTATACAGGACTAATATAC---
GGGTTGCTTGAAGACTCGCAAAGAGAGGAAAAAAAAATGGAA-------------------------------
-----------------ACCAAAGAT---
TTAACTAAGGCATTGGGACCAAAATGGCAAATTTTGGGGGAGGTTGGGTTTGACATTATTCCAACCTGGGTGT
GGTATATTAAAAAATTATTCTTAATGATAGTAGGAGGCTTGATAGGGTGGAGAATAATCTTTGCT---
GTGCTCTCTGTAGTA---------AATGCAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTCTGCTTTATACTATAGCAATAGCAATAGCTGAA---
GGAACAGATAGAATTTTAGAAGCAATACAAGGAACTTGGAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU319544 
GTG---GGG------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---



CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAACCTGTAGTAATGTTACCAGCAATAGTAATGTTACCAGCAATAGTACT----
-------------------------------------------------------------------------
-------------------AGCGATAGTACTCTCAGAATGCTAATGGAGAATGGATACATAGTA---
AATTGCTCTTTCAAAATAACCACAAAGTTAAAA---------------------------
GATGAGCTAAGGCAGGAATACGCGCTT---TTTTATATTATTGATATGGTATCACTTGCGGGG----------
-------------------------------------------------------------------------
-------------------------
AATAATACTTATAGGTTAATAAATTGCAATACCTCAGCCTTAACACAA---
GCCTGTCCTGAGGTCTCTTTTGACCCTATTCCTATTCATTATTGTGCTCCAGCTGGTTATGCGATTCTTAAGA
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACACTACAATGTACACATGGAATCTCGCCAGTGGTATCGACT---
CAACTACTGCTAAATGGTAATCTAACAGAAGAAGAC------------
ATAGAAATTATATCTGAAAATCTGACAGACAAT---------GCCAAAACTCTAATAGTACATCTTAAC----
-----------ATATCTGTAGCA---------ATTGCGTGTACTAGGACCAATAATAATACGAGGATA-----
-AGTATGAGGATA------------AGACCAGGACCAACA---TTC------TATGCAACAGGACAT------
---------ATAATAAGAGATATA------------TGGAACGCTCATTGT---AACATTAGTGGACAG---
TCATGGAAAGAAACTTTACAGAAGGTAATTAAAAAGTTACAA---------------GAACATTTCCCT----
-----------------------------------AATAAGACAATAAAGTTTGCA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCGGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAAATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGACATAATATAC---
ATGATGCTTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAG 
>KU319546 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGGACTAATATTAATAGTACTAGTAATAGTACTGAGAGTAGCACCAGCA
GA-----------------------------------------------------------------------
----ATACTAGTACCAGAAATGATCATGGTACCGTCAATGATAACACAGATAAGGAAATCGAGA---
AACTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAGAAAGAATGTATACGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAATGAG-------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAATATAGATTAATAAATTGTAATACCTCAGCAGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATAACAAGTAAT---------GTCAAAACAATAATAGTACATCTTAAA----
-----------ACTCCTGTAGAC---------ATTAACTGTACAAGACCAGGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCCGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGAAAAG---
GCATGGAAGGAAACTCTACAAAATGTAAGTGAAAAATTACAA---------------AAACACTTCCCT----
-----------------------------------AATAAGACAATAAAATTTGCA------



CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAGAACAATATAC---
ACATTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGAATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGGAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAA---TAA 
>KU319551 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAGC---
CCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGCTTTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATCAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACAAGTGTTAATTCTATCAATGCCAATGCTAGTGCTACCAAT----
-------------------------------------------------------------------------
----------------------GATAGTACGACCCCCAATATTACCAGGAAGGAAGATATGAAA---
AACTGTTCTTTCAATATAACCACAGAGATAAGA---------------------------
GATAAGCAAAAGAAGGCATATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATGGC----------
-------------------------------------------------------------------------
----------------------
AATTCCACTGATTATAGATTAATAAATTGTAATAGCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAGA---AATGAGACATTTAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACT---
CAGCTATTGTTAAATGGTAGTTTAGCAGAAAAGGAA------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GCCAAAATAATAATAGTACACCTTAAT----
-----------GAAACTATAGAG---------ATTAATTGTATGAGAACCGGCAATAATACAAGAGAA-----
-AGCATAAGAATA------------GGACCAGGACGAGCA---ATC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATTTTGT---AGCATTAATAAAGGA---
AGATGGAATGATACTTTATAAAGGGTAAAGAAGAGTTTAGAA---------------AAGCACTTCCCT----
-----------------------------------GGTAAAAACATAGCATTTGCA------
CCATCCTCATGAGGAGACGTAGAAATTACT---ACACGTAGCTTTAATTGTAGAGGAGGA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCAACAAGAGATTTGG------AAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATCAGTAATTACTCAGACACAATATAC---
AGATTGCTTGAAATATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGACTTAATGGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAGTAGCTGGA---
GGAACAGATAGAATTATAGAAGCAATACAAAGAGGTTGGAGAGCT----------------------------
--------ATCTGTAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCATCTTTGCTA---TAA 
>U46016 
GGA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCTAGC---
CCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGGTACA---TTTGCCTGTGTCCCCACAGAC---
CCCAGCCCACAAGAATTGGGTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---



ACCCCACTCTGTGTTACTTTAAACTGTAATGCTATCAAAAACAATACTAAGGTTACA----------------
-------------------------------------------------------------------------
----------------------------AATAATAGTATCAATAGTGCCAATGATGAAATGAAA---
AATTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAGGAAGGCATATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATAAC----------
-------------------------------------------------------------------------
----------------------
GGTTCTACTGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGA---GATAAGACATTCACT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTATAGCAGAAGGTGAG------------
ACAATAATTAGATTTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTACTTGTACGAGACCCAGCAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATAAAACTCTACAAAAGGTAAAGGAAAAATTACAA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGACACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCAAGAGGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAGACATAATATAC---
AATTTGCTTGAAGTCTCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAATGGGAAAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGTGTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAATCTGCTTAATACCACAGCAATAGTAGTAGGTGAA---
GGAACAGATAGATTTATAGAATTAATACAAAGAATTTGGAGAGCT----------------------------
--------TTCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>AF219262 
GTG---AGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCTACTCTATTTTGTGCTTCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAACTAGATTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATCAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACAGATGTTAATGAGACTGCTAGTACTATCAGTAATAGT-------
-------------------------------------------------------------------------
----------------------AGTACTGGCAGTAATGATAGTAATATCAGGGAGGAAATGAAA---
AATTGTTCTTTCAGTACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAGTGCATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAACAAT-------
-------------------------------------------------------------------------
----------------
GCTACTGGTTCTGGTAATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAGGGAATTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTATAGCAGAAGATGAG------------
GTAATAATTAGGTCTGAAAACCTGACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACGAGACCCAGCAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AAAATTAGTAGGGGA---
AAGTGGAATAAAACTTTACAGCAGGTACAAGACACATTAAAA---------------AAGCACTTCCCT----
-----------------------------------AATAAGACAATAGCATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCTTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------



----------------------------AATGGGTCTCAAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTATACAGACATAATATAC---
GAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCGTAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF219263 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCGACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTACCCACATTGATAAT-------------------------------
-------------------------------------------------------------------------
-------------------------------------------AAAACAAATGGAGAAATAAGA---
AATTGCTCTTTCAATGCAACCACAGAATTAAAA---------------------------
GACAGGACACAGAAAAGGTATGCATTG---TTTTATAAGCTTGATATAGTACCACTTAATGGTAAC-------
-------------------------------------------------------------------------
-------------
GACAGCCAGAGCCAGAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGG---
AAATGGAATGAAACTTTACAAAAGGTAGTAGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTAAGAAGATGTTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGTACAATATAC---
AAGTTGCTTGAAGAATCGCATATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAGAAGCCTATGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGGAATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AF219269 
GTG---TGG------------------------------------------
GGGACCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATACGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATGGGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGGTAATGTTACTAATGCTACTACTGTTAGTACTGGT----------
-------------------------------------------------------------------------
-------------------------AATGATACCAACAGTAATAACATAAAGGAAGAAATGAAA---



AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATGAGAGGAGGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAGTAAG----------
-------------------------------------------------------------------------
----------------------
AATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
GATTGGAATAAAACTTTACACAGGGTAAGGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAAACATAAGCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGCGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACCCATGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTGGAGAGTTGGGACAATCTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAACTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACTATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGGAGAGGT----------------------------
--------ATCTGTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF219274 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ACCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTTAAAAAGGCTAATGTTAATGTT----------------
-------------------------------------------------------------------------
-------------------------------ACCTACAAGAATAGCACGGATGGAGAAAGGAAA---
AATTGCTCTTTCAATGTGACCACAGAAATGAGA---------------------------
GACAAGAAACGGAATGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------------
GATACCGGCGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCTCCTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAGT-----------------------
-GTCAGC---ACCGTNCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAACCAAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GTCAACACAATAATAGTGCATCTTAAT----
-----------CAATCTATAGAA---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AATATTAGTGAAGAA---
AAATGGAATAAAACTTTACAAGAGGTAAGTAGAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA---
CCAGCAGTCCCAGGAGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACGGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------



-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGCTTGATAGGTTTGAGAATAATTTTTGCT---
GCGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTATATTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGTATTCATACAGGGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>FJ977094 
GGG---AAG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAT---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTTGTTTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTACAAAGGCTAACATTACCAGTAATGTTACAGCTGCCAGTAAT----
-------------------------------------------------------------------------
----------------GTTACAGTTGCCAGTCATGGTATCAGTAATATTACGGATGACATAAGA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAAACAAAGATGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGGGAATAATGAA-
-------------------------------------------------------------------------
-------
AGTAAGGAGAATAATAAAAGTGCCACATATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGAAGGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTGCAAGACCCGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGCT---
AATTGGACTAAGACTTTACAAAGGGTAGCGAAAAAATTACAG---------------GAACACTTCCAG----
-----------------------------------AATAAAACAATAAACTTTACT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCGCTGGAAAACACATCTGCACCACAAATGTGTCTTGGAATGTCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAATAACTACACAAATCAAATATAC---
ACTTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATTATAGACTTCATACGAAGATTTTGTAGAGGG----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ595789 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTGTTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTTACTTTAGAATGTAATAATGTTACCTGCAGAAATGATAGT-------------------
-------------------------------------------------------------------------
-------------------------------GACCAAAATTGCACCACGAAGGAAACAATGAGA---
AATTGCACCTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGCAAAGCAAACAGTATGCACTT---TTTTATAAAATTGATACAGTACAACTTGGCAAC----------
-------------------------------------------------------------------------



----------------------
TCTGGTAACAGGTATAGATTAATAAATTGTAATACCTCAACAATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCAAAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------CTTAAAACAATAATAGTACAGCTTAAT----
--------AATAAATCTGTAGAA---------ATTTCGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAACATA------------AGACACGCACATTGT---AACATTAGTGGAGAT---
AAATGGAATAAAACCTTACAATCGATAGTTGAAAAGTTAAGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATACAGTTTCTA------
CCATCCTCAGGAGGGGACCTAGAAATTACG---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAAGAATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTTACACTGACATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
CAGTTGCTTGAAGAATCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAATTGGCAAAATCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGTTTGATGCCTTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTCATACAAATAATTGGTAGA-------------------------------
--------------------------------AGAATAAGACAGGGTTTAGAAGCAGCTTTGCTA---TAA 
>JF680927 
AGT---GAA------------------------------------------
GACAAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGTGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAGGAAATGGTTTTAGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAAATTGTACAGATGAAATTAAGGGGAAAAATGATACT----------------
-------------------------------------------------------------------------
----------------------------------CTCCTCAATAATACCATGGGGGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAACATGCACTT---TTTTATAAACTTGATTTAGTACCACTTGAAGAGAGTAAGAAG-
-------------------------------------------------------------------------
----------
AATTCTAGTAGTAATTTCAGTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGAAAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTGCATCTTAAT----
-----------AAAACTGTAGCA---------ATTAATTGTACAAGACCAGGTAATAATACAAGGACA-----
-AGTATAAGGATA------------GGACCAGGACAATCA---TTC------CATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCT---
GACTGGAAGGAAACTTTAAAACAGGTAAATGATACATTAAGC---------------AAATACTTCACT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAGACGCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAACAAGAAATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAGACATAATATAC---
ACATTACTTGAAGACGCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
CAAAATGAAAAGAAGTTATTAGAATTGAACAGTTGGAACAGTCTGTGGACTTGGTTTGACATAACAAATTGGT
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---



GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTAAC---
GGAACAGATAGGATTATAGAATTAATAATAAGAATCATTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>HQ385458 
GGG---GTG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGG---AGAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAACAAATGTTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAAATGTGTAAATGCAACTGGTACTGGAAAT----------------------
-------------------------------------------------------------------------
-------------------------------------GCCACTAAGGAAGGGAATGACAGAAAA---
AATTGTTCTTTCAATGCAACCACAGAAATAAGT---------------------------
GATAAGAAACAGAAGGTGAATGCACTT---TTTTATAAACTTGATATAGAACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------
AACAGCAGCTCTGAAGAGTATAGATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGCATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTAACAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACTTTAAT----
-----------AAGTCTATAAAA---------ATTATGTGTACAAGACCCGACAATAATATAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------GTAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAATAGAACA---
GAATGGAATAACACTTTAGGAGAGGTAAAAACGAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAGTGTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAAATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAACTACACAAACACAATATAT---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGAGTTGGACAGTTGGGCAAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTGTTAGTCTGTTAGATACCATAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGCATTGGTAGAGCT----------------------------
--------ATCCTCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TA- 
>AF286233 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAACTGCAATGATGCTAATATTACCCTC-------------------------
-------------------------------------------------------------------------
-------------------------------------AATGATACCATGAATAAGGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
GAAAATGACAACTCCAGTTATAGATTAATAAATTGTAATACCTCAGCTGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT



GTAAT---AACGGGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTTTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACACCTTAAA----
-----------GACCCTGTAGAA---------ATTGTATGTACAAGGCCCAGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGG---
GTATGGAATGAGACTTTACAAGGGGTAGTTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGCA------
CCATCCTCAGGAGGAGATCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCGGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACATAATATAC---
AGGTTGCTTGAAGTCTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAATTGGAACATTCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATACAATTAGTACAAAACATTTGGAGAACT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY255824 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAACATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACATGAATGGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGTGGTGAGGTTAATGTTACTGTTACTAGTAAT----------------
-------------------------------------------------------------------------
----------------------------GTTACCATCAATAATGATACCATCAATGAACTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAGTGAATTTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
-------------------
CAGAATTCCAGTGAGTATAGATTAATAAACTGTAATACCTCAGCAGTAACACAA---
GCCTGTCCAAAAGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAGCTACTGCTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAGTAGTTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAA----
-----------AACCATGTAGAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAGC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCATTAATGGAATG---
AAATGGAATGAAACTTTACAAGGGGTAGGTGAAAAATTACAA---------------AAACACTTCCCT----
-----------------------------------AATAGAACAATAAGGTTTGAA------
CCATCCTCAGGAGGGGACCTAGAGGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTGCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AGT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAAGTACACAAACACAATATAC---
GGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGAATTACTAGCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---



GGAACAGATAGAATTATAGAAGTAGTACAAAGAGGTTGGAGAGCT----------------------------
--------CTCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>KP109481 
GGG---GTA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCTAGA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGCTCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACCCAGGTTAATGCTACCCAGGGTAATACTACC-------------
-------------------------------------------------------------------------
-------------------------CAGGTTAATGTTACCCAGGTTAATGGGGATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGCATATGCACTT---
TTTTATAGACTTGATCTAGTACCACTTGAGAGAGAGAATAGGGGCGAC-------------------------
-----------------------------------------------------------
TCTAACAGCGCTAGTAAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATTCACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGATCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTGAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAT------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGCATGAAATGTTACGCAGGGTAAGTGAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATGTCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGACTTAGTACTAAGAACTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KP109482 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAAGGCTAAGAATATCACCGAGGAG-------------------
-------------------------------------------------------------------------
----------------------------GTAATAAAAAATAATACCTACAAGGAGGACATAAGA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAAA---------------------------
GATAAGAAGCAGAAAGTGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATAAAAGGAACTCTAGTGAG-------------------------
--------------------------------------------------
TCTGAGGAGGAGAACTCTAGTGGATATTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGGAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACGAGAATAGAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACGTTGT---AACATTAGTGAAGAA---
AAATGGAATGAAACTTTACAAAGGGTAGGTAGAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTAAAGAATATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGCGAAATTAGTAATTACACAGACATAATCTAC---
GGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAAATTAGGACAAAGAATTTGGAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KP109484 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTCGTAATGCTACCAGTAAGATGGTTAATGATACC-------------
-------------------------------------------------------------------------
-------------------------------------------AGGAATGTGGAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGG---------------------------
GATAGGAAGCAGACAGTGTATGCCTCT---TTTTATAAACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------
AATAAGAGCACCTCTAGTGAGAATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATACCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGATAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTGAG----
-----------GAACCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTGAAGCC---
AAATGGAATGAAACTTTACAAAATGTGACTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AACAGATCTCACGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATCTAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGCTGGGGAAATTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGCAGTGATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAATTTTGCAA---TAA 
>EU521729 



GGG---GAA------------------------------------------
GACAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTTACTAGAGATAACAGTAGTACTGGTAATAGT-------
-------------------------------------------------------------------------
-------------------ACCCTCAATAATGGGACCTCCGATGAGGGCATGAGGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATGAGAATCAGGAAGTGTTTGCACTT---TTTTCTAGACTTGATTTAGTACCACTTAATGTG----------
-------------------------------------------------------------------------
-------------------------
ACTAGCCATTATAGGTTAATACACTGTGATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTTAAGT
GTAAT---AATAAGGCATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCAACAATTATACAAGAAAA-----
-GGTATAAGGATA------------GGACCAGGACGAACA---GTC------TATGCAGCAAGAAAG------
---------ATAATAGGAGACATA------------AGAAAAGTACATTGC---AACATTAGCGAAAAA---
AATTGGAATAAAACTTTACTAATGGTGAGTAAAAAATTAGCA---------------GGACTCTTCCCT----
-----------------------------------AATAAAAACATAACGTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCTAGATGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAT---
AAGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGAATTGGACAATTGGCAAAATTTATGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGGCCATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGTTAGGATTATAGATTTAGTACAAGGATTTTGTAGGGCT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCCTTGCAA---TA- 
>EF469243 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGTTAGATTTGGTA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAACCATGTTAATATTACCTATAATGCTACCATCCATAAT-------
-------------------------------------------------------------------------
-------------------GCTACTGACCAGGCTAGTTTTAACAAAACAAGGGAACAAATGAGA---
AACTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAGAAATCAGAGTATGCACTT---
TTTTATAAAATTGATATAGTACCACTTAAGGAGGAGAAGAAGAAT----------------------------
-----------------------------------------------
AACTCTAGTGAGAATAATTCTAGTGGACATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAG---
GCCTGTCCAAAAGTCACTTTTGACCCAATTCCTATACACTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAATTACTGCTAAATGGGAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTCAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGGAAG-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGGA------
AAATGGAATGAAACTTTATACAATGTAAGTAGAAAATTAGCA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAAATTTCACT------
TCACCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGTCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCCAGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGGCCTAATATAC---
AGTTTACTTGAAAAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATTTCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTGCTAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF766537 
GTG---GAA------------------------------------------
GGAGACTCGTGGGTCACAGTCTATTATGGGGTGCCCGTGTGG---AGAGAAGCAAAA---
ACTACACTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATACTTTTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGATTGTAGAGACTATAATGGTACCATT-------------------------
-------------------------------------------------------------------------
----------------------------------------------------AATGAAATAAAA---
AACTGCTCTTTCAATGCAACCACAGAAGTAAAA---------------------------
GATAGGAAACAGAAGGTAGATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGGGAAT-------
-------------------------------------------------------------------------
----------------------
AATAACTCTAGTTATAGACTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCTTAGCAAAAGGAGAC------------
ATAATAATTAGATCAGAAAATCTGACGGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCGAAAGT---
AAATGGAAGGAAACTTTAAAAAGGGTAAGTAAAAAATTAGCA---------------GGACACTTCCCT----
--------------------------------AATGCAACAAAAATACAATTCGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGACTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCGGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGAACTCAAGACTATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAGTAATTACACAGACATAATATAC---
AGGTTACTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTATGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGTTTGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACTAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF766540 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCCTCAGATGCTAAAGCATATAAGGCAGAA---GTGCATAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGTGATGTCAATGATACCAGTAGTACAAATGATACC----------
-------------------------------------------------------------------------
-------------------------AGCAGGGTAAATGTTACCAGTGTTAGGAAAGAAGTAAAA---
AATTGCACTTTTAATGCAACCACAGAACTGAGA---------------------------
GATAAGAAGCAGTCAGTGTATGCACTT---TTTTATAAGATTGATATAGTACCAATTGGGCATAAG-------
-------------------------------------------------------------------------
----------------
AGTAATTCTAGTGGGTCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCATGTCCAAAGGTTACTTTTGATCCAATCCCTATCCACTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATGATTAGATCTGAAAATCTGACAAAAAAT---------GAAAAAACAATAATAGTACATCTTAAG----
-----------GAGCATGTAGAA---------ATTGTGTGTACAAGACCCTACAATAATACAAGGAAA-----
-AGTATAGGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
CAATGGAATAAAACTTTACAAGAGGTAGGTAAAAAGTTAGCA---------------GAACACTTCCCT----
--------------------------------GAGAGTAACAACATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAACAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTACCTTGGAACTCCAGATGGAGT-----------------
----------------------------AACAAATCTCTAAATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATAAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTCTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGCTTGATAGCATAGCAATAGCAGTAGTTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAACTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>EU908218 
GGG---GGA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAATCCACAAGAAATGTTATTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGTAAATCTTACTGACAGCAGTAATAAG-------------------
-------------------------------------------------------------------------
-------------------------------ACCTACTATAATGAGAGCATGCAGGAAATAAAA---
AATTGCACTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAGGAAGCAGAGAGTGCAAGCACTC---TTTTATAAACTTGATATAGTATCGCTTGAGAAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATCCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGAT------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------CAAACTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGCT------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ACCATTAATACAACT---
GCATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----



-----------------------------------AACAAGACAATAAGATTTGCA------
CCATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAGAAGAGATTTGG------GAT------
AATATGACATGGATGGAGTGG---GATAAAGAAATTAGTAATTACACACAAACAATATAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGGCATAACAAACTGGC
TGTGGCATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGCCTGTTAGACAGCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAAAAGCAGTACAAGGGATTTGTAGGACT----------------------------
--------ATACGCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>EU521727 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACAAAGGTTAATAACAGTACTGAGGAAGTAAAAAATTGCTCT----
-------------------------------------------------------------------------
----------------TCCAATGCAACCACAGGAATAAAAGATAATGCTAGGGAAGAAATAAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAGGAAGCAGAAAGTGTATGCACTT---TTTTATAAACCTGATATAGTACCACTAGATGAG----------
-------------------------------------------------------------------------
----------------
GACAAAAATAGTAGCACATACAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTACGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGATTATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---CTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGA---
AAATGGAATGAAACTTTACAAAGGGTGGGTGAGAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAGACTATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATATCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCATGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAATAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGCACAGATAGGATTATAGAATTCATCCAAAGATTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGGATAAGGCAGGGCCTTGAAGCAGCATTGCAG---TAA 
>KC156210 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAAACCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTTAGTGTTAGCAATGTTAGTGTTAGCAATACTACCCAG-
-------------------------------------------------------------------------
-------------------GGGGATGCAAATGTTACCCACAATGAGGGTGCAAATGAAATAAAA---
AATTGCTCTTTCAAGATAGCCACAGAATTAAGA---------------------------
GATAAGGAGCAGAAAGTGTATGCGCTT---TTTTATAGACTTGATATAGTACAACTTAATGATAGTAGTAAC-
-----------------------------------------------------------------------
TCTAGTAGTAGTAATAACTCTAGTAAGTATAGTAAGTATAGATTAATAAATTGTGATACCTCAACCGTAACAC
AA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGGG------------
GTAATAATTAGATCTGAAAATCTGACAGAAAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCTAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGGAAAGCATATTGT---GAGATTAATGAACAG---
AAATGGAATAAAACATTACGAGAGGTAGCTAAAAGTTTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAGAGAAATACGATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCGGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTATGACGAAATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAATTGGAAAAATCTATGGAATTGGTTTAACATATCGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCCTGCAAAGACTTTGTAGGGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>KY929361 
GGG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGGTATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTATAGAA---------AATGTAACAGAAGACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGAGCAGATGCATGAGGATGTA---
AAAAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTTATAATGCTATCATTAAGAATGGTACTGAT----------------
-------------------------------------------------------------------------
-------------------------------------------------GTGAAAGAAATGAAA---
AATTGCACTTTTAATACAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAAGTGCATGCACTC---TTTTATAGACTTGATATAGTACCACTTGATGGG----------
-------------------------------------------------------------------------
-------------
AACAACAATAATAGTGAGTATTATAGATTAATAAATTGTAATACCTCAACCGTAACCCAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGGACAGGACCATGTAATGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAGCAAT---------ACCAAAATAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAG---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACACTGC---AACATTAGTGGA-------
--TGGAATGAAACTTTACAAAGGGTAGTTAGAAAATTAGAA---------------GGATACTTCCCT-----
----------------------------------AATAAAACAATAAAATTTGCA------
CCACACCCAGGAGGGGACCTAGAGGTTACA---ACACATAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCAATAGAGAGATACCTAAAAGAGCAACAGCTGCTAGGGATTTGGG



GCTGCTCTGGAAAA------TGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCCAAAGAAGAGATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAGACGTAATATAC---
AAATTGCTTGAGAAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCCTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGGCCATTAGTCTGTTTGATTCCCTAGCAATAACAGTAGCTGAA---
GGAACAGACAGGATCATAGAATTGATAAGAGGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGGCAGGGCGCTGAAATAGCTTTGCAA---TAA 
>KY929362 
GTG---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAATACCTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTCTAGAATGTAGTGATGTTAATACTAATACTACTAATACTAATAATACTACCAATA
ATGCTAGTACT--------------------------------------------------------------
----------------------ATCAGCAAGGATGACAGTGTTACCATTAAGGAGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAATGTGTATGCACTT---TTTTATAAACTTGATATAGTACAACTTGATACT----------
-------------------------------------------------------------------------
-------------------------
AACAATACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATTACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTGGG---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAACATAACAGACAAT---------GGCAAAACAATAATAGTACAACTTGAT----
-----------AAACCTGTAAAA---------ATTACGTGTACAAGACCCAGCAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGGCCAGGACAAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAATGGAACA---
GAGTGGAATAACACTTTACAAAAAGTAAGTAGCAAATTAACA---------------GGATACTTC-------
-----------------------------------AATAAAACAATAATATTTGCA------
CCACACTCAGGAGGGGACCCAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACACATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT---------AAC-----
----------------------------AACAAAACTGAAAAAGAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GATAAACAAATTAGTAATTACACATACACAATATAC---
AGTTTGCTTGAAAAATCACAGGTCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGATCTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGCTTGATAGAACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAATAGCTTTGCAA---TAA 
>KY929366 
ACG---GGA------------------------------------------
CAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATACGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGTTTA---AAGCCATGTGTAAAATTG---
ACCCCACTTTGTGTCACTCTAAATTGTGCAAATATTAATGCTACAAGTAATGACACAGCCATTAGAAATGCTA
CTGCT--------------------------------------------------------------------



-------------------------------------------------------GAAATGACA---
AATTGTACTTTCAATGCAAGCACAGAAATAAGA---------------------------
GGTAAGAAGCAGAAAGTACAGGCACTA---
TTTTATAAACTTGACATAGTACCACTTGATAAAGAGAATGAGAAT----------------------------
-----------------------------------------------------------------
GATACCACCCAATATAGATTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGGACAGGACCATGCCAAAAA-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTCCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAGTTAGATCTGAGAATCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAG----
-----------GAATCTGTAGAG---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAGCAGGAGAC------
---------GTAATAGGAGACATA------------AGACAAGCACAGTGC---AACATTAGTAAC-------
--TGGAATACAACTTTGCTAAAAGTAGCTAAAAAATTAGAA---------------GAACACTTTCCT-----
-------------------------------AATAAAACAACAATAAAATTTGCA------
CCACACTCAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACGTATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTGAAAAAGACATATGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATCAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCACAAGACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTTTAGAAGCAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KY929368 
GGG---ACAAGGAGAAGTAATGGG---------------------------
GAAGATCGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCTACTCTATTTTGTGCATCAGAGGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTGCCCACAAAC---
CCCAAACCACTAGAAATGAATTTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAGCTCTA---AAGCCATGTGTACAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAATGCTAATATTACAAGAATCAAT-------------------
-------------------------------------------------------------------------
----------------------------GAGACCGTTATAAATGGGACCGATAATGAAGTAAAA---
AATTGCTCTTTTAAGACAACCACAGTAGTAAGA---------------------------
GATAAGAATAAACAGGAGTATGCACTC---TTTTATAAAATTGATATAGTACAACTTGATGACAACAGCAAC-
-------------------------------------------------------------------------
----------
AGCAGCAGCAACAGCAGCGGTACTTATAGATTAATAAATTGTAATACCTCAACCTTAACACAA---
GCCTGCCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---TCAGTACAGTGTACGCATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGATAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATACCA---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
AAATGGCATGAGATGTTACTAAATGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AAAAAGAATATAACATTTGCA------
CCATCCTCAGGAGGAGACCTAGAGATTACA---ACGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAAGAGCAACAGGTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTACCTTGGAATGACACTTGGAGT-----------------
----------------------------AACAGATCTCAAGAACAAATTTGG------AAT------
CATACAACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGAAATAATATAC---



ACCTTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTTTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTCTCATTTGCTACTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACTAGGAATTGGTAGAGCT----------------------------
--------ATCCTTAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX069227 
GGG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGGTATGAAAAAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGCGTATAGAA---------AATGTAACAGAATACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
AAAAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTTATAATGCTACCATTAAGAATGGTACTAATAAT-------------
-------------------------------------------------------------------------
-------------------------------------------------GTAGAAGAAATGAAA---
AATTGCACTTTTAATACAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAAGTGCATGCACTC---TTTTATAGACTTGATGTAGTACCACTGAAGAAC----------
-------------------------------------------------------------------------
----------------------
TCTAGTGAACAGTATAGATTAATAAATTGTAATACCTCAGCCATAACCCAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAGAT
GTAAC---AACAAGACATTCAAT------GGGACAGGACCATGCAATGAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACCAT---------TTCAAAACAATAATAGTACATCTTAAG----
-----------GAGCCTGCAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGC---AACATTAGTAAA-------
--TGGAATGAAACTTTAAAAGGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATAAAATTTGCA------
CCACACCCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCAATAGAAAGATACCTAAAAGAGCAACAGCTGCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCCAAAGAAGAGATTTGG------GGT------
AACTTGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAGATGTAATATAC---
AAATTGCTTGAGAAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGAATTATTAGCCTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGACTATTAGTGTGTATGATAGCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATCATAGAATTAATAAGAAGATTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGGCAGGGCGCTGAAATAGCTTTGCAA---TAA 
>KX069228 
GGG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCACAGGAGAGCGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCGACCCACAAGAAATAATGTTGGGA---------AAGGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACATCATATGTAAATGTAAATGTAAATGTTACCACT----------
-------------------------------------------------------------------------
----------------------------AATGAAACACAAGCAAGAAATGATACCAATATGAAA---
AGTTGCTCTTTCTATGTCACCACTGAATTAAGA---------------------------
GATAAGCAGAAGAAGGAGAATGCACTT---



TTTTATAATCCTGATATAGTACCACTTGGTAGTGGAGATGGCCAATCT-------------------------
-----------------------------------------------------------------
AACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---AATACTACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCTGAAGAAGGG------------
ATAATAATTAGAACTGAAAATATAACAGACAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------CAACCTGTAGAA---------ATTGAGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTGAACAG---
AAATGGAATAAAACATTACAAATGGTAGGTAAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAGTCACGAAGAAATTTGG------GGA------
AACCTGACCTGGATGGAGTGG---GATAAAGAAGTCAGTAAGTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AACAATGAAAAAGACCTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCACAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX069222 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGATTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCGAGGTTGGCAGTAATAATACTGCTGCTAATGGTACT-------
-------------------------------------------------------------------------
----------------------------------------------------GGGGAGATGAAG---
AATTGCTCTTTCAAGGCAACCACAGAATTAAAA---------------------------
GATAAAAAGAAGACAGTGAATGCACTT---TTTTATACACTTGATATAGTACCACTTAATGAT----------
-------------------------------------------------------------------------
----------------
AATGGAACTAGTGAGTCTTATAGATTAATAACTTGTAATACCTCAGTCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAA---AATAAGACATTCAAT------GGGACAGGACCATGTAATGAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGGCAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTGTCAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAAGAGAGAA---
GATTGGCATACAATGTTACAAAGGGTAGGTGAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAATTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGACACCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACTACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGATGAAATTTGG------AAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTGAGAATTACACAGACATAATATAC---
CAGTTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAATTATTAGCATTGGACAGTTGGAATAATCTATGGAGTTGGTTTAACATATCAAATTGGC



TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATTTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGCTTATAGAAGTAGGACAGGGAATTGGTAGAGCT----------------------------
--------ATCCGTAACATC------CCTAGGAGAATAAGACAGGGCGCAGAAATAGCTTTGCAA---TAA 
>KX756601 
GGG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCGAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTGTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGCAAATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTGCCTTCAATGGTACCAATAATGCTACT----------------
-------------------------------------------------------------------------
-------------------------------------GTCCAAGAAGATGGTGAAGAAATAAAA---
AATTGCTCTTTTAATATAACTACAGAGCTAAGA---------------------------
GATAAGAAACAGCAAGCACATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGATAGA----------
-------------------------------------------------------------------------
-------------------------
AACTATAGTTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAMCCAATTCCTATATATTATTGTGCGCCAGCTGGTTTTGCGATCCTAAAGT
GTAAC---AATRAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAAATCTGAAAACATAACTAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTATAAGACCAAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATCAGTGGG-------
--TGGGATAAAACCTTACAAAGGGTAGCTAAAAAATTAGCA---------------GAACACTTCCCT-----
----------------------------------AGTAAAAATATAACATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAAAAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACACAAACAATATAC---
AGTTTGCTTGCAGAATCACAAAACCAGCAGGAR----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGAATTGGACAAGTGGAACAGTCTATGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTCGCTATTAGTCTGTTGGATAGTGTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGCTTATAGAATTAATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX069219 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTAACA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAACAATGACATGGTGGATCAAATGCATGAGGATGTA---
GTTAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGCAATATTAATGTTACCAATATTAATGTTACCAGGGCTAACAATT
CCTATACT-----------------------------------------------------------------
----------------------------------------------------GATAGTATGAAA---
AATTGCTCTTTCAATGCAACCACAGAGATAAGA---------------------------
GATAAGAAAAGGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAGAATCAG-------
-------------------------------------------------------------------------
----------------------
AATAGCAGCAACTATAGATTGATAAATTGTAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGAACTTCAAG------GGAACAGGAATATGTCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATATAACAAGCAAT---------ATCAAAACAATAATAGTACAGCTTCAT----
-----------CAACCTGTAAGA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAAAAGGA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTATTAGT---
AATTGGAATGAGACTTTATACCAAGTGAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAGTTATA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAACAACAGCTCCTAGGCATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGACATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GATAAAGAAATTAGTAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAGAGATTTATTAGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTGGATAGTGTAGCAATAGAAGTAGCTGAA---
GGAACAGATAGGCTTATAGAATTAATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX069221 
GGG---GGA------------------------------------------
AATAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAACAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATACTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAGAATGTACAGATGACATTAAAAATGTAACAGGT-------------------
-------------------------------------------------------------------------
-------------------------AGTGGGAACGGGACAACAGGGAATAACAGTGACATGAAA---
AAGTGTTTTTTCAATACAACCACACTCTTCAAA---------------------------
GATAAGAAGCACAAAGTGTCTGCACTT---TTTTATAGACAAGATATAGTACCATCTGGTAAT----------
-------------------------------------------------------------------------
----------------
AAAAACTCTTCTAATGAGTATATATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAGACATTCAAT------GGGACAGGACCATGTGAAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGCCTGGCAGAAGAAAAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------CAACCTGTAAAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACCGATA------------GGACCAGGAAAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAAC-------
--TGGCATAAAACTTTACGTAACGTAAGTGAGAAATTAAGA---------------GAACATTTCCCT-----
----------------------------------GATAAAACAATACTATTTAAA---
TCACCAATCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACGAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACAGATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAGGAAGAGATATGG------GAT------
AACCTGACCTGGATACAATGG---GATAAAGAAATTAATAACTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTATGGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGAATTATAGAAATAGTACAGAGAATTTGTGGGGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAG 
>KX069223 
GGA---------------------------------------------------
AACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCTAGA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAGATGCAGGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAGACTGTAAGGATAATGCTACCAATGATACT----------------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAAGGAGA---
AATTGCACTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAGGTGCATGCACTT---TTTTATAAGCTTGATATAGTACCACTTAGTAGC----------
-------------------------------------------------------------------------
----------------
AGTTCTAATAATAGCAGTTATAGATTAATAAATTGTAATACCTCAGCAGTAACACAA---
GCCTGTCCAAAGGTTAGTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGTGATTCTGAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAA---GAG------------
GTAATAATTAGATCTAAAAATCTAACAGATAAT---------GCCCAAACAATAATAGTACAGCTTAAG----
-----------AAACCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACGAGGAAG-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCCATGGGAGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATAAGCAAGACT---
AGCTGGAATAAAACTTTACAACAGGTAGGGGAGAAACTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAGCCTTTACC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAACAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACAGTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGAAATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAACCACACAAAAACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAATTGGAACAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGTCTATTTGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAGAGGTTATAGAGCT----------------------------
--------ATCCTGAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX069224 
GGA---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CGAGAAGCAAAA---
ACTACTCTTTTTTGTGCATCAGAGGCTAAAGGATATGATAAGGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAGGAAATGCTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
GTCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACAATGTGTTAATGTCACCAGAAATGCT-------------------------
-------------------------------------------------------------------------
----------------------------AGTATCAGTGGTGGAAATGTTACCAGTGACATGAGG---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAGGACTCAGAATGTGCATGCACTT---TTTTATAGACTGGATATAGTACAGCTTGATAGTAAT-------
-------------------------------------------------------------------------
----------------------
AATAATGACACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATCATAGTTCATCTTAAT----
-----------GAATCAGTAGAA---------ATTGAGTGTACAAGACCCGGCAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGTCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGCGACATA------------AGACAAGCACATTGT---AATATTAGTAAT------
AAATGGCATGACACTTTACAAAAGGTAGGAAAAATTTTAAGA---------------GAACGCTACTCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAGTATAC---
AGATTGCTTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTAAACAGTTGGAACAATCTATGGAATTGGTTTGGCATATCAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX069226 
GTG---AAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAAGCTAAAGCATATATAAAGGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACATTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACCAATGTTACCAGTACCGAAAATGGT-------------------
-------------------------------------------------------------------------
-------------------------------------------ACCAGGGTAGAGGACATGAGA---
AATTGCACTTTCAATGCAACTACAGAAATAAGA---------------------------
GATAGGAAGCAGAAAACGCATGCTCTG---TTTTATAGGCTTGATATAGTACCACTTGATGGG----------
-------------------------------------------------------------------------
----------------------
GAGGGTAATAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAGCCAATCCCTATACACTATTGTACTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACGGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCAAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCCACAGGAGAA------
---------GTAATAGGAGACATA------------AGAAAAGCACATTGT---AATATTAGTAAA-------
--TGGAATGAAACTTTACAAAGGGTAGCCAAAAAATTAAAA---------------GAACACTTTCCT-----
----------------------------------AATAAAACAATAGAATTTGAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTAGAGCAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATAGCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTCTAGAAGCAATACAAAGAATTTGGACAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCGCTGAAATAGCTTTGCAA---TAA 
>KY713230 



GGG---AAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCTAGTGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTAAGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTC---
ATCAGTTTATGGGATGAATTCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAATACTACCAATAATATTACCTATATCACTAATGAGACC----
-------------------------------------------------------------------------
-------------------------------------------TATGCCAAGAATGAGATAAAA---
AACTGCTCGTTTAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTAATGCACTTGATATAGTGCCACTTAATGAT----------
-------------------------------------------------------------------------
-------------------
AGTCAAAACAACTCTTATAGGCTAATAAGTTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGATCAGTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTGCTGTTAAATGGAAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGCACAAGACCCAGTAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGGG---
AAATGGAATAAAACTTTACAAGAGGTAGGTAAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTTCAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACTCAGACACAATATAC---
AGTTTGCTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGTTTGATAGCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATCATAGAATTAGTACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY713236 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGACGCTAGAGGACATGAAAAGGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGTTTATGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTAAATTGTACCAATGTTACTAGTACTAGTAATAGTACTGATAATAGTACT----
-------------------------------------------------------------------------
----------------------------ATTAGTATTAATGGTACCTACATGAATGACATGAAA---
AATTGCTCTTTCAATGTTACCACAGACTTAAGA---------------------------
GATAAAAAGCAGAAAGTGTTTGCAACC---TTTTATAAACTTGATATAGTACCACTTGATAGT----------
-------------------------------------------------------------------------
-------------
AGCTCTAATGACTCTAGTGAGTATAGATTAATAAGTTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGTAAGAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATAAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAGTAATTAGGTCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTGCAAGACCCAACAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCCCATTGT---AATGTTAGTAAA-------
--TGGAATGAAACGTTGCTAAAGGTAGCCAAAAAATTAGCA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAGTCTTATGGTGACATTTGG------AAC------
GAAATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
GAAAATGAGCAAGAGTTATTAGCATTGGACAGCTGGAAAAGTCTATGGAGTTGGTTTGACCTAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACGCAGAATCTGTAGAGGT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MN703367 
GGG---ACA------------------------------GAAAAATCA---
GAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAATACTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAAAGTTAATATTACCCATAATACAACTATC-------------
-------------------------------------------------------------------------
-------------------------AGCATTAGCGGTACCAGTAATATTACCAGTGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAAA---------------------------
GATAGACAGAAGAAAGTGCATGCACTC---
TTTTATAAACTTGATATAGTGCCACTTGGAACTGAAAACAATACCTCT-------------------------
-----------------------------------------------------------------
AGTACCTCTAGTTATAGATTGATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGTTAAATGGCAGCCTATCAGAAAAGGGT------------
ATAATGATTAGATCTGCAAATCTGACAGACAAT---------GCCAAAACAATCATAGTACAGCTTAAT----
-----------GATTCTGTAGAA---------ATTACGTGTACAAGACCTGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTGGAGGG---
AAATGGAATCAAACTTTAAAAGAGGTAAGTGAAAAATTAGAA---------------AAATACTTTCCT----
-----------------------------------AATAAAACAATAAACTTTACA---
TCACCAGTAAGAGGAGGGGATCTAGAAATTATG---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTCTGGG
GTTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAATATCAGTTGGAGT-----------------
----------------------------AACAAATCTCAATCAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCATATCACATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTGTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTA---------AGAAGGGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTATTAGTCTTTTTGATAGCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGAGCTTGCAACGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCAA---TAA 
>MN703351 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTACTATGGGGTTCCTGTGTGG---AAAGAAGCAAAA---
ACAACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTACAAATGTTAATAAGACTAATGAGGCCCAGACTGGGAATACTACTA
CC-----------------------------------------------------------------------
-------------------------------------------TATAATGGGGAGGAAATAAAA---
AATTGCTCTTACAATACAACCACAGAAGTAAGA---------------------------
GATAAGCAGAAGAAGGAGTATTCACTT---TTTTATAAGCTTGATATAGTACCACTTGATAGTAAT-------
-------------------------------------------------------------------------
----------------------
GACAGTGACAGTTATAGATTAATAAATTGTAATACTTCAGCCATAACTCAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTGAATGGTAGCCTGGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GTTAAAACAATAATAGTACATCTTAAT----
-----------CAAACTGTAAAC---------ATTACGTGTGAAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAAC------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---AACATTACGGAAGGG---
CAATGGAATAACACTTTACAAAGAGTAGGTAAAAAATTAAAA---------------GAACTATTCCCT----
-----------------------------------AATAAGACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTCAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATTCCTGCGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTGAAAGAGAGATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGATAATTACACAGGCCTAATATAC---
AACTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGGCTGCTTGATAGCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACTAGGAATCTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>MN703360 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGCGCATCAGATGCTAAAGGATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACACGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTAACTTTAAATTGTACGGATGTTTGCAATGGGAACCATATTAATGCTAGTAATGGGTCCT
GC-----------------------------------------------------------------------
-------------------------CAGAACATAACGAGGATAGAAAACAGGACGGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAAA---------------------------
GATAAGAAGCAGGCAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCAATTCAAGAAGGGAAGTCT-
-------------------------------------------------------------------------
----------------------
AACTCTGGTGAGTATAGATTAATAAACTGTAATGCCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGATAGGACCATGCACCAGT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAATAATTAGATCTAAAAATCTGTCGGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCAGTAGAA---------ATTGTGTGTATAAGACCCAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGAGAGGCATATTGT---GAAATTAACAGAAGG---
AACTGGACTGAAACTATACAAAGGGTAAGTAAAAAATTAGCA---------------AAACACTTCCCT----



--------------------------------AACGCAACAGCAATAAAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAGTTACT---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTACTAGGGATTTGGG
GCTGCTCTGGAAAGCACATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTTATAGTGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAGACATAATATAC---
ACGTTGCTTGGGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTATTAGCATTGGACAGTTGGAACAATCTATGGAAGTGGTTTGATATATCACACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGGTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTATTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATAAGTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MN703391 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACACGAGATGGTTTTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAAATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGCTTGCAATAGGACCCATAGTGATAAAAATGAGACCTGCC
CT-----------------------------------------------------------------------
----------------------GAGAACACAGCGACGATAATAGGGAACAGGTCGGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAAGAAGACAGTGTATGCACTT---TTTTATAGACTTGATATGGTACCACTGAAAGATGAGGAGTCT-
-------------------------------------------------------------------------
----------------------
AACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAACAGT-----------------------
-GTTAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAATAATTAGATCTAAAAATCTGTCGGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAACACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGACCAATA------------AGACGAGCATATTGT---AACATTAGCAAAGGG---
AACTGGACTAAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACGCTTCCCT----
--------------------------------GGTAAAACAAACATAACATTTGCA------
CCATCCTCAGGGGGGGACCCAGAAATTACC---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCACGATGATATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACATAATATAC---
ACGTTGCTTGTAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGATATATCAAGTTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTGTTAGTCTGTTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATAAGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF067154 
GTG---GTA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---



ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGTGAGTATAATGGTACCAGTAAGGCTAATGCTACCAATAATGTT-
-------------------------------------------------------------------------
----------------AATGCTACCAGTAATGGTAATGCTACTAGTAATGGGGAAGAAATACAA---
CAGTGTTTTTTCAATGTAACCACAGAAATGAGA---------------------------
GATAAGAAGCAGAGGGTGCATGCACTT---TTTTATAGACTTGATCTAGTACCACTTGATAATGAGAATAAG-
-------------------------------------------------------------------------
-------
AGCAGCTTTAGCAACTCTAGTAAGACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGAAGACATTCAAT------GGGACAGGACTATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGAGTGTGTAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCTGAC---
AGATGGAATGAAACTTTACAATGGGTAGGTGAAAAGTTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAATAGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAATAATTACACACAAACAATATAT---
AGGTTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGGAAAGTCTGTGGAATTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATTTCACAGCAATAGCAGTGGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>JQ715368 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCGTATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAGAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGTACCTGCAATGAGACCTACAAT-------------
-------------------------------------------------------------------------
-------------------------------------------GAGAGTGTGAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAGAAGAACTCT-
-------------------------------------------------------------------------
-------------
AGTAGGAACTCTAGTGATTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAC---------ATTGTGTGTACAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAAGTAAAAATTTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAGTTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTGAAAAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTCGATATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTACTAGTCTGCTTGATACCTTAACAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGGACAAAGCATTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>AF286223 
GTA---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCTTATGAGAAGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGGATTTAGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAAGGTTACCAATAATGCT-------------------------
-------------------------------------------------------------------------
-------------------------------------ACTTACAATAATACTGATGATATAAAA---
AATTGCTCTTTTAATGCAACCACAGAAATAAGA---------------------------
GACAAGAAACGCAAAGAGTATGCACTG---TTTTATAGACTCGATATAGTACCACTAAATGAGAATAAG----
-------------------------------------------------------------------------
----------
AACAGCTCTAGTAACTATAGTGAGTACATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATGAGACATTCAAT------GGGACAGGACCATGCAAGGAG-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCACAGCAGAAAAAGAG------------
ATAATAACTAGATCTGAAAATATAACAGACAAT---------GCAAAAACTATAATAGTACATCTTAAT----
-----------GAATCCATAAAA---------ATTGTATGTACAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAGCA---TTC------TATGCAACAAACGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAATCT---
AACTGGACTAAAACTTTACAAGAGGTAGGAAAAAAATTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGTTTCAAC------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAGTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AATAAATCAAAAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAGATTAGTAATTACACAAACACAATATAC---
CGGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGGAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATTATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAACAATAGCTGAG---
GGAACAGATAGGATTATAGAATTTACACAAAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AF067155 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACTACACTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAACAGTACTGGTAATGGTACCCAC-------------
-------------------------------------------------------------------------



----------------------------AGTAAGACCTACAATGAGAGCATGAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGTAATAAAA---------------------------
GATAAGAAGCAGACAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAATGAGGAGCAG-
-------------------------------------------------------------------------
-------
GAAAACGATAGCAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACTTCAGCCCTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAACCTGTAGAA---------ATTATGTGTACAAGACCCGACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAGTGGAATGAAACTTTACAAAATGTAAGTAAAAAGTTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAT------
TCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAGAACTCAAAAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAGTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTATTAGCTTTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATAGAATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF286231 
GGA---AAC------------------------------------------------
TTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAAGGTTAATGCTACCCATAATGCTACCAATAATGGG-------
-------------------------------------------------------------------------
----------------------GATGCTACCCATAATGTTACCAATAATGGGCAAGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAGGAAGCAGAGAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAGAACAACTCT-
-------------------------------------------------------------------------
----------
AGTAAGAACAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCATGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTATTGTTAAACGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTGAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGGAACATA------------CGACAAGCACATTGT---AACATTAGTGAAGAC---
AAATGGAATGAAACTTTACAAAGGGTGGGTAAAAAATTAGTA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACAGACACAATATAC---



AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAATTGGAAAAATCTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGCACAGATAGGATTATAGAATTCCTCCAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>AF286232 
GGG---GGA---AAA---------------------------------
GATCCAGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTAGTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGCAATAATGTTACTATAAATAGT----------------------
-------------------------------------------------------------------------
----------------------------------ACCCGCATTAAAAACAGTGAGGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAGACGGAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAACACCACTTGATAATAAGAAGAAC-
-------------------------------------------------------------------------
----------
TCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCTGCTGGTTATGCGCTTCTAAAAT
GCAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACTATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTGCAGAC---
AAATGGAAGGAAACTTTACAAAGGGTCAGTAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------GGTAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACTTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAAAAACAATATAT---
GAATTGCTTGAAGAATCGCAATACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGGATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTAGGAGAATAAGACAGGGCGCTGAAAGAGCTTTGCAA---TAA 
>KP109486 
---------------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCTTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATGTC---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGACAGGTTAATACTACCAATGCTACC-------------------
-------------------------------------------------------------------------
----------------------------AGTAGTGTTAATGTTACCAATGGGGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGTATATGCGCTT---



TTTTATAGACTTGATATAGTACCACTTGAAGAGGAGAGGAAGGGA----------------------------
-----------------------------------------------------------------
AACTCTAGCAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGTCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAACAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACGAGGAAA-----
-AGTATAAGGATA------------GGACCTGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAAACATA------------AGACAAACATATTGT---AACATTAAAAAGGAT---
GACTGGAATAGAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AGGAGAATAATAAATTTTACA------
TCACCCGCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCACGACGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTATTTGATACCATAGCAATCGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAGGAATTGGTAGAGCT----------------------------
--------ATCATCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KP109487 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAGAATGTAGCAATGTTACCTACAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------GAGAGCATGAAGGAAGTAAAA---
AATTGCTCTTTCAATCTAACCACAGAACTAAGA---------------------------
GATAAAAAGCAGAAAGTGCATGCACTC---TTTTATAGACTTGATATAGTACCACTTAATGATACTGAGAAG-
-------------------------------------------------------------------------
----------------
AAGAATTCTAGTAGGCCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCATAAG-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTGCAAGACCCAGCAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAACAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTGAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTACAGTTGGAGT-----------------
----------------------------AACAGATCTCAAGACGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTATGGAATTGGTTTAACATAACAAATTGGC



TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATACAATTAGGACAAGGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KP109488 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTTAATAAAAATGTTAGCAGTAGTGAT-------------
-------------------------------------------------------------------------
----------------------------ACTGATAATTACAAAGAGACCATGAAGGAAAGGAAA---
AATTGCACTTTCAATATGACTACAGAACTAAGA---------------------------
GATAAGAATCAGAAAAAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATGACAAT-------
-------------------------------------------------------------------------
----------------------
GATAATGCTAGTTATAGATTAATAAATTGTAATACCTCAACTCTAACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AATAAGACATTCAAT------GGGATAGGACCATGCAATAAG-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATATAACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAGTAGGAGACATA------------AGACAAGCATACTGT---AACATTAGTGAAGGT---
AAATGGAATAAAACTTTACAAAGGGTAAGTGAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAGCACAATAAATTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAAATCAAACAGAAATTTGG------GAC------
AAAATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGAATTGGACAAGTGGCAAAATCTATGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAG---
AGAACAGATAGGATTATAGGATTAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KP109489 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGAATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTGAAAATGTTGATGGTAATGATACCTACAATGGGACC----------
-------------------------------------------------------------------------
----------------------------------------------------AATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAGCTAAGA---------------------------
GATAAGAAGCAGAAAGTGTCTGCACTC---TTTTATAGACTTGATATAGTACCACTTAATAGG----------
-------------------------------------------------------------------------
-------
AGCTCTAGTAGTAACTCTAGTGATTATTATAGATTAATAAGTTGTAATACCTCAGCCATAACACAA---



GCCTGTCCAAAGGTCACTTTTGATCCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTAAAAATCTGTCAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTAGAGAT---
AAGTGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGAA---------------GAACAGTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCGGGGAAACTCATCTGCACCACTGCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAGCAGATATTTGG------GGA------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATTT---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTAATACAAAGGACTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AJ276221 
GGG---GGA------------------------------------------
AGAGACTGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCTCTTTGAATTGTAGCAATGTTAGCAGTAATGGTACTAGTACCTAC-------------
-------------------------------------------------------------------------
-------------------------AATAGTACCTACAATGAGACCTACAGGAGGAAATTAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAGCAGACAGTGTATGCACTC---TTTTATAAACTTGATATAGTACCATCTAGTGAC----------
-------------------------------------------------------------------------
-------------------
AACTCTAGTAAGGATTATAGATTAATAAATTGCAATACCTCAGTCATAACACAA---GCCTGT----------
--------------------------TGTACTCCGGCTGGTTATGCGATTCTAAAGTGTAAT---
GATGAGAAATTCGAT------GGGACAGGACCATGCCATAAT------------------------GTTAGC-
--ACAGCACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGATAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGACAA-----
-GGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGATTCATA------------AGAAAAGCACATTGT---AACATTAGCAGAGCT---
AAATGGAATGAAACTTTACAAAGGGTAGGTGAAAAATTAGTA---------------GAACACTTCCCT----
-----------------------------------AATAAACCAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTACGCT-----------------
-------------------------AACAGATCATCTCTAGAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTCGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGTGTTAGGCAGGGATACTCACCT------
TTGTCGCTGGCTATTAGTCTGGTTGATTTCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTTCAAGAATAAGACAGGGCTTGGAAGCAGCTTT---------- 
>EU521728 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATGGTTTTGGCA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCGATTATGCTACCAGTAATACT----------------------
-------------------------------------------------------------------------
-------------------------------------TCCAGTGATGAGAAAGAAATAATGAAA---
AATTGCTCTTTCAAGGCAACCACAGAACTAAAA---------------------------
GATAAGAAAAAGAATGTGTATGCACTT---TTTTATAAACTTGATATAGTATCACTTGGTAATCAGAAT----
-------------------------------------------------------------------------
-------------
AAGAGCAACTCTAGGGAACAGTATAGATTCATAAATTGTAATACCTCAGCCCTAGCACAA---
GCCTGTCCAAAGGTCAAGTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTATGTGTGCAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGTCCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGGGGA---
AACTGGACTAAAACTTTACTAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAAACTTTACT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAACAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTACCTTGGAACTCGAGCTGGAGT-----------------
----------------------------AACAGATCTAAGGATTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAGATGAAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCGGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAACAATTGGTAGAGGT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF694033 
GGG---GAA------------------------------------------
GGGAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTCACAGAAGATTTTAAT----------------
--------------------------ATGTGGAGAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAACACTGTTAATGGTACCAATACTACC-------------------
-------------------------------------------------------------------------
-------------------------------AGTAATAGGGAAGAAATAGAAAACGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATGAGA---------------------------
GATAGGAAGCAGTCAGTGTATGCACTT---TTTTATAGACTTGATCTAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
-------------------
AACAAGGATAAGAGTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACTATGCTCTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTGGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGC---ACCATTAATAGAAAG---
AAATGGAATGAAACTTTACAAATGGTAGGTGCAAAACTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAACAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AATTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGATAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAGTTTTGCT---
ATGCTCTCTATAGTG---------AATGGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAATATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>AF457054 
GTG---GAA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTCCTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCAATGTTACCAGTAATGCTACCAGCAATAGCACTAATGGG----
-------------------------------------------------------------------------
-------------------ACAGGCAATGATACCTACGAGAATGACATGACGAGAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAAGTATATTCACTT---TTTTATAAACTTGATATAGTATCACTTGAGAAT----------
-------------------------------------------------------------------------
----------------
GGTAATAATAGTAGTACGTATAGATTAATAAACTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGAAGCCTAGCAGAAGAAGAG------------
ATAATGATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTATAGAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTAAAGAG---
AAATGGAATAATACTTTACAACAGGTAAGGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AACAACACAATAGAATTTAAG------
CCACACCCAGGAGGGGATCCAGAAGTTGCA---ACACATAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATCTGG------AAT------
AACCTGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACACAATATAC---
AGGTTACTTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTATGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAATTATTCATAATAATAGTAGTAAGCTTGATAGGTTTAAGAATAATTTTTGTT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>FJ396028 



GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAGC---
CCTACTCTATTTTGTGCTTCAGATGCTAAAGCATATGAAACAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAGTTGGTA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATCAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAAATGTTACTTTTAACAAAACTGCCACTTCTAACAAGACT----
-------------------------------------------------------------------------
-------------------GCTACTGATAATAATTATAATTTTACCATGGAAGAAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGACACAGAAAGCATATGCACTT---TTTTATAGACTTGATATAGTATCACTTGATGGGGAGAGTGAG-
-------------------------------------------------------------------------
-------
AACAATAGTATTAGTAATTATAGCAATTATAGATTAATAAATTGTAATACCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGT---AATAAGACATACAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATAGTTAGCTCTCAAAATTGGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGCACAAGACCTGGCAATAATACAAGGACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAGCA---
AAATGGAAAACAACTTTACAAAAAGTAGAGGACAAATTAAAG---------------CAGTACTTCCCT----
-----------------------------------AATAAAAGCATAACCTGGGCA------
CCACATTCAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCAAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTTACGAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTATACAAACACAATATAC---
AACTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAGAAGATTTACTAGCATTGGACAAATGGAACAGTCTGTGGACTTGGTTTGGCATTACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTCATCTGCTTGATACCATAGCAATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGAGAGCT----------------------------
--------CTTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT022366 
ACA---GGG------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCCAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCGCAAGAATTGTTGGTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTGAAGCTG---
ACCCCACTCTGTGTCACTTTAACCTGTAGCAATGTTGTCACTAATAGCAGTAAGGCTGCCAGTAATGTTACCA
ATGCCAATAAT--------------------------------------------------------------
----------GCTACCAGAAATGCTACCAATAATGCTAGCATAGACAATGGGGAAGAAATAAGA---
AATTGCTCTTTCAATATCACCACAGAAATAAGA---------------------------
GATAAGAGTAAGAGGGAATATGCACTT---TTTTATAGACTTGATATAGTGCCACTTGGTAAT----------
-------------------------------------------------------------------------
-------------------
AACAATAAGTCTGAGTATAGATTAATAAATTGTAATACCTCAGCTGTAAAGCAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCACA------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACA---
CAACTATTGTTAAATGGTAGTCTAGCAGAAAAGGAA------------
ATAATAATTAGCTCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACGTTTAAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----



-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTACTAGAAGT---
AGATGGAATGAAACTTTAGAAAGGGTAAAAAGGAAATTAGGA---------------GAACACTTCCAT----
-----------------------------------AATAAGACAATAGACTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAAAGGCTCCTAGGGATTTGGG
GCTGCGCTGGAAAACACATCTGCACCACTACTGTACCTTGGAACGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGTACATTTGG------GAC------
AACATGACTTGGATACAGTGG---GAAAGGGAAATTAGCAATTACACAGACACAATATAC---
CAGTTGCTTCAGGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACACAGTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGCCTGCTTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTATTACAAAGAATTGGTAGAGTT----------------------------
--------ATATATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT022371 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTTTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATCAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACCTTAAAATGTAAAAATGTTACTAGTAATAGTACTAATAAG----------------
-------------------------------------------------------------------------
----------------------------------------------------GAAGAAATGAAA---
AATTGTACTTTCAATGCA---ACTGCAATAAAA---------------------------
GGTAGGAAACAGTTAGCATATGCTCTT---TTTTATAGCCTTGATATAATATCACTTAATGAA----------
-------------------------------------------------------------------------
-------------------------
AATGATAGTTATATATTAAGAAGTTGTAATGCAACAACCATAACACAA---
GCCTGTCCAAAGATCAAATTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGGCCATGCAATAAC-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAAAAGAAGAC------------
ATAATAATCAGATCTGCAAATCTGACTGACAAT---------ACCAAAAATATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-GGTATAGGAATA------------GGACCAGGACAAATG---TTC------TTTGCAACA---GAC------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGTGGGAAA---
GAATGGAATAAAACTTTAGAAAGGGTAAAGGGGAAATTAGGA---------------GGGCACTTCCAT----
-----------------------------------AATAAGACAATACAATTTCAA------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTTCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCGAGCACAAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGGGAAATCAGTAATTATACAGACATAATATAC---
GATTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGACATATCACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAACAATAGCTGAA---
GGAACAGATAGGATTTTAGAATTTCTACAGATACTTTGGAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU921723 
GTG---AGG------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTTTGG---AGAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTCAGGCATATGAACAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTAGAGCAAATGCACGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTGTTAGGGCTACCAATGTTACCAAGCTTAATGATACCAACTAT----
-------------------------------------------------------------------------
----------------------------------------------------GGGGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATAGAATTGATGTAGAGCCACTTTCGGAG----------
-------------------------------------------------------------------------
----------------------
GGTTCTAATGAATATAGATTGATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAAT
GTAAC---AATAAGACCTTCAAT------GGAACAGGACCTTGCACTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATTATAGTACATCTCAAT----
-----------CAGTCTGTACCA---------ATTACGTGTATAAGACCTGGCAATAATACAAGAAGG-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACAGAAGGG---
GAATGGAATACCACGTTACAAAAAGTAACAGAAAAATTACGA---------------GAACATTTCCCT----
-----------------------------------AATAAAACTATAATATTTGCT---
AACGCAAGCAGAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGAGATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGATAATTACACAGACATAATATAC---
AACTTGCTTGAAATCTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATATCACAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGATTGCTTGATATCACAGCATTAGCAGTAGCTGAA---
GGAACAGATAGACTTATAGAAGTGCTACAAAGAATTTTTAGAGCT----------------------------
--------ATTTTACACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU921743 
GTG---TTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATATTGCTGTTAATGGTACCACTAATGGCACCAGTGAT----
-------------------------------------------------------------------------
-------------------------------------------AAGATGGCTGGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGAAAATAAAGGAGTATGCACTT---TTTTATAGACTTGATGTAGAACAATTTGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTGATATGTATAGATTAATAAACTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGGAGCCTAGCAGAGGAAGAC------------
ATAATAATTAGATCTGAAAACCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAACA---------ATTACGTGTATAAGACCAGGAAATAATACAAGGAAA-----
-AGTGTACCAATG------------GGACCAGGACAAGTA---ATC------TATGCAACAGGCAGT------
---------ATAATAGGAGAAATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
GGCTGGAACAAGACTTTACAACAGGTAGGGAAAAAATTAAAA---------------GAACACTTCCCT----



-----------------------------------AATAGAACAATAAAATTTGAG------
CCACACTCAGGAGGGGATCTTGAAATTACC---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACGCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAACAGATATTTGG------GGT------
AACCTGACATGGATGGAGTGG---GATAGAGAAATTACTAATTACACAAACACCATATAC---
GAGTTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGAGTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTACTCTCTTTAGTG---------AATAAAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACAATAGCAATAGCAGTAGCAGAG---
GGAACAGATAGGATTTTAGAGTTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATTCTCAACATC------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>KU921790 
GTG---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---ACTACTCTATT-
TGTGCATCAGATGCTAAATCCTATGAGAGAGAA---GTGCATAAT----------------------------
--GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---CCCAACCCCCAAGAATTAGTTTTGGAA-----
----AATGTAACAGAAAACTTTAAC------------------------------------------
ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---ATTAGTTTATGGGATCAAAGCCTA---
AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGCCACTTTAAACTGTACAAAAGTAAACAGCTCCATTGAGAGT-------------------
-------------------------------------------------------------------------
-------------------------------------------AGAAATAAGGAGGAAATGAAG---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAAAAA-GAGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTTAATGGTAGTATTGCC-
-------------------------------------------------------------------------
----------------------
AATGCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AACAAGGCATTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAC----
-----------ACACCTGTAGAA---------ATTGTGTGTATAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGGCCAGGACAAACA---TTC------TTTGCAACA---GAC------
---------ATAATAGGAGACATA------------AGAGAAGCACACTGT---AACATTAGAGAACAG---
GAATGGAATAAAACTTTACAAGAGGTAGGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AACAAGACAATAAAATTTAAC------
TCATCCTCAGGAGGGGATCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAATCGTACAAGGAAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTGGCATTGGACAGTTGGAAAAATCTGTGGTCTTGGTTTGAAATAACAAATTGGC
TGTGGTATATAAGGTTATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAA---
AGAACAGATAGAATTGTAGAACTAGCACGAAGAATTGTTAGAGCT----------------------------
--------ATCTTCAGCATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAA---TAA 
>KU921807 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTTTATTACGGGGTACCTGTGTGG---AGAGAAGCAACA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCGACCCCCAAGAATTAGAGTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCCCTCTGTGTCACTTTAAACTGTACAGATGCCAAAAATGATACTATAGAGAGAATAAAAAATGCTACAG
ATAGCAGAAAA--------------------------------------------------------------
-------------------AATAATACTATCTCCTACAATGAGACCATATATAAGGATATGAAA---
AATTGCTCTTTTAATGTAACCACAGACTTAAGA---------------------------
GATAAGACAAAGAATGAACGTGCACTT---TTTTATAGACTTGATGTAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------
ACTGCTAATACTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGATCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAA----
-----------ACACCTGTAGAA---------ATTGTGTGTATAAGGCCCGGCAATAATAGAAGGACA-----
-AGTATGAGGATA------------GGGCCAGGACAAACA---TTC------TTTGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAAAAGCATACTGT---GAAATTAGTGAACAG---
AAATGGAATGAAACCTTACAAGAGGTAGGTAAAGAATTAGGA---------------AAACACTTCCCT----
-----------------------------------AACAAGACAATAAATTTTAAA------
TCATCCTCAGGAGGGGATCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTTGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACGGCTGTGCCTTGGAACATGAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAAGACATTTGG------GAT------
AACATGACTTGGATACAGTGG---GATAGGGAAATTAGTAATTACACAAGCACAATATAC---
AGGCTGCTTGAGGTCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTGGCATTGGACAGTTGGAAAAATCTGTGGTCTTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAGTTATTCATAATGGTAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTGCTTTAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAA---TAA 
>FJ866132 
ATG---GAG---------------------------------------------
AACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAGAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGGATCAGATGCATGAGGATATA---
GTCAGTTTGTGGGATCAGAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTCATAATGTTACCCGTGGGGATAATGCT----------------
-------------------------------------------------------------------------
-------------------------------ACTTACAATAACAGAATGAAGGACGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAGGAAAGAAAGTGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
----------------
GGTAGCAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGCACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTGTGTATGAGACCCGGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATACA------------AGACAAGCACATTGT---AACATTAGTGGAAGT---
AAGTGGAATAAAACTTTACAAATGGTAGGTAAAAAATTAAGA---------------GAATACTTCCAG----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGAAATGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGGGAAATTCATAATTACACAGACACAATATAC---
AAGTTGCTTGAAATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAACTGGT
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAATCTGCTTGATACTGTAGCAATAGCAACTGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTGTTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>JN983803 
GTG---CTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTGATGTTAATGTTACTAGTAATAGTAAT----------------
-------------------------------------------------------------------------
----------------------------ACTACCTTCAATAATACCATGAATGGAGAAATGAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGG---------------------------
GATAAGAAAAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGA----------
-------------------------------------------------------------------------
----------------
GAGAGCAATACTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTACGCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAGTAATAATAGTACATCTTAAT----
-----------GAATCTGTGGAA---------ATTGAGTGTATAAGACCAGGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGGA---
GAGTGGAATAAAGCTTTAAAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCCCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCCTTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAACATGGC
TGTCATATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAGTAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGGGGAGCT----------------------------
--------ATTCGCCAAATA------CCTACAAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAA---TAA 
>JN983804 
GTA---ATG------------------------------------------
GGGAAATTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCCAAAGCATATGAGAGAGAA---GGGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAAATGATTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGCGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTCTAAACTGTAGTAATGTTAAGAAT-------------------------------
-------------------------------------------------------------------------



-------------------------------------------GAGACCATGAATGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGGGTGAATATGCACTT---TTCTATAGAATTGATATAGTGCCACTTGATGGGGGG-------
-------------------------------------------------------------------------
----------------
GAGAACAATAGTAGTAGTTATAGATTGATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTGAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCGAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACAGTGT---GACATTAATGAAAGG---
GAATGGAATAAAACTTTACAAAGAGTAAGTAAAAAATTACAA---------------GAACACTTCCCA----
-----------------------------------AATAAAACAATACAATTTGCA------
CCACCCGCAGGAGGGGACCTAGAAATTATG---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTTTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGT-----------------
-------------------------AATAATAAATCTATAAAGGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAACTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAATTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACCAGACTGCTTGATATCACAGCAATAGCAGTAGCTGAA---
GTAACAGATAGAATTATAGAGTTAATACAAAGAGGTGGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGGAGAATTAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>JN983805 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGTTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGCAGTAATGTTACTAGTACTAGTAATGGTAATACTACTACT-------
-------------------------------------------------------------------------
-------------AGTAGTATTGGTAATGCTACCAACAAGGATGACATAAAGGGAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAGGAAGAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACAACTTGATGAGAAT-------
-------------------------------------------------------------------------
----------------------
AATCCCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTGAGTGTATAAGACCCGGCAATAATACAAGAAGG-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACATTAGTAGAAGT---
AATTGGACTGACACTTTAGAAAAGGTAAGAAGAAAGTTACAT---------------GAGCACTTCCCT----
--------------------------------GATAAAAGCAACATAAGCTTTGCA------
CCATCTGCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTGAACAAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---



AGGTTGCTTGGAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGAGAGTTGGGACAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTGGCAGAGGT----------------------------
--------ATCCTCAACGTA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>HM215360 
GGG---AAT---AGG------------------------------------
AGGGACTTGTGGGTCACAGTATACTATGGAGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAGTCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGAACAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCGATGTTCCCTACAACCAGAGTACTAAATAC-------------
-------------------------------------------------------------------------
----------------------------AACGATAATAGTACTCTATACAATAGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGAAAGAAAATGCATTG---TTTTATAGACTTGATGTAGTACCACTTGGTGAG----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTACATATAGATTAATAAATTGCAATACCTCAGTCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCACTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGGA------------
ATAATAATTAGCTCTGAGAACCTGGAAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAACATGTAGAG---------ATTGAGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACACA------------AGACAAGCATATTGT---ACCATTAATGGAACT---
CTATGGAATCATACATTACAAAGGGTAGAAGAAAAATTAAAG---------------CAACACTTCCCT----
--------------------------------CATAATACAACAATACAATTTAAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTACCTTGGAACCTTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAATAATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAAGAGATTATTAATTACACAGGCATAATATAT---
GAGTTACTTGCAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCTTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTACT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTCATACAAAGAATCTTTAGGGCT----------------------------
--------ATCTGCAACGTA------CCCAGAAGAACAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KC894075 
GGG---GGA------------------------------------------
AAAGACTCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGTA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTCTAAACTGTAGCAATGTTACTACTAGCAATGCTAATACTACCAATAATGGT----
-------------------------------------------------------------------------
-------AGTGTTACCAATAATATTACTGCTACAGACCATAATACCATGAAGGAAGAAATGACA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAAAGGAAAGAGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGATAGTCAA-------



-------------------------------------------------------------------------
----------------------------
AACAACTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAGAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATAGTGTGTACAAGACCCAACAATAACACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACC---TTC------TATGCAACAGGCGAT------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTAGAAAA---
GGTTGGAATGATACCTTACAGAAGGTAGGTGAAAAATTAAGT---------------AAACATTTCCCT----
-----------------------------------AATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTATCATATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAGTAATTACACAGGCATAATATAC---
ACATTGCTTGAAGACTCGCATAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAGAGAATTACTAGCATTGGACAGTTGGAAAAGTCTGTGGAGTTGGTTTGACATAACAAGATGGC
TGTGGTATATAAGAATATTTGTAATAATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGGA---
GGAACAGATAGGATCATAGAATTCATACAAAGATTTTGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTACAG---TAA 
>KC894077 
GTG---GGG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAAAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACGAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTATGTGTCACTTTAAACTGTAGTAATGTTAATGTTGCCAAATGTAATTATACTACT----------
-------------------------------------------------------------------------
----------------------GAAGGTAATGATACCATCAATACAATGGACAAAGAAATGAAA---
AATTGCTCGTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAGAAGGAATGAATATGCACTT---TTTTATAGATCTGATATAGTAGAACTTGATAAG----------
-------------------------------------------------------------------------
----------------
AATGACAATGCCAGTGAGTATAGATTAATAAATTGTAATACCTCATCTGTAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAAGCATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTATTGTTAAATGGTAGTCTAGCAGAGAAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGATGAG---
TTATGGAATAAAACTTTACAGAATGTAATTACAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACACTTTGCA------
CCATCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGCAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGAGGAAATATAC---
AAATTACTTGAGAAATCGCAGATGCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGAATTGGACAGGTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGC



TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTACTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGATTTTGCAGAGCT----------------------------
--------ATCATACATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCGTTGCAA---TAA 
>FJ444184 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAAACTGTAGTGATGCTAATATTACAGGCAATAAGACCATGACTAGCAATGGTA
CT-----------------------------------------------------------------------
----------AGGACTAACAATGATACCATAACTATCAATAATAACATGAGTGGAGAAGTAAGA---
AATTGCTCTTTCAATATGACCGCAGAATTAAGA---------------------------
GATAAGAGAAAGCGTGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAGAGT-------
-------------------------------------------------------------------------
----------------
AACAAGGCCAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGCATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAGC----
-----------AAACCTGTAAAA---------ATTGTGTGTACAAGGCCTGGCAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTGAAAAG---
AACTGGACTAAAACTTTATCAGATGTAGTGGAAAAATTACAA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTACTTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATGGAAAGATACCTAAAGGATCAACAGCTTCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTGATGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCACAAGGGGATATTTGG------GAT------
AGAATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATATAC---
CAGTTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTTTGGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGCAGTACAAAGAATTGGAAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>FJ444251 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCGATGATAATGTTATCAGTAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------ATTAATAAGAATGATAAAATGTATGGAGAAATAAAG---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAAAATGTGTATGCACTT---TTTTATAAGCTTGATGTAGTACCACTTGAGGACAGTAAA----
-------------------------------------------------------------------------
----------
AAGAATACTAATAACTATACGGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGTCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAAATCTGAAGAACTGGGAAACAAT---------GGCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTACAAGACCTAGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGGCAGGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGCACAGAA---
AAGTGGGATAAAGCTTTACAAAAGGTAAAAAGAAAATTAGAA---------------GAATACTTCCCT----
-----------------------------------AGTAAAACAATAGAATTTAGA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCATGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGAAGAAATTTGG------GGG------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTGTTAGCATTGAATAGTTGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGT
TATGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACTGATAGAATTATAGAATTAATACAAAGAATTTGTAGAGGT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>FJ444277 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGCGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAATAGTTTTGG--------AAAAATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCAGCGAGGTTAATATTAATGGTACAGAT-------------------
-------------------------------------------------------------------------
----------------------------------AATGAGACGACCATGAGGGGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGAAAATGCGTGCACTT---TTTTATAAACTTGATGTAGTACCACTTAATGGGGAGAATAAC-
-------------------------------------------------------------------------
-------
AATAGCAGTAATAGCAATAGCAGTGAATATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACATCTTAAA----
-----------GAACCTGTAGAA---------ATTGAATGTGCAAGGCCCGGCAATAATAGAAGGGAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACTAGCATATTGT---ACAATCAATGCAGAA---
AAATGGAATAACACTTTAAGAAATGTAAGTAGAAAGTTTCTA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAA------
CAACCCTCAGGAGGGGACCTAGAAATTGCA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGGAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTGATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGCATTGAACAGCTGGCAAAATCTGTGGACTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAAGTAATACAAGCAATTTGTAGAGGT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCATTGAAGCAGCTTTACAG---TAA 
>FJ444476 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATGGTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATATTACTGCTACCAGTAATAGTAATGGTAATGCTACCAGT-
-------------------------------------------------------------------------
-------------AATGTTACCTATGATGATACCATTGATGATGCCATGAAAGAAGAAATAAAA---
AATTGTTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GGTAAGAAAAAGAAACAGTATGCATCT---TTTTATAGACTTGATATAGTACCACTTACTGAGGAT-------
-------------------------------------------------------------------------
-------------
GGTAAGAGCAGCTCTAGTGAGTATAGATTAATACATTGTAATACCTCAACCATCACATCA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------GAAACTGTAGAA---------ATTGAGTGTATAAGGCCTAATAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGAAAACATA------------AGACAAGCACATTGT---AATATTAGTGAACAG---
CAATGGAATAAAACTTTAAGAGGAGTAAGTGAAAGTTTACAA---------------AAACATTTT-------
-----------------------------------AATAAAACAATAGAATTTGAA------
AAATCCTCAGGAGGGGACCTAGAAATTGCA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------GATAGAGAGTATGATGATATTTGG------ACT------
AGCATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAACACAATATAC---
GAGTTGCTAGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGCTTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACTACAGCAATAACAGTAGCTGAA---
GCAACAGATAGGATTATAGAATTAATACACAGACTTTGTAGAATT----------------------------
--------ATTCGCAACATA------CCTGTAAGAATAAGACAGGGCTTGGAAACAGCTTTGCAA---TAA 
>KC894083 
GTG---GTG---GGG---------------------------------
AACAACAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAGCTGGAGTTGCCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTATTTTGTGGTAATGTTAATATTACCAAAAGTAATGCCTCAAGTAGT-------
-------------------------------------------------------------------------
-------------GATAATAGCAACAATGGTACTGCAGAAAAAATCATAAATGAAGTAATGAGA---
AATTGCTCTTTCAATGTAACCACAGAGGTAAGA---------------------------
GATAAAGAGAAGAAGGAATATGCACTT---
TTTTATAGACTTGATATAATACCAATTGATAAGAAGAATAACAATGAT-------------------------
-----------------------------------------------------
AATACCAGTGATGATACCAGTGAGTATAGACTAATAAACTGTAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCGAT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGCATTAAGCCAGTGGTGTCAACT---



CAACTACTATTAAATGGTAGTCTAGCAGAACAAGAG------------
ATAGTAATTAGATCTGAAAATATATCAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTATAAGGCCTGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---ACCATTAATGCAACC---
AAATGGAATGAAACTTTAATAAAGGTAGGTGAAAAATTGTAT---------------AAACAATTCAAC----
-----------------------------------AACAAAACAATAATATTTGCA------
CCATCTTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGACAAGGGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAAATCATCTGTACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATAGACAATTACACAGACAAAATATAC---
AAATTACTTGAAATCTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGAATTATTAGCATTGGATAAGTGGGGAAATTTGTGGACTTGGTTTAGCTTAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCATCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC894085 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCTTATGAAAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGCAAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGATGTTGATGCTAGTAAGGTTAAGATGACTAACAATAGTGCTG
ACACCTTAATA--------------------------------------------------------------
----------------------------AATACAACCTTAAGCAACAGAACTGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
----------------
CAAAATAATTCCACTAAGTATAGATTAATAAATTGTAATACCTCAACGGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAAACATAATAGTACAGTTTAAT----
-----------GATTCTGTAGAA---------ATTGAGTGTACAAGACCCGGCAATAATACAAGGAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAA------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AACATTACGAAAGGG---
AAATGGGAGACAGCTTTAAAAGAGGTAAAAGAAAAATTAAAA---------------ACCTGCTTCCCT----
-----------------------------------GGAAAAAATATAAGCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGCCTGCTTGATACCACAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTGTAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTA---TAA 
>KC894087 



GCA---CAC---------------------------------------------
AAATTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTGGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCTACCCCCAAGAATGAGACTAACAGTGGAGTAAATACTA
CCAGTGATCCC--------------------------------------------------------------
----------------------------------------------------AGTGTAATAAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAAAAACAGGAACATGCACTT---TTTTATAGACTTGACCTAGTACCACTTGATGAGAAA-------
-------------------------------------------------------------------------
----------------
AATAACAGCTCTAGTAAGTATATATTAATAAATTGTAATACCTCAGTCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCACT------GGAATAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------ACATCGGTAGAA---------ATTGTGTGTACAAGACCAGGCAATAATACAAGGAGA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTACTGAAAAG---
AAATGGCATGAAACTTTACAAAATATAAGTAGAAAACTACTA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATCAAATTTGAG------
AAATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTAGAGAATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAACAATTACACACAATTAATATAC---
AGTTTGCTTGAGGAGTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAGGATTTACTAGCATTGGACAAGTGGAACAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTCGTTATTAGTCTGCTTGATACCATAACAATAGCAATAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTGGTAGGGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>KC894088 
---------------------------------------------------
GGGGGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGATAGTTTTGGGC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGCACGTGCAACTGCAAATATAACAGACACT----------
-------------------------------------------------------------------------
----------------------------------------------------GGAGAGATAAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGGAAAAGCAAGAAAATGCACTT---TTTTATAAACTTGATTTAGTGCAACTTAATGAGACT-------
-------------------------------------------------------------------------
-------
GGTAGTAACTCTAGTAACAACTTTAGTTATATATTAAGAAGTTGTAAGACCTCAGTCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCGAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAACGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGCTCTGAAAATCGGACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------GAATCGGTAGAG---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAAA-----



-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AATATTAGTAAAAGT---
AAATGGAATAAAACTGTACTAAGGGTAAAGGAAAAATTAAGG---------------GAACACTTC-------
-----------------------------------AATAAGACACCAAGATTTGAA------
CCATCCTCAGGAGGGGACATAGAAGTTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACACAAGATGACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAGGTTAGTAATTACACAAACACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAACACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACAGA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTATGCAA---TAA 
>KC894090 
GTA---ATG------------------------GGA---AAG---TTA------
GATTTATGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACCGAC---
CCCAACCCACGAGAAATGGTTTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTCATAATGTTACTACCAACAAT-------------------------
-------------------------------------------------------------------------
-------------------------AAGACTACAGTCGATGAAAATATGAATACAGAAATAAAA---
AATTGCTCTTTCAATAGTACCACAGAAATAAGA---------------------------
GATAGGAAAAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAC----------
-------------------------------------------------------------------------
-------------
AGTAGGGAGAACAATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATGAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGTCTGGCAGAA---AAC------------
ATAACAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTGAAA----
-----------GACCCTGTCGAA---------ATTGAGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AATATTAGTGAAGCA---
AAATGGAATAAGACTTTAAAAGAGGTAAGTGACAAATTACGG---------------GAATACTTCCCT----
-----------------------------------GGTAAAGATATAAGCTTTGCA------
CCACACTCAGGAGGGGACCTGGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCGTTGGAACGATACTTGGAGT-----------------
----------------------------AATAAATCTCAAAAGGACATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAACCATAATATAC---
GAGTTGCTTGAAAAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGAATTACTAGAATTGGACAAGTGGAATAATTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATTTCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTTACAATATA------CCTAGAAGAATAAGACAGGGCCTTGAAATAGCTTTGCAA---TAA 
>KC894091 
GGG---GGG------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTAGAGATACTACAACCAATAATGTTACTGCAACCAAT-
-------------------------------------------------------------------------
-------------------------------------------------GAGGCAGAAATGAAA---
AACTGCTCTTACAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAGAGTGAGTTCACTT---TTTTATAAACTGGATATAGTACCAATTAACAGTGAT-------
-------------------------------------------------------------------------
----------------------
AGTTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATGACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTGACAAATAAT---------GTTAAAACAATAATAGTACAGCTCAAT----
-----------CAATCAGTAGAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGGGAC---
TCCTGGAATAAAACTTTACAAGGAGTAAGAGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAA------
GAACATGCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTAAGTTGGAGT-----------------
----------------------------AATAGGTCAGAAGAAAATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGATACAATATAC---
AAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCCATTAGTCTAATTGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC894093 
GTG---TTG------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAACGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCTTGGAA---------AATGTAACAGAGAATTTTAAT----------------
--------------------------ATGTGGAAGAATTACATGGTAGAGCAGATGCATGAGGATGTA---
AGCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTATAAGTAGTAATGCTGGGAATGTTACT----------
-------------------------------------------------------------------------
-------------------------GGAAATGTTAGTAGAAGTGATAACAATGGAGAAATAAAA---
AATTGTACTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAAGTGCGTGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAGAAGACA----
-------------------------------------------------------------------------
----------------
AACAACGGCTCTAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGAGCTAAAAATCTGACAGACAAT---------GGCAAAATAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTATAAGACCCGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAAACATA------------AGAGAAGCGCATTGT---AACATTAGTGAAGGA---
GACTGGAATAAAACTATACAAAGGGTAGGTAAAAAATTAAAA---------------GAACACTTCCCT----



-----------------------------------GATAGAAACATAACATTTAGG------
CCATCCTCAGGAGGGGATCTAGAGATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGAAGAAATTTGG------AAT------
AACATGACCTGGATGGAATGG---GATAGAGAAATCAGTAGTTACACAAACACAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAACGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATAGGTCTAATTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTGTAAGGATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>KC894094 
GTG---ATA------------------------------------------
GGGAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCAAATGAAATAGATTTGGAC---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTTGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAACCTGTGTTAATGCTACCCGCAATGCTACCCACAATGATGGTAATAATAACC
CCACTGGTAGT--------------------------------------------------------------
-------------------------AATGCTACCCTCAATGATGCCATGGGTGGAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAGGAATATGCTCTT---TTCTATAAACTTGATATAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
----------
AACAATAGTAGTAACAGTAGTGAGTATAGATTAATAAATTGTAATGCCTCAACTATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AATAAGACATTCACT------GGAAAAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTCCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGTCAAACA---TTC------TATGCAACA---GAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GATTGGCATAGAACTCTACAAGTGGTAGGTAGCAAGCTACAA---------------GAACATTACCCT----
-----------------------------------AATAAAACAATAGAATTTAGA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCACGAAGAGATTTGG------GAT------
CACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAGACACAATATAC---
TGGTTGCTTCAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTGGCATTGGACAGTTGGAACAATCTATGGAGTTGGTTTGACATAACAAGATGGC
TGAGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCCATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAGGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>KC894095 
GTA---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGAGAAAGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---



ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTATAAATGTTACTGTTGATGCTACCAGTGATAATAGTACT-------
-------------------------------------------------------------------------
----------------------------ACCAGTAATTATTCTGATGCCCAGGGGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGTGAATTCAATT---TTTTATAGCCTTGATATAGTGCCAATTAATGGAGACAATTCA-
-------------------------------------------------------------------------
----------------------
AATTCTAGTAAGTATAGATTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGGG------------
ATAATAATTAGGTCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTATATGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACA---GAC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AGCATTAGTGAAGGT---
GAAGGTAAGTGGAATAAAACTTTACAAAAAGTCAGTGAGAAA------------TTAAAAGAACACTTCCCT-
-----------------------------------AATAAAACAATAAAATTTGCA------
TCACCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>KC862818 
GTG---TGG---GGA---------------AACAAG---TCA---TTG---
GAAGAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTACAGATG---
ACCCCACTCTGTGTCACTTTACACTGTAGTAATGCCAATGCCACTAGGACCAATGGGAGTGTTGCCAATGCCA
CTAGGACCAAT--------------------------------------------------------------
----------------------GAGAGTGTTCTCCTCAATGATACCCTGATTAGAGACATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAAAATGAACATGCACTT---TTTTATAGACTTGATATAGTTCCAATTAATAAAGAGAAA----
-------------------------------------------------------------------------
----------------
GATAATGACAGCAGTGAGTATAGATTGATAAATTGTAATACCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAATAGGGCCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGGCCCCAAAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------GTAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTGCAAAG---
AACTGGACTAACACTCTAAAGAAGGTAAAGAGTAAATTAGAA---------------GAGCATTTCCCT----
-----------------------------------GGTAGTAATATAAGCTTTGAT------
CAACCCTCAGGAGGAGATCTAGAACTTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCGTTGGAACAGGACTTGGAGT-----------------
----------------------------GGTAAATCTCAGGAGGAGATTTGG------GAT------
AACATGACTTGGATGCAATGG---GAGAGAGAAATTGACAACTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGATTTACTAGCATTGGACAGCTGGAAAAATTTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGACTTTGTAGAGCC----------------------------
--------ATCCTTAACGTA------CCTAGAAGACTAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KC894098 
GTA---GGG------------------------------------------
GGAAACTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATGTTGACAGAAATAGTACT----------------------
-------------------------------------------------------------------------
----------------------------AGTATCTTAAATGAAACCATGAAAGGAGAAATGAAA---
AATTGCTCTTTCAACATAACTACAGAACTAAAA---------------------------
GATAGGAAAGAGAAGGTACATGCAATT---TTTTATAGACTTGATGTAGTACCCCTTAATGGT----------
-------------------------------------------------------------------------
----------
AATGAGAGTAGCAATTTCAGGGAGTATAGATTAATAAACTGTAATACTTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAAAAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGAAGGG------------
ATAGTAATTAGATCTAAAAATCTGACAGATAAT---------GCCAGAACAATAATAGTACAGTTGAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGAGAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGGG---
GTCTGGAATGCAACTCTACTAGAAGTAAGTAAAAAGTTACGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACACTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGTAT-----------------
----------------------------AATAAATCTTATGAGGGCATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GATAGAGAAGTTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGGGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGATCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGTGTTATAGACTTAGTAAGAAGAATTTTTAGAGCT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAACAGCTTTGCTA---TAA 
>KC862876 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
GCTCCTCTATTTTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTTTAAACTGTAGTAATGTTAATATTACCAATAATGCTAATAATACC----------
-------------------------------------------------------------------------



----------------------AGTAATGCTACTGTCAATAATACCACAATTGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAGAGATAAGA---------------------------
GATAAGAAAAAGAAAGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAATGAG-------
-------------------------------------------------------------------------
----------------
AATAATGGCAGCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCTTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTACGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAAATTAATGAAAGT---
AGGTGGAATGAAACTTTACAATGGGTAGGAGAAAAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
TCACCATCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCCAAAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGACATAATATAC---
AACTTGCTTGAAATCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
GCAAATGAAAAAGATTTACTAGCATTGGATAAGTGGCAAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAATAGTAGTACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCCACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC894100 
GGG---GAG------------------------------------------
AGAGACTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATGAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTGGAGTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTGTAAATGTAAATGCTACAAATGCTACAATTGCAAATACAACT----
-------------------------------------------------------------------------
-------------------GTTACAAATGCTAGCTACAGTGATAGCATAAAGGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGTACATGCACTT---TTTTATAGACTTGATATAATAGAAATGGATGAA----------
-------------------------------------------------------------------------
-------------
AATAATAACAGCTCTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCAAATCTGTCAAACAAT---------GCTTACACAATAATAGTACATCTCAAT----
-----------GAATCTGTGGAG---------ATTAATTGTACAAGGCCCGGCAATAATACAAGAACA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AAGGTTAGTGCAGAG---
AAATGGAATAAAACTTTATACAGGGTAAGCGAGAAATTAAGA---------------GTACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACT------
AATCATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTAAGTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTCAAACAGAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAGACACAATATAC---



AGGTTGCTTGAAGAAGCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
GAGAATGAACAGAAGTTACTAGCATTGGACAGTTGGGACAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAATA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATTCCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTTTAGAAGTATTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTACAAGAATAAGACAGGGTTGTGAAGCAGCTTTGCAA---TAA 
>KC862949 
GGG---AAG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTAGCCATAATGTTATCAACAGCAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------GTTATCTCCAATAGTACCACAGATGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAGACAGAAACAGTATGCACTT---TTTTATAGACTTGATATGGTATCACTTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGCAGCTATAGAGTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCACAGCAGAAGGAGAA------------
ACAGTAATTAGATCTGAGAATATAACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTACCA---------ATTGTATGTGTAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGACTA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGG---
GAATGGAGTGGTGCTTTACAAGGGGTAAAGGAAAAATTACTA---------------GAGCACTTCCCT----
-----------------------------------AATAAGACAATAACATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACTTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTAAGATGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACACAAGATGAGATTTGG------GAG------
AACATGACTTGGATGCAATGG---GATGAAGAAATTAGTAATTACACAAGTACAATTTAC---
AGATTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGGTGGAACAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTTGTAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAGAATTATTACAAAGAATCGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC863009 
GGG---GGA---------------------------------------------
GGAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTGGTTTTGGGA---------AATGTAACAGAGAATTTCAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTATGTGTCACTCTAAATTGTACAAATGCAAATGTTACTCGTAGTAATTGTAAT-------------
-------------------------------------------------------------------------
----------------------------GGAACTGTTGATGAATCCATGTGTGGAGAAATGCAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAACATGCACTT---TTTTATAAACTTGATGTGGTACCACTTAATGACGAG-------



-------------------------------------------------------------------------
----------------
GCCAACAATGTCACATTATATAGATTAATAAATTGTAACACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAC-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCTTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCTAATAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAGAGGAAAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAG---
GCATGGAATAGAACTTTAGCTGAAGTAAGTACAAAATTAAAA---------------GAACACTTCCCT----
--------------------------------------GAGGAAATAAGATTTGCA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAACTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGTATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTGACAACTACACAGACACAATATAC---
AGACTGCTTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGAATTACTGGCATTGGACAAGTGGGACAATTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTCGCTACTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTTATAATAAGAATCTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC894385 
GGA---GGG------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTCTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATTACAAAATTAATACAACTAGTCACAACAATATAACTAAT-
-------------------------------------------------------------------------
-------------CACACAAATAATATAACTAAATACAATAACAGCATGGAGGAAGAAATAAAG---
AAATGCTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGCAAGAACATGCACTT---TTTTATAAACTTGATATAGTATCACCTAATAAC----------
-------------------------------------------------------------------------
-------------------------
AATAGTGAGTATATATTAATAAACTGCAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATTCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGCTCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAAACTGTAAAC---------ATTACGTGTGCAAGACCCGGCAATAATACAAGAAAA-----
-TCCATAAGGATA------------GGACCAGGACAATCA---TTC------TTTGCAACTGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGGT---
AAATGGAACAAAATTTTAGACCAGGTAGTGGAAAAATTAAGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATACAGTTTCAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATTATATTTGG------GGT------
AACATGACTTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGACATAATATAC---
AATTTGCTTGGAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGTCTTGGTTTGCCATATCAAATTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGTTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTGTCAGTCTAATTGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCAGGAATATA------CCTGTAAGAATAAGACAGGGTTTGGAAGCAGCTTTGCTA---TAA 
>KC156212 
GGT---------------------------------------------------
AACTTGTGGGTCACAGTCTACTATGGGGTACCAATATGG---AAAGATGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACAGAT---
CCCGATCCACAAGAAATGTTTTTGAAA---------AATGTAACAGAATATTTTAAT----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAAGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTTCTATCATCTACCGAAATAAGACCAACCAAAATGACACGGAGAGTA
TCTACCCAAGT--------------------------------------------------------------
-------------------------GACAAGGAAATACCTTACCAAAATGACACAGGGATAAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAAGGGGCACTT---TTTTATAGACTTGATGTAGTGCCACTAGATGAA----------
-------------------------------------------------------------------------
----------
AATACCAACTCTACTCATAGGCCATATAGATTAATAAATTGTAATACCTCAGTTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATGAGACATTTGAT------GGAATGGGATTATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGCTCTGAAAATCTGACAAACAAT---------GGCAAAAACATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTGAGTGTATAAGACCCAACAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAGAAGCATATTGT---CACATTAATAAAACA---
AAATGGAATAGAACTTTAGAAATGGTAAGGGAAAAATTAAAG---------------
GAAAAATTCGAAAAACACTCC------CCT---------------------AATAAAACAATAGAATTTAGA-
-----AATTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACGCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAAT-----------------
----------------------------AATAGAAATTATAGTGATATTTGG------GAT------
AATCTGACATGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACATAATATAT---
GAGTTGCTTGAAAAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACA---
GTACTCTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTTTAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAAGCTTGCTA---TAA 
>KC156211 
GTG---TTA------------------------------------------
GGGAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTCTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTCTAAACTGTACAGATGTAAATGTGAACAGTACAAATGTAAAT-------------
-------------------------------------------------------------------------
-------------------------GTGAACGGTACAATTGCGAACAGCACAGATGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGATAAGAAAAGAATATGCACTT---TTTTATAGACTTGATATAGTGTCACTTAATGGC----------
-------------------------------------------------------------------------
----------------
AACTCTAGCTCTAGTGAATATCGCTTAATAAATTGTAATACCTCAACCACAACACAG---



GCTTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTGAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTTCAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTAACTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAGGCACATTGT---AACATTAGTGAAAAG---
GACTGGAATAGAGCTTTAGAAAATGTAGTTGAAAAATTACAA---------------CAACACTTCCCT----
-----------------------------------AATAAGACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGACTCAAGAGGCTATTTGG------AGT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAATAATTACACAGGCATAATATAC---
CAATTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAGAAAGATTTATTAGCATTGGACAGTTGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGTAGTACAAAGGGGTATTAGAGCT----------------------------
--------ATCATCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC156213 
GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTTTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTAGTAATGCTAATGTTAATGTTACTGATATCCACAATAAT-------
-------------------------------------------------------------------------
-------------------------------------------ACCATGAAAGGAGAAGTAAAA---
AATTGCTCTTTCATGGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAAACAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACAACTTAATGAG----------
-------------------------------------------------------------------------
----------
AGTAGTAATAACAGCTATGAGAGCTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCACCAGCTGGTTTTGCGATTCTGAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTACAGCAGAAAAGGAG------------
ATAATAATCAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGGCCCGGCAATAATACAAGGAAG-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TAC------TTTTCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACACTGT---AACATTAGTGAAAGT---
AAATGGAATGAAACTTTACAAAAGGTAGGAAGAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAT------
TCTTCCTCGGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GATGCTCTGGAAAAATCATCTGCACCACCAACGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAAAAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAATAATTACACAGACATAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAACAGTAGCTGAA---



GGAACAGATAGAATTATAGAAGTACTGCAAAGACTTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC156119 
GGA---CAG------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCAAGAA---GTCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAAGCCACAAGAAATAGTCTTGGAA---------AATGTAGCAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATGGCATGGTGGATCAGATGCATGATGATATA---
ATTAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAAGATAAATAGTACCATCAGTACAAAT----------------
-------------------------------------------------------------------------
----------------------------ATTACCAGCAGTAATAACAAAAGTGAAGAAATGAAA---
AATTGCTCTTTCAGTGTATCAACAGAATTAAAA---------------------------
GATAAGAAACAGAAACAATATGCACTT---TTTTATACACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
-------------
AATAACGACAGTAATGGGGAGTACAGATTAATAAGTTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAATACATTTAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCCCAAAATATAACAGACAAT---------GCCAAGACAATAATAGTACATCTTACT----
-----------AAAGCTGTAAAG---------ATTAATTGTACAAGACCCAGCAATAATACGAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGAGA------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGTAAAAAG---
GATTGGAATGAAACTTTACAAGAGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAT------
CATTCCTCAGGAGGGGATCTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGGAAACTCATCTGCACCACTTCTGTGCCTTGGAATGAAAGTTGGAGT-----------------
----------------------------AATATATCTTATGACACAATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGACAATCACACAGGCACAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGAAAGTTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTGTCATTTGCTATTAGCCTACTTGATACTGTAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACCACATA------CCCAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC894109 
GGG---GCA------------------------------------------
AAGGACATGTGGGTCACAGTCTACTATGGGGTACCAGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAAGGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCTTA---AAGCCATGTATAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTGGTAATGCTATAGTAAATGAGAGCACGATT----------------
-------------------------------------------------------------------------
----------------------------------------------------GAAGGAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTGAAG---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---
TTTTATAAACTTGATGTAGTACCTCTTAATGGGGAAAATAACAAT----------------------------
-----------------------------------------------------
TCCAATAGTAAAAATTTCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGGCCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGCTAAATGGTAGTCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTCAAC----
-----------AACCCTGTAAAA---------ATTATATGTACAAGGCCCGGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---AACATTAGTGAAAAG---
ACATGGTATGACACTTTAAAAAATGTGAGTGATAAATTCCAA---------------GAACACTTCCCT----
-----------------------------------AATGCTTCAATAGAATTTAAA------
CCATCCGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAACAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAATAGTTGGAGT-----------------
-------------------------AATAAATCTTATGAGGATATTTGGGGA------AGA------
AACATGACTTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAACACAATATAC---
AGGTTGCTTGAAAAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTACTAGAATTGGACAATTGGAAAAACTTGTGGAGTTGGTTTAACATATCAAATTGGT
TGTGGTACATAAAAATATTCATAATGATAGTTGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATCATAGAAGTAGTACAAGTAATTTGGAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC148599 
GTG---TGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAAAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGTGAATGTCACTTCAAATTACACTTCAAATCACACT----------
-------------------------------------------------------------------------
-------------------------------------TTAGATCACACAAATAATGACATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAGTAAAAAGGATAAGACT----------------------------
-----------------------------------------------------------
AACAATGGCTCTGGGGAGTATATATTGATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCACCAGCTGGTTTTGCGATTCTCAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTCGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAACT---
CAACTATTGTTAAACGGTAGCCTGGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGCACATCTTAAT----
-----------GAGTCTGTAAGA---------ATTGTGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGCC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AATATTAGTGAAAAG---
GAATGGAACAAAACTTTAGATAGGGTAAAAGAAAAATTAAAA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
TCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGTTGTGGG
GCTGCTCTGGAAAAATCGTCTGCACCACTACTGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCCTATACAGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAACTACACATACACAATATAT---
GAGTTGCTTGAAAAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATTAATGAAAAAGAATTATTAGAATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTATTTGATACCCTAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAATTATTACAAGGAATTTGGAGAGCT----------------------------
--------ATCCGCAACGTA------CCCGTAAGAATAAGACAAGGCTTAGAAGCAGCTTTGCTA---TAA 
>KC148663 



GTG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATGCTGAGAGAAATGTTACCCTCAATGATAATAATAATGCC-
-------------------------------------------------------------------------
-------------------------------------------ACCATGAAGGGAGAAATAAAA---
AATTGTTCTTTCAGGGTAACCACAGAACTAAAA---------------------------
GATAAGAAAAAGAATGAACGTGCACTT---
TTTTATAAACTTGATATAGTACCACTTAGTGAAGGGAACAGGAGTGCG-------------------------
-----------------------------------------------------
AACGGGAGTGCTGGGGTTGAGGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAGCACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGAAATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAAACAAG------------
ACAATGATTAGATCTGAGAATCTGACGAACAAT---------GCTAAAACAATAATAGTACAGCTTAGC----
-----------AAATCTGTAAAA---------ATTGTGTGTACAAGGCCCAACAATAACACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GACTGGCAGGAAACTTTAGGAAATGTAAGTGAAGAATTAGGA---------------ACATACTTCCAT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAATTTATCTGCACCACCAATGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGATATTTGG------AAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATATAC---
AGGTTGCTTGAAAAATCGCAAATCCAGCAGGAC----------------------------------------
-----------------------------
AACAATGAAAAAGAGTTACTATCATTGGATAGTTGGAATAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGACTTTGTAGAGCAGAATTATAGAAGTAGTACAAAGACTTTG
TAGAGCT-ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM204583 
AGT---GAT---------------------------------------------
AACCTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATGGTTA------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCGATAATATTACTATTAATAGTACC-------------------
-------------------------------------------------------------------------
----------------------------------TACAACAATAACATGACTGGAGAAATAAAA---
AATTGTTCTTTCAAGATGACCACAGAAATAAGA---------------------------
GATAAGCAGAAAAAGGAACATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGGTAATGAG-------
-------------------------------------------------------------------------
-------------
ACAAGCAATACAAGCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCCTGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCAGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAACCTGTAAAG---------ATTGTATGTACAAGGCCCAACAATAATACAAGGAAA-----



-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACGGGGGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAAATTAATGAAACA---
GCATGGAATAATACTCTAAATAAGGTAACAGAGAAATTACAA---------------AAACACTTCCTT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTACCTGGAGT-----------------
----------------------------GGGAAAAACCAAAGTCAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGCTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAAATGGAACAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGACTATTTATAATGATAGTTGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATACTATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCAAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>HM204591 
AAT---GGT---------------------------------------------
AACTATTGGGTCACAGTCTACTATGGGGTACCAATATGG---AAAGATGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAATCCACAAGAAATGTTTTTGAAA---------AATGTAACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTT---AAACCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAACTGTTCTATCATCTACCGAAACAATACCAACCAAAATGGCACGGGG----
-------------------------------------------------------------------------
----------------AATACCGACCTGGAAAAACTCAACCAAAATAATGACACAGGGATAAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAACA---------------------------
GATAAGAAAAAGAAAGAAAGAGCACTT---TTTTACAAACTTGATGTAGTGCCACTTGATGGGAATAACACC-
-------------------------------------------------------------------------
----------
TTTGCTCCTAATGAAAGTAAGCCATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CACCTACTGTTAAATGGTAGCCTAGCAGAAAAAGAC------------
ATAATAATTAGTTCTGAAAATATAACAAACAAT---------ATCAAAAACATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTACGTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAGAAGCATATTGT---AACATTACTAGAGAG---
AAATGGAATAACACTTTAGAAAAGGTAAAGGAAAAATTAAAA---------------GAACATATC-------
-----------------------------------AAGAAAAATATAACATTTGGA------
CCACCCACAGGAGGAGACCTAGAAATCATG---ACACATAGCTTTAATTGTATGGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACGCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAAT-----------------
----------------------------AATAGAAATTATAGTGATATTTGG------GAT------
AATCTGACATGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACATAATATAT---
GAGTTGCTTGAAAAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACA---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGGGAA---
GGAACAGATAGGATTTTAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAAGCTTGCTA---TAA 
>FJ443615 
ATG---GTG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTCTGGAA---------AATGTGACAGAACATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATACT-------------------------------------
-------------------------------------------------------------------------
-------------------------------------------------AATGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCATATGCTCTT---
TTTTTATAGACTTGATATAGTACCACTTGATACGAAGAACCCTAGGAA-------------------------
--------------------------------------------------TAAGAGTACCAAC--
AGCTCTGGGGAATATATATTAATAAATTGCAATACCTCCACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCACCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAATAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTAACATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTAACAAACGAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTACAA---------ATTAATTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCACATGGC---------
---------ATAATAGGAGATATA------------AAACAAGCACATTGT---AACATTAGTAGATGG---
CAATGGAACAAAACTTTACAACAGGTAAAACAAAAATTAGAA---------------GAACACTTTCCT----
-----------------------------------AATAAGACAATAGAATTTGCA------
CCACATGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGCAGATATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
GAGCTGCTTGAAAAATCGCAAATCCAGCAGGCA----------------------------------------
-----------------------------
AACAATGAAAAGGAGCTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGTATTAGTACAAAGATTTTGTGGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>KP109520 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTCATAATGTCACTTTAAAATGTAATAATACCGCC----------
-------------------------------------------------------------------------
----------------------------AACGCAACCATGGATGACATGCGTGGAGAAATACGA---
AATTGCTCTTTCAATAGGACTACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGAGTATGCACTT---TTTTATGGAGTAGACATAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
----------------
AACTCTAGCTCTAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAA---------------
GAAATAATTAGGTCTGAAAATCTGACAGACAAT---------ACCAAAATAATAATAGTACATCTTAAG----
-----------GACCCTGTAGAA---------ATTGTGTGTACAAGGCCTGGCAATAATACAAGGAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAAGG---
AAATGGAATCAAACTTTACAAGAGGTAGGTAAAAAATTACAA---------------AAACACTTTCCT----



-----------------------------------AATAAGATAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACGAGACTTGGAGT-----------------
----------------------------AATAGAACTGAAGATGATATTTGG------CAT------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACACAATATAT---
CAGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAGTTTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTGTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTGATACAAAGAATCTGTAGAACT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAATAGCTTTGCAA---TAA 
>HM070539 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTACGAATGCTAATATTACTGGTAATGCTAATATTACTGGTGATCCT-
-------------------------------------------------------------------------
-------------GGTAATAATAGTAGTAGTAGAGCCAATGAAACTATGAAAGGAGAAATGAGA---
AGCTGCTCTTTCAATATAACCACAGAAGTACAA---------------------------
GATAAGAAAAGGAAAGAAAATGCACTT---TTTTATAGGCTTGATATAGTACCACTTGACAACTCT-------
-------------------------------------------------------------------------
-------
AGTTCTGACAACTCTAGCTTTAGAGAGTATAGATTAATACATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATATATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGAAGAG------------
ATAGTAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCATCTCAAG----
-----------GAAGCTGTAGAG---------ATTAATTGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAT------
---------GTAATAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAGAGAG---
AAATGGAATGAAACTTTACGAAAGGTAGGTGAAAAATTACAT---------------AGACACTTCCCT----
--------------------------------AATAATAAAACCATAACATTTGCA------
TCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCGTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAAACTTATAATGAGATTTGG------AAC------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAATAATTACACAGGCTTAATATAC---
AGTTTGCTTGAAGAATCGCAAAAACAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAGGATTTACTAGCATTGGACAGTTGGCAAAACCTGTGGAACTGGTTTGACATATCACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGCAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>HQ595984 
GTG---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCACATAAC----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAACCTGTAACAATAATGTTACCAACCTCAATAAGACCAATTTTAAT-------
-------------------------------------------------------------------------
-------------------ACTATCGGCCTCAGACTCAATGAGACCATGATTGAGGAAATGAGA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGGAAAGGAAGGAGCATGCACTC---TTCTATAGGCTTGATATAGTGCCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
ACTAAAAATGCCAGTGAATATAGATTAATAAATTGTAACACCTCAGCCATAACACAA---
GCCTGTCCGAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCGGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAAAAGAA---------------
ATAATAATTAGATCTGAGAATCTGACAAACAAT---------GCCAAAATAATAATAGTACACCTCAAT----
-----------AAATCTGTAGGA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAGCAGGTGAA------
---------ATAATAGGAGACATA------------AGACGAGCACATTGT---AACATCAGTACAGAT---
GCATGGAACAAAACTTTACAACAGGTAGGAAAAAGATTAAAA---------------GAACATTTCCCT----
-----------------------------------AACAAAACCATACAGTTTGCA------
CCAAGCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACCTTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAACCACAATATAC---
AAGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCACTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTAGGGCTAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>HQ596030 
GTG---TGG---GGG---------------------------------
GACCGGGACCGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCCCAAGAAATAGTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATTAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTAGTGATACTACCAGTAATACTAATATTACCAATAATGGT-------
-------------------------------------------------------------------------
-------------------ACTACTACCAGTAATACTAGTATTACCAATAATGGGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTGAAA---------------------------
GATAGGAAACAGTCAGTGCATGCACTT---TTTTATAGGCTTGATGTAGTATCACTTAATGAG----------
-------------------------------------------------------------------------
-------------------
AGTAACAGCAGTTTCTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTATGCGATTCTTAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGAAGCCTGGCAGAAGAAAAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAG----
-----------GAAGCTGTAAAC---------ATTAGCTGTATAAGGCCTAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACT---GAT------
---------ATAATAGGAGACATC------------AGACAAGCACATTGT---AACATCACTAAGGAT---
CAATGGAACAAAACTTTACAACAGGTAGGGAAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCGTCCTCAGGAGGGGATCTAGAGATTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAGACTGAAAAGGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGATAATTATACAAACATAATATAT---
GATTTGCTTGAAGTCTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTATTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>HM070639 
GGA---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAGATGTAATGATACCAGAGATAACAGTATTGCTGTCAATAATACTATAGAAA
ATAGTACCATA--------------------------------------------------------------
----GGAAATAGTAGTGTTACTGTCAATGTTACTGTCAATGATACCATGGATAGAGAAATGAAG---
AATTGCTCTTTCAATGCAACTACAGAAATAAAG---------------------------
GATAAGAGAAAGAATATGCGAGCACTT---TTTTATAGACTTGATCTAGTACCACTTGAAAAC----------
-------------------------------------------------------------------------
-------
AGCTCTAAGAAGGGCAAGTCTAGAGAGTATAGATTAATAAATTGTAATACCTCAGTCATGACACAT---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAATGAG------------
ATAATAATTAGATCTCAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAGCTCAAT----
-----------AAACCTGTAGAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGGAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTGAAGGG---
AAGTGGAATGAAACTTTAAGAAGGGTAAATGAAACATTAAAA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGAA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCACGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAGACCTCAAAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAAACATAATATAC---
AATTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGCTAGAATTGGACAAATGGAACAATCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAACCTGCTTGATACTRTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGTTA---TAA 
>KF527172 
GTA---CTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---ATGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGCTG---
ACTCCACTCTGTGTCACTTTAGATTGTAAAAATAGTACTGAAAATATTACT----------------------
-------------------------------------------------------------------------



----------------------------GATAGCAGGAATATTACAGATAATGGAGAAAGGAAA---
AATTGCTCTTTTAATATAACCACAGAAATAAAA---------------------------
GATAAGAAACAGAACGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTCATGAGGAC-------
-------------------------------------------------------------------------
----------------------
AACAGTTCCTACTATAGACTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCACCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAGATCTGACAGACAAT---------GCCAAAATAATAATAGTACACCTTAAT----
-----------AAGTCTGTAGAG---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACCAAATGGA------
---------ATAATAGGAAACATA------------AGAAAAGCACATTGT---AACATTAAGGGAAAG---
CAGTGGAACGAAACTTTAATAAAGGTAGGGGAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAATAATAAAGTTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATGACAGTTGGAGT-----------------
-------------------------CATAATAAATCTCTACAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAGCACAATATAC---
AGGTTACTTGAGGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTCAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTATTTGATACCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTGTGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM070807 
GGG---GAG---------------------------------------------
GACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTGTTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTT---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTGCTACCAATGCTACCGCTACCAACAATACCGCTA
CCAACAAT-----------------------------------------------------------------
-------AGTAGCAATAGTAACCATACCAACTACAATGGTAGCCAAATTATTGAAGGAATGAAA---
AATTGCTCTTTTAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAGCAATATGCACTT---TTTTATAGACTTGATATGGTACCACTTGTTAATGAG-------
-------------------------------------------------------------------------
-------------
ACTAATAGAAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAG---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACACTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATGAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTATTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCAAACAATAATACAAGAAAA-----
-GGTATAGGAATA------------GGACCAGGACAAACA---TTA------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATGGTACA---
AATTGGATTAAAACTTTACTTAGGGTAAGTAAAAAATTAGAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCACACTCAGGAGGGGATCTAGAAATCACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCAGTGTTATGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAACTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---



AATTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACATATCTAG-------------------------------------
--------------------------------AGAATAAGACAGGGCTTTGAAACAGCTTTGCAA---TAA 
>HQ596147 
GGG---GAA---------------------------------------------
GGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAGGCATATGACAGAGAG---GTGCACAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAATCCACAAGAAATGTTTTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTT---AAGCCATGTGTAAAAATG---
ACCCCACTCTGTGTCACCTTAAACTGTACAATGTATAAGTATAATAATGAAACCTTAAGA-------------
-------------------------------------------------------------------------
-------------------------AATAATACCTATAATACAAACTTAAGAAATGATACTTAT---
GAATGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAGAGAAAAAGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGAGACTAATAATAGACCACTT----------------------
-----------------------------------------
AATGATAGTAGGACTAATAATAGCACATATAGCACATATAGATTAATAAATTGTAATACCTCAGTCATAACAC
AA---
GCCTGTCCAAAAGTCTCTTTTGAGCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGGCATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACA---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAGACTGTGGAG---------ATTAACTGTACAAGACCCAGCAATAATACAAGGAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAGAA---
AAATGGAATAAAACTTTACAAAAGGTAGGTGCAAAACTAAGC---------------AAACTCTTTAAT----
-----------------------------------AATAAAACAATAACATTTAAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATATGTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGGAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCATAAGAATAATTTTTACT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACTAAGAATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KC156218 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTATTGGGA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTACAGCTG---
ACCCCACTCTGTGTCACCTTAGACTGTAAACCTGCTAATATTAGTAATAAGAATAACTGT-------------
-------------------------------------------------------------------------
-------------------------AATAGTACCTGTGCGGATGCCATCAGGAAAGAAATAAAA---
AATTGCACTTTCAATGTAACCACAGAAATAAAA---------------------------



GATAGGAAAAGAAAAGAGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTACCACCTGAGGGGGAAAGTAGCAACTCTAGTGATAGCGGCAGC----
--------------------------------
TCTAGTGATAATAGGAATATCAGCAACCCTAGTAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAG
CCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATATATTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGACATTCAAT------GGGACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTATTGTTAAATGGTAGCCTAACAAAAGAA---------------
GTAATAATTAGATCTAAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTAAATCTTAAT----
-----------GTATCTGTACCA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TTTACAGCCACAGAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGAGAAA---
GCATGGAATGAAACCTTACAAAGGGTAGTTAAAAAATTAAAA---------------GAACACTTCCCT----
--------------------------------AATAAAACAAGAATAAAATTTGAC------
AAACATTCAGGAGGGGATCCAGAAATTACA---GCACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGCAGAAATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATACACAATATAC---
AACTTGCTTGAACAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTAAACAGTTGGCAAAATCTGTGGACTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAACTTTTGCT---
TTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATCAGAAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KC156215 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAAAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACATGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATAAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTGTCAATGCTAATGTTACCGGTAATGGTACTGCTAGCAGTAATGGTA
CTGCTAACAGT--------------------------------------------------------------
-------------------ACTGGTACTGCTAACTATACTAATACCAGGATTGAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATACAA---------------------------
GATAAAAAAAGGAAAGAGCATGCACTT---TTTTATAAACTTGATATAGTACCACTTAAAGAGAAT-------
-------------------------------------------------------------------------
----------------------
GACAACAGCAGCTATAGGTTAATAAATTGCAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGATATCAACT---
CAATTAATATTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTACGTGTATAAGACCCGGCAATAATACAAGAAGA-----
-AGTATGAGAATT------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTACAGCA---
AGTTGGAATAAAACTTTACAGAGGGTAAGAGAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGAG------
CCACCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AGTAAAAATCAAACGGCTATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTGAGAATTACACAAACATAATATAC---
AATTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------



-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTCAGCATAACAAAATGGC
TAAGGTATATACAAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTAAC---
GGAACAGATAGGATAATAGAAGCAATACAAGGACTGTGTAGAGCT----------------------------
--------ATCAGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ615962 
GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACAACTCTATTCTGTGCATCTGATGCTAAAGCATATGATAAGGAA---GTCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTACTAGTAGTAGTACTACTACTCCTACTACTACT----
-------------------------------------------------------------------------
-------------------CATACTACTACTCCTCCTAGTGATGATGGTAAGGATGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAAAAACGTCAAGTGTATGCACTA---TTTTATAAACTTGATATAGTACCACTTAGAAATGAAAGC----
-------------------------------------------------------------------------
----------
AATGGCACTGAGGAGTCTAGGGATTATAGATTAATAAATTGCAATACCTCAGCCATAACGCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCCACT---
CATTTCCTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTCAGAATCTGACAAACAAT---------GCTAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTATAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGGCAAGCCTATTGT---AAAATTAATGGAAGT---
CAGTGGAACACAACTTTACAACGGGTAGTAAGAAAATTAAAA---------------GAACACTTCCCT----
--------------------------------AATAAAACAATAATAAGATTTCAA------
CAACCCTCAGGAGGGGATCTAGAAATTACA---ATGCACAACTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAACTACACAAACATAATATAC---
ACTTTGCTTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTATCATTGGACAGTTGGAAGAATCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTATTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATAATAAACTTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAGCATCTTTGCTA---TAA 
>KY112213 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---ACAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAATTACTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATTATAATGGTAATAATACTGCC-------------------
-------------------------------------------------------------------------
-------------------------------------------AGCAATAAGGAAGAAATAAAA---
AACTGCACTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAATAAAAAGGAATATGCACTT---TTTTACAAAGTTGATATAGTACCACTTCAAGGG----------
-------------------------------------------------------------------------



-------
AATAGTAATAATAGTAATAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCAATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGCACTAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGCTTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGGA---------ATTCTCTGTACAAGACCCAGCAACAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
GCCTGGAATAAAACTTTACTCGGGGTAGTTAAAAAATTAAGA---------------GAATACTTCCAG----
-----------------------------------AATAAAACAATAAAATTTCAG------
CCACCCTCAGGAGGAGACCTAGAAATTACA---ACACACACTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCTTAGTTGGAGCGCT--------------
----------------AATCGGAGT---GAAGGAGATCTTAGTGGAATATGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAACCCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATCTATTAGCATTGGACAAATGGAACAATCTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGCTTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCAGCAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>KP109521 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTATTGGGG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTACAGCTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAACTGCTGATATTAGTAATAAGAGTAACTGTGCC----------
-------------------------------------------------------------------------
-------------------------AATGATACCTGTGAGAAAGCCATCAAGGAAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAAA---------------------------
GATAGGAAAAGAAAAGAGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTACCACCTGAGAGGGAAAGTAGCAACTCTAGTGGTAAC----------
--------------------------
AGCAGCATTGATGGTAATAGGAATGTCAGCAACCCTAGTAACTATAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATATATTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGACATTCAAT------GGGACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTATTGTTAAATGGTAGCCTAGCAAAAGAA---------------
GTAATAATTAGATCTAAAAACCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GTATCTGTGCCA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TTTGCAGCCACAGAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGAAAAA---
GCATGGAATGAAACCTTACAAAGGGTAGTTAAAAAATTAAAA---------------GAACACTTCCCT----
--------------------------------AATAAAGCAAGAATAAAATTTGAC------
AAACATTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGCAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAGCACCATATAC---
AGCTTGCTTGAACAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTAAACAGTTGGCAAAATCTGTGGACTTGGTTTGACATAACAAAGTGGC



TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTCAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGGCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGGATTAATACAAAGAATTTGTAGGGCT----------------------------
--------ATCAGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KP109522 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAAAC---
CCTAATCCACAAGAAATAGCTTTGGAA---------AATGTGACAGAAAATTTTAGC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAGATTGTAGTAATAATGTTACTACTAGTATCAACAGTACCAAT----------
-------------------------------------------------------------------------
-------------------------------------------ACCATGAAGGAAGAACTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACAGCTTAATGAGGAAAAGAAT-
-------------------------------------------------------------------------
----------------------
TCCAGTGATGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCAATCCTCAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAGTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ACAATAATTAGATCTGCAAATATAAAAGACAAT---------ACCAAAACAATAATAGTACATCTTAAA----
-----------AATCCGGTAAGA---------ATTGTGTGTACAAGGCCTGGCAATAATACAAGGAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TTTGCGACAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAATGGACAG---
GAATGGAACAAAACTTTGCAACAGGTAAGCGAAAAGTTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATGACATTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCGGACAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCTTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAGGGATATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAAACACAATATAT---
ACATTGCTTGAGGACGCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTCAGCATATCAAAATGGC
TGTGGTATATAAAGATATTCATAATGGTAGTAGGAGGCTTGGTAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTATCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAATACAAAGAATTGGTAGGGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>KC634164 
GGG---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTTTGTGCTTCAGATGCTAAAGCTTATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAATCCACAAGAACTAATTTTGGAA---------AATGTAACAGAAACTTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATAAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---CAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCAACCTACACCAATAGCACCAATAGCACC----------
-------------------------------------------------------------------------
-------------------------------------------CTAGATGATCCAGAAAGAAAA---
AATTGCTCTTTTAATGTGACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGAAAATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGAGAATAGTAACTCG----------------------------
-----------------------------------------------------------
AGTAGTAACTTTAGTACATATAGATTAATTAATTGTAATACCTCAGTCATAACACAA---



GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTGAGTGTACAAGACCAGGCAATAATACAAGAAAT-----
-AGTATAAGAATA------------GGACCAGGGCAGTCA---TTC------TATGCAACAGAAAAG------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGGA---
ATTTGGAATAAAACTTTACAAGGGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGTTTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAATTCTAGTTGGACT-----------------
----------------------------AATAAAAATTACAGTGATATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAAAGAGATTAGTAACTACACAGACTTAATATAC---
AGGTTACTTGAACAATCGCAAAACCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAAGAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTTTGCTTGATTTCTTAGCAATAACAGTAGCTGAA---
GGAACTGATAGAATTATAGAAGCAGCACAAAGAGTTTTTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGATCAGAAGCAGCTTTGCTA---TAA 
>KC187352 
GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGTATATGAGAAAGAA---ATACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATGGTCTTAGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACACCACTCTGTGTCACTTTAAATTGTAGTGAGGTCACAAATAGTAGCATTACCACAAATAGTAGTAGTACC-
-------------------------------------------------------------------------
----------------ACAAATAGTAGTATTAATGCCAATGATAGTATGAGTGGTGAAATGAGA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAAAGAAAAGAACATGCACTT---TTTTATAGACTTGATCTAGTACCACTTGAGGAT----------
-------------------------------------------------------------------------
----------------------
AACAATACCACATATAGACTAATAAATTGTAACACCTCAACTGTAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATATTACATTTAAT------GGAACAGGACCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGGAAAA------------
GTAATAATTAGATCTGAAAATTTGACAAACAAT---------GCTAAAACAATAATAGTACAGTTTAAA----
-----------GAGGCTGTAGAA---------ATTATGTGCACAAGGCCCGGCAATAATACAAGGAAG-----
-AGTGTGAGAATA------------GGACCAGGACAAGCA---TTC------TATACAACAAAC---------
---------ATAATAGGAGACATA------------AGGAAAGCACATTGT---ACCATTAGTGAAGAG---
AAATGGAATAACACTCTAAAAGAGGTAAGTGAAGAATTACGA---------------AAACATTTCCCG----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTACCTTGGAACCTTAGTTGGAGT-----------------
-------------------------AATAATAAATCTGTAGAGGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAACAATTACACACAGACAATATAC---
TGGTTGCTTGGAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACTTATTGGAATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCCATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---



GGAACAGATAGGATTATAGAATTAATACAAAGCTTTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC186723 
GTG---TGG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTACATTGTACAAATGTAAATGCTAGTGATAATGCCAACAGTACCACCTAT----
-------------------------------------------------------------------------
-------------------------------------------------GGAGAAGACATGAAA---
AATTGTTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGAAAAGGAAAGAGTATGCACTT---TTTTATAGGCTTGATTTAGTATCACTTGATGAG----------
-------------------------------------------------------------------------
----------------------
AACAATAGTGACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAGT------GGAACAGGACTATGTAGTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTAAAAGACCCGGCAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGGGGC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGCAAGA---
CAATGGAATGAAACTTTACAAAAGGTAGAAGGAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCA------
CCATCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTCACAGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAACGAAAAAGATTTATTAGCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTGGTAGAGGT----------------------------
--------ATCTATAACATA------CCTACAAGAATAAGACAGGGATTTGAAGCAACTTTGCAA---TAA 
>KC186899 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGG---ACAGAAGCAAAG---
ACTACTTTATTTTGTGCATCAGATGCAAAAGGATATGAGAGAGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATTATAATACTACCAGCAGTAATAAGGGCAACAACACC----
-------------------------------------------------------------------------
----------------------------CTCAATGGTACTGATTCCATGAAGGGAGAAATAAAA---
AATTGCACTTTCAAAATAAGCACAGAAATAAAA---------------------------
GATAAGAACAAGAGGGAATATGCACTT---TTTTATAGACTTGATGTAGTACCACTTAATAAG----------
-------------------------------------------------------------------------
----------------
AATAACAAATCCAATGAGTATAGATTAATAAATTGTAATACCTCAGTCGTAAAACAA---
GCCTGTCCAAAGGTCTCATTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAAC------------
ACAATAATTAGATCTAAAAATCTGAATGACAAT---------GCCAAGATAATAATAGTACAGCTTAAA----
-----------GAATCTGTAAAA---------ATTAAATGTATAAGGCCTGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGTCCAGGACAAATA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
GACTGGAGTAAAACTTTACAAGATGTAGGTAGAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAAATTTGG------AAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACACAATATAC---
CAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAACAGAAATTACTAGAATTGGACAGTTGGAACAATTTGTGGAATTGGTTTAACATATCTAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATTTGTTTGATATCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGTAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATACGCAACATA------CCTAGAAGAGTCAGACAGGGCTTTGAAGCAGCTTTGCAA---TAG 
>KC186242 
---------------------------------------------------
GGGAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACATTTAACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTC---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTGTAGATGCTGACAAGAATGCAACAGCAGACAAT-------------
-------------------------------------------------------------------------
-------------------------------------------AGCACGTATGGAGAAGTAAAA---
AACTGCTCTTTCAATGTAACCACAGAATTAAGG---------------------------
GATAAGAAAACAAATCAAAGTGCACTC---TTTTATAGCATTGATATAGTACCACTTAAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGATTAATAAGTTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAGGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAAGCCAGTGGTCTCAACT---
CAACTACTATTAAATGGCAGCTTAGCAGAAGAAGAC------------
ATAATAATTAGCTCTGAAAATATAACAGACAAT---------GTCAAAACTATAATAGTACGTCTTAAA----
-----------GAACCTGTAGAG---------ATTGAGTGTATAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACATTACTGGT------
AACTGGAATGAAACTTTACAAGGGATAAAGGAAAAATTAAGA---------------GAACACTTCAAG----
-----------------------------------GGTAAAAATATAACATTTAAA------
CAACATTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AAGAGAACTAAGGATGACATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAGACACAATATAC---
AGGATGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGGGAAGTGGGATAGTCTGTGGAATTGGTTCAGCATAACACATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCG---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATGTCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGGATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAA---TAA 
>KC187207 



GTG---GTA------------------------------------------
GGGGCCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAAGGATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAAGAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAATTCCTA---AAGCCATGTGTAAAAATG---
ACCCCACTCTGTGTCACCTTAGAGTGTAATGAGAAAATTACCATTAGGAATATTACCATTATT----------
-------------------------------------------------------------------------
-------------------GAGGAAAGTAATGTTACCATGAGTAATATCACCAATGACATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAACAAAAGAAAGAATATGCACTT---TTTTATAGGCTTGATATAGTACCACTTACTGAG----------
-------------------------------------------------------------------------
----------------
AATAAGAACAAAACTATGTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
TCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCCGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTGGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAAGCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAC----
-----------CACTCTGTAGAA---------ATTACATGTGTAAGACCAGGCAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAGAGCG---
AATTGGACCAAAACTTTACAACAGGTAAAAGAAAAATTAGGA---------------AAACACTTCAATCAT-
--------------------------------AATAGCAGTAAAATATTTTTTGCA------
CCATCCTCAGGAGGGGATCTAGAAATTATA---ACGCATAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCGGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGATATTTGG------GAT------
AAAATGACCTGGATACAGTGG---GATAAAGAAATTAGTAATTACTCAAACACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTGTTAGTCTAGTTGATGCCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGCAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCATAGAAGCAGCTTTACTA---TAA 
>KC186306 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCGACCCACAAGAAATACCTTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAAGATATA---
ATTAGTTTATGGGACCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGCAGATGCTAATTTTACCAAAAAGGGTAATGATACTAATTCTACC-
-------------------------------------------------------------------------
-------------------AAAAGGGTTAATGTTACCAATAATATTATGGGTGAAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAAACAGGAAGTGTATGCACTT---TTTTATAGACTTGATGTAGTACCAATTAAGGAT----------
-------------------------------------------------------------------------
----------------
AATGACAACTCTAGTGAGTATAGACTAATAAGTTGTAATACCTCCACTATAACACAA---
GCCTGTCCAAAGGTTTCGTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGCGACATTCAAT------GGGACAGGACCTTGCAGTAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAAAAGAC------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAG-----



-AGTGTAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGCAAAGCG---
AAATGGAATCAAACTCTACATAAGGTAGGTGAAAAATTAGGA---------------AAGTACTTCCCT----
-----------------------------------AATAGAACATTAATATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACCTCAGTTGGAGT-----------------
----------------------------AGTAGATCTGAAGAAGATATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAGCAATTACACAGACACAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGGC----------------------------
--------ATCCGCAATATA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>KC187437 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAATATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATTAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCTCTCTGTGTCACTTTAGAGTGTACAAATGTTACTGTTGGAAATACAAATGTTACT-------------
-------------------------------------------------------------------------
----------------------GATATAAATGTTACTGTTGGAAATAGTACTGGAGAAATGAAA---
AACTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAAACACAGAGTGTTTGCACTT---TTTTATAAACTTGATATAGTATCACTTGATGGG----------
-------------------------------------------------------------------------
-------------------------
AGTAACAGCTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAGGGAGAC------------
ATAATAATTAGATCTGAAAACTTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGGCCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTAGC------
---------ATAATAGGAGACATA------------AGAGAAGCACACTGT---AACATTAGTGCAGGA---
AAGTGGAACAGAACTTTACAACAGGTAAGCAAAAAATTAAAA---------------GAACATTTCCCT----
-----------------------------------AATAGGACAATAAAGTTTGAA------
CCACACTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGATATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGGGATTACACAGGCACAATATAC---
AAAATGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGCTTGATAGGTTTAAGAATAATTTTTATT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTGGCTATTAGTCTAATTGATGCCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTCCTGCAAAGAACTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTGCAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC186647 
GTG---ATG------------------------------------------
GGGAATATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGGATATGAAAAAGAA---GTGCATAAT----------------



--------------GTTTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAATCCACAAGAAATGGAGTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTCTAAACTGTAGTGATATTCATATTCATAAAAATAAAACCAGT-------------
-------------------------------------------------------------------------
----------------------GATGGTACTGGTAATAATAAAACCAGGGATGAAGAAATGAAA---
AATTGCTCTTTCAAGACAACCACAGAAATAAAA---------------------------
GATAGGACAAGGAAGGAATATGCACTT---TTTTATAGACTTGATATAACACCACTTGATAGGGAAAATGAC-
-------------------------------------------------------------------------
-------
AGTAATTCTGAGAACAGCAGTAGTCAGTATAGATTAATAAATTGTAATACCTCAGCAGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTGAAGT
GTAAT---AATAATACATTCAAT------GGAACGGGGCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAAGA---------ATTGTGTGTACAAGGCCTGGCAATAATACAAGGAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTACGGAAGGA---
CAATGGAACAAGACTTTACAAAGGGTAAGCGAAAAATTACAA---------------AAACTCTTCCCT----
-----------------------------------AATAAGACAATAAGATTTGAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGAAATTTGG------GGG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
AATTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAGAAGAGTTACTAGCATTAGACAAATGGGACAGTTTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATTGATGCCATAGCAATAGCAATAGGTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCTATAACGTA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>KC187550 
GGA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACGTTAGAATGTAGAAGCGTTACTACTAATGGTGGAAACGTTACTACTAAAAACGTTA
CTACTAATGAT--------------------------------------------------------------
----------------------GGAAACGTTACTACTATTGGTAATGGTACAGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTACAA---------------------------
GATAGAAAAAACAAAATGTATGCACTT---TTCTATAAGATTGATATAGTATCACTTAATGGC----------
-------------------------------------------------------------------------
----------------------
AACTCTAGCAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCACTTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACGGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAACTTACG----
-----------AAACCTGTACAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGGCAAGTA---TTC------TATGCAACAAAAGGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCGCAACA---
GACTGGAATACAACTATAACAAATATAACTAAAAAATTACAA---------------AAACACTATAAT----



-----------------------------------AATAAGACAATAGTCTTTGCG------
CCATCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCCATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGGAAATTCATCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCAGATATTGATATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
GAGTTGCTTGAAAAATCACAAATCCAGCAGGAC----------------------------------------
-----------------------------
GAAAATGAAAAAGAGTTATTAAAATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAAATGGC
TGAGGTATATACAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAATTAATACAAAGCACTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KC187376 
GGG---GAG---------------------------------------------
AACTTGTGGGTCACAGTCCACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AGGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTAGTAATGCTACCACCAGGAATGGTAATGATACCAGTACTAAC----
-------------------------------------------------------------------------
-------------------------------------------ATCACAATTGGAGGAATGAAG---
AATTGCTCTTTTAATGCAACTACAGAATTAAAA---------------------------
GATAAAGAAAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAGTAAG----------
-------------------------------------------------------------------------
----------
ACTAATGGCAGTGAGACTGGAGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGGTCTGAAAATATAGCAAATAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTGAAG---------ATTGAATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGT---
GAGTGGAATAGAACTTTACAAAGGGTAAGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACGATTTGCA------
CCACCGGTAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAGACGCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGAGGAGATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTACTAGAATTGGACAAGTGGAACAATCTGTGGAGTTGGTTTAACATAACAAAATGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTATAAGAATAATTTTTGCT---
ATACTCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTAGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGCTTATAGAACTAATACAAAGATTTGGTAGAGCT----------------------------
--------ATTTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC187723 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAGGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---



ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAGAGGTTACTGTTAATAATACTGCTAATAATATTAATAATACT-
-------------------------------------------------------------------------
----------------------ACTGCTGCTAATGCTACTGCTAATGAGGCTAAAGACATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTGGGA---------------------------
GATAAGAAACAGCAAACGTATGCACTT---TTTTATAGACTTGATATAGTACCACTCAATGAG----------
-------------------------------------------------------------------------
----------------
AATAACAACAACTCTAAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCACCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAAAAGAT------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAATCT---
AAATGGAACAGAACTTTACAACAGGTAGGAAGAGAATTAGTA---------------AAACACTTT-------
-----------------------------------AATACAACAATAATATTTGCA------
CCATCTTCAGGCGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTTCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGATTATATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGTCTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCCTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTACAAGAATAAGACAAGGCCTTGAAATAGCTTTGCAA---TAA 
>KC186458 
GGG---GAT------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTCTTTTGTGCATCAGATGCTAAAGCACATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAGGAAGTGGTCTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAGATGTGTGAATGCTACTGCTAATGGGAAT----------------------
-------------------------------------------------------------------------
----------------------------GTTCTTGTTAATAATACCATGGGTGCAGAAATACAA---
AATTGCACTTTCAATACAACCACAATAATAAGA---------------------------
GATAAGCAAAAGCAAGAGCATGCACTT---
TTTTATAGACCTGATATAGTGCCACTTGATGATAATGCCAATACAACA-------------------------
-----------------------------------------------------------------
AATTACACTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTTTGCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTATCAGAAGGAGGG------------
ATAATAATTAGGTCTGAAAATCTGACAAGCAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTGTAAGGCCCAACAATAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAAACAA---
AACTGGACTACAACTTTACAAAGGATAGAAGAAAAATTAAAA---------------GAACAATTTAAA----
--------------------AACAGTAAT---ATAACATTGGGTAATATAACATTT---
GCACCACCTGCAGGAGGGGACCTTGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAACTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTAAAGAAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATAAGTAATTACACAAATACAATATAT---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGAGCAATTGGCAAAGCCTGTGGACTTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTATCCATAGTA---------AAGAAAGTCAGGCAGGGATACTCACCT------
CTCTCGTTGGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGCA---
GGAACAGATAGGATTATAGAAGTAGCACAAGGAGCTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTA---TAA 
>KC187049 
GGA---GGG------------------------------------------
GGAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATACTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTAGTAACATTAGTAGGGTTAGTAACATT-------------------
-------------------------------------------------------------------------
----------------------------AGTAGGGTTAGTAATGAAAGTGATAGCATGATGAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAACAAAACAATATGCACTT---TTTTATAGAGTTGATATAGTACCACTTAATGAGAGT-------
-------------------------------------------------------------------------
-------
AGTTCTGAGGGGAGGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCGCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTAAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACACTGT---ACAATTAATGGAACT---
AAATGGAATGAAACTTTACAAAGGGTAAGTGAGACATTAAAG---------------AAACACTTC-------
-----------------------------------AATAAAACTATAACATTTCAA------
CCACCATCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGGTTATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAAACCCTAAGTGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAGTAACTACACAGGCACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAACTTTTGCT---
GTAATCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCAGAA---
GGAACAGATAGGGTTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC186320 
GTG---ATG------------------------------------------
GGGAGCTTGTGGGTAACAGTATATTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCTTATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATTTCATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACATTGTACAAATGTTACTGCTAATGCTACTACTGTTAATAATACTGCT----
-------------------------------------------------------------------------



-------------------GTTAATGTTAGTGTTGTTAAAGATACTGCTGCTGATGAAATGAGA---
AATTGTTCTTTTAATGTAACCACAGAAATTAGA---------------------------
GATAAGAGAAGGAATGAGTATGCACTC---TTTTATAGGCTTGATATAGTGCCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
GATTCTAATAGCTCTGAGTATAGGTTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGGAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GTCAATACAATAATAGTACACCTCAAT----
-----------GAATCTGTAGAA---------ATTAGGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAACAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTACAGAG---
AGTTGGAACAAAACTTTAAGACGGGTGAGTAAAAAATTACTA---------------GAGCATTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAA------
CCACCTGTAGGCGGGGATCTAGAAATAACA---ATGCATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAAGTACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACAGCAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAACAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAAGAGGTTAGCAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTAGT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTACTAGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAATACAAAGAGTTGGTAGAGCT----------------------------
--------ATCATTAACATA------CCTACTAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTA---TAA 
>KC187482 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAGGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGCTAATAGTAGCATA-------------------------
-------------------------------------------------------------------------
----------------------GAAGGCAGAAGCATAGAAGAAGGCATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATATGACTACAGAACTAAGA---------------------------
GATAAGAAAAAGAAAGAGTATGCACTG---TTTTATAAACTTGATGTAGTACCACTTAATGAAAATAATAAC-
-------------------------------------------------------------------------
----------------
AGTAGTAATTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGTAAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTATTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------GACTCTGTAGAG---------ATTGTGTGTACAAGACCAAACAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGGGACATA------------AGGCAAGCACATTGT---AACATTAGTGGAACC---
AGATGGAATGAAACTGTGCAAAGGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATCACATTTAAT------
TCATCTTCAGGAGGGGATCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCGGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAAACAGATATCTGG------GAG------
AACATGACTTGGATGCAGTGG---GACAAAGAGATTAACAATTACACATCCACAATATAC---



AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCAATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCTTAGAATTCATACAAATATTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC186143 
GTA---ATG------------------------------------------
GGGCACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGCGCCTCAGATGCTAAAGCATATGAGAGAGAA---ATGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATTAATTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAGAATGTTACCTGCAATAAGAATGAGAGCAAGAGTAAA-------
-------------------------------------------------------------------------
----------------------AATAACAGCACAGAAGAAATAAAAGGCATGGAAGAAATGAAA---
AATTGCTCTTTTAACATAACCACAGAAATAAGA---------------------------
GATAAAAAAAGGAAAGTACATGCACTT---TTTGATACCCTTGATATAGTACAAATCAAGGAG----------
-------------------------------------------------------------------------
-------------
AATAATAACAATTCTAATGAGTATAGATTAATAAAGTGTAATACCTCAGTCATAACACAG---
GCCTGTCCAAAGGTCTCGTTTGAACCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTTAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAAAG---------ATTAATTGTACAAGACTTAATAATAATACAAGGACA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCATCAGAAGCA------
---------GTAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAGGGAA---
GACTGGAATACAACTTTACAAAGGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAATACAATAGAATTTGAA------
CCACCCTCGGGAGGGGACCCAGAGATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATTCTAGTTGGAGC-----------------
----------------------------AATAGAACTCAAAATCAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAGAGAAATTGATAATTACACAAATACAATATAC---
AGGCTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAGATATTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAATATA------CCTACAAGAATAAGACAGGGATTAGAATCAGCTTTGCTA---TAA 
>KC156214 
GTG---AGG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTTTGTGTCACTTTAAACTGTAGTCATAATATTACGGTTAATGGTACCATGGGAAAT----------
-------------------------------------------------------------------------
-------------GGTACCAGGGGAAATGATAGTACGATTGGGAAAATGGGAGATGAAATGACA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGCTAGAATATGCACTT---TTTTATAAACTTGATGTAGTAACACTTGAGGAA----------



-------------------------------------------------------------------------
----------------------
AACTCCAGTGAGTACAGATTAATAAATTGTAATACCTCAGTAGTTACACAA---
GCCTGTCCAAAGGTTTCGTTTCACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAG-----------------------
-ATCAGC---ACTGTACAGTGTACACATGGGATCAAGCCAGTGGTATCTACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAGTTAGATCTGAAAATATACAGGACAAT---------GTCAAAACAATCATAGTACATCTTAAT----
-----------GAATCTGTGAAA---------ATTGAGTGTACAAGGCCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---ACCATTAATGGGACT---
CAATGGAATGACACTTTAAATAGGGTAAGAGAAACATTACAA---------------AGGCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAGA------
CCACACTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGATATTTGG------GGC------
AATATGACCTGGATGCAATGG---GACAGAGAAATTAGCAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAGCATTGGACAGTTGGCAAAATTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCCTACAGAGAATTTGTAGAGCT----------------------------
--------ATCTACCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KP109523 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCAGTTTAGACTGTAGGAATATTACTAACAATATTACAAAGACCAAT-------------
-------------------------------------------------------------------------
----------------------------GGTTCAGTTGATAGAAATGCTACCAGTGAAATAAAA---
AATTGTACTTTCAAAGCAGCCACACAAGTAAAA---------------------------
GATAAAAAACGGAATGTATCTGCACTG---TTTTATAGCCTTGATCTAGTACCACTTGAAAGA----------
-------------------------------------------------------------------------
-------------------------
AGTGGGCAGTATAGATTAATACATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCCATTCCTATACATTATTGTACGCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGATGGAAAT------------
ATAATAATTAGATCAGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTACCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGTGAA------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACGTTAGTGGAAAG---
ACATGGAATAAAACTTTAGAACAGGTAAAAGGAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTGCA------
GAGTCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAATAATTACACAAACACAATATAC---
CAGTTGCTTGAGGAATCACAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCATATCAAATTGGC



TGAGGTATATACAAATATTCATAATCGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTTTAATAGATGCCCTAGCCATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTTATGCAAAGAATTGGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KP109524 
GTG---ACG---------------------------------------------
AGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGATATGGTAGATCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGTTGTACAAAGGTTAACACTAGTAAGGTTAGTGATGCT-------------
-------------------------------------------------------------------------
----------------------------AGTGGTAAGAATATCAGTGCCTATGATGACATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAAA---------------------------
GATAAAAAGAAGAGAATAAATGCACTC---TTTTATAAAATTGATATAGTACCACTTAGTGAG----------
-------------------------------------------------------------------------
----------------------
AATTCTGATGAGTATAGATTAATAAATTGTAATACCTCAGTCGTGACACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAAACATTCAAT------GGACTAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAACATAACTAACAGT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAG---------ATTAATTGTACAAGACCCTACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGTAGAAGT---
AAATGGAATGAAACTTTACAAAGGGTAAAGAACAAATTAGGA---------------GAATACTTCCAT----
-----------------------------------GGTAAAGAAATAGTATTTAAC------
ACATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCGCTGGAAAGCGCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGC-----------------
----------------------------AGTAGAACTGAACAGGATATTTGG------AAT------
AACACGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATAAAAAAGAGTTGCTAGAATTGGACAAGTGGGACAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGTTTGATACCACAGCAATAATAGTAGCTGGA---
GGAACAGATAGATTTATAGAAGTAGTACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTACTA---TAA 
>KP109527 
GCA---GTG------------------------------------------
GGAAACCGGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAAACGCAAAA---
GCTACTCTATTCTGTGCATCAGAGGCTAAAGCATATAGTCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCGACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAATTCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAGCTGCTAGAACAATTGTTAAGGCTAATAATACTGAT-------
-------------------------------------------------------------------------
-------------------------------------AATGTAACTACAATAGAAGACATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAATGTATGCACTT---TTTTATAGACTTGATATAGTATCACTTGATAAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AAGAAGACATTCAAT------GGGGTAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTGACAGACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTGGAG---------ATTGTGTGTACAAGACCCAGTAACAATACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---CTC------TTTACAACAGGAGAA------
---------GTAATAGGAAATATA------------AGAAATGCTTATTGT---AGCCTTAATGGAAGT---
AATTGGCATAAAACTTTACAAAGTGTAAGTGAAAAATTAAAA---------------GAACACTTCTCT----
--------------------------------AATAAAACAATAATAAAATTTGAA------
CCACATTCAGGAGGGGATCTAGAAATTACA---AGACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACGCATCTGCACCACTGATGTGCCTTGGGACTCCAATTGGAGC-----------------
----------------------------AATAAATCTAAAGAAGATATATGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
GCGTTGCTTGAAAAATCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TTTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGTTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACTAAGAGCTTGTAGAGCT----------------------------
--------ATCTGCAACATC------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC634109 
GGG---ACG------------------------------------------
GGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAGAGCATATAGCAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTATAAATGTTACCAGTAATACTACCCAAGGTAATAATACC-------
-------------------------------------------------------------------------
-------------------CAAGTTAATGCTACCTATGATAGTGCCAAAGAGAAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGGAAGTGCATGCTCTT---TTTTATAAACTTGATATAGTACCACTTGATGAGACG-------
-------------------------------------------------------------------------
----------------------
AACTCTGGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACCTTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACC---
CAACTCCTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATATGACAGACAAT---------TCCAAAACAATAATAGTACATTTTAAT----
-----------GAATCTGTAGAG---------ATTGTATGTATAAGGCCCGGCAATAACACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGCT---
AACTGGACTAGAGCTTTACAAAGGGTAAGTAGAAAATTAGGA---------------GAATACTTCCCC----
-----------------------------------AATAGAACAATAACATTTGCA------
TCATCTGCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGCAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAACAAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
TGGTTGCTTGAAGTATCGCAAAGCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGCATTGGACAAATGGAACAGCTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCT---
GTGCTCTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCTGTAGCTGGA---



GGAACAGATAGAATTATAGAATTGATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KC187500 
GTG---ATA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTGTGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAATGTTGGTACCCTTAATAATACCTTTGGTACC----------
-------------------------------------------------------------------------
-------------------------CTTAATAATACCCTTGATACCCTTAATAATACCATGAGA---
AACTGCTCTTTCAATGCAACAACAGAAATAAAA---------------------------
GATAAGAAAAAGACTGAATTTGCACTT---TTTTATAAACTTGATCTAGTACAACTTAAGGAA----------
-------------------------------------------------------------------------
----------------
AAATCAAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAATACATTCAGT------GGAAAAGGACCATGCTCTAAT-----------------------
-GTCAGT---ACAGTACAATGTACGCATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGGAGTCTAGCAAAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTGACAAATAAT---------GCCAAAAATATAATAGTACAGCTTAAC----
-----------AAATCTGTGGAA---------ATTGTATGTGCAAGACCCGGCAATAATACAAGGAAG-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTGCAAAG---
GCATGGAATGAAGCTTTACAATGGGTAAAACAAAAATTAGAA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCACCTGCCGGAGGGGACCTAGAAATTACC---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACGAGGACATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAGTCTATGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTAATCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAAGTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>KC187630 
GTG---GTG---GGA---------AAGGAA---AAG---AAA---GAG---
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGCTTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTACAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTAGCAATGCTACTATTACCTTTAGAAATGATACCAGTCCTAATAAT-
-------------------------------------------------------------------------
-------------------AACAGTAAGGGTAATGTTACCCATATTCCCACTGAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGAAAGAGTATGCACTT---
TTTTATAGACTAGATTTAGAACCACTTAATGAGGGTAAGAACAACTCT-------------------------
--------------------------------------------------
GGTAAGAGGAACAACAGCTATGATGAGTATATATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGATCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---



CAACTCCTGTTAAATGGCAGCCTATCAGAAGGAGAG------------
ATAATAATTAAATCTAAAAATCTGACAAACAAT---------GCCAAAACAGTAATAGTACATTTTAAT----
-----------CAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGACAG-----
-AGTGTAAGGATA------------GGACCAGGACGAGCA---TTC------TATACAACAGGAGAC------
---------ATTATAGGAGATACA------------AGAAAAGCACATTGT---AACATTACCAAGGCA---
AACTGGACTGACACTCTACAACAGGTAGCTAAAAAATTAGCA---------------GAATACTACCCT----
-----------------------------------AATGTAACAATAAACTTTACA---
CAACCTGTACGGGGAGGGGATCCAGAAATTACA---ATGCATACCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCTCTACTGTAAAGTGGAACAAAACTTGGAGTAATGGG---
AGAGGGCTA---------------------------------------CAAGATATTTGG------GAT----
--AACCTGACCTGGATGCAGTGG---GATAAAGAAATTGATAATTACACAGACATAATATAC---
CAGTTGCTTGAGGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTGACATATCAAAGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATTGCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC186203 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAACTTCAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGATGAGCCGACTAACTATACTAGTTACTATATT-------------
-------------------------------------------------------------------------
-------------------------AATAGCACTGGTTATCTTATTAATAGCAATGAAATGCAA---
AATTGCTCTTTCAACGCAACCACAGAACTAAAA---------------------------
GATAAGAAAATTAAAGTGTCTGCACTA---TTTTATAAACTTGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
-------------
AATTCTGGCAATTCTAGCAGTTATAGATTAATTAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTTCTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAGAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAAACTGTAATG---------ATTAATTGTACGAGACCTGGCAATAATACAAGACAA-----
-AGTATAAGAATA------------GGACCAGGAAAAGTA---TTC------TATGCAACAGGAGGC------
---------ATAATGGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
GATTGGAATAACACTTTACAACAAGTAGGGAGAAAATTGGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAGACAATAGAATTTAAA------
CCACACTCAGGAGGGGATATAGAAATTACA---ACACATATGTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGGCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAAGTGCAACTGATATTTGG------GGT------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTGAGAACTACACAGAAACAATATAT---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTGGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTAGCATAACAAGGTGGT
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCT---
GTAATCTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAGATTTTGTAGAGGT----------------------------
--------ATCTATAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC186594 



GGG---AAA---------------------------------------------
GACTTGTGGGTCACAGTCTACTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCTTATGAGAAGGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAGGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTC---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTACCTATAATAGTAGCATACATGAA-------------
-------------------------------------------------------------------------
-------------------------GAGATGAAATATAATAGTAGCATACATGGAGAGATGAAA---
AATTGCTCTTTCAATATAACCACAGTATTAAGA---------------------------
GATAAGAAAAAGATAGAACATGCACTT---TTTTATAGTCTTGATCTAGTACCACTTGGGGGAAAA-------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAGTTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTATTTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCCAGGGA---
AAATGGAATAAAACTTTACAAGAGGTAAGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAATATTTGGG------
CCACATGCAGGAGGGGACCTAGAGGTTACA---ACACATAGCTTTAGTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGTTACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGTCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAGATGATATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTAGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGAGTATAGAAGTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGTAACATA------CCTACAAGAATAAGACAGGGCCTTGAAATAGCTTTGCAA---TAA 
>KC186169 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGATGTTAAAAATGGTACTGGAAATGCTACTGCT----------
-------------------------------------------------------------------------
-------------------------------------------AACATGGAGGGAGAACTGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATACAA---------------------------
GATAAGAAAAAAAGGGAACATGCAATT---TTTTATAGACTTGATATAGTACCACTTAAGGGA----------
-------------------------------------------------------------------------
----------
AATAGTGCTAGCAATTCCAGTGAGTATAGATTAATCAATTGTAATACCTCAGCCGTAACACAA---
ACCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACACGGGATTAAGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATTTGACAAACAAT---------GCTAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGAAAA-----



-AGTGTAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
GAATGGAATGTAACTCTAGAAAGGGTAAGTGAAAAATTAAAA---------------AACCATTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
CCATCCTCAGGAGGGGATCTAGAAATTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATACACAATATAC---
AACTTGCTTGAAATCGCACAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCATTTGCTATTAATCTGATTGATACTGTAGCACTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTAGTGCAAAGAATTTGGAGAGCT----------------------------
--------ATACGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAACAGCTTTGCTA---TAA 
>KC186446 
GTG---TTG------------------------------------------
GGAAACTTGTGGGTTACAGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACATTAGAGTGCAAAAATACACAGGTTAATGAAACCAAA-------------------
-------------------------------------------------------------------------
-------------------------------------------GGAGAAATGGGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGAAAGAGTATGCACTT---
TTTTATAAACTTGATATAGTACCACTTAATGAGAACGATACCGAA----------------------------
-----------------------------------------------------------
TCTAATAGCTCTAGAAATTATAGACTAATAAATTGTAATACCTCCACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAAACATTCGAT------GGAACAGGATCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAGTGCACACATGGAATAAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATGGTTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------GAGTCTGCAGAG---------ATTGTGTGTATAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCAAA-------
--TGGAATGAAACTTTAGAAAAGGTAAGAAAAAAATTAGCA---------------GAACACTTC--------
----------------------------------AATAAAACAATAACATTTAAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGGCTTGGAACGATAGTTGGAGT--------------
----------------------------AATAAAACTTACAAGGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATCAACAATTACACAGATATAATATAC---
AGGTTGCTTGAGGATTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAGAGGATTTACTAGCATTGGACAGGTGGAATAATTTATGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTCTTTGCT---
GTACTCGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTAGTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTGGGAAGCAATACAAAACTTGTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KT896551 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGGGAACGAA---ATGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACTCCACTCTGTGTCACTTTAAGTTGTCAAAATGCTAAGGTTACCTCTAATGAT-------------------
-------------------------------------------------------------------------
-------------------------------------------GGTATGAATGAAACAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GACAAGGAAAGGAAAAACTATGCACTT---TTTTATAAACTTGATGTAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
----------
CGGAATGACAGCAACTCTAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTATTAAATGGCAGCCTAGCAAAA---GAG------------
ATAATAATTAGATCTGAAGATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTATAAAA---------ACTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
CAATGGAATAAGACGTTACACAGGGTAAGTAAAAAATTAAGA---------------GAACACTTC-------
-----------------------------------AATAAAACAATAAAATTTGGA------
CCATCTACAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAG---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACACAGAAATTAGTAATTACACAAGTATAATCTAT---
GGGCTGCTTGAAGAATCGCAACTCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTAAACAGTTGGCAAAATCTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATGTTG---------CATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCCATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATACA------CCTACAAGAATAAGGCAGGGCGCTGAAGTAGCTTTGCAG---TAA 
>MG898649 
GCT---GGG---TTG------------------------------------
AAACAACAGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAACGGCTAACTTTACCGCTAGTAATAATAGTACTTCTAGTAATA
ATAGTACATCTATTAATAATAGTACCTTTACT------------------------------------
TCTAGTAATAATAGTACATCTATTAATAATAGTACCTTTAGTAATAACACCATGAAGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAACAAAAGAAAATGTATGCACTT---TTTTATAAACTTGATATAGTGTCACTTAAGGAGGATAAG----
-------------------------------------------------------------------------
----------
AACAATTCTAACAATTCTAACAAGTATATATTGATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGTACAGGACCATGTAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATAAGATCTGAAAACCTAACAGACAAT---------ACCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCCGGCAATAATACAAGACAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATACAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAGAAA---
GAGTGGAATGCAACTTTACTAAAGGTAGGAGAAAAATTAGCA---------------AAACACTTCCCT----



-----------------------------------AATAAAACAATAAGATTTAAT------
CCATCCGCAGGGGGGGACCTAGAAATTACA---ACACATACCTTTATTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAAGGAGATTTGG------GGA------
AACATGACTTGGATGCAGTGG---GATAGAGAAGTTAGCAATTACACAGACATAATATAC---
GAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAAGTGGAACAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCA---
ATACTCTCATTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAG------------TTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCCACAAGAATAAGAAGGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MG899863 
GTG---TGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATATGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCGACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTAGCAAGGTTAAGGTTAATGAAACAGACATTGCTACCAAC-------
-------------------------------------------------------------------------
----CAGAGTTTAGCTAACATTGCTACCAACCAGAGTTTAGCTAACATCACTGAAGAAATGAAA---
AATTGTACCTTCAACATAACCACAGAATTAATA---------------------------
GATAAGAAACAGCAAGTGTATGCACTT---TTTTATAAACTTGATATAGTATCACTTAATAAC----------
-------------------------------------------------------------------------
----------
AACTCTAATAGCAACTCTGGGGATTATAGATTAATAAATTGCAATACCTCATCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCACCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTCAGAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------CAATCTGTAGAG---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGGCCAGGACGAGCA---TAC------CTT---ATAGATAGG------
---------ATAGTAGGAGACATA------------AGAAGAGCATATTGT---AGCATTAGTGAAGAG---
GCATGGAATAGAACTTTACAAGCGGTAGGAAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAGCACAATAAGCTTCAAG------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGC-----------------
----------------------------AATAAAACTAAACAAGAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACATAATATAC---
CAGTTGCTTGAAGAATCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAAGTGGGACAGCTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTGTTAATCTAATTGATACCTTAGCCATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGAAGTACTACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTACAAGAATAAGACAAGGCTTGGAAACAGCTTTGCTA---TA- 
>AY713413 
ATG---AAG---------------------------------------------
GGCTTGTGGGTCACAATCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACAACTCTATTTTGTGCATCAGAGGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAAGATATA---



ATCAGTCTATGGGATCAAAGCCTC---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATGCTAATGGTACTAATAATAATGGTACT-------------
-------------------------------------------------------------------------
----------------------------GTTAATGTCAATGATACCATGTATGGAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAAAAAGCAAGTATATGCACTT---TTTTATAAACTTGATATAGTATCACTTAATGAGAAT-------
-------------------------------------------------------------------------
----------------
AGTAACAACTCTAGTGAATATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCACA------GGAATAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAGTTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTACAATT---
AAATGGAATAAAACTTTACAAGGGGTAGAGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTACAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGACTTATAGAAGTAGTACAAAGAATTCGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAGACAGCTTTGCTA---TAA 
>HM638662 
GGG---GGG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---AGTGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGGTTTTGGAA---------AATGTAACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAATTGTACAAATGCCAACTTCAGTAACAATAATAACGTGACT----------
-------------------------------------------------------------------------
----------------------AACATGAGCATTAACAACAATAACATGACTGGAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAGAAGGCAAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAGC----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACA---
CAATTACTGTTAAATGGTAGCTTAACAGAAAAAGAG------------
ATAATAATTAGATCTGAGAATCTAACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCAATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAGGTA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCGAAGAT---
AAATGGAATGAAACCTTACAAAAGGTAGGTAAAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAGAACTCAAGAGTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGTTTGCTTGAAGAATCGCAAAGACAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTGTGGACTTGGTTTGGCATAACAAATTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGATTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTGCAGCT----------------------------
--------ATCCTCAACTTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM638713 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCGTGTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTATAGATGTTAACGTTACCAGTAATGGTAATGCTACC----------
-------------------------------------------------------------------------
----------------------TATAGTATTACCTATAATGATACCATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGGAAATGTATGCACTT---TTTTATAAACCTGATGTAGTACCACTTAATGAGAATAAT----
-------------------------------------------------------------------------
-------------
AACAATAGCAGCTCTGGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-ATCAGT---ACAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAA----
-----------ACACCTGTAAAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCGAAAAG---
GCATGGAATAACACCCTACAAGAGGTAGGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------GGTAAAACAATAAGATTTGCA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGAAGAGATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GATCGAGAGATTAGCAATTACACAGGTGCAATATAT---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGGATAATTTTTACT---
GTGCTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACAAAGATTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCATCTTTGCTA---TAA 
>HM638770 
GTG---GAG------------------------------------------
AGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCGAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGCTCTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATATGCCTAAGAATATGACAACTGGTAATAAT----------
-------------------------------------------------------------------------



-------------------------AATGATACCTACAATGATAAGATGGCTGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGTACTAAGA---------------------------
GATAAGAAAGAGAAAGTGTCTGCACTT---
TTTTATAGACTTGATATAGTACAACTTGAGGGTGACAACTCTAATAAGGTTAACAATTCTATTAATGAT----
--------------------------
AACAGCTCTAATAATGGTACCAACTCTAATAAGGGTGACAATCCTATTAAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCACAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCTGGACAAACA---TTC------TATGCAACAGGTGGC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AATATTAGTGAAGCT---
AGATGGAATATAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAC------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCATATGATGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAACTACAATATAC---
CAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM638848 
GGG---GTG---GGA------------------------AAG---GAA---GAAAAG---
TGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACAGTGTACAAATGTTAGTGTTAATGCTACTGCTACCTATAAT----------
-------------------------------------------------------------------------
----------------------GGTACTGCTATCTATAATAATACCATAGATAGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAACAAAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGAATAGCAAA-
-------------------------------------------------------------------------
-------
TCTAGTGAGAATAACAACTTTAGTGATTATAGATTAATAAATTGTAATACCTCAACCACAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAATGATAATAAGACATTTAAT------GGGACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAAATCTAAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAAAGAT---
GCATGGAATAAAACTTTACAAAGGGTAGGCAAAAGATTAGCA---------------GAACATTTCCCT----
-----------------------------------AATAATACAATAATATTTGCA------
CCACATGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTTCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGGATCTATTTGG------GAC------



AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
TGGTTGCTTGAAGAATCACAACACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGCATTGAACAGTTGGCAAAGTCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAACATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGTATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>HM638911 
GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTGAAGATCTTAATACTACCAGTAATGGTAAT----------------
-------------------------------------------------------------------------
----------------------------GCTACCTATAATAATACCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGAGAAGAAAATGTCTGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGGGAAT-------
-------------------------------------------------------------------------
----------------
AATAATAATAGCAATGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAGGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATAAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGTGCATCTCAAT----
-----------GAATCTGTAAAT---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAAAAAT---
GATTGGGAGAAAACTTTAACAAGGGTAAGTAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAACTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGGCATAATATAC---
AGCTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGATTTACTAGCGTTGGACAGTTGGAACAATTTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGGTAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAGGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC894126 
GGG---AAT---------------------------------------------
GGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGTATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATTAGTTTATGGGAGCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAACCTGTATAAATGTAAATATTAGTACAAATGTTAGC----------------
-------------------------------------------------------------------------
----------------------------GGTAAGATAAATATTACCGAAGATGTAGAAAGAAAA---
AATTGCTCTTTCAATACAACTACAGAATTAAGA---------------------------



GATAAGAAAAGGAAAGAAAATGCATTG---TTTTATAGACTTGATATAGTATCACTTAATGAG----------
-------------------------------------------------------------------------
-------------
AATAATAACAACTCTGATAAATATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTTACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGGCAGACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTGAATGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATGAAAGT---
CAATGGAATAGAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCAT----
-----------------------------------AATAAGTCAATACACTTTAAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGGCTTGGAACTCTAGTTGGAAT-----------------
----------------------------AATAAATCTCACGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM638986 
AGT---GAA------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTCCTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGTA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAATGTTAATATTACTGCTAATGTTAATACTACTACTAAT----
-------------------------------------------------------------------------
----------------GTTACTAATACTACTACTGTCAATGGTACCATAGCTGAAGAAATGAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGCAAAAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTATCACTTAGTGGGGGG-------
-------------------------------------------------------------------------
----------------
AATAATAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAGT------GGGAAAGGACCTTGCAATAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAAACCAGTGGTATCTACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACACACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAG---------ATTGAGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAG---
ATATGGCATAACACTTTAAAAAATGTAAGTAAAAAGTTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAGTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCGCTAAATGGTATTTGG------AAG------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAGACATAATATAC---
ACATTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------



AAAAATGAAAAAGACTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTATTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAGCATA------CCAAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>KC894128 
AGT---GAG------------------------------------------
GGGGACCGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTCCTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAATAATGCTAATGCTACTAATGTCACTGAT----------------
-------------------------------------------------------------------------
-------------------------------------------ACCATGAATGGAGAAATAAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAGGCAGGAAACTGCACTT---TTTTATAAACTTGATGTAGTACCACTTAAGAATGAC-------
-------------------------------------------------------------------------
----------------------
AATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCTTGCAATAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ACAATAATTAGATCTGAAAATCTGACAGAAAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAG---------ATTAATTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGAAAAA---
GCATGGAATAGCACTTTACAAAAGGTAGGAAGAAAATTAAAA---------------GAACACTTTCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCGCTAGATGGTATTTGG------AAG------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCAAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>KC863127 
GTG---ATG------------------------------------------
GGGAACTCGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---CAGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGACATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAATGCTAATATTACCAATAGTACT-------------------
-------------------------------------------------------------------------
----------------------------ACTACCGTCAATGAGACCATGAATGGAGAAGTAATG---
AATTGCTCTTTCAATATAACAACAGAACTAAGA---------------------------
GATAAGAGAAAGAAAGAACATGCACTT---TTTTATAGACTTGATATAGTACAACTTGATGAT----------
-------------------------------------------------------------------------
----------------------



GAGAATTCCAGTTATAGATTAATAAATTGCAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---AATAAGGCATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTAGAA---------ATTGTGTGTACAAGACCTAGCAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCT------
---------ATCACAGGAGATATA------------AGACAAGCACATTGT---AACATTTCTGAAAAG---
AAATGGAATGAAACTTTAAACAAGGTAGGAACAGAATTACAA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTGCA------
CCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAAATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAAACACAATATAT---
AAATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAAAAATTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGTT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAACT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC894129 
GGG---GAG---------------------------------------------
GGTTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAGAGCATATGAGAAGGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CGTGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTACAAATGTAAATGTTACCGGC-------------------------
-------------------------------------------------------------------------
-------------------------AATGGTACCTGCAACGGTAGCATCTGTGGGGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGGAAAAGAAAGAAAGTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AGCAGAAACGACAGTATGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGGA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTCAAGGG---
GAATGGAATAGAACTTTACAGAGGGTAGGTAAAAAATTACAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATGTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAGCTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGCTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM639015 
GTG---GGG------------------------------------------
GGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATACTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAAACTGTAGTGATGTTAAGGTTAATGAAACTGTTACCAATAAA----------
-------------------------------------------------------------------------
----------------------GGTAATGATACCTATGGTAATTCCATAGATAAAGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAGAAATGAATTTGCACTT---TTTTATAGACCTGATATAGTATCACTTACTGGG----------
-------------------------------------------------------------------------
----------------
AATAAAAGTGATACTGAGTATAGATTAATAAATTGTAATACCTCAACCATGACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAGA---------ATTAATTGTACAAGGCCCGGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAGAG---
GAATGGAATAAAACTTTACAAAGGGTAAGTAACAAATTAAGA---------------GAACATTTCCCT----
--------------------------------AATACAACAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAAGATATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAGCATATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>HM639196 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AGACCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTACATATTACTACTAGTACTAATGATACCAGC-------
-------------------------------------------------------------------------
-------------------AGTGGTAATATTACCTATAACAACACATCTAAGGAAGACATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAATGAT-------
-------------------------------------------------------------------------
----------------
AATACGAGTAGCAGAAGCTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACACCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAAATGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---GCCATTAATGAAAGT---
AAATGGAACAAAACTTTACAACAGGTAGGAAAAAAATTAGCA---------------AAACATTTCCTT----
-----------------------------------AATAAAACAATAAAATTTGTA------
CCCCCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTATACAGGCATAATATAC---
AATTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
ATACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGCCTGCTTGATACTATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC894132 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAGGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATATTACTAATGATACCAGCAGTGGTAAT-------------
-------------------------------------------------------------------------
----------------------------GTTACCTATGACAACACATCTAGGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAGGAAAAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAATGATGATACG-
-------------------------------------------------------------------------
----------
AATAGCAGCAGCTATTCCAGCAGCTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCATTTGACCCAATTCCTATACATTATTGTGCACCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ACCATTAATGGAAGT---
AAATGGAACACAACTTTACAACAGGTAGGAAAAAAATTAGCA---------------GAACGTTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
GCCTCCTCAGGAGGGGATCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGTAGACATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGGCATAATATAC---
AATTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATATCAAACTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
ATACTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGCCTGCTTGATACTATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGGATTTGGAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 



>HM215361 
GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACT---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTTCTAATGCTAATACTACCAGTAGTGGTAGTAATGAGACCTGTGTT-
-------------------------------------------------------------------------
-------------AATAATACCAGTAGCTGTAGGAATAAGACCTATGAAGACATAGGAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAG---------------------------
GATAAGAAACTTAAAGTACATGCACTT---TTTTATAAACTTGACATAATACCGCTAGAGGAGGAG-------
-------------------------------------------------------------------------
----------------
AAAAATGGGAGCAGGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCTGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGCC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTAAAGAA---
AACTGGACAAGAACTTTACAACAGGTAAAGGAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAATAATAAAATTTAAT------
TCATCCGCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCGCCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGAATCGCAAATTCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAAATGGAACAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGACTCTTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTACTACAGAGATTTTGTAGAGCC----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>HM215362 
TGG---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAATTCCTC---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGGCAATATAACTACAACTACAGATCCAAAG----------------
-------------------------------------------------------------------------
----------------------------AGTGCAGATGTTAACTACACAAATAGCATAATGCAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGTAAGTGCACTT---TTTTATAAACTTGATATAGTACCACTTAGTGCC----------
-------------------------------------------------------------------------
----------------------
AACTCTGGTGAATATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGGCATTCAAT------GGAATAGGACCATGTAGTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAGAAGT---------GAAAAAACAATAATAGTACATCTCAAT----



-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCCGGTAATAATACAAGAACA-----
-AGTATGAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------GTAATAAGGGATATA------------AGACAAGCATATTGT---AACATTAGTAAAGAA---
GAATGGAACAAAACTTTACAACAGGTAGGGAAAAAATTAGCA---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCACACACAGGAGGGGATCTAGAAGTTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGATTATGGG
GCTGCTCTGGAAAGCTCGTCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGATATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAATAATTACACATACACAATATAC---
AATTTGCTTGAGGAATCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCACTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTACTACAAGGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KU341731 
GTG---GGG------------------------------------------
GGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGATAGGGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACACGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTG---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------GGGAGCGTGGAGGAAATAAAA---
AATTGCTCTTTCAATACAACCCCAGAAATAAGA---------------------------
GATAGGAAGCAGAGAATGTATGCACTC---
TTTTATAGACTTGATATAGTACCACTTACTAAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------------------------
AACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAGAGGACCCTGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGAGTGTATAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATAAAGCT---
AATTGGACTAACACTTTACAAATGGTAAGTAAAAAATTAGCA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAGATTTTACA------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTGAAAGTGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGTAATTACACAGACACAATATAC---
AGCTTACTTGAGGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGATAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGTTATTAGTCTGTTTGATAGCTTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTATTACGAAGAATTTGTAGAGCT----------------------------
--------ATCTGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KU341730 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACAACTCTATTCTGTGCATCAGATGCTAAAGCATACGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCGTGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAGACTGTACAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------GGGAGCGTGGAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCCCAGAAGTAAGA---------------------------
GATAGGAAGCAGAGAATGTATGCTCTC---
TTTTATGGACTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------------------------
AACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTGCAAGACCCAACAATAATACAAGAAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAACTTTGCA------
TCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAAGTGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAAACATAATATAC---
AGCTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCACTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGCACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KU341726 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACGTTAGACTGTAGCAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------GGGAGCGTGGAGGAAATGAGA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAGGAAGCAGAGAATGTATGCTCTC---
TTTTATGGACTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------------------------
AACTCCAGTGAGTATATATTAATAAATTGTAATTCCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTTAATTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAGATTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTTCTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCAGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGCATAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCCCATTGT---AACATTAGTAGAGAT---



AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCAT----
-----------------------------------AATAAGACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTTCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAGTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACTCAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAATTGGTTTAATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGTTAGATAGCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGATTTTGGAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU341725 
GTG---GGA------------------------------------------
GGAAACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCTGATGCTAAAGGATATGAGAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACCTTAAACTGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------GGGAGCGTGGAGGAAATAAAA---
AATTGCTCTTTCAATGCATCCTCAGAAGTAAAA---------------------------
GATAAGAAGCAGAGAATGTATGCACTT---
TTTTATAGCCTTGATATAGTACCACTTGATAAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------------------------
AACTCTAGTGATTATAGATTAACAAGTTGTAATGCCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAGT------GGAACAGGACCATGTACTAAT-----------------------
-ATTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAAACTGTACAA---------ATTGTGTGTACAAGACCCAACAATAATACACGCAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AAACAAGCACATTGT---AACATTAGTAGATAT---
AAATGGAATAAAATTTTACACAGGGTAGGTAAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAGGACAATAGAATTTACA------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTTCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAAACTGAAAGTGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAGTAATTACACAAGCATCATATAC---
AGCTTACTTGAAAACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATAGCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTGCAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCCAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU341723 
GGG---GGA------------------------------------------
GGAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGGATATGAGAGGGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------GGGAGCGTGGAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCCCAGAAGTAAGA---------------------------
GATAAGAAGCAGAGAATGTATGCTCTC---
TTTTATGGACTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------------------------
AACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCAATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTACAA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAATA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCA------
TCATCCTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAAGTGACATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGCTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTATGGAATTGGTTTGACATATCAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTGTTACT---
GTGTTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGACAGCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGGATTAGTACAAGGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU341724 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGACCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATTATATGGTGGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGCAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------GGGAGCGTGGAGGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAGAATGTATGCTCTC---
TTTTATGGACTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------------------------
AACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCTTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACCCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAGAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTATAAAA---------ATTGTGTGTACCAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATTATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAG---
AAATGGAATGAAACTTTACAAAGAGTAGGTAAGAAATTATCA---------------GAACACTTCCAT----
-----------------------------------AATAAGACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAGTCACA---ACACATAGCTTTAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGAGCAACAGCTTCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAAGTGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAACCACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCCTTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTGGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KJ158430 
GTG---GAA------------------------------------------
AGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGATCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAAGAAGTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGCTAAGGTTAATATTACTGCTGATAAC-------------
-------------------------------------------------------------------------
----------------------------AGTAAGACCTACAATGAGAGCATGAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGTAATAAAA---------------------------
GATAAGAAGCAGACAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAATGAGGAGCAG-
-------------------------------------------------------------------------
-------
GAAAATAATGGGAATGAGAACTATACTTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCGGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGTTCAAAT-----------------------
-GTYAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTAAAAATCTGTCACAAAAT---------CACAGAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGG---------ATTGAGTGTACAAGACCCAGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAGTGGGATAAAACTCTACAAATGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGCA------
CCAGCCTCAGGAGGGGATCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAATCCTGGCTATAGAAAGATTCCTACAGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACAACACTTGGAGT-----------------
----------------------------AACAAAAGTGAAAGTGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAGTAATTACACATTCACAATATAC---
CAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTATGGAGTTGGTTTAACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGTTTTTAGCTGCTTGATTAGATTAGCAATAGCGGTACTGAAA---
GGAACGGTTAGATTTTTAAAATTAGTACAAGACTTTGGAAAGGGT----------------------------
--------ATCAACAACTAC------CCAAGAAGAATAA-ACCGGGCTTTGAAACCGGTTTG--------- 
>KJ158433 
GGA---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCTTCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATGTTGAAAGTACTGGTAATGGTACCCAC-------------



-------------------------------------------------------------------------
----------------------------AGTAAGACCTACAATGACAGTAGCGAGGAAGTGAAA---
AATAACACTTTCAATGCAACCACAGTACTAAAG---------------------------
GATAAGAAGCAGAAAGAGTATGCACTT---TTTTATAAACTTGATGTAGTACCAGTTGATAATGAGAACAAC-
-------------------------------------------------------------------------
-------
TCTAGTAAGAACAACTCTAGTGGGTTTTATAGATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGCCCAAAGATCACTTTTGATCCAATTCCCATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCGTGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTAAAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATT------------GGAGCAGGACAAACC---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGTGCCTTTC---CCTATTAGCATTAGT---
AAATGGAATGAAACTTTACAAAAGGTAGGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCG------
CCATCCTCAGCCCAAAACTCAGAAAAAATT---ATTTTTAAGTGTGAAGATAAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACGCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACATAATATAC---
AGTCTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGCATTGGGCAGGTGGGAAGGTCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTATTTGATAGCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAGTTATAGAAGTAGTACAAGTAATTTGGAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAG---TAA 
>KJ541840 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATTGTGTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATGATATGGTGAATCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCTCTCTGTGTCACTTTAAAATGTACAAATGCTATTAGCAGTAATAATACTACCCAC-------------
-------------------------------------------------------------------------
----------------------------AATAGTACCAACAACGAGATCAAGGAGGAAATGCAA---
AATTGCTCTTTCAATACAACCACAGTAGTAAGA---------------------------
GATAAAAAGCAGTCAGTGCATGCACTC---TTTTATAAACTTGATATAGTACCACCTGATAATGAAAAGGGG-
-------------------------------------------------------------------------
-------
GGGAACTCTAGGTACACTAGTAGCTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGGAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAGT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTATAAGACCTGGCAATAATACAAGACGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAACAGGAGACACA------------AGACAAGCACATTGT---AATATTAGTGAAACT---
AAATGGAATAAAACTTTACAAGAGGTAAGTAAAAAATTAGCA---------------GAAAAGTACCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCTTCAGGAGGGGACCTAGAAATTGCA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGTCCCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCCCAACAAGAGATATGG------GAC------



AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGGCCCAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAGTTGGTTTGACATATCAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGGGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTACTTTGCTTGATGCCATAGCAATAGGAGTAGCTGAG---
GGAACAGATAGGATTATAGAACAAGGACAAGGAGTTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAGGGGCTTTACTA---TAA 
>KJ158435 
GTG---AAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTTTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACAATGCAGTAATTTTACCAGGAATGGAAATGGTACCCAC-------------
-------------------------------------------------------------------------
----------------------------AGTAAGACCTACAATAATATTAGTGAGGAAATAAAA---
AATTGCACTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAGGAAGCAAAAGGTAGCTGCACTT---TTTTATAGACTGGATATAGTACCACTTGATAATGAGGAGCAG-
-------------------------------------------------------------------------
-------
GCTAATGATAGCAACTCTAGTGGGTATTATAGATTGATAAATTGTAATACCTCAACCATCGCACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACACTATTGTACTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTTTGTGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGAAGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACACTGT---AACATTAGTAAAGGA---
AATTGGAGTGAAACTTTACAAAGGGTAAGTAAGAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAAATTTTACA------
TCATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAGAGGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAATCTGTGGTCTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCGTTTGCTATTAGTCTGCTTGATAGCTTAGCAATAACAGTAGGTGAA---
GGAACAGATAGGATTATAATAGTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAACAATTTTGCAG---TAA 
>KJ541849 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAGATTGGCAA---------AATCTAGCAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGCCATCGAAACATA---AAACCATCAATT------------TTTTGGTGTCAT---
TTAAGGTGTGCAAATGTTAGCAATAATGTTACCTGCAATAATAGTAAT-------------------------
-------------------------------------------------------------------------
----ACTTGCAATAATACATACAATGAAATAAAAAATGAAATAACA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------



GATAAGAAGCGGCAAGTATATGCACTC---
TTTTATAAACTTGATATAGTACCACCTTTTAATGAGAAAAACTCT----------------------------
-----------------------------------------------------
AGTGAGGAAAACTTTACTTGGTATTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GAAGCTGTAAAC---------ATTACGTGTGCAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGTCCAGGACAAACA---TTC------TATGCAGCAGGAGAC------
---------ATCATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTAGAGCT---
AATTGGAATAAAACTTTACGAGAGGTAGGTAAAAACTTAGAA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATACATTTTACA------
TCATCCGCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCACTACTGCTGTACCTTGGAACCCTAGTTGGAGT-----------------
----------------------------AACAAAAAACCAGATGAGATTTGG------AAT------
AACATGACCTGGCTACAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTGTTGCT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
AGGACAGATAGGATTATAAATTTAGTACAAGGAATCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MF373126 
GGA------------------------------------------------
GATAACTTGTGGGTCATGGTCTATTATGGGGCACCTGTGTGG---AGAGAAGCAAAA---
CCTACTTTATTTTGTGCCTCAGATGCTAAAGGATATAACAAAGAA---AGCCAAAGT----------------
--------------GTCTGGGCTACA---TGTGCCTGTGTACCCACAGAC---
CCCCCCCCACAAGAATTGGTTTTGGGA---------ATTGTAACAGAATATTTTAAT----------------
--------------------------GTGTGGAAAATGGATGGGATTCATTGCGAAGGATATAATCTT---
TTAGGATATCAGCCTAAGCCCGTG---TGTAAAGGTAACATCTGT---
GTCCTTAAACTGTACATATGTTACTGTTACCAACAATTCTGG-------------------------------
-------------------------------------------------------------------------
----------------------------------------------CTGGTGGGAGAAATGAAG---
AATTGCACTTTGAATGCAACCACAGAATTAAGA---------------------------
GATAATAGGAAAAAAGAAAGTGCACTT---TTTTATAGACTTGATGTATTACCACTTAACTCT----------
-------------------------------------------------------------------------
-------------
AGTGACAATAATAATAATGAGTATAGATTAATAAATTGTAGTACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAGAACATTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAACAAAA---GAG------------
ATAATAATTAGCTCTGAAAATCTGACGAAAAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTATAAGACCCAATAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGGCAGACA---TTC------TTTGCAACAGGAGCC------
---------ATAATAGGAGAAATA------------AGACAAGCATATTGT---ACAGTTAATGGATCT---
GCTTGGAATAATACTTTACAAAGGGTAAGGAAAAAATTAAGA---------------AGGTACTTTTCT----
--------------------------------------AAAGCAATAAGATTTGAA------
CCATCCTCAGGAGGAGACCTACTACTTACT---ACACATAGCTTTACTTGTAGAGGAGGA---
TATAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAGACGCATCTGCACCACTGCTCTGTCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GACAGAGAAATTAGTAATTACACAGACACAATATTC---
AGATTACTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------



AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCATTGGGTTTTAGTAGCAATGATACCATAGCAATAGTCGTAGAGGAA---
GGAACAGATAGAATTATACAAGTATTACAATGGATTGGTAGAGCT----------------------------
--------AGCAACAACATA------CCAGGAAGAATAAGACAGGGCTTTGAAGTAGCTGGGCAA---TAA 
>MF373131 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGCTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATCAGGATGTA---
ATCAGTATATGGGATCAAGGCCTA---CAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACAAATGTGACCAATAAGACTAGTAATACTAAC-------------
-------------------------------------------------------------------------
----------------------AAGACTAGGGAGATCGAGGATGCCATGACGGGAGAAATAAAA---
AATTGTTCTTTCAATATAACCACAGAGATAAGA---------------------------
GATAAGAAAAAGAAAGTATATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGATGGGGAGAAT----
-------------------------------------------------------------------------
----------------
AGTAATAATAGCAATGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTACA---AATGAGACATTTAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAATCTAGCGCAAAAAGAG------------
ATAATAATTAGATCTGAAAATTTGGCAGACAAT---------GCCATAACACTAATAGTACAGCTTAAT----
-----------AAATCAGTAGGA---------ATTAATTGTACAAGACCCACCAGAAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCCACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GATTGGCAGGAAACCCTACAAAATGTCAAGAAAAAATTAGAA---------------ACACACTTCCCT----
-----------------------------------GGTAAAAATATAACATTTAAC------
CATTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAATTCATGTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GAAAAAGAGATTAATAATTATACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAGCATAGCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AACAAAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTACTACAAGGAATTTGGAGGGCT----------------------------
--------ATCCTCAACGTA------CCTAGAAGAGTAAGACAGGGCTTGGAAGCATCTTTGCTA---TAA 
>MF373136 
GGG---ATG------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCTAACCCACAAGAAATAGTTATAGGG---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTGTCAATGTTACCATTAATGTTACCAGTACTAGCAAT----------
-------------------------------------------------------------------------
----------------GGTACCAGTACTAGCAATGGCAATGTTACCAATTACTGTTTCATGCAT---
ACTTGCACTTTCAATGCTACCACAGAAATAAGA---------------------------
GATAAGAATTTCAAAAAGTATGCTCTT---TTTTATATGCTTGATATAATACCACTTGATGATGACAAT----
-------------------------------------------------------------------------
----------



AATAACAGCTCGAACAGCTCTACTTATACGTCAATAAATTGTACCACCTCAACCATAACATCT---
GCCTGTCCTAATGTCTCTTTTGACCCTCTTCCTATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTCAAGG
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCAGTAGT-----------------------
-GTCGGC---ACAATGCAATGCACACATGCAATTAAACCAGTGATATCTACT---
CAATTACTGTTAAATGGTATCCTAACAGAAGATGAC------------
ATAATAATTAAATCTGAAAACCTGACAAACAAT---------GCTAAAACAATAATAGTACAGCTGAGT----
-----------AGATCCATACAC---------ATTGTGTGTACAAGACCCAACAATAATACACGAAGA-----
-CGTGTATTGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAGAGAC------
---------ATACTTGGAAACATA------------AGACAAGCACATTGC---AGCATTACTATACGT---
AGATGGAATGAAACTCTACTAGGAGTACGTAAAAAATTACTA---------------GAACACTTCCTT----
-----------------------------------ACTACATCAATAGGAGTTAAC------
TCATCCTCAAGACGGGACCTATATATCACA---ACACAC------------------------
ATTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTTCAGTTGGAGT-----------------
----------------------------AATAAATCTGCAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AAGTTACTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATTTGTGGAGCTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATATTATCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACGAGGAATTTGTAGAGCT----------------------------
--------ATCCTCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KP411832 
GTG---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCGAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATTTGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGCGAACCGACTTTTCCTTTAACTGTGATGATAATGTAACCATCAAGGGTA
CATCCAATACA--------------------------------------------------------------
-------------------------------------ACGGTCAATAATACTGGGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACCGAACTAAGC---------------------------
GATAAGAGCAAAAAGGAACACGCACTT---TTTTATACACTTGATATAGTACCAATTAATGAC----------
-------------------------------------------------------------------------
----------------
AATTCTAATTCTACTAAGTATAAATTAATAAATTGTAATACCTCATCAATAACACAA---
CCCTGTCCTAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCACCTGGTTATGCGATCCTAAAGT
GTAGT---AACAAAAAATTCATT------GGAACAGGACCATGCACTAAT-----------------------
-GTCGTC---ACAGTACAATGTACACATGGAATTAATCCACTGGTATCAACT---
CAACTACTGTTAAATGGCGGTCTACCAGAAGAAGAG------------
ATAATGATTATATCTGAAAATCTGACAAACAAT---------GCCGAAACAATAATAGTACATCTTCAA----
--------AGACCCTGTAAAGAA---------ATTATGTGTACGAGGCCCAACAATAATATCAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACCATTAATAGAGCA---
AATTGGACTAACACTTTGCAAGAGGTAGGTAAAAAATTACTG---------------GAACACTTCCCT----
--------------------------------AATAATACAGCAATAAAATTTGAA------
TCCTCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCAAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATCAGTAATTACACAGACACAATATAT---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTCGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACTA------



TTATCGTTTGCAATTAGCCTGTATGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAA---TAG 
>KP411833 
GTG---GGG---GGG------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCAGTAATGCTAATGTTACTACC-------------------------
-------------------------------------------------------------------------
----------------------CTCAATGCTACCATCGATGAGACCATGAAGGGGGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGACTGAACGCGCACTT---
TTTTATAAAGTTGATGTAGTACCACTTAATGGAAAGAATAACAATTCC-------------------------
-----------------------------------------------------------
AGTGACAATCCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTTTGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAGAT------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATAATAGTACATCTTAAC----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGACA-----
-AGTGTGGGGATA------------GGACCAGGAAAAACA---TTC------TATGCCACAGGAGAC------
---------AGAATAAGAAATATA------------AAACTAGCACATTGT---AACTTTAGTGAAAAG---
AAATGGAATCGAACTTTACCAAGGGTAGGGAAAAAACTAAAA---------------GACCACTTCCCT----
-----------------------------------ATCCAAACAATAAGCTTTGAG------
TCATCCTCAGGAGGGGACCTAGAAATTGCA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGGACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGGGGAAATTTGG------GAT------
AACATGACTTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
GGGTTGCTTGAAGACTCGCAAAAAAAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGAACAACCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAGCTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGATCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGGA---
GGAACAGATTGGATTATAGAATTAATACAAAGAATTTGGAGAGCT----------------------------
--------TTCTGTAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>MF373145 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAC---
CCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCGTGTGTACCCACTGAC---
CCCAGTCCACAGGAACTAGATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGGATGGTGGATCAGATGCATCAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTTACTTTAAACTGTAGTGAACCTGCCTACAATAAGAGCATAAATTGTTCA----------
-------------------------------------------------------------------------
----------------------GGCGATAATAATCTTCTCTGCAATACTAGCATGGAGATGAAA---
AATTGTTCCTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAGAAAGACAGCATTTGCACTT---TTTTATAGGCTTGATATAGTACCACTTATGAATGAA-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATACGGACTTCAAT------GGAACAGGACCATGCCACAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---
CAGCTATTGTTAAATGGTAGTACAGCAGAAGAGGGG------------
GTAAAAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAG----
-----------ACACCTGTGGGA---------ATTAACTGTACGAGACCTGGCAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---ACCATTAAGGGAGAA---
GATTGGAATCGAACTTTACAAGAAGTAGGAGAAGCATTGGAC---------------AAGCACTTC-------
-----------------------------------AAGAAAGAACTAATATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAGATCTGAGGATGAGATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTATACAGACATAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAGCCTGTGGAATTGGTTTAGTATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGTCTGCTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATTAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>MF373146 
GTG---ATG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTTTATTTTGTGCATCAGATGCTAAGGCATATGTGGCAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAGGAACTATTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTAGTGACACCAATTCCGCCAATGATACCGATAATGGT----------
-------------------------------------------------------------------------
----------------------------------------------------------ATGAAA---
AATTGTACTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGCAAGCATCTGCACTC---TTTTATAAACTTGATATAGTATCAATGAATGGA----------
-------------------------------------------------------------------------
----------------------------
AGTACTTATAGATTAATAAGTTGTAATACCTCCATCACAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGTGTAGCAGAAGAAGAG------------
GTCATAATTAGATCTGAAAATCTGACAGACACG---------GTCAAAACAATAATAGTACAGCTTAAG----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGGAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAC---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AAAATTAGTGAAAGG---
GAGTGGAATGCAACTCTAGGAAAGGTAGTACACAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAGCGTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAGTTACA---ATGCATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGGGGATCAGCAGCTCCTAGGGATGTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAGGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTAATAATTATACAGGCATAATATAC---
AATTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCTCTGGACAAATGGCAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCCATTAATCTGTTTGATACTATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATAATAGAAGTAGTACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 



>MF373154 
GTG---GGA------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCCAAAGCATATGAGACAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAACTAGATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATGTTGATCTCAAGGGGAACATGACATTTCTCAACATGACAG
AT-----------------------------------------------------------------------
-------------------CTCAATGATAATAATACCCTAAAAGGCCTCAATGAAACTATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAAAAAACGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACAACTTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AACAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACCCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATATATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GACAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---GTAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTACAGCAGAAAATGAG------------
ACAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAA----
-----------GAGCCTGTAGGA---------ATTGAGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGGAGAC---
AGATGGAATAACACTTTGCAAGAGGTAACAAGGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAATCAATAGACTTTAGA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACCGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCTTACAATGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTATACAGCTACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAGAAAGACTTGCTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTTTGTTTGATACCTCAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAATAGGAATACAAAGACTTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCAAGAAGAATAAGGCAAGGCGTAGAAGCAACGCTGCTA---TAA 
>KP411837 
GTA---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCTACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATGAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCTCACGATATGAGGTTGGGG---------AATGTAACAGAAAATTATAAC----------------
--------------------------ATGTGCAAGAATGGCATGGTGGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCGGAGCCTA---AAGCCATGTGTATGGGTG---
ACCCCACTCTGTGTCACTTTAAAGTACAATAATTATTACCCTCAAACTAATACTACTAGTACC----------
-------------------------------------------------------------------------
----------------------------CTCAGGATAATAATAATACTGTATGGGGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTATCACTTGATGAG----------
-------------------------------------------------------------------------
-------------
AATGACAATAACAATAGTGAATATAGATTAATAAATTGTAATACCTCAGCTGTAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAA----



-----------GAGCCTGTAGAA---------ATTGTGTGTATAAGGCCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGACACGCATATTGT---AACATTAATGAACAG---
AAATGGAATGCCACTTTACAAAATGTAACTAAAAAATTACTA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTCAA------
CGCAGTTCGGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTGTAGAAAGATACCTACAAGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTTCAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGGCTGCTTGATATCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATACAAGTAGTGCAAGACATTTGGAGAGTT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>MF373156 
GTA---TGG---GGG------------------------------------
AACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTGTTAGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCAGTAATGTTACAACTATAAAAAATGAAACTGCT-------------
-------------------------------------------------------------------------
----------------------ATAAACAATGAAACTGCTATTACAGAGAAGGAGGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGATAAAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTGTCACTTGATGGC----------
-------------------------------------------------------------------------
-------------
AGTTCCAATTCTAGTAGTGAGTATAGATTGATAAATTGTAACACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTGCAGCTAAAC----
-----------TCCTCTGTAAGG---------ATTGAATGTATAAGGCCCAACAATAACACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGCG------
---------ATAATAGGAGACATA------------AGGAAAGCATATTGT---ACAATTAATGGAACG---
GATTGGAGTAACACATTAAATAAGGTAAGTGTAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAAACATAACCTTTAAA------
CCACACTCAGGAGGGGATCTAGAGATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGAGGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAGGACTCGCAAACCCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGAATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTGTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTCAACCTACTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGCACAAGGACTTTTTAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCGTTGCAA---TAA 
>MF373157 
GGG---GGA---AAG------------------------------------
GAGGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---



GCTCCTTTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTGAAGTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGCAGTAATGTTACTGTTACTACTACCATCAATAAT-------------
-------------------------------------------------------------------------
-------------------------------AGTACCTTAAGTAACATGCAGGAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGCAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATGACTGAC----------
-------------------------------------------------------------------------
----------------------
AAGTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCTGTAACACAA---
TCCTGTCCAAAGATCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTCAAGT
GTTCT---AACAATACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTGGCAGAAAAGGAA------------
ATAATAATTAGATCTAAAAATATGACAGACAAT---------ACCAAGATCATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGGCCCGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---CTC------TATGCAACAGGAGCA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTAGACAG---
AACTGGACTGAAACTTTACAAAGAGTAGGAAAAAAATTAGAA---------------GGATACTTCCCC----
-----------------------------------AATAAAAACATAAGCTTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAAATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATAGATAATTACACAGACATAATATAC---
AGATTGCTTGGAGACTCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
CGAAATGAAAAAGAGTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAATA---------AGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTGTTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGGAATAGTACAAAGAATTTGTATAGCT----------------------------
--------ATTAGAAATATA------CCTACAAGAATAAGACAAGGCTTTGAAGCAGCATTGCTA---TAA 
>MF373170 
GTG---GGG------------------------------------------
GGACAATTATGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCTAGCCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTAACCTTAAACTGTAGTAATGTTACCAATAGTAATAGTAATAATACT-------------
-------------------------------------------------------------------------
----------------------TTTATCAGTAATGGTACTGCTACCATGAGGGAGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAGTGAATATGCACTT---
TTTTATAAACTTGATATAGTAAAACTTAATGGAGACAACAACCAG----------------------------
-----------------------------------------------------------------
AGTAATGGTGAATATAGATTAATAAATTGTAATTCCTCAACTGTAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTATTGTTAAATGGTAGTAAAGCAGAAGAGGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTGCAGCTTAAA----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGC---



AAATGGAATAAAACTTTACAAGAGGTAGGTGATAAATTACGC---------------GAACACTTCCCT----
-----------------------------------AATAAAAATATAAGTTATAAA------
CCATCCTCAGGGGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAGAGATACCTAAGGGATAGACAACTCCTAGGAATTTGGG
GCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGAGATTTGG------AAA------
AACATGACCTGGATGCAATGG---GAGAGAGAAATCGAGAACTACACAAGCACAATATAC---
ACGTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGAGTTACTAGAGTTGGACAAATGGCAAAATCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTAATATCTATAGTG---------AACAGGGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATAATAGAACTAGTACAAAGAATTTGCAGAGCT----------------------------
--------ATCTATAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MF373171 
GTG---GGG------------------------------------------
GAAAAATTATGGGTCACAGTTTATTATGGGGTACCTGTCTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACACGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTAATAATGTTACCAGTAGTAGTAATAATACCAGTAGTAGTAATAATA
CT-----------------------------------------------------------------------
----------------------GATACCAGTAATGGTACTGTTAACATAAATGAGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAGTGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAGCCAA----------
-------------------------------------------------------------------------
----------------
GACAATAACAGTAGTGAGTATAGATTAATAAATTGTAATTCCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAATTATTATTAAATGGTAGTACAGCAGAAGAGGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTGCAGCTTAAA----
-----------GACTCTGTAGAA---------ATTAATTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGC---
AAATGGAATCAAACTTTAAAAGAGGTAAGTGAAAAATTAAGC---------------AAACACTTCCAT----
-----------------------------------GGAAGGAACATAAGTTTTAAA------
CCATCCTCAGGGGGGGACCTAGAAATTACA---ATGCATAGCTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTCAAAAGGAGATTTGG------GAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATCGATAACTACACAAGCACAATATAC---
ACATTGCTTGTAGAATCGCAAGACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAACAGGATTTACTAGCTTTGGACAAATGGCAAAATCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AACAGGGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATAATAGAACTAGTACAAAGATTTTGCAGAGCT----------------------------
--------ATCTATAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>MF373177 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCCAAC---
CCTACTCTATTTTGTGCATCAGATGCAAAAGCATATAAGACAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAGGAAATAGAATTGACA---------AACGTATCAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGGCATGGTGGAACAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACCTTAGACTGT---GGTTATAATGTCACTGCTAACAGTAATGTTACT----------
-------------------------------------------------------------------------
-------------------GTCTATGACAATGCGACTATAGGAGACATGAAAAAAGACATGAAA---
AATTGTTCTTTCAATACAACCACAGAGATAAGA---------------------------
GATAAGAAGCAGACAGTATATGCACTG---TTTTATAGGCTTGATATAGTACCCATTAAGGATGAG-------
-------------------------------------------------------------------------
----------------
AGTGAGAATAATAGTGAATATAGATTGATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGACATTCAAT------GGAACAGGACTATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGACCAGTGGTATCAACT---
CAGCTATTGTTAAATGGGAGTATAGCAGAAAGTGAC------------
ATAATAATTAGATCTGAGAATCTGGCAAACAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------GAAATTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATAGAGAC---
AAATGGAATATAACTTTAAACAAGGTAAGGGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAAAATTTGAA------
CCTTCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAAATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGATAATTATACAGGAATAATATAC---
AAATTGCTTGAAGACTCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAAATGGACAAATCTGTGGAGTTGGTTTGACATTTCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AACAAAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCCATTAATCTCTTTGATACCACAGCAATAATAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTCCTACAAAGAGCTTGGCGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>MF373187 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAATATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTCCTCTATTCTGTGCATCAGACGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATATTTTTAGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATCTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTACACTGTCGCGATGCCAATACTACCTCTAACACG-------------------
-------------------------------------------------------------------------
-------------------------------ACCTCAGAGCATAACATAAGGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAACGAACA---------------------------
GATAGGCAAAAGCAGGAATATGCACTT---TTTAATAAACTTGATATATTGCCACTTACTAAAGAAAGTACC-
-------------------------------------------------------------------------
----------
AATAATTCTAGTAATTCTAGTGAATTTATATTAATAAGTTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAC---AATGAGACATTCAGT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAAAA---CAG------------
ATAACAATTAGATCTGAAAATATGACAGACAAT---------GTAAAAACAATAATAGTACAGCTCAAT----
-----------GAGTCAGTGGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGAATAAGGCTA------------GGACCAGGACGAACA---ATC------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACAGTGT---AACATTAGCAGACAA---
GGTTGGAATAAAACTTTACAGGAGGTACGTAAAAAATTAAAA---------------GAGCTTTTCCAT----
-----------------------------------AATAACACAATAAACTTTGAA------
CCACACTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---



TTTAAGCAGCTTCAGACAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGAAATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAGAATTGGACACGTGGCAAGGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGGTGAA---
GGAACAGATAGAATTATAGAATTCATACAAAGATTTTGTAGAGTT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCCTTGAAGCAGTTTTACAA---TAA 
>MF373193 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCGACCCACAAGAAATACTCTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTC---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGCTACTAGCACCAATGATACTACCACCACTAGTACCACCA
TT-----------------------------------------------------------------------
----------------------------------------------------AAGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACGGGA---------------------------------
GATAGGAAGAAGTCAGCTTTTGCACTT---
TTTTATAAACTTGATATAGCACGACTTAATGATAGTGATAGTAATAGC-------------------------
-----------------------------------------------------
AACCCTAGCAACTCTAGTGAGCGTTATACATTAATAACTTGTGAGACCTCAACCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAG---GATAAGACATTCAAT------GGAACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCCAAGACAATCATAGTACAGCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGCATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------GTAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTACTGGAGCC---
AACTGGACTAGAACTTTAGAAAATGTAAGTAGAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
CAACCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGATATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTATACAAACACAATATTC---
CAGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGAACAATTGGAACGATCTGTGGACTTGGTTTGACATAACAAAGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATAGCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGGACTAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAAGGGCTTGAAGCAGCTTTGCAA---TAA 
>MF373199 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAGGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACATTAAACTGTAGCGATGTTAATGTTACCCGTGCTGCCAATGGTACC----------



-------------------------------------------------------------------------
----------------------------CTGGTTGCCAATAATACCATGATAGGAGAAATAAAA---
TATTGCACTTTTAATATAACCACAGAAATAAGA---------------------------
AATAATAGGAAGAATGTATATGCTCTC---TTTTATATGCTTGATATAGTACCCCTTGATGAG----------
-------------------------------------------------------------------------
-------------
AATAATAATAGTTCCAGTGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACCTTATTGTGCTCCTGCTGGTTATGCGATTCTTAAGT
GTAAT---AATGGGACATTCAAT------GGATTAGGACCATGCAAAAAT-----------------------
-GTCAGC---AGAGTACAATGTACTCATGGAATTAAACCAGTGGTATCAACT---
CAACTGGTGTTAAATGGTAATATAGCAAAAAATGAT------------
ACAATAATTAAATCTGAAAATTTGACAAATAAT---------GCCAAAACAATAATAATACAGCTTATA----
-----------AAACCTGTACGA---------ATTAATTGTACGAGACCCAACAATAATACAAGGAAG-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCCACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---ACCATTAATGGAAAG---
GAATGGAATGAAACTCTACAAGATGTACGGGAAAAATTACTA---------------AAGCACTTTCTT----
-----------------------------------AATAAAACTATAGCATTTGCT------
CCATCCTCACGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTATAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGC-----------------
----------------------------AATAGAACTCAAGAAGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAAACACAATATAC---
GAGTTGCTTGAAGTCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATACTAGAAGTGCTGCAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGACTAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>MF373202 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
CCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTCTTAGAA---------AATATAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATCAGGATGTA---
ATCAGCATGTGGGATCAAAGCCTA---AAACCATGTGTAAAGATG---
ACCCCACTCTGTGTTACTTTAAACTGTACGAATGTGAATATTACTAGTAATATGACCAGGGAG----------
-------------------------------------------------------------------------
-------------------ATGGGAAATGCTACTAATCTGAATACCATGAAGGAAGAAATGAAA---
AATTGTTCTTTCAATACGACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGAATATGCACTT---TTTTATAGACTTGATATAGAACCACTTCATGGG----------
-------------------------------------------------------------------------
-------------
AAGAATAGCAATTCTAGTGATTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACA---
CAACTATTATTAAATGGTAGTCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTAAAAATTTGACAAACAAT---------GCCAATACAATAATAGTACAGCTTAAG----
-----------GAACCTGTACAA---------ATTAACTGCACGAGACCCGGCACTAATAGAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---ATC------TATACAACAAATGAA------
---------GTAACAGGAGATATA------------AGACAAGCACATTGT---AACGTTACTAACACA---
AAATGGAATCAAACTTTACAACAAGTAAGGAACAAATTAGAA---------------AGGCTCTTCAAC----
-----------------------------------CAGACGACAATACTGTTTGAA------
CAACCTGTTGGAGGGGACCTAGAAGTTACA---ATGCATATCTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAAGAGATTTGG------AAT------



AATATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGACATAATATAC---
CAGTTGCTTGGAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGATATAACAAAGTGGC
TGTGGTATTTAAAACTATTTATAATGATAGTGGGAGGCTTAATAGGTTTAAGAGTAATTTTTGCT---
GTACTTTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAATCTGTTTGACACCACAGCAATAGCAGTAGCAGAA---
GGAACAGATAGGATTATAGAACTTATACAAAGAATTGGAAGAGCT----------------------------
--------ATCTTAAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MH705137 
GTG---GGG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATGAAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAATAATGTTAATGTTACTATTAATGCCAACAATACTGTTATTGCCC
CCACCAGTATT--------------------------------------------------------------
-------------------------AATGCCACTAACATTGTTAATATAACGGAAGAAATAAGA---
AATTGCACTTTCAAGGCCACCACAGATCTAAAA---------------------------
GATAAGACAAAGAAGGAATTTGCACTT---TTTTATAAACTTGATATAGTACAACTTGATGAG----------
-------------------------------------------------------------------------
----------------
AGTTCCAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAAAACAA---
GCCTGTCCAAAGGTGTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAACACATTCAAT------GGATCAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAACAAGAT------------
ATAATAATTAGGTCTGAAAATATGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACCA---------ATCGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCT---
AAATGGAATAGTACTATGGAGAAGGTAAAAGAAAAATTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAAAAGTATAATCTTTGCA------
CCACCCTCAGGAGGAGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAGACTCTAGAGGATATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAGCAAGATATAC---
AGATTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAGTTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAGTTATAGAATTAGTACAAATAATTTGTAGGGCT----------------------------
--------ATCAGAAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAA---TAG 
>MG989567 
GTG---TTG------------GGAAACTTGGTGTTG---------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAGATGTTGGTAGCAATAACACCTCA-------------------
-------------------------------------------------------------------------
-------------------------------------------------------GACATGAAA---
AACTGCTCTTTCAAGGTAACCACAGAAATAAAA---------------------------



GATAAGAAAAGGAAAACGCATGCACTA---TTTTATAGACTTGATATAGTACCACTTGAGAACGGGGTAATT-
-------------------------------------------------------------------------
----------
GATAACAAGACCAACATTACTCAATATAGGTTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCCATACATTATTGTGCGCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAACATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGCTACTGTTAAATGGAAGTCTAGCGGAAGGAGAA------------
ATAATAATTAAATCTGAAAATATAACAAACAAT---------GCCAAAACCATAATAGTACATTTTAAT----
-----------GAATCTGTAGCA---------ATTGTGTGTGCAAGACCAAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACCAGGTGAG------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTAAATCT---
AAATGGAACAATACTCTACAACAGGTAAGAAATAAATTAACA---------------AAGCTCTTT-------
-----------------------------------AATACAACAATAACATTTAAG------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---TCACACTTCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATACAGATATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAAAGAGATCAATAATTACACAAACACAATATAC---
CAGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCCTAATAGGTTTGAGAATAATATTTGCT---
GTGCTATCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTACTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATCCTACAAAGAATTTGTAGAACT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM215433 
GTG---GTG------------------------------------------
GGAAGCTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCGCAGAC---
CCCAACCCACAAGAGATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGACATGGTGGATCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGAGGTTCAGAATAAAAACTATACCTACAATAACCATACC----
-------------------------------------------------------------------------
----------------CACGATAATAGTAGTATCCACTTTGGGAATCTGACCACAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGACACGCAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGTGAC----------
-------------------------------------------------------------------------
----------------
AACATTAACTCTACTGAGTATAGACTAATAAATTGTAATACATCAACATTAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGTACTCCAGCCGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATCTAACAAACCAT---------TTTAAAACAATAATAGTACAGCTTAAT----
-----------CAATCAGTAGAA---------ATTACGTGTACAAGACCAGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTT------TATGCAAATGAC---------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AACATTAGCGAAGCA---
AGATGGAATGAAACTTTACATTGGGTAGGTAAAAAATTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
TCATCCTCAGGAGGGGACCCAGAAGTTGCA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTACAGCGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACTTAATACAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------



CAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTACTACAAAGACTGTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAACAGCTTTGCTA---TAA 
>HQ659585 
GTG---ATG------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GAGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGCA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGAAATGCTACTGCTACCAATAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------------GTTGAAGATAACATGATAGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAGGAAAATGTATGCACTT---TTTTATAAACTTGATGTAGTACAAATTAAGAAG----------
-------------------------------------------------------------------------
----------------
GGTAGCAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATATCACAA---
GCCTGTCCAAAGATTTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTATAGAC---------ATTAAGTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGACAGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGG---
ACATGGAATGAAACTTTACAAAGGGTAAAGAAAAAATTAGAA---------------GAGCACTTCCCT----
-----------------------------------AATAGAACAATAAACTTTGAA------
CCACATGCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AGTAAATCTGAAAAAGATATTTGG------GAA------
AACTTGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AATTTGCTTGAAGAATCGCAAGTCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGAGCAGTTGGCAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ697934 
GTG---GGG------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAGAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGTTACCAGTAAAAATGTTACCAGTAGA-------------
-------------------------------------------------------------------------
-------------------------AATGATACCCTCAATGGTAACGTGGGGGAAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAGGAAAAAGAAAGTGCATGCACTT---TTCTATAAACTTGATATAATATCACTTAATGAA----------
-------------------------------------------------------------------------
-------------------



TCTAATTCTAGTAGGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAG---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGCCAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGAAACA---
AATTGGAATAAAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA---
TCACCACCCCCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCATATGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAGACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTGGCATTGAACAGTTGGGGAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATATCAGTAGCTGAA---
GGAACAGATAGAATTCTAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCTACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ697983 
GTG---TGG------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAACTGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTAATGTTACTAGTAATGCTACCACTAGTACTACT----
-------------------------------------------------------------------------
----------------ACCCCTAGTACTGCTACTGTAAGTAATACCCTGAATAGAGAAATAAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAAAGAAAGAAGGAACGTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGGGAG-------
-------------------------------------------------------------------------
-------------
AATAACAATAGTTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGCTCAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATTAGCTCTGAAAATTTGAAAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GATTCAGTAGAA---------ATTGTGTGTACAAGGCCTAACAATAATACAAGGAGA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCACATTGT---AGCATTAATGGAACG---
CAATGGAATAAAACTTTAGAAGGGGTAAAGAAAAAATTAAAA---------------GAACACTTCCGT----
--------------------------------AATGGAACAGAAATAAGATTTGAA------
CAACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGAAGATATTTGG------AAC------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTTGCTATTAGTCTGCTTGATAGCCTAGCAATAATAGTAGGTGCA---
GGAACAGATAGAATTTTTGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAATTAGCATTGCAA---TAA 
>HQ698009 
GTA---ATG------------------------------------------
GGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTCGTGATGTTAATGCCAATTACACTTAC-------------------
-------------------------------------------------------------------------
-------------------------------ATTTACAATGATACCATGAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
-------------
AAGTCGAATTCCAGTAGTGAGTATAGATTAATACAGTGTAATACCTCAACCTTAACACAA---
GCCTGTCCAAAGGTCTCTTTTAACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCGGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAC---------ATTAGGTGTATAAGGCCCAGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTGAAGAG---
AAATGGAATAAAACTTTAGAAGGGGTAATTGAAAAATTAGGA---------------AAACACTTCCCT----
-----------------------------------GGTAACAAAATAGAATTTCAA------
CCATCCTCAGGAGGGGATTCAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGTAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCCCACGACTATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAATAATTACACAAACACAATATAC---
AAATTGCTTGAAGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTAATACTATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAGGAATTTGTAGGGCT----------------------------
--------ATCCGTAACATA------CCTAGAAGAATCAGACAGGGCTTTGAAACAGCTTTACTA---TAA 
>HM215286 
GTA---GGA------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGACGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCGACCCACAAGAATTGGTTTTAGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTGGTAATAATATTACTATGACTGCTAATGCT----------------
-------------------------------------------------------------------------
-------------------------------ACCATAAATGAGACCATGAAGGGAGAAATAAAA---
AACTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAAAGAAGGAAAGAATATGCACTT---TTTTATAGACTAGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
-------------------
GAGAATTCCAGTGAGTATATATTAATAAATTGTAATACCTCAGCCGTAACACAA---
TCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTTAAT------GGAACAGGACCCTGTAATAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ACAATAATTAGATCTGAAAACCTGACAGACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------GACCCTGTAGGA---------ATTGTGTGCACAAGGCCTAACAATAATACAAGGAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCATTATTAAAGGG---
AAATGGAATAGCACTCTACAAAAGGTAGGCAGAAAATTACGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAGTTTGCA------
CCGCACTCAGGAGGGGACCCAGAAATTACA---ACATTTAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGAAGATATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGCCATAACAAATTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATCATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCAGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>HM215302 
GGG---AAT------------------------------------------
AAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAGA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTTAATGCTACCAGGAGTACTAATGCTACTGGTGGTACT-
-------------------------------------------------------------------------
-------------AATACTACCAGCAGTAGTAATGGCACTAATGACATGGATGGAGAAATAAAA---
AATTGCTCTTTCAGGGCAACCACAGAATTAAAA---------------------------
GATAAGAAAAAAAATGTGTCTGCATTA---TTTTATAAGCTTGATCTAGTACAACTTGAAAAC----------
-------------------------------------------------------------------------
-------------------
AAAGATAGGAAAAGTTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATTACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATATAAATAACAAT---------GTCAAAACAATAATAGTACAGTTTAAT----
-----------AAATCCATAGAA---------ATTGTGTGCACAAGGCCTAACAATAATACAAGGAAA-----
-AGTGTAAGAATA------------GGACTAGGACAAGTA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AATTGGACAGAAGCCTTACAAAAGGTAAAAGAGAAATTAAAA---------------GAACACTTC-------
-----------------------------------CCTGGTACCATAAACTTTAAT------
CAATCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATATCAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGACTATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTGACAATTACACAAGCATAATATAC---
AGATTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTAGAATTGGACAAGTGGGGAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTACT---
GTACTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTAATACAAGGACTTGGTAGAGCT----------------------------
--------ATTTACAACATA------CCCAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTA---TAA 



>AY253304 
AAT---GGG---------------------------------------------
AACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
GCTCCTCTATTTTGCGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGACTTGAAA---------GATGTAACAGAGGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCCTAAACTGTACTAATGCTAATATTAATAATGATACTGTTGCTAAT----------
-------------------------------------------------------------------------
----------------------AGTGGTACTTTTAAGATAGATAATAGTAGTAATGCAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAAAAAGAATATTCATTG---TTTTATAGACTTGATATATTACCACTTGATAACTCTAGT----
-------------------------------------------------------------------------
-------------
GAGTCTAAGAACTATAGTGAGTATGTATTAATAAATTGTAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AATACGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAGACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTGTAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGT---
GCTTGGAATAAAACTTTACAAGATGTAAGTAAAAAATTACGA---------------GAACACTTCCAC----
-----------------------------------AATAAAACAATAAAATTTGAA---
TCAGCGGTTGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGAACTGAAGGAGATATTTGG------AAT------
AGCACAACCTGGATGCAGTGG---GATAGAGAAATTGGGAATTACACAGACATAATATAC---
AGGTTGCTTGAAGACTCACAAATCCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGGATAATTTTTGCT---
GTGATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATACAAGTAGCTGAG---
GGAACAGATAGGATAATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTGGAAGAATAAGGCGGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY253308 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGTTAAAGTTAATACTGTTAATACTACCAGTGGT-------
-------------------------------------------------------------------------
-------------------GGTGTTAGTGCTACCCCCAGTAGTAATATGAGTGAAGAAATGAGA---
AACTGTTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAGGAAGGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATTAGTGGGGGA-------
-------------------------------------------------------------------------
----------------
GATAACTATACCAGTGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAAGTTTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGAAATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGAAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATATTACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----



-----------GAATCTATAGCA---------ATTAATTGTACAAGGCCTGGCAATAATAAAAGGAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGAAGGG---
AAATGGAATAAAATTTTACAAAGGGTAAGTAAACAATTAGCA---------------AACCATTTCCCT----
--------------------------------AATGCAACAGCAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGATATTTGG------GGA------
AACATGACTTGGCTGCAGTGG---GATAGAGAAATTAGCAATTACACAGGCACCATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCT---
ATGCTATCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATAGCTTCGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAACATTTGTAGGGGT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAGACAGTTTTGTTA---TAA 
>AY253310 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATGCCAAGAATAGTACTGATGCCAGGAAT-------------
-------------------------------------------------------------------------
----------------------------GGTACCCGCAATGATACCGCGTGGGGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATGAGA---------------------------
GATAAACAACAGAAAGTGTATTCACTT---TTTTATAGACTAGATATAGTACCACTTAATAACAAC-------
-------------------------------------------------------------------------
----------------
AATAAGACCTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
GTAATAATCAGATCTGAAAATCTGACAGACAAT---------GCCAGAACAATAATAGTACAGCTTAAG----
-----------AAGGCTGTAGAA---------ATTATGTGTATAAGAGTCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TTTGCAAACAAT---------
---------GTAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAAAAAG---
GATTGGAATACAACTTTACAAGAAGTAGGCAAAAAATTAAAA---------------GAACAGTTCCCC----
--------------------------------AATAAGACAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGTCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATTTAC---
AGATTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAGTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCT---
ATGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGCCGCTGAA---
GGAACAGATAGGATTATAGAACTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AY253312 
GTG---GCA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGACAAAGAG---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAACATTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATAGTACCAGAATTAGT-------------------------
-------------------------------------------------------------------------
-------------------------------------AATACTACCCTAAATGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGACTTAAGA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTGAGGGG----------
-------------------------------------------------------------------------
-------------------
ATGAATAACACAGAGTATAGATTAATAAATTGCAATACCTCAGCCGTAACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGCTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGCACAAGGCCCAGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCTGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGT---
AAATGGAAGGAAACTTTAAAAAGGGTAAGTGAAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAGAATTTAAA------
CCACATGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAATCTTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGTAAACTCATCTGCACCACTGCTGTGCCTTGGGACAGTAGTTGGAGT-----------------
----------------------------AATAAAACTGAAGAGGATATTTGG------AAT------
AACTTGACCTGGATGCAGTGG---GATAGAGAAATTACTAATTACACAGAAACAATCTAT---
AAGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGACTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGCCTGTTTGATACCCTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAATCAGCTTTGCTA---TAA 
>AY253303 
GGG---GTG---GTG------------------------------------
GGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGATGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTTCCCGCAGAC---
CCCAACCCACAGGAAATAGATTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAGGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTGAATTGTAGTAATGTAACTGTTGCCCACAATGCT-------------------
-------------------------------------------------------------------------
-------------------------------ACTATCGATAATAGTACCAGGAATGAAATAAAA---
AATTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAAAAGAGGAAAGAGTATTCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAC----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGGCATTCAAT------GGATCAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGCAAAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AATATTAATGGAAGT---



AAATGGAATACAACCTTACAAAGGGTAAAAGAAAAATTAAAA---------------GAGCATTAC-------
-----------------------------------AATAGATCAATACAGTTTGAA------
TCACCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAGGGATCAACAACTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATTC---
AAGTTGCTTGAGAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCCTTGGACAGTTGGAACACTCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCT---
GTGCTCTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TA- 
>AY253313 
ACA---GAG---------------------------------------------
AACTTGTGGGTCACTGTATACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTGAACTGTGTTAATGTTAATGTTACTAAGGGAAATAGAACTGAT----------
-------------------------------------------------------------------------
----------------------GATGTAGGTATGGGAAATAGAACTGATGATGTAGGTATGAAA---
AATTGCTCTTTTAATTCAACCACAGAAATAAGA---------------------------
GATAAGAAGAGAAAAGAACATGCACTT---TTTTATAGACTTGATATAATACCACTTGACAAC----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAGCAAT---------AGCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAAATAT---
AATTGGAGTACAACTTTACAAAGGGTAAGGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AGTAAAAAAATAGTGTTTAAT------
CAGTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTACCTTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAGTGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAGGCACAATATAC---
AGGTTACTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCGATTAGCCTGCTTGATACCATAGCAATACAAGTAGCTGAG---
GGAACAGACAGGATTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY253322 
GTG---GTA------------------------------------------
GGGAACTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGGA---------AATATAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTGTTGATGCTAATGCTACCAAGAGTAATGAGACCCAG----------
-------------------------------------------------------------------------
----------------------GGTACGAATGCCACCACTAACAACAAGATTGAAGGAATGAAA---
AACTGCTCTTTTAATGTAACCACAGAATTAAGA---------------------------
GATAAGGAAAAGAAGGAGTATGCACTT---TTTTATAGACTTGATATAGAACCACTTAATGGCAATGAT----
-------------------------------------------------------------------------
-------------
GGCAACTCTAACTCTACTGAGTATAGATTAATAAACTGTAATACCTCAACTGTAACACAA---
ACTTGTCCAAAGGTCTCTTTTGACCCGATCCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGAAATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTGCATCTTAAT----
-----------AAATCTATAGAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGTGAG------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
GAATGGAATAAAACTTTACAAGAGGTAGGTAGAAAATTAAAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAATATTCAAT------
ACATCCTCAGGAGGGGACCTAGAAATTACA---CAACATAGCTTTAATTGTGGGGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AGTAAATCTGTAGATGATATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAGTAATTACACAGGCTTAATATAC---
GATTTGCTTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAGTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAGTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MK501601 
GTG---GTA---ATA------------------------------------
GGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACTAATGTTAATGTTACCAGGGGTAATAATACCCAGGGTTATAATA
CCAACAGTAAT--------------------------------------------------------------
-------------------------------------------AACACAGATGGAGGAATGAGA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAGGAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGTC----------
-------------------------------------------------------------------------
----------------------
AGCACTAAAGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
ACCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCACT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTAACAAACAAT---------GTTAACACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAAAGAT---
GACTGGAATAAAACTTTACAAGAGGTAGGTAGAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATATATCTCAAAAAATTATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGTTTGCTTGAGGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGCATTGGACAGCTGGAAGAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATGCTTTCGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>AY734550 
ATG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAGGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGATTGTAGCAATGTAAATAATGTTAATGTTACCAGTAATAGC----------
-------------------------------------------------------------------------
-------------------------ACTGGTACCTACAATGATAGCATGGGTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAACAGGGAGTGTATGCACTT---TTTTATAGAACTGATATAGTACCACTTAATGAGAAT-------
-------------------------------------------------------------------------
----------------
GACAAAAACTCTAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAGGGG------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GCTAAAACAATAATAGTACACCTTAAT----
-----------CAATCTATAGGA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTACTACAGGG---
GATTGGAAACAAGCTAAAATTTGGGTAAAAGAAAAATTAAAA---------------GGATACTTC-------
-----------------------------------AATACAACAATAAAATTTCAA------
CCATCCTCAGGGGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGACAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACCAGCACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGGATATTCATCATAATAGTAGGAGGCTTGATAGGATTGAGAATAATTTTTATG---
TTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAGAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY734551 
ATG---GGG---------------------------------------------
AGTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAATCCACAAGAAATGAAGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGTATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTTAAGGTTAATGGTACTAGTGGCAATAATAGTACTAGT-



-------------------------------------------------------------------------
-------------AGCAATGGTACTGCAAGTACTGTTGCCCCCAAGGAAGATATAGATATGAAA---
AGTTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAGTAAGAAAGAAGTAGCACTT---TTTTATAAACCTGATGTAGTACAAATTGATAAA----------
-------------------------------------------------------------------------
-------------------
AGTGATAACAGTACATATAGATTAATAAATTGCAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AGGTGGAATAAAACTTTACAAAAGGTAGGTAAAAAATTAATA---------------GAATACTAC-------
-----------------------------------AATAAAACAATAAAATTTCAA------
CCACATGCAGGAGGAGACCTAGAAATTGTA---TCACATAGCTTTAACTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACACACACAATATAC---
AGATTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACCGTTGGACAAATCTGTGGAATTGGTTTAACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGAATTTGTCGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>AY734558 
GTA---GGG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCATA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCTACCAGTATTGATAGTACAAATGCTACCAGTATTGAT-
-------------------------------------------------------------------------
-------------AGTACTAATGCTACCAGTATTGATAGTACTAACATAAATGGAGAAATACAA---
AATTGCTCTTTCAATGCGACTACAGAAATAAAA---------------------------
GATAAGAAAAAGCAAGTAAATGCACTT---TTTTATAGACTTGATATAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
-------------------
AGCAGCCTTGGGAAATATAGATTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTCAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCTTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GCATCTGTAGAA---------ATTACGTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACGTCAGTAGAGCG---
AAGTGGAATGAAACTTTACAAAAGATAAGTGAAAAATTAAGA---------------GAACACTTCTCT----
-----------------------------------AATAAAACAATACAATTTGAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGGCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAGTGAGATTTGG------GAT------



AACATGACCTGGATGGAGTGG---GACAGAGAAGTTAGTAATTACACAGACATAATATAC---
AGGTTACTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCAACGTT------CCTAGAAGAATAAGACAGGGCGCTGAAGCAGCTTTGCTA---TAA 
>AY734559 
GTG---ATG---------------------------------------------
GGCATGTGGGTCACAGTCTACTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGCTTTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACGCCACTCTGTGTCACTCTAAACTGCAGTAATAATGTTACCAATAGTGAT----------------------
-------------------------------------------------------------------------
-------------------------------------GCTAGTATTAATAATACAGAGATAAAA---
AGGTGCCAGTTCAATGTAACCACAGTATTAAGA---------------------------
GATAATGTAACGAAAGAAAGTGCACTT---TTTTATAGAACTGATATAGTACCACTTAATCGTGAGAGC----
-------------------------------------------------------------------------
-------------
AACTTCAGTGGACCTGGGAAGTATATATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AATGAGACATTCACG------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGAATTAAGCCGGTAGTATCAAC---
TCAACTACTGTTAAAATGGTAG-CCTAGCAGAAAAA---------
GAGGTAGTAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAATAATAATAGCACATCTTAAT-
--------------AAACCTGTAGAG---------ATTGTGTGCATAAGACCCAACAATAATACAATAAAA--
----AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCACCAGGAGAC---
------------ATAGTAGGAGATATA------------AGGCAAGCACATTGT---AACATTAGTAAAGAG-
--CAATGGAATGAGACTTTACAAATGGTAGGTAAAAAATTAAAA---------------GGATACTAC-----
-------------------------------------AATAAAACAATAAAATTTGAA------
CCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGTATTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAAACTTATGAGGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAAACACAATATAC---
AAGTTACTTGAGGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAGATGGAACAGTCTGTGGAATTGGTTTAATATAACAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>AY734560 
AAG---GAG---------------------------------------------
GATATGTGGGTCACTGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGGTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACACTGTACAAATGTTACTAGTGCAAATGTTAATAGTACTAGAACA-------
-------------------------------------------------------------------------
-------------------AATGATAATAGTACTAGTAATATTACTAAGAATGATGAAATGAGA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------



GATAAGGAGAGAAAAGAAACTGCACTT---TTCTATAAACTTGATATAGTACCAATTGATAAC----------
-------------------------------------------------------------------------
----------------------
AGTAGTGATAGTTATAGATTAATAAATTGTAATACCTCAACCCTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGAT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGCAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTTTGTGTGTAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAAAAGT---
AATTGGACTACAACTTTAAAAAGGATAAAGGAAAAATTAGGA---------------GAACGCTAT-------
-----------------------------------CATAATAACATAACATTTAAC------
CAGTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTAGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCAGGAAAAATCATCTGCACCACCTCTGTGCTTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAGTGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATAACAAAGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGGACAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACTAAGCATTTGTAGAGCT----------------------------
--------ATCTGCCAAATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907356 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------ATATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATGGAATTGCCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACCATTACTAATAGCAGTAGC-------------------------
-------------------------------------------------------------------------
-------------------------------------------------------ATAATGACA---
AATTGCACTTTCAATACAACCACAGAACTAAAA---------------------------
GACAAGAAAAGGAAAGCGTCTGCATCT---TTTTATAGACTTGATATAGTGCCACTTAATGGGGAT-------
-------------------------------------------------------------------------
----------
TCTAATGGGAGCTCTAGTGGGAGCTACAGGTTAATAAATTGTAATACCTCAACTTTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GCAAT---GATGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTATAGAA---------ATTAATTGTATAAGAACCGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AATATTAGTAAACAC---
ATATGGAATAAAACTCTAGAAGAAGTAGCTACAAAACTAGGA---------------GCACACTTTATT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACCATCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTTCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATATGCACCACTACTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCTAGACAATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAAAACAATCTAC---
ACGTTGCTTGAAAACGCGAGTATCCAGCAGGAG----------------------------------------
-----------------------------



CAAAATGAAAAAGATTTATTGGAATTGGACAAGTGGAATACCCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
ATACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGCTTGATGTCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAATAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KX907388 
GTG---TTG---GGG------------------------------------
GAAGAATTATGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTYTGTGCATCGGATGCTAAAGCATATGAGAAAGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTA------------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCARAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGATATTGCCAAGRATAATAGCAGTAATGGTACTAATAATAATA
ATATTACTAGT--------------------------------------------------------------
-------------------------------------------GATATGAAGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGGAAATGTATGCACTT---TTTTATAAACTTGATATAGTATCACTTGTTGCG----------
-------------------------------------------------------------------------
----------------------
AATACTAGTGAGTATAGATTAAAAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAACATTCAAT------GGGACAGGACCATGCCACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGCTAATCTGTCAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGRCCCAGCAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAATG---TTC------TTTGCAACAAATGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AATTGGAGCAAGACTTTAGATCGGGTAAGTGAAAAATTAAGA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACCATAATCTTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGRAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCATATACAGAAATTTGG------GAT------
AACATGACCTGGATACAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
GGGTTGCTTGAGGTCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
ATCAATGAAAAGGAGTTATTAGCATTGGACAAATGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGARTTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAATATC------CCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCTA---TAA 
>KX907407 
GGA---AAT------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAATTGGGC---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCGCTCTGTGTCACTTTAAATTGTAGTCATGCCGTGAGGGTTACCGGGAATAATGATACTGCTACCAGGA
AGAATACTACT--------------------------------------------------------------
-------------GTCGACAATAATAATACTGTCGACGACAGTACCATGGATGAACAAATGAAA---
AATTGCTCTTTCAATGTGACCACAGAACTAAGA---------------------------
GATAAAGAAAAGGAACAATATGCACTT---TTTTATACAGTTGATGTAGTG----------------------
-------------------------------------------------------------------------
-------------------



AATGATAGCAGTACATATAGATTGATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATGAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTGGCAGAAGAAGAA------------
ATAGTAATTAGATCTAAAGATTTGAACAATACT---------GGCAACACAATAATAGTACATCTCAAT----
-----------AAATCTATAGAA---------ATCATGTGTACAAGACCAGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAAAGTT---
AAATGGAATGAAACGTTACAAATGGTAGGAAAGAAATTAAGA---------------
GAACACTACAACTTCACT------------------------------AATAAAGGAAAAATAAAATTTAGT-
-----CCACACCCAGGAGGAGACTTAGAAGTTACA---ATGCATAGCTTTAATTGCAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACCAAAGTTGGACT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTATTCAAGTGCAATATAC---
TGGTTGCTTGAAGAATCGCAAAAACAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGAACAGTTGGAACAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTACTAATCTGCTTGATACCATAGCAATAGCAATAGCTGAA---
GGAACAGATAGAATYATAGAAGTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCCAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAA---TAA 
>KX907424 
GGG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCCTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAAGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAACTTGTACAAATGTTAATGCTACTGAT-------------------------
-------------------------------------------------------------------------
-------------------------AATGTTACCTACAAGGAGAAAATGGAGGGAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAGGAAAGTGCATGCACTT---TTTTATAGACTTGATGTAGTACAACTTAACAAT----------
-------------------------------------------------------------------------
-------------------------
TCTAATGAGTATATATTAATAAATTATAATACCTCAGCCATAACACAA---
GCCTGTCCGAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCCGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
GTAATAATTAGATTTGAAAATCTGACAGACAAC---------GCCAAAACAATAATAGTACAACTTAAT----
-----------CAATCTATAGAA---------ATTAAGTGTATAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAGAGAC------
---------ATAATAGGAGACATA------------AGGCGAGCATATTGT---ACAATTGAGACAGAA---
AGATGGAAGGAAACTTTAGGAAATGTAACGGAAAAATTAAAA---------------GAATACTTCCCT----
-----------------------------------AATACAAATATAAGCTTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGGGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTGAAATAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAAACACAATATAC---
AGGCTGCTTGAAGACTCACAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAATATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------



TTGTCGTTTGCTGTTTCTCTGTTTGATACCATAGCAATAGCAGTAACTGAG---
GGAACAGATAGGATTATAGAATTGATACAAAGAAGTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTACAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>KX907426 
------ACA------------------------------------------
AAGGAATTGTGGGTCACTGTATACTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACACTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTGTAAATGTTAGCAATAATAGCAATGTTGGAAATGATAACATTGTTA
ATGCTACCAAT--------------------------------------------------------------
-------------------------------------------------------GAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGGAAAAAAGAAAGTGCAGTT---TTTTATAGACTTGATATAGTACCACTTGGTAAC----------
-------------------------------------------------------------------------
-------------------
AACTCCTCTAATGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTAAAAACCTGACAGACAAT---------GGTCCAACAATAATAGTGCATCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACA---GAA------
---------GTAATAGGAGATATA------------AGACAGGCATATTGT---AAGATTAATGGAAGT---
AAGTGGAATGAAACTTTACAAAAGGTAAGCAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTCAA------
TCGTCCTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGGCTTGGAACAATAGTTGGAGC-----------------
----------------------------AATAAAACCCTAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGTTATTAGTCTGATTGATACCATAGCAATACAAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAGTACAAAGAACTTGGAGAGCT----------------------------
--------ATCTTCAATATA------CCTAGAAGAATAAGACAGGGCGTTGAAATAGCTTTGCAA---TAA 
>KX907345 
GGG---GCA------------------------------------------
ACAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATAATGTTACTGTCAGAAATGAGACTATC-------------
-------------------------------------------------------------------------
-------------ATAAATGAGGCTAGTAAATATCTTAATAACACTGTGAAGGAAGAAATGAGA---
AATTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAGTAAGAGGTATCATGCACTT---TTTTATAAGCTTGATATAGTATCACTTGATGGA----------
-------------------------------------------------------------------------
----------------------
AATTCCAGTAACTATAGATTAATAAATTGTAATACCTCAGCAGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAGGAAC-----------------------



-GTCAGC---ACAGTACAATGTACACATGGCATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAG---------ATTAACTGTACAAGACCTAATAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAT---
GACTGGAATAAAACTTTAGAACGGGTAAAGGGAGCATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAGACTATATTCTTTCAG------
CCACACTCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAGGGAAATATGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTACTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACCTACTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTAACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATAGATACTCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCAAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907384 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTGCCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAACTGTAACAAAGTTAATAATAACAGAAGCATAGATAATAAT----------
-------------------------------------------------------------------------
-------------------------------------------AGCACAGAGGAAGAAATGAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GACAAGAAAAGGACACAGCAAGCACTT---TTTTATAAACTTGATATAGTGCCACTTGGTAAC----------
-------------------------------------------------------------------------
----------------------
TCTAATGAGAGCTATAGATTAATAAATTGTAATACCTCAACTTTAACACAA---
GCCTGTCCAAAAGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GCAAA---GATGAGAAATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAC------------
ATCATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGGT------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---ACTATTAGTAAAAAC---
AAATGGAATACAACTTTAGAAAGGGTAGCTACAAAACTAAAA---------------GAATACTTTAAA----
-----------------------------------AATACAACAATACAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGGGTTCTGGCTATAGAAAGATACTTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGTTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAAAGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATCAGTAATTACACAAACACAATCTAC---
AGGTTGCTTGAAGACTCGCATATCCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCACTGAACAGTTGGAATAATCTGTGGAGTTGGTTTAATATAACAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
ATATTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGACTGCTTGATATCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCACAACGTA------CCTAATAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 



>KX907392 
GTR---CTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAACAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTCATAAGGTTAATATCAATAATAGTACTAGTAATAAT-------
-------------------------------------------------------------------------
-------------------------------------------AGTATAGGAGAAGAAATGAAA---
AACTGCTCTTTTAATGCAACCACAGCAATGAGG---------------------------
GATAAGAAACAGACAGTGTATTCACTT---TTTTATAAACTAGATATAGTACCACTTAATGACAGTGAC----
-------------------------------------------------------------------------
-------
AGTAATAGTAATGACAGTGATAGCAAATATAGATTAATAAAGTGTAATACATCAACCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGGCATTCAAT------GGAACAGGGCCATGTAATAAT-----------------------
-GTCRGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAGACAATAATAGTACATCTTAAT----
-----------ACATCTGTAGAA---------ATTGTATGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAATGATA------------GGACCAGGACAAGCA---TTC------TTTGCACATACTAAT------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AATATTAATGAAAGT---
AAATGGAATGCAACTTTACAAAAGGTGAGGGAAAAATTAAGT---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTGAA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGGAATCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAAGAAATTTGG------GAG------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTATACAAACACAATATAC---
AGATTGCTTGAAGCCTCACAAAAACAGCAAGAA----------------------------------------
-----------------------------
GAAAATGAAAGAGAYTTATTAGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGCCACAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCCTCAACGTA------CCTGCAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KX907394 
GTG---GGA------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTTTATTTTGTGCCTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGCTTTAGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGCCTGTAGTAAGGCTAATGTTACCATAGATAATACTACAATTACA-------
-------------------------------------------------------------------------
----------------------AGTAAGAATATTGCCTTAAACAACATAACTGAAGAAATGAAA---
AATTGTTCTTTCAATATAACCACAGAAGTGAAA---------------------------
GATAGGATAAGGAAGCAATATGCACTT---TTTTATACAATGGATTTAGTGCAAATGGATAGT----------
-------------------------------------------------------------------------
----------------------
AATTCCAGTGAGTATAGATTAATAAGTTGTAATACCTCAACTGTAAAACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAAAAGAC------------
ATAGTAATTAGATCTGAAAATTTGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----



-----------GAATCTGTAGAA---------ATTGAGTGTATGAGGCCTGGCAACAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCAATGG---
AAATGGAATAAAACTTTACAAGAGGTAGTTAGCAAATTACAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAGGAAATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GACAGAGAAATTAGCAATTACACATACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGAAA----------------------------------------
-----------------------------
AAGAATAAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTCTAGAATTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTCAACGTA------CCTACAAGAATAAGACAGGGCGCTGAAATAGTATTGCAA---TAA 
>KX907395 
GTG---GGA------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTTTATTTTGTGCCTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGCCCCACAAGAAATAGCTTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAATCATGATATCTTAAATATTACCATAGACAAT-------------
-------------------------------------------------------------------------
-------------CCTAGAGTTTTTGAGAATACTACCTTAATTAACAGAACTGACGAAATGAAA---
AATTGTTCTTTCAATATAACCACAGAATTGAAA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATACACTTGATATAGTACAAATGGCTAAC----------
-------------------------------------------------------------------------
----------------------------
AATGAATCTAGATTAATAAGTTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAG---AATGAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTACAAGGCCTGGCAACAATACAAGGAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGAAAGC---
AAATGGAATGAAACTTTACAAAAGGTAGCTAATAAATTACAA---------------AAGCACTTCCCT----
-----------------------------------ACTAAAACAATAGAATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACYCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGATGAAATTTGG------AAA------
AACATGACTTGGATGCAGTGG---GACAGAGAAATTAGCAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATGTTCATAATAATAGTAGGAGGCTTGATAGGTATAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTRATACCATAGCAATAGCAGTAGCTGAA---
GGAACARATAGAATTATAGAATTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCGCTGAAATAGCATTGCAA---TAA 
>KX907405 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAACA---



ACCACCCTATTCTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGAAA---------AATGTAACGGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAATATGTAGAAATGTTAACCTTACTAATAATAAT-------------------
-------------------------------------------------------------------------
-------------------------AGCATAAGTGGTAATGATAGCATGAGTGGAGAAATGAGA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAAAAGAAAAATGTGTCTGCACTC---TTCTATAAGTTGGATGTAGTACCAATTGATGGA----------
-------------------------------------------------------------------------
----------------
AGGGAGAATAATAGTGAGTATAGATTGATAAATTGTAATACTTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAAACATTCAAT------GGGACTGGACCATGCCGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGTAGCCTAGCAGAAAAAGAT------------
ATAATGATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCCATAGAA---------ATTAAGTGTATAAGGCCCGGCAATAATACAAGACAA-----
-AGCATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCATATACTAAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AAGATTAATGGAACT---
AAATGGAATGAAACTTTAGAAAAGGTAAAAAGTATATTAAGA---------------GAATTCTTT-------
-----------------------------------AATAAAACAGTAAAATTTCAA------
CCACACTCAGGAGGGGACCTAGAAGTTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GATAGAGAAGTTAGTAATTACACAGACACAATATAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATCAGACAGGGCTGTGAAGCAGCTTTGCAA---TAA 
>KX907413 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTGTTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGTGTCACTTTATACTGTACAAATGTTAATAGTACTGCTCCTAATAGTACTGCTGCTACTAGTA
CTACCACTAGT--------------------------------------------------------------
-------------AGCAGCACCACCAGCAGCAGTACTACTACTGCTACCTACAATGAAATGACA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
AATAAGGAAAAGAAGGAGTATGCACTT---TTTTATAGACTTGATGTGGTAAAACTTAATGAGGAGAGTGAT-
-------------------------------------------------------------------------
----------
AGCAACTCTAGCAACTCTAATACCTATAGATTAATAAATTGTAACACCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAAAGGAT------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAGATAATAATAGTAAGCCTTAAT----
-----------GAATCTGTAAGC---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTAGAGAA---



GACTGGAATAAGACTTTACAAAGGGTTGGAAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGAG------
TCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTACAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCAAGTTGGAGT-----------------
----------------------------AATAAAAATATAACATATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTAGAATTGGGCAAATGGGACAATCTGTGGAATTGGTTTAGCATAGCAAATTGGC
TATGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGATCTCTATAGTG---------AATAGAGCCAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGCCTGTTAGATAGAATAGCAATAGCAGTAGCAGAA---
GGAACAGATAGGATTATAGAATTATTACAAAGAATTGGCAGAGGA----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907422 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAATTGTAACAATGTTAATGCCAATACCGACAATAATACCATGAAT-------
-------------------------------------------------------------------------
-------------------------------------------------------GAACTAAAA---
AATTGCTCTTTTAATGCAACCACAGAAGTAAGA---------------------------
GATAAGAGACAGAATGTGTATGCACTT---TTTTATAAACTTGATGTAGTACAACTCAATAGC----------
-------------------------------------------------------------------------
----------------------
AACTCTACAGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGATAGGACCATGCAATAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAACTGAAT----
-----------GAGTCTGTATCA---------ATTGAGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGC---ACCATTAGGAAAGAT---
AAATGGAATAAAATTTTACAAGGAGTAAGTAAAAAGTTAATG---------------GAACACTTCCCT----
-----------------------------------GGTAGACTAATAGAATTTAAA------
CAAGCCGCAGGAGGGGACCTAGAAATTACA---ACGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAAGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAGACACAATATAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGTTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGGAGAGGT----------------------------
--------ATCTACAACCTA------CCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907338 
GTG---GGG------------------------GGA---AAT---GAG---
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAAATGGGA---------AATGTGACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTAGCGATGTTAAGGTTAATAATGCTAATTGTAGTGAGGCTAATGCTG
AC-----------------------------------------------------------------------
----------CCTGTTGAGAGGAGTATTGCTAATGTTAGCTGCAAGGGGGAGGAAGAAGTAAGG---
AATTGCTCTTTCAATATAACCACAGAGTTAAGA---------------------------
GATAAGAAACAGAATGCATATGCACTT---TTCTATAAAGTTGATACAGTACAGCTCGAGGGCAAA-------
-------------------------------------------------------------------------
----------------
AATAACGACTCTAGGGAATATAGATTAATAAATTGTAATGCCTCAACCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGA---AATAAAACATTCAAT------GGAACAGGACCATGCAATGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATGACAAACAAT---------GTTAAAACAATAATAGTCCATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---CTTATTAATGAGACA---
CAATGGAATACAACTTTACACAGGGTAAGGGAAGAATTACAG---------------AAATACTTCCCT----
-----------------------------------ACTAAACCAATAATATTTAAA---
CCAGCCTTAGAAGGAGGGGACCTCGAAATTATA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATCTGGG
GATGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAGATCTCTGAACGAGATTTGG------GAG------
AACTTGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACATAATATAC---
CAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTACTAGAATTGGACAAGTGGGACAGTCTGTGGAATTGGTTTGACATAACAAAATGGT
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGTCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------CATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCAATTAGTTTGCTTGATACCACAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTACTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGATA---TAA 
>KX907363 
GTG---GGA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAGGAAATAGCTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAGTGTGAAAAATGATACTAGTGGGACTAATGTTACTAGT----
-------------------------------------------------------------------------
-------------------------------------------AGCATAGCGAGAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGG---------------------------
GATAAGAGGAAAAATGAATATGCACTT---TTTTATAAACTTGATATAGTAAAACTTGATGAT----------
-------------------------------------------------------------------------
-------------
AGCACCAATGATAGCAACAGTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGACCCAATTCCTCTACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAC---GATGAAGAATTTAAT------GGAACAGGGCCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCGACT---
CAACTACTGTTAAATGGTAGTCTAGCTGAAAGAGGG------------
ATAATAATTAGAGCTGAAAATCTGACAGACAAT---------GTTAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAGGACCCGGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AACTGGAATAAAACTATGACAAGGGTAAGCGAGGAATTACAA---------------AAACGCTTCATT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---



TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATTTGCCCCACTGCTGTGCCTTGGAACAGTAGTTGGAGC-----------------
----------------------------------AATCGAACAGATATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTGATAATTATACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTCCTACAGAGAATTTGTAGAGCT----------------------------
--------ATCCTCCAAATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907374 
GTG---ATA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCACATGAGAGAGAA---GTACATAAT----------------
--------------GTTTGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGAATTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCAATGTTACTCGCAACAGTACTTCTGACCATAATGATACCTAC-
-------------------------------------------------------------------------
-------------------------------------------AATGGGAGTCAAGAACTAAAA---
AATTGCTCTTTTAATGTAACCACAGAACTAAGA---------------------------
GATAAGAGACRGAGTGTGTATGCACTT---TTTTATACATTGGATATAGTACCACTCAAAAACAAT-------
-------------------------------------------------------------------------
----------------------
CATAATACTGAGTATAGATTGATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATCAGACATTCACT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTTTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATYTGACAAACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAAGA---------ATTATGTGTATAAGACCTAACAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTGGAGTT---
GAATGGAATAGAGCTTTACAAAGGGTAAGTAGCAAATTAAAG---------------GAACACTTCCCT----
-----------------------------------AATAAAGCAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCAATAGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGTACCACTGCCGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGAAAGACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAGTAATTACACATACACAATATAT---
GACTTACTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATCATAGAAGTAATACTAAGAGTTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907380 
GGA---GGA------------------------------------------
GAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGTTATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGGTTTTGCCA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACATGTAAAAATGCAACTAATGATGATACC----------------------



-------------------------------------------------------------------------
-------------------------------------------GCTGTTAAGGAAGAAATGAAA---
AATTGCTCTTTCAGTGTAACCACAGAACTAAAA---------------------------
GATAAGCAGAAGCAAGCATATGCACTT---
TTTTATAGACTTGATATAGTACAACTTGATAATAAAACCTCTAGT----------------------------
--------------------------------------------------
AATAATAAAAACTCTAGTGAGGAGAAGTATAGATTAATAAATTGTAATACCTCAGCCACAACACAG---
GCCTGTCCAAAAGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTGAAGT
GCAAT---AATGAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATGATTAGATCAGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCAGACAATAATACAAGAAAA-----
-AGTATAAGGATR------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGCGCA------
---------ATAATAGGAAAAATA------------AGACAAGCACATTGT---AACATTAGTAAAGGT---
AATTGGTCTCAAACTTTAAAAGGGGTAAAGAACAAATTACAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA---
CAACCATCCCCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCAAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACATCAGCTGGAGC-----------------
----------------------------AATAGATCTCATGATTATATTTGG------GAA------
AACTTGACCTGGATGGATTGG---GAGAGAGAAATTGATAATTACACAGGAACAATATAT---
ACATTGCTTGAAATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGATTTATTAGCATTGGACAGTTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATTCCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTGCTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTAAACATA------CCTACAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KX907416 
GTG---CTA------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCTAACCCACAAGAAGTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTTCCATTACTAATACTTCCATTACTAGTACT-------------
-------------------------------------------------------------------------
-------------------------------------TCCCTGAAGGAAGATGAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAAAAAAGGGAGGAATATGCGTTT---TTTTATAGACTTGATATAGTGCCACTTAGGAAC----------
-------------------------------------------------------------------------
----------------------
AATGCTAGTACCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAGTCTGGCAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------AACTCTGTARAA---------ATTAATTGTACGAGACCTGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACA---GAA------
---------GTGATAGGAAATATA------------AGACAAGCACATTGT---ACCATCGATAGAGCA---
AAATGGAATAAAACTTTACAAGAGGTAAGTAAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCA------
CAATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGGCACGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAGCAGGATATTTGG------GAG------



AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACTCAAGCACAATATAC---
AAATTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTACTGGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGTATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTGTGATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAACCTACTAGATACCACAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907375 
GGG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTGTGGGATCAAGGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGCCTACAATAATAATAATACC-------------------
-------------------------------------------------------------------------
-------------------------------------------ATGGATGATGGAGGAATGAAA---
AATTGCTCTTTCAATGTAACCACAATGCTAAAA---------------------------
GATAAGAAACAGAACGTGAATGCTCTC---
TTTTATAAACTTGATATAGTACCACTTGGGGAGAAGAACAACAGCTTT-------------------------
-----------------------------------------------------------
AATAACAGCTTTAATAAGTATAGATTAAAAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAC----
-----------GAGTCTGTAGAA---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCT---AATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACTATGAAT---
GCCTGGAAGACAACTTTACAAAGGGTAAAACAAAAATTAAGA---------------GAACTCTTT-------
-----------------------------------AATAAAACAATAAAGTTTGAA------
CCACACTCAGGAGGAGACTTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCTTACAGCTATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAT---
AAGTTGCTTGAAGAATCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGGAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KX907390 
GTG---CTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCTTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGCTAATGTTAATATTACCAGTATCAGTAATGATACT----
-------------------------------------------------------------------------
-------------------------------------------CACAATAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATACGG---------------------------



GACAAAACACAGAAAGTGTATTCACTT---TTTTATAGACTAGATATAGTACCACTTGGTAGG----------
-------------------------------------------------------------------------
----------
AACAATAGCAATAGTAGTGGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---GATGAAACATTCAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAA---GAG------------
ATAATAATTAGGGCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATTTTAAT----
-----------AAATCTATAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGGAAATGAT---------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAG---
GACTGGACTGAAGCTTTACAAAGGGTAAGTGGAAAATTAAAA---------------
AATTATTTCCCTAACACA---------------------------------ATAGAAACAATAGAATTTGAA-
-----CCACACTCAGGAGGGGACCCGGAAATTACC---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAAACAGATCTGCACCACTGATGTGCCGTGGGATACCAGGTGGAGT-----------------
----------------------------AATAAATCTCTACAAGACATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAGAGAGATTAGCAATTACACAGACACAATCTAC---
CAGTTGCTTGAAAAATCGCAAATCCAGCAAGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGAGTTATTAAAATTGGACAGTTGGAATAATCTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTGAGAATAACTTTTGCT---
ATATTATCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGTT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KX907391 
GTA---ATG------------------------------------------
GGGAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTGAAGTTAACTTTAATTGTACCAATAATGCTAATAATGCTTCCG
GC-----------------------------------------------------------------------
-------------------------------------------ACAATGAAGGAAGAGATGAGA---
AATTGTTCTTTCAATATAACCACGGAACTAAGA---------------------------
GATAAGAGAAAGAAGGAGTATGCACTT---
TTTTATAGACTTGATATAACACCACTTAATAATGACAATTCTAATAAT-------------------------
-----------------------------------------------
AATGGAACATCTAATGATACTGGGAAGGAATATAGATTGATCAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAGT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTCCTGTTAAATGGTAGTCTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGAGTGTACAAGACCCGGCAATAATACAAGAAGG-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---ATCATTAATAAAACT---
AGTTGGACTGCAACTTTACAAAAGGTAAATGAAACATTAAAA---------------ACCCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTCAG------
CCACACGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGGCTTGGAATAACAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAAGGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACGTAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------



CAGAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTAACGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAATTGGTAGGGGT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KX907399 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAACTAAGTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAAGGTAAATATTACTGAGATGGCTAATGTTACTGATACT----
-------------------------------------------------------------------------
----------------------------------------------------AGAGAACTAAAA---
AATTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAGACAGAATGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGGAC----------
-------------------------------------------------------------------------
----------
AACAATAATGAAAGCTTTGGAGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAACTTGACAAACAAT---------GCCAAGATAATAATAGTACATCTTAAT----
-----------GAATCTGTGCAA---------ATTACGTGTACAAGACCCTACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTGGAACT---
AAATGGAATGAAACTTTACAAAGGGTACGTAACAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGACTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGATAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
ATACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCACCGCAATAGCAGTAGCTGAA---
AGAACAGATAGGGTTATAGAATTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCCGCAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC156220 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATGAGGTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTGAGAATGCTACCTACAATGAT-------------------------
-------------------------------------------------------------------------
----------------------------ACCAACTACAAGAATATCACAGATGGGGAAGTAATG---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAGAAAAGAATCTGCACTC---TTCTATAGAGTTGATATAGTACCACTTGACAAC----------
-------------------------------------------------------------------------
----------------------



AACAGTGCTGAGTATAGATTAATAAATTGTAAAACCTCAAGCCTAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGGCCATGCAATAGT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAA---------ATTAGGTGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAAGT---
AAGTGGAATGAAACTTTAGAGAGGATAAGTAACAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
TCAAGCTCAGGAGGGGACCTAGAAATTACC---ACACATAGCTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGACAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTACCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTGAATCTGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTGCC---
ATTTTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAGAACTAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATCTGCAACGTA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>AF361874 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCGATGCTAGGAATAATACTGGCAAT-------------------
-------------------------------------------------------------------------
----------------------------------GTTGCAATGGATGGTACTAAAGAATTAACA---
AATTGCTCTTTCAATATGACCACAGTACTAAGA---------------------------
GATAAGAAACAGAAGGTAGTTGCACTT---TTTTATAAACTTGATGTAGTACAACTCAGTAGT----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCGCGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAAGT---
CAACTACTGCTAAACGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTAATTGTACAAGACCCAACAATAATACAAGAGAG-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCCCATTGT---AACGTTAGTAGAGAG---
GAATGGAATAAAACTTTACAAAGGATAAGAGAAAAATTAAAG---------------GAACACTTCCAT----
-----------------------------------GATAAAAATATAAGCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------ACTAAAACTCAGGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACGAACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACAAGTGGGAAAATCTGTGGAATTGGTTTAACATAACTCACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTGATAGGTCTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAATAGCTGAA---
GGAACAGATAGGATCATAGAACTCATAAGGGGAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAACAGCTTTAGTA---TAA 
>AF286234 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGGATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTTCTAGAC---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTGTTACTGCTACCAGAAATGGTAGT----------
-------------------------------------------------------------------------
-------------------------GATATTATGAATACTACCAGTAATGATGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAAA---------------------------
GATAAGAGGCAGAAGGTGTCTGCACTC---TTTTATAAACTTGATATAGTACCGCTTAATAAGAAT-------
-------------------------------------------------------------------------
----------------
AACAACAGCTTTGGGGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTAAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTATGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATACAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAAATAT---
AATTAGACCAGAATTTTACAAAATGTAAGAAGAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACACTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAATATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAGTCTGTGGACTTGGTTTGACATAACAAAGTGGC
CGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATCAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AF286235 
GCG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTG---
GCCCCACTCTGTGTCACCTTACACTGTAGCAATGCTAACAATGCTACATCTACA-------------------
-------------------------------------------------------------------------
----------------------------------GTTAATAATAGCATTAGTGAAGACATGAGA---
AATTGCTCTTTTAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAAACTTGATGTAGTACAGCTCAACAGC----------
-------------------------------------------------------------------------
----------------
AGCAGCAACCCTAGTGAGTATAGATTAATAAATTGTAATACCTCCACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGGCCATGCAATAAT-----------------------



-GTCAGC---ACAGTACGATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAACGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATAACAGATAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAG---
CAATGGAATAAAACTTTACAAAGGGTAAAAGAAAGATTAAAG---------------GAACACTTCCCT----
--------------------------------GATGCTGCAAATATAACCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
CTTAAGCAGCTCCAGACAAGAGTCCTGGCGATAGAAAGATACCTAACGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCACAGGAGGATATTTGG------AAT------
AGTACGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACACAATATAC---
CAGTTGCTTGAAGACTCGCAAAAACAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGTTTGATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCACAGCACTAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAATTAGTACAGAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCACTGAAATAGTTTTAGTA---TAA 
>L22948 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAAATAGTTCTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATGTA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAATTGTACAAATGTTAATGTTAATATTACCAATAATGCTAATGCTACC----
-------------------------------------------------------------------------
----------------AATAGCCCCTACGAAAATGGGAAACTCATGGAACAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAACAGACAGCGCATGCACTT---TTTTATAAACTTGATGTAGTATCACTTGAAGGG----------
-------------------------------------------------------------------------
----------------------
AATAGTAACACTTACAGATTAATAAATTGTAATACCTCAGCCATAACGCAA---
GCCTGTCCAAAGGTCACTTTGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGATATCAACT---
CAACTATTGTTAAATGGTAGTATAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAATAATAATAGTACAGCTTAAC----
-----------AAATCTGTAGAA---------ATTAATTGTGCGAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---AACATTAGTAGAAAT---
GAATGGAATATAACTTTACAATGGGTAAGAGAAAAATTAAAA---------------AGGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACT------
CAACCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAGGAACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTATCTGAA---
GGAACAGATAGAATTATAGAAGTGGGACAAGGAATTGGGAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 



>EU663619 
AAG---GAA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAGCCCACAAGAATTGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTAGCAATGCAAATTTTACCAGTAGAAATGTTACCAGAAGT-------
-------------------------------------------------------------------------
-------------------AATAGTAATAGTAGTGTTATCCAGGACATGGATAGCGAAGTAAAG---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAAAAAGTGAATGCACTT---TTTTATAGACTTGATATAGTGCAGCTTGGTGAG----------
-------------------------------------------------------------------------
----------------
AGTGGAGACAACTCTACATATAGATTAATAAATTGTAACACCTCAACAGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCTTAGCAGAAGGAAAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTACAA---------ATTATGTGTACAAGACCTGGCAATAATACAAGAAGA-----
-AGTACAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTGAAAGG---
CAATGGAATGAAACTTTACAGAATGTAAGTAAAATATTAGCA---------------GAACACTTCCCT----
-----------------------------------GGTAAGAACATAAGTTTTCAA------
CCACCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAAATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACTCATACACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAGTGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGTATATCTAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCA---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTA---TAA 
>AY444800 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACCAACAATGGTAATAATACC-------------------------
-------------------------------------------------------------------------
----------------------------------------TACAATAATACTAATGACATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGCAAGTGTATGCTCTT---TTTTATAAACTTGATATAGTACCACTTAATGGT----------
-------------------------------------------------------------------------
-------------------
GACAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCATCTTAAT----



-----------GAATCTATAGAA---------ATTGAGTGTACAAGACCCAATAATAATAAAAGGAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTACAGAAGAA---
AATTGGCATAAAGCTATGCAAAGGGTAAGTGAAAAATTAAAA---------------GAATACTTCCCT----
-----------------------------------ACTAAAGCAATAACATTTAAC------
TCATCCGTAGGAGGAGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGTACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAGATCTCAAGAAGATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAGAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATAGTCATACTAATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTGGATACCATAGCTATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCGTTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY444801 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATACGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAATTGTAGCAATGTTAGTCTTAATAATACCAATGTTAGTCTTAAT-------
-------------------------------------------------------------------------
----------------------AATACCAATGTTAAGCTTCATAATATCAGTGAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGACCTAAGA---------------------------
GATAGGAAACAGAAAGTGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
ACTGCTAATGAGACTACGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGGAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTATAAAC---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGCAGGT---
GGCTGGAATAAAACCCTACTACAAGTAGCTAAAGCATTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAAACATAACATTTGAA------
CCACACTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGATATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACACTTACAATATAC---
AATTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAGCAAGATTTATTAGCATTGGACAGGTGGAACAATCTGTGGAACTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAG---
GGGACAGACAGAGTTATAGAATTAATACAAAGGATTGGTAGAGCT----------------------------
--------ATCTACAACCTA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGCGTTGCTA---TAA 
>AY563169 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---



GCTACTCTATTTTGTGCATCAGACGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACGTTAAACTGCAGTGATGCTAACAGTACTAGAACTAAAAAC----------------
-------------------------------------------------------------------------
-------------------------------AACCACACTGATAACATGAAGGGAGAGATAAAG---
AATTGTACTTTCAATATGACCACAGTACTAAGA---------------------------
GATAAGAAAGAGAAGGTACATGCACTT---TTTTATAAACTTGATATAGTGCCACTTGATGGT----------
-------------------------------------------------------------------------
-------------------
AACACTTCAAGTAATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGCAAAAGAA------------
ATAATAATCAGATCTAAAAATATAACAGACAAT---------ACCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAACC-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
GCATGGAAGGAAACTTTACAAAAGGTAAGAAATAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
AAGCACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGAGGATATTTGG------AAT------
AACCTGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAGCACAATATAC---
AGGCTGCTTGAAGACTCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGATAAGTGGCAAAATCTGTGGACTTGGTTTGATATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTACTACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY795906 
GGG---GGA------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGCGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCAGGAGGATATA---
ATAAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCAATAATAATATTACCAATAATGTTACCAATGAT-------------
-------------------------------------------------------------------------
----------------------------GTTACCTTCAATGATACCATGAGGGGGGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGG---------------------------
GATAAGAGAAAGCAGGAATACGCACTT---TTTTATAGGCTTGATATAGTGCCACTTGATGGAAAA-------
-------------------------------------------------------------------------
----------------
GAAGAGAACCCCAGTGAGTATAGATTAATAAATTGTAACACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAGGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAA----
-----------AACCCTGTAGAC---------ATTAAGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---



AAATGGAATGACACCTTACAAGAGATAGGAAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAATCAATAAGGTTTGAG------
CCACACTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGGGGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGAATAATATAC---
AAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATCTACTAGCATCGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTGTAAGAATAATTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTGTTAGTCTGGTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGTACAAAGAAGTTGTAGAGCT----------------------------
--------CTCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTACAA---TAA 
>AY529667 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTTTTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGCAAGCCTA---GAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACCAATGTTACCAGAAATGAT-------------------------
-------------------------------------------------------------------------
-------------------------------------AATGAGACCTATAAGAATGACATGAAA---
AATTGCTCTTTTAAGGCAGCCACAGAAGTAAAA---------------------------
GATAAGGAAAAGCAAAGGTATGCACTT---TTTTATGCACTTGATATAGTACCACTTGGAAAGAGC-------
-------------------------------------------------------------------------
----------------
AGAAAAGGCAAAAACATTTATAGATTAATAAGTTGTAATACCTCAACCATATCACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAAACTGTAAAT---------ATTACATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACCTTAGTAGAGAT---
GGTTGGAATAAAACTTTACAAGGGGTAAAGAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGTTGTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCACAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGGTAATTACACAGGAGAAATATAT---
AGATTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY463217 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTGTTGGAA---------AATGTAACAGAAACTTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGATG---
ACCCCACTCTGTGTCACTTTAAGTTGTACAGAAGTTGAAGTTAAAAATACCACCAAAAATAAT----------
-------------------------------------------------------------------------
-------------------------AATACTATCGACAACAGTGACATGAAGGGAGAAATAAAA---
AATTGTTCTTTCAATACAACCACAGAAATAATA---------------------------
GATAAGAGACAGAAAGCTTATTCACTT---TTTTATAGATCTGATGTAATACCACTTAACAAGAATAGC----
-------------------------------------------------------------------------
----------
TCTAATGAGAATAGCTCTAGTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTGGTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATCTCTAGAGAA---
AATTGGACCACAACTATAAAAAAGGTAAAGGAGAAATTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAGTCTTTAAG------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCATGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAATAATTACACAGGCACAATATAC---
AGGCTACTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGGACAGTCTGTGGAATTGGTTTAAAATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAACAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGTAACAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGGAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AY463230 
GTA---GGG------------------------------------------
GGGAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AGGCCATGTGTAAAGTTG---
ACCCCCCTCTGTGTCACTCTAAGTTGTACAAATGTTAATAATACCAGTATTAGTCTGACT-------------
-------------------------------------------------------------------------
----------------------------GCTACCTATAATAATAGCAGGGTTGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAACAAAAAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTGAGGAA----------
-------------------------------------------------------------------------
----------------------
AATAGCACTGATTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTGGAGAA---
CAATGGAGAAAGACTTTACACAGAGTAAGTGAAAAATTAAAA---------------GGACACTTCCCT----
-----------------------------------AACAAAACAATAAACTTTACT------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAAGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCTAAAAGCTCTATTTGG------GAC------
AACATGACATGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGAATAATATAC---
CAATTGCTTGAAGATTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTGGCTATTAGTCTGCTTGATGCTATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAATTCATACAAAACCTTGGTAGAGGT----------------------------
--------ATCCGTAACGTA------CCTCGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCTA---TAA 
>AY463231 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACCAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTCTAAATTGTACAGATGTTAGTGTTAATAGTACCAGAAATAATACCAGT-------
-------------------------------------------------------------------------
-------------------ACTAGTAATGATACCTACAATAATAACATGAGAGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGG---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTTATAGACCTGATATAGTACCAGTTAATGAG----------
-------------------------------------------------------------------------
-------------------
AATAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGAATTCAGT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGATGGG------------
ATAATAATCAGATCTGAAAACCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------AGATCTATAGAC---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAATAAAGAT---
AAGTGGAATAAAATTTTACAAGAGGTAAAACAAAAATTAAAA---------------GAACACTTCCCT----
--------------------------------AATAAAACAACAATAAAATTTCAA------
CCATCCTCAGGAGGGGATCTAGAAGTGACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAATACAATATAC---
CAGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTATTA---TAA 
>AY463225 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGCGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAAGGCTAATGTTACC----------------------------



-------------------------------------------------------------------------
----------------------------------------AGCATGAAGGGGGAAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGAGAATAGC----
-------------------------------------------------------------------------
----------
TCTAGTGAAAATAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCGACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAAGGGGAG------------
ATAATAATAAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTATAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAT---
GACTGGAATGAAACTCTACAATGGGTAAGTAAAAAATTAAAA---------------GAACACTTCCCC----
-----------------------------------AATAAAACAATAAGCTTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCAATGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATAATATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGACACAATCTAC---
AGGTTGCTTGAAGAGTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGGATAATTGTTGCT---
GTGCTATCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACCTA------CCTAGAAGACTAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AY463232 
GGG---GGG---------------------------------------------
AACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTTTGTGCACCAGATGCTAAAGCATATAAGGAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTAATACTACA----------------------------
-------------------------------------------------------------------------
----------------------------------------GTTAATGCTACTGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GACAAGAAACAGCAAGTGTATGCACTT---TTTTATAAACTTGACATAGTATCACTTGACAAT----------
-------------------------------------------------------------------------
----------------------
TCTTCTAGTAATTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATTAACT---
CAACTATTGTTAAATGGTAGCCTCGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCCGGACAAACA---TTC------TTTGCAAATAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---AATATTAGTAGAGCT---
AACTGGACCAGAACTTTAAAACAGGTAGAAGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAGAAACATAACATTTAAA------
GGAGCCTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTACAATGATATTTGG------GAT------



AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAGCACAATATAC---
AGGTTGATTGAAGCCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACTTACTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATTTGATTGATACTATAGCAATATCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGTAGAGGT----------------------------
--------ATCTACAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY463218 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAGATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTACATTGTCGCGATGTTAATAGTACTAGCAATGATAATAGTACT----------
-------------------------------------------------------------------------
----------------------GCTAACGCCACTATAGATGAAGAAATGAAGGGAGAAATAAAG---
AAGTGCTCTTTCAATACCACCACAGAAGTAGGA---------------------------
GATAAGAAACAGCAAGTGTATGCATAT---TTTTATAAACCTGATGTAGTACCACTTAATAAC----------
-------------------------------------------------------------------------
-------------------------
GATAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGAAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------GAACCTATAAAC---------ATTGTGTGTATAAGACCCGGCAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACCAGGG---CAA------ACATTCTATGCAACA------
GAC------ATAGTAGGAGACATA------------AGAAAAGCACATTGT---AACGTCACTAAG-------
--TGGAACATAACTTTAGAAAAGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT-----
----------------------------------GATAAAACAATACAGTTTCAA------
CCATCCTCAGGAGGAGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
TGGCTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGCTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AGAAGAGTTAGGCAGGGATATTCACCC------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGATTCTTGAAATAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY463233 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGTTAATAATACCAGAAATAGTACT----------------
-------------------------------------------------------------------------
----------------------------AATACCGTCAATAATACCATGAATGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------



GATAAGAGAGAGAATCAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGGAATGAG-------
-------------------------------------------------------------------------
----------------
AATAACAGCTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCAGTAACACAA---
GCCTGTCCAAAGGTCTCTTGGGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGAACATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ACAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATTGTACAGCTTAAA----
-----------GAACCTGTAGAA---------ATTGTGTGTACAAGGCCCGGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAAAGAG---
GATTGGAATAAAACTTTACAAGAGGTAGGTGAAAAATTACAC---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAT------
CCATCCTCAGGAGGGGACCTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAGTCTAAAGAGGACATTTGG------AAC------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAGTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAAGAGTAGTGCAAGGAATCTGTAGAGCT----------------------------
--------ATCACTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>AY463219 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGACGCTAGAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTTTAAATTGTAAAAATGCTACCATTGATAGTACTACCAGTAATAAT----------
-------------------------------------------------------------------------
-------------------------AATAATGATACTGCTGACACCCTCCAGGACGAAATAAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGGAAGCATACGCACTT---TTTTATAAACCTGATGTAGTACCAATTAATGGG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATACTGATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTTTGCGATTCTCAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------AGCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTATAGAG---------ATAGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAA------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATCATTAAC-------
--TGGAACACAACTTTAGAAAAGGTAAAGAAAAAATTAGGA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATAAACTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCATGATATAC---
AGGCTACTTGAAGAATCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------



AAAAATGAAAAAGATTTATTAGCATTGGACCAGTGGAACAATCTGTGGAGTTGGTTTGGCATATCAAAGTGGC
TGTGGTATATAAGAATATTCATCATAATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTGGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAACTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>AY463220 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGCATATGGGATCAAGGTTTA---AAACCATGTGTGAAGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTAAAAGGTAATACTACCAATACTGGTAATACTACC----
-------------------------------------------------------------------------
-------------------AGTAGTGGTAGTGGTACCTACAATAGCATGGCTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGAATGTGTATGCACTT---TTTTATAGATCTGATGTAGTACCGCTTGATAAGAAT-------
-------------------------------------------------------------------------
-------------
AATAACTCTAGTAATGGTGAATATATATTAATAAATTGCAATAGCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGATTAGATCTGAAAATCTGACAAAAAAT---------GAAAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATGCT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTACAACA---
AAGTGGAATGAAACATTAGAAAAGGCAAAAAAGAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATACAACAATAAAATTTGAA------
TCACCTTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAACTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGGG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGGT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAGAGTTTTTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>AY463234 
GTG---GTG---GTG------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
GCCCCACTCTGTGTCACTTTAAACTGTACTAATAGTAATGCTACCTAC-------------------------
-------------------------------------------------------------------------
-------------------------------------AATAATAGCATGCATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAGATAAGA---------------------------
GATAAGAAACAGAATGTGTATGCACTT---TTTTATAAATCTGATGTAGTACCACTTAAGGAGGATAAC----
-------------------------------------------------------------------------
-------------



GATAACTCTAGTTACTCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGTGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACAGCTTAAT----
-----------ACATCCAGAGAA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCCACAAATGAA------
---------ATAATAGGAGACATA------------AGGCAAGCATATTGT---AATATTAGTAAAACA---
GAATGGAGCACAACTTTAGATGAGGTAAAGAAGAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGCA------
CCACCCATAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCCTGGAACTCAAGTTGGAGT-----------------
----------------------------AATAAAACTTCTGCAGACATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGT
TGTGGTATATAAAGATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATCAGTCTATTTGATAACATAGCAATAACAGTAGCTGAA---
AGAACAGATAGGATTTTAGAATTAATATACAGAATTTATAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 
>AY463221 
GGA---GAG------------------------------------------
GAGAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
GCTACTCTATTCTGCGCATCAGATGCTAAAGCATATGAGAAAGAG---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAACATAACAGAAGCAAACAGAACAGACACA-------
-------------------------------------------------------------------------
-------------------AACATAACAACCACAATGAGTACATACCAGAAGGAAGAAATAAAA---
AATTGCTCTTTTAACACAACCACAGAAATAAGA---------------------------
GATAAGATACAGAAAGTGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTAACGGG----------
-------------------------------------------------------------------------
----------------------
GATAACCACAGCTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGCTCTAAT-----------------------
-GTCAGC---ACAGTGTAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAAAACCTGACAAACAAT---------GCAAAAACAATAATAGTACACCTTAAT----
-----------AAGTCTGTAGAA---------ATTATGTGTACAAGACCCGGCAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAAATAAA---------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATCAGTGCAACA---
GCATGGAACAAAACTATACAAGAGGTAAAGGAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAATATTTGCA------
CCACCCTCAGGAGGGGACCTGGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAACGTGCCTTGGAACGTCAGTTGGAGT-----------------
----------------------------AATAAATCTAAGGAAAATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTGATTACACAGAAACAATATAC---
AAGCTACTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAACAGGATTTATTAGCATTGGACACTTGGAATAATCTGTGGAACTGGTTTAACATATCAAAATGGC
TGTGGTATATAAAAATATTCATCATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCTGAA---
AGAACAGATAGGATTATAGAAGGAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTAAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY463236 
GGG---GAC---------------------------------------------
AATTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCACAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAAACTGTACTAATGTCACCTGTACTGATAACAGC-------------------
-------------------------------------------------------------------------
----------------------------------ACCTGTAAGGGTAACACAAGTGAAATAAAA---
AATTGCTCTTTCGACACAACCTCAGAAATGGAA---------------------------
GATAAGAAGAAAAGACAGAATGCACTT---TTCTATGCACTTGATATAGTCCCACTTAATAAC----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGAATAATAAGTTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATTACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAG----
-----------GATGCTGTAGAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAACC-----
-AGTGTGAGGATA------------GGCCCAGGACAGACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------CGACAAGCACATTGT---AACATTACTGAAAGC---
AAGTGGAATAACACTTTAAAAAAGGTAACAGGAAAATTAGGA---------------GAATACTTCCCT----
-----------------------------------AATCGAACAATACAATTTGCA------
CCATCCTCAGGAGGAGATTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCACTGTATCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTACGATGAAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATCAGTAATTACACAAACACAATATAT---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAGTTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY463226 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATACTACTGGGAATAACATC----------------------
-------------------------------------------------------------------------
-------------------------------------GAAAATAACATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---TTTTATAGACCTGATATAGTACCACTTAGTGGG----------
-------------------------------------------------------------------------
-------------------
AGTAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACTGGGCCATGCCATAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAAATCTGAAAATATGACAGACAAT---------GTCAAGACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAC---------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGAACGC---
CAATGGAACATAACTTTAGAAAGGGTAAAGGAAAAATTAAGA---------------GAACATTACCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCTTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATGCCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAAGAG----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTACTTAATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTTGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY463222 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAGGGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACATTGTACAAATGTAACCTACAATACT-------------------------
-------------------------------------------------------------------------
-------------------------------------AGCATGGATATGGATGGAGAAATAAAG---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAGGCGTATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAAGGAT----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATATATTAATAAATTGCAATAGCTCAACCATAACACAG---
GCCTGTCCAAAGGTTACGTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGATAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAATTATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTACCC---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCATCTTGT---AACATTAATGGAACA---
AAATGGAACACAACTTTACAAAAGGTAAAGAAGAAATTAGGA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCAGCCTCAGGAGGGGACTTAGAAGTTACA---ACTCATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAACAGATATTTGG------AAT------
AACATGACATGGATACAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGGAAAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATCAGTCTATTCGATACTATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGAAACAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACTAGAATAAGACAGGGCTTTGAAGCAGCGTTGCTA---TAA 



>JX845606 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATATGGGACAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCTACCATAAGTGGTAATAATACT----------------
-------------------------------------------------------------------------
-------------------CACAGTAATAATATGTATAATAATAGCATGTATAAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAATA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAAACCTGATATAGTATCAATTAGTGGGAAT-------
-------------------------------------------------------------------------
----------
ATTAGTGAGAATAACTTTACAGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGCTCTAAAAATCTGTCAAACAAT---------ATCTACACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAGTTGTACAAGACCCGGTAATAATACAAGAAGA-----
-AGCATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAAATAGTCCT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATGCTTCT---
AGTTGGAACCAAACTTTAGAAAGGGTAAAGGAAAAATTAAAA---------------GAACACCTCCCT----
--------------------------------AACGCAACAACAATAAAATTTCAA------
CCACCCTCAGGAGGGGATCTAGAAGTTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACGAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAACCTCTACCAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCATGATATAC---
AAGTTGCTTGAAGAATCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAGAACTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTCTTGGT---
GTACTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGGAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF146947 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAAATGTAACAAGTTTAATGCTACCAATACTACCAATAGT-------------
-------------------------------------------------------------------------
----------------------AATAGTGTTGCCTACAATGAAAGTGCCATGTATGAAATGAGA---
AATTGCTCTTTCAATTCAACCACAGAACTAAGA---------------------------
GATAAGAAAAGGAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTTAAGAGGAGAGAA----
-------------------------------------------------------------------------
-------------
GAGAATAATGGGACAGGAGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGTTTAAT----



-----------CAATCTGTACCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGTGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAGAAGT---
AAATGGAATGAAACCTTACAAATGGTAGGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGCA------
CCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGAGATTTGG------GAA------
AACATGACATGGATGCAGTGG---GAGAGAGAAATCGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAATCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AY838568 
GTG---GTG------------------------------------------GGAATG---
TGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACTAGAAATAGTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTAGTAATGTTACCAATAATAATGTTACCAATAAT-------------
-------------------------------------------------------------------------
-------------------------AATGTTACCTACAATGAGACAAGTCTTACAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTAATAAAA---------------------------
GATAAGAAGCACCAAGAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------
GAGAAGAACAGTACAGGGTATAGATTAATAAATTGTAATACCTCAAAAATAGCACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACGTTACTGTACTCCAGCTGGATTTGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGAAAGACAAT---------GTTAAAACAATAATAGTACGGCTTAAT----
-----------GAAACCATAAGG---------ATTAAGTGCATAAGACCCGGCAATAACACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTGAAGGT---
GATTGGAATAAAACCTTAAAAGGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATCTTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTGAAGGTGATATTTGG------AAT------
AAAATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCATAATATAC---
AACTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAGGGATTTATTAGCATTGGACAAGTGGCAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGACTTCTTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AY463228 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACATTGTACAAATATTACAGGTACCAATAGTACAGGT----------------
-------------------------------------------------------------------------
-------------------------------GTCAATATTACAGATGCCCATGAAGAGATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAGACAGCAAGCGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAAGGAGGGA-------
-------------------------------------------------------------------------
----------------
AGCAAAAACCCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGTCATAAC-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACA---GAC------
---------ATCATAGGAAACATA------------AGAGAAGCATATTGT---AATATTACTAAAGAA---
AATTGGAACACAACTTTAAAAAGGGTAAAGAAGAAATTAGAA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAC------
ACATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGGAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACCCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAACTACACATACACAATATAC---
AAGCTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTACATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGGATTTGTAGGGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>EU161645 
GTG---GTG---GGA---------------------------------
AACGGGAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGGATATGAAAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGAAATATTACCAAGGTT----------------------------
-------------------------------------------------------------------------
-------------------------------------------AATGATACTGGGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAGTAAGA---------------------------
GATAGGAAACACAACCAGTATGCACTT---TTTTACAAACTTGATATAGTACCACTTAGTGAGAAGAGT----
-------------------------------------------------------------------------
----------
AACTCTAGTAGCTCTAGTGAATCATATAGATTAATAAATTGTAATACATCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATCTGTCAGACAAT---------GCCAAAACAATAATAGTACATCTGAAT----
-----------AAATCTGTACCA---------ATTGTGTGCACAAGACCCAACAATAATACAAGAACA-----
-AGTACAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---



GATTGGAATAAAACTTTAGATATGGTAGAGAGAAAATTAAAA---------------GAACACTTC-------
-----------------------------------AATAAAACAATACAATTTGCA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATGATACTTGGAGT-----------------
----------------------------AATAAAACTCGAGATGAGATTTGG------AAT------
AACTTGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACACCATATAC---
AGGTTGCTTGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAGGAGTTACTAGCATTGGACAAGTGGAACAATCTGTGGAGTTGGTTAAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGGG---
GGAACAGATAGGGTTATAGAATTCATACAAAGAATCTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>FJ846632 
AGG---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTATGTGTCACTTTAAATTGTACAAATGCCAATGTTACCTACAATAATGCT----------------
-------------------------------------------------------------------------
----------------------------ACCTACAATCAGAATAACATGACTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAACAGAGTGCGTATGCACTT---TTTCATAGACCTGATATAGTACCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------
AGCAAGAAAGGGTATATATTAATACATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCACTAAT-----------------------
-GTCAGC---TCAGTGCAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAGTTAGATCTGAAAACCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAG----
-----------AAATCTGTAGCA---------ATTGTGTGTACACGACCCGACAATAAAATAAGCATG-----
-AAAAGGATAAAG---------ATAGGACCAGGACGAGCA---TTC------GTTGCAACAAAGGGC------
---------ATAAAAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAGACCA---
GACTGGAATGAAACTTTAGAAGGGGTAAAGAAAAAATTAAAA---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCTAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAGCATATCAAAATGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>AY529672 
GTG---GGG------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACTAGAAATGGTTTTAGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACATGTACTAATGTTAAATGTCATAATTATACTGATTATACTGATAAT----
-------------------------------------------------------------------------
----------------GTTAATACTACTGTTATTTGCAATAATACCATGGGGGCAGAAATGAAA---
AATTGTTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAGCACAAGGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGGAACTAAT----
-------------------------------------------------------------------------
----------
GATTCTAGTAATAATCCTGGTGATTATAGATTAATAAATTGTAATTCCTCAACTGTAACACAA---
GACTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGATGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTTAAAACAATAATAGTACAGCTTAAT----
-----------AAATCCATAGAA---------ATTGTGTGCACAAGACCCAACAATTACACAAGAAAA-----
-AGACTAAGGATA------------GGACCAGGATACGCA---TTC------TATGCAAAAAATGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTGGA------
GACTGGAATAAGGCCTTACAAAATGTAAGTAAAAAATTACAA---------------GAATACTTCGGT----
-----------------------------------AATAAAACAATAATATATGCA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAAACTTATGATGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACATAATATAC---
AATTTACTTGAAGACTCGCATTTCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGAGTTGTTAGCATTGGACAGGTGGCAAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTAGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGACAGGATTATAGACTTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAACCTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>AY463237 
GTG---GTG---GGA------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGGTGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTCACTTTAAACTGTACAGATGTCACTTTAAACTGTACAG
ATGCA--------------------------------------------------------------------
-------CAAGTTAATGCTACCAAAAATAATACCCTCCCTAATGACAGGGAAGGAGGCATGAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAAACCTGATGTAGTATCACTTAATAAT----------
-------------------------------------------------------------------------
----------------------
AACTCTAATGAATATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATACGGCATTCAAT------GGGACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGAAG------------
ATAATAATTAGATCTGAAAATATGACAGACAAT---------ATCAAAACAATAATAGTGCAGTTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAGTGGAACGAAACTTTAACAAAGGTAAAGGAGGAATTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAACCTTTGCT------
CCATCCTCAGGAGGAGATCTAGAGGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTACTGTATCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AAGAAATCTATAGACGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACGGACATAATATAC---
AAGTTGCTTGAAGAATCGCAGACACAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAACCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGAAGGAGGCTTGATAGGTTTGAGGATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAGGAATAAGACAGGGTTTTGAAACAGCTTTGCTA---TAA 
>KC863203 
GTG---GGG------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCATTAGAAATGGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATATCACTTGTACTAATGTTACTAAGAATGGTACC-------
-------------------------------------------------------------------------
-------------------------------------TGCAATACCACAGATACAGAAATAAAA---
AATTGCTCTTTCAGTACAACCACAGAACTAAAA---------------------------
GATAAGAAAAACAGAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------
AGGGATAACAACTCTAGTGGGCAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATCCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTCAGT---ACAATACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATAATAGTACAGCTTAAT----
-----------AGGTCCGTAGAA---------ATTGTGTGCACAAGACCCAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGAAAGT---
GCCTGGAATAAAACTTTACAATGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACATAATATAC---
AAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACGAAGAATTTGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AY463223 
GGG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATAAGTATTTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGCAAAATTTAATAAGGACAATGCTACCAATAAT-------



-------------------------------------------------------------------------
-------------------GGTAGTGCTACCTACAAGGAGGATGACATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGCAAACGTATGCACTC---TTTTATAGATCTGATGTAGTATCAATTAATAATGATAACTCT-
-------------------------------------------------------------------------
----------
AGTGAGCATAAGAACTATAGTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
GAATGGAACAATACTTTAAACAGGGTAATAAAGAAATTAGGA---------------AAACACTTCACT----
-----------------------------------AATAGTACAATAAAATTTGAA------
CCACACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATGGAAAGATACCTGAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCACCTGCACCACTGCTGTACCGTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGATACAATATAC---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGCTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAACATTCATCATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCCGAA---
GGAACAGATAGGATTATAGAACTTATACAAAGAATTTGTAGAGGT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>DQ351235 
GGG---GGG---------------------------------------------
AACTTGCGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATATAACTGGTACAGTTGAT----------------------
-------------------------------------------------------------------------
----------------------------------ACAAATAGAACTGATATTGCAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGGAGGAATATGCACTT---TTTTATAAACTTGATATAATATCACTTAATAGCAATGCC----
-------------------------------------------------------------------------
-------------
AAGAATAGCAGTACCAGTGAATATAGATTAACTAATTGTAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAC---AATAAGACATTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGTGAA------------
ATAATAATTAGATCTGAAGATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTAACTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACTAGCGCATTGT---AATATTAGTAGAAGT---
CAATGGAACAAAACTTTACAAAGGGTAAGTAAAAGGTTACAA---------------GAACTCTAC-------
-----------------------------------AATAAAACTATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATTTGCACCACCAATGTGCCTTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGATGAGATTTGG------GAG------



AACATGACCTGGATGCAGTGG---GAGATGGAAATTAGTAATCACACAGATACAATATAC---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGCG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCAGAA---
GGAACAGATAGGATTATAAGATTCATACAAAGCCTTTGTAGAGGT----------------------------
--------ATCCGCAACGTA------CCAAGGGGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ351222 
GTG---GAG------------------------------------------
AGTAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGACGCCAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAGGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATTACAATGGTAGCCACTACAATGAT----------------
-------------------------------------------------------------------------
-------------------------------AGCATCAATGCTAGCATAAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGCGCATGCACTT---TTTTATAGACCTGATATAGTACCACTTAGGGGG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATATATTAATAAATTGCAATACCTTAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGAGCCAATTCTTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGGGGAG------------
ATAATAATTAGATCTGAAAATCTGGCAAACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------AAAACTATACCA---------ATCGTGTGCACAAGACCCAACAATAGTACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAC---
CAGTGGAATATAACTTTAGGAAAGGTAAAGGAGAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTGAA---
CCATCATCCCCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAGACAGCTTCAGACAAGGGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTACTGTGCCTTGGAACCCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATATGG------GAT------
AACCTGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAGACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATAATAGTAGGAGGCTTAA-AGGCTTGAGAATAATTTTTGGT---
GTGCTTTCTACAGTG---------AACAGGGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGACTTTATAGAGCT----------------------------
--------ACCCGTAACATA------CCTGCAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>DQ351218 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---ACAGGTGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAACGCTACTGTTACCCGTCATGATAATACC-------------
-------------------------------------------------------------------------
----------------------------ACCTATACCCATAATACTAGCATGATGGGACTAAAA---
AATCGCTCTTTCAATACAACCACAGAACTAAGG---------------------------



GATAAGAAACAGAAAGTGTATGCAATT---TTTTATAGACAGGATATAGTACCACTTAATGAGAATAATAGC-
-------------------------------------------------------------------------
-------
TCTAGAGAGAATAATAGCTCTAGAGAGTATATATTAATAAATTGCAATACCTCAACCGTAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGT------------
ATAATAATTAAATCTGAAAATCTGGCAAATAAT---------GTCAAGACAATAATAGTACACCTTAAT----
-----------AAATCTATAGAA---------ATTATGTGCACAAGACCCAACAATAATACAAGGAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAAATAGC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGGGGA---
AATTGGAACAAAACTTTAGAACAGGTAAAGAAAAAATTAAAG---------------GAACACTAT-------
-----------------------------------AATAAAACAATACTATTTGAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCATTCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAGGCATAATATAC---
AAGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCCTGTGGAATTGGTTTGGCTTAACAAAATGGC
TGTGGTATATAAAAATATTCATCATAATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGA---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTCTTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATTGAAGTAGTACAAAGAATCTTTAGAGCC----------------------------
--------TTCTTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>DQ447269 
ATG---GAA---------------------------------------------
AACTTATGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTAGGGAGGTTAATAATGCCACAAACAGTACCATG-------------
-------------------------------------------------------------------------
----------------------------AATAACAGTACCATGAATAATAGGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCTCAGAAATAAGA---------------------------
GATAAGAAAAAGAAGGAACATGCTCTT---TTTTATAGACTTGATATAGTACCACTTACAAGT----------
-------------------------------------------------------------------------
-------------------
AACAGTTCCACTGATTATAGATTAATAAATTGTAACACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGCAAATATAACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGGCCCGGCAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AATATTAGTGAAAAA---
CAATGGAATAACACTTTAAAAAAGGTAAGCAAAAAATTACAA---------------GAACACTTC-------
-----------------------------------AATAGAACAATACAATTTAAA------
CCATCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCTAGATAATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTAGTAATTACACAGATACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAAAAAGATTTGCTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGCAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAGGAGAATAAGACAGAGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ369978 
GGG---GTG---GAG------------------------------------
AAGGAGAAGTGGGTTACAGTCTATTATGGGGTATCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAATAGTACTACAAAA----------------------
-------------------------------------------------------------------------
-------------------------------------ACTACCACAGGTCCTGTAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAGAGCATATGCACTT---TTTTATAGACCTGATACAGTGCCACTTAGTGAG----------
-------------------------------------------------------------------------
----------------
AATAAGAATAGTACTGAATATATATTAATAAATTGCAATACCTCAACCATAACTCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGGAAATCTGACAGACAAT---------ATCAAAACGATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAT---------
---------GTAATAGGAAATATA------------AGACAAGCATATTGC---ACCATTAGTCAAGGA---
AAGTGGAATAAAACCTTAGAACGAGTGAAGGAAAAATTAGAA---------------GAACACTAT-------
-----------------------------------AATAGAACAATAGAATTTCAA------
CAACACTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAGGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAGCTCCAATTGGAGT-----------------
----------------------------AATAAAGCTCAAAAAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGATGTAATATAC---
CAGTTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTATAGTAGTACAAAGAACTTATAGAGCT----------------------------
--------ATCCGCAGCATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>DQ351225 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
GCTACCCTATTCTGTGCATCAGATGCTAGGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGAATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTATAAATGTAAATGTTACCAGTAAAGGTGGAAATGTTACC-------
-------------------------------------------------------------------------
-------------------AGTAATGGTACTGCTACCTACAAGGAGATGGAGGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGAAAACGTATGCACTT---TTTTATAAACCTGATGTAGTACCACTTGATGGG----------
-------------------------------------------------------------------------
-------------------



GCTAACTCTAGTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGCGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATGAATTGTACAAGACCCAACAGTAGTACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGGAGCT---
GCTTGGAATAGAAC-TTACAAATGGTAAGTAAAAAGTTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACCATAAGATTTAAT------
TCATCCTCAGGAGGGGATCTAGAGATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATATAGAAATTAGTAATTACACAAAAACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCACTGGACAGTTGGAAAAACCTGTGGTCTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTCATACAAGGAATTTGTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ396367 
GGG---GCG------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATTAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGATG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATATACCCAGTAATGATACCAGTGAAAGTAAGACT-------
-------------------------------------------------------------------------
----------------------ACCATGGCGCCCTTAATTGGTAGTATGAAGAAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAATCGGAAAGAATATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AATAATGAGAACAACTCTTATATATTGATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGCTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAGCAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAAGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAGAGAG---
CAATGGAACAAAACTTTAGAACAGGTAAAGGAAAAATTAAGA---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAGAATTCCAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACGCATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATACACAATATAT---
AGGTTGCTTAAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAGTGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGACAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCA---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTTGCTATTAGTCTGCTTGATAGCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAATACAAAGACTTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTA---TAA 
>DQ351226 
GTG---GCG------------------------------------------
GGGAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGGTGCATGAGGATATA---
ATCAGTTTATGAGATCAAAGTCTA---AAACCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACCCTAGACTGTAGACAACCTCAGATTAACGATACTGGT-------------------
-------------------------------------------------------------------------
-------------------------------TTTAGTAATAGTAGCATGACAGAAGAAATAAGA---
AATTGTTCTTTCAACACAACTACAGAAATAAGA---------------------------
GATAAGCAAAAGAAAATGTATGCACTT---
TTTTATAGATCTGATGTAGTACCACTTAATGAGGAAAACAGAAACTCTAGAAAC-------------------
--------------------------------------------------
TCTAGTAACTCTAGTAACTCTAGTCAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAG---
GCCTGTCCAAAGGTCTCCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATCATTAGAGCCAAGAATCTGACAAACAAT---------GCCTTCACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTATAAGACCCTACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAGCA---TGG------TTCTATACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTAAAACA---
AATTGGAACACAACTTAGGGAAGGGTAGCGGAAAAATTAAAA---------------GAGCACTTCCCT----
-----------------------------------AACAAAACAATAACGTTTGCA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGGA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAGGCCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGGGAAGTCTGTGGAGTTGGTTTGCTATATCAAATTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTTTCTATAGTG---------CAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAGTTTATAGAGCT----------------------------
--------ATCTGTGCTATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ369985 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGCGCATCGGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGCCACTTTAGATTGTAATGATGTTAATAATACCACCAGA----------------------
-------------------------------------------------------------------------
----------------------------------GTTGATAATAATACCATTGGAGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGAGAAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGGGG-------
-------------------------------------------------------------------------
----------------
AATAACAGTTCCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAA----
-----------AAACCTGTAAAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGAAG-----
-AGTGTGAGAATA------------GGACCGGGACAAACA---TTC------TATGCAACAGGAAGT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
GAATGGAATGAAACTCTAGAAGAGGTAGGTAAAAAATTACAA---------------AAACACTTCCCT----
-----------------------------------AATGCAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAGCACAATATAC---
AGGTTACTTGAAGACTCGCAAAAACAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAGGAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>DQ369996 
GTG---TTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGTCACTTTAAATAGTACAAATGTCACTTTAAATAATACAAATGCTA
CT-----------------------------------------------------------------------
-------------GCCGGTAATAGTGCAAATGCTACTGTCAGTGAGGATAAGGAAGAAATGAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATAGACTTGATATAGTGCCACTCAATGAG----------
-------------------------------------------------------------------------
-------------------
GGTGATAATAACAGCTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
GTAATAATTAGATCTGAAAATCTAACAAACAAT---------GCCAAAGTAATAATAGTACAATTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTGCAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGGCCAGGACAAACT---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGGACAG---
GATTGGAACACAACTTTACAAGAGGTAGGAAAAGTTTTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGATCTGGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAAATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATTGCAGTGGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAGAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 



>DQ445633 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACACAGGCGGCTACTAATGCTACCTCCATTAATACCTCC-------
-------------------------------------------------------------------------
-------------------ATTAATACCACGAATGGAGGCATTAACATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
AATAGGGAAAAGAAAGAGTATGCACTT---TTTTATAGATCTGATATAGTACCATTTGGTAAG----------
-------------------------------------------------------------------------
----------------
CAAAATAATGGGAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGATATCTTTTGACCCAATCCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAA------------
ATAATAATTAAATCTGAAAATCTGGCAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTGCAAGACCCGGCAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACGTTAGTAGAAAA---
GAGTGGAATAAAACTTTAGAAGGGGTAAGGAAAAAATTAGAA---------------GAACTCTACCCT----
-----------------------------------GGTAAAAATATAACGTTTGGC------
AATCACTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCATAATATAC---
AGTTTGCTTGAAGTCTCGCAAAAACAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACTAGATTTATTAGAATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTACTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTAGTAGTCTGCTTGATACCATAGCAATAACAGTAGCAGAA---
GGAACAGATAGGTTTATAGAAATCATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCCTTGCTA---TAA 
>DQ369979 
ATG---GAG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---GAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATGCCAAGTATAACTATACCACATATAAC-------------
-------------------------------------------------------------------------
----------------------------TATACCACCTACAATGATAGCAGGGGTGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGAATGCATATGCACTT---TTTTATAGAGCTGATGTAGTACCACTTAATAAG----------
-------------------------------------------------------------------------
-------------------
TCTGATGAGTATAAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGGAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAGCAAT---------ACCAAAACAATAATAGTACACCTTAAT----



-----------AAGTCTCTATCA---------ATCGTGTGTACAAGACCTAGCAATAATACACTAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCCACAGGTAAA------
---------ATAATAGGAGACATA------------AGAGAAGCACACTGT---AACATTAGTGAAAAA---
GAATGGAACACAACTTTGGAAATGGTAAAGAAGAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATCTTTAGA---
TCACCATCCCCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGGAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTATGGGT---
GTGCTTGCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAGGTACTGCAAAGAATTTATAGAGCT----------------------------
--------ATACGCAACATA------CCTAACAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 
>DQ369984 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAACGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAGTTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATTTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTATGTGTCACTTTAAACTGTACAAATGTTAATGTTAATGCTACCAGGAATGATAATGCTACC----
-------------------------------------------------------------------------
----------------GGTAGTGGTAATACTACCCACATTGATAACATAAAGGAACAAGTAGTA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAAAAACAGAATGTGTATGCACTC---TTTTATAGATCTGATGTAGTACCATTTAAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAACTCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAATAATAACAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
GTAATAATTAGAGCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTAGGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTACTACA---
CAATGGAATAAAACTTTAGACAAGGTAAGAGAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCATGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGCAGAAATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATACTTACACAAGCACAATATAC---
AGCTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGCTTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTCTTGGT---
GTGCTTACCATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGCAGCTGAA---
GGAACAGATAGGATTATAGAACTTATACTAAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ396364 
GTG---ATG------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



GCTACTCTATTCTGTGCATCAGATGCTAGAGCATATGAAAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAGAAGTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGCGTAAAGCTG---
ACCCCACTTTGTGTCACTCTAAACTGTACCAATATTGCCACTAATATTACCACTAATGTT-------------
-------------------------------------------------------------------------
-------------------------ACCAATGATGTTAATAATACCATGACGGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAAA---------------------------
GATAAGAAAGAGGGGGTGTATGCACTT---TTTTATAAACTGGATATAGTACCACTTGATAAGAAC-------
-------------------------------------------------------------------------
----------------
AGTAGTAACAGTAGTATGTATAGATTAATACATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCTGGTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTATAGAC---------ATAGTGTGTACAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAGCAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCAGAGCT---
GAATGGAATGAAACTTTACAAGGGGTAGGAAGAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------GATAGCAATATAACATTTAAA------
CCACATTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTATTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAGAACTAAAAAGGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACATAATATAT---
GACTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACTTATTAGCCTTGAACAATTGGCAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTGTAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATAACGTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTCATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ369986 
GTA---ATT------------------------------------------
GGGCACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCTTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAGAGTGTGATAAGCTCAATGATATCAGT-------------------------
-------------------------------------------------------------------------
----------------------------------------AAAATCAATGCCACGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGG---------------------------
GATAAAAAACGCAGAGAGTATGCACTT---TTTTATAAACTTGATATAGTATCAATGGGGAAC----------
-------------------------------------------------------------------------
-------------------
TCTACTAACTCTACTTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACGGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACAGTTTAAT----
-----------AAATCCTTAGAA---------ATTGTGTGCACAAGACCTCACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGATGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAGA---



GAATGGAATGAAACTATGCAAAGGGTAAGTAAAAAATTAGAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACGATAATATTTGAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCGATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCCCAACAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGATAATTACACAAGCATAATATAC---
AGGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAACATAACAAACTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGGACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ369980 
GGA---GAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---AAGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGATTTGATA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTAATAATAGCAAAGTAAGCAATGAATCCAAC----------------
-------------------------------------------------------------------------
----------------------------AGTAATAGCACAAGCATAGATAAAGAGATGATGATG---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAAGAAAAGAAAGAAAATGCAGTG---TTTCATAGGCTTGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
-------------------
AGCAACTCTAGTGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGACCATGCAATCAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTTTCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAGCCTGTAGAG---------ATTAACTGTATAAGACCCGGTAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACTAGCACACTGT---AACGTTAGTGCAGAG---
GCATGGAATAAAACTTTACAACAGGTAGGAAAAAAATTGGCA---------------GAACTTTTCCCT----
-----------------------------------AATAAAACAATCAAATTTAAC------
TCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTTAACTGTGGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTTTAGAAAGATACCTAAGTGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGACACTTGGAGT-----------------
----------------------------AATAAATCTGAAAATGAAATATGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAGTTAGCAACTACACAAGCATAATATAC---
AGCTTGCTTATGGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGCATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATGGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTATTACAAAGATTTGGTAGAGGT----------------------------
--------ATCTACCACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ396385 
GTG---ATG------------------------------------------
GGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTAGTAAGTTTAATGGTACCAGTAATAATAATGGT-------------
-------------------------------------------------------------------------
-------------------------ATCCGTAAGGCTAACTATAATGATACCATGGACATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGCATATGCACTT---TTTTATAGACAGGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAGGGG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTCTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCT------
---------ATAATAGGAGAGATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGAATAAAACTTTACAAGGGGTAGTTAACAAATTAGCA---------------GAACACTTCCAT----
-----------------------------------AATAGAACAATAAAATTTGCA------
CCACATTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTGCAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTATTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTGATTACACAGACACAATATAT---
AGGCTGCTTGCAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------GATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ369987 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAACCATGTGTAAAGATG---
ACCCCACTCTGTGTCACTTTAAACTGTGAAAATGTTAATGCTATCAGTAATGTTACC----------------
-------------------------------------------------------------------------
-------------------------------TATAATAATAATACCATGAGTGGAGAAATAAAA---
AATTGCTCTTTTAATGTAACCACAGAAATAAGG---------------------------
GATAAGAAAAATAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AAGGGCAATTCTAGTGAATATAGGTTAATAAATTGTAATACCTCAACATTAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATCAAGCCTGTAGTAACCACT---
CAACTACTGGTCAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGAACTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTTTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATACCAAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGAAGGA---
AAATGGAATAAAACTCTACAACAAGTAGTTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTCAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAGACGAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAACTCCAGTTGGAAT-----------------
----------------------------AATAAATCTCAGGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAAACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTGTTAGCACTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCAATTAGTCTGCTTGATATCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGCAGTATTGCAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGATTTGAAGTAGCTTTGCTA---TAA 
>DQ369988 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTTTGG---ACAGAAGCAAAA---
ACTAGTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTATGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACAGTGTACCAATGTTACCAGTAATGGTACTAGTAGCTCCAATAACACT----
-------------------------------------------------------------------------
----------------GTTACCAACAATAGTAGTACTAGTAGCCCCAATAATAATGAAATGACA---
AATTGCTCTTTTAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGAAAGCGTATGCAATT---TTTTATAGATCTGATGTAGTGCCACTCGAGGGG----------
-------------------------------------------------------------------------
----------------------
AATAAGAGTGAGTATATATTAATAAATTGCAACACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAC------------
ATAATAATTAGATCTGAAAATATGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATACCA---------ATTGTGTGTACAAGACCCAACAATAATATAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATAATGAC---
ACATGGAACAGAACTTTAGAACGGGTAAAGGAAAAATTGGAA---------------AAATACTATCCT----
-----------------------------------AATAGAACAATACAATTTGCA------
CCAGCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAGTCTCATCATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAACTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAAACTTCCTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ396373 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTACTCTGTGCATCAGATGCTAA-GCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAGATGCTAATGTTACCAGGATT----------------------



-------------------------------------------------------------------------
----------------------------------GGTAATGAAAGCATGCAGGGAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAAGAGAGTGTTTGCACTT---TTTTATAGACCTGATGTAGTACCACTTAATGAGAATAGC----
-------------------------------------------------------------------------
----------
TCTGGTAGGAATAACTTTAGTGAGTATATATTAATAAATTGCAATACCTCGACCATAACACAA---
GCCTGTCCAAAGGCCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTTTAAAGT
GTAAT---AATAGGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GTTAACTCAATAATAGTACACCTTAAT----
-----------GAATCTATAAAA---------ATTCATTGTAAAAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGCT---
GACTGGAATAAAACTCTACAAAAAGTAGGTGAAAAATTAAAG---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAGTTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGACAATTACACAAACACAATATAC---
AGGTTGCTTGAAAAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACTATAGCAGTAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAACTCATACAAAGACTTTGTAGAGCT----------------------------
--------ATTCGCAACCTA------CCTAGAAGAATAAGACAGGGGTTTGAAACAGCTTTGCTA---TAA 
>DQ396374 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTACTACTGTTAAGGTTGGG----------------------------
-------------------------------------------------------------------------
-------------------------------------------AATAATACTGATAATGCCAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAACAGAAAGCGTATGCACTT---TTTTATATACCTGATGTAGTACCACTTAACAGGGAG-------
-------------------------------------------------------------------------
----------------
AATGAGAATGGTAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAATAATAATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGTATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATGATTAGATCTGAAAACCTGAAAGACAAT---------ACCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTCTAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAAATGAA---------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAGTAAGGCT---
AATTGGACCAAAACTATAAAACGGGTAAAGGAAAAATTGGAA---------------AAACTCTACAAT----
--------------------------------AACAATAAAACAGTAATATTTCAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACACATAACTTTAATTGTATGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTACCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGACATTTGG------GGT------



AACATGACCTGGATGGAGTGG---GATAGAGAAATTAATAACCACACAGACATAATATAT---
AGGTTGCTTGAAGACGCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTGCTCCCTATAGTG---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTACTA---TAA 
>DQ369989 
GTG---GTG------------------------------------------
GGGAACCTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAAGCTAAAACATATGAGAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAGAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTCTATGGGACCAGAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACCTTAAATTGTACTACCTTAAATTGTACTACCTGCAATACT----------------
-------------------------------------------------------------------------
----------------------------ACCATGGGCAATATTACCATGGGTACAGAGATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAGACAGAAAGCATATGCACTT---TTTTATAGATCTGATATAGTACCACTTGATAGG----------
-------------------------------------------------------------------------
----------------------GATAATAATAAT------------------TCTAG-
TCAACCATAACACAA---
GCCTGTCCAAAGGTCAACTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GTCAACACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAAGAGATATA------------AGAAACGCACATTGC---AACATTAACAAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAGCACAATAGAATTTAAA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGATATATGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAAATACACAAGCACAATATAC---
GAGTTGCTTGAGGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTGTTAGCATTGGACAAGTGGCAAAATTTGTGGAGTTGGTTTAACATAACAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGGGGCCTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTATCTATAGTA---------AAGAAGGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGTTTATAGAATTCATACAAAGGGTTTGTAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGTTTTGAAACAGCTTTGCTA---TAA 
>DQ396375 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGACGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTTGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATTACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTTAAAGTTAATGTTACCACTAATGATAATGCTACCAGC-
-------------------------------------------------------------------------
-------------AATACTAACATTACTAGCATAAATAATAGCAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------



GATAAGCAACAGAAGGCGTATGCACTT---TTTTATAGACTTGATGTAGTGCCAATTGATAACAAGAAT----
-------------------------------------------------------------------------
-------------
GACTCTGATGAGACTAGGGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTAACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGCATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATTAAATCTGAAAATATGAAAGACAAT---------GGCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTATAGAA---------ATAAAGTGTACAAGGCCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGCT---
AAATGGAACACAACTTTAGAAGAGGTAAAGAACAAATTAAAA---------------
AGATACTACTTTAATGGA---------------------------ACAATAGATGGAACAATACAATTTCAA-
-----CCATCCTCGGGAGGGGATCTAGAAATTACA---ACACACACCTTTAATTGTATGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGAAATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACATAATATAC---
CAGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCCTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCATCTTTGCTA---TAA 
>DQ396389 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCCTATGACAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGATCTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAAATGCAGGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACTAATGCTACCAGTGCCAGTAATGGT-------------------
-------------------------------------------------------------------------
----------------------------------ACTAGTTTCAATAATAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGACAAAGAAAGAATTTGCTCTT---TTTTATAGGCTTGATATAGTATCACTTGATGGG----------
-------------------------------------------------------------------------
----------------
AATAGTAATAATAGTGAGTATAGATTAATAAACTGTAATACCTCAGCTGTAACACAA---
GCCTGTCCCAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGAGCTAAAAATCTGGAAAACAAT---------GTCAACACAATAATAGTACACCTTAAT----
-----------AAATCTGTAGAC---------ATTGTGTGCACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAAAAAT---
AAATGGGATGACATCATGCACCAGGTAAGTAGAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAATACAATACAATTTAAA------
CCAGCCTCAGGGGGGGACTTAGAAATTATA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGTCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCAGAAGAGGACATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGTATAATATAT---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------



AAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAACAGTCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCTCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ396376 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACATTGTAGCACTGTTAATGCTACCGCTAATAGC-------------------
-------------------------------------------------------------------------
-------------------------------AATGCTACCATTAATGGTACTGAAGAAATGAAA---
AACTGCTCTTTTAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTTTCTGCACTT---TTTTATAAATCTGATGTAGTACAGCTTAATGGG----------
-------------------------------------------------------------------------
----------------------
AATGGGAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAT------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATAAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACT---GAA------
---------GTAATAGGAGACATA------------AGACAAGCATATTGT---AGCATTAGTGGA-------
--TGGAACAAAACTTTAGAACGAGTCAAGGGAAAATTAGAA---------------AAACACTTT--------
----------------------------------AATAAAACAATACAATTTAAA------
CCAGCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAGCTGCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCATAATATAC---
AGATTGCTTGAGGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGACGAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTGGGT---
GTGCTCTCTATAGTG---------AAAAAAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTGGCTGAA---
GGAACAGATAGGATTATTGAAGTACTGCAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ093591 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
GCTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTGGTG---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTATTTGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTATATTGTACACAAGTAGAAGCTAATGCTACCAGTAATAGTAAT----------
-------------------------------------------------------------------------
----------------------GCTACCCTCAATAATAATGATACCATAGATAGAGAAATGAGA---
AATTGCTCTTTCAATACCACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAACATATGCACTC---
TTTTATAGATCTGATATAGTGCCAAGTGATGAGAAAAAATCTGAT----------------------------
-----------------------------------------



GAGAAAAAATCTAATAGTAGTGATGATAATGGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACAC
AA---
GCCTGTCCAAAGGTCACTTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTAACTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATAGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGTAGCA---
AAATGGAACGCAACATTAAAAAAGGTAAAAAAGAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACGATAAACTTTACA------
ACACCCTCAGGAGGGGACCTAGAAGTTATA---ACACATATGTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCGTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGACATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCACAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGACCTATTAGCATTGGACAGTTGGAACAGCTTGTGGAGTTGGTTTGACATAACAAGATGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGATTGAGAATAATTTTTTGT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACTAAGAATTTGTAGAGCC----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ351219 
GTG---ACG------------------------------------------
GGGAATTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAGGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCTAACCCACAAGAGTTATATTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAGAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAAATTGTACTACCTACAATAATACCAAGGATAATAGTACCACCAGTAAT----
-------------------------------------------------------------------------
-------------------ATCAGTAATAGTAGTATTATCCACAATAATGCTGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---
TTTTATAGACCTGATTTAGTACCACTTAAGGAGAACTCTAGTCCG----------------------------
-----------------------------------------------
AAGAACTCTGGTAGTGAGGGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---ACTGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATATTACAGACAAT---------GCCAAAACAATAATAGCACACCTTAAT----
-----------GCACCTATACAA---------ATTGAGTGTACAAGACCCAACAATAATATAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGGGACATA------------AGACAAGCATATTGT---CACATTAATAAAACG---
GCATGGAACAAAACTTTAGACCAGGTAAAGAAAAAATTAGAA---------------GGATATTTCCCT----
-----------------------------------AATAAAACTATAAAATTTCAG------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCGGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGGAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAGACACAATATAC---
TGGTTGCTTGAAAAATCGCAGATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGAATTGTTAGCATTGGACAGCTGGAAAACCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTGGGT---



GTGCTTGCTATAGTG---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAGTGCAAAGAATTTGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAACAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ351229 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAGATAATGTTACCAGTAATGGT----------------------
-------------------------------------------------------------------------
----------------------------------ACCAGTATTAGCCAGGATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAATGTGTATGCACTT---TTTTATAGAACTGATGTAGTACCACTTAATGAC----------
-------------------------------------------------------------------------
----------------
AATAACTCTAGCAATAAATATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTATACATGGAATTAAGCCAGTGGTCTCAACT---
CAATTACTGTTAAATGGTAGCTTAGCAGAAGAAGAA------------
ATAATAATTAAATCTGCAAATCTGACAAACAAT---------GCTAAAACAATAATAATACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTGTAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGA---------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AATGTTAGCGAAAGA---
CAATGGAATAAAACTTTACAAATGGTAGTTAGAAAATTAAAA---------------GAATATTTCCCT----
-----------------------------------AATAAAACAATAGCATTTAAC------
TCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
AAGTTGCTTGAAGAATCGCAAAGCCAACAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGTTG---TAA 
>DQ275654 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTACCTATAACCAGACTACCAATAACCAGAATATTAGC-------
-------------------------------------------------------------------------
-------------------ACAAATGGCCCGACTATTAGCCCAAATGAAAGAGATGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGAGAGTGCAAGCACTT---TTTTATAGATCTGATATAGTACCACTCAAGAAT----------
-------------------------------------------------------------------------
----------------
GATAGTGAGTATAGTGAGTATATATTAATACATTGCAATACTTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCTTGAAGT



GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GAATCCATAAAC---------ATTGTGTGCACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGAGCAGCACATTGT---AACATTAGTAGAGAA---
AAATGGAACACAACCTTAAAAAGAGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA---
TCACATGTAAGAGGAGGAGATCCAGAGATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGCAGGTATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATTCACAATATAC---
AAATTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCACTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAGTACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAACAGCTTTGCTA---TAA 
>DQ351216 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTAGAAGATAAAAATAACAATGTGGGT-------------
-------------------------------------------------------------------------
-------------------------AATGATACCTACAATGGCAACATGACTGGAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGTGTATGCACTT---TTTTATAAACCTGATGTAGTACCACTTAATGAGGATAGCCCT-
-------------------------------------------------------------------------
----------
AGTGGGAATAGCAGCTCTAGGAAGTATGTATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTCTACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACACCTTAAA----
-----------GAACCTGTAAAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TACGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---ACCATCTATAAAGCT---
GAATGGGACAAAACCTTAAAACAGATAAAGGAAAAATTAAAA---------------GTACACTACCCT----
-----------------------------------AATAAAACAATAGCATTTAAC------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTACATAAAAATATTCATCATAATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTAGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTCTAGACTTTATAAGAAGCATTTGGAGAGCT----------------------------
--------ATCTACAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ275645 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGTATATGAGACAGAG---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTATATGGGATCAGAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTTTCTATTATTAACACC----------------------
-------------------------------------------------------------------------
----------------------------------ACCAATGTAAGCATGCCGGGAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGACACAGAAAGCGTATGCACTT---TTTTATAAACCTGATGTAGTATCACTTGGTAAC----------
-------------------------------------------------------------------------
----------------------------
TCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGGCCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGGAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGGTCTGAAAATCTGACAGACAAT---------GCTAAAATAATAATAGTACACCTTAAT----
-----------AGATCTGTACCA---------ATTGTGTGTACAAGACCCGGTAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAGGCA---TTC------TATACAAATAAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---CTCATTAATAAAACA---
GACTGGAACACCACTTTAGAAGAGGTAAAGAAGAAGTTAAGA---------------GTTCACTTCCCT----
-----------------------------------AGTAAACCAATAATATTTAAA------
TTACCTTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCCTGGAACTCCAGCTGGAGT-----------------
----------------------------AGTAAATCCACAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAATTATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTAGT---
ATGCTATCTATAGTG---------AAAAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAATATA------CCTATAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>DQ351230 
GTA---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGTCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTGCCCACAGAC---
CCCGACCCACAAGAGATAGTTTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTTCAGATTATAATGGTGCTAATACTACCACTGGTCTCCAC-------
-------------------------------------------------------------------------
----------------------AATGATAACGTGACTGGAGAGAACATGACTGGAGAAATAAAA---
AAGTGCTCTTTCAATACCACCACAGTAATAAGA---------------------------
GATAAGAAAAAGACAGTGTCTGCACTT---
TTTTATAGAACTGATATAGTACCACTTAACGAGAATAGCAATAACAAG-------------------------
--------------------------GGTAGC------
AATAGCTCTGATAACAATAGCAATAGCAAGAGCTCAGAGTATATATTAATAAATTGCAATACCTCAACCATAG
CACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGACCATGCCAAAAT-----------------------



-GTCAGC---ACAGTACAATGTGCACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGGGAC------------
ATAATGATTAGATCTGAAAACTTAACAGACAAT---------GCCAAAACAATAATAGTACAACTTAAG----
-----------GAACCTATAAAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCGCATTGT---AACATTACAAGAGAT---
GCCTGGAACACAAATTTAACAAAGGTAAAGGAGAAATTAGAA---------------GAACTCCTCCCT----
-----------------------------------AATACAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGATCCAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACCTGACCTGGATGCAATGG---GATAGAGAAATTGATAATTACACAGACATAATATAC---
AGGCTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATTTGTGGAGCTGGTTTAGCATATCAAAATGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAGGACTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ275656 
GTG---ATG---------------------------------------------
GGATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTTCTGATGCTAACAAGAACATCAGCAGG-------------------
-------------------------------------------------------------------------
----------------------------------ATAAATAATGAGACCATGGATAAAGTGAAA---
GATTGCTCTTTCAATGTAACCACAGTAGTAACA---------------------------
GATAAGATGCACAAAGAGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGAAAATGATAGCGAC----------------------------
--------------------------------------
TCTGCAGATAGCGACTCTAGAGACAACTCTAGTAGGGAATATAGATTAATAAATTGTAATACCTCAACCATAA
CACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGACACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---ACTGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCACAGCAGAAAAGGAG------------
ATAATGATTAGATCTGAAAACCTGACAGACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------AAGTCCATACCA---------ATTATATGCACAAGGCCCAACAACAATACAAGGAAA-----
-AGTATAGGGATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGGCAAGCACACTGT---AACATTAGTGAAGGT---
GACTGGAATAAGGCCTTACAAGGGGTAAGTAAGAAATTAGGA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
TCATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AAGAATAAATCTCTACATGAAATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGGGAAGTTAGTAATTACACAATGACAATATAC---
CAGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGAGTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTATCTCTAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCCACTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAG---



GGAACAGATAGGATTCTAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ445632 
GGA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAATTTAGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCACGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTGATAACTTAAATAATACTAAGAGTAACTCAAATAATACCTCA-
-------------------------------------------------------------------------
----------------AATAGTACTAATGGTACCCGAAATAATAATATGTATGGAGAAATAAAA---
AATTGCACTTACAATGTAACCACAGTACTAAAA---------------------------
GATAAGAAAAAGAGTGAATATGCACTT---
TTTTATAAACTTGATGTAGTACCACTTGTACCACTTAAGGAGCAG----------------------------
--------------------------
GAAAACAGGCAGGAAAACAAGTTAAATGTCAGTAGGTCAAATTACAGTGAATATAGATTAATAAATTGTAATA
CCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAG---AATAAGACATTCAAT------GGAACAGGACCGTGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAATAATACAAGGAAA-----
-GGTGTGAGGATA------------GGGCCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---GAAATTAATAAAAAT---
GATTGGAATAAAACTTTACAAAAGGTAGGGGAAAGGTTACAG---------------AAGCACTTCCCT----
-----------------------------------AATAGGACAATAAAATTTGAA------
CGGTCCGCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACCTTAGTTGGAGT-----------------
----------------------------AATAGGTCTCAAGAAGAAATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAGAGA-ATTAACAATTACACAAACACAATATAT---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAATAATTTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATTGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAATACAAAGAATTGGTAGAGCA----------------------------
--------TTCCTCCAAATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ396378 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGGTGTACAAATGCCACCTTTAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------GGTAGCATGAATGGAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGACCTGATGTAGTGCTAATTAATGAGAGGGATAAT-
-------------------------------------------------------------------------
-------
AAGGATAATAAGGATAATAGCAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGATGGGACCATGCAATAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATATGACAGACAAT---------GGCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAC---------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACGTTAATGCAAGT---
CAATGGAACAAAACTTTAGAGAGGGTAAAGGAAAAATTGAAA---------------GAACACTAC-------
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACACGCAGGAGGGGATCTAGAAGTTAAA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCATTTAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATCACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATGTAAAAATATTTATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATAGGAGTAATTTGTAGAGCT----------------------------
--------ATCCGTAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ396386 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---GAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAAATGCTAAAGCATATGATCCAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTTGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAGATTGTGTTAACGTTACCAGTAATGGTAGTAATGATGCCAGTGAT-------
-------------------------------------------------------------------------
----------------------GGTAATGCTACCCACAAGAACAGTATTGGTAATGACATGCAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGGAACAGAAGGTATATGCACTC---
TTTTATAGACTGGATATAGTACCACTTAATGAGAAGGATAATAAA----------------------------
--------------------------------------------------
TCTAGCAACTCTAGCAACTCTAGCACGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCGGCAATAATACCAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATCAGTACAAAT---
AAATGGGATAAAACTTTACAAAGGGTAGCAAACAAGTTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACTATAACATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---TCACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAATCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGTTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGAAACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGAGTTATTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTTCCATAACAAAGTGGT
TGTGGTATATAAAATTATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATACTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGCCTGTTTGATACCATAGCAATAAGAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGATTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 



>DQ396365 
GGG---GAG---------------------------------------------
AACTTGTGGGTCACTGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGGAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATATTACTGCTACCGGTAATAAAGGGAAT-------------
-------------------------------------------------------------------------
----------------------------GCTACGGTTGATCCTACCACTAAGGAAGAAATAAAA---
AATTGCTCTTTCAATGTAACTACAGAAATAAGA---------------------------
GACAAGAAACAGCAAGTGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAACAAT----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGCCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCGGAAAATATAACAGACAAT---------GTCAAAACGATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTATGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---GAGATTAATAAATTT---
AACTGGAGCAAAACTTTAGAACAGGTAAAAGGAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------GATAAGGAAATAACATTTAAA------
CAAGCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTTCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTACAATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACCTACTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATATCAGTAGCTGAG---
GGAACAGATAGGATTATAATAGTAGGACAAAGAATTTGTAGAGGT----------------------------
--------ATCCTCAACATA------CCTAGAAGACTAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>DQ445635 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATGTTGACATTAAGGGTAATGTT-------------------
-------------------------------------------------------------------------
----------------------------------ACCTTCAATAACACAGATATAAAAATGAAA---
AATTGCTCTTTCAGTGTAACCACAGAACTAAGA---------------------------
GATAAGAGGCACAAGGAGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTCAACGGG----------
-------------------------------------------------------------------------
----------------
AGTGAGGGTAGTGGGGAGTATAGATTAATAAATTGCAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGGCAGACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----



-----------GAGTCTGTAGAA---------ATTGTGTGCACAAGACCCAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTAGAGAA---
CTGTGGAACAACACTGTAGAACAGGTAAGGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AACAAAACAATACAATTTGAG------
CCATCTTCAGGAGGAGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AATAAATCTCGAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGATATAACAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTCTTGAAGTACTACAAAGAATTTGTAGAGCT----------------------------
--------CTCTACAACCTA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 
>DQ396368 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGCGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------GTGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAAAGTTAATAATGCCAGCACTGGTACT----------
-------------------------------------------------------------------------
-------------------------AATAATAGTATGGATAAGAGCATGGATGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACGGAAAGTGCAGGCACTT---TTTTATAAACTTGATGTAGTACCACTTAATAAGAGT-------
-------------------------------------------------------------------------
-------------
AGCTCTAGTAACTTTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGGCATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACGAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------AAATCTGTAGAA---------ATTACTTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAATAGAACT---
CAATGGAACAGAACTTTAGAACAAGTAAGGGAAAGATTAAGA---------------GAACACTTCCCT----
--------------------------------AATAAAACAATAGAATTTCAACCA---
CAATCACCCTCAGGAGGGGATCTAGAAGTTACA---ACACATCACTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTATTAATTACACAGACATGATATAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAACTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGGT---
GTACTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATTGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------TTCCTCAACTTC------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ396370 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---



ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTATTAATGTT----------------------------
-------------------------------------------------------------------------
-------------------------------------------ACCCACAATGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTCATAGACTTGATGTAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AGTTCGAATTCTAGTGATTATATATTAATAAATTGCAATACCTCAACTATCACACAA---
ACCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACCTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAA---GAG------------
ATAATAATTAGATCTGAGAATCTGACAGACAAT---------AGCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTGGAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACTGATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATCAGTGAAAGT---
GAATGGAACACAACTTTAAAAAGGGTAAAGGAGAAATTAAGA---------------GAATACTTCCCC----
-----------------------------------AATAACACAATAAAATTTAAC------
CCATCGTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGTCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAGTAATTACACAGGCACAATATAC---
AGGCTACTGGAAGACTCGCAAAGTCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATTATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAACCGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCCACGTA------CCTATAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ396369 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAACAGCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGTACACATAATGTTACCCTTGGAAACAATAGTACT-------------
-------------------------------------------------------------------------
-------------------------AGCTACAATGATAGCCTTAGAATAAGGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAACGCGTATGCACTT---TTTTATGTATCTGATGTAGTACCACTTAATAAG----------
-------------------------------------------------------------------------
----------------------
GACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACTATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTATCAGAAAAAGAT------------
GTAGTCATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAATTTAAT----
-----------AGCTCTGTACCA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAGCAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATCAGTAAAAAA---



GTATGGAACAAGACTTTGGAACAGGTAGAGAGTAAATTAAAA---------------GAGCTCTTC-------
-----------------------------------AATAAAACAATAATCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAGAGAAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGCCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGACTACTGGATATCATAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATAATTGAAGCAATACAAAGAATTTGTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>DQ369976 
GGG---GAG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGATGATATA---
ATCAGTTTATGGGATCAATTCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTTCAGACATCAATCCCAATAGTACTACCTTCAATAATAGC-------
-------------------------------------------------------------------------
----------------------ATGGGTATTACCTACAATGAAAGCATAGCTAACGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAATAAAGTATATGCACTT---TTTTATAAACTTGATATAGTACAACTTGAGGAGAAT-------
-------------------------------------------------------------------------
-------------
AACAGCTCGAATAACAACAGCTATAGATTAATAAATTGCAATACCTCAGCCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGCTAAATGGAAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAGAATCTGACAAGAAAT---------ACCAAAACAATAATAGTACATTTTAAT----
-----------GAGTCTGTAGAA---------ATTAATTGCACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGCTGGAAT---
AAATGGAACAAGACTTTAGAACAAGTAAAGAAAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTGCA------
CCATCATCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAACAGAGATTTGG------CAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGCAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTAGGT---
GTACTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGGTTATTGAAATAGTACAAAGAATCTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TA- 
>DQ396390 
GTG---GTG------------------------------------------
GGAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCAAA---
ACTACACTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAC----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCGACCCACTAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAGTGTCACTTTAGATTGTAGTAATAATACCAGC----------
-------------------------------------------------------------------------
-------------------------ACTGGTAATAGTAGTGCTACCTGCAATACAGACATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGAAGAACAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAAAAT----------
-------------------------------------------------------------------------
----------------
AAGGACAACTCTAGTGAGTATAGATTAATAAATTGTAATACATCAACCACAACACAA---
GACTGTCCAAAGATCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATTTAACAGACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCCATAGAT---------ATTGTGTGCACAAGACCCAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGGCCAGGACAAGTA---TTC------TATGCAACAAATGCT------
---------ATAATAGGAGACCCA------------AGACAAGCACATTGT---AACATAACTGAAGGG---
AAATGGAAGGAGACCTTACAAAGGGTGAGTAAAAAATTAAGG---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGACAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGCTATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACCTACACAATATAC---
ACATTGCTTGAAGAATCGCAAGTCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATTACAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCTTACAAAGAATTTGTAGAGCT----------------------------
--------TTCCTCAACCTA------CCTAGAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ275657 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACACTGTACAAATGCTACTGTTAATGTCTCCAGTGAT----------------
-------------------------------------------------------------------------
-------------------------------AGCAGGGATGAAGAAATAAAAAATGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGCAACAGAAAGCATATGCACTG---TTTTATAGACCTGATATAGTACCCCTTAAGGAGAAT-------
-------------------------------------------------------------------------
-------------
AATGGAGATAACTCTAGTGAGTACATATTAATAAATTGTAATAGCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAC------GGGACGGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATCGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGC---
AAATGGAACAAAACTTTAAGACAGATAGAGGAGAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCAGCCTCAGGAGGAGATTTAGAAGTTACA---ACACACAGCTTTAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTTCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAGCTCAAGATAATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACATACACAATATAC---
AGGTTACTTGAAGAATCGCAAAATCAGCAGGGA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTATGGAGTTGGTTTAACATAACAAATTGGC
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTTTTGCAGTAGTACAAAGAATCTGTATAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ275643 
GTG---ATG------------------------------------------
GGGAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTACCAAGGAATGATACCAGTTATGGT-------------
-------------------------------------------------------------------------
----------------------------GAGGGTACTGTCAGTAATACCATGGATGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGTCATAAGA---------------------------
GATAAGAAACAGCAAGCGTATGCACTT---TTTTATAGACCTGATGTAGTACAACTTAATGGG----------
-------------------------------------------------------------------------
-------------------------
AATGGCTCGTATATATTGATAAATTGCAATTCCTCAACCATAACCCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCTCTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGATTAAAGCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACACTTTAAT----
-----------GAGTCTGTAAAA---------ATTGTGTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAAATCAC---------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---GACATTAATGGTACT---
CATTGGAACAAAACTTTAGAACAGGTAAAGGAAAGATTAAAG---------------GAACACTACCAT----
-----------------------------------AATAAAACAATAAAATTTGAA------
TCAGCTGCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGCGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGT---
GTGCTTTCTATAGTG---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTACTA---TAA 
>DQ396380 
GGG---GAG---------------------------------------------
AACATGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGGAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCGATCCACAAGAATTAATGTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCAGTCTGTGTCACTTTAAACTGTAGCAATGCAACTGCTAATACAACTGCTAATACA-------------



-------------------------------------------------------------------------
-------------------------AATGTTACCGTTGATAAAAATATGGAAGGAGAAATACAA---
AACTGTTCTTTCAATATAACCACAGAATTGGGA---------------------------
GATAAGAGACGGAAAGAAAATGCATTG---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AATAGTAACTCTACTGAGTATAGACTAATAACTTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AATTGGAATAAAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACGCTTCCCT----
-----------------------------------AATAAAACCATAAGATTTAAT------
CAATCCGTAGGAGGGGATCTAGAAATAACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGATGACATTTGG------AAG------
AAAATGACCTGGATGCAATGG---GATAGAGAAATTAGTAACTACACAAACATAATATAC---
GACTTGCTTGAAGACTCGCAAATTCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTACTAGCATTGGACAATTGGAAAAATCTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCT---
GTACTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACAGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ275646 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCGTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTACAAATGCTAACGTAACAGTC-------------------------
-------------------------------------------------------------------------
-------------------------------------AGTAATAACGAAACTGGAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGGGAGTGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------------
GATAATAATAGCTATGTATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATACAG---------ATTGTGTGTACAAGACCCGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAATAAT------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
CAATGGAATAGAACTTTAGAACAGGTAAAGAAGAAATTGGGA---------------AAACACTATCAT----
-----------------------------------AATAAAACAATACTCGTTGCA------
CCAGCCTCAGGAGGGGATCTAGAGGTTACA---ACACATAGTTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------



AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAGTTACACAGGCACAATATAT---
AGATTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATTTGTGGAACTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAAGCTTAATAGGTTTGAGAATAATTTTGGGT---
GTGCTTTCTATAGTA---------AAAAAAGTTAGGCAGGGATACACACCT------
TTGTCGTTTGCTATCAGCCTGCTTGATACTATAGCAATAGCAGCAGCTGAA---
GGAACAGATAGAATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCAGCCTCATA------CCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ351231 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTACTAATGTTACTATCAAAAATAATACTGGGGAGATA----------
-------------------------------------------------------------------------
-------------------------AAAAGTAATACTATCAACAATGTTACTAGGGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAGAAAAAACAGTATGCACTT---TTTTATAGACTTGATATAGGGCCACTTGATGAGAAGAATGAA-
-------------------------------------------------------------------------
-------
AGCTATAGTGCGAATACTAGCCACCCTTATAGATTAATAAATTGTAATACTTCAACTATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGGACAGGGCCATGCCATAAT-----------------------
-GTCAGT---ACAATACAGTGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAGAATCTGGCAGACAAT---------ACTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGCTCAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
AGCTGGAATAAAACTTTACAAAGGGTAGGACAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTCTA------
CCATCCTCAGGAGGGGACCTAGAAGTTGCA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAGGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGAGAATTACACAGGCACAATATAC---
AGATTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCACTGGACAAGTGGCAAAATTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCCTACAAACAATTTGTAGAGCT----------------------------
--------ATCCGTAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTACTA---TAA 
>DQ369981 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCGACAGAC---
CCCAACCCACAAGAAATGGTCCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGTTGTACAAATGTTACCAATAAGGGTAATGCTACCTACGGT----------
-------------------------------------------------------------------------
-------------------------AATGGTATCTACAATGGTAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------



GATAAGAAACAGAAAGCATATGCACTT---TTTTATAGACCTGACATAGTACCGCTTGAGGGG----------
-------------------------------------------------------------------------
----------------------
GACTCTAGTGAGTATATATTAATAAATTGCAATGCCTCAACCATTACACAA---
GCCTGTCCAAAGGTTACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAC------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACCATAATAGTACAACTTAAT----
-----------AAATCCATAGCA---------ATTGTGTGTGAAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAGACA---TTC------TATGCAACAAATGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATCAGTGAAAAG---
GACTGGAATAACACTCTGCAAGGAGTAGGTGAAAAATTAGAA---------------GAACACTTCCCC----
-----------------------------------AATAAAACAATAAGCTTTAAA------
CCATCCTCAGGAGGGGATCTAGAAGTCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCCGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACGATGATATTTGG------GGT------
AGCATGACATGGATGCAGTGG---GATAAAGAAATTAGTAATTACACCAACACAATATAC---
ACATTGCTTGAAGAATCGCATATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTAGATAAGTGGCAAAATCTATGGAGTTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAGTAGTAGTTGCTGAA---
GGAACAGATAGGATTTTAGAATTAATACAAAGCATTTATAGAGCT----------------------------
--------ATCCGCAATATC------CCTACAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ396392 
GTG---AGG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCCGTGTGG---AAAGAAGCAAAA---
GCTCCCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTGCCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATCAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACCAATGCTACCAGTAATGGTAATGCTACCAGTGAT----------
-------------------------------------------------------------------------
-------------------------GGTAATGCTACCTACAATGATCCCAGTTCTGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGTACATGCACTG---TTTTATAAACTTGATATAGTACCACTTGATGATCGGAAT----
-------------------------------------------------------------------------
----------
AATGATAGTAATAATAATAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAA------------
ATAATAATTAGATCTGAAAAACTGACAAACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAAACTGTAGAG---------ATTAAGTGTATAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCGGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACATTACTAAAAAT---
AGATGGGAAAAAACTTTACAAATGGTAAGGGAAAAATTACAA---------------GGATACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCGTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCACACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGGAGTAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------



AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAATA---------AATAGGGTTAGGCAGGGGTACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATGCCTTAGCAATAGCAGTAGCGGAA---
GGAACAGATAGGATTATTGTAGTACTACAAAGAATTGGTAGAGGT----------------------------
--------ATCTACAACATA------CCAAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCAA---TAA 
>DQ396399 
GTA---ATG------------------------------------------
GGGCACTTGTGGGTCACAGTTTATTATGGGGTACCGGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAAGATGTA---
ATCAGTATATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCAACTGTTACCAATAGTACAAAAGCAGGTGGTACCATT-
-------------------------------------------------------------------------
-------------AGTCCAAGTACAACTGTTGCCTACAATGACAGCATATATGTAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGCAACAGAAAGCGTATGCACTC---TTTTATAGATCTGATATAGTACAACTTAAGGGG----------
-------------------------------------------------------------------------
----------------
AACTCTAACTCTAGTGACTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCCGTCCAAAGGTCACTTTTGATCCGATTCCTGTGCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGAC------------
ATAATCATTAGTTCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGTGGC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTTCTAGAAGC---
AATTGGAACACAACTTTAGAAAAAGTAAGGAAGAAATTAGAA---------------GAATACTTCCCT----
-----------------------------------AATAGAACTATAGGCTTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCTTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAATAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATATAC---
CAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAGCCTGCTTGATACCATAGCAATAGCAGTAGCCGAG---
GGAACAGATAGAATTATAGAAGTAGTACAAGGAATACTTAGG-------------------------------
--------------------------------AGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY901965 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATTCTTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTTCGCGTCACTTTACAGTGTAAAAATGCTACCAAAAAGGTTACTACT-------------------
-------------------------------------------------------------------------
-------------------------------ACCAGCACTCCGGATACGAGTGGAGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGG---------------------------
GATAAGACACAGAAAGCATATGCACTT---
TTTTATAGAGCTGATGTAATACCACTTGGGGAGAATAACTCTACT----------------------------
--------------------------------------------------



AATAACTCTAATAAAGATACTAAAGATTATATATTAATAAACTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGGCCATGCTATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGGAAAAGAG------------
ACAATAATTAGATCTGAGAATATGACAGAAAAC---------AGCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAAGC---------ATTACGTGCATAAGACCCGGCAATAATACAAGAGGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---CTC------TTTACAAATGAC---------
---------ATGATAGGAGACATA------------AGACAAGCATACTGT---AACATAAGTAAAAAG---
GATTGGAATAACACCTTACAAAGGGTAGTTGACAAATTAAAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACATTACAATTTCGA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAGGAAGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAAACTTAATATAC---
AGATTGCTTGAGGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTAGCATTGGACAGTTGGAAGAACTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTTGT---
GTACTCTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATTACATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTATTAAGAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACACT------CCTAGAAGAATAAGACAGGGCTTTGAAACAGTTTTGCTA---TAA 
>DQ275660 
GGG---GTG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAAATGTTACCAGGCAGGATACAAATGCTACCAGGCAGGGTAATG
CTACCTGCAAT--------------------------------------------------------------
-AATAGTAGCAGTGTGATTAATGCTACCTACAATAATAATAGCAGGGTGTTTGAAGAAATAAGA---
AATTGCTCTTTCAATACAACCACAGAAATAACA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGAGCTGATGTGCAACCAATTGATAACAAT-------
-------------------------------------------------------------------------
-------------
AAGAATGAGAATGAGAGGGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAAACCTGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGAGCTGAAAATTTAACAGACAAT---------ACCAAAACAATAATAGCACACCTTAAT----
-----------GAATCTGTAGAA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
AATTGGACTAAAGCTTTAAAAGGGGTTAAGGAGAAATTAGAA---------------AAGTTCTTCCCT----
-----------------------------------AATAGAACAATAGAATTTAAA------
CCACACTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATGGAGAAATTAGTAATTACACAAGTACAATATAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGGT---
GTACTTTCTATAGTA---------AGAAGAGTTAGGCAGGGCTACTCACCT------



TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCA-------------------------------------------------
--------ATCCGTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAATTAGCTTTGCTA---TAA 
>DQ351233 
GCG---ACG---GAG------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGCGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGCACAAATGCAAATTGCACAAATGTAAAAAATACTATCAGTAATGCTA
CCAGT--------------------------------------------------------------------
-------GGTAATGCCACCAATAATAATGCCACTTGTGTTAATAACATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAGTATAACCACAGTGATAAGA---------------------------
GATAAGCAAAAGCAAGTGTATGCACTT---TTTTATAGACCTGATATAACACCACTTAACAAT----------
-------------------------------------------------------------------------
----------------------
AATAGCAGCGAGTATGTATTAATCAATTGCAATACCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCCAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCCAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATAACAGACAAT---------GTCAAAACAGTAATAGTACATCTTAAT----
-----------GAGTCTGTAAAC---------ATTGTATGTGTAAGACCCAACAATAGTACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGCAACG---
AAATGGAATGAAACTTTACAAAGGGTAAGGGAAAAACTAAAA---------------AAGCACTTCCCT----
-----------------------------------GGTAGAACAATAACATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---AGTCATACCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------------AATAAAACTCTAGAGATTTGG------GAT------
AACTTGACCTGGATGCAGTGG---GGTAGAGAAATTAGTAATTACACACACACAGTATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGAACAACCTGTGGAATTGGTTTGGCATAGCAAACTGGC
TGTGGTATATAAAAATATTTATAACGATAGTGGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTGTTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACGAGGAATTTGTAGAGCT----------------------------
--------ATCATTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY878063 
GTG---GTG------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAGATGTAACAAAAACTACAAAT----------------------
-------------------------------------------------------------------------
-------------------------------------GGAAAAAATGCCAGTACTGATATGATG---
AAATGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGGAACAGAAAGCATCTGCACTC---TTTTATAGACTTGATGTAGTACCAATTAATGGGAAAAAT----
-------------------------------------------------------------------------
----------
TCTAGTGGGAATAGCTCTAGTGATTATATATTAATAAATTGCAATACCTCAACCATAACCCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAGATTCAAT------GGAACAGGACCATGCCATAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAGGGA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTATAAGACCAGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTACAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTGGGAGT---
AGGTGGAACAAAACTATAGAACGGGTAATGAAAAAATTAAAA---------------GGACTTTTCCAT----
-----------------------------------AATAAAACAATAAAATTTCAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAGCTCCAATTGGAGT-----------------
----------------------------AAGAAATCTTATTCAGAAATTTGG------GAT------
AACCTGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGACATAATATAC---
AACTTGCTTGAAGAATCGCAAAATCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAAGGATACTCACCT------
TTGTCGTTTGCTATTAATTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY878064 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTGTGG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAA-GCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGTTAATGTTACTGCTTATGCTAATGCTAAT----------
-------------------------------------------------------------------------
----------------------GCTAATGCTACTGTGGATAATAGCGCAGTTGGACAAATAAAA---
AATTGCTCTTTCAAAACAACCACAGAACTAAGG---------------------------
GATAAGCAACAGAAAGTGACTGCATTG---TTTTATACATCTGATGTAGTACCACTTAATAAA----------
-------------------------------------------------------------------------
----------------------
AATGACTCTAGGTATATACTAATACATTGCAATACCTCAACCATAACACAA---
ACCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTAGTATCCACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGA------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATAAATTGTACAAGACCCAATCATAATAAAAGGATA-----
-AGGGTAAGGATA------------GGACCAGGGCGAACA---TTC------GTTACACGTAAT---------
---------ATAGTAGGAGACATA------------AGACAAGCATATTGT---AGCATCAATAAAACA---
CAATGGAACACAACTTTAGTAAGGGTAATAAAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAATTTCTCA------
ACACCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCATAAATATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
GATTTGCTTGAAGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCTTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATGTTCATCATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAAGTAATACAAAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 



>AY878065 
GGG---GAG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGCAAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTGTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAGAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACGTTAAACTGTGCAAATGTTACTAATAATGTTACTGAT-------------------
-------------------------------------------------------------------------
-------------------------------ACTAATGTTACTGATACTACTACAGGAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAAT---------------------------
GATAGGAAAGAGAAAGTGTATGCACTT---
TTTTACAGACTAGATATAGTACCACTTGATGATGAGAAGAAGATT----------------------------
--------------------------------------------------
AACAAGACTAACAAGACTGACTCAGAGTATAGACTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAGAATCCGACAAACAAT---------GCCAAAACAATATTAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACGAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGCAGTGAT---
AAATGGAATAAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAATATTTCCCT----
-----------------------------------AATAGAACAATAAAATTTGCA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTATTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACCACAGTTGGAGT-----------------
----------------------------AATAAATCTTATGCAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGACTCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAAGTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCTCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>AY878068 
GTG---GTG------------------------------------------
GGACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGCCTTGGAA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATGATATGATGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGGTGTTCAGATGTAAATGTTACCACAAATTTTACCAAA-------------
-------------------------------------------------------------------------
-------------------------ATGGATAATGAGACCATGAGCATGCAGGGAGAAATAAAA---
AATTGCTCTTTCAATTCTACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---
TTTTATGGGTCTGATGTAGTACCACTTAATGAGAATAGCCCTAAG----------------------------
--------------------------------------------------
GAGAATAACTCTAGTGAGTCTAGTGATTATATATTAATAAATTGCAATGCCTCGACCTTAACACAA---
GCCTGTCCAAAGGTCACCTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGTTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----



-----------AAATCTATAGCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGCT---
GATTGGAATAGAACTGTACAATGGGTAGGTGACAAATTAGCA---------------GAGCAATTCCCT----
-----------------------------------AATAAGACAATAAAGTTTCGA------
CCACACTCAGGAGGGGACCAAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGATATTTGG------GGT------
AACATGACCCGGATGCAATGG---GATAGAGAGATTAGTAATTACACAAAAACAATATAC---
TGGTTACTTGAGGAATCACAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGAATTGGTTCAACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACTTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY878069 
AGG---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTGTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTG---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACAAATACCAGGAATGATACTAAGATCTTTAATGAG----------
-------------------------------------------------------------------------
-------------------------ACCATGGATGGAGGAATAAACATGAAAGAAGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGG---------------------------
GATAAGAGAAAGCAAGTGTATGCACTT---TTTTATAGATCTGATATAGTACCACTTGATACG----------
-------------------------------------------------------------------------
----------------------
GGTAGCTCTAGTTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAGAAAAGAG------------
ATAATAATTAGATCTGAAAATATGACAAATAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTACAAGACCCGGTAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAAAAAT---
CATTGGAATAAAACTTTACAAAGGGTAAAGGAAAAATTAAAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAA------
CCACCGTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATTTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCCAAAGATGAAATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAGACATAATATAC---
AGGTTGCTTGAAGAATCACAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGAATAACAGAATGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAGGAATTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY901967 
GGG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---



ACCACTTTATTCTGTGCATCAGATGCTAAAGGATATGAAAGAGAA---GTGCATAAC----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACGAGAAATAGAGTTGGGA------AAAAATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGATG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAAAGCTAATGCTACTGTAAGAGCTAATAATGATACTA
AA-----------------------------------------------------------------------
-------------ACAGCTGAGAATGCTACTGTAGTTAAAAATAACATGACTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGACAAAGAAAGTGTATGCACTT---
TTTTATAGACCTGATATAGTACCACTTCCTGGGAAAGACAACTCT----------------------------
--------------------------------------------------
AAAGACAACTCTAGTGAGTATGAGGAGTATATATTAATAAATTGCAATACCTCAACCATAACACGA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCTGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGTAAAAGGGGAG------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTGAAGCA---
AAGTGGAACAAAACTTTAGGAAACGTGACGGAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------GAGAGAAACATAAGCTTTCAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAACATATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTGATAATTACACAAACATAATATAC---
ATGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATCATGATAGTGGGAGGCTTGATAGGGTTAAGAATAATTTTAGGG---
GTGCTTTCTATAGTG---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGTACTACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>AY901968 
GTG---ATG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCGAGGCTACCGTTAAGAATGCTACCAGTAATAGT----------
-------------------------------------------------------------------------
-------------------------ACTACTACCCCCACTACTAGCACGACTGGAGAAATGAAA---
AATTGCTCCTTTAATGCAACCACAGTAATAAAG---------------------------
GATAAGAAAAAGAAAGAGTATGCACTT---TTTTATAAACCTGATATAGTACCACTCTCTAAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTGATAAATTGCAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAGGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACTATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATAAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATGAAA---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACT---TTC------TTTGCAACCGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTACTGGT-------



--TGGAACAAAACTTTAGAACGAGTAAGGCAAAAATTAAAA---------------GAACACTTTCCT-----
----------------------------------AATAAAAAAATAGAATTTGAA------
CCAGCCGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
CAGTTGCTTGGAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTAATCTCTTTAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCACAGCAGTAGCAGTAGCTAAT---
TGGACAGATAGGGTTATAGAACTAGGACAAGGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGTCTTGAAGCAGCTTTGATA---TAA 
>DQ164113 
GTG---GTG------------------------------------------
GGGAACCGGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---ACAGACGCAAAA---
ACTACTCTGTTCTGTGCATCAGATGCCAAAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAAATGTACAAATGCTACCTTTGATAATAGCACGGGTACA-------------
-------------------------------------------------------------------------
-------------------------AATGTTACCCATAATAATAGCAGGTGGGAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGCAACAGAACACGTATGCACTT---TTTTATAGACCTGATATAGTACCAATTAATGGA----------
-------------------------------------------------------------------------
----------------------
AATTCTGGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GCCAAGACAATAATAGTACACCTTAAT----
-----------GAATCTATAAAT---------ATTGTGTGCACAAGACCCGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTA------TTTGCAAATGAC---------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AGCATTAATGGAACA---
AAATGGAACATAACCTTAAAAAAGGTGAAGAAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATCTTTAAA------
CCACATGCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGTCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCACACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAGCACAATATAC---
AGGCTACTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAGCATTAGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATCATGATAGTGGGAGGCTTAATAGGTTTAAGAATAATTTTTAGT---
GTACTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAGGAATTGGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>AY901969 
GGA---AAA---GAGGGTAATGGAAAAAAG---GATAATGGA---ACA---
GAGGACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGATATGGTGGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGATTGTAAAAATGTTACTGTTAGTGCTACCAATACTATC-------------
-------------------------------------------------------------------------
-------------------------AAGGGTGTCTCAAATGATACCATAGATAGAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAGGGACAGAAAGGAATATGCACTC---
TTTTATAGGCCTGATATAGTACAACTTAGTGATAAAAGCAATTCTAGA-------------------------
-----------------------------------------------
AATGAAAGCAAGCCTAGTGAGTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCGTAAAACAA---
TCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGATATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAGTAATTAGATCTAAAAATATGACAGATAAT---------ACCAAAACAATAATAGTACAACTTAAA----
-----------AACCCTGTAAAA---------ATTGTGTGTATGAGGCCTGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTGAAAAA---
GATTGGAATAAAACTCTACAGGAGGTAGGTAAAGAATTACAA---------------AAACACTTCCCT----
-----------------------------------GATAAACCAATAAAATTTAAT------
TCATCCGCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTATAGTTGGAGT-----------------
----------------------------CCTAAAAAAGAGGACGAGATTTGG------AAT------
AATATGACTTGGATGCAGTGG---GATAGAGAAATTAACAACTACACAGACACAATATAC---
CAGTTGCTTGAAGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCTTAGCAATAACAGTAGCTGAA---
GGAACAGATTGGATTATAGAAGGAATATCAAGATTTTTTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCATCTTTGCTA---TAA 
>DQ093593 
GGG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTGTTTTGTGCATCAGATGCTAAAGGATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGCTCAAATGTACCAGTTAATGCTAATTGTTCAAAAGTTAATTGTTCAA
AAGTTAAT-----------------------------------------------------------------
-------GCTACCAGTAGTAGTACTGCTACCTACAATAATAGCATGATGGAGGGAGAAATAAAA---
AATTGCTCTTTCAACACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTC---TTTTATAGAACTGATGTAGTACCAATTAAGGAG----------
-------------------------------------------------------------------------
----------------
AATAAGAATAGCACTGAGTATATATTGATAAATTGCAACACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCTACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATACAA---------ATTGTGTGTTCAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGCAACTTTAGACAAGGTAAAAAGGAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAGA------
CCGCCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAAAGGAGAA---



TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATGAATCTCAAGATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAGACACAATATAC---
AGATTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAAGTGGC
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATACAATAGCAATAGCAGTAGCTAAA---
GGAACAGATAGGATTATAGAATTTATACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGTTA---TAA 
>AY901970 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCGACCCACAAGAACTATTTTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAGATGTACAAATGTTAATACTACTGTGAACAATACTACTGTGAACAAT----
-------------------------------------------------------------------------
-------------------ACTACTGGGAATGGTACTGGTCCCTTTGATAAGGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGACAAAGAAAGAGTATGCACTT---TTTTATAAACTAGATATAGTACAACTTAATGAT----------
-------------------------------------------------------------------------
-------------------
GGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAC---AATGAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAAAA---------ATTTTGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAAAAAT---
GGATGGAATAACACTTTAGAAAGGGTAAGGAAAAAATTGAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCGGGCAAGAGTATTGGCTATAGAAAGATACCTAGAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTGAAAACGAAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAACCATAATATAC---
GGGTTGCTTGAAGACTCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCTTTGGACAATTGGCAAAATTTGTGGAGTTGGTTTAGCATATCACAGTGGT
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
AGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>AY901981 
GGG---GTG------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAGGCATATAAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAGATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACACGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAATTGTACAGATGCAACACTTAATGGTACTAGTAATGGT-------------



-------------------------------------------------------------------------
-------------------------AATGCCACCTACAATGGTGACATGGCTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GACAAGAAACAGAGAGTGCATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
-------------------------
CAGTCTGAATATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTCGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGCACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCAATAATAATACAAGTAAA-----
-GGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGATAGA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAATGGAAGT---
AAATGGAATGAAACTTTAGAAGGGGTAAAGAAGAAATTAGAA---------------GATCTCTACCCT----
-----------------------------------AATAAAACTATAATATTTAAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
GGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGCTTTAAGAATAATCTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATACAAAGAATTTACAGAGCT----------------------------
--------GTCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY878057 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGTTTTGGGA---------AATGTAACGGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGACCAAAGTTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGCTACGTTAAATTGTACAAATGCAAACTACACTGGTAGGCCA-------------------
-------------------------------------------------------------------------
-------------------------------GCCCGCAATATTAGCATGAATGAAGAAATGACA---
AATTGCTCTTTCAATACGACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTACAAACCTGGTGTAGTGCCAATTAATAAG----------
-------------------------------------------------------------------------
----------------------
AACAGATCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTCAGC---ACAGTTCAATGCACACATGGAATTAAGCCTGTGGTGTCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAA------------
ATAATAATTAAATCTGAAAATCTAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AACTCTGTAGAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AGCATTAATACAAGA---
AAATGGAACACAACTTTAGAACAGATAAAGAAAAAATTAGGA---------------GAACACTTCCCT----
--------------------------------AATGGAACGACAATAAAGTTTGAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAACTACAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------



AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTATACAGACACAATATAC---
AGGTTGCTTGAAGACTCACAAGGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACACAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGG---
GTGCTTGCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGTCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTGCAAGAGTAAGACAGGGCTTTGAAGCAGCGTTGCTA---TAA 
>AY878060 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAGAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCCCTCTGTGTCACTTTAAGATGTACAAAGCCAAATGTTACGAGT-------------------------
-------------------------------------------------------------------------
----------------------------------------ACTAATGTGACTGAAGGCATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAAAAAGCATATGCACTT---TTTTATAGATCTGATATAGTACCACTTGGGACAAAC-------
-------------------------------------------------------------------------
----------------
AACAACTCTAGTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACTCAA---
GCCTGTCCAAAGGTCTCTTTTGGCCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAGACATTTAAT------GGGATGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAATCTGACAGATAAT---------GGCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGCAAGC---------ATTATATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAGAAGCACACTGT---AACATTAGTAGAAGT---
AATTGGACTAACACTTTACACAGGGTAACGGAAAAATTAAAA---------------GAACACTTCAAT----
-----------------------------------AAAACAATAATAACATTTAGA------
CCACCCTCAGGAGGGGACTTAGAAATTATA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACATAATATAC---
AACTTGCTTGAAATCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGGAAACTCTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGCTTATAGAATTAATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAGGGATTTGAAGCAGCTTTGCTA---TAA 
>AY878061 
GTG---CTG------------------------------------------GGGCGG---
TGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTGGAGCATATAAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAACTAGTTCTGGAC---------GATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTAGTAATTTTATCAGTAATACA-------------------------
-------------------------------------------------------------------------
----------------------------------------GGTAATGTTACGGAAGAAATAAAA---
AATTGCTCTTTTGATATAACCACAGAAATAAGA---------------------------



GATAGGAAAAAGAAAGAAAGTGCTCTT---TTTTATAGACTTGATATAGTACCACTTAACAGTAGC-------
-------------------------------------------------------------------------
-------------
AACTCTGGCAACTATAGTGTGTATAGATTAATAAATTGTAATACCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACACTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CGACTACTGTTGAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATAAGATCTGAAAATCTGGCAAACACT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGCAGAA---------ATTGTGTGCACAAGACCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGAAACATA------------AGACAAGCATGTTGT---AACATCAACAGGACT---
AAATGGAACATAACTTTAGAAAGGGTAAGGGAGAAATTACAA---------------GAATACTTCCCT----
-----------------------------------AATAACACAATACAATTTGGA------
CCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCTTTGGAACGACAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGAATATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAGGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTT-------------------------------------------------
--------GTCTGCAACATA------CTGAGAAGAATAAGACGGGGCTTTGAAGCAGCTTTGTAA---TAA 
>DQ396395 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTACTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAACTTACAATACT-------------------------
-------------------------------------------------------------------------
----------------------------------------CATAACATGACTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGGAATAAGA---------------------------
GATAAGAAACAGCAAGCATATGCACTT---TTTTATAGACTTGATGTAGTACCAATTCAGGAG----------
-------------------------------------------------------------------------
----------------------
AAGAGAGGAGAGTATATACTAATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTACT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAC------------
ATAGTAATTAGATCTGAAAATCTGACAGATAAT---------GGCAAAACAATAATAGTCCACCTTAAG----
-----------AATCCTGTAAAC---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAAATGAC---------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---GAAATTAATGCAACA---
CTATGGAACGAAACTTTAGATCAGGTAAAGGAAAAATTAAAA---------------
GAACAATACAAAAAATTAGAA------GAAAAA---------------TACAACAAAATAATAAAATTTCAA-
-----CCAGCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAGGCATAATATAC---
CAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------



AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAACTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTCTGAGAATAATTATTGGA---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGTCTGCTTGATTCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACACT------CCTAGAAGAATCAGACAAGGTTTGGAAGCAGCCTTGCTA---TAA 
>DQ056410 
GTG---GGG------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACCAATAATATTACCAATACTAATGTTAATGTT-------------
-------------------------------------------------------------------------
-------------------------ACCAATAACAATGATACACTGGAAAAGCCAGACATGAGA---
AATTGCTCTTTCAATGTAACAACAGAAATAAGA---------------------------
GATAAACAGCGCAAAGAGTATGCACTT---TTTTATAGAACTGATGTAGTACCACTCACAAAGGAG-------
-------------------------------------------------------------------------
-------------
AGTAACAACTCTTATGAGGGGTATAGATTGATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------GAAACCATAGAA---------ATAACATGCATAAGACCCGGCAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGGAAAGCACATTGT---AACATTACTGAACAT---
AAGTGGAATAATACCTTACAAAGGGTAAGTAAAAAATTAAGA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTCAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAAACTCTAGACTATATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATCGATAATTACACACTCACAATATAC---
AAGTTGCTTGGAGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAGGAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAGTTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAAGTTTCCTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ056411 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTATTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAGTATAAATGTTACTGCTTTAAATGTTACTACAAAT-------
-------------------------------------------------------------------------
----------------------GTTAATACTCTAAATGATACTACTCTCAAAGATGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---TTCTATAGAACTGATATACTACCACTTGGTGAGAATGGC----
-------------------------------------------------------------------------
----------



TCTAATACAACTAACTCTAGTGATTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAACTTTGACCCGATCCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTATCGGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAACTTAAT----
-----------AGATCTGTAGAG---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAAGA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGATGCC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AATATTAGTATTAGT---
GACTGGAACACAACTTTAGAACAGGTAAGGAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------GATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACATAGAAATCACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACGGCTCCTAGGGTTTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTAACGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGCAGAAATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGTAATTACACAGACACAATATAC---
ACTTTGCTTCAAGACTCACAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGGTGGGAAAGTCTGTGGAATTGGTTTAGCATAACACAATGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTGGGT---
GTGCTTTCTATAGTG---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTCTTGAAATAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCGTAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ056404 
GTG---CTG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGAAA---------GATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACTAATGTTAGGGGTAATGGTACTGAGGGTAATGGT----------
-------------------------------------------------------------------------
----------------------ACCAGTGTTAATAATACTACCCTCAATCAGGAAGAAATGAAA---
AATTGCCCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGCAAAAGAATGTGTATGCACTC---TTTTATAAACTTGATATAGTAGAAGTTGGGGGG----------
-------------------------------------------------------------------------
----------------
ACTAATGACAGCTCTAGCTATAGATTAATAAATTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCGACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGGTCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------AAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACACTGT---AACATTAGTAGAGAA---
AAGTGGATTAATACTACACGGGATGTAAGGAAAAAATTACAA---------------GAACACTTT-------
-----------------------------------AACAAAACAATAATATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---TATCATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGTTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGAATAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTAGACAGTTGGAACAGTCTGTGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTGGCTATTAGTCTGCTTGATGCCATAGCAGTAACAACAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ351237 
GGG---AAG---------------------------------------------
GATTTGTGGGTCACAGTCTATTATGGGATACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGACGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAGGAATTGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGAATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTAGCAATGCAAAATTTAATGGTACC----------------------
-------------------------------------------------------------------------
----------------------------------CAGGGTGCAAATGCTACTGGAGAAATGAAA---
AATTGCACTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAAAGTAAAAAGGAAAGTGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGGGAATAGT----
-------------------------------------------------------------------------
-------------
AACAACAGCAACTCTAGTGAGTATAGACTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCACT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGGTCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGCACATCTCAAT----
-----------AAATCGGTAGAG---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATACA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
CAATGGTATACAGCTTTACGAGGGGTAGTGGAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAT------
CAATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTTATAAAGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAACCATAATATAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACCCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAACATTTTGTAGAGCT----------------------------
--------ATCCTCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ056408 
AGT---GGA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTTTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTCTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAACTGTACAAATGCTACTATTAATTATACAAATGCTACTGTTAACTATACTA
GTACCAAT-----------------------------------------------------------------
----AAGAGTAAGGATAACAATACTGGTAATGCTTACTATAATATTACTGTGAATGAAATACAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAAAAGAAAGCGTATGCACTT---TTTTACAGACTAGATATAGTACCACTTAAGGAA----------
-------------------------------------------------------------------------
----------------
GATGGGGATAATAGGGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------



-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAAGCTATAGAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGACAA-----
-AGCATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAGCATAGAA---
AAATGGAATGAAACTTTATACAATGTAAGTAGAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAGACAATAAAATTTGAA------
CCACATTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTATTGGCCATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGCAGATATTTGG------GAC------
AACATGACCTGGATGCAGCGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
TGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTAGATAATTGGCAAAGTCTGTGGAGTTGGTTCAGCATAACAAATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGACAGGATTATAGAATTCCTGCAAAGAATTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTCTGCAA---TAA 
>DQ011169 
GGG---AAT------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGAAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGATA---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCCAATTTAAACTGTACAAATGACAAT-------------
-------------------------------------------------------------------------
-------------------------TGTAACAGGACTGTTGATAAAATGAGGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAAAAGGAGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------------
AACAACTCTTTTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCGATTCCTTTACATTACTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCGAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGTTCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCACCTTAAG----
-----------GAGTCTGTAGAA---------ATTGAGTGTACAAGACCCGGCAATAATATAAGGCGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGTGAC------
---------ATAACAGGAGACATA------------AGACAAGCATATTGT---AACATTAATAACACA---
AAGTGGAACCAAACTTTAGAAGAGGTAAAAAAGAAATTACAA---------------GATCACTTT-------
-----------------------------------AATAAAACAATAGAATTCAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAACACAGAAATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAGGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGATAGCTTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTTTCTATAGTA---------AAAAGAGTCAGGCAGGGGTACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCTTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGTAGCATA------CCTACAAGGATAAGACAGGGCATTGAAGCAGCTTTACTA---TAA 



>DQ011176 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAAATG---
ACCCCACTCTGTGTCACTTTAAATTGTGCAGAGGTAAAGGCTAATAATTGTACCAGCAATAATTGTTCAAGGT
CAAAT--------------------------------------------------------------------
-------GATACTGATCCCCGTAATAATAGAACAATTGAGGACAGCATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAGATCAGG---------------------------
GATAAGGAACGGAAGGAGCATGCACTC---TTTTATAGACCTGATATAAAACCAATTGGTAAT----------
-------------------------------------------------------------------------
-------------------------
AGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAGT------GGGAAGGGGCCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GGCAAAACAATAATAGTACACCTTAAG----
-----------GAACCTGTAGAA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTACTGCCAAA---
GATTGGAACAGAACTATAGCACAGGTAATGGAAAAATTAAAA---------------GGGCACTACTCT----
-----------------------------------AATAAAACAATAATATTTAAA------
CCACACGCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTAAAGACTATATTTGG------GAT------
AACATGACCTGGATGCAGCGG---GATAGAGAAATTAATAATTACACAAGCATAATATAT---
GACTTGCTTGAAGAATCGCAGATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGAATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTCACCATAACAAATTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATCTTTGGT---
GTGCTTTCCATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGAAGCAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ093601 
GGG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCGACCCACAAGAAATAGAGTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAATGTTACTGTC-------------------------
-------------------------------------------------------------------------
-------------------------------------AATAATAGCACGTCTGGAGAAGTAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCGCTT---TTTTATAGACAGGATGTAGTACCAATTAGGAATGAGTCT----
-------------------------------------------------------------------------
----------
AAGAATGAGAATGAGTCTAATGATTATATATTAATAAATTGCAACTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---GATAAGACATTCAAG------GGGACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAA------------
ATAATGATTAGATCTGAAAATATAACAAACAAT---------GTTAAAACAATAATAGTGCACCTTAAT----



-----------GAATCTGTACAA---------ATTGTGTGTACAAGACCTAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AGCATTGATATAAGT---
AAATGGAACGCAACTTTAGAAAAGGTAAAAAAGAAATTAGAA---------------GGTATCTTCCCT----
--------------------------------AATAAAACAAAAATAAGATTTGAG------
CCGGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATTC---
AGGTTACTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTGGGAGGCTTAATAGGTTTAAGAATAATTTTGGGT---
GTGCTCTCTATAGTG---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAATACAAAGAATTGGTAGAGGT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCCTTGAAACAGCTTTGCTA---TAA 
>DQ093596 
GTA---ATG------------------------------------------
GGGAACCGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATACGACAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATTAGCTTGTGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGCCACCTTCAATAGTGCAAATTCCACCGTCAATAATAGC-
-------------------------------------------------------------------------
----------------ATGGATGGAAATTCCACCGTCAATACTAGCATGGATGGAGAAAGAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAATGTGTATGCACTT---TTTTATAAATCTGATGTAGTACCACTTAATGGA----------
-------------------------------------------------------------------------
----------------------
GATAACCATAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATACTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------AGATCTGTAGAG---------ATTAATTGTACAAGGCCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAGAGAG---
GACTGGAATAAAACTTTAAAAGAGGTAAAAGAGAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTGAA------
CCACCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAAATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAGCACAATATAC---
AAGTTACTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCCCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTGCATACAAAACTTGTGTAGAGGT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ093607 
GTG---TGG---GGG------------------------------------
AACAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACTACTTTATTCTGTGCATCAGATGCTAAGGCATATGAGAGAGAA---GCACATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACATGAAATGGAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAATTGTACAAATGTTACTATTAATAGTACAAAGGTTAATAATACTGAA----
-------------------------------------------------------------------------
----------------AGTGCAAACGTTACTGCCAGTGATGCTAGGGCCAGGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTACAA---------------------------
GATAAGAAAAAGAAAGTGTATGCACTC---TTTTATAAACTTGATATAGTATCACTTAATGAGACT-------
-------------------------------------------------------------------------
----------------
AAAGGCAACTTTACTAACTATAGATTAATAAATTGCAATACCTCAGCCATAGCGCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGT---ATAGTGCAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGGAACATA------------AGAGAAGCACATTGT---AACATT------ACA---
AATTGGAACGAGACTTTGGAAAGGGTAAAAAGGAAATTAGAA---------------GAACACTTTCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCCATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATGTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACAAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGAAACAATATAC---
AGCTTGCTTGAGGACTCGCAACGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAGCAATCTGTGGACTTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCATTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAGTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATTAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>DQ164108 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GCCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATATAACAGAAAATTTTACC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAAATGCAAATGTTACCAGT-------------------------
-------------------------------------------------------------------------
-------------------------------------AATAATACCATGACGGAAGAAATAAAA---
AATTGCACTTTCAACACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAACGTGTATGCATTG---TTTTATAGATCTGATGTAATACCACTTAATGAGAAT-------
-------------------------------------------------------------------------
-------------
GACACCAGTAACAGTAGCTCCTATATATTAACAAATTGCAATACCTCGACCATAACGCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATCCATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGT
GCAAC---AATAAGACATTCAGT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATATCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACGAAT---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAACT---



GACTGGGATAAAGCTCTACAAAGGGTAAGTAAAAAATTAGAA---------------GAACACTTCCCC----
-----------------------------------AATAAAACAATAAAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTCTTAGTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGCAATTACACAGACACAATATAC---
AGATTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTCTGACATAACAAAGTGGC
TATAGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACAAAGGATT-------------------------------------
--------------------------------------------------------------------TGA 
>DQ351234 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCTCAAGAAATAGATTTA------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAAGATATA---
ATCAGTCTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAGATGTTACCAGTAATGGTACT----------------------
-------------------------------------------------------------------------
-------------------------------------GTTACCAATAATAGTACAGACATGAGA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGGGACAGAAAGCGCATGCACTT---TTTTATAGACTTGATATAGTAAAACTTAGTAAT----------
-------------------------------------------------------------------------
----------------
GAAAGTAGTGACAATAGCTATAGATTAATAAATTGTAATACCTCAGTCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTGAAAAG---
AAATGGAATGAAACTTTACAAAGGGTAGGGAAAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
AGCCCCTCAGGAGGGGACCTAGAAATTACA---ATGCATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GCTGCTCTGGAAAGCTCATCTGTACCACTAATGTGCCTTGGAACTCCAATTGGAGT-----------------
----------------------------AATAAAGCTTACAAGGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGCAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ275650 
ACG---AAG---------------------------------------------
GACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACGACTTTATTTTGTGCATCAAATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGGC---
CCCAACCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGGAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAAACTGTAGCGATGCGAGGAACTCTACCGCA----------------------
-------------------------------------------------------------------------
-------------------------------------AATGTTACCGATCCTGGAATTATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAAAGTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
-------------------
GATAACAGCTCTATGTATAGATTAATAAACTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGCACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAACAATTAGATCTGAAAACCTAACAGAAAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAAGCTGTAGAG---------ATTGAGTGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTAAAGGG---
AAATGGAATAACATTTTACAAAGGGTAGCTGGAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAGGACAATAGTATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACACATCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGGAAACTCATCTGCACCACAGCTGTGCCTTGGAACCTTAGTTGGAGT-----------------
----------------------------AATAGGACTCAAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTATACACACACAATATAT---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTGTATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCTCTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT183301 
GTG---ATG------------------------------------------
GGAAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
GCACCTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCTGACCCACAAGAAATAAAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAAGTGTACAGATGCTAAGGGTACCAATAATAGTGTTACCAGT----------
-------------------------------------------------------------------------
----------------------AAGAATAATGATACCATGAGGCCCATGGAGGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAGAACAAAGAGCATGCACTC---TTTTATAAACTTGATATAGTACCACTTAACAGC----------
-------------------------------------------------------------------------
----------------------
TCTAGTAACGAGTATAGATTGATAAATTGTAATACCTCAACCTTAACACAA---
GCCTGTCCGAAGGTCACTTTTGAACCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCATAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTACCA---------ATTGTGTGCACAAGACCCAACAATAACACAAGGAAG-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
GAATGGGATGAAACTTTAACCAGGGTAAGTGAAAAATTAAAA---------------GAGCACTTCCCT----
-----------------------------------AGTAAGGCAATACTTTTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAGTTAGTAATTACACAGACACAATATAC---
AGGTTACTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTCCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACTAAGAATTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTACAAGAATAAGACAGGGAGTGGAAGCATCTTTGCTA---TAA 
>KC863229 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAAATTGTACTGATGTTAATGGTACTAGTGTTAATGGTACCAGTAAT-------
-------------------------------------------------------------------------
----------------------GGTAATGATACCCACAAACCGAGCATGAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCCCTT---TTTTATAGACTTGATGTAGTACCTTTGACTAATGAC-------
-------------------------------------------------------------------------
----------------------
AACTCTACTGAGTATAGATTAATAAATTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGGTTACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTAGGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGGTCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTGGAACA---
CAATGGAATGAAACTTTAGAAAGGGTAAAAGAAAAACTAAGC---------------AGACACTTCACT----
-----------------------------------AATAAAACAATACAATTTGAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTATACAGAAACAATATAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAATATAACGAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACTAGGATTTGGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGTTTTGCTA---TAA 
>AY772690 
GGG---ACG------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATACGATAAAGAA---GCGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAACTAGTAGTAATAGTACAACTGCAACTGGTAGTAAT-



-------------------------------------------------------------------------
----------------AATGCAACTGGTAATAATAGTGTTTCTGATAATTCTGAAGAAATAAAA---
AACTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAGGCAAAGGAAAGTGTATGCACTT---TTTTATAGACCTGATGTAGCACCACTTAATAAG----------
-------------------------------------------------------------------------
----------------------
AACTCCAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGATGAC------------
ATAATAATTAGGTCTGAAAATATGACAAACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------GAGTCTGTAACA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAATGGGTGAC------
---------ATCATAGGAAACATA------------AGACAAGCACATTGC---AACATTAGTGGAGAG---
AAATGGAACACAACTATAGAAAAGGTAAGGGGAAAATTAGGA---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAACATTTAAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCAGTGGCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGATATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
AAGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGCAGGATTTATTAGCCTTGGACAAGTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTGGGG---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCGGTAGCTGAA---
GGGACAGATAGGATTATTGAAATATTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY772691 
GTG---ATA------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGTGGCAGTAAGTAATACTGGGACTACT-------------
-------------------------------------------------------------------------
-------------------------AGCAGTAAAAGTAATGTGACAAATAGTCCCATGATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGATGAAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGGCCTT-------
-------------------------------------------------------------------------
----------------
AATAGCAATACCAGTGAGTATAGATTAATTAATTGTAATACCTCAACCGTAACACAA---
GCCTGCCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---GATAAGAAATTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAGTTTAAC----
-----------CACTCTGTAGAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGGAAA-----
-AGTGTGGGGATA------------GGACCAGGACAAACA---ATC------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGTAGT---
GAATGGAACAACACTTTACAACAGGTAGGGAAAAAATTAGCA---------------GAACACTTCCCT----
--------------------------------AATACAACAAAAATACACTTTCAA------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCACTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGACAATATTTGG------CAG------



AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAACACAATATAC---
AGACTGCTTGAAGAATCACAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTATTGGCATTGGACAGTTGGGCAAGTCTATGGAATTGGTTTAACATATCAAATTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGTACAAAGATTTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY703908 
GGA---ACA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTATATGGGAGCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCTAACAGCAGTGCT-------------------------
-------------------------------------------------------------------------
-------------------------------------GATAATGACATAATGAAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGAAGGAGTATGCACTT---TTTTATAGACCTGATATAGTACCAATTGATGAG----------
-------------------------------------------------------------------------
----------------
AAGAACAACAAATCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCGATTCCTCTACACTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGTTCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCACCTTAAT----
-----------AGGTCTGTAGAA---------ATTGTGTGTACAAGACCCCACAATAATACAAGGGAA-----
-GGTATAGGAATA------------GGACCAGGACAAACA---TTC------TTTGTAACAAAGAAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGGAGGA---
AATTGGAGCACTACTATAGATGAGGTAAAAAGGAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATACATCAATACAATTCGAA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGCAGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGAACAGGTAGGATTATAGAATTTATACAAAGAATTTATAGAGCT----------------------------
--------ATCTGTAACGTA------CCCACAAGAATAAGACAGGGCATTGAAGCAGCTTTACTA---TAA 
>AY772693 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTGCAACAGTTAATGATACCAGTAATAGTACT----------------
-------------------------------------------------------------------------
----------------------------GCTAATTACCCTGATAGCATGAAAGAAGAAATGAAA---
AATTGTTCTTTCAATGTAACCACAGAAATAAGA---------------------------



GATAAGAAAAAGAATGTGTATGCACTT---TTTTATAAACCTGATGTAGTACCAATTAGTGAG----------
-------------------------------------------------------------------------
----------------
AATAACTCTACAGAAGAGTATATATTAATAAATTGCAATTCCTCAACCTTAACACAA---
GCCTGTCCAAAGGTCACTTTCGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GTCGACACGATAATAGTCCACCTCAAG----
-----------GAACCTGTAAAA---------ATTAACTGTACAAGACCCAGTAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATGAA---------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTTCTGAA---
GAGTGGAACAAAACTTTAAGCCAGATAAAGGAAAAATTAGCA---------------AAATACTTC-------
--------------------------------------CAAAATATAACGTTTGAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTACCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGGTAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACCAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTGATAGGTTTGAGAATAATTCTGGGT---
GTACTCTCTGTAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AY772700 
AAT---GGG---------------------------------------------
GGCTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAATCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGCAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCCCTCTGTGTCACTTTAGATTGTACAAATGTTAATAATACCCACAGTAATAATGCTACCCACAAT----
-------------------------------------------------------------------------
----------------AATGCTACCCACAATAATGCTACCCACAATAATAGTGAAGAGATGAAA---
AATTGTTCTTTCAATGCAACCACAGAAATACAA---------------------------
GACAAGAAAAGGAAACAGCATGCACTT---TTCTATAGACTTGATATAGAACCACTTAAGGGGAAT-------
-------------------------------------------------------------------------
----------------
GGTAGCAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAATACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGCTCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATCATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGTTAT---
AAATGGAACAACACTTTACAACAGGTAAAGGAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAAAATTTGAA------
CAACCCTCAGGAGGAGATCTAGAAGTTACA---ACACATAGCTTCAATTGTGGAGGAGAA---
CTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGTTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGCCACAATATAT---
GATTTGCTTGAAGAATCGTATAACCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAAAAGGACCTATTAGAATTGGATAGTTGGAAAAATCTGTGGAATTGGTTTGACACAACAAGATGGT
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTATCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCACTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTACA---
GGAACAGATAGGATTATAGAATTATTACAAAGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY772694 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACCTTAAACTGTAGCAATGTCAATGTCACCTTAGGGCATAACAATATT----------
-------------------------------------------------------------------------
-------------------------ACCAATGCTACCATGGAACCCAGGGAGGCGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGTCGCAAAGAGTATGCACTT---TTTTATCGCCTTGATATAGTGCCACTTGATGGA----------
-------------------------------------------------------------------------
----------------
AATAATGACAACTCTAGTTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGGTACGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTGTATCAGGAGAAGAA------------
GTAATAATTAGATCTGAGAATCTGACAAACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------CAATCCATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAAATAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGG---
GAATGGAATAAAACTCTACACGAGGTAGGTAAAAAATTGGCG---------------GAACACTTCCCT----
-----------------------------------GGTAAAGCAATAAGTTTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCTTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCCTATAGTGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAGACACAATATAC---
AAGTTGCTTGAAGTCTCACAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAAGTGGCAAAGCCTGTGGAGTTGGTTTGACATATCAAAGTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTAATATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACTGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGTATTCATACAAAGAATTGTTAGAGCT----------------------------
--------ATCCTCAACCTA------CCAAGAAGAGTAAGACAGGGTTTTGAAGCAGCTTTGCCA---TAA 
>AY772701 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAAATGTACAAATTTAAATGTTACTAAATTTAATGCTACTGGTACAAATTTTA
CT-----------------------------------------------------------------------
----------ACTACTGTGAACAGTACTGCTACTGTGAACAGTACTGCTAGGGAAGAAATAAAG---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGCAAGTGTATGCACTT---TTTTATAAACTAGATATAGTACAGATTAATGAG----------
-------------------------------------------------------------------------
-------------------



GGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTAGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTATAGAC---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGAACAT---
AGATGGAATAAAACTGTAGAAGGGGTAAAGAGAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAGCACAATACAATTTGCA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTATTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGATGAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACACACATAATATAC---
AGCTTGCTTGAGGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCTTTGGACAATTGGCAAAGTTTGTGGAATTGGTTTGACATATCAAGGTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>AY772695 
GTG---ATG------------------------------------------
GGAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTCGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGTCTA---AGGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTAACCAGTACTAATAATGATACCAGTGAT----------
-------------------------------------------------------------------------
----------------------ATCAGTAGGAATTTTAACATGAGTATGAGAGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAGGAAACAGCAAGTGTATGCACTT---TTTTATAGATCTGATATAGTACCATTTAATGAG----------
-------------------------------------------------------------------------
-------------------
GGTAATAGGAGTGGTTATATATTAATAAATTGCAATACCTCAACCCTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTCAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAT------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTCAAG----
-----------GAACCTGTACCC---------ATTGTGTGTATAAGAACAGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGATGCC------
---------ATAATAGGAGATATA------------AGAAAAGCATACTGT---AACATTAGTGGA-------
--TGGAACACAACTTTACAAAAGGTAAAGGACAAATTAGGA---------------AAACTCTACCCT-----
----------------------------------AAGAAAGAAATAGAATTTGGA------
CCATCCTCAGGAGGAGATCTAGAAGTTACA---ACACATAGCTTTAACTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCGTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTACCAGAAATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGAATTGGACAGTTGGAACAATCTGTTGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGT---
GTGCTTTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATACAGGGAATTTTTAGAGCT----------------------------
--------ATCCGAAACATA------CCTGCAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY772696 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAGT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTGCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGCACAAGTTAATGTTACCAGT-------------------
-------------------------------------------------------------------------
-------------------------------ATTAATAATGCTACCTATGATAATGAGATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAACAAGAAAGGGTATGCACTT---TTTTATAGACCTGATATAGTACCAATTAATGAAAGT-------
-------------------------------------------------------------------------
----------------
GATAGTAGCTCTAGTGACTATATATTGATAAATTGCAATTCTTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCGGAAGGGGAG------------
ATAATGATTAGATCTGAAAATCTGACAGATAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------AGCTCTATACCA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAGG-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAAATGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAA------
GAATGGAACAAAACTTTAGAACAGGTAAGGGAAAAATTAAAA---------------GAACACTACAAG----
-----------------------------------AATAAAACAATAATATTTGAC------
CAACCCTCAGGAGGGGATATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAATCAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAGCCATAATGTAC---
GGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCCTGTGGAGTTGGTTTACTATAACAAAGTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACTGATAGGATTATTGAAGTAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ164115 
GGG---GGG------------------------------------------
GAGGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATGAAGGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAGTGTAAATGTTAATACTACCACTAATAGAACTGTC-------
-------------------------------------------------------------------------
-------------------ACTCGTATGGATGGAGAACTAAAAAGAATGGAGGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAGAGCATATGCACTT---TTTTATAGACCTGATGTAGTGCCACTTAATGGTAATGGTATC-
-------------------------------------------------------------------------
----------
TCTAACTCTAGTAACTATAGTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAG---
GCCTGTCCAAAGGTTACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------



-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTCATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTATAGTC---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTACTAATGGA---
ACACAATGGAACGCAACTCTAGAAAAGGTAAAGAAGAAATTA---------------GAAGTACACTTCCCT-
--------------------------------AATAAAAATATAACCTTTGAACCA---
CAACCACTCTCGGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAACTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCTATCATATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATACAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGCCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAGTTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATCTTTGGA---
GTGCTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCAATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAATTAATACAAGGATTTTTTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>DQ351221 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTAACGATGTTAATGTTACTAAGAATTCTAAT----------------
-------------------------------------------------------------------------
----------------------------GCTACTGCTGATGAGCACATGAAGGGGGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AATAATAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGGACAGGACCCTGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACAAAAACAATAATAGTACACCTTAAT----
-----------AAATCTATAGAA---------ATTGTGTGTACAAGACCCCACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAGACA---TTC------TATGCAACA---GAC------
---------ATAATAGGAAACATA------------AGAAAAGCACATTGT---AACATTAGTAAAGAC---
CTATGGAACGAAACTTTGACACAAGTAAAGGAGAAGTTAGGA---------------GAACACTTCTCT----
-----------------------------------AATAGAACAATACAATTTGCA------
CCACACTCAGGAGGAGACCTAGAAGTTACA---ACACACAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCACGTGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAGCACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAAGCTTGATAGGTTTAAGAATAGTTTTTGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGCAGTACTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 



>DQ164121 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAGACAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------GCGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCAACAGTTAATGCTAATGCTAGT----------------
-------------------------------------------------------------------------
----------------------------GCTACCATAGAGAGAGAAATGGAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAATCACAGAAATAAGA---------------------------
GACAAGAGACGAGAAGCATATGCACTT---TTTTATAAACTTGATGTAGTACCACTTGATAATAAGAAGAAT-
-------------------------------------------------------------------------
----------
GCCACTCCCAGTAATTACAGTGAATATAGATTAATAACTTGTAATATCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---GATAAGATGTTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCTGAGCAGGAA------------
ATAATAATTAAATCTGAAAATATAACAAACAAT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------GAAGCTGTAGAA---------ATTAAGTGTGAAAGGCCCAACAATAATACAAGGAGA-----
-AGTATAAGAATA------------GGACCAGGGCAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTGGAAGT---
CAATGGAATAAAACTCTGCAAAGGGTAAGGGAAAAATTAAAT---------------ACCTACTTTCCT----
-----------------------------------AATGAAACAATACTATTTGAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
ACTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GGTAGAGAAATTGATAATTACACACACGAAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGGCAGTTGGAAAAATCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTGTTACAAAGCATTGGAAGAGGT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>DQ396393 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATACGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAATTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATTATCGT----------------------------------
-------------------------------------------------------------------------
----------------------------------------------AATGATACAGAAAGGAGA---
AATTGCTCTTTCAATGCAAGCACAGAACTAAGA---------------------------
GATAAGAAAGAGAAAGTATATGCACTT---
TTTTATAGGCTTGATATAGTACCACTTAATGGGGATAGCAACAGC----------------------------
--------------------------------------
TCTACTAACAGCAGCTATACTAACAGCAGCTATGAGGAGTATAGATTAATAAATTGTAATACCCCAGCCATAA
CACAG---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCGTGTCAGAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTACTATTAAATGGTAGCCTAGCAGAAGAAGGG------------



ATAATAATTAGATCTGAGAATCTAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTACAA---------ATTGAGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCGGGACAGGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
GAGTGGAATAAAACCTTACGAGGGGTAAGAGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTACCTTGGAATACCAGTTGGAGT-----------------
----------------------------AGCAAATCTACATCAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAGTTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAGGCCTCACAAAATCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCTTTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTA---------CATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTACTAGTCTAATTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGCATTAGTACAAGCAGTTTGTAGAACT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTAATA---TAA 
>DQ396394 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAATGTAACAGTTAATAATGGTACT-------------------
-------------------------------------------------------------------------
-------------------------------ACCTGTGATAATAACACATGTGAAGAGATAAGA---
AATTGCACTTTCAATACAACCACAGTAATAAGG---------------------------
GATAAAAAACAGCAAGTGTCTGCACTT---TTTTATAGATCTGATGTAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
-------------------
AATAGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---
CAACTACTGTTAAACGGTAGCATAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------AAAGCCATAAAT---------ATTGTGTGCACGAGACCTAACAATGATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAACAGC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGAACAA---
GACTGGGATGACACTTTAAAAAGGGTAAAGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AACAAAACAATAAAATTTGAA------
TCATCCTCAGGAGGGGACTTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCATCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGGTAATTACACAGGCATAATATAC---
AGGTTGCTTGAGGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AACAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGTTATTAGGCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAATACGAAGACTTTATAGAGCT----------------------------
--------ATCCGCAGCATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ164122 



GTG---GGG------------------------------------------
GGAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTCCTCTCTTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGGTTTTAGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGCTAATGTTAAGGATAATGTTACT----------------------
-------------------------------------------------------------------------
----------------------------------GTTAGTGTTAATGATACCATGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGTAGTAACA---------------------------
GATAAGAAGCGCAAAGAGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGGAAT-------
-------------------------------------------------------------------------
----------------
AATGGCAACTCTACTGAGTATAGATTAATAAATTGTAATACCTCAACAGTAACACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAC------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAC---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------AAATCCGTAGAA---------ATTGTGTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAAAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAAAGGA---
AGCTGGACTGAGGCCTTACACTGGGTAGGTGAGAAGTTAAAG---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGGGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAGTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
CAGTTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGCTGGTTTACCCTATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTACT---
GTGCTATCTTTAATA---------AATAGAGCTAGGCAGGGATACTCACCT------
TTGTCGCTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGACTTATAGAAATTATACAAAGATTTGGTAGAGCC----------------------------
--------ATCTGCAATACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ164117 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGAGTACCTATATGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGTTAATGCTAATGCTACCTACAATAATGCT----------
-------------------------------------------------------------------------
-------------------------AGTGCTACCTACAATGATAGCTCGGAGACAGGACTAAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAAA---------------------------
GATAAGAAGCACCAAGAGTTTGCACTT---
TTTTATAGACTTGATATAGTACCACTTAAGGAGAATAATGGCAGCTCT-------------------------
-----------------------------------------------
AGTGAGAATAATGTCGACTCTAGTGAGGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAATACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGAAGCACAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------ACTAAAACAATAATAATACAGCTTAAG----
-----------GAATCCATAGAA---------ATTGTGTGCACAAGACCCAATAATAACACAAGAAGA-----



-AGCATAAGAATA------------GGACCAGGACAAGCG---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
AGATGGAATAAAACCTTACAAAATGTAGGAAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGTCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAAGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACATAATATAC---
ATGTTGCTTGAAGAATCGCAGGTCCAGCAGGAA----------------------------------------
-----------------------------
CACAATGAAAAAGAGTTATTGGAATTGGACAGGTGGCAAAGTCTGTGGAGTTGGTTCAGCATAACAAATTGGC
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTTCTACAGAGAATTTGC----------------------------------
-----------------------------------ATAAGATAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ164118 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAAAGGTCTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGATGTTAAGAATGTTACTAGTAAC-------------------
-------------------------------------------------------------------------
-------------------------------ATGAATGGTACCAGTAACAGGGATGAAATGAAA---
AATTGCTCTTTCAACACAACCACAGAACTAAGA---------------------------
GATAAGCAGAAACACCAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGAAGAAGGT-------
-------------------------------------------------------------------------
-------------
AATAATAAAAGCTCTGGGGAGTATAGACTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAATAATAATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCATAGCAGAAGGAGGG------------
ATAATAATAAAATCTGAAAATCTGACGGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGAGTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGCGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGAATAAAACCTTACTTGAGGTAAGTAAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACGATAACATTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGT--ATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAAGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTAATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGTTTATAGAAATAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ445637 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAAGCATATGAGAAGGAG---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGGAATGTTAGTAATGCAACTGTTATC-------------------
-------------------------------------------------------------------------
-------------------------------TGCAAGGATAATACCACGTGTGCAGAAATGAGA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAGCACAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAATAAAGGCAAC-
-------------------------------------------------------------------------
-------
TCTAGTGGGGACAACTCTAGTGAGGAGTATAGATTAATAAATTGCAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGAAAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGGGGAG------------
ATAATCATTAGATCTGAAAATATATCAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTACCC---------ATTGTGTGTGTAAGACCCAACAATAATACAAGGAGA-----
-AGTCTAAGGATA------------GGACCAGGACAAACA---TTC------TATACAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATGTTAGTAAAGGA---
ACATGGAGCAAAACTTTACAACAGGTAAGAGAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAACTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACATACACAATATAC---
CAGTTGCTTGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
CGAAATGAACAGGATTTATTGGCATTGGACAAGTGGCAATTTTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCTTACAGATAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCTA---TAA 
>DQ164110 
GTG---GTG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACGGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTTAATATTAATGCTACCAGCAATACTACCAGTAAT----
-------------------------------------------------------------------------
-------------------GTTAATGGTACTGAGGTTAATGTTACCAGTGCTGAAGAAATAAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAAAAAGCTTATGCACTT---TTTTATAGACCTGATATAGTACAAATTAATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGCACTGAGTATATATTAATAAATTGCAATTCCTCAACTATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAATGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAG---
CAATGGAACAGAACTTTAAAACGGGTAAAGGAAAAATTAAAA---------------GAACACTACCCT----



-----------------------------------AATAAAACAATAACATTTCAA------
CAACTAGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGATACAATATAC---
AGGTTGCTTGAGGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATCTATTAGCATTGGACAGGTGGAACAACCTGTGGAGTTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGGACAGATAGGATTATTGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>DQ093598 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCTTATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTCTTGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTATGTGTCACTTTAAATTGTACAAAGATTAAGGCTACTGATAACAACAATAATACTGCAGTT----
-------------------------------------------------------------------------
-------------------AGGCCTACTGTTAGCAACAATAGTAGTATGTATGAAGAAGTAAGA---
AATTGCTCTTTCAATACAACCACAACAATAAGA---------------------------
GATAAGAAACAGCAAGCTTATGCACTT---TTTTATAGATCAGATATAGTACCCCTTGATGAGAAA-------
-------------------------------------------------------------------------
-------------
AACGGAAGCAGCACTGGAGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTGGTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTGAAAACAATAATAGTACATCTTAAT----
-----------GAATCAGTACAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATAAGCAAAGAA---
GGATGGAACAAAACTCTAGAACGGGTAAAGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAAGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGATATTTGG------GGT------
AACATGACCTGGATGCAATGG---GAAGGAGAAATTGATAATTACACAGGTGCAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAGAAGGATTTATTAGCCTTGGACAGTTGGAGCAACTTGTGGAGTTGGTTTAGCATATCAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGCAATAATACAAGGAATCTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ093599 
AAT---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTG---



ATCAGCTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTTCAAAGGCTAATGTTACCAATGTTGCCATGGAT-------------
-------------------------------------------------------------------------
----------------------------GGTACTGTCCTTAATGATACCAATGGAGAAATAAAA---
AATTGCTCTTTCAATGCCACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGTATATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAATAATGGG-------
-------------------------------------------------------------------------
----------------
ACTGGGAATGACTCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGCCCAAAGGTCTCCTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGATGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAACGGTAGCCTATCAGAAGAGGGG------------ATAATAATTA--
TCTGAAAATCTGACAAACGAT---------ATCAAAACAATAATAGTACACCTTAAT---------------
GAATCTATAGAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA------
AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC-------
--------ATAATAGGAAATATA------------AGACAAGCACACTGT---AACATTAGCCAAGAT---
AAATGGGATAAAACTTTACAAAGGATAAATGAAACATTAGCA---------------GCACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACATTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTACACAAACACAATATAC---
TCGTTGCTTGAAGCCTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTGGAGAGTTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ164126 
GGG---GAG------------------------------------------
GAAAAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGCTGTAGAAAATAAGAATAAGACCAATAAG-------------
-------------------------------------------------------------------------
-------------------------AATGAGACCTTAGATGATGGCATGAAGGGAGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGAGCGCCAAGAGTATGCACTT---TTTTATAGGCTTGATATAGTATCACTTGATGAG----------
-------------------------------------------------------------------------
----------------------
AATAATAACAGCTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAAATTCAAT------GGGATAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCGACT---
CAATTACTGTTAAATGGTAGTGTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------AAACCCATAGAA---------ATTATGTGCACAAGACCCAACAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAAAC---------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTAAAGAT---
GCCTGGAATGAAACTCTACAAAGGGTAGGTAAAAAATTGTAT---------------GAACACTTC-------
-----------------------------------AACAAAACAATAAGATTTACC------
TCATCCTCGGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGGAAACTCATCTGCTCCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GATAGAGAAGTTAGCAATTACACAGACACAATATAC---
AGGCTGCTTGAAATATCGCAATACCAGCAGGAT----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTATCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAGTTGGC
TATGGTATATAAGATTATTCATAATGATAATAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCA---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGCATTCACACTAGGAATTGTTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ093588 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GCTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATATTTTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTATAGATTTTAAGGCTAGTAATGCTACC-------------------
-------------------------------------------------------------------------
----------------------------------TACAATGATAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGCATATGCACTT---TTTTATAGATCTGATGTAGTGCCACTTAATAAGAAT-------
-------------------------------------------------------------------------
-------------
AACGCTGGTAACTCTAGTGAATATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGAAATTCAAT------GGGACAGGAACATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTTAAAACAGTAATAGTACACCTTAAT----
-----------GAATCTATAGAC---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAAATGAT---------
---------ATAATAGGAGACATA------------AGACGAGCATATTGT---AACATTAATGGAAGT---
CTATGGAACAAAACTTTAGAAAAGGTAAAGAAAAAATTAAAG---------------GAACACTATTACTAC-
--------------------------------TCCAATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATTTCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCTAACAGATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAGTGAAATTAATAATTACACAGACATAATATAC---
AGGTTACTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGACATCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGCACTAGGAATTGGTAGAGCT----------------------------
--------ACCCTCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ164119 
GTA---ATG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTTTTG------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTACCAGAAGGACCAAC----------------------------
-------------------------------------------------------------------------



-------------------------------------------CATACTACCCAAGAAATGAAA---
AATTGCACTTTTAATGCAACCACAGAAATAAAG---------------------------
GATAAGACACAGAGAGTGCATGCACTT---TTTTATAGAACTGATGTAGTACCACTTAATGAGGAA-------
-------------------------------------------------------------------------
-------------
AAGAATAATTCTAGTAATGAGTATATATTAATAAATTGCAATACCACAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAATAAATTCAAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GTCGACACAATAATAGTACACCTTAACAGT-
--------ACTACATCTGTAGAT---------ATTATGTGTACAAGACCCGGCAATAACACAAGACAA-----
-AGTACAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAGAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACTAGAAGT---
AACTGGACCAACACTTTAAAAAAGGTACGGGAAAAATTAAGA---------------GAACACTACCCT----
-----------------------------------AATACAACAATAGACTTTAAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACACATATTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GATGCGCTGGAAAAACCATTTGCACCACTGCTGTACCGTGGAACTCCAGTTGGAGTAATAGA-----------
-------------------------AGTCACGATCAGATCAAAGACATTTGG------AAT------
AACCTGACATGGATGGAGTGG---GAAAGAGAAATTAGTAATTACACATACACAATATAC---
CAGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATCTTGGGA---
GTGATCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAGTACAAATAATTGTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAACAGCTTTGCTA---TAA 
>DQ093585 
GTG---GCA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAAAGCTAATGCTAATGTTACTAGTATT----------------
-------------------------------------------------------------------------
----------------------------CCTGCCCTCAATAATAGCAAGCCTGAAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTG---TTTTATAGACCTGATGTAGTACCACTTCATGAG----------
-------------------------------------------------------------------------
----------------
AACTCGAACTCCAGTGAGTATATATTAATAAATTGCAACACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACCTTTGACCCGATTCCTTTGCATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGATTAGATTTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGTTTAAT----
-----------CAATCTATACAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATACAAATGAC---------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACCTTAGTGGAGCA---
CACTGGAATGCAACTTTAGAAAAGGTAAAGAGGAAATTAGAA---------------AAACATTTCCCT----
-----------------------------------AATACAACAATACGCTTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCACTGTGCCTTGGGACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGACACAATATAC---



AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGAATAGCCTGTGGACTTGGTTTGGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAG---
GGAACAGATAGGATTATAGATTTAGTACTAAGAATTTGTAGAGCT----------------------------
--------GTCCGCAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ056412 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---ACAGAAGCAAAA---
ACCACTCCATTCTGTGCATCAGAGGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCGCAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGCAGATCAGATGCGTGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGCAAAAGTTAATGCTACCATGAATGGT-------------
-------------------------------------------------------------------------
-------------------------ACTACTACTGATAGTAATAGAATGATTGGAGAAATGAAA---
AACTGCTCTTTCAATACAACTACAGAAATAAGG---------------------------
GATAAGAATCAGAAAGCGTATGCACTT---TTTTATAGACCTGATTTAGTACCAATTAATGAGAATAAT----
-------------------------------------------------------------------------
----------
GGGAATAGTACTGGGAATAGTGAATACATATTAATAAATTGCAATAGCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAAACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAACCAGTGGTGTCAACT---
CAGCTACTGTTAAATGGTAGCCTGGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAGT---------CTCAAAACAATAATAGTACACCTCAAT----
-----------GAATCCATACCA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCGGGACAATCA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAGTAAAGGA---
GTATGGAACGCAACTTTAGAAAGAGTAAAGAAAAAATTAGAA---------------GCATTCTACCCT----
-----------------------------------AATAAAACAATAGAATTTAAC------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCACTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTACTAATTTGCTTGATACCATAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAGTACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY878072 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAATTAGCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGGGGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAGACTTAATAGTACTGCAGATGCAGCAGGTAATAGTA
AT-----------------------------------------------------------------------
-------------AGGACCCTTAACAATAGCATGGAAGAAGATAACATAAAGAAAGAAGTAAAA---
AATTGCTCTTTCAGTACAACCACAGAAATAAGA---------------------------
GATAAGACACAGAAAGTGTATGCACTT---TTTTATAAACCTAATGTAGTACCACTTAATGAG----------



-------------------------------------------------------------------------
----------------------
AGTGCCAATACCTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCTCTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAGATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAG----
-----------GAGCCTGTAAAC---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATTAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCTCTACAGCA---
AAATGGAACGAAACTATACAAAATGTAAAGACAGAATTAAGA---------------GAACACTTCCCT----
-----------------------------------GAAAAAAATATAACATTTGCA------
CCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCTTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGACACAATATAC---
AGGCTACTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATCATAATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATTGAAGGAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTACAAGAATAAGACGGGGCTTTGAAGCAGCTTTACTG---TAA 
>AY772699 
GGG---GAG------------------------------------------
GAGAACTCGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCGGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGCAATACTACTAGCCACAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------AATAGCAGCCCCAGCCCCATGACA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGACACAGAAAGTGAATGCACTT---TTTTATAGATCGGATATAGTACCACTTGAGAAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACCCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATACAAATGAA---------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAG---
CTATGGAACAATACTTTAGAACAGGTAAAGAAGAAATTGAAA---------------GAACACTTTCAG----
-----------------------------------AATAAAACAATAGAATTTCAA------
CCACCCGCAGGAGGGGATCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCATTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGACTATATTTGG------GGT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACATAATATAC---
ACATTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTAGCATAACAAAGTGGC



TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTGGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATAAATCTATTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGCTTATTGAAGGCTTACAAGGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCCAGAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ164114 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAGGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AAAGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTACCAATAATGGTACTACT-------------------
-------------------------------------------------------------------------
----------------------------------ATTAATGATACCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAACAGAAAGCGTATGCACTT---TTTTATAAACCTGATTTAGTATCACTTAATGAC----------
-------------------------------------------------------------------------
-------------------------
AATAACAGCTATATATTGATAAATTGCAATACCACAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAGACAATAATAGTACACCTTAAT----
-----------GAATCTATAGCA---------ATTAATTGTACAAGACCCAACAATAATTCAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGGCAAACA---TTC------TATGCAACAAATGCA------
---------ATAATAGGAGACATA------------AGAGAAGCATATTGT---AACCTTAATGGGAGC---
AAATGGAACATAACTTTAGGCAAGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATGGAACAATAAAATTTGAA------
CCAGCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAACAGACATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAATAATTACACAAACATAATATAT---
AGCTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATAATAGTAGGAGGTTTGATAGGTTTGAGAATAATTTTAAGT---
GTGCTCTCTATAGTG---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTACTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACTGATAGGATTATAGAGTTAGTACAAAGAATTTATAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY901977 
GTA---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAGGCATATGAGGAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGGTCAAAGTCTA---AAACCATGTGTAAAATTG---
GCCCCACTATGTGTCACTTTAAATTGTACAAATGCAAATGTTGGTACTACCAGTACATCCAATACTACC----
-------------------------------------------------------------------------
-------------------CGTACACCCAATAGTAGCATAATAGAAGAAAAAGAAGAGATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAAACCTGATGTAGTACCACTTAAGGAA----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAA---



GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGGCAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAAAAGGGGAT------------
ATAATGATCAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GATTCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGATGGC------
---------ATAATAGGAAACATA------------AGACAAGCATCTTGT---AACTTCACTACTGAA---
GGAAAATGGAACCCAACTTTAGAAAAGGTAAAGAAGAAGTTA---------------CGAAAACACTTCGGT-
-----------------------------------GATAAAGAAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGGA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATAC---
AGGCTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACACAGTGGT
TGTGGTATATAAGAATATTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATATCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAGGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY901978 
GTG---ATG------------------------------------------
GGAGACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTTTTCTGTGCATCAGATGCTAAAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTATTGGGA---------AATGTAGCAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGGAAATGCTAACTTTACAAATGCTAACGATACAAAT----------
-------------------------------------------------------------------------
----------------------GTTGACGAGACCCACGAAGGTAGCATGTCTGGAGAAATAAAA---
AATTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAATAAGGTGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAATAGT----------
-------------------------------------------------------------------------
----------------
GATAATAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTTTACATTATTGTGCTCCAGCTGGTTACGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTCCACCTTAAT----
-----------AAATCTGTACAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAGGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
GCATGGAATAAAACTCTACAACAGGTAAAGGAAAAATTAGGA---------------AAACACTACGTT----
-----------------------------------AATAAAACAATAGAATTTGAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AGTAAATCTCAGTCAGATATTTGA------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACGCAGGCACAATATAC---
AGGTTGCTTGAGGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTATGGACATGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ011171 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACGGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAATGTTACTAGTAGTAATGCTACCAGCAGTAATGCT-------
-------------------------------------------------------------------------
-------------------ACCAGCAGTAATGCTACCAGCAGTGATAACATAAATGAGATAAGA---
AATTGCTCTTTCAACATAACCACAGAAATAAGA---------------------------
GATAAAAAGAAGAATGAATTTGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
----------------------
AATTCCAGTGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGCCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTCCACTTTAAT----
-----------AAATCTGTAGCC---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCTCATTGT---AACATTAGTAGAGTG---
CAATGGGACGAAACTTTAGAACAGGTAGGGAAAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------GATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAATCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCACGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAATCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAATGATTTACTAGCATTGGAGAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAATAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTATTACAAAGAATTTTTAGAGCA----------------------------
-----------------------------------TA-AGACAGGGCTTTGAAGCAGTTTTGCAA---TAA 
>DQ011179 
AGG---GGG---------------------------------------------
AACTGGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCCGCGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAGATGTACAAATGCTACCTACAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------AATGATAATAACATGGATGGAAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGACAAAGCAAGAGCGTGCACTT---TTTTATAGACTTGATATAGTACCACTTGGTAAGAATAAG----
-------------------------------------------------------------------------
-------------
AGCAACTCTGGTGAGGAAGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGCCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTCCACCTTAAT----
-----------GAATCTGTACCA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAAATGAT---------
---------GTAATAGGAGACATA------------GGAGAAGCACATTGT---AATATTACTAAAGAC---
GATTGGAACAAGACTTTAGAACAGGTAAGAAAAAAATTAAGA---------------CAATACTATAAT----
-----------------------------------AATAAGACAATAAAATTTGAT------
CAACCCTCAGGAGGGGATCTAGAAATTACA---TCACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAATAATTACACAAACACAATATAC---
CAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTAAACAATTGGCAAAACCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCAGCTTGATATCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAAACTTCCTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCTA---TAA 
>DQ011173 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ATAGAAGCAGAA---
ACTACTTTATTCTGTGCATCAAATGCTAAAGCATATGAGACAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTATGGGA---------AATGTAACAGAAAATTTCAAT----------------
--------------------------ATGTGGAAAAATTACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAACCTGTATAAATGCAAATGTAACTGTA-------------------------
-------------------------------------------------------------------------
-------------------------------------AATAATAGCGTGAAAGAAGAAATAAAA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGCGTATGCACTT---TTTTATAAACCTGATGTAATACCACTTAAGCAG----------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTAACAGACAAT---------GCCAAAACAATAATAGTACAACTTAAT----
-----------GAATCTGTAACA---------ATTGAGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGTGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTCAAGAT---
AAATGGAATGACACTTTACAAAGGATAAGTAGAAAACTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAACTGGT
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTTGCTATTAGTCTGCTTGACACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAATACAAGGAATTTGTAGAGGT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGTTA---TAA 
>DQ011170 



GTG---GTG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCTACCCACAAGAAATAGTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTACAAGCTAATGCTACCCGCGATAGT-------------
-------------------------------------------------------------------------
-------------------------AATGACACTTCCAATGATAACATAAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGGAACAGAAAGCGTATGCGCTT---TTTTATAAACCTGATGTAGTAAAACTTGAGAAT----------
-------------------------------------------------------------------------
----------------------------
AATTCGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTGTAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGAAG------------
ATAATAATTAGATCTGAAAACCTGACAAGCAAC---------AGCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAAGC---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGAAACGCATATTGT---AACATTACTCAAAGA---
GACTGGATCAAAACGATAGGAAGGGTAAGGAAAAAGTTACAA---------------GAACACTACCCT----
-----------------------------------AACACAATAATAAAATTTGAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTGGTAATTACACAGGCATGATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAGAACCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATAATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATTCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTATAGTCTTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATT------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY901979 
GTG---GCG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTACATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTATGTGTCACTTTACATTGTACCAATAATGTTACCATAAATGGTACTGAT----------------
-------------------------------------------------------------------------
----------------------------ATCTCTAAGAATCATACCATGTATGGAGAAATAAAA---
AACTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAATGTATATGCACTT---TTCTATAGACATGATGTAGTACAACTTAATGAG----------
-------------------------------------------------------------------------
-------------------
GAGGGTAACTCTAGTTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGAAGCCTAGCAGAAGAGGGG------------
ATAATAATCAGGTCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCTGACAATAATACAAGAAAA-----



-AGCGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAAAAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAGAGGT---
AAATGGAATAAAACTTTAGAGAAGGTAGGTAAAAAATTAGCA---------------GAACACTTTAAT----
-----------------------------------AGCACAACAATAAAATTTGAA------
CCACCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTATTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AGTAAAAATCAAACAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGAGTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTAAACAAGTGGCAAAATCTGTGGACTTGGTTTGACATATCAAGCTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GCGCTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATAATAGAATACATACAAAGAGTTTATAGAGCT----------------------------
--------ATCTGCAACAT----------ACAAGAATAAGACAGGGCTTTGAA------------------ 
>DQ396387 
GTG---ATG------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAAGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAGATTGTAGAAATGCTAATGTTACAGGAAATCGTACCAGTAATGCTACAAGAA
GT-----------------------------------------------------------------------
----------GATACCAGTAATGTTACTGGTACCCCCAATGAGGGCAGGGATGGACAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAACAAAATGTGTATGCACTC---TTTTATAAACTTGATATAGTACCACTTGAGGGGAGTAAT----
-------------------------------------------------------------------------
----------
AACAATTCCAGCAACTCCAGCCAGTATAGATTAATAAATTGTAATACCTCAGCCATATCACAA---
GCTTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGTACAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAGAAAGAG------------
ATAATAATCAGGTCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAAGCTGTACAA---------ATTAACTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AAAATTAATAGAACA---
AGCTGGAATGAGACTTTACATAAGGTAAGGGAAAAATTAAAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
CAACCCTCAGGAGGGGACTTAGAAATCACA---ACACATACCTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAACCTGTGGAATTGGTTTAACATAGCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCCGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATTATAGGAATAGTACTAAGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAATCAGCTTTGCTA---TAA 
>DQ164127 
GTG---ATG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTTTATTTTGTGCATCCGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTAGA----------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTAGTAATGTTGATAATACTACCCGCCCTAATAAAACCTAC-------
-------------------------------------------------------------------------
----------------------AATAGTGCTCCCGACGCCAATAACATAGTGGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAACATGCACTT---TTTTATAGGCTTGATATAGCACCACTTAGAAACAGT-------
-------------------------------------------------------------------------
-------------
AGTAGTAGTAATAGTAGTGAGTATATATTAATAAACTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAAAC---------ATTGTGTGCACAAGACCCGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAAAAAA---
GACTGGAATAGAACTTTGCAAGAGGTAGGTGAAGAATTATAC---------------AAAATCTAT-------
-----------------------------------AATAAAACAATAATATTTACC------
TCATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------CAG------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACAATATATAT---
AGGTTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTGTTGCT---
GTGTCCTCTTTAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACAACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAATTGATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTCCAACATA------CCTACAAGAATCAGACAGGGCCTTGAAATAGCTTTGCAA---TAA 
>AY878058 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGATATTAAAAGTAATGTTACC-------------------
-------------------------------------------------------------------------
----------------------------------TTCAATAACAGCATGATTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTA---TTTTATAGAAGTGATGTAGTGCTACTTAATAAGGATAGC----
-------------------------------------------------------------------------
-------------
AATAGCAATAGCTCTGGTGAGTACATATTAATAAATTGCAATTCCTCAACCATAACCCAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATACGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGGTCTGAAGATTTGACAAAAAAT---------GCCAAAACAATAATAGTACACCTTAAG----
-----------GAATCTGTAGGA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AAACAAGCACATTGT---AACATCAGTGGAGAT---
GAATGGAACAAAACTTTAAAAGGGGTAAGGGAAAAATTAAAG---------------GAACATTTCCCT----



-----------------------------------AATAGAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGCAGAGATTTGG------AAT------
CACACGACCTGGATGCAGTGG---GATAGAGAAATCAATAATTACACAGAAACAATATAC---
AAGTTGCTTGAAGTCTCGCGGAACCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCACTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGGCTGCTTGATCGCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAACAATACAAATAATCTGGAGAGCT----------------------------
--------GTCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>DQ396381 
GTG---GTG------------------------------------------
GGAAATAGGTGGGTCGCAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGATA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTATTAATATTAACAGAACTTATATTAACAGTGATGGTACA-------
-------------------------------------------------------------------------
-------------------ACAATGAGTCCTAATAATATTAGCAGTAATGTTAAAGAAATGAAA---
AACTGCACTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAGCACAAACAGTCTGCACTT---TTTTATAGACTTGATATAGTACCGCTTAATGAAAATAATGGA-
-------------------------------------------------------------------------
-------
AGCTCTAGTAGTGGCAGCTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
GTAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------AAATCCGTAGAA---------ATTGTGTGTGTAAGACCCAACAATAACACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAACAGAC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTAAAGCT---
GACTGGAATGAAACTTTACAAATGGTAGGTGAAAAATTACAA---------------AAACACTTCCCT----
-----------------------------------GGTAGGACAATAAGATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACCTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATACTATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATGAAGAAATTAGTAACTACACAAACACAATATAC---
ACGTTGCTTGAAGAATCGCAACTCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGACATAACACAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGAACTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ093595 
GGG---GAG---------------------------------------------
AACTTGTGGGTCACTGTCTACTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGGAAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCTTA---AAGCCCTGTGTAAAGTTG---
GCCCCACTCTGTGTCACTTTATATTGTACAAATTTTAATGCTACCAGTAATAGCAAT----------------
-------------------------------------------------------------------------
----------------------------GCTACGGTTAGTAGTAACAGTACGGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GACAAGAAACGGCAAGTGTATGCACTC---TTTTATAAACTTGATATAGTACCACTTGACAAT----------
-------------------------------------------------------------------------
----------------
TCTAATAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTAACAGACAAT---------GCCAAAACAATAATAGTACAGTTTAAT----
-----------AAGTCTGTAGAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAAATCT---
AACTGGACAAACATTTTAGGCCAGGTAGAAGCAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CAACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGGGAA---
TTTAAACAGCTCCAGACAAGAGCCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTACGATGATATCTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACTTACTAGCCTTGGACAAGTGGGCAAATTTGTGGAATTGGTTTAGTATATCACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCT---
ATTCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATATCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAATACAAAGAATTTGTAGAGGA----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ164129 
GTG---CTA------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACGCTATTCTGTGCATCAAATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AGGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCGCTTTAAACTGTACTGATGTTTCCAGTGAAGAT-------------------------
-------------------------------------------------------------------------
----------------------------------------CACAATATGACTGGAGAAATAAAA---
AATTGCTCTTTCAAAACAACCACAGAACTAAAA---------------------------
GATAGGAAACGGAAAGTGAATGCACTC---TTTTATAAACTTGATGTAGTACATAGCAAATCT----------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGCAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAGCAAT---------GTCAAAACAATAATAGTACAGCTTGAT----
-----------GAAGCTATAGAA---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAAG------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGAAGAT---
AAATGGAATAGAACTTTACAAAAGGTAAGCATAAAATTAAGA---------------GAACACTTCCCT----
--------------------------------GGTAAAACAAACATAACATTTCAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAAAGATCTGTGGAGTTGGTTTGAAATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCAATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTCTAGAATTAATACAGGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ056416 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
GCTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGATATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTATGGTTAATAATATCACCTGTAATGTCACCCATGATGATAATG
GTAAT--------------------------------------------------------------------
----------AATAACACCTGCATCAATACTACCTATGCTGATAACATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGCAAAAGAAAGAATATGCACTT---TTTTATAGGCCTGATATAGTACCACTTGAAGGA----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGATTAATAAACTGTAATACCTCAGCCGTAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGATGGG------------
ATAATAATTAGATCTGAAAACCTGACAAACAAT---------GCTAAAACAATTATAGTACATCTTGAT----
-----------AAATCTGTAAAC---------ATTACATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATCCAACAGGAGCT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
GAATGGGATGAAACTATGCAAGGGGTAAGTGAAAAATTAAGA---------------GAACACTTCCAT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACCCATAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAATCTCAAGAGGAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACTATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTACTAGCCTTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACCAACTGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTGCTGCT---
GTGTTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTATTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAGGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY878062 
ATG---GTG------------------------------------------
GGGAATTTATGGGTCACAGTATATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTGTTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAACGTTG---
ACCCCACTCTGTGTCACTCTACGTTGTACTAATATAACTACTATAAAAAATTGTACTACCAATAATGATAATA
ATGCCACTCTA--------------------------------------------------------------



----ATTTGTGATGTTAATGGTACCAATGTTACCTATGATAAGGCCATGGGTGAAGGAATAAAA---
TATTGCTCTTTCAACATGACCACAGAACTAATA---------------------------
GACAAGAAAAAACAAATGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTTGGGGAGGCT-------
-------------------------------------------------------------------------
----------------
AACAATGGGACTAGAGAGTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAGTTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAGCCTGACAAACAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCTGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCGCACTGT---AACATTAGTACAGAA---
AATTGGAATAAAACTTTAGAAAGGGTAAAGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC---
CAATCAGTCTCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCGGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTGAAAAAGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGGAATAATATAC---
GGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTACATAAAAATGTTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGGCTGTTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGTAGGAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGGAACATA------CCTAGAAGATTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ056409 
GGG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGCCACTTTAAAGTGTACAAATGTTACCGGGAATGATACT----------------------
-------------------------------------------------------------------------
----------------------------------ATTGATGATAACATGAAGGAAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAACGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------------
GGTCCTACTGAATATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTTAAGT
GTAAT---AATAAGATATTCAAT------GGCACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTTTCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------AAACCTGTAGAG---------ATTGTGTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTGAAGGT---
AAATGGAACGCAACTTTAGAAAGGGTAAGTGAGAGATTAAGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACCATAAGATTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTATTAATTACACAGACACAATATAC---



AAGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTCTGAGAATAATTATGTGT---
GTGTTCTCTATAGTG---------CATAGAGTTAGGCAGGGATATTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATAGCATAGCAATACCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTACTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TA- 
>DQ369993 
GTG---AAG------------------------------------------
GGAAATTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACAACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAAAATTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTTACTTTAACTTGTAGTAATGTTACCAACAGTACTATAGGTAATAAC-------------
-------------------------------------------------------------------------
-------------------------AGTACTGTGGGTAATAATACCATAAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAAGAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCATTTAATAAG----------
-------------------------------------------------------------------------
----------------------
AATAAGAGTGAGTATAGATTAATAAATTGTAATACCTCAGCTGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGGCAGGACCATGTAATAAG-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAAAAAAAAA----------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAA----
-----------GAACCTGTAGAA---------ATTGTGTGTACAAGGCCTGGCAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAC---
AAATGGAATAAAACTTTAAAAGATGTAAGTGACGAATTAAAA---------------ACACACTTCTCT----
-----------------------------------AATAAAACAATAAAGTTTCTA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTACAATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATGACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACCATAACAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ396382 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCCATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTCTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTTTAAATTGTACAACTGTTACCAATAATGTTACCGAGACTGATAAG----------
-------------------------------------------------------------------------
-------------------------GAAAAAAATGATACCATTAATATGAAGGAAGAAGTAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACAAAAGGTGTATGCACTT---



TTTTATAAACCTGATCTAGTACCACTTGATAGCTCTAGTGGGAAT----------------------------
-----------------------------------------------
AGTAGTAGCTCTAGTGGGAATAGTAGTGAATATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCCGCTGGCTATGCGATTCTAAAGT
GTAAC---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGAGCAGAAAATCTGACAAGCAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTGAAAGACCTAACAATAATACAAGACAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAT------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---CTCATTAATAAAACA---
CAATGGAACACAACTATAGAAAGGGTGAAGAAAAAATTAGGA---------------GAACACTTCTCT----
--------------------------------AATAAGACAACAATAAAATTCCAA------
CCACCCTCAGGAGGGGACCTGGAAATTACA---ATGCATAGTTTTAATTGTA-AGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTATACATACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTAGCATATCAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTGGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACGTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGAGTTGGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ396396 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---CAAGATGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTGAAGTTG---
ACCCCGATCTGTGTCACCTTAAGCTGTACAAATGCTAGCTACATTAATTCTACCTAC----------------
-------------------------------------------------------------------------
----------------------------ACTAATAGCACGGTGAGAATGGGGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGGACTAAGA---------------------------
GATAAGAAACAAAAGGTGTATGCAGTT---TTTTATAGACCTGATTTAGTACCACTTAATAAGGATAAACCT-
-------------------------------------------------------------------------
-------
AATGATGAATCTAGTAATAGTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGAG------------
ATAATAATTAGATCTGAAAACCTGACAGACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTGTAGGA---------ATTGCATGTATAAGACCTGGCAATAACACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AATATTAATAGAACA---
GAATGGAAGGCAACTTTAACAAAGGTAGTAAAGAAATTAGAA---------------AAATACTTCCCT----
-----------------------------------AGTAAAACAATAATATTTAAA---
CAACCATACTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTTCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTTCTAGGGTTATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGATGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGGAATAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCGTTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGCATAACAAAATGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGAGTT----------------------------
--------ATCCGTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ056413 
GTG---TTA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGGC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGCAGAGATGTCACCATTAATGTTACCAAGAAGGACAATGGTACC----
-------------------------------------------------------------------------
-------------------AGTAGGAATGAGACCTATGAGGATAATGGCAGGAAGGAGATAAAG---
AATTGCTCTTTCAATGCAACCGCAGAAATAAGA---------------------------
GATAAGAAGAACAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGACAACTCTAGT-
-------------------------------------------------------------------------
-------
GAGAAATATGACAACTCTAGTAAGGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAAGAATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTATCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------CAATCCATAGAC---------ATTGTGTGCACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAATAAGACA---
GACTGGAATAGAACTTTACAATGGGTAGGGGAAAAATTAAAA---------------GAGCACTTCCCT----
--------------------------------AATATAACTACAATAGAATTTAAG------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATCATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACATCATATAC---
CAGTTGCTTGAAGAATCGCACATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGT
TGTGGTATATAAAAATATTTATACTAATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ396383 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---ACAGACGCAAAA---
ACTACTCTCTTCTGTGCATCAAATGCTAAAGCATATGAAAGGGAA---GTGCATAAC----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAACAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAAATGCAACTCTAAACAGTACAAATACAACA-------------
-------------------------------------------------------------------------
----------------------------GCTAGTGTCAATAATAGCCTGGAGGGAGAAGTAAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------------
GGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---



GCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAAAGGGAG------------
ATAATCATTAGACCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTGGGC---------ATTTTGTGCATAAGACCCAGCAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTACTAGAGAA---
GAATGGAATAACACTTTAGAAGGGGTAAAGAAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAGCAATAACATTTAAC------
TCCTCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGCTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGATTGTTCATCATAATAGTAGCAGGCTTGATAGGCTTGAGGATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
AGAACAGATAGGATTGTAGAATTGATACAAGGACTTTATAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ396397 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTGTCGGAA---------AATGTAACAGAAAGTTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACAGTGTACAAATGTAAATGTTACCAATAATGGTACC----------------
-------------------------------------------------------------------------
----------------------------AATAATGATACTGTTGAAATGCGGGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAATGGGTATGCACTT---TTTTATAAACCTGATTTAGTATCACTTGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAACAGCAACTACATATTAATAAATTGCAATGCTTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATCATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------GAAGCCGTACAC---------ATTGTGTGCTCAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGCGAG------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---ACCATCAGTGAAGAT---
AAATGGAACAAAACCTTAAGAAGGGTAGGTGAAAAATTAAAA---------------GAACACTTCCCC----
-----------------------------------AATAAAACAATAAGCTTTAAA------
TCATCCTCAGGAGGAGACCCAGAAATTACA---GCACATAGCTTTAATTGTATGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAATCAGATATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTGATAATTACACAAATACAATATAC---
ACATTGCTTGAAGCATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCGTAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAAACTTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ011180 
GTA---TGG------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAATTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTAAAAATGCTAATAGAACTGTTAATGCT-------------------
-------------------------------------------------------------------------
----------------------------------AATAATGCTAGTGTTATCAATGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAACAGAAAATGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAACAACAAC----
-------------------------------------------------------------------------
----------
TCTCAGGAGAATGACACCCGGGAGTATAGATTAATAAATTGCAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAGAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAACA---------ATAATGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTAAGCAG---
AATTGGACCAAAACTTTACAACAGGTAGGAAGAAAATTAGCA---------------GGATACTTCCCT----
-----------------------------------AATGCAACAATAATGTTTAAA------
AATTCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCAAGTTGGAGT-----------------
----------------------------AATAAATCTAGAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGACACAATATAC---
ATGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTGACATATCCAATTGGT
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTTTAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGATTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATCAGACAGGGTATTGAAACAGCTTTGCTA---TAA 
>DQ056414 
ACG---GAG---------------------------------------------
GACTTGTGGGTCACAGTCTACTATGGGGTGCCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAATTTAGTA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTCATAATGTTACCATCAATGGCACCGCC----------------
-------------------------------------------------------------------------
----------------------------AACGTCAATATCAGCATGGGTGGTGAAGGAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GACAAGAAACAGAAAGTCTATGCGCTT---TTTTATAGACCTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
GATGACCAGAGTTATATATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAAGTCTCGTTTGAACCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACCTTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGGCAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GCATCTGTAGAG---------ATTGAGTGTATAAGAGCCGGCAATAAGACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAA------
---------GTAACAGAAGATATC------------AGACAAGCACATTGT---AGCGTTAAGGGAAGT---
GAATGGAATAAAACTTTACACAAGGTAAGTGAAAAATTAAAA---------------GAATCCTTCCCT----
-----------------------------------GATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------GAGAAAAATCAAACTGAGATTTGG------GAT------
AGCCTGACATGGATGCAGTGG---GATAGAGAGATTAGTAATTACACAGATACTATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCGCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTATTAACCTGCTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGCTTATAGAACTCATACAAAGCTCCTGTAGAGGT----------------------------
--------ATCCGCAACATA------CCTATAAGAATAAGACAGGGCTTGGAAGCAGCCTTGCAA---TAA 
>DQ056415 
GCG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGTATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCGACCCACAAGAAATGTTTTTGAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAACTGTAGCAATGCTACGGTCCATAATGGTAATAGCAAT-------------
-------------------------------------------------------------------------
-------------------------GCTACGGTCAATAATGATAGTAGTACTAATGAAGTAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTGAGA---------------------------
GATAAGAAAAAGAAAGAGTTTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAATGACAAC----
-------------------------------------------------------------------------
-------------
AACTCTAGTAATTATAGTGAGTATATATTAATAAATTGTAATAGCTCAACAGTGACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACACGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACAATTTAAT----
-----------CAATCTGTAGAA---------ATTGAGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGGCAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAATGGAACA---
GAATGGAATAAAGCTTTACTAGGGGTAAGTAAAAAATTAAGC---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTACA------
AATTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGAGATTTGG------GGG------
AACATGACCTGGATGCAATGG---GAAAAAGAAATCAATAATTACACAGACACAATATAC---
TGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAATGGCAGAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTTGTAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTATGGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCTTGTATAATACCACAGCAATAGTAGTGGCTGAA---
GGAACAGATAGGATTATAGAAGTCACACAAATAATTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TA- 
>DQ056406 



GTG---GTG------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGACGCAAAA---
ACTACTCTGTTCTGCGCATCAAATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTGTGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGAAATTAATGAAGTAAACCTT----------------------
-------------------------------------------------------------------------
-------------------------------------ACTGAAAGCATGAAGGAGGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAACGTGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAAAGAG----------
-------------------------------------------------------------------------
-------------------
AATAACAACAGCAGATATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGATAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGAGC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAGGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACC---TTC------TATGCAACTAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATGGAACA---
CAATGGAACAGAATGATAGAACAGGTAGGGAAAAAATTAGGA---------------GAACACTACCCT----
-----------------------------------AACAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGAGATCTGGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTAAAACAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
GAAAATGAAAGAGAGTTATTAGCATTGGACAGGTGGGAAAATCTGTGGAGTTGGTTTCACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTAGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAGAAATTTATAGGGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ056417 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAACAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAGAATTG---
ACCCCACTCTGTGTCACTCTACACTGCAATAATGATACCATTACTAACCACACTGGAAAT-------------
-------------------------------------------------------------------------
----------------------------GCTACCTTTAGTCCTAAAGACACTGAAGGAATGAGA---
AATTGCTCTTTCAATATAACCACAGAACTAAAA---------------------------
GATGAGACACAGCGAGCGTATGCGCTT---TTTTATAGACCTGATATAGAGAAAATTGATGGA----------
-------------------------------------------------------------------------
----------------
AGTGAGAGTAATGGTACATATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTAACAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTGCAGCTTAAT----
-----------GAATCAATACCA---------ATTGTGTGTAAAAGACCTGGCAATAACACAAGGAAA-----



-AGCATAGGGCTA------------GGACCAGGACGAGCA---TTC------TTTGCACATGGAGAC------
---------ATAATTGGAGACATA------------AGACAAGCACATTGT---ATCATTAGTGAAGAA---
AAGTGGAATGACACTTTACAAAGGGTAGGCAAAAAACTAGGA---------------GAACATTTC-------
-----------------------------------AATAGCACAATAAACTTTACA------
GCAGCCTCAGGAGGAGACTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAACGGATCAACAGTTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCGTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCTTGTGGAGTTGGTTTAATATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCAATTAGTTTGATTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGGT----------------------------
--------ATCCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ093605 
GTG---ATG------------------------------------------
GGACACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGCA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACGTTACACTGTGCTAATATTAATAATAATAATACTACCAAC----------------
-------------------------------------------------------------------------
----------------------------AATACTAACATGACTCAAGGAATAGAAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGTACTAAGA---------------------------
GATAAGAAAGAGGAGAAATATGCACTT---TTTTATAAACTTGATATAGTACGACTCCATGAT----------
-------------------------------------------------------------------------
-------------------
GATAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACGGTAACACAA---
GCCTGCCCAAAGGTCTCTTGGGGTCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGGGGAAGAT------------
ATAGTAATTAGATCCAAAAATCTGACAGACAAT---------GCCAAAACAATAATAATACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAATGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTGCAGCT---
AGATGGAACCAAACTTTACAAAGGGTAGAAGAAAAATTAAAA---------------GAACGCTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAA------
TCACCCGCAGGAGGGGACCTAGAAGTTACA---ACACATATCTTTAATTGCAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGGGT-----------------
----------------------------AACAAATCATTCACAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAGCACAATATAC---
AGGTTACTTGAAGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTATTAGTCTACTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAAACTTAGTACAAAGAATTTGTAGAGGC----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GQ999973 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTACATCAGATGCTAAAGTATATGAGAGGGAG---GTACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAATGTAAGTGCTAAGAAGGTT----------------------
-------------------------------------------------------------------------
-------------------------------------GATAGCGGCATGGAGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAAGAAGA---------------------------
GATAAGAAACAGCAAATGTATGCACTT---TTTTATAGACCTGATATAGTACTACTTAGTCAGAATGAC----
-------------------------------------------------------------------------
-------------
TCTGGAAAAAATTTTAGTGAGTATATATTAATAAATTGCAATACCTCGACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACGGGCGTATTGT---AACATTAGTGAGGCT---
GCCTGGAATAAAACTCTACAACAGGTAAGAAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAGACACAATATAC---
TGGTTGCTTGGAGAATCGCAAAAACAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCG------
TTATCGTTTGCTATTAGTCTGTTAGATGCCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>GQ999975 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACCTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCCATGTGTAAAGTT---
ACCCCTCTCTGTGTCACTTTAAATTGTACAGATGCTATTGTTACCAGGAATGGTACTATTGGC----------
-------------------------------------------------------------------------
-------------------------CCCATAAATGGTAATGATACCTACAATAATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGCGTATGCACTT---TTTTATAAAATTGATGTAGTACCACTTAATGGGAAT-------
-------------------------------------------------------------------------
----------------
AGTTCCAGTAATGGTGAATATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCAATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGATATCAACT---
CAACTACTGTTAAACGGTAGCAGAGCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCAAAAATAATAATAGTACATCTCAAT----
-----------GAATCTGTACCG---------ATTGAGTGTGTAAGACCCGGCAATAACACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAGAT---
GAGTGGAATAAAACTTTACAAAGGGTAGGTAAAAAATTAAGA---------------GAACAATTCCCT----



-----------------------------------AATAAGACAATAATATTTAAA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAGGAAATTTGG------GGT------
AACATGACCTGGATACAGTGG---GATAAAGAAGTTAGCAATTACACAAATACAATATAC---
AGATTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTGGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAACTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCTTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAAAATTCATACGAAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACCTA------CCTACAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AY703909 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAAGCATATGAAAAGGAA---GTACATAAT----------------
--------------GTCTGGGCTATA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACTAATGTTAATAATAGTACCAGTAATGGTACT-------------
-------------------------------------------------------------------------
----------------------------GCTACCTACAATGGTACCAGGTGGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAGAAAGAATGTGTATGCACTT---TTTTATAAACTTGATATAGTGTCACTTGAGAGT----------
-------------------------------------------------------------------------
-------------------
AACAACTCTAACGAGTATAGATTAATAAATTGTAATACCTCAACCATATCACAA---
GCCTGTCCAAAGATCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGGCATTCAAT------GGGAAAGGGCCATGCAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAACA---------ATTAATTGTACAAGACCTGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---AACATTAGTGGTAGT---
GAATGGAATAAAACTATAGAAAGGGTAGAGAACAAATTACAA---------------ACACTCTTC-------
-----------------------------------AATAAGACAATCAAATTTAAT------
TCATCCGCAGGAGGGGACCTAGAAGTTACA---TCACATACCTTTAATTGTGGAGGAGAA---
TTTAAACAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GCTGCTTTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGGAACAATATAC---
AGGTTGCTTCAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTCGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGCTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGCTTGCTTGATGCCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACTAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY703910 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGATAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTACCAGAAATAGTAATGTT-------------------
-------------------------------------------------------------------------
-------------------------------ACCGTCAATAATACCATGAAGGAAGAAATAAGA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGACTGCATATGCACTT---TTTTATAGGCTTGATCTAGTACCACTTACTAAGAAT-------
-------------------------------------------------------------------------
----------------
GAGAGCAACTTTACTGAGTATAGATTAATAAGGTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAAT
GCAAT---AATAATACATTCAGT------GGACAAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAAAAGAAGGG------------
ATAGTAATTAGATCTGAAAACCTGACAAATAAT---------GTCAAAACAATAATAGTACAGTTTAAC----
-----------AATTCTGTACAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGACA-----
-AGTGTGAGGATA------------GGCCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAGGCACATTGC---AACATTAGTGAAGGA---
GATTGGAATAAGACTCTACAAGGAGTAAAAGAAAAATTAGGA---------------AAATACTTCCCT----
-----------------------------------AATAAAACAATAACTTTTGCA------
CCATCTGTAGGTGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAACAGACATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATCAATAATTACACAGACATAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
GAAAATGAAGAAGATTTACTAGCATTGGACAGTTGGAGCAATCTGTGGAATTGGTTTAAAATAACAACATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATCACAGTAGCTGAA---
GGAACAGATAGAATTCTAGAATTAGGACAAGGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATCAGACAGGGCTTAGAAGCAGCGTTGCAA---TAA 
>AY703911 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTGTTTTGTGCCTCAGATGCTAAAGCATATGAAAGAGAG---GTGCATAAC----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGTCACTTTAAACTATAGTAATGCTATTAACTGCAGTAATGCC----
-------------------------------------------------------------------------
-------------------AATAGAACTACTACTACTAGCAGTCCTAACATAAATGACATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GGTAAAAAGAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAA----------
-------------------------------------------------------------------------
----------------
AATACGAATTCCAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGGCAGACAGT---------ACCAAAACAATAATAGTCCACTTTAAT----
-----------AAGTCTGTAAAA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAG---
CAATGGAACAAAACTTTAGAAGAGGTAAGGAAAAAATTAGAG---------------GGACGCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
CAATCCGCAGGAGGGGACTTAGAAATTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCATTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGAAGTCATGATGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
GAGTTGCTTGAAGCCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAACATTGGAGAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGTATGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGGAATACAAAGGCTTTGTGGAGCA----------------------------
-----------------------------------TA-AGACAGGGCTTTGAAGCAGTATTGCAA---TAA 
>DQ382369 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTGAACTGTACAGATGCAAGTTTTAATGTTACCAGTGTTAGT-------------
-------------------------------------------------------------------------
-------------------------AATGTTACCTACATTGGTAACCTAACTGGAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGACAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGAGAAT-------
-------------------------------------------------------------------------
----------------
AACAAGAGCTCTGGTGAATATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATTGGAGACATA------------AGACAAGCACATTGT---AACATTACTCGCAGG---
AATTGGACCGAAACTTTAGGAAAGGTAACGGAGAAATTAAAA---------------GAACACTTTCCT----
-----------------------------------AATAAAACAATAAACTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCCCCACTGCTGTGCCGTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAACAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
TGGCTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAATTGGAATTCCCTGTGGAATTGGTTTGACATAACAAGTTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTTTTCCAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCATCTTTACTA---TAA 
>DQ382370 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACTTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACAGTGTACAAAGGCTAACTGCAATAATATAACGACTACCTGCAATAAT----
-------------------------------------------------------------------------



-------------------ACAAATGGTAACCTGACTAATATTATCAAAGATGGAGAAGTAAAA---
AATTGCTCTTTCAATACGACCACAGAAATAAGA---------------------------
GATAGGAAACAAAAAGCGTATGCACTT---TTTTATAGATCTGATATAGTACCACTTGATAATAGCTCTAGT-
-------------------------------------------------------------------------
-------
GATAATAGCTCTAGTGATCATAGAGATTATATATTGATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAGTACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTCAGC---ACAGTACACTGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTGGCAGAAGAGGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTCCAACTTAAA----
-----------GATCCTGTAGCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAGAGA---
AAGTGGAATGATACTTTAAATCAGGTAAGGAAGAAATTAAGA---------------GAACTCTACAAT----
-----------------------------------AATAAGACAATAATATTTGAA------
CCACACTCAGGAGGGGATCCAGAAGTTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACAAAAAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTAGTAATTACACAGACACAATATAC---
TGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGAACAGTTGGGACAGTCTGTGGAATTGGTTTAACATAACAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATCCTTGAAGTAATACAGAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAGTAAGACAAGGCTTCGAAGCAGCTTTGCTA---TAA 
>DQ382371 
ATA---AAA------------------------------------------
GGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---ATGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTACACTGTACTAATAATATCAGTAGAAAAGCTACCGGCAGTACTACCCCGCCTC
CC-----------------------------------------------------------------------
-------------ACCAATACTACCATGACTACCGTCAGTGATACCATGATTGGAGAAGTAAAA---
AATTGCTCTTTTAATGTGACCACAGAACTAAGA---------------------------
GATAAGGAAAAGAATGAATATGCACTT---TTCTATAAACTTGATATAGTACCACTTGAAAAGAATGGAAAT-
-------------------------------------------------------------------------
----------
TCCAGTAATAGCAATTCCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTTACACAA---
GCCTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTATCAGAAGATGGG------------
ATAATAATTAGATCTAAAAATCTGTCAGACAAT---------ACCAAAACAATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTGCAAGACCCGGCAATAATACAAGGAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAGGT---
AGATGGAATAGAACTTTAACACTGGTAAGAGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAGAGCATAAGCTTTAAC------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACACAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGATGAGATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---



AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAGTCTGCTTGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGCACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 
>DQ382372 
GGG---AAG------------------------------------------
GAGAAAATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGATA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCAATCTGTGTCACTTTAAACTGTAGTAATGTTACCCTCAGTAAAAGTAATGATACCTATACT-------
-------------------------------------------------------------------------
----------------------ACCGCAAAAATGAACCCCCTCAATATAACCAACGAAATGAAA---
AATTGCTCTTTCAATGTAACTGCAGAAATAAGA---------------------------
AATAAGAAAAGAACAGAATATGCGCTT---TTTTATAGACTTGATATAGTATCACTTAATGGGGAA-------
-------------------------------------------------------------------------
-------------
TCCAATGAGACATCCAATGAGTATAGATTAATAAATTGTAATTCCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGGATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCAGCAAATACTAGAATAAAA-----
-AGATTGGGGATA------------GGACCAGGACAAGCA---TTC------CGTACAGTTAAACAA------
---------ATAATAGGAGATATA------------AGACAGTCACATTGT---AACATTAGTGCATGG---
CAGTGGAATAGAACTTTACAAAGGGTAAGTGAAAAATTAAAG---------------AAACATTTCCCT----
--------------------------------AATAAAACATTCATAAAATTTCAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTTATGATGATATTTGG------AAT------
AACACGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACTCAAACATAATACAC---
TGGCTACTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTACTGGCTTTGGACAAGTGGAACAATCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTGTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATCAGTCTATTTGACAGCTTTGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTGGTAAGAGGAATTTGTAGGGCT----------------------------
--------ATCTACCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>DQ382375 
GGG---GTG------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATATATGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTCACGTTAAATTGTACAAATGCTACTATTACCAGTAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------ATTGCCCATAATGATACCATGAAAGGAGAAATACAA---
AATTGCTCTTTCGATACAACCACAGAAATAATA---------------------------
GATAAGACAAAGAAAGAGTATGCACTT---



TTTTATAGACTTGATATAGTACCACTTAATGAGAAGAAAAATAACAGCTCTAGT-------------------
--------------------------------------------------
AACAGCTCTAGTAGCAACTATAGTAAGTATATATTAATCAATTGTAATAGTTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTCCTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTAAAAATGTGACAGACAGT---------GCCAGAACAACAATAGTACACCTTAAT----
-----------GAGTCGGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAAATGAT---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGC---AACGTTAGCAGAGGT---
AACTGGACTAAAACTTTACAAAGAGTAAGTGACAAATTAAAA---------------GAATACTTCTCT----
--------------------------------AGTGGAACAAAAATACTATTTGCA------
CCATCTTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAGAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------GAT------
AACCTGACATGGATGCAGTGG---GATAGGGAAATTAGTAATTACTCAAACACAATATAT---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTATTA---TAA 
>DQ382377 
GTG---TGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAGA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGTTCAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTCTACATTGTACAAATGTTACTAGTAATAGTATC----------------------
-------------------------------------------------------------------------
----------------------------------AGTGTTAATAGTACCAATTCAGAAATGAGA---
AATTGCTCTTTTAATGCAACCACAGAATTGATA---------------------------
GATAAGAAACAAAAAATGAATGCACTC---TTTTATAGACTTGATATAGTACCACTGAATGAGAAT-------
-------------------------------------------------------------------------
----------------
AACAAGACATCTCAGGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCGCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTAAGTCTTAAT----
-----------GAACCTGTAGAG---------ATTGTGTGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCGAAGAA---
AATTGGACTGAAACTTTACAGAAGGTAAGTGAGAAATTAGAA---------------GCACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGAAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACCGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATTCAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAT---
ACACTGCTTGAGGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGT



TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCT---
GTACTCTCTGTAGTG---------AATAGAGTTAGGCACGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATATCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTCTAGAACTCATACAAGGATTCTGTAGAGGT----------------------------
--------CTCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>DQ382378 
GGG---GTG------------------------------------------
GGGGACTTGTGGGTCACAGTATATTATGGAGTACCGGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGTGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTTACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAGGTTTA---AAACCATGTGTAAAGATA---
ACCCCACTCTGTGTCACTTTAAGGTGTACAAATGCTACTTTTACTGCTAATGATTCTAAT-------------
-------------------------------------------------------------------------
-------------------------GATAACAATGTTACCATGAGTGAATGGACAGAAATGACC---
ACTTGCTCTTTCAGTAATACCACACAAATAGGA---------------------------
GATGCGCTCCAGACTGCGTATGCTCTC---TTGTATCTTACTGATAGTAAGCCTCTTTTTGAG----------
-------------------------------------------------------------------------
-------------------------
CGTTGCTATACCTCAATCCATTTGCCATACCTGACCCATGGCACTCTT---
GGTGATCCAAAGGCCTCTTGTTACCGAGCTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCGAAAGT
GTAAT---GATAGGACATTCAAT------GGGACAGGACCATGCAATAGG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTCCAACTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACAAGACCCGGCAAGGGTAAAAGAACA-----
-AGGGTAAGGATA------------GGACCAGGACGAACA---TTC------TATGCAACAGGTGCC------
---------GTAACAGGAGACATA------------AGAAAAGCACATTGC---ACCGTTAATGGTAGT---
AGGTGGAACAGCACTTTAGAACAGGTAAGGGAGAAATTAAAG---------------AAATACTACGAT----
-----------------------------------AATAGAACAATAAAATTTGAA------
CAACCCTCAGGAGGGGATCCAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAACGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCGAGCAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGATTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAACTGGT
TGTGGTATATAAAAATATTCATCATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTAGGT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATTGAATTAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>DQ382361 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGGTATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACAAGCTATGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACCTTAAACTGTACTAATATTAATAAAACCTGTAGTAATAATACCTCTACTACTAAT-
-------------------------------------------------------------------------
----------------ACCCCTAATATTGGTACTTATAATAATAAAACCTGTGAAGAAATAAAA---
AATTGCACTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGACAAAGAAAATGCATGCACTT---
TTTTATAGACTTGATCTAGTACCACTTGATGAGGGGAAGAACAGCTCT-------------------------
-----------------------------------------------
AAGAAGAATAACAATAACAGCTCTAGGGAGTATATATTAATAAATTGTAACACCTCAACCATAACACAA---



GCCTGTCCTCAAGTGCCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAG----
-----------GAAGCTGTAGGA---------ATTGTGTGCACAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATCAGCAAAAAT---
GACTGGAATAAAACTTTACAAGAGGTAGGTAAAAAATTATCA---------------GAACGATTCAAT----
-----------------------------------AAAGAGAATATAACATTTAGA---
CCACCACCCCCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCCGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAGATCTGAGACAGAGATTTGG------GGT------
AACATGACCTGGATGGAATGG---GATAGAGAAATTAATAATTATACAAATATAATATAC---
AACTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTATCATTAAACAGTTGGGACAGTCTGTGGAATTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAACTTTTGCT---
GTGCTTTCTGTAGTG---------AAGAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAATAAGGAACATTTGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ382362 
GGG---GGA---------------------------------------------
AACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAATTGAGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAAGATATA---
ATTAGTTTATGGGATGAAAGCCTC---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCGATGTAACCTACAATGCAACTAATGCAACCAACAATACAACTA
CTACAACC-----------------------------------------------------------------
----CACAATACAACTGAGACAACCCCCTATGCAAAGATTAGTAATATAACGGATGACATGAAA---
AATTGCTCTTTCAATGTAACCACAGGATTAAGA---------------------------
GATAAAAGAAAGCAAGAAAGTGCACTT---TTTTATAGACTTGATATAATACCACTTAATGGGAAT-------
-------------------------------------------------------------------------
----------------
AAGGAAAATTCCAGTGAGTATAGACTAATAAATTGTAATACCTCAACCATAAGACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCCATGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGGTCTGAAAATCTGACAAACAAC---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTAAGTGTTCAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATAGGG------ATAGGACGAGGACAAACA---TTC------TATGCAACAGGAAAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTCGAGAA---
GCTTGGAATAAAACTTTAGAGAAGGTAAAGAGAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAGCACAATAACTTTTAAT------
CACTCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATATGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAGAAATTACAGTGACATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATGGAGAAATTAGTAATTACACAAACATAATATAC---
CAGTTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAGTCTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAGTATGTTTAAGAATAATTTTTGCT---
GTAATCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAATTCATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCTCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ382364 
GGG---GGG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGTGAAAGAA---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAATTTAGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCAGGAGGATATA---
ATTAGTCTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTAATGCTACCGGTACTGGTACT----------------
-------------------------------------------------------------------------
----------------------------GCTACCTATAACAGTACCATGAAGGAGGAAATGAGA---
AATTGTTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGCATATGCATGCACTT---TTTTATGAACTTGATATAGTACCTCTTGATGAG----------
-------------------------------------------------------------------------
----------------
AATAGTAATAGTAGTAAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATCAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAAACCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATAGTGTGTGCAAGACCAGGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAGACA---TTC------TTTGCTACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAGCT---
AATTGGAATAGAACTTTACAGAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAAT-----------------
----------------------------AATAAAACTCAAGACGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AATTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGAGCAGATGGCAAAATTTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGATTTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ382365 
GCG---ACG---------------------------------------------
AGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
CCTACTCTATTTTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAGCTGATA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATAGAGATATA---
ATCAGTTTATGGGATGAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCATTGTCAACGCCACTGGCATTAGAATTGTAAACGGTACC----
-------------------------------------------------------------------------
-------------------AATGTAACTATTCCCTACAATGAGAGCATAGCTAGAGACATGAGA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAACAGGAAAGAAAGTGCACTT---TTTTATAGACTTGATATAACACCACTTGCTGAGAATAGTAAT-
-------------------------------------------------------------------------
----------
AACAGTAGTAATAACTTTAGTGAGTATAGATTAATAAACTGTAATTCCTCAAGATTAGTACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAGAGT
GTAAT---GATAAGACATTCGGT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTTTCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGATGAA------------
ATAATAATTAGATCTGAAAATATAACATGCAAT---------TCCAAAAATATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCAGGCAATAATACAAGAAAA-----
-AGTGTGAGATTT------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGGTAAAAACTTTACAAAGGGTAACGGAAAAATTAGGA---------------GAACATTTCCCT----
-----------------------------------AATAAGACCATAGAATTTGAA------
TCACTCTCAGGAGGAGACCCAGAAGTTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCGACAGCTCCTAGGACTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAGAGGAGATTTGG------GAC------
AACATGACATGGATGGAATGG---GATAGAGAAATTAGTAATTACTCAGAAACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGAATTGGACAAGTGGAACAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ382366 
GGG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGCAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTATGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATACCATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGCAATGTTGCCTATAATGGGAAT----------------------
-------------------------------------------------------------------------
----------------------------------ATTACCAATAATGGGAGTATTGATATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGACAAAAAAAATGTCTGCACTT---TTTTATAAACTTGATATAGTACAAATTGAGGATAAGAGC----
-------------------------------------------------------------------------
-------------
AACTCTAGCAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGACATTCAGT------GGAACAGGACCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAACTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACACAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAG---
AAATGGAATGATACTTTGCAGCAGGTAAAAGACAAATTACAA---------------AAGCATTTCCCT----
-----------------------------------GATAAAACAATAATATTTAAT------
TCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAACAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGAGCCACTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCAGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTATTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>DQ382367 



GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCTTCAGATGCTAAAGCACATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCGACCCACAAGAAATAGCCTTAGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAGGAATGCTACTAATAGTAGTAGC----------------------
-------------------------------------------------------------------------
-------------------------------------CTCAATGAGACCATAAGAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAATACATTTGCATTA---TTTTATAAACTTGATATAGTGCCACTTAATGAGCAT-------
-------------------------------------------------------------------------
-------------
AATAACAACTCCAGTGGGTATTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGCCCAACGGTCGCTTTTGACCCCTTTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTGCTAATCTGGCAAAA---------
GAAGTAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAGACAATAATAGTGCAACTTAAT-
--------------CAATCTGTAGAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGGAAA--
----AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAA---
------------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGAAAAG-
--AAATGGAATGAAACTCTACAAGAGGTAGGTAAAAAATTAGCA---------------GAACAGTTCCCT--
-------------------------------------AATAAAACAATACCATTTGCA------
CCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGATGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGAACAGTTGGCAAAATCTGTGGAGTTGGTTTGACATATCAAAGTGGC
TGGGCTATATACAGATATTCACAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGATTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGACAGAATTATAGAATTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTATAAGAATAAGACAGGGCTTGGAAACAGCTTTGCAA---TAA 
>DQ396372 
GGG---ACG------------------------------------------
GGGAACTTGTGGGTAACAGTCTACTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CGTGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGAATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGCGTCACTTTACAGTGTACAGATGCTAATCGTACAAATGTTAATAGTACAAAT----------
-------------------------------------------------------------------------
----------------------GCTACAAATGCTACTATCAGTACCAAAATTGAAGGAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAATGTGTATGCACTG---TTTTATAGATCTGATATAGTACCACTTGAAGGG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGGGGGG------------
ATAATAATTAGAGCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTCCACCTTAAT----
-----------CAATCTGTAGCA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----



-AGTGTGAGGATA------------GGACCAGGGCAAGCA---TTC------TTTGCAACAGGTGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAAAGAC---
AGTTGGAACACAACTTTAAAACAGATAAAGAACAAATTAAGA---------------GAACACTTCCAT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAAATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGGACTCCAGGTGGAGC-----------------
----------------------------AATAAAACTGAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAGCACAATATAC---
CAGTTGCTTGAAGACTCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTGGGT---
GTGCTCTCTATAGTG---------CATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ369992 
GTG---GTG------------------------------------------
GGAAACATGTGGGTAACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACCATCACTAATACAATCAAT----------------
-------------------------------------------------------------------------
-------------------------------GCTACCATCAATAATGCAATGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAAACACAGAGTTAAGA---------------------------
GATAAGCGGCACAAAGCATATGCACTT---TTTTATCGCCTTGATATAGTGCCAATTGATGAGGAT-------
-------------------------------------------------------------------------
----------------
AGTAGCAACTCCACTGCTTATAGATTAATAAATTGTAATACTTCAAAGGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTCGTAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACACCTTAAT----
-----------AAATCTATAGGA---------ATTGTGTGCACAAGACCCAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAAATGAC---------
---------GTAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAGAGAT---
GACTGGAATAAAACTCTACAAAGGGTAAAAAAGAAATTGAGA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAACATTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGACAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
AGATTGCTTGAAAAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGTTATCCATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTCATACAAAGAATTTGTAGA-------------------------------
-----------------------------CA-AGAATAAGACAGGGCTTTGGAGCAGCTTTGCTG---TAA 
>DQ369982 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAACCCTACTGTTAAAACTTGTACAACTGCAAGTGG--
-------------------------------------------------------------------------
-------------------------TACAAATGCAAGTCTTGATGACATGCAGAGCGAATAAAA---
AATTGCTCTTTCAATACCACCACAGGAATAAGA---------------------------
GGTAAGAAACAGCAGGTGTATGCACTT---TTTTATAACACTGATGTAGTGCCACTTAATGAGAATAGC----
-------------------------------------------------------------------------
----------
TCTAGGGACAATAGATCTGGGGAGTATATATTAATAAATTGCAATACCTCGACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTAATCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAC-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAGGGGGAT------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GCTAAAACAATAATAGTACATCTCAAT----
-----------GAGACAGTAGAA---------ATTGTGTGCACAAGACCCAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
GACTGGAATAAAACTCTACAAAGGGTAAGTAAAAAATTAGAA---------------AAATACTTCCCT----
-----------------------------------ACTAAAACAATAAGCTTTAAC------
TCATCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAATGCTATTTGG------GAT------
GACATGACCTGGATGCAGTGG---GATAAAGAAATCAGTAATTACACAATCACCATATAC---
AAGCTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAATAGGGGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTCATACAAGGAGGTTGTAGAGCT----------------------------
--------ATCCGCAATCTA------CCTAGGAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>DQ369983 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACCGATGCAAAA---
GCCCCTCTATTCTGTGCATCAGACGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAATTGTACAAATGTAAAAGTTAATGCTACAGGTGCAAACGGTGATACTACTA
ATACTACT-----------------------------------------------------------------
----ACTACTCCTATGAGTAGCAATGTTACCTACATGAATGATAGCATGGCTGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGTGTATGCACTC---TTTTATAGATCTGATATAGTACCACTTGAGGAA----------
-------------------------------------------------------------------------
----------------
GGCTCTAATAGGAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTCGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGATCCAAAAATCTGTCAGACAAT---------ACCAAAATAATAATAGTACACCTTAAT----
-----------AAATCTGTACCA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTACACATGAC---------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTAAAACA---
GAATGGACCACAACTTTAGAACAGGTAAAGAAGAAATTAGAA---------------GAACACTTCCCC----



-----------------------------------GGTAGAAATATAAGCTTTAAT------
TCAAGCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACACAGATATTTGG------GAT------
AACACGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACATAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGCCATAACAAACTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTGTGGT---
GTGCTCTCTATAGTA---------AGAAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ369994 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCTTATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTAGAAATAACCTTACTACTACAACTGATAACAGTAATAACACC----
-------------------------------------------------------------------------
----------------CACAATCAGAGTGTAAAGGAAAAGATAGAAGATTGGGAAGAAACAAAA---
AATTGCTCTTTCAATACAACCACTGAGTTAAGA---------------------------
GATAAGATGGAGCAAACGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTCAAGAAAACAGCACC-
-------------------------------------------------------------------------
----------
TATAATAAGAGTGAGTATAGTGAGTATAGATTGATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GCAAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACACAGCAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACTAGCACATTGT---AATATTAGTAGAACG---
AACTGGACTAACACCTTAAAATGGGTAGAGAAAAAATTAGAA---------------AAACACTTTCCT----
-----------------------------------AATAAAAACATAACATTTCAA------
CCACACTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGAAGACATTTGG------AAT------
AATATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
TGGTTGCTTGAAGAATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGAATTGAACAGTTGGAATAGTCTGTGGAATTGGTTTAACATATCAAAGTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTGTTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTGATACAAAGAGCTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCCTTGAAGTAGCTTTGCAA---TAA 
>HQ615948 
GTG---ATG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCCCTCTGTGTCACTTTAAAATGTGAAGATTTTAGTGGTACCAGGAATAGTACTAATCATAGT-------
-------------------------------------------------------------------------
----------------------ACCCCAAGTAATGGTACTGTTGGCCATGGGGAAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAAAAACAGAAAAAATACGCACTT---TTCTATAAACTTGATGTAGTACCACTTAAGGGT----------
-------------------------------------------------------------------------
----------------
GGTAACAACTCTAGTGAGTACATGTTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GCAAT---GATAAGACATTCAAT------GGATCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
GTAGTAATTAGATCTGAAAATCTGGCAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAAACTGTAAAC---------ATTACGTGTACAAGACCCAGCAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATCAGTGCAGTT---
GGATGGAATAACACTTTACAAAAGGTAGCTAGAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGCCTTTGAC------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------GATAAACCTACAGATGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAGACACAATATAC---
AAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CGAAATGAAAAAGATTTATTAGCATTGGACAGCTGGCAAAATCTGTGGAATTGGTTTAACATATCAAACTGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTAATTGATACCATAGCAATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCCTACGGAGGATTTGTAGAGCT----------------------------
--------ATCTACAATCTG------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>JQ754193 
GTA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACGCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATGTTACCAAAAATAATACT----------------------
-------------------------------------------------------------------------
----------------------------GTTACCACCAATGATACCCTGAATGGAGAAATAAAA---
AATTGCTCTTTCAATATACCCACAGAGTTAAGA---------------------------
GATAAGAAGAAGAATGTATCTGCACTT---TTTTATAGTCTTGATATAGTACCACTTAAGAATGAG-------
-------------------------------------------------------------------------
----------------------
AGTGAGAATGAGTATAGGTTAATAAGTTGTAACACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAATACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTTTAGCAAAAGAAGGA------------
ATAGTAATTAGATCTGAAAATCTGACAAATAAT---------GTTAAAACAATAATAGTACAGTTTAAA----
-----------ACACCTGTAAAG---------ATTGTGTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCGACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAG---
ACATGGAATCAAACTCTACAAAATTTAGTAACAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATACAATTTAAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
---------------------------A-
AAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAAAATAATTTTTGCT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACTAAGAATTTGGAGAGCT----------------------------
--------CTCTGCCGCATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCATTACTA---TAA 
>GQ999981 
GTG---ATG------------------------------------------
GGAAGCTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---GAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---ACACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCATTCTACATTGTGCAAATGTAAACAAAAGTAGTACCAATACTACT-------------
-------------------------------------------------------------------------
----------------------------GCTCCCACTACTATTAGTAGCATGACAGAAATACAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GGTAAGAAACAGCAAGCGTATGCACTT---TTTTATAGATCTGATGTACTATCACTTAATAAG----------
-------------------------------------------------------------------------
----------------------
AATGGGAGTGATTATATATTAATAAATTGCAATTCGTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGGCAGACAAT---------AGCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAATGAC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTACACAA---
AAATGGAACACAACTCTAAACTGGGTGAAGGAGAAATTAAAG---------------AAACACTTCTCT----
--------------------------------AATGCAACAACAATACAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAGTTACA---GCACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAAGAATTACACAGGCACAATATAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAATTGGACAGTTGGAAAAGTCTGTGGACTTGGTTTGACATATCACATTGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGT---
GTAATCACTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAGCACAAAGAATTTGGAGAGCT----------------------------
--------ATCCGTAACATA------CCTATAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC894135 
GTG---ATG------------------------------------------
GGGAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTG------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCAAATATTACCAAGACAAAGGCAAGT-------------
-------------------------------------------------------------------------



-------------------------AAGGGTAATCTCACGACTATCATGAATGAAGAAGTAAAA---
AACTGCTCTTTCAACACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAGGCATATGCACTT---TTTTATAAATCTGATGTAGTGCTACTTCAGAATGAC-------
-------------------------------------------------------------------------
----------------
TCTAAGGGGAATGGGGAGTATATCTTGATAAATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAA------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTATAGGA---------ATTGTGTGTACAAGACCTAACAATAATACAAGGGGA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACG---
CAATGGGGCGAAATTTTAGGAAAGGTAAGGAAAAAATTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAGAACAATAGAATTTAAG------
CCACACGCAGGAGGGGATCTAGAAGTTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGAAATTTGG------GAT------
AAACTGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
GGGTTGCTTGAAGACTCACAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAATTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTCTAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACCATATA------CCTAGAAGAATAAGACAGGGTGCTGAAGTAGCTTTGCTA---TAA 
>GQ999983 
GGG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACCACCTTATTTTGTGCATCAGACGCTAAAGGATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGCGATGCTACATATAATAAT-------------------------
-------------------------------------------------------------------------
-------------------------------------GGTACGAATAGTACTGATACTATGAAA---
ATTTGTTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAGGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGAATGAAAGT----
-------------------------------------------------------------------------
-------------
GAGAGTCAGAATTTTAGTGAGTATATATTAATAAACTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATATATCAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAC---------ATTACTTGTATAAGACCCGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAATGGGAGAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGAAAAG---
GCATGGAATGAAACTTTAAAAAAGGTAGTGGAAAAATTAGTA---------------AAGTACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
CCACCCGTAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTTATGGGGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTACACAAACACAATATAC---



AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAAATGGCAAAGTCTGTGGTCGTGGTTTAGTATATCAAGCTGGC
TATGGTATATAAAAATATTCATAATGGTAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTGGCTATTAATCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GCAGCAGATAGAATTTTAGAATTACTACAAAGGATTTGGAGAGGT----------------------------
--------ATCTGCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>GQ999984 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---ACAGACGCAAAG---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGGA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGGA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAACTGCAAATTTAAAGTGTGCAGATGCACAGAATGTCACC----
-------------------------------------------------------------------------
-------------------AGCGAAAATAATACTATATGCAGAGACCTAAAGGAAGAGATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAATGTGTATGCACTT---TTTTATAAACCTGATATAGTACAACTTCAGGGT----------
-------------------------------------------------------------------------
-------------------------
AGCAATAACTCTATATTGATAAATTGCAATACCTCAACCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGGAAAATAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAAATGAA---------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTAAAAAA---
GATTGGAACAAAACCTTAGAAGGGGTAAAGAAGAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAAAATTTGCA------
CAATCCTCAGGAGGGGACTTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGAATCAGCAGCCCCTAGGACTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AATAAATCTAAAACAGATATTTGGGGA------NNT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACGGACACAATATAC---
AGGCTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTAGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATCACGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTCTGTTAGTCTGCTTGATACCCNTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATTGGAGTAATACAAAGCATCTTTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATATGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>GQ999985 
GGA---ATG------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACTCCACTCTGCGTCACTTTACACTGTACAAATGTAAATGTAACAAATGTAAGCAAAGATGAT----------
-------------------------------------------------------------------------
-------------------------GCAGGTGGAAACAATGTAAGCATAACAGAAGACATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGTGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTAATGAG----------



-------------------------------------------------------------------------
-------------------
CATAATTCTAGTGAGTATATATTAATAAATTGCAACTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTGTTAAATGGGAGTCTAGCAGAAGGGGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAATTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACTCGGCAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAAATGCC------
---------ATACTAGGAAACATA------------AGACAAGCATATTGT---AACATTAGTACAAAC---
AAATGGAACACAGCTTTAGAAAAGGTAAAGAAGAAGTTAAGA---------------GAACATTTCCCT----
-----------------------------------GATAAAAACATAACCTTTGCA------
CCGGCCTTAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTATACAAACACAATATAC---
AGGTTGCTTCAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGGCAGTTGGGAAAGTCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTATGGGT---
GTACTCTCTATAGTG---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTGTAAGAGTAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>GQ999989 
GGA---AAG---------------------------------------------
GAGTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTC---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAATTGTACAACTGCAAAGGGTATTAATAGTACTGACAAT-------------
-------------------------------------------------------------------------
----------------------------GCAAATGCTACTAAAAAACCAAATGAAGAAATAAAA---
AATTGCTCTTTCAATACAATCACAGAGGTAAGA---------------------------
GATAAGCAAAAGAAAGAATATGCACTC---
TTTTATAGACTTGATCTAGTATCACTTAATGAGGGGGACTCTGAAGGG-------------------------
-----------------------------------------------
AACTCTAGCAGATCTGGCAACTTTAGTACGTATAGATTAATAAACTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATCCACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---GATGAGGCATTCAAT------GGCACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAATTATTGTTAAATGGTAGCCTAGCAGAGAAAGAG------------
ATAATAATTAGGTCTGAGAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAATCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAGTGGGAAAAGACATTACAAAGGGTAAGTGAAGAACTAAGA---------------AAACACTTCCCT----
-----------------------------------AATAAGACAATAGAATTTAAA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATGCCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
AGTTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGATAGTTGGAACAGTCTGTGGAATTGGTTTAGCATATCAACATGGC



TGTGGTATATAAGAATATTCGTAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTCATACAAAGATTTTGTAGAGCT----------------------------
--------GTCCTCAACCTA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTG---TAA 
>GQ999990 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTGTTACAAATGCTAATGCTATCAGTAAT-------
-------------------------------------------------------------------------
----------------------GGTAATGCCACTTACAATAATACAGGGAATGGGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
AATAAGAAACAACAAGCGTATGCACTT---TTTTATAAACCTGATATAGTACTAATTAATAAG----------
-------------------------------------------------------------------------
----------------------
ACTTACTCTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAGGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GCCAAAACAATAATAGTCCAACTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATAGAAAA---
AGTTGGAACACAACTTTAGAACGGATAAAGAAGAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATGACACAATAGAATTTAAA------
CCACACGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGATATTTGG------AAT------
AATATGACCTGGATGCAATGG---GATATAGAAATTAGTAATTACACAAACTCAATATAC---
AAGTTGCTTGAGGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAACTGGTTTGATATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTCTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTCCTACAAAGAGTTTGTNAGAGCTATAGAGCT-------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>JN681227 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTCTGGAA---------AATGTAACAGAAAATTTCAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGTTACTGTAAAAGGTGATGCTACTTTT-------------
-------------------------------------------------------------------------
----------------------------AGTACCAGTAATAGTAATATTACTGAAGGAATGAAG---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAACAAGAAAGAGTATGCACTT---TTTTATAGACCTGATATAGTGCCAATTAGTGGAAACAAT----
-------------------------------------------------------------------------
-------------
AGTGAAGGGAATAATGGTGAATATATATTAATAAATTGTAATACCTCAACCATAGCACAA---



GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCGGTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCGACT---
CAACTACTGTTAAATGGTAGCCTAGCGGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCAGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---ATCATTACTAATGGT---
ACTGCTTGGAACAACACTTTAGAACAGGTAAAGAAAAAATTA------------AGAGAACACTTC-------
-----------------------------------AATAACAATATAACATTTAAA------
CAACCCGCAGGAGGGGATCTAGAAGTTATG---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAGCACAATATAC---
AGGTTGCTTGAGGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGT
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTGGGT---
GTGCTCGCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAGTACAAACAATTTGTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTTGAAGCAGCGTTGCTA---TAA 
>GQ999974 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAGAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGGTGTACAAATGCTACTATTAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------GGTAGCCTGACGGAAGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAATAAGAATAGC----
-------------------------------------------------------------------------
-------------
CCTAGTGGGAATTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAT------------
ATCATAATTAAATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTAGAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAGGCT---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAATAATTCT---
ACATGGAACAGAACTTTAGAACAGATAAAGAAAAAATTAAGA---------------GAACACTTCCTT----
-----------------------------------AATAGAACAATAGAATTTGAA------
TCACCCTCAGGGGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATACAGTGG---GATAGAGAAATTAGTAATTACTCAAACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAATCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAATAGGAGGCTTAATAGGATTAAGAATAATTTTGGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCGTAGCAATAGCAGTAGCAGAA---



GGAACAGATAGAATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATACGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GQ999976 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTGCAAATGCAAATATTACCAAGAATAGTACT----------------
-------------------------------------------------------------------------
----------------------------GGTAACTACAATGATAGCATGATAGGAGAAATAAAA---
AATTGCTCTTTCAATACAACTACAGAACTAAGG---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGATCTGATGTAATACCACTTAATAACAAT-------
-------------------------------------------------------------------------
----------------
AGATCTAATGAGAATAGCTATATATTAATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGG------------
ATAATAATAAGATTTGAAAATATAACGAACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------CAATCTGTAAAA---------ATTGTGTGTGCAAGACCCCATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
CAATGGAACACAACTTTGGAACAGGTAAAGAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACTCATAGCTTTAATTGTATGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAGGAAGACATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACACAGACAATATAC---
CAGCTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATTTGTGGAGTTGGTTTAACATATCACATTGGC
TGTGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTAATATGCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTTTGCTTAATAGCATAGCAATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAAGATTTTGTAGAGCC----------------------------
--------TTCATCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>GQ999978 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGCACAAATGCTACCTATAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------AATAGCAATGGAGAAGTAAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGG---------------------------
GATAGGAAACAGAATGCGTTTGCACTT---TTTTATAGATCTGATGTAGTACCAATTAAGGAGAATAAC----
-------------------------------------------------------------------------
----------
AAGAATGGCTCTGAAGAGAATAGCTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGACAGGACCATGTCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACC---



CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATACAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACG---TTC------TTTGCAACAAATGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GACTGGGAAAAAACTTTAGAAAAGGTAAAGGAAAAATTAAAG---------------GAACACTAT-------
-----------------------------------AATAAAACAATAGAATTTAAA---
CAACCAGTCTCAGGGGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCACTCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGCCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTCGTCTGCTTGATAGTTTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAGCACAAAGAATCTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GQ999979 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGATTCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTACAAACATCACCAGTACCAGTACAAACATCACC-------------
-------------------------------------------------------------------------
----------------------------AGTACCAGTAATATTAGCATGAATGTAGACATGAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGGAGAGACAAGAACGTGCATTT---TTTTATAGACTTGATATAGTACCACTTAATAATGAC-------
-------------------------------------------------------------------------
----------------
ATTGGAAATTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGCAGCATAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------CATTCTGTAAAA---------ATTGTGTGCACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGCT---
GAATGGAATAACACTTTAGAAAAGGTAGGGAAAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGAGACCTAGAAATTGTA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTTCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------GGA------
AACATGACCTGGATGGAGTGG---GATAGAGAGATTAACAATTACACAAGCATAATATAC---
AGCTTGCTTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGAGTTATTGGCATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGATATCTATAGTG---------AATAGAAGTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGCCTGCTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAAAATTCCTACAAAGAGTTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>GQ999980 



GTG---GTG------------------------------------------
GGGAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGACATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAACTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTAACAGTAGTTAATGCTACACATACTAAT----------
-------------------------------------------------------------------------
----------------------AAGAGCATGAATGGAGAAATTGACATGAAAGAAGAAATGAAA---
AATTGCTCTTTCAAGACAACCACAGGAATAAGA---------------------------
GGGAAGAAACAGACAGAGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAGTAAG----------
-------------------------------------------------------------------------
----------------------
GAAAGCTCTGAGTATATATTAATAAGTTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTATAAAT---------ATTGTGTGTATAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAGCA---TTC------TATGCAACAAATGCC------
---------ATAACAGGAGATCTA------------AGACAAGCACATTGT---AACATTACTAAAGAC---
AGATGGATCGCAACTTTAGAAAAGGTAAAGAAGAAATTAGAA---------------GAACACTTCCCT----
--------------------------------AATAAAACAAAAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACACACACAATATAC---
AGGCTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACACAGTGGC
TGTGGTATATAAAAATATTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTAATACCTTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGGGTATTGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>FJ443982 
GTG---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGAGTTGGAA---------AATCTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGCTTCCCCTAATAATGCTTCCCTTGCTAACCTTAAGGTC-
-------------------------------------------------------------------------
----------------CTTAATGCCTCCTATAACGATACTATCTATCAGGATGGAGGAGTAAAA---
AGTTGTTCTTTCAATACAACCACAGAAATTAGG---------------------------
GATAAAAAACAGCAAGTGCAGGCATTC---TTTTATAAATCTGATATAGCACTAATTAATGCG----------
-------------------------------------------------------------------------
----------------
ACTAGGAGTAAGGATGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGGCATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAGCAAT---------CACAAAACAATAATAGTACAGCTTAAT----
-----------AGATCCATAGAA---------ATTGTGTGCATAAGACCCGGCAATAACACAAGAAAA-----



-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTGCAGAA---
AGATGGAATGAAACTTTAGAATGGGTAAAGGAAAAATTAGCA---------------GAACACTTTCCT----
-----------------------------------AATAAGACAATAAGAGATGAG------
CCATCTTCAGGAGGGGACCCAGAAGTTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAACGGATCAACGGCTCCTAGGGCTCTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGCAGAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTAATAATTACACAGGCACAATATAC---
AGGTTACTTGAAGAATCGCATGACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAATTATTCATTATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGGAATACAAGGAATTCTTAGAGCT----------------------------
--------ATCCGCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTA---TAA 
>HQ595744 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTATGGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTTCAAATGCTAATGTTAATGTTACTGCT-------------------
-------------------------------------------------------------------------
----------------------------------ATCAGTAATGATACTGGTATAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAAAAACAGAAAGCGTATGCACTT---TTTTACAGACCTGATATAGTACCACTTAATGAAGGGAATCCA-
-------------------------------------------------------------------------
-------
ATAAATGGAACTAATTCTAGTAGAGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGCACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAGACAATAATAGTCCACCTTAAT----
-----------AAATCTGTAAAC---------ATTGTATGTACAAGACCCAACAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAGACA---TTC------TATACTAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGT---------
CAATGGAACACAACTTTAAAACAGGTAAAAGAAAAATTAAGA---------------AAACTCTAT-------
-----------------------------------AATAGACCAATAGAATTTCAA------
CAACCTTCAGGAGGGGATCTAGAAATCACC---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAATTGGACT-----------------
----------------------------AATAAATCTATAGGAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGATACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGGT---
GTACTCTCCATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAATCTGCTTGATATCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAGGCAATACAAAGAATTTGTAGAGCC----------------------------
--------ATCCGCAACATA------CCTAGAAGAAGAAGACAAAGCTTTGAAGTAGCTT----------- 
>HQ595745 
AAT---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGAGTACCAGTATGG---AAAGAGGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCTAAAGGATATGATAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACATGAAATGTGGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAGATGCACGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTACAAATGTTACCAAAAATGGTACCAATACTGCCACT----------
-------------------------------------------------------------------------
-------------------------AATGGTACTGATACCCTGAATGGAGAAGGAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTCTATAGACTTGATATAGTACAACTTAATGAGAAGAAT----
-------------------------------------------------------------------------
-------------
AATAATGATAGTAGTAAGATGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAGAAAGAG------------
ATAATAATTAGATCTGAGAACCTGACAAACAAT---------GTCAAAACGATAATAGTACATCTTAAT----
-----------AAATCTGTAACA---------ATAGTGTGTACAAGGCCCAATAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACCTTACTGCAGGC---
GAGTGGAATGAAACTTTAAAAGAGGTAAGGAAAAAATTACAA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGGGGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAACACAATATAC---
AAGATGCTTGAAGTCTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATTTATGGAATTGGTTCGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAGTTTGCTTGATTCCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGCAAGAGGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ615959 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAATTAGTCTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---ACACCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATACAAATAGAACAGTTAAT----------------------
-------------------------------------------------------------------------
-------------------------------------------GAAACAGCTATTGAGATGAAA---
AATTGCACTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGATCTGATGTAGTACCAATTAATGGGAATAGTTCT-
-------------------------------------------------------------------------
----------------
GGAACTAGCTATAGTCAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACGATAATAGTACACCTTAAT----
-----------GAATCTATAAGT---------ATAGTGTGTATAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACC---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAATAAAGCT---
CTATGGGACAGAACTTTAGAACAGGTAAAGGAAAAATTGAAA---------------ATACACTACCCT----



-----------------------------------AATAAAACAATACAATTTGCA------
CCACACTCAGGAGGGGATTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAGCACAATATAC---
CAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGCTATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGAGT---
GTACTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAGTCTGCTTGATACTATAGCAATAGCAGTAGGTGAA---
GGAAAAGATAGGATTCTAGAATTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTATACATA------CCTAGAAGAATAAGACAAGGCTTTGAAACAGCTTTACTA---TAA 
>HQ595757 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCCACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATTTTGGGA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTG---AAACCCTGTGTAAAGTTG---
ACCCCCCTCTGTGTCACTTTAAATTGTACAAATGCAAAAGTTAATGTTACCACCGTT----------------
-------------------------------------------------------------------------
----------------------------AACAATAGTACTCTTACCTCCACTGATGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AACAAGAACAGCTCAGAGTATATATTAATAAATTGCAATAGCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAAAG---GAT------------
ATAGTAATTAGATCTAAAAATCTGGCGGACAAT---------GCCAAAACAATAATAGTACAGCTTAAA----
-----------GAACCTGTAGAA---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCGACAAAAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AAAATTAATGGAAGT---
GAATGGAACAACACTTTACAACAGGTAAGAAACAAATTAGCA---------------GGACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTATTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AAGAATAAAACTTTTAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAGTTATAGACTTAGCACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC894111 
GTA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAGATGGTTTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---



ATCAATTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAATATGTAAAGATGTTAGAAATGATACCTCCAAT-------------------
-------------------------------------------------------------------------
----------------------------AGTACCCTGAATGAAACAATGAATAGAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAAGAGAATACATATGCACTT---TTTTATAAGCTTGATATAGTGCCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
AGTGAGGGCAAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGAACGGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAAAAGAAAAA------------
ATAGTAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACAGCTTCAA----
-----------CATCCTGTAGAA---------ATTGAGTGTACAAGGCCCGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCGACA---GAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---ACCATTAATGAAAAG---
AACTGGACTAACACTCTGCAAGAGGTGAGTAAAACATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAGTATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------GATAAAACTCAAGCAGAAATCTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAATCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTGTGCT---
GTAATCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATGCCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAAAATTATAGCATTAGTACTAGCAATTTGTAGAGCT----------------------------
--------ATCCGCCGCATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCGTTACTA---TAG 
>KC863324 
GCG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAATTGTACAGATAAAAAATTTAATGATACCAGTAGTGTT-------------
-------------------------------------------------------------------------
-------------------------AATGTTACCCACAATAATAACATGACTAGAGAAATGAAG---
AATTGCTCGTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAGAGAAAGTCAGTGCACTT---TTTTATAGACTTGATATAGTACCACTCAGTGAGAAT-------
-------------------------------------------------------------------------
-------
AGTAGCAATTCTAGTAACTATAGTGAGTTTAGGCTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCGAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------ACACCTGTAGAG---------ATTGTGTGTACAAGACCAGGCAATAATACAAGAAGG-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAATGGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGGAACA---
AAGTGGAGTGAAACTGTACAAAATGTAGCGGAACAATTAAGA---------------GGACACTTCCCT----
-----------------------------------AATAAAACAATAAGCTTTGAA------
CCACACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG



GCTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAAACACAATATAC---
AGGTTACTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
ACAAATGAAAAAGATTTACTGGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAATCTGCTTAATACAATAGCAATAGCAGTAGCTGAA---
AGAACAGATAGGATTATTGAAGTACTGCAAGGAATTTGTAGAGCT----------------------------
--------ATCCTCAACGTA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC863361 
GGG---GTG------------------------------------------
AAGGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCTCACTCTGTGTCACTTTAAATTGTACAACTGTTACCTACAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------GTAACGGGTGAAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGACCTGATCTAGTACCACTTAAGGAT----------
-------------------------------------------------------------------------
----------------------
GGGAATAATACGTATATACTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGAACATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAGATCTGGAAAGAGAT---------ACCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGGCCCGACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAGC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AGCATTAGTAAGGAG---
CAATGGAACAAAACTTTAGAACAGGTAAAGAAAAAATTACAA---------------GAACTCTAC-------
-----------------------------------AATAGAACAATAATATTTCAA---
CAACCAATCGCAGGAGGGGATCTAGAAGTTACA---ACCCATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCACAGTTGGAGT-----------------
----------------------------AATAAATCTATTGGAGATATTTGG------GAT------
AATATGACCTGGATGCAATGG---GACAGAGAAATTAGTAATTACACAAGCACAATATAC---
AAATTGCTAGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGAATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTAGCATATCAAATTGGT
TGTGGTATATAAAAATATTCATCATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AAGAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGGCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGTAGCTTTGATA---TAA 
>KC894133 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCGACCCACAAGAAATACCTTTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAATACTACCTATTATAATGTTAGCAGCAAG-------------
-------------------------------------------------------------------------



----------------------------------------------------GAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAACAGCAAGCATATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
AATAATGATAGCTATATATTAATAAATTGCAATACCTCAACCATTACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATGAGACATTCAAT------GGGATAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ATCAAAACAATAATAGTACACCTTAAG----
-----------GAGCCTATAAAA---------ATTGAGTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATCAGGATA------------GGACCAGGACAGACA---TTC------TATGCAATAAATGGC------
---------ATAATAGGAGACATA------------AGGCAGGCATACTGC---AACATTAATGGTAGC---
GAATGGAACAGCACGTTGGAACAGGTAAAGAGTAAATTAAGT---------------GAACACTTCTCT----
-----------------------------------GAGAGTACAATAGAATTTAAA------
CCAGCCGCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAGTCTCAGTCAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTATACAAACACCATATAC---
AAGTTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTATTAGCTTTGGACAGTTGGAAGAACCTGTGGAATTGGTTTGACATAACAAGGTGGT
TGTGGTATATAAGAATATTCATCATGATAGTAGGGGGCTTGATAGGCTTGAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACTATAACAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAGCACAAAGAATCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAG 
>FJ443300 
GCA---GGG------------------------------------------
AAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAATAATAATGTTACCTTCAATAGTACCAGAAATAGTACT-------
-------------------------------------------------------------------------
-------------------GTTGCCACCCTCAATAGTACCATGGAAGGGGAAGGGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAGGAAAAAGCCTGCATATGCACTT---TTTTATAAGCTTGATATAGTATCACTTAATGAGAGT-------
-------------------------------------------------------------------------
----------------
CGGAACAACCATAGTGTATATAGATTAATAAATTGTAATACCTCAACAATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAATACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAAGG------------
ATAGTAATTAGATCTGAAAATCTGACAGATAAT---------GTCAAAACAATAATAGTACAGCTTCGC----
-----------GACCCTGTAGAA---------ATTGTGTGTACAAGGCCTAATAATAATACAAGAAAA-----
-AAAAGTGTGAGG---------ATAGGACCAGGACAAACA---TTC------TATGCAGCAGGAGGC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCAAACAG---
GCTTGGAATAAGACTCTACAAGAGGTAGGAGAAAAACTACAA---------------GAACACTTCCGT----
-----------------------------------AATAAAACAATAAAGTTTGAA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAAACAATATAC---



AGGTTGCTTGCAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGGCATAACAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGAATCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGATTAAGACAGGGCTTGGAAACAGCATTGCTA---TAA 
>FJ443417 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAATTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGGTTTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAGAGTGTGGTAATGGTACCAATATTAAT-------------------------
-------------------------------------------------------------------------
----------------------------------------GTTACCACTGTTGCTGAGATGAAA---
AATTGCTCTTTTAATGTAACCACAGAAGTAAGA---------------------------
GATAAGAAGCACAAAGAATATGCACTT---TTTTATAGAACTGATATAGTGCCACTTAGTGAG----------
-------------------------------------------------------------------------
-------------------
AATGAGAACAGCACCTATAGATTAATAAATTGTAATACCTCAAAGGTGACACAA---
GCTTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGT---ACAATACAGTGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCTTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAAACTGGAAGACAAT---------GTTAAAACAATAATAGTACAGCTTAAT----
-----------GAATCAATAGGA---------ATTGTGTGCACAAGACCCAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGCGAA------
---------ATAATAGGACAAATA------------AGACAAGCACATTGT---AATATTAGTGGAGAT---
AAATGGGATAAAACTTTACAAAAGGTAAGTGAAAAATTAAGA---------------GAATACTTC-------
-----------------------------------AATAAAACAATAAAATTCCAG------
CCATCCTCAGGAGGGGACCTTGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAACAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGACGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTATACAGACACAATATAC---
AAGTTGCTTGGAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACACATTGGC
TATGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGTTA---TAA 
>FJ443426 
GTG---TGG------------------------------------------
GGAACCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATACGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAAACTTAAATGGTACAACCTTAAATGGTACT-------------
-------------------------------------------------------------------------
-------------------------GTTACCTACAATAATAATAACATGACAGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GACAGGAAACAGAAAGCATATGCACTC---TTTTATAGACAGGATATAGTACCACTTGAAGAG----------



-------------------------------------------------------------------------
----------------
AATAAGAATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAGGAG------------
ATAATAATTAGATCCGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAACCTGTAAAA---------ATTCAGTGTATAAGACCTAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAAATAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAA------
ACATGGAATCAAACTTTAGAAAGGGTAAAAGGGAAGTTAAAA---------------GAACACTTCCAT----
-----------------------------------AATAAAACAATAGAATTCCAA------
CCATCCTCAGGAGGGGATCTAGAAATTGCA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAAGTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTAGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAGCTGTTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAGTACTAAGAATTGGTAGAACT----------------------------
--------ATCCGCAACATA------CCTACAAGATTAAGACAGGGCTTTGAAGCAGTTTTGCTA---TAA 
>FJ443473 
GGG---TTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGCGTGCCCACAGAC---
CCCAACCCACAAGAACTAATTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTAATGTTACTGCTAAAAATGTTACTGATAATGATACT-
-------------------------------------------------------------------------
----------------AATGTTAATACAAGTATTACTGCCTATGCTAATGCTACCGATATGCGA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
----------------
AATAACAACAATAGTGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATTCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAGTTACTGTTAAATGGTAGCCTAGCAGAACAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AATATTAGCAGGGAA---
CTCTGGAATAAAACTTTAGAAGGGGTACGTGAAAAACTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAAATTTTAAT------
CAATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGACTCCTGGCTGTAGAAAGATATCTAACAGATCAACAGCTCCTAGGGCTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACCGCACTTGGAGT-----------------
----------------------------AATAAAACTAAAGACCAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGAGGAGATATAT---
AGGTTGATAGAAGAATCGCAGAGACAGCAGGAA----------------------------------------
-----------------------------
AATAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATATCAAATTGGC



TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTAGTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACTAGGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>FJ443488 
GTA---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTGTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGATG---
ACCCCACTCTGTGTCACTCTAAATTGTACAGATGTTAAGAGAACTGAAAATGAT-------------------
-------------------------------------------------------------------------
----------------------------------AAAAATGATACCTACAATAATGATATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GACAAGCAACAGAAAGCGTATGCACTT---TTTTATAAATCTGATGTAGTGTCACTTAATAAGAAT-------
-------------------------------------------------------------------------
-------------
AATACTAGTAATGCTAGTGACTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAACTTCACT------GGGATAGGACCATGCTATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCGACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGGG------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------ACCAAAACAATAATAGCACATCTTAAT----
-----------GAATCTATAAAC---------ATTGTGTGTGTAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTTTGAGT---
AAATGGAACAAAACTTTAAAAGGGGTAAAGGAAAAATTGGAA---------------ACATACTACCCT----
-----------------------------------AATAGAACAATAGAATTTAGA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAGGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAATAATTACACAGGCACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAAAATAACAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTTTAGAAAT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAACTTTGCTA---TAA 
>FJ443498 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGGTAGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCATA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAATTGTAGTAATGAGGTTACCTACATTAATGCTGCCAAC-------------
-------------------------------------------------------------------------
-------------------------AATAGTATTACCAATACAACCACGGAGGCAGAAATGAAA---
AATTGCTCTTTCAATGCAAACACAGAGCTAAAA---------------------------
GATAAGAAGCACCAAGAGTTTGCACTT---TTTTATGACCTTGATATAGTGCAACTCGAGGAG----------
-------------------------------------------------------------------------
----------------------
AATAATACTGAGTATAGATTAATAACTTGTAATACCTCAAAGATATCACAA---



GCCTGTCCAAAGATCACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---ACCAAGACATTCAAT------GGGACAGGACCATGCCACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCTGAAAAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------ACTAAAACAATAATAGTACATCTTAAT----
-----------CAATCCATAGGA---------ATTGTGTGCACAAGACCCGGCAACAACACAAGAAAA-----
-AGCATAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATAGT------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AATATTAGTAAGGAT---
CTCTGGAATGAAACCTTACAAAGGGTAACTGAGAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAGTTTGAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGATGATATTTGG------GGT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAGGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTCAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAATTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGTAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTA---TAA 
>FJ443515 
GTG---TTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGACCAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGTATAGATGCAAATGTTAATGTTACAGTT-------------------
-------------------------------------------------------------------------
-------------------------------ACAGTCAATGACAGCATGGCTGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------------
GATAACCAGAGTTATATATTAATAAATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATTATTAGATCTGAAGATCTGGAAGAAAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGGAAA---
AATTGGACCACAACTTTAGAACAAATAAAAGAGAAATTAAAA---------------GAACACTTCCCC----
-----------------------------------AGTAAGAATATAACGTTTCAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGATGAAATTTGG------GGT------
AATATGACCTGGATGCAGTGG---GAGAAAGAAATTAGCAATTACACAGACACAATATAC---
AGGTTACTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCA---
GTGTTATCTCTAATA---------AATAAAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAAGCTGTTAGATACCATAGCAATAGCAGTAGCTGAG---



GGAACTGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------GTCCGCAACCTA------CCTAGAAGAATAAGACAGGGCGCTGAAGCAGCTTTGCTA---TAA 
>HQ615950 
GGG---AAT---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAG---
ACCACTCTATTCTGTGCATCAGATGCTAAAGTATATGAGCGAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGATTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATAAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAGAGTGTAAAGATGTAAACAGTACAGTTGGTAATACCACC-------------
-------------------------------------------------------------------------
----------------------------ACCCATGCCTACAATGATACCTACAATAGTATGAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGAGAGTGCAATT---TTTTATGCAATTGATCTAGTACAACTTGATAAT----------
-------------------------------------------------------------------------
----------------------------
GATACGTATAGATTAATAAGTTGTAATACCTCAGTCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAAAAATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAGGGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCGGGAACAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAAAACT---
GCATGGTATAAAACTTTAAAAGATGTAAGTGAAAGATTAAAA---------------GGATACTAT-------
-----------------------------------AATAAAACAATAAAATTTGCA------
CCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AGTAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGGCTGTTTGATACCCTAGCAATAACAGTAGCTGAG---
GGAACAGATAGGATTATTGAAATAATACAAAGATTTTGTAGAGCT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ615944 
GGA---AAG---------------------------------------------
AGCCGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAAGCAATTGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAA---
CCCAATCCACAAGAAATAGAGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTCTACACTGTAGTAATGTTACCCACAATGCTAGCGTGGAG----------------
-------------------------------------------------------------------------
----------------------------GGTGACTACAATGATAGCATGAAGAAAGAAATGAAA---
AATTGCACTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAACGAAAGAAAGGGCATTG---TTTTACAAACTTGATATAGTACCACTTAATGGGGGTAAT----
-------------------------------------------------------------------------
----------
AATAGTGATAGTAATAGTAGTGAATATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGACATTCAGT------GGAATAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---



CAACTACTGTTAAATGGCAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGCACAAGACCAGGCAACAATACAAGACAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCTAGTG---
AAATGGAATAAAACTTTGGAAAGGGTAGGTGAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCTTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCCTTGGAACTCGAGTTGGAGT-----------------
----------------------------AATAAAACTAAAAGTGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGGGAAATTAGTAATTACACAGACACAATATAC---
AGGCTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGAGTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGCTTATAGAATTTATACAAAATTTTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGGATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>HQ595746 
GTG---ATG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAACTGTCAGCAAT-------------------------------
-------------------------------------------------------------------------
-------------------------------------------AATACTACCGATGATATGAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAGGTGCATGCACTA---TTTTACAAACTTGATATAGTACCACTTGAGAAC----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAATATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATCCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCGGAAGGAGGG------------
ATAATAATTAGATTTGAAAATTTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GACTCTGTACCA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATTAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGGAACATA------------AGAGACGCACATTGT---AACATTAGTGAACAG---
AAATGGAATCAAACTTTACAACGGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------GGTAAAAACATAACTTTTCAA------
CCACAATCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGACCAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAGAGACAATATAC---
AAGTTGCTTGAGGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTATTAGCATTGGACAGCTGGAACAATTTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAACATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGTTATTAGTCTAATTGATAGCCTAGCCATAACAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTACTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HQ615955 



GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAGACTGTATAAATGTCACCATGAAGGAAGTAAAT-------------------
-------------------------------------------------------------------------
-------------------------------------GTAACTGATACCAAGAAGGAAATGAAA---
AATTGCTCTTTCAGTGCAAACACAGAGCTAAAA---------------------------
GATAAGAAGCATAGAGAATATGCACTT---TTTTATAGCCTTGATATAGTACCACTTGGTGGG----------
-------------------------------------------------------------------------
----------------
AATAATAGCAACTCTAGTTATAGATTAATAAGTTGTAATACCTCAGCCATTACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCATAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------GAATCCATAGAG---------ATTGTGTGCACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAATG---CTA------TATGCAACAAAA---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGAAAGA---
GACTGGACTAGAACTTTACATCGGGTAAGTAAGAAATTGGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAAATATAACCTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGTCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAACAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAACAAGATTTGTTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACATTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCTTCCAAAGAATTTGTAGGGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>HQ595766 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGTCGCAGAA---GCGCATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTACAAATGCAACATTTGATGCCGACACTATTAAG-------------
-------------------------------------------------------------------------
-------------------------AATATTACCTATCTTCGTAATCTAACTGAAGAAGTAAAA---
AATTGCTCTTTCGATACAACCACAGAAATAAGA---------------------------
GATAAGACACAGAAAGCATATTCACTT---TTTTATAGACCTGATATAGTGCCAACTGGTGAGAAG-------
-------------------------------------------------------------------------
-------------
AAGGATAATAAGAGTGATAGATATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAT------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTCATG---------ATTAATTGTACAAGACCTGGCAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACCAGGAGAT------
---------ATAATAGGAGACATA------------AGAAAGGCACACTGT---AACATTAATAAAACG---
CATTGGAATACAACTTTAGAAAGGGTAAAGAAAAAATTAAGA---------------GAACTCTAC-------
-----------------------------------AATAAGAGCATAACATTTGAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAACAATTACACAGACACAATATAC---
AGGTTGCTCGAAGACTCGCAAAACCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTAATATAACAAATTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAATACAAAGAATTTGTAGGGCT----------------------------
--------ATCTACAACTTA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC894386 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGCGTACAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTAGTAATGTTACTTATAATGTTACCTATAATAATACCAATACCAATA
GTAGCAATAAT--------------------------------------------------------------
----------------------AGTTCCATTGCCTATAATGTTACCATAGATGAAGAAAGGAGA---
AACTGCTCTTTCAATGTAACTACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGTGTATGCACTT---
TTTTATAGACTGGATATAGTACCACTTAAGAGTAACAATCCTGGTAAC-------------------------
--------------------------------------------
AATTCTGACAACAAGTCTGGCAACTATAGTGATTATATATTAATAAACTGTAATACCTCAACCATAGCACAA-
--
GCCTGTCCAAAGATTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAAAA---------ATTGAGTGTATGAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGCAAAAAT---
GACTGGGATAAAACCTTACAAAGAGTAAGTAGAAAATTAACA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAACATTTAGA------
CCACCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGGGTATTGGCCTTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGAACTTATGGAGAAATTTGG------GAT------
AACCTAACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCATAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCCTTGAGCAATTGGCAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAGAATATTTGTAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGATTTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAATCAGCTTTGCAA---TAA 
>HQ595759 
ATG---ACG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACTACTCTATTCTGTGCATCAGACGCTAAGGCATATGAGAAAGAA---ATGCATAAT----------------
--------------GTCTGGGCGACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCTTGTGTGAAGTTG---
ACTCCACTCTGTGTCACTTTAAGATGTAGTAATGTTAATATTACTAATAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------ACTAACGGTACTAGTGACATGAAGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGGAACAGTATGCACTT---TTTTATAGACTTGATATAGTATCACTTGATGAG----------
-------------------------------------------------------------------------
-------------------
AAGAATAATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAAATCTGAAAATATGGCAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAAA---
GATTGGAATACAACTTTACAAAGGGTAAAAGAAAGATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAACTCAAGTTGGAGT-----------------
----------------------------AATAAAAGCACAGCAGATATCTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTCGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGGATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTAGGT---
GTGATTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCCTTGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCCACAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ615942 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATATTGAAAATTGTACAACTAGTAATAATTGTACAAAT----
-------------------------------------------------------------------------
----------------GGTACTAATTATATAAATATCACTCATAGCATGGGGGAAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTGGTGGGAAG-------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGATTATGTATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTCCACCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATACA---------
---------ATAATAGGGGACATA------------AGACAAGCATATTGT---CATATTAATGCAACT---



CGATGGAACACACTTTTAAGAAAGGTAGAGGAAAAATTAAAA---------------GAACACTAC-------
-----------------------------------AATAACACAATACAATTTCAA------
CCATCCTCAGGAGGGGATTTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAACAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACGAGCACAATATAC---
AGATTACTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAGTGCAAAGAATTTGTAGGGCT----------------------------
--------ATCCTCAATATA------CCTAATAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT183087 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGTAAAGGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTATATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAGATTGCTGTAGCACTTTTAATTGCTCAAACAATGCTGGTACC----------
-------------------------------------------------------------------------
-------------------------------------------ATTGAAGAACAAGAATTGAAA---
AATTGTTCTTTTAATGCAACCACAGTAGTAAGA---------------------------
GATAAGAAACAGACAGTGTCTGCACTT---TTTTATAAACTTGATGTAGTACCACTTGGGGGGGGATAACAA-
-------------------------------------------------------------------------
----------------CAAC--
AACAACAAAAGCTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCGGAAGAAGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GATTCTGTAGAA---------ATTGTGTGCACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AACATTAATAAAGAT---
AAGTGGAACAAGACTTTACAACAAGTAGGAAAAAGGTTAGCA---------------GAACACTTCCCT----
--------------------------------AATAAAGAAATAATAAAATTTAGC------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAAGAAATTTGG------AGG------
AACATGACATGGATGCAGTGG---GACAGAGAAATCAATAATTACACAAACACAATATAC---
ACTCTGCTTGAAGCCTCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTGTTAGCACTGGACAAATGGCAAAATCTGTGGAATTGGTTTGACATAACAAGATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGCCGTTGGCTATTAGCCTGCTTGATATCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAGAGAACTGGTAGAGCT----------------------------
--------ATCCTCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCATTGCTA---TAA 
>KT183090 
------ACA---------------------------------------------
AGCAGGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCTTATAGTGAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGCAAATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTTTAAATTGTGTTGATGTTATTAGGAATGCAAGTGCTGTTAGAAATGCA-------
-------------------------------------------------------------------------
-------------------------AGTAATGCTGCAAATGCAAGTGCTGCTGGAGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGACACGTAAACAGTATGCACTT---TTTTATAGACTGGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AGTAGTAATTCTAGTGAATATAGATTAATAAATTGCAATAGCTCAACCATAACACAT---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACGGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCGACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGTGTGTGTAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCTACAAATGAC------
---------ATAATAGGAAACATA------------AGAGAGGCACATTGT---AATATTAGTAAACAG---
ACATGGAACACAACTTTGGAACGGGTAAAGGCCAAATTAGCA---------------GAACATTTCCAT----
-----------------------------------GGTAAAACAATAAAATTTGAT------
TCACATGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGAACAAATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGATATAATATAC---
AGCTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTCAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTCTC
TATAGTAA-----------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTAGTTTGCTTGATTTCTTAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTACTACAAAGAATTGGCAGAGCT----------------------------
--------ATCCTCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCATTACTA---TAA 
>KT183211 
GTG---GTG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---CGAGAAGCAAAA---
ACTACCCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTATCTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACAAATGTTAATAGTACTGTTAGCACTAATGAT-------------
-------------------------------------------------------------------------
----------------------------------------------------GTAGAAGTAAAA---
AATTGCTCCTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGATAAGGAAAGAGTATGCACTK---TTTTATAGATCTGATGTAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------------
AATAGCACTGATTATATATTAATAAATTGCAATGCCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAGTCAGATCTGAAAATATATCAGACAAT---------ACCAAGACAATAATAGTTCATCTTAAT----
-----------GAATCTGTAGAA---------ATTATATGCATAAGACCCAACAATAACACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAAATAATGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTACAAAAAAG---
AATTGGAGAGACACCTTGAGACGGGTAAAGGAAAAATTAAGA---------------GAATACTTTAAG----
-----------------------------------GATAAGAATATAACATTTGAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTAAAATGGAACAGCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGGCACAATATAC---
CAATTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGACAAGTGGAATGACCTGTGGTCTTGGTTTGACATATCACATTGGC
TGTGGTATATAAGACTATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATCAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT183216 
GAG---GCA------------------------------------------
GAAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCTTATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAGTTCTA------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTCTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAGATGTGGAAATGTTACCGAGAATAGTAATGTTACCGGG-------------
-------------------------------------------------------------------------
----------------------------AAAAGGACTGTTAGAAACAATACAATGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGTGTATTCACTT---
TTTTATAAACTTGATATAGTACCACTTGATACTGAGAATAATGCA----------------------------
-----------------------------------------------------------
ACTAATGGAACTAAAGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGGCATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAA------------
ATAGTAATTAGATCTAAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAC----
-----------ACACCTGTAGAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGTGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGCCAGGAG---
AAATGGAATAAAACCTTACAAGCGGTAGGTGGAAAATTGCGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTAAA------
CCACATGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGGCAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAAGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAATAATTACACATATACAATATAC---
AATTTGCTTGAAATCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGAACAGTTGGCAAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTGAGAATAATTTTTGCT---
GTACTCTCTTTAGTG---------AATAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGTTAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KT183229 
------ACA------------------------------------------
GAGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAGGAAATTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCCTT---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCAACTGTGCCAGCAAATATGACAGCAAATACTACA----



-------------------------------------------------------------------------
-------------------CCTGCTGGAACAAATGCAAGTGTAAAAACAACTGATGAAATGAAG---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGTGTATGCACTT---TTTTATAAACTTGATGTAATACCAATTAGTAAT----------
-------------------------------------------------------------------------
-------------------------
AATAGTGAGTATATATTAATCAATTGTAATACCTCAGTCATAAAACAA---
GCCTGTCCAAAAGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTAACAACT---
CAACTGCTATTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGTTCTCAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACGTTTTAAT----
-----------GAATCTGTGGAG---------ATCAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGGGAC------
---------ATAATAGGAGATATC------------AGAAATGCACATTGT---AACATTAGTAGAGCT---
AAATGGAATAAAACTTTAGAAAGGGTAAAGAAAAAATTAGAA---------------GAATTCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGATTCGTTGGCCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAAACAAAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAATAATTACACAGACATAATATAT---
TGGTTGCTTGAAGAATCGCAAAATCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGAACAGTTGGAGTAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTGATGGGTTTAAGAATAATTTTTACT---
GTACTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAACTTTGGCAGAGGT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>KT183253 
GTA---GGG---GGG---------------------------------
AACGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACGAATAATATAACCATAACCATCAAT-------------------
-------------------------------------------------------------------------
----------------------------AATACCACGAATATAACCACCAATGAAGAACTAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAGAAGGAAGGAATATGCACTT---TTTTATAAACTTGATGTAGTACCGCTTGGTGGT----------
-------------------------------------------------------------------------
----------------------
AGCCCTAGTGAGTATAGATTAATAAATTGTAACTCCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCCTGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAAGCCAGTGGTATCAACC---
CAATTGCTATTAAATGGTAGCTTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAATCTGAATGACAAT---------GGCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTATAAAC---------ATTGTGTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAGCA---TTC------TTTGCGACAGGCGAA------
---------GTAATAGGAGATATA------------AGAAAAGCAAATTGT---ACAATTAATGAAAGT---
AAATGGAACAACACTTTACGACAGGTAAAAGACAAATTATTA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
TCATCCGCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTATTTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATAAGGATATTTGG------GAC------



AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACATACACAATATAC---
AGGTTGCTTGAAGACTCACAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCACTGGACAAGTGGAATAATCTTTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCATTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAGTTATAGAATTAGCACAAAGAATTTGTAGAGCT----------------------------
-----ATCCGCAACATACCT------AGAAGAATAAGACAAGGCTTGGAAGCAGCATTGTTGCAA---TAA 
>KT183271 
GGG---AAG---------------------------------------------
GACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAGTGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTGATAAAAATTAT-------------------------
-------------------------------------------------------------------------
-------------------------ACTGCTCTCTTTAATGAGAGCATGAAGGGAGAAATAAAA---
AATTGCYCTTTCAACGCAAGCACAGAAATAAGA---------------------------
GATAAGAAACAGAATGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------
AGCAGTAATAGTAGCTATAGTACGTATAGATTAATAACTTGTAATACCTCAGTTATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAGT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGGTCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GACTCTGTAGAG---------ATTGTGTGTACAAGACCTAATAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAT---
AAATGGCATGAAACTTTACGAATGGTAGAGGGAAAATTAAAA---------------GAACACTTCCAT----
-----------------------------------AATAAGACAATACTGTTCCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAACCTGATATTTGG------GGC------
AACCTGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAAACAATATAT---
AAGTTGCTTGAAGACTCGCAGACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAGGGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATACAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AGAAGAGTTAGGCAGGGATATTCACCC------
TTGTCGTTTGCTATAAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGCTTATTGAAGTAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAACAGCTTTACTG---TAA 
>KT183279 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAGAGCACTTGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAACATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTAAATGTTACTACAAATGCAACCGTTACT----------
-------------------------------------------------------------------------
-------------------------GGAAATGAAACAGCAGATAACATGGAAGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------



GATAAGCAACGGAAAGTGTATGCACTC---TTTTATAAACCTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------------
AATAGCTATATATTAATAAACTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCTTAGCAGAAGAAGAC------------
ATAATAATTAGATTTGAAAATCTGACAAACAAT---------GCCAGAACAATAATAGTTCATCTTAAT----
-----------GAGTCTATAGAA---------ATTTTGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGCAGAAAG---
GACTGGAATACAGCTGTAGAAAGGGTAAAAGCAAAATTAGCA---------------GAACACTTT-------
-----------------------------------AATCGCACAATACAATTTGAA------
CCAAGTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACYGCTGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAACACAATATAC---
AGCTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGT---
GTACTCTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAGTTGGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>HQ595761 
GCG---ACG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATACAACAGATACAAGAAAT----------------------
-------------------------------------------------------------------------
----------------------------------GGTACTGCAGAAATGAAAAATGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GACAAGAGACAGAGAGTGAATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AACGACAACAGATCTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCAACTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAGGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAATGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGGGAG------------
ATAATTATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGCACACCTTAAT----
-----------GAATCTATAAGC---------ATTGTGTGTGTAAGACCTGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCACATAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGGAACA---
CAGTGGAACATAACTTTAAAAAGGGTAAAGAAGAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTCAA------
CCACCTTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAACTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAGCAGACATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
GGGTTACTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------



AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTATTACAAAGATTTTGTAGAGCT----------------------------
--------ATCTATAACGTA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>KC894116 
GTG---GTG------------------------------------------
GGGAACATGTGGGTCACAGTCCATTATGGGGTACCCGTGTGG---CAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGTTAATATTACCACCAATGGTACTGTGGTAAGGGAGGGAC
AAGGAAATAATGTT-----------------------------------------------------------
----------------------GCCAATGTTACCTACAATAATAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAGGTGTATGCACTT---TTTTATAAGCCTGATGTAGTACCAATTAAAGAG----------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAC------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAAGA---------ATTGAGTGTATGAGACCCGGCAATAACACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACTGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTAAAGGA---
AATTGGGGCACAACTTTACAAAGGGTACAAAAGAAATTAACA---------------GAACACTTCAAT----
-----------------------------------AATAAAACAATAGTCTTTAAT------
TCATCCTCAGGAGGAGACCTAGAAGTTACA---ACACATATGTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCATGACGATATTTGG------GAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTAGTAATTACACAGGCACAATATAC---
AGGCTACTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGATATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATAATAGTAGGAGGCCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGAAATATTACGAAGAATTTGTAGGGCT----------------------------
--------ATCTGTAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC894119 
GTG---GTG---GTA------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTGCCCACAGAC---
CCCAAACCACAAGAGATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACGAATGTTAATGTTAGTAGTACCAGTACAACT-------------
-------------------------------------------------------------------------
----------GTTGCTGCTAATGCTACTGTTAATACCAATGATACCATAAAGGAAGAAATGAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAAAGACACAAAGAGTATGCACTC---TTTTATAAACTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------



AATGGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACATTGACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAAACATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGGAGAC------------
ATAATAATTAGATCTAAAAATATAACAGACAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------CAGTCCATAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAACGATA------------GGACCAGGACAAGCA---TTC------TATGCACAAACAAAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---GACATTGATGCAGGG---
AAATGGACTAAAATGTTACAACAGGTAAGTAAAAAGTTAAGA---------------GGGTACTTCCCT----
-----------------------------------AATAAAACAATAAGTTTTAAT------
AAATCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAAT-----------------
----------------------------AATAGATCTCAGGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATTCAAACACAATATAT---
AAGTTGCTTGAAATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTTTAGAATTCTTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGGAGAGTAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KC156130 
GTG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAGTTAGTTTTAGAA---------AATGTAACTGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACCTTGAACTGTGTAAATATAACAAATAGTACTACCAGTAATGGTGAT----------
-------------------------------------------------------------------------
----------------------GGTACTGTCACCCACATTAATAGCATAAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAGGAAACAAAATGTGCATGCATTT---TTTTATAGATCTGATGTAGTACCACTTAATGAGAAA-------
-------------------------------------------------------------------------
----------------
AATGGGACGAACAATAATTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTGAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAACCTGACAGACAAT---------GTCAAAACAATAATAGTACAACTTAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATGAT------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAGAGAA---
GCATGGGACACAACTTTAAAAAGGGTAAACAAAACACTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGGG------
CCACCTTCAGGAGGGGACCTAGAGATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCATAATATAC---
AGCTTACTTGAAGACTCGCAGAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAA---TAA 
>KC894115 
GTG---GTG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GTAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCAAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCTCAAATGCACAGTCGGCCAAG-------------------------
-------------------------------------------------------------------------
----------------------------------------GAGAACATGAAGGAAGAAATAAAA---
AACTGCTCTTTCAATACCACCACAGAAATAAGA---------------------------
GATAAGGAACAAGGAGTGTATGCACTT---TTTTATAGATCTGATATAGTACAAATTAATGAT----------
-------------------------------------------------------------------------
-------------
AATAATAGGAATAATAGTGAGTATGTATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACGGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------ATCAATACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGTCGG---
CAATGGAACAGAACTTTAGAAAAGGTAAAGGAAAAATTAGGA---------------GAACACTACCCC----
-----------------------------------AATAAAACAATAGACTTTGAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCGTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACACAATATAC---
AGGTTACTTGAGGACTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGATATAACAAGTTGGC
TGTGGTATATAAAAATATTTATCATAATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTGGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAAGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAACTTTGCTA---TAA 
>JN687704 
GTG---AAG---------------------------------------------
GGCTTGTGGGTTACAGTTTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAGAGTGTAGCAATGTTACTACTAGTAGCAGT----------------------
-------------------------------------------------------------------------
-------------------------------------------------------GGAATGAAA---
AATTGCTCTTTCAATGCCACCACAGAATTAAGA---------------------------
GATAAGAAACATAAGGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGACAAC----------
-------------------------------------------------------------------------
----------------------
TCTGGGAGTGGATATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGATGGGACCATGTAATAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAGACA---TTC------TATGCAACAGGTGGT------
---------ATAATAGGAGACATA------------AAACAAGCACATTGT---AACATTAGTGAAAGG---
GCATGGAACAAAACTTTACAACAGGTAAGAGAAAAATTAGAA---------------GAACATTTCCCT----
-----------------------------------AATAGAACAATACAATTTGCG------
CAACCCTCAGGGGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGAGATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGATACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTATCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATCTTCCAAAGA----------------------------------------
-----------------------------CA-AGGATAAGATAGAGCTTTGAAACAGCTTTGCAA---TAA 
>JN687706 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTAAAATTAATAGTACAGATAGTACTAATAGT-------
-------------------------------------------------------------------------
----------------------AGTATAAGTGTTAATAATAGTAGTATAAGGGAAGAAATGAGA---
AATTGCTCTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAATGTGAATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAC----------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGAGTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGGTCTAAAAATCTGACAGACAAT---------ACCAAAACAATAATAATACATCTTAAT----
-----------GAAACTGTAGAA---------ATTAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGCT---
AAATGGAATGAAACTTTACAAAGGGTAGTAAGAAAATTAGCA---------------GTACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGAG------
CCACCCTCAGGAGGGGACCTAGAAATTACA---TCACATACCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTGTCACAGAAATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATAAACAATTACACACACACAATATAC---
AGGTTACTTGAAGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGACTTACTAGCATTAGACAGATGGAACAATTTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGGGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATGCCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 



>JN687718 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTACACTGTACTAATAATGTTAGTACTGATGCTACCAATAGTAATAAT-------
-------------------------------------------------------------------------
-------------------GTTACCAATAGTAATAATACCTTCAATAATGCTACGGATATGAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGCAGAAACAAGAGTATGCACTT---TTTTATAGACTTGATATATTACCAATTAGTGAG----------
-------------------------------------------------------------------------
-------------
AGCAACAAATCTAGGGAGGAGTACAGATTAATAAATTGTAATACCTCAACTATAACACAA---
GCATGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAACCAATAGTGTCAACT---
CAACTACTGCTAAATGGCAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAATCAATAATAGTACAGCTTAAT----
-----------GAATCCATAGAA---------ATTGTGTGCACAAGACCTAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGGC------
---------ATAGTAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGCC---
AAATGGAATGAGACTTTACAAAAAGTAGATAAAAAGTTAAAA---------------GAATACTTC-------
-----------------------------------AATAAAACAATAGAATTTAAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAACTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATAGTGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GACAAAGAAATTAATAATTACACAACCACAATATAC---
CAGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTCTTGCT---
GTGCTATCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAATCTGCTTGATGTCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATACAGTTAGTATTAAGTATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>JN687735 
GCG---GGG------------------------------------------
GAAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGTCTA---AAACCATGTGTAAAGCTG---
ACCCCAATCTGTGTCACTCTAAACTGTGGAAATGTTACCACCAACAGT-------------------------
-------------------------------------------------------------------------
-------------------------------------------------GGTGGAGATATGAAA---
AACTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGAAGAATGAATATGCACTT---TTCTATAAACTTGATATAGTCCCACTTAATGGT----------
-------------------------------------------------------------------------
-------------------
AACAATTCTAGGGAGTATAGATTAATAAATTGTAATACCTCAGCCACAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAACACAATAATAGTCCACCTTAAT----



-----------ACATCTGTAGCA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAAATGAC---------
---------ATAATAGGGGATATA------------AGAGAGGCACATTGT---AACATTAGTAGACAA---
CAATGGAACACAACACTAGAACAGGTGAGGAAAAAATTAAAA---------------GAACTCTAT-------
-----------------------------------AATAAAACAATAAAATTTAGG------
CCATCCTCAGGAGGGGATCTAGAAATTACA---AGACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTACAACAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAATAATTACACAGGCATGATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAGAGGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------GATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACAATAGCAATAACAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATAGTACAAAGAATTGGTAGAGAT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAA---TAA 
>JN687736 
GTA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGACCAAAGCCTG---AAGCCATGTGTTAAGTTG---
ACCCCACTCTGTGTCACTTTACAATGTAGTAACATTAGTAATAACATTAGTATCAGCAGTAGT----------
-------------------------------------------------------------------------
----------------------AGAAATAATATCACAGAGAGAGAACTAAGGGAAGAATTAAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAGAAAGAAGGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATTGGTGAACAGAAC----
-------------------------------------------------------------------------
-------------
AGTGAGAAAGATATCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAAAAGAA---------------
GTAATAATTAGATCTGAAAACCTGACAAATAAT---------GCCAAAATAATAATAGTACATCTTAAC----
-----------GAAAGTGTAGAA---------ATCAATTGTACAAGGCCTAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCGACGGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGAATAGAACCTTAGACCTGGTAAAACAAAAATTAGCA---------------GAACACTTCGCT----
-----------------------------------AATAAAACAATAGTATTTAAC------
TCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCCTGGAACTTCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGATTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACACATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGCTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAAGGCTTTGAAGCAGCGTTGCAA---TAA 
>JX976681 
ACA---AGG---------------------------------------------
GGATTGTGGGTCACAGTCTATTATGGGGTACCAGTATGG---AAAGATGCAAAA---



GCTACTTTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAATGATGTTGGGA---------AATGTAACAGAGAAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGCAAATATTACACAGGCTAATGTTACA----------------
-------------------------------------------------------------------------
-------------------------CAGGCTAATGTTACAAGTGAAGAAATTAAAGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAAGTATATGCACTT---TTTTATAAACTTGATATAGTACCTATTAATGAG----------
-------------------------------------------------------------------------
----------------
AGTCCTAATTCTAGTGAGTATAGATTGATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTAACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAACGGTAGCCTAGCAGAAGAGGAT------------
ATAATAATTAGATCTCAAAATATATCAGACAAT---------ACCAAAACAATAATAGTACATCTCAAG----
-----------GAAGCTGTAGAG---------ATTAACTGTACAAGACCCAGCAATAATACAAGGAAA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------GTAACAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTGAAAGA---
AAATGGAATGAAACTTTACAAAAGGTAGGTGACAAATTAAGA---------------AAACACTTCCTT----
-----------------------------------AATAAAACAATAATATTTGCA------
CCAGCCTCAGGAGGGGACCTAGAGATTACA---ACACATATCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTACTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGCGGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAAACATAATATAC---
CAGTTGCTTGAAGAATCTCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTCATCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGATTATAGRCGTACTACTAAGAATTTGTAGAGCT----------------------------
--------ATCTACAGCATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>KC863573 
GTG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGGATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGGGA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACCAATGCAAATCTTAATGCAACATATCATAAT-------------
-------------------------------------------------------------------------
-------------------ATTACTAACAGTAATAGTACTGTTAACATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGGAAAACAAAGTGTATGCACTT---
TTTTATAAACCTGATGTAGTACCACTAACACCTGATGTAGTACCAACGAGCAGCTCTAATAGT----------
--------------------------
AGTACTACAAGATCACTGAACAGCTCTGGTAGTAGTACTAATTATAGTACGTATACACTAATACATTGCAATA
CCTCAACCATTACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGG------------
ATAATAATTAGATCTAAAAATTTGACAAACAAT---------GTCTATACAATAATAGTACACCTTAAT----
-----------AAATCTGTACCA---------ATCGTGTGTACAAGACCCGGCAATAACACAAGGAAG-----
-AGTGTAAGAATA------------GGACCAGGACAAGTA---CTC------TTTGCAAATAAGGAC------



---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTGGAGAC---
GACTGGAATACAACTTTAGGATGGGTAAAGGAGAAATTAGAA---------------GAACACTTCAAT----
-----------------------------------AATAAAACAATAGAATTTCAA---
TCACCACCCCCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTAGCTCTAGAAAGATACCTAATGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGACACAATATAC---
CGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGAACAGTTGGAGTAGTCTGTGGACGTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTCTTGGT---
GTGCTTTCTATAGTG---------AGAAAAGTTAGGCAGGGATACTCACCT------
TTATCGTTTACTGTTAGTTTGCTTGATACTATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAAGAGGAATACAAGGATTTTGTAGAGCT----------------------------
--------ATCCGCCGCATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC863587 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACG---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATGTACAAAGGAATAGTAGCAGTACCCTCAAT----------
-------------------------------------------------------------------------
----------------------GATAGCCATACCCTCAATGAGAGCATGATTGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAAAAACAGAAAGTGTATGCACTT---TTTTACAAACCTGATGTAGTACCACTTAATGAGGGGAACTCT-
-------------------------------------------------------------------------
----------------
AGTAAGAACTCTAGTGAATATATATTAATAAATTGCAATACGTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTCCTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGGTCTGAAAATCTGACAAACAAC---------ATCAAAATAATAATAGTACACCTTAAT----
-----------GCATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATTATGCAAATGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---ATCATTAATGGAACA---
AAATGGAACAGAACTTTAGAAGGGGTAAAAAAGAAATTAAAA---------------GAACACTTTAAT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCCCACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAAGCACCATATAC---
AAGTTACTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAGTTTGTGGAATTGGTTTGACATATCACAGTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCCTACAAGGCATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KC863599 
GTG---GTG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAGAATGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---



CCCAACCCACAAGAAATGGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTGATATCACAAGGAATAATACTATCAAG----------------
-------------------------------------------------------------------------
----------------------------AGTAGTAGTAATATGACCGAAGAGGCAACTATGAAA---
AATTGCTCTTTCAACATAACCACAGAAATAAGA---------------------------
GATAAGAGAAAGAATGAATATGCACTT---TTTTATAAGCTTGATATAGTACCATTGGATGAG----------
-------------------------------------------------------------------------
----------------
GATAATAATGATACCACCTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAAAAGGAGAG------------
ATAATAGTTAGGTCTGAAAATATAACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAC----
-----------CAATCTGTAAGC---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAAAG---
GATTGGAATAAAACTTTAAATGAGGTAGGGAGAAAATTACAC---------------GACCTTTTCCCT----
-----------------------------------AATAAGACAATAAAATTTGAA------
CAATCCTCGGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACTTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAGCAGACATTTGG------AAT------
AACTTGACATGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAAAACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAGCTGGAAAAATTTGTGGACTTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAACCTGTTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGGCTAAGACAGGACTTTGAAGCAGATTTGCAG---TAA 
>HM204585 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAATTGATA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAGGATATA---
ATCAATTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAAAGATGTTAATGTTACCAGAAATGGTACTGCTACCACTGGTACCA
GTACT--------------------------------------------------------------------
-------AGTTCTGATACCAATGGTAATGCTACCTATAATAATTCCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAAA---------------------------
GATAAGAAAAAGAAGATGCATGCGCTT---TTTTATAGACTTGATATAGTACCACTTGGGGAGAAT-------
-------------------------------------------------------------------------
-------------
AAATCTAATGGGAGTGAAGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCCGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAC---------ATTGTATGTGTAAGACCCAACAATAATACAAGAAGT-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAATGAATGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAACGGAACC---
GCATGGAATAGAACTTTACAGAGGGTAGGAAAAAAATTAGCA---------------GAACACTTCCCC----
-----------------------------------AATAACACAATAAAATTTAAA------



CCACCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAAGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGAGAATTACACAGACACAATATAC---
AGATTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTGGCATTGAATAGTTGGCAGGGCCTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTTTGTTAGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 
>HM204594 
AAT---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGTCAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATTTTAAAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGAACAAAGCCTG---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAAATTGTATAAATGTAAATGAAACCAAGAATACTACCAGTGAT----------
-------------------------------------------------------------------------
----------------------AATACTGTTAAGAACAGTAATAGCATAATTGAAGAAATGAAG---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGAAATTACATGCACTT---TTTTACAGACTTGATATAGTACCACTTGATGAGAAT-------
-------------------------------------------------------------------------
----------------
AATAACAGCTCTGAAAAGTATAGATTAATAAATTGTAATACCTCAACCGTAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATACGATTCTGAAGT
GTAAT---GATAAAACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAACAAGAG------------
ATAATAATTCGCTCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAG---------ATTAATTGTACAAGACCCGGTAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------GTAATAGGGGACATA------------AGAGAAGCACATTGT---AACATTAGTACAGAG---
AAATGGAAGGAAACTTTAGAACAGGTAAGGGAAAAATTAAGA---------------GAACATTTCCCT----
-----------------------------------AACAAAACAATAATATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACACATCTGCACCACTATTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAAACTCATGACTTTATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAACAATTACACAGAAATAATATAC---
GGGTTGCTTGAAGTCTCGCAAATCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAGAAGAGTTATTAGCATTGGGCAAGTGGGCAAATCTATGGAATTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGGATAGTTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAGTTAGTACAAAGAATTTGTAGACTT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGTTGTGAAGCAGCTTTGCAA---TAA 
>HM204595 
GGG---GTA------------------------------------------
GAAGAAAGATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACGCTATTCTGTGCATCAGATGCTAAATCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---



ACCCCACTCTGTGTCATTTTAAATTGTACAAATGCTAATGGGACACAGGGAAAT-------------------
-------------------------------------------------------------------------
----------------------------------GTTAGTATGGAGATGAGTGGAGAAATAAAA---
AATTGCTCCTTCAATACCACCACAGAAATAAGA---------------------------
GATAAGAGACAGAAAGCATATGCACTT---TTTTATAGACAGGATATAGTACCACTTAAGGAGAAC-------
-------------------------------------------------------------------------
----------------
AATAGCTCTGAGTCTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCTAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ACAATAATTAGATCTGAAAATTTAACAGACAAT---------AGCAAAACAATAATAGCACACCTTAAT----
-----------GAATCTATACAA---------ATTAGGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAAATAATGCC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATCACTGAAAAA---
GACTGGAACAAAACTTTAGAAAGGGTAAAAGTGAAATTAAAA---------------GAACACTTCCCC----
-----------------------------------AATAGAACTATAACCTTTGAA------
CCATCCTCAGGAGGGGACCTAGAGGTTACA---ACACACAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACTGATATTTGG------GAC------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAAATATGCAAACACAATATAC---
CACTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAATTCTGTGGAGTTGGTTTGACATATCAGGATGGC
TGTGGTATATAAGAATATTCATCATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCTTGCTTGATGCCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACTTC------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTG---TAA 
>HM204600 
GTG---GTG------------------------------------------
GGGAGCATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACGAGAACTAGATTTGCAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAATATGCAGTAATGCTACCTGGAATGTTACCAAAAATAGTCCTAGTAATGTTA
CCCAGAATAAG--------------------------------------------------------------
-ACCAATAATGAGACCACGAATAGTACTGAGGCCTATAATACTACTATAAGTGGAGAAATGAAG---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAACAAGAAGGTGTATGCACTG---TTTTACAAATTAGATATAGTACCACTTAATAACAGT-------
-------------------------------------------------------------------------
----------------
AGTAAAGGCTCTGGGGACTATAGATTAATAAATTGTAATACCTCAACCATAACGCAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---GTAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCAAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGCATAAGCATG------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGG---
AACTGGACTATAACTTTACATAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAGCACAATAAAATTTGCA------
CCACATTCAGGAGGAGACCTAGAAGTTACA---ATGCATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCGAGCAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCGTTGGAACTCCAGTTGGAGC-----------------



----------------------------AATAAATCTCAAAATGATATTTGG------GAT------
AACATGACATGGATGGAGTGG---GATAGAGAAATTAATAACTACACAGACACAATATAC---
AAGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTAAACAATTGGCAAAATCTGTGGACTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTTTGTTTAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGACAGGATTATAGAATTAATACAAATATTTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM204602 
GTG---CTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTTTGTGCATCGGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACATGAAATGGAGTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAATTGTACAGACAAAGATGGGAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------ATCACCAATGCAGGAATGACA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAGGAAGAATAAAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGATTAATAAATTGCAATACCTCAGCCATAACGCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ATAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAGGGAGAG------------
ATAATAATTAGCTCTAAAAATCTGACAAACAGT---------GGCGACACAATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTAAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGTGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGGACA---
GATTGGAACAAAACTATAGAACAGATAAAGGGAAAACTGAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTCAA------
CCATCCGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAACATGATATATGG------GAT------
AACATGACCTGGATACAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGATTGCTTGAGGACTCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAGCGATTTATGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTACTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTAATACAGAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM204604 
GTG---GTG------------------------------------------
GGAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCTTATTTTGTGCATCAGATGCTAAATCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAATTAGTTTTGGGC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTGAATTGTACAAATAATATTACAGTTAATAATATTACAATTAATGGTACCAGGG
AGAACTCTACTACTGCCAAT---------------------------------------------
CCTAATGCTACAGCTAATGGTACCAGTGAGAGTTATATTAGTGTCAATGATAGCATGTATGGAGAAATAAAA-



--AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTCTATAAACCTGATGTAGTACCAATTAAAAAA----------
-------------------------------------------------------------------------
----------------------
GATAGTTCTGAGTATATATTAATAAATTGCAATTCCTCATCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTATAAGACCCAACAATAACACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGAAAC-------
--TGGAACAAAACTTTACAAAAGGTAGAGAAAAAGTTACGA---------------GAACACTTCCCT-----
-------------------------------AATAATACCAAAATAAGGTTTGAA------
CCAGCATCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTTTACAGACATATGG------GAT------
AACATGACCTGGATGGAATGG---GATAGAAAAATTAGTAACTACACAAACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAGCCTGTGGAATTGGTTTGACATATCAAGGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGATTGATAGGCTTAAGAATACTTTTTTGT---
GTACTCTCTGTAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGGACAAAGAATTTGTAAAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGGCTAAGACAGGGCTTTGAAACAGCTTTACTA---TAA 
>HM204606 
GTG---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACGGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAATGCCACTGTCACGGGCAATACTAACAATACTGTCAACAATG
GC-----------------------------------------------------------------------
----------AGTAGTGTCCCTGGCAATAATAACATTACTGTCAATACTACCAGTGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAACAAAGGAATATGCGCTT---TTTTATAGACTAGATATAGTACCACTTGATGGAAAG-------
-------------------------------------------------------------------------
-------------
GATTCCAGTAATAATAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGAACAGGACCATGCAACAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GGCAAAACAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAA---------ATTGAGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAAGATA------------AGAGAGGCACATTGT---AACATTAGTGGAAGT---
AAGTGGAATAAAACTTTACAAGGGGTAAGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAA------
CAACCAGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACAAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAACTGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAGTATAATATAC---
AGTCTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------



-----------------------------
AAAAATGAACAAGATTTACTAGCTTTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM204607 
GTC---TTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGAAGTGCTTTCAATAAGAGTGTG----------------------
-------------------------------------------------------------------------
-------------------------------------AGCAACAATAGCACCAATGATATGAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GACAAGAGAAGGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAGAATAGTAAC-
-------------------------------------------------------------------------
----------
AACTCTATTAGCAACTATAGCAACTACAGATTAATAAATTGTAATACCTCCACTATAACTCAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACTTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGAGTGTATAAGGCCCAACAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCATATGGAGAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AATATTAGGGAAGAT---
AAGTGGAATAAAACTTTAAACCAGGTAAGGGAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAGAACAATACAGTTTAAC------
TCATCCTCAGGAGGGGATTTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTATACAAACACAATATAC---
AGGCTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTGGCATAACAAAATGGC
TATGGTATATAAAACTATTCATCATGATAGTGGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTAGCTATAGTG---------AAAAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTCTAGAAGTGCTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM204608 
GTG---TTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGACGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGAGATGCTAATGTAACCAAGGCCAATGCT----------------
-------------------------------------------------------------------------
-------------------------------ACTATTGAAAGTGCCATGAAGGGAGAAGTACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGAAAGTGCATGCACTT---
TTTTATAGACTTGATATAGTGCCACTTAAGCCACTTAATGAGACA----------------------------



-----------------------------------------------
CTTAATGAGACTCAGGGCAACTCTAGTGAGTATAGATTAATAAACTGTAACACCTCAACCATAACACAA---
GCCTGCCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAGA---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAAAA------------
ATAATAATTAGCTCTGAAAACCTGACAAACAAT---------GCCAAAACAATAATAGTGCGTCTTAAT----
-----------ACATCTATAGAA---------ATCACGTGTACAAGACCTAACAATAATACAAGACAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAGAGAA---
AAATGGAATAAAACTTTACAAGAAGTAGGAGGAAGATTAAGA---------------GAATACTTCATT----
-----------------------------------AATAGAACAATAAGATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGAGATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAAACATAATATAT---
GATTTACTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTACTAGAATTGGACAATTGGAAAACTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTAGTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCC----------------------------
--------ATCCGCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM204609 
GGG---GAG---------------------------------------------
GACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATGGTGTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCGTGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGCACAGATTTTTCCTCCCACAATAATACTGGTGCCAACAGTAGTATTA
GCAACAGT-----------------------------------------------------------------
----AGTAATAGCACCAATGGTACTAACACCATTAATAATAGCACCATAAATAAAGAGATGAAA---
AATTGCACATTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAAAGAGTATGCACTA---TTTTATAGACTTGATATAGTGCCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------
GAAGACAACTCTACTTATAGACTAATAAATTGTAATACCTCAACCTTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTTAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AATTCTGTAGAG---------ATTAGGTGTACAAGACCCAACAATAATACAAGGAAG-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCACTGAAAAA---
GACTGGAATAAGACTTTACACGAGGTAGCAAACAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAAATATAACATTTAAC------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCGTTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCTAGAGAGGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATGAAGAAATTGAGAATTACACAAACACAATATAC---
AGGTTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTACTATCATTAGACAAATGGAACAGTCTGTGGGGTTGGCTCAGCATCTCACACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATAATAGGAATCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>HM204611 
GGG---GAC---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGAGGCTAAAGCATATAGTAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAGATGTTACCTGTACAAATGCTACCACCAATGGTACAAATGCTG
CC-----------------------------------------------------------------------
-------------ACAAATGGTACCTATACAAATGTTACCTGTTATAAAAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAAATAAGA---------------------------
GACAAGAACAAGAAAGAACATGCATTG---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AATGATAACACCTCTGAGTATAGACTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAAATCTGAAAATATAACAAATAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAG---------ATACTGTGTGTAAGACCCAACAATAATACAAGAAGG-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AAAGTTAATCGAACA---
GAATGGAAGAAAACTTTAGAAGGGGTAAGAGACAAATTGAAA---------------CAACACTTCCCT----
-----------------------------------AATAAAACAATAAATTTTACA------
ACACACGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GATGCTCTGGAAAACTCATCTGCACCACGGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAAATTACAGTGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGATACAATATAC---
ACGTTGCTTGAAAACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTATGGAATTGGTTTACCATAGGAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAGCACAAGGATTTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM204616 
GGA---GAA------------------------------------------
GAGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATGATTGTGGGA---------AATGTAACAGAAAGTTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCGCTCTGTGTCACTTTAAACTGTAGTGAGGTTAGGAATGACACAAGTAAGAAT----------------
-------------------------------------------------------------------------
-------------------------------AGCACCCTCAATGACAACGACAGAGAACTAAGA---
AATTGCTCTTTCAATATAACCACAGAGATAAGG---------------------------
GATAAGAAAAAGAGTGAATATGCACTT---TTTTATAAACTTGATCTAATGCCACTTACTACTGACAAT----
-------------------------------------------------------------------------
----------
TCCAGTGATGCCAATTACAGTGACTATATATTAATAAATTGTAATACTTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT



GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATCATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTACAAGGCCCAACAATAATACAAGGAGA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AGCATTAGTGAAGCC---
AAATGGAATGAAACCCTACAAAAGGTAGGTAATAAATTACTA---------------GAACACTTCCCT----
-----------------------------------AATGCAACAATAAAATTTGCA------
CCAGCTGCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAACTCCAGACAAGAGTCTTGGCTCTAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCGCCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTGACAATTATACAGACACCATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCCAGTAGTTTGCTTGATGCAATAGCAATAACAGTAGCTGGA---
GGAACAGATAGAATTATAGAAGTAGTACTGAGAATTTGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCATTGCAA---TAA 
>FJ443732 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCTTATGAGCAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCGATCCACAAGAAATAGAGTTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACGTTAGATTGTACAGATGCAAAGTTAAATTATACAAATGCAAATGGT----------
-------------------------------------------------------------------------
----------------------ACCCACAATAATGGCACAGATGGGATGGGGGGAGGAATAAAG---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
----------------
AAGAATAATGACTCTGAGTATATATTAATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCGATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAGGT
GTAAT---AGTAAGACATTCAAA------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATTTAACAAACAAT---------ATCAAAACAATAATAGTCCAACTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTACAAGC---
GAGTGGAGTAAAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCTCT----
-----------------------------------AATAAAACAATAAACTTTAAG------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCAAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
TGGTTACTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTGGCCATTAGACTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATTGAAGCAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCAGCAATATA------CCTAGAAGAATAAGACAGGGTTCTGAAGCAGCTTTGCAA---TAA 
>FJ443905 
------AAC---------------------------------------------
ACGATGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGAGAAGCAAGA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTC---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGCACAAATGCAAATGTTACCGACAATAATAGCACA-------------
-------------------------------------------------------------------------
-------------------------AATGTTACCTACAATAATAGCATAAATAAAGAAATAAAG---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGACAGAATATGCACTC---TTTTATAGACTAGATATAGTACAACTTAATAAT----------
-------------------------------------------------------------------------
----------------------------
GATAGTTATAGATTAATAAACTGTAATACCTCAGTCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATATATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGTACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACC---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACGAACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTAATTGCACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGC---
CAATGGGATAAAACTTTACAAAGGGTAAGCAAAAAATTAAGA---------------GAACACTTCTCT----
-----------------------------------AATAAGACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTGGGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCCATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGCTGGAGT-----------------
----------------------------AATAAAACTCACCAGGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAACTATACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCAA---TAA 
>FJ443988 
GTG---ATG------------------------------------------
GGGAACCAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAATTGTAGTAATTTTAATGGTACCAGTAACAGTACTGCTGAA----------
-------------------------------------------------------------------------
----------------------GTCAATAAGACTATGAGCACTGTCATGAATGGAGAAATAAAA---
AATTGCTCCTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---TTTTATAAATCTGATGTAATACCACTTAGTGGG----------
-------------------------------------------------------------------------
----------------------
AATAATGAAGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCTTGCCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTCAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCCACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTAAAAATCTGACAAACAAT---------GTCAACACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTACTTGTACAAGACCAAATAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGCCAAACG---TTC------TATGCAAATAAC---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTACTACAACG---
CAGTGGAACAAAACTTTAAGTCAGGTAAAGGAAAAATTAGGA---------------GAACATTTCAAT----
-----------------------------------AGCAGCAACATACAGTTTCAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAGGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AGTAAAAATCAAACAGAAATTTGG------GAA------
AAAATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGAAACAATATAC---
AGTTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAATAACTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGT---
TTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGGGCT----------------------------
--------ATCTGGCACATA------CCTAGGAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>MN202471 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAGATTTTAATGCTACCAGTAATGTTACCAGT-------------
-------------------------------------------------------------------------
----------------------AGGGGTAATGATACTGTCGATAACATGAAGGGAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAAAAACAGAAGGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------------
AACCTTAGTGAATATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGGAGAG---------
AAGATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGTCCACTTTAAT-
--------------GAATCTGTAGAT---------ATTAATTGTACAAGACCCAACAATAATACTAGAAAA--
----GGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAT---
------------ATAATAGGAGACATA------------AGAGCAGCACATTGT---AACATTAGTAGAAGA-
--GAATGGAATAAAACTTTAGAGTGGGTAAAGGAAAAATTAAAA---------------GAACACTTTCCT--
-------------------------------------AATAAAACAATACGATTTGCC------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GACAGGGAGATTAATAATTACACAAAAACAATATAC---
CAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAAGTGGT
TGTGGTATATAAAAATATTTATAATGCTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTGTCTATAGTG---------AAAAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATTTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGAACTCCTACAAAGAGTTGTTAGAGCT----------------------------
--------CTCTACAATATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ595742 



GGG---GAG---------------------------------------------
GACTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTATTTTGTGCATCAGATGCAAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAAACTGTAGCAATGCAAAGCTAAATAATGCAAGCAATGCAACGCTAAATAATA
AT-----------------------------------------------------------------------
-------------AGCACTGCAAGCAATGCAACGCCAACTATTACCTCCATAAAGGAAATACAG---
AATTGCACTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGAAAAGCAAGGAATATGCACTC---TTTTATAGACTTGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
----------------------
GAGACTAGTATGTATAGATTAATAAACTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGCACAGGACCATGCAATAGT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAGTTATTGCTAAATGGTAGCCTAGCAGAAGAGGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACTTGGCAATAATACAAGAAGA-----
-AGTGTGAGAATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGATTAGAT---
GATTGGAATAAAACTTTACACAGGGTAAGTAAGAAGTTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAGAATTTACC------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCCTAGAAAGATACCTACGGGATCAACAGCTCCTAGGAATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAGAAATCTATCTAGCATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAGAGGGAAATTAGTAACTATTCAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ACAAATGAAAAAGATTTACTAGAATTGGACAAGTGGAACAATCTGTGGACCTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATTATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ595747 
GGG---GGA---AAA---------------------------------
GACAAAGACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCCTTTGGTA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTCACAAATACTACAGGTAGTAATAATACCAGC-------
-------------------------------------------------------------------------
----------------------AATAATATCACTGTGGCTAAATCAATGGAAGGTGAAATAAAA---
AATTGCTCTTTCAATACAACTACAGAAATAACA---------------------------
GATAAGAAAAAGAAAATGCATGCACTT---TTTTATAAGATTGACCTTAAATCACTTAATGGGAAT-------
-------------------------------------------------------------------------
----------------
GAGAGCAACGCTACTGAGTATGGATTTATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAC-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCCGTGGTATCAACT---
CAATTCCTATTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAAACTATAGAA---------ATTAACTGTACAAGACCCAACAATAACACAAGACAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAGAAGT---
AAATGGAATATAACTTTACAAAGAGTAGCTAAAAAATTAAGA---------------GAACACTTCCCC----
-----------------------------------AATAAAACAATAAACTTTACA------
CATCATTCAGGAGGGGACCTAGAAATTACA---ACTCATAGCTTCAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGTTATGGG
GCTGCTCTGGAAAACATATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGAAATTTGG------GGT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAGACACAATATAC---
TGGTTGCTTGAAATCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGAGCAATCTATGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTGATACAAAGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HQ615943 
GTG---GTG------------------------------------------
GGGGACTCGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGGG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGTCTG---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATACTACGAGTACTTACCATAGGGGC----------------
-------------------------------------------------------------------------
-------------------------------TGGGATAATCAAAGCATAAGTGATGAATTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGGAAAAGAACGTGTATGCACTT---TTTTATGTATCTGATGTAATACCACTTGATAGCAAGAAA----
-------------------------------------------------------------------------
----------
TCTAATAATAAAAGCTTTAGTGAGTATGTATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAA------------
GTAATAATTAGATCTGAAAATTTGACAGACAAT---------GCCAAGACAATAATAGTACACCTTAAT----
-----------GAATCTGTACCA---------ATTAACTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACT---GAC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATCACTGAAAGA---
GATTGGAACAAAACTTTAAAAAGGGTACAAGAGAAATTACAA---------------AACCTCCTCAAT----
-----------------------------------ATTAGCAAAATATATTTTGGC------
CCATCCTCAGGAGGGGACCCAGAAGTTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------GATAAAAATCTAACAGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAATTATACAAACACAATATAC---
ACTTTGCTTACAGAATCACAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGAAAGAATTACTAGCATTGGACAAGTGGAACAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCATCTTTGCTA---TAA 
>HQ595749 
GTG---GTG---GGA------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGCAAATATAACTCTTGCAAATGTTACCCTC-------------
-------------------------------------------------------------------------
----------------------------AGTGGCAGTAGTGGGAACATAACTGGAGAAATGAGA---
AATTGCTCTTTCAATACAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAATACCACTTACAAATGAG-------
-------------------------------------------------------------------------
-------------
AGTAATGAGAGTAGTGGGGAGTATAGATTAATAAATTGTAATACCTCAGTTATAACACAA---
GCCTGTCCAAAGATTTCTTGGGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACCG---------ATCAATTGTACAAGACCCGGCAATAATACAAGAAAG-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
CTGTGGAATAAAGCTTTAACAGGGGTAAGCGAAAAATTACAA---------------AAAATTTAT-------
-----------------------------------AATACAACAATAAAATTTGGA------
CCACACGCAGGAGGGGACCTAGAGATTGAA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGTCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTGAGGAGGAAATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGCAATTACACAGAAACAATATAC---
AGGTTGCTTGAAATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCCTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTTAATCTGTTAGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGCATTTATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTACAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ595750 
GAG---AAG------------------------------------------
GAAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACACGAAATACTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAACCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAATATAAAGACAAATGCAAGTACAACTACAAGTACAACTACA-
-------------------------------------------------------------------------
----------------AGGGCTACTGTTACTAATGCTACTGTTAGCCCGACGGGAGAGATGACA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGACTGTGTACTCACTT---
TTTTACAAACTTGATGTAGTCTCCCTTAATGAGAATAGCTCTAAAGAG-------------------------
-----------------------------------------------
AATAGCTCTGATGAGAATAGCTCTGGTGAGTATGTATTAAGAAGTTGTAAGACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACACTTTTGTGCTCCAGCTGGATATGCGATTCTAAGGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-ATTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCCGAAGGGTCA------------
ATAATGATTAGATCTAAAAATATGTCAAAAAAT---------ACCCAAACAATAATAGTTCACCTCAAT----
-----------GAGTCTGTACAA---------ATTCGGTGTATGAGACCCGGCAATAATACAAGGACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAAATAATAAC------
---------ATAATAGGAAACATA------------AGAAACGCACATTGT---AACATTAGTGAAGGT---
GACTGGAATAGAACACTACAAAGGGTAGTTAAAAAGTTACGA---------------AATTACTTCCCT----



-----------------------------------AATAAAACAATAACCTTTAAC------
TCATCTTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTTCAGTTGGAGT-----------------
----------------------------AATAGAACTCAAACAGAGATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGCCACAATATAC---
ACACTACTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGAATTGGACAGGTGGAACAGTCTATGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTAATACTATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACAAAGAATTTGTGGAGCT----------------------------
--------ATCCTCAACCTA------CCAAGAAGAATAAGACAGGGTTTGGAAGCAGCTTTGCTA---TAA 
>HQ615946 
GTA---GTG------------------------------------------
GGGAACCTATGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGAGAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTCTGGGA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTATTGATAATGTTACCCATATTGATAAT-------------------
-------------------------------------------------------------------------
-------------------------------GGTACCCACTATAGTAACCAAACCGACATGAGA---
AACTGTTCTTTCAATATGACCACAGAACTAAGG---------------------------
GATAAGAAACAGAATGTGCATGCACTT---TTTTATAAACTTGATATAGTACCACTTCAGAAA----------
-------------------------------------------------------------------------
----------------------
GATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTTAAT------GGGACAGGACCATGCGAGAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGGAAAAGAG------------
ATAATAATTAGATCTGAAAACCTGACAGATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAAAC---------ATTGTGTGTGCAAGACCCGGCAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGCAGCACATTGT---AACATTAGTGAAGGT---
AATTGGAGTAAAACTTTACAAAGGGTACAGGAAAAGTTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATCGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AGTAAATCTCAAGACGAAATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GATAGGGAAATTAATAATTACACAGGAATAATATAC---
AAGTTGCTTGGGGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAGGAGTTATTAGCATTAGATAAATGGAACAATCTGTGGAATTGGTTTGGCATAACAGAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAATTGTTGCT---
GTGTTCTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTACTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTG---TAA 
>JQ777160 
GGG---ATG---------------------------------------------
GGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAC---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACATTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGCCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGCTAAGCCCAGGAATAATACTGGTAATAGTACTGCT----
-------------------------------------------------------------------------
-------------ACCCCAACGGCAGCTAGTAGTAGTAATGTTACCCCAGAGGTAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAACAGAAGAAAGAAACAGCACTT---TTTTATAAAATTGATGTAGTACCGCTTAGCAAC----------
-------------------------------------------------------------------------
-------
TCTAACAACTCTAGCAACTACGGTGAATACAGGTTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCTATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGATTAGGACCATGCAATAAT-----------------------
-ATTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTTTAGCAGAAGAAGAA------------
ATAATAATTAGATGTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACATTTTAAT----
-----------GAATCTGTACCA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAGT---
GCCTGGAATAAAACTTTAGAAAGGGTAAAGAAAAAATTAGGA---------------AAATACTTCCTT----
-----------------------------------AATAAAACAATAGACTTTCAA------
CCAGCCTCGGGAGGGGACCTAGAGATTACG---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGATCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTATAGATGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCACACACAATTTAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAACAGGATTTGCTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAAGTGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATGGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAGAGAATTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT183053 
AAA---ACA---------------------------------------------
GAATTGTGGGTCACGGTTTACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAGGAA---GTGCATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAGATACGTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATAAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGTACGGATAAAATTACCTACTACAACAACAGCAAC-------------
-------------------------------------------------------------------------
-------------------------AACAACATTACCTACACCAGCAATAGTACTGAAATGAGA---
AATTGCTCTTTCAATGTGACCACAGAAGTAAGA---------------------------
GATAGAGAAAAGAAAGAGCATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGATGATAAG-------
-------------------------------------------------------------------------
----------------------------------
TATAGATTAATAAATTGTAATACCTCAACCATAAAACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTTAGT---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGAAGCTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAGAATATAACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAG----
-----------GAACCTGCAGAG---------ATTGTGTGTACTAGGCCTAACAATAATACTAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTACTAAT-------
--TGGCAGGAGACTCTAAAAAACGTAAGTAAGAAATTACAA---------------GAACGCTTC--------
----------------------------------AATAAAACAATAAGATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTCCTGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTGTAGATGAGATTTGG------AAA------
AACATGACCTGGATGGAATGG---GATAGGGAAATTAGTAATTACACAAACATAATATAC---
AACTTGCTTGAAATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTGTTAACCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATTATAGATTTAATACAAGCAATTTTTAGAGCT----------------------------
--------ATTCGTAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT183056 
ATG---GAG---------------------------------------------
AACTTGTGGGTCACAGTTTACTATGGGGTACCTGTTTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCTTCAGATGCTAAAACATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------GATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAGGAYG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTCAAGACCAAGAATGATACTGCTACCAACAAT-------
-------------------------------------------------------------------------
-------------------------------------------ATGGCCAAAAATGAAATAAAA---
AATTGCACTTTCAATGTAACCACAGCAGTAAGA---------------------------
GATAAGAAGCATAAAGATTATGCATTC---TTTTATAGACTTGATATAGTACCACTTAACTCC----------
-------------------------------------------------------------------------
----------------
GGTGCCAACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
TCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACGCATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAA---GAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATAATAGTACAGTTTAAT----
-----------GAATCTGTAGAA---------ATCATGTGTACAAGACCCAACAATAATACAAGGGAA-----
-AGTGTAAGAATA------------GGACCAGGACAAGTA---TTC------TATGCAACAAAGGGC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGGAGAC---
AAATGGAATCAAACTATGCAAAGGGTAAAGGGAAAGTTAGAA---------------AAACACTTCCCT----
-----------------------------------GGTAAAAATATAACCTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCAAACAATGAGATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GACAGAGAGATTAGTAATTACACAAATACAATATAC---
AGGTTACTTGAAGAATCGCAGACCCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGATAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATARCACATTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTAGCACAAAGATTTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCATTGCTA---TAA 
>KT183125 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGCAAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAGGATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTTGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCCTAGACTGTCAAAATGTTAATGCTACTCAAAATACTAATGATACTATTTCTACC-
-------------------------------------------------------------------------



----------------------------------------------------------ATGAAA---
AATTGTACTTTCAATACAACCGCAGATCTAGGA---------------------------
GATAAAAAACAGAAAGGAAGGGCACTT---TTTTATAACCTGGATATAGTACAACTTAACCCT----------
-------------------------------------------------------------------------
----------------
AACTCTAACTCTAGTGAGTACAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAAACATTCAAT------GGATTAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GGCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTAAAA---------ATTGTGTGTATAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACA---GAT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAGAA---
GATTGGAACAAAACTTTAGACAGGGTAAGAAAGAAATTAGAA---------------GRACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CGACACTCAGGAGGAGACCTAGAAGTTACA---CAACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGCAATTACACAAACACAATATAC---
ACGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAGAAAGATTTATTAGCATTGGACAAGTGGCAGAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTCATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACCTA------CCTAGAAGGATAAGACAAGGTTTTGAAGCAGCTTTGCTA---TAA 
>KT183128 
GTA---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCAGGAGGATGTA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATGTTAATGTTACCAGTAATAGTACTAAT-------------
-------------------------------------------------------------------------
-------------------GTTAACAGTAGTAGTACTGATAATACTACCTTGGGAGAAATAAAA---
AATTGCTCTTTCGATATAACCACAGAAATAAGA---------------------------
GATAAGACAAGGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCGCTTGATAAT----------
-------------------------------------------------------------------------
-------
AGCAGCAATCCTAATAGCAGCAATACCTATAGATTAATAAATTGTAATACCTCAACCCTAACACAA---
GCCTGCCCAAAGGTCACTTTTGACCCAATTCCCATACATTACTGTGCGCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAAAAATCTGTCAGACAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTGTTTGCACAAGACCCAACAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACT---GAT------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGGAAGG---
AACTGGAGCGAAGCTGTAAACCAGGTAAAGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------CAGAAAAATATAAGTTTTCAG------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGCAAACTAATCTGCACCACTGCTGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---



AGGTTGCTTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTATT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAATCTCATTGATACCATAGCTATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT183153 
GTG---GTG---GGA---------------------------------
AACGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTA------------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATACCACTTTAAATTGTACAAATGACTAC-------------
-------------------------------------------------------------------------
----------------------------AATCTAACCACAAATGAGGAGTGCTCACAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAACAACAGTATGCACTT---TTTTATAGACCTGATATAGTACCACTGAATGAG----------
-------------------------------------------------------------------------
----------------
AATGAGAACAGCTCTACTTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTCTACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGA---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAAAAGGAGAA------------
ATAATAATCAGATCAGAAAATATAACAGATAAT---------GCTAAAACAATAATAGTGCAGCTTAAT----
-----------GCATCCATACAG---------ATTAATTGCACAAGACCCAACAATAATACCAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAC---------
---------ATAATAGGAGACATA------------AGACAGGCACATCGT---AACGTTAGTAGAGCT---
AAATGGAATAAAACTTTACTAGAGGTAAGTAGAAAATTGAAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACTATGACCTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCCAGAATCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACGCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAA-----------
-------------------------AATCAAAGTGAGATAAGTGAGATCTGG------GAT------
AAATTGACCTGGATGGAGTGG---GATAAAGAAATTAGCAATTACACAAATACAATCTAC---
AGGTTGCTTACAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGAGTTATTAGAATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTACTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACAAAGAACTTGTAGRGCC----------------------------
--------ATCCGAAACCTA------CCTATAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KT183172 
GTG---ATG---GGG------------------------------------
AACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTGAAATTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAACGTCAATAGTAATAGGACAGTTGATAAT-------------
-------------------------------------------------------------------------
-------------------------------------------GCCACACAGGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAATGCTAAGA---------------------------
GATAAGAAAGAGAAGGAATATGCACTT---TTTTATAGACTTGATCTAGCACCACTCAACAAA----------



-------------------------------------------------------------------------
----------------------
GACAATTCCAGTTATAGATTAATAAATTGCAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAGGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGGATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAACAGAAAAAGAG------------
ATAATAATTAGATCTAAAAACCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTGAGTGTGTAAGACCCTCCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AAGCAAGCACATTGT---AACATCAGTGGAAAA---
GAATGGAACACAACGTTAGAGAGGGTAAGGGAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAATAATACAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---TCACATACCTTTAATTGCAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACACAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAGGCACAATATAC---
AGGTTACTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGCTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATATCAAGGTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTGTTAGTCTAATTGATACCATAGCCATTGCAGTAGCTGAA---
GGAACAGATAGAATACTAGAATTAATACAAAGAATTTGGAGGGGT----------------------------
--------ATCTGTAACATC------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT183183 
GTA---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AGAGAAGCAAAA--
AACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAAAGAA---GTGCATAAT---------------
---------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATATGGAAAAATGACATGGTAGATCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTATAGATGTTAATGTTACTAGGAAGGATAATGGT-------------
-------------------------------------------------------------------------
----------------------AATGGTACATCTGGTAATAATACTAGTGCAGCAGAAATGAAA---
AATTGCACTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAGGAAACAGCAAGCATCTGCCCTT---TTTTATAGACTTGATATAGTACCACTTTCTGAG----------
-------------------------------------------------------------------------
-------------
AACGGCAGCGGCAACAGCTCTTATAGATTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTACACCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGGG------------
ATAGTAATTAGATCTGAGAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTGTTTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTTCTAGAGCA---
AACTGGAGCAGCACTGTAGATCAGGTAAAGGAAAAATTAAGA---------------GAATACTTCCCT----
--------------------------------AATAGTAAGAATATAAGCTTTCAG------
CCATCCTCAGGGGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------GATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATTC---
AGGTTGCTTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGATATAACAAAGTGGC



TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGGTAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGTTTGATGCCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATACAATTAATACAAACAATTGGTAGAGCT----------------------------
--------ATTTTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT183201 
------ACA------------------------------------------
GAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTACTAATAGTACTAGTAATGCTACTGCTAACAGTGAT----------
-------------------------------------------------------------------------
----------------------------------------------------AATAACATGAGA---
AATTGCTCTTTCAATATAACCACAGAAATAAGG---------------------------
GATAAGACAAAGAATGAATATGCACTT---TTTTATAAGCTTGATATAGTACCACTTAGTGAG----------
-------------------------------------------------------------------------
----------
AGTCCCAATGAGACTTCCAATGAGTATAGGCTAATAAATTGTAATACCTCAGCCACAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTATTAAATGGTAGTCTAGCAGAA---GAC------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTCCACCTTCAA----
-----------AAACCTGTAGCA---------ATTAACTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAAG---
GAATGGAATGATACTTTACAAGAGGTAGGTGAAAAATTAAGC---------------AAATTCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAC------
AAACACTCAGGAGGGGATCTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCGAGAAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGGAATTACACAGGCACAATATAC---
AGGTTGCTTGAAAACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGGT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTCGAAGCAACTTTGCAA---TAA 
>KT183243 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCTGATGCTAAAGCATATGACAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGATTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGAAAAGGTAAAAGTTAATGCTTCCAGTAATTGTAGTACTTCCAGTA
ATAGTAGTACT--------------------------------------------------------------
----------------------TTCAGTAATAGTAGTAAGGCCTATGAGAATGCAGGAATGATG---
AATTGCTCTTTCAATACAACCACAGAATTGAGA---------------------------
GATAAGAAAGAGAGAATGCATGCACTT---TTTTATAGACTTGATATAGTACCGCTTAATAGTACA-------
-------------------------------------------------------------------------
----------------
GACAATGATAATAATACTTATAGGTTAATAAATTGTAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTACTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTGAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAATAATAATAGTACAGCTTAAT----
-----------GAATCTATAGCA---------ATTAATTGTACAAGACCTGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGCCAAGCA---TTC------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGCAGAGAT---
TTATGGAACAAAACTTTACAAAGGGTAAGTAACAAATTAAAA---------------GGACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGACATAATATAC---
AGGTTGCTTGAAAAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAGGACCTATTRGCATTGGACAAATGGGAAGATCTATGGAGCTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCACTAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGTAACACA------CCTAGAAGAATAAGACAGGGCTTCGAATCAGCTTTGCTA---TAA 
>KT183245 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGTAAATGTAACCCAGAATAGTACA----------------------
-------------------------------------------------------------------------
-------------------------------------GGAATAACAAATGTAAGTGATATAACA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGCAAGCATATGCACTT---TTTTATAAACTTGATGTAGTGCCACTTAAGAAAAATAAATCT-
-------------------------------------------------------------------------
-------------
GAGAAAATTAATTCTGAGAAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACT---GAC------
---------ATAATAGGAAACATA------------AGAGAAGCATATTGT---AACATCAATAAAACT---
CAATGGAACAGAACTTTAGAAAGGGTAAGGAGCAAATTAAGG---------------GAACACTAT-------
-----------------------------------AATAAAACAATAACATTTAAA------
CCACCTGCAGGAGGAGATCTAGAAATTACA---ATGCACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCATAAGGATATTTGG------GAT------
AGCATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAGCACAATATAT---
GGATTACTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGATGGCAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAG---



GGAACAGACAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGTACTGAAGCAGCTTTGCTA---TAA 
>KT183250 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATATTAGCAGAAATAACTCCAGAGGTCAGAATAATGAGACC-
-------------------------------------------------------------------------
-------------------------------------------CACAATGGGAATGAAATGAAG---
AATTGCTCTTTCAACATAACCACAGAATTAAGA---------------------------
GATAGGAAAAAGCAAGCATATGCACTT---TTTTATAGACTTGATATAGAACCACTTAATAAG----------
-------------------------------------------------------------------------
-------------
AATGGTAACAGCTCCACGGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCCTGGGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGTTAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTATTAAATGGCAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGAA---
AACTGGAATAAAACTTTACAAAATGTAAGAGACAAACTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGCA------
CCACAATCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAGAGATGAAATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAGTTAGCAATTACACAAATACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTAGCATTAGACAAGTGGGAAAATCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATCTTTATAATAATAGTAGGAGGCCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATCAAACTAGTAGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAAGTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>KT183258 
GTG---GTG---GGA------------------------------------
CAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCTCATGAGAGAGAA---GCGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTGTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTACAAATGTCACAGAGGCTACAAATGGTACAAATACCACA-------
-------------------------------------------------------------------------
----------------------------AGTACCCCCCCAACGGCTGGCTATGATGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGAATATGCACTT---TTTTATAAAGTTGATATAATACCACTTGATAATGAG-------
-------------------------------------------------------------------------
----------
ACTAGTAGTAGTAGTAGTCATGAGTATAGACTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAAACATTCAAT------GGAAAGGGACCATGCAATAAC-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAGATAAT---------ACCAAAACAATAATAGTGCATCTTAAT----
-----------GAAACTGTGGAG---------ATTGTGTGTGCAAGACCTAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATCAGTAAAAGT---
CAGTGGAGGAAAACTTTAGAAAAGGTAACAAAAAAATTAGAA---------------AAACACTAT-------
-----------------------------------AATAAAACAATAGTCTTTGCA------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AACAGATCTGAATCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AATTTGCTTGAAATCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAGAATTTATGGACTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACGATAGCAATAGCAGTAGCAGAA---
GGAACAGATAGGATTATAGAATTAATACAAGCATTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTACTA---TAA 
>KT183274 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCCTATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACGAGTGTTGAGAATGCTACTAGTACTGTTAACAATGTTACTGAT-
-------------------------------------------------------------------------
-------------------GGGAGTAATAGTACTGCTAGCCCGAGCATAAAGGAAGAAATGTTC---
AATTGCTCTTTTAATGTAACCACAGAATTAAGA---------------------------
GATAAAAAGGAAAATGTAAATGCACTT---TTTTATAAACTTGATGTAGTACCACTTAAGAGTGAAAAGCCC-
-------------------------------------------------------------------------
----------------------------
AGGGAATATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCATTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTGAT------GGAAAAGGACCATGCAATAAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAGGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------AAACCTGTAGAC---------ATCATATGTACAAGGCCCGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACT---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAG---
AACTGGACTAGAACCCTAGATATGGTAAGTGACAAATTAAGA---------------GGATACTTCCCT----
-----------------------------------AATAAAACTATAAAGTTTTCA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACACATACTTTTACTTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGAGACTATTTGG------AAT------
AACATGACTTGGATGCAATGG---GATACAGAAATTAACAATTACACAGTCACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTGTTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGATCTCAGTAGTA---------AATAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGCCTGCTTGATATTATAGCAATAACAGTAGCTGAA---
AGAACAGATAGAATTATAGAAATAGGACAGATAATTTGTAGAGCT----------------------------
--------ATCCGTAGCATA------CCTAGAAGACTAAGACAGGGAGTTGAAGCAGCTTTGCAA---TAA 
>HQ615983 



GGG---ATG------------------------------------------
GGGAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAGAGTCTA---AAACCATGTGTACAGTTA---
ACACCACTCTGTGTCACTTTGCACTGTACAAATGTAACCTACAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------GAGACCATGAATGAAGAAATGAAG---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTGAAGGGAAG-------
-------------------------------------------------------------------------
----------------------
AATTCTAGTAATTATATATTAATAAATTGTAATAGCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GCAAC---GATAAGGCATTCACT------GGGACAGGATCATGCAGTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATCATTAGATCTGAAAATTTGACAGACAAT---------AGCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTTTAAAC---------ATTGTGTGTACAAGACCCAACAATAATACCCGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TTTGCCACAAATGAG------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGA-------
--TGGAAAGCCACTTTAGAAAAGGTAAAGAAAAAATTAGAA---------------AAGCACTTCCCT-----
----------------------------------AATAAAAACATAAGCTTTCAG------
GCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAACTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGATGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
TTGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCCTGTGGAGTTGGTTTGAAATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGGATAGTTTTTGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCAATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAATTTAATACAAAGAATCTGTAGAGCT----------------------------
--------ATTCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ615966 
GTG---ACT------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGTGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACGGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCACTAATGCTACTTACAGTAACAATACT-------------------
-------------------------------------------------------------------------
----------------------------------------------GCTTACCCTGAAATGAAA---
AACTGCTCTTTCAATACAACCACAGTAGTAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
-------
AGCAGCTCTAATAACAATTTTAGTGACTATGTATTAGTAAATTGCAATTCCTCAACCGTGACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCGATTCCTATACATTATTGTGCTCCCGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTAAAAATCTGACAAATAAT---------GCCAACACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCGACAATAATACAAGGAAA-----



-AGCATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAATGGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCT---
AAATGGAATGCAACCTTACAAAGGGTAAGAAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------GATAAAACAATAAGATTTGAA------
CAGCCCGTAGGAGGAGACCTAGAAATTACA---ACACATAGCCTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTCGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAGTCTGTGGAATTGGTTTAACATAACACACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTATGGGT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAATCTATTAGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATCGAATTCATACAAAGGTTTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>KC156221 
GTG---CAG---------------------------------------------
AGCTCTTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCGAAAGCATATGATGAGGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGTTTTTGGAG---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGCACAAATGCTACATTCAATACT-------------------------
-------------------------------------------------------------------------
-------------------------------------------AGCATAAAGAAAGAAATGAGA---
CAATGCTCTTTCAATGTAACCACAGTAGTAAGA---------------------------
GATAAGAAAAGGAAAGAAAATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGGAAAT-------
-------------------------------------------------------------------------
-------
TCTAGTGGAAATGGAAATGTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATCCCTATACATTACTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAATACATTTAAT------GGAACAGGGCCATGCACGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGCAGCAGAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAACATAATAAACAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGAGTGTACAAGGGTTGGCAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGGGAAGCACATTGT---AACATTAGTGAAGAA---
ACATGGAATAAAACTCTACACATGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATGTTTAAC------
CCACACGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTATTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAGAAGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACACAATTTAC---
AAGTTGCTTGAGGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAACATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTACA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAGGGTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAACCGCATTGCTA---TAA 
>HQ615967 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCGAAAGCATATGAGAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGCACGAATGCTACCTATAATCATAATATT-------------------
-------------------------------------------------------------------------
-------------------------------ACCTATAATCATAACATGTCTCAAGAAATAAAA---
AACTGCTCTTTTAATACAACCACAGAGATAAGA---------------------------
GATAAGACACAGAAAGCGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------
AACTCTAGTGGGAACTTTAATGATTATATATTAATAAACTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAATAATAATAGTACACCTTAAC----
-----------GAGTCTGTAGAG---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAGAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AATATTAGTAGAAAT---
AGCTGGAACACAACCTTAGACAGAGTAAGGAGGAAATTAGGA---------------GAACACTTT-------
-----------------------------------AATAGAACAATAAAATTTGCA------
CCATCTTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAGATCTAAAAAAGAGATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATCAGCAATTACTCAAACACAATATAC---
CGGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAACGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGATTATAGAACTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGTTTCGAAGCAGCTTTGCTA---TAA 
>HM623551 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAATATGTAATAACGTTGCCTATAATAGTACTAGTACTCTCAATAAT-------
-------------------------------------------------------------------------
-------------------ACCATGGGGGCAGAAATGAATAATACCATGAAGGCAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAGCAAAAGGAGTATGCACTT---
TTTTATAAGCTTGATATAGAACCACTTAATGAGGGTAAGAGCAACTCT-------------------------
-----------------------------------------------
AGTGGCAACTCTAGTAACAACTATAGTGAGTATAGATTAATAAATTGTAATTCCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTACTAAT-----------------------
-GTCAGC---TCAGTACTATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTATCAGAAGAGGGA------------
ATAATAATTAGATCTGAAAATATGACAAACAAC---------ATCAAAACAATAATAGTGCAGCTGAAT----
-----------CAATCTATAGAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
CAATGGAACAAGACTTTAAAACAGGTAGCGAACAAATTAAAA---------------GAATACTAC-------



--------------------------------AATAAAACTATAATATTTGAACCT---
CAACCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTACAGGATCAACAGTTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCAAATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GACAGAGAGATTAGTAATCACACATACACAATATAC---
AAGTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGACCTATTGGCATTGGACAGTTGGAACAGCCTGTGGAATTGGTTTAACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATCATGATAATAGGAGGCTTGATAGGCTTGAGAATAATTTTTTGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGACTTCCTACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623553 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAAAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCATTAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATGTTACCTGCACTAATGCTACC-------------------
-------------------------------------------------------------------------
----------------------------------TGCAATAATACCACAGATACAGGAATGAAA---
AATTGCTCTTTCAATGCAACAACAGAACTAAGA---------------------------
GATAAGAAGAGCAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
----------
AGTAATATCACTGATGATGGGGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCACATTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGCATAGCAGAAAAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------CAGTCTGTAGGA---------ATTGTGTGCACAAGACCCAACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTAAAAAG---
GACTGGAATGAAGCTTTACAAAGGGTAAGTGAAAAATTAGCT---------------GGACACTTCCCT----
-----------------------------------AATAAAACAATAAGGTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AATAAATCTTCCCAGGAGATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAAAGAAATCAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAGTCCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TATGGTATCTAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCCATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGGG---
GGAACAGATAGGATTATAGAATTC-------------------------------------------------
--------ATCCTTAACATA------CTTAGAAGAATAAGAAGGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623554 
ATG---GTG------------------------------------------
GGAAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGATAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CGTGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCTTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGCACAAAGGTAGAAAATAAAAATATCACTAAGGTAGAAAAGGAA----
-------------------------------------------------------------------------
-------------------AATATCACTAATATAATTAATGATAGCATGACTGCAGAAATAAGA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGACACAGAAAGAGTATGCACTT---TTTTATAGATCTGATATAGTACCAATTGAGAGTAAC-------
-------------------------------------------------------------------------
-------
TTTAATGAGAGTAGGAGTTCTAATGATTATATATTAATAAACTGTAATACCTCAACTATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------GAATCCATAGCA---------ATTATGTGCACAAGACCTGGCAATAAGACAAGAAGA-----
-AGTATGAGGATA------------GGACCAGGACGAGTA---TTC------TATACAAATAGC---------
---------ATACTAGGAGACATA------------AGAAAAGCATATTGT---AACGTTAGTGAGAAA---
GACTGGAATAAAACTTTACATTGGGTAATACAAAAATTGGGA---------------GAACGCTTCCCT----
-----------------------------------AATAGAACAATAAAGTTTAAT------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGGTACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTAAAAATGATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATCAAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAGGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGGTGGACAAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTATGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATAAGAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACCTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623556 
GTG---GCA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATAGTGTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACTCCACTCTGTATCACCTTGAAGTGTAGGGATATGGATATGAACATTACCAGTAAGAATGTGAATACTACC-
-------------------------------------------------------------------------
-------------AGTAATACTACCAGTAATAGTACTGTTGATAACATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGCAATAAGA---------------------------
GATAAGAAACAGAACACATATGCACTT---TTTTATAAACCTGATCTATTACCACTTAATAATGAA-------
-------------------------------------------------------------------------
----------------
TCAAAGCATGAATCAGAGTATATATTAATACACTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAACGTACACATGGGATTAAGCCAGTGGTCTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGAAG------------
ATAATAATTAAATCTCAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAACTGTACAAGACCCTACAAGATAGTTAGAAGG-----
-AGAGGTATAGGG---------ATAGGACCAGGACAAACA---GTC------CAGGCAAATGCCCAA------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAGG---
GACTGGAACAACACTCTAACAAAGGTAAAGGAAAGATTAAAA---------------GAACACTTC-------
-----------------------------------AATAAAACAATAGTATTTAAA------
CAACCTTCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG



GCTGCTCTGGAAAGGTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAGGCACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTAGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCTTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATTGAAATAATACAAAGACTTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623557 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGAGTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAATTGTACAGATGTAGAATATAATAGTACTACTACTTCA-------------
-------------------------------------------------------------------------
----------------------------ACTACTATTGAAGGAAACATGACTGGGGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGAAAACAGGAAGCATATGCACTT---TTCTATAGGCCTGATGTAATGCCACTTAATGGG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTAAGTATATATTAATAAATTGCAATTCATCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGT---GCAATACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAACTATTATTAAATGGTAGCCTAGCAAAAAATGAG------------
ACAATAATTAGATCTGAGAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAGCTACAT----
-----------GAATCTGCAGAA---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTACAGAA---
AAATGGAACACCACTTTAGAAAGGATAAAGGAGAAATTAAGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
CCGCACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAGCATAATATAC---
AAACTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAGCTGGTTTAACATAACTAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGACTAATAGGTTTAAGAATAATTATGTGT---
GTGTTCTCTATAGTG---------CATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCCATTAGTCTGTTAGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTAGAGGAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623559 
GTG---ATG------------------------------------------
GGAAGCCTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACGGAT---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTACGTTGTCACAATGCTAATTTTACCAATAGCACT-------------------
-------------------------------------------------------------------------



-------------------------------------GATAATAACCCGAATGGAGAAATAAAA---
AATTGCTCTTTTAATGCAACCACAGAAAGAAGG---------------------------
GATAGGGAACAGGAAACGTATGCACTT---TTTTATAAATCTGATGTAGTACAATTTAAAAACGAA-------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATATATTGATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAGT---------GTCAAAACAATAATAGTACACTTTAAT----
-----------GAGTCTATAGAA---------ATTAAGTGTACAAGACCCGGCAATATTACAAAAAGA-----
-AGTATGAGGATA------------GGACCAGGACGAGTA---TTC------TATGCAAATAAC---------
---------ATAATGAGAGACATA------------AGACAAGCATATTGT---AACATTAGTGGTGAT---
AAGTGGAACAAAACTTTAGAACAAGTAAAGAAAAAATTAAAC---------------ACCACACACTTTCCT-
-----------------------------------AATAAAACAATACATTTTAAA---
CCAGCAACCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAACCAAAAGCAGAAATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATGATTACACAAACACAATATAC---
CAGTTGCTTGAGGAATCGCAAGGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
ATACTCTCTATAGTG---------AAAAAAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGGGTTATAGAATTAATACAAAGAAGTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM623563 
ATG---GTG------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAACTAGTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGAAGCAAATGTTACCCACAGTGACAAT----------------
-------------------------------------------------------------------------
-------------------------------GTTACCCACAGTGGTGCGGGGGAAGGAATGAAA---
AATTGCTCTTTTAATACAACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAAGCGTATGCACTT---TTTTATAAACTTGATGTAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------
AATAGCTCTGAGAATAGCTCTGAGTATATATTAATAAATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCGAGCAGAAGGGGAG------------
ATAATGATTAGAGCTGAAAATATAACAGACAAT---------GCAAAAACTATAATAGTCCACCTTAAT----
-----------AAATCTGTATCA---------ATTGTGTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACA---GAC------
---------ATAATAGGAAACATA------------AGACAGGCATATTGT---AACATTAGTGGAAAA---
GACTGGAACAAAACTTTAGGATGGGTAAAGGAAAAGCTAAAG---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGGGATCTAGAGGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AATCTGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAAAATAATATAT---



GAGTTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTAGACAGTTGGAAAAACCTATGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATTATAACAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGT---
GTACTTGCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCA----------------------------
--------ATCTGTAACCTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623564 
GCG---AAG------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAA---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTTGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACAAATGCTAATATGACCAGGAATGAGACTAAGATCTTT-------
-------------------------------------------------------------------------
-------------------AATGAGACCATGGAGGGAAGAGTACAAATGAAAGAAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAGGCAAGTATATGCACTT---TTTTATAGATCTGATGTAGAACCATTAAAGGAG----------
-------------------------------------------------------------------------
----------------------
AGTAACTCTACTTATACATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTTTTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTGTACCG---------ATTGTGTGTGCAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCTAAAT---
AAATGGAATGAGACCTTACAAATGGTAAAAAGAAAATTAGAA---------------GAACATTTCCCT----
-----------------------------------AACAAAACAGCAGAATTTCGA------
TCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTCTTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAGCAGTTGGAGT-----------------
----------------------------AATAAATCTAAATCAGACATTTGG------AAT------
AACCTGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTCGAACAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACTTGTGGAGTTGGTTTAACATATCAAAGTGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATCTCCTTGCTTAATACTACAGCAATAGTAGTAGCTAGT---
GGGACTGATAGGGTTATAGAAATAGGACAGAGAGTTGGTAGAGCT----------------------------
--------ATTATTCACATA------CCTAGAAGAATTAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>HM623566 
------AAA------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGACATA---
ATCAGTATATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTATGTGTCACTTTAAATTGCACGAATGCTAACGGAACTTTTACTGAT-------------------
-------------------------------------------------------------------------
-------------------------------ATCGATAATAAGAACATGACAGGAGACATAAAA---
AATTGCTCTTTCGATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTAATAAA----------



-------------------------------------------------------------------------
----------------------------
AGTAGCTATATATTAATACATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATATAACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGGATCAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCTTAGCAGAAGGGGGT------------
ATAATCATTAGATCTGAAAATATAACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTGTGAAC---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCTGGAAAGACA---TTC------TATGCAACAAATAAA------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTGGAATA---
GACTGGAGCAAAACTTTAGAAGGTGTAAGGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AGTAAAAACATAAGCTTTAAA------
CAACATTCAGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAATTGTAAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAGAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTATAGGAGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTGATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAACTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTTGT---
GTGCTTTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTGCAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623569 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGCACAAATGCAAATGTAACATATGCAAAGGTAAACGGGACAGAG----
-------------------------------------------------------------------------
-------------------ACAAAAGATAATGCAACAGTCGAGGAGGAAAAAAGGGAAATAAAA---
AATTGCTCTTTCAATACAACTACAGAAATAAGA---------------------------
GATAAAAAACAGAAAGCGTACGCACTT---TTTTATAGACCTGATCTAGTACCACTTAGTGATGACTCTGGT-
-------------------------------------------------------------------------
----------
AAGAACTCTAGTAACTTTAGTGATTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAACTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAC---GATAAGACATTCAAT------GGGACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAGGAG------------
ATAATCATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCAACTTAAT----
-----------GAATCTGTAACC---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGGCAAGTA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTAGAGAA---
AGATGGAATAAAACCTTAGAAGGGGTAAAGAGGAAGTTAAAA---------------GAATATTTCCCT----
-----------------------------------AAGAAAAACATAAGCTTTGAA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGACATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTTCACAGGCATAATATAC---
AACTTGCTTGAAGAATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTATTAGCACTGGACAGTTGGCAAAATTTGTGGAATTGGTTTGACATAACAAAGTGGT



TGTGGTATATAAAAATATTCATCATGATAGTAGGGGGCTTAATAGGGTTAAGAATAATTTTGGGT---
GTACTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAACATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGATTAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623570 
GCA---GTG------------------------------------------
GGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAATCCACAAGAAGTAGTTCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGATTGTACAGCAGTTAATGATAATACTAGCACAGTT----------------
-------------------------------------------------------------------------
----------------------------AAGAATGTCATGCCTGAAATGAAGGATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTAATAAGA---------------------------
GATAAGAAACAGACAGGGTATGCACTC---TTTTATAGACCTGATTTAGTACCACTGAATGAGAAC-------
-------------------------------------------------------------------------
----------
TCGAACTCTACGAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGATCCAATTCCCATAAATTATTGTGCTCCAGCTGGTTACGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTTTAGCAGAAGGGGAG------------
ATAATTATTAGATCTGAAAATCTGACAAACAAC---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTGAGC---------ATTAATTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGGAAATGAT---------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
CATTGGAACAAAACTTTAGAACGGGTAAGGGAAAAATTAAAA---------------GAACTCTTCCCT----
-----------------------------------AATAAATCAATAGAATTTAAC------
CAATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTAGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAAGTCATCTGTACCACTGCTGTGCTGTGGAACGACTCCTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGTACAATATAC---
AGGTTGCTTGAGGAATCGCAAAATCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAGTTTTTGGT---
GTAATCTCTGTAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCAATACAAGGAATCTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623572 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAACAGAGAG---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGAATTGGAA---------AATGTAACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAAAAATGCAAATAGTAGCAACTATGATAAT----------------
-------------------------------------------------------------------------
-------------------------------CTAACCAAAACAGAAATGAAAGGAGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAATCAGAAAGTACAAGCATTC---TTTTATAGACATGATGTAATGGCACTTAATGGGAAT-------
-------------------------------------------------------------------------
-------
AGTAGCAGTTCTAATGGGTCTGGTGAGTATGTATTAACACATTGCAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATATTAAAGT
GTAAT---GATAAGAACTTCACT------GGGACAGGAACATGCGGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAG---GAT------------
ATAATAATTAAAACTGAAAATATGTCAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTACGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAATCA---TTA------TTTACAACA---GAC------
---------ATAATAGGAGACATA------------AGACTAGCATACTGT---AACATTACTTATGGA---
GAATGGAACAAAACTTTGGGACAGGTAAAAGAAAAGCTACAA---------------GGATATTTTCCT----
-----------------------------------AATAGCACAATAGAATTTGAA---
CAGCCTTCAAAAGGAGGGGATCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCCGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTAAAAATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACACAATATAC---
CATTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTATCATTGGACAAGTGGAACAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TCTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTAGGG---
GTACTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCATTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM623574 
GTG---GCA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGTGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTAGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAACCATGTGTGAAGTTA---
ACCCCCCTCTGTGTCACTTTAAATTGTACTTATATTGATAATAAAAATGGTATTGATAATAAAAAT-------
-------------------------------------------------------------------------
----------------------GGTATTGATAATAAAAATGGTAGTATGAGGGAAGAAATGAGA---
AATTGCTCTTTCAATACAACTACAGAAATAAGA---------------------------
GACAAGCAACAGAAGGCATATGCACTT---TTTTATAGATCTGATATAGTACCACTGAGTGGGAGTGGGAGT-
-------------------------------------------------------------------------
-------
GGGAATAATTCTACTAACTTTACTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTGCAATGCACACATGGAATTAAGCCGGTGGTGTCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGGGGAG------------
ATAATGATTAGATCTGAAAACATAACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAC----
-----------GAGTCTGTACAA---------ATTACATGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTGATGGAAGG---
AAATGGAATGCAACCTTAAAACAAGTGAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTCAA------
CCACACTCAGGAGGAGACTTAGAGATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCATGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAACCACAATATAC---
AAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAATAATTTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTTTAGAACTTATACTAAGAATTTGTAGAGTT----------------------------
--------ATACGCAACATA------CCTACAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623575 
GAG---GTA------------------------------------------
GGGAAGTTGTGGGTTACAGTCTATTACGGTGTACCTGTGTGG---ACAGATGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATGGTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGATG---
ACCCCGCTCTGTGTCACTTTAAGTTGTAGCAATATCACCAATGCTACCATTGATGGT----------------
-------------------------------------------------------------------------
----------------------------AATGCTACCGCTGATGATATGAGGAGAGAAATGACA---
AATTGCTCTTTCAATGTAACCACAGTAATAACA---------------------------
AATAAGAGAAAACAAGAGTATGCACTT---TTTTATAAGTCTGATGTAGTGCCACTTAGGGAGGGA-------
-------------------------------------------------------------------------
----------------
GACAACAACAGTTCTGAATTTGTATTAATACATTGTAATACCTCAACCATAACACAA---
GCCTGTCCCAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAA------------
ATAATAATTAGATCTGAAAATATTACAGACAAT---------GCTAAAACAATAATAGTACAATTTAAT----
-----------GAATCTATACTA---------ATTAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATAGGA------ATAGGACGAGGACACACA---TTC------TATGCAACAGGTGCT------
---------ATAGGAAAAGATGCA------------AGACAAGCACATTGT---AACGTTAGTACAACA---
GCATGGAACAAAACTTTACAAAGTGTAAAAGAGAAATTAAAA---------------GAATACTTC-------
-----------------------------------AACAAAACAATAGAGTTCGCA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATATTTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTCGGAGT-----------------
----------------------------AATAAATCAGAAGACGAGGTTTGG---------------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAATTACACAGACATAATATAC---
AAGTTGCTTGGGGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGGACAGTCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAGTTTGTAGGGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAG 
>HM623576 
GGG---ATG------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACATTGTACAAATGCAAATGTTACCCGCAATGGTACAATTACT----------
-------------------------------------------------------------------------
----------------------AGCGATAGTACCTACTACGGTAACATGACTACAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGTGTATGCACTT---TTTTATAAACCTGATATAGTACCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATATATTAATACATTGCAATACCTCAACCATGGCACAA---
GCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTGCTGTTAAATGGTAGCCTATCAGGAGAAGGG------------
ATTATAATTAGATCTGAAAATTTGACAGACAAT---------GCTAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGGATAAGGATA------------GGACCAGGGCAGGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AATATCAGTAGAAGA---
GATTGGAACAGGACTTTAGAAAAGGTAAAGGAGAAATTAAGG---------------GAACACTTC-------
-----------------------------------AATAAAACAATAACATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATATGTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATGAATCTGAAATTTGG------GAT------
AAAATGACTTGGATGCAATGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
AGACTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAGCATATCAAATTGGT
TGTGGTATATAAGAATATTTATCATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATAGCATAGCAATAGCTGTAGCTGGA---
GGAACAGATTGGATTATTGAAGTACTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCATCTTTACTA---TAA 
>HM623579 
GTA---AGA------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAATGCCAAACTTACCGGGGATAATACCAATCTTACCAGTAATG
GT-----------------------------------------------------------------------
-------------ACCCTCAATAACAACATGACCCTCTATAACAACATGAGTAGTGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAATGAATATGCACTT---TTTTATAGAAGTGATATAGTACCACTTAATGCC----------
-------------------------------------------------------------------------
----------------
GGTAATAATACCAGTGAGTATATATTAATAAATTGTAATACTTCAGCAGTAACACAA---
GCCTGTCCAAAGGTCTCTTTCGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTGAT---AATAAGACATTTAAT------GGAACGGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGAAAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTACTTGTATAAGGCCCGGCAATAATATAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---TACATTAATGAAGGG---
GAATGGAACAAAACTTTACAAAGGATAAGTAAAAAATTACTA---------------GAACTCATCCCT----
--------------------------------AATAAAACAATAATAGAGTTTGAA------
CAATCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGCATGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAACTACACAAAGACAATATAC---
TGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTAGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGTATCATAGAAGTAATACAAAGAATTTGCAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTACTA---TAA 
>HM623580 



GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTGTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACGTTAAATTGTACCACTGTTAATATTACCACAACTAATATTACTACCCCG-------
-------------------------------------------------------------------------
-------------------GGTGGTATAAATGATACCTTTGAGGGCTTTAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAACTAATA---------------------------
GATAAGAAACAGCAGGCGTTTGCACTT---TTTTATAGATCTGATGTAATGCCACTTGAGAAT----------
-------------------------------------------------------------------------
----------------
GAGAATAACAGCAGCTCTTATGTATTAATAAATTGCAATTCCTCCACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-ATCAGC---ACGGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGGGAC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------AGATCTGTACAA---------ATTGAGTGTACAAGACCCGGCAATATCACAAGGAGA-----
-AGTTTCAGGATA------------GGACCAGGACGAGCA---TTC------ATTACAACAAAA---------
---------AGAATAAGCGACATA------------AGACAAGCATATTGT---AATATTTCTAAAGCT---
AATTGGACCACTACCTTAAAACAGATAAAGGACAAGTTAAGA---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAGTGTTTGAA------
CCACACGCAGGAGGGGATCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTACAAAGATATTTGG------GAG------
AATATGACTTGGATGCAGTGG---GAGAGGGAAATTGATAATTACACAGACACAATATAC---
AAGATGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAGAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATCATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGGAGCAATACAGAGACTTTTTAGAATT----------------------------
--------ATCTGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623581 
GTG---GTA------------------------------------------
GGAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCAGGAGGATGCA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTTTGTGTCACTTTAAATTGTAGTGATAATGTTACCAGTATAAATGCTACCTGTGGTGGTAATATT-
-------------------------------------------------------------------------
-------------ACCAGTACAAATGGTACCTGTACGGGCCCTACCATAAAGGAAGACATGAGA---
AATTGCTCTTTCAATGTAACCACAGAAGTAAAA---------------------------
GATAAGGAAAGGAGAGTAAATGCACTT---
TTTTATAGACTAGATATAGTACCACTTGATAGTACTAACTCTAGTGAT-------------------------
--------------------------------------------------
AACTCTAGTGCTAACTCTAGTAAGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCAAAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCCATAAAC---------ATTGTGTGTACAAGACCAGGTAATAATACAAGAACA-----



-AGTATAAGGATA------------GGACCTGGACAAGCA---TTC------TTTGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGAAGAAAATTAGCA---------------GAACACTTT-------
-----------------------------------AATAGCACAATAACATTTGCA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTATTGGCCATAGAAAGATATCTAAAGGATCAACAGCTCCTAGGATATTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTGAACAAGAGATTTGG------AAT------
AATCTGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAAACATAATATAC---
AGTTTGCTTGGAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTATCCTTGAGCAATTGGCAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGACTTACTACAAAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAATATCTTTATTA---TAA 
>HM623582 
GGG---GTG------------------------------------------
GAGAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACTCCACTTTGTGTCACTTTAAACTGTACAAATACAACATTTAATGTGACTAAA-------------------
-------------------------------------------------------------------------
-------------------------------ATTGAGGACGTCAACATAAAGGAAAAAATAAGA---
AATTGTTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAGGCGTATGCACTT---TTTTATAGGCCTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
TCAAAAGGAGAGTATATATTGATAAATTGCAATACCTCAACCATAACTCAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATCAAATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAAGA---------ATTGTATGTACAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAATG---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAAAAAG---
GATTGGAATAGCACTTTAAACAGGATAAAGGGAAAATTGGCA---------------GAACACTTC-------
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCATCAGGAGGGGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAAAAGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATAC---
AGACTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGATGGCAAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATTGAAGTGCTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>JN687728 
GTA---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCGACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTCACATTAACCTGTACTAATGTTACCAATAATGCTAGCCAAACTGGTTACAATAGT----
-------------------------------------------------------------------------
----------------TATAATGATACTCTGGGGGGTAGGGACAAAATTAAAGAAGAAATAAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAAGAGTATGCACTT---TTCTATAGACTTGATATAGTACCACTTAATGGGAAAAATCAC-
-------------------------------------------------------------------------
-------------
AGCTCTAGCAACTTTAGTGAGTATAGATTAATAAATTGTAATACATCAACCATAACACAG---
GCCTGCCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------ACCAACACAATAATAGTACAATTGAAT----
-----------AAATCTATAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGGGCA------
---------ATAGTAGGAGAAATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
GACTGGAATGAAACTCTAGAAATGGTAGGTAAAAAATTAATA---------------GAGCATTTCCCC----
-----------------------------------ACTGAAAAAATAATCTTTCAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTATGGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGTCAGTTGGAGT-----------------
----------------------------AATAGATCTGAGAAAGATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACATACACAATATAC---
AGCTTGCTTGAGGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAGGAGTTATTAGCATTGGACAGTTGGGAAAGTCTTTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACTAAGAATCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>JN687730 
GTG---TTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAC----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGCTCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTAGTGATGCTAAGATTACTAATGGTACTAACAGCTAT----------
-------------------------------------------------------------------------
----------------------AATATTACTGAACTCAATGAAGCCACACAGGGAAAAATAAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGGTACGGAAGGCATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGGGAAGAG-------
-------------------------------------------------------------------------
----------------------
AATACCACTGAGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAA---
GCCTGCCCAAAGGTTTCTTTTGACCCAATTCCTATTCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---GATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACA---
CAACTACTGTTGAATGGTAGTGATAATCTAGCAAAA---------
AAAGTAATAATTAGATCTAAAAATCTGACAGACAAT---------GTCAGGACAATAATAGTACATCTTAGT-
--------------ACACCTGTAAGA---------ATTGAGTGTATAAGGCCTGGCAATAATACAAGACAA--
----AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA---
------------GTAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA-
--GACTGGAATGACACTTTAAGGGAGGTACAGAAAAAATTAGAA---------------GAACACTTCCGT--



-------------------------------------AATAAAACAATAAGGTTTGAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCACGAGTTTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATCTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAACTACACAGACACAATATAC---
CAGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATTTGTGGAGTTGGTTTAACATAACAAATTGGC
TATGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCAATTAATCTGCTTAATACCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTATTACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCGGCTTTGCTA---TAA 
>JN687731 
GTG---GTG------------------------------------------
GGGAACTTATGGGTCACAGTTTATTATGGGGTACCTGTATGG---AGAGATGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACTGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGCTG---
ACCCCGCTCTGTGTCACCTTAAACTGTACAGATGCAGAGGGTAACTACAGTGATAGTATA-------------
-------------------------------------------------------------------------
----------------------------CCTAGCTTCAATGAGAGCATGAGGGGAGAGGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGACACAGAAGATGTATGCACTT---TTTTATAGATCTGATGTAGTACCAATTGAGAAC----------
-------------------------------------------------------------------------
-------------------
AGCAATAGTAGTAAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTTTACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGAC------------
ATAATAATTAGATCTGAAAACCTGACAGACAAT---------GCCAAGACAATAATAGTACACCTTAAT----
-----------GAATCTGTAAGA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACACTGT---AACATTAGTGGTGAA---
GCATGGAATAATACTATAAAAAGGGTAACGGAAAAGTTAAGA---------------AAACACTTCCCT----
-----------------------------------AATGCAAAAATAGAATTTAAA------
CCGTCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGRCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTTACGGGGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAATAATTACACAGAAACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATGTAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTTGAAGTACTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGTTTTGCTA---TAA 
>KF114884 
GTG---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTCTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGCTCCCATTAATGGTAGTGCTTCCAGTAAGAATAATACTT
CCTTT--------------------------------------------------------------------
-------------------AATGATAGTACTGTCTACGATGAGCGAATGAAGGGAGAAGTAAAA---
AATTGTTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGCAAAAGAAAGAGTATGCACTT---TTTTATAGATCTGATGTGGTACCAATTGATAAC----------
-------------------------------------------------------------------------
----------------------
TCTAGTAGAGATTATATATTAATAAATTGCAATACCTCAACCTTAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAAAAAAGGAG------------
ATAATCATTAGCTCTAGAAATCTGTCAAACAAT---------GCCTACACAATAATAGTACACCTTAAT----
-----------GAAACTATAAAC---------ATTACATGTACAAGACCCAACAATAATACAAGAAAA-----
-GGCATAAGGATA------------GGACCAGGACAAGTA---TTC------TATACAACA---GAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTAAAAAG---
GACTGGAACATGACTTTGGAAAAGGTAAAGAGGAAATTAGGA---------------
GAACACTTCAATCACTTC---------------------------------AATAGAACAATACTATTTGCA-
-----CCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGTTACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACCTCAGCTGGAGT-----------------
----------------------------AATAAAACTAAAGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATACACAATATAC---
AACTTGCTTGAGGTCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAGATGGT
TGTGGTATATAAAAATATTCATTATGCTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTAGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTGCTACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAATATC------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC154018 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTGTTTTGTGCGTCAGATGCTAAAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTACGTTGTACCAATGTTAGTGATACC----------------------------
-------------------------------------------------------------------------
----------------------------------------------------AGTGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGCAACAAAGAGCATTG---TTTTATAGACTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AATAATAACAGCACTGATTATAGATTAATAAATTGTAATACCTCAGTAATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATCCTTAAAT
GCAAT---AATAATACATTCAAT------GGAAAAGGACCATGCACTAAT-----------------------
-ATCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATTTGACAGACAAT---------AGCAAAACAATAATAGTACACCTTAAT----
-----------AAAACTGTAAAA---------ATTGTGTGTATAAGACCTAACAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTACTAGAGGA---
GACTGGAACGAAACTTTACAACAAGTAGAAGGAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAATAATAACATTTGAG------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGCAACGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG



GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAAAATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAAATACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AGAAATGAAGAAGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGGTATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC154021 
GCA---GGG---------------------------------------------
AACCAGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---CGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---ATACACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAACGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTCACTTTAAACTGTACTAGTAATGGT----------------------------------
-------------------------------------------------------------------------
-------------------------------------ACCCGTAATGAAACTGAAATAATGAAA---
AACTGTTCTTTCTCTGCAAGAACAGAAGTAAGA---------------------------
GATAAGACTCGCAAAGAGTATGCAGTA---TTTCATAGTCTTGATATAGTACCACTTGAGGAG----------
-------------------------------------------------------------------------
----------------------
AAAAACAACTCGTACAGATTAATAAGTTGTAATACCTCAACAGTAACACAA---
GCCTGTCCAAAGATTACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAATACAATGTACCCATGGAATTAGACCAGTGGCATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGAAGGG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACAGTTTAAT----
-----------AAGTCCATAGAA---------ATTGTGTGCATAAGACCCGGCAATAACACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCCACAGGCGCC------
---------ATAATAGGAGATATA------------AGAAAGGCACATTGT---AACCTTAGTGCAGAT---
GCCTGGAATAGAACTTTACAAGAGGTAGGTAGAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACCTTTAAC------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGACAGTTGGAGT-----------------
----------------------------AATAAATCTCAGCAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGTATTATAATATTCATACAAAGAATTGGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGTTTTGAAGCAACTTTACTA---TAA 
>KC154022 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ACCAGTTTATGGGATCAAAGTATA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTCACTTTAAAATGTATAAATGCAAATGGTACCAGTGAAAATACTACTGGTACCAATACTA
CT-----------------------------------------------------------------------



----------------------------------------GTTGATATGCAGGGAGAAGTAAAA---
AATTGCTCTTTCAATGTAACCACAGAAATCAGA---------------------------
GATAAGAAACAGCAAGTGTATGCACTT---TTTTATAGACCTGATGTAGTACCACTGGGTAAC----------
-------------------------------------------------------------------------
----------------------
TCTAGTAGTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGATCACTTTTGACCCAATTCCAATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTACCA---------ATTGTGTGTACAAGGCCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAAATAGTAAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AAGGTTAATAGCACA---
TTATGGAACAAAACATTAGCACAGGTAAGGAAAAAGTTGGGA---------------GAACACTAC-------
-----------------------------------AATAGAACAATAGTGTTTCAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACACATATGTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTACTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAGACTCAGCAGGAG----------------------------------------
-----------------------------
AACAATGAAAGGGATCTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAGATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGTAATACAGGGACTTTGTAGGGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGGCAGGGCTTTGAAGCAGCATTACAA---TAG 
>KC154024 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACACCACTCTGTGTCACTTTAAATTGCACAAATGCAAACCTAAACATAACTGTAAATGCTACTGCT-------
-------------------------------------------------------------------------
-------------------------------------GAGCCAAACATGAAGGAAGAAATACAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGACAAAGAAAGCGTATGCACTT---
TTTTATAGACCTGATTTACTAGAACTTAATGGGAATAATGAGCCT----------------------------
-----------------------------------------------------
AAGAATAATGACTCTAGTAGAAAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGGTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGAAAGGACCATGTTATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTGAATGGTAGCCTAGCAGAGGAGGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAATCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTTCAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAGGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATAGAGAC---
AAATGGAACACAACATTAGAAGGGGTAAAGAAAAAATTAGAA---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAGAATTTCGA------
CCACCTGTAGGAGGGGATCTAGAGGTCACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGACATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---



AAGTTGCTTGAGGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAACTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCTTCGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAACTCATACTAAGAATTTGTAGA-------------------------------
-----------------------------AG-AGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>KF114885 
GTG---GTG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACACCACTCTGTGTCACTTTAAATTGTACAGATGCCAATTTAACTTATACAGATGTGACT-------------
-------------------------------------------------------------------------
----------------------------CCTACTATCCGCCCTGAGAAGAAGGAAAAAGTACAA---
AATTGCTCCTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAACCAGAAAGTGTATGCACTT---TTTTATAAGCCTGATGTAGTACCACTTAATAAA----------
-------------------------------------------------------------------------
----------
AATTCTAGTGGGAATTATAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACGCAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTTACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGACCCGACAATAACACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAC---------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AATATCAGTAAAGGA---
AATTGGAGCACAACTTTAAAAAGGGTAGAGAAAAAATTAAAA---------------GAACACTTCAAT----
-----------------------------------AATAAAACAATAAACTTTGCA------
CCACCCTCAGGAGGGGACCTGGAAGTTACA---ACACATAGTTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAGAACAGATATTTGG------GAT------
AATATGACCTGGATGCAATGG---GAAAAAGAAATTGGTAATTACACAGACACAATATAC---
AAGCTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGATTTATTAGCATTGGACAAATGGAATAATCTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTATGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGAAGTATTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACCTA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC154025 
GTA---AAG---------------------------------------------
AGCTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCTTATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGACATA---
ATTAGTCTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCAAATGATACAAATGCAAATGTAAATGTTACA-------
-------------------------------------------------------------------------
-------------------------CCGACTAACAACAATGTTAGCATAGATGAAGGAATGAAA---
AATTGCTCTTTCAATATAACTGCAGAAGTAAGA---------------------------
GATAAGAAAAGGAAAGAATATGCAATT---TTTCATAGACTTGATATAGTACCAATTAATGGG----------



-------------------------------------------------------------------------
----------------
AATAGTAACAAGTCTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATGAGAAATTTAAT------GGGACAGGACCCTGTAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGCTCTGAAAATCTGAGAGACAAT---------ACCAAAACAATAATAGTACATCTCAAT----
-----------AGCTCTGTAAAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAGA-----
-AGTTTCAGAATA------------GGACCAGGACAAACA---TTT------TATACAACA---GAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
GACTGGAATGAAAATTTACAAAGGGTAAGTGAAAAGTTAAAA---------------GAACTTTAC-------
-----------------------------------AATAAAACAATAAAGTTCGAA------
CCACACTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAGTGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGACTCAAAATGATATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCATAATATAC---
CAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTATAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>KC149008 
GTG---ACA---------------------------------------------
AGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACGCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGT------GTTAACAGGACCTACAATGGTAAC----------------
-------------------------------------------------------------------------
----------------------------AGGACCTACGATGGTAACATGACTGAAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCGAGCGTATGCACTT---TTTTATAGACCTGATATAGTGCCAATAAGAGAA----------
-------------------------------------------------------------------------
----------------------
AATAGTACAGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTCCACCTTAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCTGGTAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACACACAGC---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTGATAAGGGA---
AAGTGGAACAAAACTTTAATACAAGTAAAGAAAAAATTACAA---------------GGATATTAC-------
-----------------------------------AATAGGACAATAGAATTTAAA------
CCACACTCAGGAGGAGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGTCACAATATTC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCACTGGACAGTTGGAACAATCTGTGGAGTTGGTTTAGCATATCACAATGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGGACAGATAGGATTATAGAATTAGCACAAAGAATTTGGAGGGCT----------------------------
--------ATCCTCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM204624 
GTG---CAG---------------------------------------------
AGCTCTTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCGAAAGCATATGAAGAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTAGAGTGCAAAGAAGTTAATGATATAGATAATGCTAATGGTACCAATAATGATA
CTACTTCC-----------------------------------------------------------------
----AAGAATGCTACCGCTACCATTAATGCTACAGTTATTAAGGGTAACAACACTGATAGAATG---
AATTGTTCTTTCAATGTAACCACAATAGTAAGA---------------------------
GATAAGACAACGAAAGAAAGTGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAAAATTCTAAT-
-------------------------------------------------------------------------
-------
GGAAATTCTAGTAAAAATTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATCCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGACACATTTAAT------GGAACAGGGCCATGCACGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGCAGCCTAGCAAAAGAAGGG------------
ATAGTAATTAGATCTGAAAACCTAACAAACAAT---------GTCAAAACAATAATAGTACAACTTAAA----
-----------GAATCTGTAGAG---------ATTGTGTGTACAAGGCCCGGCAATAATACAAGGAGA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTGAAGAG---
AAATGGAATAAAACTCTACACATGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACGATAAAGTTTAAA------
CCACACGCAGGAGGGGATCTAGAAATTACA---ACTCATAGCTTCAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTTGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTATTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAACGGGAGATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAACTACACAGAAACAATTTAC---
CAGTTGCTTGAGGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGAGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTACA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTATAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCTGCTTTGCTA---TAA 
>JN681254 
GTG---GTG------------------------------------------
GGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTGTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGCTTATGGGATGAAAGCCTT---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGTAAATGCTAACAGGACTATAAATGTTACCACTACTGGAAATATTA
CC-----------------------------------------------------------------------
-------------AATGCTAATAATACTAGAAATATTACCTACGAGGGTAGCACAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGGAAAGGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAATGAAAAT----
-------------------------------------------------------------------------
----------------
AGTAGTGACGATACTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAAAACAA---



GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGAACAGGACCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCTTGGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAGCTTGAT----
-----------AAATCTGTAGAG---------ATTACTTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGCGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATCAGTAGTAAT---
GAGTGGAACAATACTTTAGAAAAGGTAAAGAAGAGATTAAAA---------------GAACACTTTCCT----
-----------------------------------GATAAAAATATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTGCA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAGAGATTCCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATATGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGATATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTACACAGGAACAATATAC---
AGGCTGCTTGAAGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAACTATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTAGTCTGTTAGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGGGCT----------------------------
--------ATCCGCAACTTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGTTA---TAA 
>JN681256 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTGTTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTATTTATGGAC---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCCTGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAACTGTACAAATGTTATAAATGTTACCAATAGT-------------------
-------------------------------------------------------------------------
----------------------------GGTACCTATAATAATAGCATGAGTGAAGACATAAAA---
AATTGTTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAAAAACAAAAAGCATATGCACTT---TTTTATAGACCTGATATAGTACCACTGGATAAT----------
-------------------------------------------------------------------------
-------------------------
AAAAATGAGTATATATTAATAAATTGTAATGCCTCAACCATAACACAG---
GCCTGTCCAAAGGTTTCTTTTGACCCGATTCCAATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGAC------------
ATAATAATTAGATCTGAGAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACTTTAAT----
-----------GACTCTGTAGAA---------ATTGTGTGTACAAGACTCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAA------
---------ATAATAGGAGACATA------------AGACAAGCACAGTGT---ACTGTT---GGACAG---
GAATGGAACGACACTTTAAACAGGGTAAAGATAAAATTAAAG---------------GAACTATAT-------
-----------------------------------AATAAAACAATAAAATTTGAA------
TCACCCGTAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCACAATGATATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGGCATCATATAT---
GCATTACTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTATTAGCATTGGACAGTTGGAACAGCCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTGGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATTGAAGTATTACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ615960 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGCAAATATCACTACGAATAGC-------------------------
-------------------------------------------------------------------------
-------------------------------ACGATTAAGGGAAACATGGCTGAAGAAATAAAA---
AACTGTTCTTTTAATACAACCACAGAGATAAGA---------------------------
GATAAGAAAAGGAAAGCGTATGCACTT---TTTTACAGGCTTGATATACAACCACTTAATGAA----------
-------------------------------------------------------------------------
----------------------------
GGTGGGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACACGGGATTAAGCCCGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGATGGGGAT------------
ATAATAATTAGATCTAAAAACATAACAGACAAT---------GCCAAAACAATAATAGTCCATCTTAAT----
-----------GACTCTGTAGGA---------ATTGAATGTGTAAGACCCAACAATAATATAAGAACA-----
-AGTGTAAGGATA------------GGGCCAGGACAGGCA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AAAATTAGTGAG------
AATTGGAACAGAACTTTAGAAAAAGTAAGGGAAAAATTAAGA---------------GAGTACTTCCCT----
-----------------------------------AATAACACAATAAGATTTAAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGATTGCTTGAAGAATCGCAAAATCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAACAACCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTGGGA---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTAATACAAGGACTTTGTAGGGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HQ595751 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAAAGGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGATG---
ACCCCACTCTGCGTCACTTTACAGTGTGTTAATGCTACTACTACTACTACGGGG-------------------
-------------------------------------------------------------------------
-------------------------------GAGACAAATGCTACCCGTTGGGGGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GACAAGAAGCACAAAGAGTATGCACTT---
TTTTATAGACTTGATATAATACCACTCAATGAGAATAATGAGACT----------------------------
--------------------------------------------------
GATGAGACTAAGGAAAAAAATAAAGAGTATATATTAATAAATTGTAATACCTCAACAGTAACACAA---
GCCTGTTCAAAGGTTACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCGTGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---



CAATTATTATTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCTAAAACAATAATAGTACAGTTTAAT----
-----------GAATCCATAAAA---------ATTGAGTGCATAAGGCCCAACAATAACACAAGGAGA-----
-AGTGTAAGAATA------------GGACCAGGACAATCG---TAC------TTTACAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAATGCATTTTGT---AACATTAATGTAACT---
CAATGGAATGAAACCTTATATAGGGTAAGTAAAAAGTTAAAA---------------GAATACTTCCCT----
--------------------------------AATAATACAACAATAAACTTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTATAAATGAGATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAAAGAGATTAGTAATTACTCAACCATAATATAC---
CAGTTGCTTGAAGAATCGCAAGTCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTATGGAATTGGTTCAGCATTTCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTATCAATAGTA---------AACAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGACTATCTACAAAGACTTTGTAGAGCT----------------------------
--------ATCCTCAATAG-------------AGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>JQ754244 
GTG---AGT---------------------------------------------
GGCTTGTGGGTCACAGTTTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTATTTGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAACCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAAACTGTAGAAATGCAAATACCTCCGCA-------------------------
-------------------------------------------------------------------------
-------------------------AATGCTACCTACGAAAATAACACAATTGGTGAAATAAAA---
AATTGTTCTTTTAATATAACCACAGAAGTAAGA---------------------------
GATAAGGAAAAGAAAGAATATGCACTC---TTTTATAGACCTGATATAGTACCACTTGATGATAAGGAT----
-------------------------------------------------------------------------
-------------
AACTCTACTAACTCTACTATGTATAGATTAATAAACTGTAATACCTCAAGCCTAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGCACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGCAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------AAATCTGTAGAG---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGGAAA---
GATTGGGAAGAAACTTTACGAAATGTGAGTAAAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAATTTTACG------
TCCCACTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGTTTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTAAAGAGGATATTTGG------GGT------
AACTTGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTATACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAGGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTACTAGAATTGGACAAATGGAACCATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCCACTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTCCTACAAAGACTTGGTAGGGCT----------------------------
--------ATCCTCCACATA------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ595765 



GTA---GCA------------------------------------------
GGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTTTGTGCATCGGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTGGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAAGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAATGATGTTACCAAAAATGTT----------------------
-------------------------------------------------------------------------
----------------------------------ACTGCTACCAGTAATAGTACTGATATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGTAAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAAGAG----------
-------------------------------------------------------------------------
-------------------
AATAACAACTTTAGTTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGCCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAC------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GCCAAAACAATAATAGTTCATTTTAAT----
-----------AAATCTGTAGAA---------ATTGAGTGTGTAAGACTCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCACACGGTGAC------
---------ATAATAGGAGACCCA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AATTGGAATAAAACTTTACAAGAGGTAAGTATAAAATTAAGA---------------GAGCATTTCCCT----
-----------------------------------AATAAGACAATAAAATTTAAT------
CAATCCTCAGGAGGGGACATAGAAATCACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATATGGG
GTTGCTCTGGAAAACACATCTGCACCACTACTGTGCCTTGGAACGTTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAGTTACACAGGAACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAGAAGATTTATTAGCATTGGACAGTTGGAATAATCTATGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTATCATTTGCTATTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACGTA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>HQ615956 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCGGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGATG---
ACCCCACTCTGTGTCACTTTAGACTGTAGTAACAATGTCACTTCAATTAACAAT-------------------
-------------------------------------------------------------------------
----------------------------GGTACCAGAAATATTACCACAGAAAGCGGAATGAGA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAGGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTGGGGCT----------
-------------------------------------------------------------------------
-------------
AAGGGGAACAACAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGCAGTTTAGCAGAAGAGGAG------------
ATAGTAATTAGATCTCAGAACCTGACAGACAAT---------GCCAAAACAATAATAGTACAGTTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACGAGACCTAACAACAATACAAGGAAA-----



-AGTATACGTATA------------GGACCAGGACAATCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATC------------AGACAAGCATCTTGT---CAACTCAATGGAAGT---
GTATGGAATAGTACTCTACAAAAGGTATCTGAAAAGTTAAAA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAGAATTTAAA------
CCACACACAGGGGGGGATATAGAAATTAGA---ACACACATTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAGCAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAGGGGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAAAGAGATTAATAATTACACAGACACAATATAC---
AGGCTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAGAATTGGACAAGTGGGACAGTTTGTGGAGTTGGTTTGACATAACAAACTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAACAGCTGAG---
GGGACAGATAGAATTATAAACTTGCTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACACA------CCTAGAAGAATAAGACAGGGTTTTGAAACAGCTTTGCTA---TAA 
>HQ615947 
GGG------------------------------------------------------
ATGTGGGTCACAGTTTATTATGGGGTACCCGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATGATATGGTAGATCAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAATGTTAATGTTACCACCAGTAATATCACCAAT----------
-------------------------------------------------------------------------
----------------------AGTGCCAACAATAGTAACATAAGGGGAGGACAAGAAATGAAA---
AACTGCTCTTTCAATGTACACAGAGTACTAAAA---------------------------
GATAAAAAAGAGAAGGAATATGCACTT---TTTTATAAACTTGATATAGTACAACTCAATAGT----------
-------------------------------------------------------------------------
----------------
AATAGTAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAAGTCACGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAGTAATTAGATCTAAAAATCTGACAGACAAT---------GCCAGAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAG---
AACTGGACTAAAACTTTACAGCAGGTAGGGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------GGTAAAAACATAACATTTAAT------
CAATCCTCAGGAGGGGATATAGAAATTACA---ATGCATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTACACAGAAATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAGGCACAATATAC---
AGGTTACTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATTAGTCTAGTTGATACCATAGCCATTGTAGTAGCTGAA---
GGAACAGATAGAATTTTAGAAGTAATACAAAGAATTTGTAGAGGC----------------------------
--------ATCCGCAACGTA------CCTACAAGAATAAGACAGGGCGCGGAAGCAGCTTTGCTA---TAA 
>KT183068 
GGG---ATG---GTG------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGAGAAAGAA---GTACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATRTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGAGATGTTACTAGTAATGGTACTATGACCAACAAGACT-------
-------------------------------------------------------------------------
-------------------------------------------ATCACGGGTCAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGAAAAAGCAAGTGTATGCACTT---TTTTATATATCTGATGTAGTACCACTTAAGGGG----------
-------------------------------------------------------------------------
-------------
AATTCGGGGAATGTTAGTGAGTATATATTGATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTCAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTGGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCATATGGTGAA------
---------ATAACAGGAAACATA------------AGAGAAGCACATTGT---AACATAAGTGAAGGT---
AAATGGAATAAAACCTTACAAGAGGTAGCTAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------TCTAGAAATATAAGCTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGTCTTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTAATGTGCCTTGGAACTTCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGAGATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACACAAACAATATAC---
AAGCTGCTTGAGGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGT
TATGGTATATAAAAATATTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTAACACCACAGCAATAGCAGTAGCTGAG---
GGAACAGACAGGATCATACACTTCCTACAAAGAATTTGTGAAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KT183114 
GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCAGTATGG---AAAGAAGCAAAA---
ACAACTCTATTCTGTGCATCAGATGCTAAGGCATATGAAAGGGAG---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTAGCAATGTTAACGGTACTAATACTACTGAAAAT-------------
-------------------------------------------------------------------------
-------------------------------------------AATATCAGAAATGAAATGAAA---
AATTGCTCTTTCAATACAACCACCGAATTAAGA---------------------------
GATAAGACAAACAAACAGTATGCACTT---TTTTATAGAATTGATATAGTACAAATTGATGAG----------
-------------------------------------------------------------------------
-------------
AACACTAAGAATAATACAGAGTATAGATTGATAAATTGTAATACCTCAACTGTGACACAA---
GCCTGTCCAAAGGTCGCTTTTGACCCAATTCCTATACATTATGGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATGAGACATTCAAT------GGGACAGGGCCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAGTGCACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGGA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCCATACAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTT------TATACAACAGGTGAC------
---------ATAACAGGAGACATA------------AGACAAGCACACTGT---AACATTACTGGC-------
--TGGAATAAAACTTTACAAAGAGTAGTTGAAAAATTAAGA---------------GAGAACTTCCCC-----



----------------------------------AATAAAACAATAAAATTTCAG------
CCATCTTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCACGATGAAATATGG------GAC------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACATAATATAC---
CTGTTGCTTGAGAAGTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAATATAACAAAGTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACTTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTACTG---TAA 
>KT183141 
GGG---AAT------------------------------------------
GAGAACTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCGAAAGGCTATGAAAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTGCAAATGTAAATATTACCAAGAATGTTACCTAC-------------
-------------------------------------------------------------------------
----------------------AGTTATTCTAACAGTACCCACAATATAACTGAAGAAATGAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAAAAACAAGCATATGCACTT---TTTTATATACATGATATAGTGCCACTTAAAGAG----------
-------------------------------------------------------------------------
----------------------
AATGGGACTGAGTATGTATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGG---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAGTA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGCACAT---
CATTGGAACAAAACTTTAGAGCGGGTGAAGGAAAAATTAAAA---------------GAACATTATAAT----
--------------------------------AATAACAAAACAATAGAATTTCGA------
CAACCAGCAGGGGGGGATCTAGAAGTCATA---ACACATATCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTACAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAAAGTCTAACAGAAATTTGG------GAT------
AATATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAAGCATAATATAT---
GATTTGCTTGAAGTCTCGCAAAATCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGAATTGGACAAGTGGAACAGCTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGA---
GTACTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAATCTTTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAGCACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTATTAGAATCAGACAAGGCCTTGAAACAGCTTTGCTA---TAA 
>GU080161 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCAAAAGCATATGAGAAGGAG---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATAGCATGGTGGAGCAGATGCATGAGGATATA---



ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAGAATGTGATAATGTTACCTATACTGGTAAT----------------------
-------------------------------------------------------------------------
----------------------------------GAGGATAGTATCACCGAAAAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAGAA---------------------------
GATAAAAAGCGCAAAGAGCGTGTACTT---TTTCATAGCCTTGATATAGTACCACTTGAGAATAATAACAGC-
-------------------------------------------------------------------------
-------
TCTAATAATGGCAGCTCTAATAAGAAGTATAGATTAATAAATTGTGATACCTCAACCACAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTTTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGAAAAT---------GCTAAAATAATAATAGTACATCTTAAT----
-----------GAATCCATAGAA---------ATTATGTGCATAAGACCCGGCAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAGACA---TTC------TATGCAAATGAC---------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AAGGTAAATAGATCT---
AAATGGAATGAAACCTTACAAAAGGTAGGTATAAAATTAAAA---------------GAACACTTC-------
-----------------------------------AACAAAACAATAATATTTGAA------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------GGC------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACACATACAATATAC---
AGTTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CGAAATGAAAAAGAATTATTAGCATTGGACAAGTGGCAGAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCAATCAGTCTGCTTGATACTATAGAAATAATAGTAGCTGAG---
GGAACAGATAGGATTATAAACTTCCTACAAAGCATTTGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTAGAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU080162 
ATG---GAA------------------------------------------
GAGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACAACTCTATTCTGTGCATCAGATGCTAAAGCATTTGAGAGAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACTGAT---
CCCAACCCACAAGAATTATTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATTTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTACGAATGCTAATGTTAATGTTACCAACAGTACTGAC----------
-------------------------------------------------------------------------
----------------------AGCATGGAGGGAGAAATAAAAAATATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAGGCGTATGCACTC---TTTTATAGACCTGATTTAGTAGCAATTAATGAGAATAAC----
-------------------------------------------------------------------------
-------------
CCTAGTAATAGTAGTGGTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGCCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGAAAAG---GAG------------
ATAGTAATTAGCTTTGAAAGTCTAACAGACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTGTAAAC---------ATTGTGTGTACAAGACCCAATAATAATACAAGACAA-----
-AGTATAGGGTTT------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGATCA---
GCATGGAACAGAACTTTAGAAAGGGTAAAGAAGAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACTATAAAATTTGAT------
AATTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGACAAGGGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCGTGGAACTCCAGTTGGAGT-----------------
----------------------------GATAAAAATCAAGACGAAATTTGG------CAT------
AATATGACATGGATGCTATGG---GATAAAGAAGTTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGCCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACTTGTGGAGTTGGTTTGGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGGGGCTTAATAGGCTTGAGAATAATTTTTAGT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCACAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTTCTAAGAGGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU080164 
GTG---GGA------------------------------------------
GGAAATTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAGTGATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACGTGGTGGATCAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTAAATGTTACTGCTAGTGGCAATAATGTTACTGCTGGTA
GCAGTAAT-----------------------------------------------------------------
----AATGCCACCAGTAATGGCACAAATAGAAGATTAGAAAATAGCATGAATGGAGAAATAAAA---
AATTGTTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAATGGGGAT-------
-------------------------------------------------------------------------
----------------
AGTAACTCGAGTGGAGACTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGGAGAA------------
ATAATAATTAGATCTAAAAATCTGTCAGACAAT---------GCTAAAACAATAATAGTCCAATTTAAT----
-----------AAATCTGTAGAG---------ATTGTGTGTGTAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGGT------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGCAAAAAT---
GACTGGAATGAAACTCTACAATGGGTAGGAAAAAAATTAGCA---------------GAGCACTTCCAT----
-----------------------------------AATAAAAAGGTACGCTTTCAA---
CCAGCCGCACCAGGAGGGGACATGGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACAAGGATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAACACAATATAC---
CAGTTGCTAGAAGAATCACAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAGTTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAAGGGTTTGAAGCAGCTTTGCTA---TAA 
>GU080165 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATTTATGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGCAAACTTTACTTATTCAAATGTTACTTACAATAAT----
-------------------------------------------------------------------------



-------------------TATACTAACATTGGTAACCTTGGTAACCGGACTGAAGGAATGAAA---
AATTGCTCTTTCAACACAACCACAGAAATAAGA---------------------------
GATAAGCAACAGAAATCATATGCACTT---TTTTATAAACCTGATATAATACCACTTAACAAT----------
-------------------------------------------------------------------------
-------------------------
AGGAGTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAATACATTCAAT------GGAACAGGACCATGCAATAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGTAGAAGGGGAG------------
GTAATGATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACTGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGACAG---
CAATGGAACATAACCTTAGAACGGGTGAAGAAAAAATTAGCA---------------GAACTCTACCCT----
-----------------------------------AATAAAACAATAAAATTTGAC------
AATTCCTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTGAAACAGACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTATTAATTACACAAATACAATATAC---
CAGTTGCTTGAGGAATCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACTCCTTGTGGTCATGGTGGGACATATCAAAGTGGC
TGTGGTATATTAGAACATTCATCCTAATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTGGT---
GTAATATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGGTGATTGAAATAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATC------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>GU080166 
GGG---GAG------------------------------------------
AGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCGGACGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAATTTGTACAAGTGTAAATATTACCAATAATAGTACCAATAACTCCAGTAAT-
-------------------------------------------------------------------------
----------------AGTATCAGGGATAGTAACTTCAATAATAACATTACGGAAGACATGAAG---
AATTGCTCGTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAACAAAAGGCATATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAAGGAC----------
-------------------------------------------------------------------------
----------------------
AATAGTACAGAGTATATATTAATAAATTGCAATACCTCAACCGTAACTCAC---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGGACAGGAACATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATAAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACACTTTAAT----
-----------AAATCTGTAGAA---------ATTGATTGTACAAGACCTGGCAATAACACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGTGAC------
---------ATAATAGGGAATACA------------AGACAAGCACATTGT---AACCTTAATAAAAGT---
GCATGGAACACAGCTTTAAAACAGGTAAAGGAAAAATTAGTA---------------GAACACTTCCCT----
-----------------------------------ACTAAAATAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGAGAAATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTAGTAATTACACATCAGTAATATAC---



AACTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGATGGAACAATCTGTGGAATTGGTTTAATATAACAAATTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAATACAAAGAAGTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU080168 
GGG---GAA------------------------------------------
AAGGACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGCCA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGGTGTACAAACGTGAATTGCACTAATACCACTTGCAATAGT----------
-------------------------------------------------------------------------
-------------------------AACACCACTTACAGTACTAGCCAGGTTGAAGGAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
AATAAGGAACAGAAAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTTTATATTAATACATTGCAACTCCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGGCCATGCAATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAAAAGAAGAA------------
ATAGTAATTAGATCAGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAATATTAATAAGAGACAA-----
-AGGATAAGGATA------------GGACCAGGACGAGCA---TTC------GTTGCAATAGGAAAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ATTGTTAATGGAAGT---
ATATGGAACAAAACTATAGAACAGGTAAGGGTAACATTAAGG---------------
GAAAAATTACAAAAACAC------------------TTCCAC------CAGAATACAACAATAACATTTAAC-
-----ACATCCTCAGGAGGGGACCTGGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------GATAAAAATCAAACAGCAATTTGG------AAT------
CAAGCGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGATTGCTTGAGAACGCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTAGAATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACCCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATTACTTAGCAATAAGAGTAGCTGAG---
GGAACAGATAGAATTATAGAGTTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATACTCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>GU080171 
ATG---TTG------------------------------------------
GAGAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAATCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTATATTGTCGCACTGTTAATACAACAAATACTACTAATAGTGGC----------
-------------------------------------------------------------------------
----------------------AATGCTACCCATAATGATGACCTAAATAGAGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAGGAAACAGGAAGCACATGCACTG---TTTTATAATTCTGATGTAGCACCACTTAATGGG----------



-------------------------------------------------------------------------
----------------------
AATAATAGTAGATATATATTAATACATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATCCATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGATGAA------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCGGCGATCATAGAAAGAGA-----
-ATTATAAGGATA------------GGACCAGGACAAGCA---TTC------CATGCAAGAGATAAC------
---------ATAATAGGAGACATA------------AGGAAAGCATATTGT---AACATTACTGCAGCC---
AAGTGGAATGAAACGCTACAAAAGGTAGCGAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAATATTCAGA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACACAGCTTTCAGTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCGGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATGATATTTGG------GAC------
AATATGACATGGATGCAATGG---GACAGAGAAATTAATAATTACACAAACACAATATAC---
AGATTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTAAACAGTTGGCAAGGCTTGTGGGACTGGTTGGGCATAACAGGGTGGC
TGTGGTATATAAAAATATTCTTCATAATAGTAGGAGGCTTAGTAGGTTTGAAAATAATTTTTTGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGTCTAATAGATACCCTGGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAATTATTACAAAGATTTGGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTACTAGAATAAGACAAGGCCTTGAAGCAGCTTTGCTA---TAA 
>GU080173 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAGGCAACA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---ATGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGATA---
ACCCCACTCTGTGTCACTTTAAACTGTACAACTGCCACTTTAAAATGTGCAAATGCAAGCAATACTAGT----
-------------------------------------------------------------------------
-------------------ACAACAGATAATGCTACCTGCGATGAAATGAAGGAAGAAATAAAA---
AATTGCTCTTTTAATACAACCACAGAACTAAGA---------------------------
GATAAGCAAAAGAAAGAGTATGCACTT---TTTTATAGATCTGATGTAGTACCAATTGATAATAAAAAGGGT-
-------------------------------------------------------------------------
----------
AACTCTAGTGATGGTAGTGGTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAGGATCTGGAAAACAAT---------GCCAAAATAATAATAGTACACCTTAAT----
-----------GAGTCTGTAGAA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGGC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AGCCTCAATGGAACA---
AAATGGAACACAACTCTAGACAAAATAGAGAAGAAATTAAAA---------------GAATACTAT-------
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGCCTCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAACTCCAGTTGGGGT-----------------
----------------------------AACAAAACAGAAAAAGATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAGAGGGAAATTGATAATTACACAGGTACAATATAC---
AGGCTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAGGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC



TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTACT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATAGTATAGCAATAACAGTAGCTGAG---
GGAACAGATAGAATTATTGAAGTAATACAAGGAATTTGTAGAGCC----------------------------
--------ATCCGCAACATA------CCTGTAAGAATAAGACAGGGCCTTGAAATAGCTTTGCTA---TAA 
>GU080176 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
GCTACTCTATTCTGTGCCTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTTCAAATGCAAATTTTACAAATACAACTAGGAAT-------------
-------------------------------------------------------------------------
-------------------------TTTGCAGGAGTAAAGGCTGAGGATAAGGAAGAAGTAAAA---
AATTGCTCCTTCAATACAACCACAGAAATAAGA---------------------------
GACAAGAATCAGAAAGGGTATGCACTT---TTTTATAAACTTGATGTAGTACCACTTAGTAATGAA-------
-------------------------------------------------------------------------
----------------
ACAAATGGTACTGAAGAGTATATATTAATAAATTGTAATACCTCAACCATAACTCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAAACCAGTGGTATCAACC---
CAACTGCTATTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATACTAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------STAATAGGAGATATC------------AGACAAGCACATTGT---AACATTAGCGAGGGT---
AAGTGGAATAAAACTTTACAAAGGGTAAGTGAAAAGTTAAAA---------------GGATTCTTCCCT----
-----------------------------------AATAAAATAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTGTC---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCCCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCACAATATAT---
AAATTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAATCTTTGTAGAGGT----------------------------
-----------------------------ATAAGGGTAAGAAAGGACTTTGAAACAGCTTTGCAA---TAA 
>GU080178 
AAG---ACA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTCCCTGTGTGG---ACAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGTGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGAGTTGAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTACAGAGGTCACTCCAAATTGTACAAAGGTTAATAATAGTAGCTCAA
ATAATACTACTGTTGCTCCCACTACCACAGCTACT--------------------------------------
----------TGTAATAATCACACAAAGGATAATGCTAGCATAATTGGAGAAAGAGAAATGAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AATCCCAATACTACTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGCGCACCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCTGTAGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAT------------
ATAATAATTAGATCTGAAAATCTGACAAGCAAT---------ACCAAAACTATAATAGTACACCTTAAT----
-----------GAATCTGTAAAA---------ATTGAGTGTCTAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGCC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTACACTA---
GCATGGAACGCAACTTTAGAAAGGGTAAGGGGAAAGTTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCACCCGCAGGAGGGGACCTAGAAGTTATA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCCCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAAATCTTACAATAAAATTTGG------GAT------
GAAATGACTTGGATGCAGTGG---GATAAAGAAATCAGCAATTACACAGACACAATATAC---
AGGTTGATTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCTTTGGACAGTTGGAATAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGATTGATAGGTCTGAGAATAATTTTTTGT---
GTGCTCTCTGTAGTA---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTCGAAGTACTACAAGGAATTTGGAGAGGT----------------------------
--------ATCCGTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>GU080179 
ATG---GAG---------------------------------------------
GAAAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAACGCTAAAGCCTATGAAAAGGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGGGATGCTAATGTCACTGGTAATGCTAAAGGCACCAAAGCTAATG
TCACCAATATAGCTAATAAC-----------------------------------------------------
-GCCACCAGTGCTAATGTCACCAGCAATGCTACCATAATTGGGAATATAACTGAGGAAATAAAA---
AATTGCTCTTTCAGGGTAACCACAGAAATAAGA---------------------------
GATAAGGACAAGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAGTGAGGATGAC----
-------------------------------------------------------------------------
-------------
AAAGCCAACCAGTCCAGAAAATATAGATTAATAAATTGTAATACCTCAGCCGTTACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTTCACCTTAAT----
-----------GAGTCTGTAGAG---------ATTGTGTGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACC---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAACT---
GATTGGAACAGAACTCTACATCAGGTAGGGAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAGAGCATAATCTTTAAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCTTTGGAACACCACTTGGAGT-----------------
----------------------------AATAAAACTAAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAACCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTATTGGCATTGGACAAGTGGAACAACTTATGGAGTTGGTTTAACATATCAAGTTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTAATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAG---



GGAACAGATAGGATTATAGAAGTAGCACAAGGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU080180 
AGT---GGG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGCTAGTTTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTATATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTACAGATGCAAAGGTTAACTATTCAAGT-------------------
-------------------------------------------------------------------------
-------------------------------ACCTATAATGAGAGCCTGGAGGGAAAATTACAA---
AATTGCTCTTTCAATACAACCACAGAAATAGGA---------------------------
GATAAGAAACAGAACACCTATGCATTT---TTTCATAGACCTGATGTAGTACCACTTAAGGGG----------
-------------------------------------------------------------------------
----------------------
AACGCTAGTGAGTATATATTAATACATTGTAATACCTCAACCATAACTCAA---
GCCTGTCCAAAGGTCACCTTTGAGCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTTTAGCAGAAAAGGAG------------
ATAATCATTAGATCTGAAAATCTAACAGACAAT---------GGCAAGAATATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTACGTGTACGAGACCCAATAACAATATAACAACA-----
-AGAATTATAAGT---------ATAGGACCAGGACGACCA---TTC------TATACAAAGAAT---------
---------ATAGGAAGAGACATA------------AAACAAGCCTATTGT---AAAATTAATGGAACA---
CAATGGAACATAACTTTAGGAAAGGTAAAGGAGAAATTAAAA---------------GAACACTTCCAT----
-----------------------------------AATAAAACAATAGAATTTGCA------
CCACACGCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCATTGGAACAGCAGTTGGAGT-----------------
----------------------------AATAAGTCTGAAAAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAGGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAATTGGAAAAACCTGTGGAGTTGGTTTAGCATAACAAACTGGT
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTCTTGGT---
GTGCTTTCTATAGTA---------AGAAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAAGAGTCTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>GU080181 
GTG---GTA------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAGTAAGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCCGTGTACCCACAGAC---
CCCAACCCAATAGAACAGGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGATTGTAGTAATGAGGTTAGATGTAAGAATGCTACT----------------
-------------------------------------------------------------------------
----------------------------CGCCATGAAATTAATTGTACTGCTACAGAAATAAAA---
AATTGCACTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAGAAAAAAGAGTATGCACTC---TTTTATAAACTTGATATAGTACCACTTGAGGGGAGT-------
-------------------------------------------------------------------------
----------------
AACAACAGTACTGAGGAGTATAGATTAATAAATTGTAATACTTCAACTGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAAAGATTAGATCTAAAAATCTGACAGACAAT---------GTTAACACAATAATAGTACAGCTTTAT----
-----------CAGAATGTAACA---------ATTGTGTGCACAAGACCTGGCAATAACATAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGGCAAGCA---TTC------TTTACAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAGACAG---
TACTGGAATAAAACTTTAGAATGGGTAGGAAAAAAATTAGTA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAA------
TCATCCTCAGGAGGGGACCTAGAACTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCCCTAGAAAAAATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACATAATATAT---
GATTTGCTTGAAGAATCGCAAGACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGGATTGGTTTAGCATATCAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTATGGCT---
ATACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAGGGATTTGTAGAGCT----------------------------
--------TTCCGCAACCTA------CCTAGAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCTA---TAA 
>GU080182 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTGAATTGTACAAATGTAACTGTTACCACTAATAGTACTACTACACCTGCT----
-------------------------------------------------------------------------
-------------------ACTGCTATTAATAATACTGCTGATGACATAAGTAAAGAAATGAGA---
AATTGCTCTTTCAATACAACCACAGGAATAAGA---------------------------
AATAAGCAACAGCAAGCACATGCACTT---TTTTATAAACCTGATATAGTACCAATTGATCAG----------
-------------------------------------------------------------------------
----------------------------
AGCAACTATATATTAATACACTGCAATGCTTCAACCATAACACAA---
GCCTGTTCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAGGAG------------
GTAATAATTAGCTCTAAAAATCTGTCAGACAAT---------GCCAAAATAATAATAGTACACCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAGA-----
-AGTATAAGGGTA------------GGGCCAGGACAATCA---ATC------TATGCAACAAATAGG------
---------ATCATAGGAGACATA------------AGAAAGGCATATTGT---AACATTAGTAGGGAG---
CAATGGAACAAAACTTTAAGATGGGTAAGGGAAAAACTAAAG---------------AAACACTACCCT----
-----------------------------------GGCAAAAACATAAGTTTTGCA---
CCAGCAGTCACAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTTCTGTGCCTCGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCAAACAGCTATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGCAATTACACAGAAGAAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGAACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATTATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTAGT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGCAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU080184 



ATG---GAA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTTTATTCTGTGCATCAGATGCTAAAGCTTATGAAAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACACTGTGGCCCTATAAAGTGTAAAAATGCCACCCACAATAATACCAGCCAC-
-------------------------------------------------------------------------
-------------AATGATACCACCTGCGTTATTGTGAACAATACTATGAGAGAGGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GGTAAAACACAGAGTGCGTATGCACTT---TTTTATAAATCTGATTTAATACCAATTAATAAGAAACCTATT-
-------------------------------------------------------------------------
-------
AATAATTCTAGTAATAATTCTAGTGAGTTCATATTAATACATTGCAATTCATCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGACATTCAAT------GGGACGGGACCATGCCATAAT-----------------------
-GTCGGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTCCATTTTAAT----
-----------GAATCTGTAAAA---------ATTGTGTGTACAAGACCCAACAATAATAGAAGAAGA-----
-AGCATGAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGATGCA------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---TCAATTAATAAAACA---
GAATGGCACAAAAATCTAAAAGGGGTGAGGGAAAAACTAAGG---------------GGACACTTCCCT----
-----------------------------------AATAAAACAATAATCTTTAAT------
TCATCATCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAATCTTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAGCACAATATAC---
ACATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATCATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTGGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTAGTAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTACAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU080185 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGGCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGATAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGACCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTACCCGCACAAATGATACCCTCAGTGTAAATGTT----
-------------------------------------------------------------------------
-------------------ACCTATAACGTAAATGATACCTACAAGATGAAGGAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAACAGGAAGCGTATGCACTT---TTCTATAGATCTGATGTAGTAGCACTTGGTAAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAGTAAATTGCAATTCCTCAACCATAACACAT---
GCCTGTCCAAAAGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAAACATTTAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGGGGAC------------
ATAATAATTAGATCTAAAAATCTGTCAAACAAT---------GCCCGCACAATAATAGTACACCTTAAT----
-----------GAATCCATAGAA---------ATTAATTGTACAAGACCTGGCAATAATACAAGGAGA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTACTAAT-------
--TGGAACAAAACTTTAGAAAAGGTAAAGGAGAAATTAAAA---------------GAACACTTCCCT-----
----------------------------------AATAAAAACATAAGCTTTCAA------
CCACCATCAGGAGGAGATCTAGAAATTACA---ACACATAGCGTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACGGACATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAGGCCTAATATAC---
AGCTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAACTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTATGGGT---
GTGTTGTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGTTATTAGTCTGGTAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTA---TAA 
>GU080186 
GTG---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---ACAAATGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAACTAGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAATTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTACAAAAGTAAATGGAACAGCTAATGCTACCAGTGAAGGA-------
-------------------------------------------------------------------------
----------------------ACAGCTAATGCTACCAGTAAAGATGAAGAAATGACAATGTAT---
AATTGCTCATTCAATACAACCACAGGCATAAGA---------------------------
GATAAGACACAGCAAGAGTATGCACTT---TTTCATAAACATGATGTAGTACCAAGTAATATT----------
-------------------------------------------------------------------------
----------------------
GATAATTCTGAGTATATATTAATACATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCAATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAGAATCTGACAGACAAT---------AGCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTGGAC---------ATTGTCTGTACAAGACCTGGCAATAATACAAGGAGA-----
-GGTATAAGAATA------------GGACCAGGACAAACA---TTC------TTTGCAACTAGA---------
---------ACAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
AAATGGAATACAACCTTACAAAGGGTAAGTGCAAAATTAAAA---------------GAATACTTC-------
-----------------------------------AATAAAACAATAATATATAAC------
TCATCCTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACGGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGCAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAATAATTACACATACACAATATAC---
CAGTTGCTTGAGGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTGGAATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAGTACATAGAGCTTGCAGAGCT----------------------------
--------ATCCGCTACATA------CCTAGAAGAATAAGACAGGACTTTGAAGCAGATTTGCAA---TAA 
>GU080190 
---------------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGCT---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACAAATGTTAAGATTACTTGCAATAATACTTGTAGAGATAATGTT-
-------------------------------------------------------------------------
----------------ACTGATAAGTACAGTTTTAACATAACTGAAGACACTGGAGAAGTAAAA---
AATTGCTCTTTCAATACTACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAATGTGTATGCACTT---TTTTATAAATCTGATGTAATACCACTTACTCAGAAT-------
-------------------------------------------------------------------------
----------------
AACTCTAGTAATAAAGAGTATATATTAATACATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACTTTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGTTAAATGGTAGTCTAGCAGAAGAGGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTATAAGACCCAACAGTCATACAAGGCAA-----
-GAAGGTGTAAGG---------ATAGGACCAGGACGAGCA---TTC------TATGTAAGAGGTAAA------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---ACAATTAATGGAACA---
CGATGGAACACAACTTTAGGAAAGGTAAAGAAAAAGTTAGGA---------------GAATATTACATT----
-----------------------------------AACAAAACAATAGTATTTAAA------
AATTCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAAAATCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGCAATTACACAGACACAATATAC---
AGGCTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAGGACCTGTGGAATTGGTTTACCATATCACATTGGC
TGTGGTACATAAAAATATTCATCATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAGTCAGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTATTACAAATAATTGGTAGAGCT----------------------------
--------ATTCTCCACATT------CCTAGAAGAATAAGACAGGGCTTGGAAGCTTTTTTGCTA---TAA 
>GU080191 
---------------------------------------------------
GGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAATGTTACTAATGCTACC-------------------------
-------------------------------------------------------------------------
-------------------------------------AACAGTGATAATGTAAATGAAATGAAA---
AATTGCTCTTTCAATATAACTACAGAAATAAGA---------------------------
GATAGAAGAAGGAATGTAAGTGCACTT---TTTTATAGGCTTGATATAGTGCCACTTAGTGGG----------
-------------------------------------------------------------------------
-------------------
GGGAACAACAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTTACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGGACAGGACCATGCAGGAAT-----------------------
-ATCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTGGTGTCAACC---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAGACAGT---------ACCAAAACAATAATAGTCCACTTTAAG----
-----------GAATCTGTAAAC---------ATTGTGTGTACAAGACCTGGCAACAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCT------
---------GTAACAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
CTATGGAACAGAACTTTAGAACAGGTAAAGGAAAAATTAAAA---------------GAACATTTTCCT----



-----------------------------------AATAAAACAATAGGGTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AGTAAAACTTACGATGAGATTTGG------GAA------
AACATGACTTGGATGCAATGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
AGGCTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCACTGGACAAATGGGACACCCTTTGGAGTTGGTTTAGCATATCACATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATACAAAGAGTTTTTAGAGCT----------------------------
--------ATCTACTACATA------CCTAGAAGAATAAGACAAGGCTTTGAAACAACTTTGCTA---TAA 
>GU080192 
GGG---ATG---GGA------------------------------------
TTGGGATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------ATCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATGACATGGTAGATCAGATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACATGTAGTAATGCTAATTTTACCCACCATAATGGTACCCGC----------
-------------------------------------------------------------------------
-------------------------AATAATATTACCTCTGATGGAACTGAGAAAGAAATGAAA---
AATTGCTCTTTCAATGCCACCACAGAAATAAGA---------------------------
GATAAGAAGAGCAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTTGATAGCAATAGC----
-------------------------------------------------------------------------
-------------
AATAGCAATTCTAGTAGCAATTACAGATTAATAAATTGTAATACCTCCACTGTAACACAA---
GCCTGTCCAAAGGTCCCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCTACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------AAATCCATAGCA---------ATTAATTGCACAAGACCTGGCAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
GACTGGGAGGAAGCTCTATATAAGGTAGGTAAAAAATTGGGA---------------GAGCATTTCCCT----
-----------------------------------AATAAAAATATAAGTTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTCAGGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACCTTACATGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAGCAATTACTCAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAATCCAGCAGGAC----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTAGCATTGGACAAGTGGCAGAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATCTTTGCA---
GTACTATCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTCATACTGAGAATTTGTAGAGCT----------------------------
--------ATCAGCAATATC------CCTACAAGAATAAGACAGGGCTTGGAAGTAGCTTTGCTA---TAA 
>GU080197 
GTG---ATG---------------------------------------------
GGCATGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGACCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCCCTCTGTGTCACTTTAGAATGTAAAAATGTTACTGACACAAATGTTAAGGTTACA-------------
-------------------------------------------------------------------------
----------------------------AATGTTAATGCTACAGATGTTAAGGGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGAAACGGACAGAGTATGCGCTT---TTTTATAGACTTGATTTAGTACAACTTAAAGAGGAA-------
-------------------------------------------------------------------------
----------------
AAAAACAACTCTGGGGAGTATAGGTTAATAAATTGCAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCACCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGAACTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------CAGTCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTGAAAGG---
AAATGGAACGAAACTTTACAACAGGTAAAGAGAAAATTAAAA---------------GAACATTTCCCT----
-----------------------------------AAGGAAACAATACAATTTGAA------
CAACCCGCAGGTGGAGACCTAGAAATTATA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTTCAGGCAAGAGTCTTGGCTCTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------ACTAAATCTCAAGAAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
CAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAGAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAACACAAAGAATTTGTAGAGCT----------------------------
--------ATCTTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>GU080198 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTGCCCACAGAT---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTACATTGTGTTAATATCACTGCTAGCAACATTACTAGCAATACT----------
-------------------------------------------------------------------------
----------------------ACTACCAATAGTACCATTGAGTATATGAAAAAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GGTAAGCAACAGGAAGCGTATGCACTT---TTTTATAAATCTGATCTAGTGTCACATATGAAG----------
-------------------------------------------------------------------------
-------------------
GGGAACGCTAGTGAGTTTATATTAATACATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
GTAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------AGATCTGTAGAA---------ATTGTGTGTACAAGACCTGGCAATAATATAAGAAAA-----
-AGGATAGGGATA------------GGACCAGGACAAGCA---TTC------CGTGCAACAAGTGGA------
---------ATAATAGGAAACATA------------AGACAAGCACAGTGT---AACATTAGTACACAG---
GAATGGAATGAAACTTTAGAACAGGTAAGGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAATCAATAGAATTTAAG------
CCACACTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACCGCAGTGGCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATCAATAATTACACAAACACAATATAC---
AGGTTACTTGAGGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTAGGC---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTATTGCAAAGAATTGGTAGAGCT----------------------------
--------TTCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU080193 
GTG---GTG---GTG------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
GCCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTGTTGGGA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGGTGTACTAACTACACCTACAATAGTACCCACAAGGAGAACGAG-------
-------------------------------------------------------------------------
-------------------AAGGCCTACAATGGTAGCATAGGGAACATGATTGGAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGACGCGGCGCGTGCATGCACTT---
TTTTATAGATCTGATATAGTACCACTTAATGAGAACTCTAATGAG----------------------------
--------------------------------------
AACTCTGGTAAGAATAACTCTAGTAAGAACTCTAGTGATTACATATTAATAAATTGCAATACCTCAACCATAA
CACAG---
GCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATCATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------AAACCCGTATAC---------ATTCTGTGTACAAGACCAGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTACTAGAACA---
GACTGGAACAAAACTTTAGAAGAGATAAGAGAGAAACTAGGA---------------AAACACTTCCCT----
-----------------------------------CAGAAAATAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAATTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACGCAATATAC---
AGGTTACTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAACAATTTGTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM623591 
ATG---GAG------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATACACAAGTTAATGACACT----------------------



-------------------------------------------------------------------------
-------------------------------------CACAAGGAAGAAATGGAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAATA---------------------------
GATAAGAGTCAGCAAGCGTTTGCACTT---
TTTTATAAACCTGATGTAGTACCACTTAATGGGGATAGAAATAGC----------------------------
-----------------------------------------------------
TCTAGGGATAACTCTAGTGGAGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AGTAAGACATTCAAT------GGAACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGGTTAGGTCTGAAAATTTTACAAGCAAT---------CACAAAACAATAATAGTCCACCTTAAT----
-----------CAATCTGTAGCT---------ATTAATTGTACAAGACCCGGCAATAAGACAAGGAAA-----
-AGAATAGGGATA------------GGACCAGGACAAGCA---TTC------CATACACATACG---------
---------GTAATAGGAGACATA------------AGAAAAGCATATTGT---AAAATTAATGGAACA---
CTGTGGAACAAAACTTTAGAACAGGTAAAGGAAAAATTAAAA---------------GAACACTACCCT----
-----------------------------------GACAAAACAATACAGTTTCAA------
CCACCCTCAGGAGGGGATCTAGAAGTTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAATCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAGCACAATATTC---
AGATTGCTTGAAGACTCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAGCCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTCTTGGT---
ATACTCTCTATAGTG---------AAAAAGGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAATCTGCTTGATTCTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTATTACAAAGAATTTATAGAGCT----------------------------
--------ATCCTCAATATC------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623592 
GTG---ATG---GGA---------------------------------
TTGGGATCGATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACTAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTTCTAATGCTACAATTTATAATGTTACTGCTAAT-------------
-------------------------------------------------------------------------
-------------------------GCTAGCAATGTTACTGTTAACAAGACAGATATAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAGCA---------------------------
GATAAGAAGCGCAAAGAGTATGCACTT---
TTTTATAGACTTGATGTAGTACCACTTAATGAGAAGAGCAACTCT----------------------------
-----------------------------------------------------------
AGTCAGGAGTATGAGGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCATGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---ACTGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAACTGCTGCTAAATGGTAGCACAGCAGAAGAGGGT------------
ATAATAATTAGATCTGAAAACCTGACAAACAAT---------GCTAAAATAATAATAGTACAACTTCAG----
-----------AAGCCCATAGAA---------ATTGAGTGCACAAGGCCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAC------
---------GTAATAGGAGACATA------------AGGAAAGCATTCTGT---AGAATTAATGGAAGT---
GCCCGGAATGAGACCTTACAAGAGGTAGGTGCAAAATTATAC---------------AAACTTTAC-------
-----------------------------------AATAGAACAATAAATTTTAAC------
TCATCTTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACATCAGTTGGGGT-----------------
-------------------------CATAATAAAAGTCTAAGTGAAATCTGG------GAC------



AACATGACCTGGATGCAGTGG---GATAGGGAAGTTAGTAATTACACAGCTACAATATAC---
CAGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAGATGAAAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAATATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTTTAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGTTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAATACAAGGAATTTTTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>HM623593 
GTA---TGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---ATACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGATTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGCATATGGGAAGAAGGTCTA---AAACCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACCTTAAATTGTACAGATGTTATCTTAAACTGTACAGATGTTAATAATGTTAATAATA
CCTGC--------------------------------------------------------------------
-------ATGATTAAAACCAATGCTACTGCTACTAACAATAGTAGCCCGTATGAAGAAATGAAA---
AACTGCACTTTCAACACAACCACAGAAATAAGA---------------------------
GATAAAAACCAAAAAGCGTACGCACTT---TTTTATAGACCTGATCTAGTACCACTCAGTGGT----------
-------------------------------------------------------------------------
----------------------------
GGGGACTATATATTAATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAA---GATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACACCTTAAT----
-----------AAATCTATAGAA---------ATTACGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAATG---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
CAGTGGTATAATACTTTATACAACATAAGTAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAAACTAAGGAAGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAATAATTATACAAACCTAATATAC---
TATTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTACTAGCACTGGGAAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTACT---
GTGTTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGCTTGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAATATA------CCTAGAAGAATAAGACAGGGCTTGGAAATAGCTTTGCTA---TAA 
>HM623595 
GTG---ATG------------------------------------------
GGAAACTATTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---ATGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGTTTTTGGAC---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTACGGTTGTTAATAAAACTAATAATAATAATACT-------------
-------------------------------------------------------------------------
-------------------------AAAATCAATAATGTTAATGAGACCATACAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAAA---------------------------



GATAAGAAGCGCAAAGAATCTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGC----------
-------------------------------------------------------------------------
----------------------
AGCTCTGATAAGTATAGATTAATAAATTGTAACACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCATAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACAACTTAAT----
-----------GAAACCATAGAC---------ATTATGTGCATAAGAACAGGCAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAGCAAACGAC------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTACTGAAAGT---
AAATGGAACAGAACCTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAATACTTCTCT----
-----------------------------------AATAAAACAATAATCTTTAAC------
TCATCCTCAGGAGGAGACCTAGAGATTACA---ACACATAGCTTTACTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAGAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTATAAGTACATTTGG------GAA------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCATAATATAT---
GAATTGCTTGAAGAATCGCACATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTATCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACTTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>HM623596 
GTG---GTG---------------------------------------------
GGATTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTTCTGATGTTCAGATTAATAGTACCAGTTCTGAT-------------
-------------------------------------------------------------------------
----------------------------GTTCAGATTAATAATAATAGTACCAGTCCAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAAA---------------------------
GATAAGAAGCACAAAGTGTATGCACTG---TTTTATAGGCTTGATATAGTACCACTCAATGAT----------
-------------------------------------------------------------------------
----------------------
CACAACTCTAGTTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCGATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTATAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------ACTAAAACAATAATAGTACATCTCAAT----
-----------AAAACTGTAGAA---------ATTGAGTGCACAAGACCCGGTAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAGG------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTAGAGAG---
GCATGGGAACAAACTTTACAAAATGTAAGTAAAAAATTACAA---------------GAATACTTT-------
-----------------------------------AATAGAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGACCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGAGCAGATCTGG------GAT------
AATATGACCTGGATGGATTGG---GACAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------



AGAAATGAAAAGGATTTACTAGCATTGGACAGCTGGAACAATCTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGGATAATTCTTGCT---
GTGCTTTCTGTAATA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTACAGCCATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGATTTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM623597 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGAGCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACCTTAAATTGTAGTAATGCTATTGTTAATGTTACTTGTTATGATAAT----------
-------------------------------------------------------------------------
-------------------------GCCACTTGTAATAATAATAGCATGAGGGAAGAAATAAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---TTTTATAGATCTGATATAATACCAATTAATGAGAACAACTCT-
-------------------------------------------------------------------------
----------------
AGTAACTCTAGTAAAGATTATATATTAATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGATTAGATCTGAAAATCTGACAGACAAC---------ACCAAAACAATAATAGTCCACCTTAAT----
-----------CAATCTGTAAGC---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAAATAAC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTGGAAGC---
TTATGGAACAACACTTTAGGCCAGGTAAGGGAAAAATTAAAA---------------GAACATTATCCT----
-----------------------------------AACAAAACAATAGAATTTCAA------
CCAGCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAC------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAACTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAATTGGAATAACCTATGGAATTGGTTTAGCATAACACAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTAGT---
GTACTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATTCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCATTACAAAGAATTTGTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>HM623599 
GTG---GCA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAAGA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAACATTTCAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCTGGTAATAATACCAGTATT-------------------
-------------------------------------------------------------------------
----------------------------GGTAATAATACCATGGATGAAGAAGGGAACATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAACGTATGCACTT---TTTTATAAAGCTGATATAGTACCACTTTCTAGTGAG-------
-------------------------------------------------------------------------
----------------



GGGAATGCTTCTAAGGGGTATATATTAATAAGTTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGGGGAC------------
ATAGTCATTAGATCTGAAAATCTGACAGACAAT---------ACTAAAATAATAATAGTACACCTTAAT----
-----------GAATCTATATCA---------ATTGAATGTATAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGGAAGT---
AATTGGACTAAAGCTTTACGATTGGTAAGTAAGAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAAAATATAACATTTAAT------
TCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATATGTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAACGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTACACAGACACAATATAC---
AGGTTGCTTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAGAGATTTATTAGCATTGGACAGCTGGCAAAATTTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATTATAGAATTAGGACAAAGAATCGGTAGAGCA----------------------------
--------ATCATCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623600 
GTG---GCA------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAACATGTACAAATGTTACCAGAAATGATACCAAAAATGCT-------------
-------------------------------------------------------------------------
-------------------------ACCATTACCATTGAGGAGAACATGAAGGAAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGAAAGAGTATGCACTT---
TTTTATAGAACTGATTTAGAACCAATTAGTGAGGGAAGACATAGT----------------------------
--------------------------------------------
ACGAATAGCTCTAGTGAGAACAACTCTACTGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAA-
--
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAAAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------AAATCTGTAAAC---------ATTGTATGTACAAGGCCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGGGACATA------------AGACAAGCATATTGT---AACATTAATAAAACA---
GCATGGAACCAAACCTTAGAAGGGGTAAAGAAAAAATTACAA---------------AAACTCTTCCCT----
-----------------------------------AACAAAACAATACAGTTTAAC------
TCATCCTCAGGAGGGGATCTAGAGATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAAAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACCCAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACATAATATAC---
AATTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGA---



GTACTCTCTATAGTG---------CAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>HM623601 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATATTTCTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAACGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTGAAGTGTACAAATGTTACCACGAATGCTACAAAT-------------------
-------------------------------------------------------------------------
-------------------------------GTTGCCACGAATGCTACCTATAATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAGGAAACGGCAAGCGTATGCACTC---TTTTATAGACCTGATATAGTACCAATTAATGAA----------
-------------------------------------------------------------------------
----------------
AATAGCAATAGCTCTGAGTATATATTAATAAATTGCAATACTTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCCTGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GACTCTATAGAA---------ATTGAGTGTATAAGAACCGGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAT------
---------GTAATAAGAAATATA------------AGAGTAGCACATTGT---ACTATTAGCGAAGCT---
AAATGGAATAAAACTTTACAAGGGATAGGTAAAAAATTAGCA---------------GAAAAGTTCCCT----
-----------------------------------GAGAAAAATATAACATTTAAA------
CCACCTCCAGGAGGGGACCTAGAAATTATG---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGGGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACTCAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGCATTAAGCAATTGGCAAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATTATAGAACTAGTACAATTAATTTGTAGAGCT----------------------------
--------ATCTACCATATA------CCTACAAGAATAAGACAGGGCATTGAAGCAGCTTTGCTA---TAA 
>HM623602 
GTA---GTG---GAG---------------------------------
AACAAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACCTTATTCTGTGCATCAGATGCTAAAGCATATGTGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTG------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTACATTGTAGTTATGTTACTAATAATATTACTGCTGAT----------------
-------------------------------------------------------------------------
----------------------------AATTTTACCAGCGATAACCTGAGGGAAGAAATAAAA---
AATTGCTCTTTTAATGTAACCACAGAAATAAAA---------------------------
GATAAGAAACGGAAGGCATATGCACTT---TTTTATAGACTTGATATAGTACCCAATAACTCT----------
-------------------------------------------------------------------------
----------------
AGTGACAACTCTAGTGGGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT



GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAACCAGTGATATCAACA---
CAATTATTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ACAATGATTAGGTCTGAAAATTTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGCCAAGGC---
AATTGGAGTAAGACATTAGAAAAGGTAAGTAGAAAGTTAAAA---------------GAACACTTCTCT----
-----------------------------------AATAAAACAATAGCATTTAAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGTTATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGTATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GATAATGAAAAAGAGTTATTAAAATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGAATTATAGAATTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCTATAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>HM623605 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATATAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGTAGCAATGCTTATGGTACTAGAAATAGTACAGGGGCTACT-------
-------------------------------------------------------------------------
-------------------AGTGGAAATAGAACCTACGAGGAAAGCATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGGGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTCAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATGTTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCGATTCCTCTACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAGGT
GTAAT---AATAAGACATTCACT------GGGAAAGGACCATGCCTTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCGGAAGAGGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GGCAAGACAATAATAGTACACCTTAAT----
-----------GAATCTATATAC---------ATTAATTGTACAAGACCTAACAATAATACAAGAAAA-----
-GGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AGCATTAATAAAACC---
CAATGGAACACAACTTTAGAAAAGATAAGAGAGAAATTAAAA---------------GAATACTTC-------
-----------------------------------AATAGAACAATACAGTTTGCA------
CCACACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGTTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAACTACACAGACACAATATAT---
AAATTGCTTGAGGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTGTTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTACTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGAATTCTAGAATTAATACAAAGAATTTATAGAGGC----------------------------
--------ATCTGTAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HM623607 
ATG---TTG------------------------------------------
GGGGACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGCGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGAGC---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGACCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
GCCCCGCTCTGTGTCACTCTAAATTGTACTAATGTTAGGGCTGCCAATGCTACCAATGTT-------------
-------------------------------------------------------------------------
----------------------------GGTACTACCATTACCAATGTTACAGAAATAATGACA---
AATTGCTCTTTCAATGTAACCACAGAACTGAGA---------------------------
GATAAGACACAGAAAGTACATGCACTT---TTTTATAAACCGGATACAGTACCACTTAATGGGAATGCAAAC-
-------------------------------------------------------------------------
----------
AATAATGGGAGTGCAAACAACTTGTATAGATTGATAAATTGCAATACCTCAGCCATAGCACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCCGAAAATATAACAAATAAT---------GTCAAAACAATAATAGTACAATTTAAG----
-----------GAGTCTATAAAA---------ATTAATTGTACAAGACCCGGTAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
GCCTGGAAAAATGCTTTAAAACAGGTAAGCAAGAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ATGCACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGATTCAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GATAATGAAAAAAAGTTATTAGAATTGGGCGAGTGGGATAATCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTACATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGATCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTAATTGATACCATAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGGT----------------------------
--------ATTCGCAACATA------CCAACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM623608 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTTTTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATATCAGAAAAACTAATACTACCTGTAATAATAGCAGT----
-------------------------------------------------------------------------
-------------------AATGGTAATGCTACCCACAATAGTTGCATGTCTGAACAAATGACA---
AATTGCTCTTTCAATACAACCACAGAAATAGGA---------------------------
GATAAGAAGCAACAAGCGTATGCGCTT---TTTTATAAACCTGATGTAGTGCCACTTAAAGAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAG---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAGCATTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---



CAATTACTGTTAAATGGTAGCCTATCAGAAGAGGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAC---------GTCAAAACAATAATAGTCCACCTTAATAGA-
--------AATACATCTGTAACA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGCC------
---------ATAACAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGGGAG---
CTATGGAACAACACTTTAGAAGAGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAGTATTTGAA------
CAACCCGCAGGAGGGGATGTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACGCAGACATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACATAATATAC---
ACTTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAATGGAACTCCCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATCTTTGGA---
GTACTCTCCATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTACTTCGCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAGTACAAGGAACTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM623609 
GTG---GTA------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATGAGAGAGAA---ATGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAAGATCACTTCAAACAATAGTAAT-------------------
-------------------------------------------------------------------------
----------------------------------GCCATTTTAAACAATACTGATGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAAAGAAAGAATGAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAA----------
-------------------------------------------------------------------------
-------------
AATAATGATAATTCCACTAATTATAGATTAATAAATTGTAATACCTCAGCCGTGACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGCTAAATGGTAGTTTAGCAGAAAAGGAA------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCCACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGAACAACACTTTACAACAGGTAGCAGCAAAGTTAAAA---------------GAATACTTCCCT----
-----------------------------------AGCAGAACAATGGAATTTGAA------
GGCGCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTACGAACAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTACTTGAAGACTCACAAATCCAACAAGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTACTAGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTAACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGGATAGTTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTACA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>HM623610 



GTA---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCATCAGAAATGTATTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCAAATGTAACCTCTGCAAATGCA----------------
-------------------------------------------------------------------------
-------------------------------ACATATGCAAATGAAACGAAGGGAGAAATAAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
AATAAGGAGAGGAAAGAGTATGCACTT---TTTTATAGATCTGATATAGTACCACTTGGGGAG----------
-------------------------------------------------------------------------
----------------------
AATAACTCTAATTATATATTGATAAATTGTAACACCTCAACCATAACACAG---
GCCTGTCCGAAGGTCACTTTTGAACCGATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------ACTAAAACAATAATAGTACACCTTAAT----
-----------AAATCCATACAA---------ATTCTCTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAGCAGGTGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACT---------
AACTGGAACAGCACTTTTGAAAAGGTAAGGGAAAAATTACAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAAAATTTCAA------
CCACACTCAGGAGGGGACCTAGAAGTTACC---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTTGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGAGGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGCCACAATATAC---
CGGTTGCTTGGAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTGATCTGTATAATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAGAGAATTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACAAGAATAAGACAAGGCTTTGAGGCAGCTTTGCTA---TAA 
>HM623583 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAATCTGTAAAAATGTAAATGTAACTGCAAATGGAACTAGAACAGAT-------
-------------------------------------------------------------------------
-------------------GGAAGTAATGGTACTGTTGAGGATGAAATGAGGAAAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAAAGAAAGGCATATGCACTT---TTTTATAGATCTGATATAGTACCACTTAGTGGA----------
-------------------------------------------------------------------------
----------------
AATGAGAACTCTAGTGATTATATATTAATAAATTGTAATGCCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCGAGCAGAAGAAGAT------------
ATAATTATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GACTCTGTAGAA---------ATTACGTGTGTAAGACCCAACAATAATACAAGACAA-----



-AGCATAAGGATG------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTACTGAAAGG---
AAATGGAATACAACTCTAGAAGGGGTAAGAAACAAATTAAAA---------------GAATACTTCCCT----
-----------------------------------AACAAAACAATAGAATTTAAA------
CCACCTTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAAAGGAGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGCTATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AATTTGCTTGAAATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCCTTAAACAAGTGGCAAGATCTGTGGACTTGGTTTGATATATCAAAATGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACTTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>HM623586 
GGG---GCG------------------------------------------
GACCAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCACAA---
GCTACTCTATTCTGTGCATCAGATGCTAAATCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTGGACCAAATGCATGAGGATGTA---
ATCAGTATCTGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAAATGCAACTGTTATTAAT-------------------------
-------------------------------------------------------------------------
-------------------------------------------GGTACTTCGACTGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGCAAGCGTATGCACTC---TTTTATAGACCTGATATAGTACCACTTAAGGAT----------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGAATACATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTCCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAGAAG------------
GTAATAATTAGATCAGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGCACACCTTAAT----
-----------CAATCTATAGGA---------ATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAAT---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAAAAAT---
GAATGGAATGAAACTTTAGAAAGGGTAAAAGGACAATTAGAA---------------AAGCACTTCCCT----
-----------------------------------AGTAAAAAAATAGAATTTAAA------
CCACACTCAGGAGGGGACCTAGAAGTTGTG---ACACATAGTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTTCAAAACTCATCTGCACCACTGCTGTGCCGTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAAGAGATCTGG------GAT------
AACATGACCTGGATGCAATGG---GATCAAGAAATTAATAATTATACAAACACAATATAC---
TGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGAATTGGACAGTTGGAATAGCTTGTGGAGTTGGTTTGACATGTCACGGTGGC
TGTGGTACATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGTGCTTATACAAAATATTTGTAGAGGT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC154026 
GTG---ATG------------------------------------------
GGAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGACGCAAAA---
ACTACATTATTCTGTGCATCAGATGCTAAATCATATGAGAGAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGCATAAATGCTACCAAGAGTAGTAATAGGACCAGTGAAAGTACT----
-------------------------------------------------------------------------
----------------------------GGTAACTACAGTAATAGCATGTATGAAGAAATAAAA---
AATTGTTCTTTCAATACAACTACAGAAATAAGA---------------------------
GATAAGAAACAGAGGGCGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAGCCAT----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGACTATATCTTAATAAATTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGAACTTCACT------GGGATAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GGCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTATGTGTACAAGACCTAACAATAACACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAGACA---TTC------TATGCAAATGCC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGTACAGCACTTCAAACCAGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACT------
ACACCCTCAGGAGGAGATTTAGAAATCACC---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAGATATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACACAATATAC---
AGTTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTATTAGCATTGGATAATTGGAAAAACCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGGATAATTTTTTGT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGACTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCTTACAAGGAATTGGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC154027 
AGG---GGG------------------------------------------
GAGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAGAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATAATATTACTAATTACAATAAT-------------------
-------------------------------------------------------------------------
----------------------------------------------------ACAGAAATGAGG---
AATTGCTCCTTCAATGCAACTACAGAAATAAGA---------------------------
GATAGGAAGCACCAAGAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAACGTT-------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATAGATTAATAAATTGCAACACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAGCTGTTGTTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGGCAGACAAT---------ACTAAAACAATAATAGTACAGCTTAAT----
-----------AAATCCATAGAA---------ATTGTGTGCACAAGACCCAACAATAATACAAGGAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAT---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AATTGGACTGAGATGTTACAACAGGTGGGTGAGAAGTTAAGT---------------GAACACTTCCCT----



-----------------------------------AATAAAAGTATAATCTTTAAT------
TCATCCTCAGGAGGGGACTTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGTTCCTAGGAATTTGGG
GCTGCTCTGGAAAACGCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCCAAAGACTATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACATAATATAC---
AACTTGCTTGAAGAATCGCATGGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTCTTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAG---
GGGACAGATAGGATTTTAGAATTCCTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>MF284922 
GTG---ACG------------------------------------------
GGGAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTACAT---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTACCTACAAGGGTAATACTACCCACAATAGTAGAACTAGCCCCA
ATAATAGTACT--------------------------------------------------------------
-------------------------------------GCCTATAATGATACTGGAGAAGTACAA---
AAGTGCCTTTTCAATACAACCACAGTAATAAGA---------------------------
GGTAAGAAACAGAAAGAGTATGCACTG---TTTTATAGATCTGATCTAGCACCACTTAAAAAG----------
--------------------------------------------------------
CAGTCTAGTGAAAAGAGCTCTAATGAGTCTAGTAAAGAGAATTCTAGTGAGTATATATTAATAAATTGTAATA
CCTCTACCATAGCACAA---
GCTTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATGATACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTGACAGAAGGGGAG------------
ATACTAATTAAGTCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------AAATCTGTAGAA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---ATT------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACTAGAGAT---
AAATGGAAAGAAACTTTAGAAAGGGTAAGGAGAGAATTAGGA---------------AAAAAGTTCCCT----
-----------------------------------AATAAAACTATAACATTCCAA------
CCACACTCAGGAGGGGATCTAGAAGTTACA---ACACATACCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCGGTAGAGTGGAACACCACTTGGAGT-----------------
----------------------------GCTAAAACTAAAGATGCCATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGCATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGAGTTATTGGCATTGGACAGCTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGGT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTGTTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATCATTGAAGTATTAAGAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAG 
>MF284952 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGCATATGACAGTGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGCCCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAGAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---



ATCAGCCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGCAAAACTTAATGGTACCAGTAATAATAATGCTACCTATA
ATAGTAGTAGT---------------------------------------------------------
ACCACCAATACTACCAATGTTGCCACCGATAATAGTACTGTTGAGGATAGCATGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGATAAAGAAAGAGTATGCACTT---TTTTATAGACCTGATATAGAACCAATTAAGGGT----------
-------------------------------------------------------------------------
----------------------
AGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCAACTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGGAGCCTAGCAGAAGAGGAG------------
ATAATCATTAGGTCTGAAAATTTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAACCTGTACTC---------ATTGAATGCACAAGACCTAATAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGGCCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCACAGAT---
AGATGGAACGAAACTTTAGAAAAGGTAAAAAAGAAACTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTAAC------
CAATCCTCAGGAGGAGACCTGGAAATTACA---ACACATAGTTTTAATTGTAGAGGTGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACATAGAAATTAGTAATTACTCAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAATAACCTGTGGAATTGGTTTAGCATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTAGT---
GTGCTCTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGCTTTTGTAGGGCT----------------------------
--------ATTTGGCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>MF284958 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTTTACTATGGGGTCCCTGTGTGG---ACAGAAGCAAAA---
GCCCCTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCTGACCCACAAGAAGTAAGATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTATATTGTACAAATGCTGCTATTACTAATAATACTGTCAATGGCATTCGAATGA
CTACTGCTACA--------------------------------------------------------------
-------CCTACTAATAGCAGTAATAGCAGTAATGTTGCTAATACCCTAAAAGAAGAACTAAAA---
AACTGCTCTTTCAATACAACCACAGAGATAAGA---------------------------
GACAAGAATCAGAAAGCATATGCACTT---TTTTATAGATCTGATCTAAAAGCACTTGATACT----------
-------------------------------------------------------------------------
----------------------------
AAGGACTATGTATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAAGCATTCAAT------GGGACAGGGCCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCTGTGGTGTCAACT---
CAATTCCTGCTAAATGGTAGCCTATCAGAAGGGGGA------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTAGGTGTGCACGACCCGGCAATAATACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCCACAGGTGAT------
---------ATAATAGGAGACATA------------CGAAAGGCACATTGT---AACATTAGTGCAGCA---
AGGTGGAACATAACTTTAGAAAGGGTAAAGAAGAAATTAATA---------------GAACACTTCCCT----
-----------------------------------AATACAACAATAAAATTTGAT------
AATAGCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTACAACAGAAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GATAGAGAAATTAGCAATTATACAGACATAATATAC---
AGGTTGCTTGAAGACTCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAGAGACTTATTAGCATTGGACAGCTGGAACAGTCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATATGCTTGAGAATAATTATGGGT---
GTGCTTTCTATAGTG---------CGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATACAAGGAATTGGTAGGGCT----------------------------
--------ATCTTTAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>MF284962 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAACCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGCACAACTGCCAACCTAACTAACAACAGTACAACTGCT----------
-------------------------------------------------------------------------
----------------------CCAACTGCTAGCTACAGTGAAAGCATACAGGGAGAAGTAAAA---
AATTGCTCTTTCGATACAACTACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---
TTCTATAGAGCTGATGTAGTACCACTCAATGAGAATAACTCTAGTGGT-------------------------
--------------------------------------------------------
GGGGATAGCTCTAGTAGAGAGTATATATTAATAAATTGCAATTCTTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGAAGGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTTGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCCCATTGT---AGCATTAATAGAAAT---
CAATGGAACAAAACTTTAGAACGGGTAAAGAAAGAATTAGCA---------------AAACACTTT-------
-----------------------------------AACAAAACAATAACATTTAAC------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAGTCTAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAATAATTACACAGGCATAATATAC---
AGATTGCTTGAGGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGATCTCGCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAATATTAATACAAAGACTTTGGAGAGCT----------------------------
--------ATCTGCTACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>MF284977 
GTG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGACATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTTACTGTTAATGCTACATCTTCAGCT-------------
-------------------------------------------------------------------------



-------------------------------------------GATGGTAGAGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
AATAAGAAACAGCAAGCTTATGCACTT---TTTTATAGACCTGATATAGTACCATTTAATGGG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACCGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGGGAG------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------GCTAAAACAATAATAGTGCACCTTGAT----
-----------CAGTCTATAGAT---------ATTGTGTGTACAAGACCAGGCAATAATACAAGACAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCATGGGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGGA---
AAATGGAACAAAACTTTAGAAAAGGTAAAGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACTATAACATTTAAC------
ACATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATGTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGACAATTACACACAGACAATATAC---
AGGCTACTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGGTATATCAAAGTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTAATATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTGGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCAATATC------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>MF285022 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCCTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTCTATGGGATGAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTACAAATGTTAATGTTACTAACAGTACTAATGGT-------------
-------------------------------------------------------------------------
-------------------------AAGGATACTGTTACCAGTAAGGAACAAATGCAAATGCAA---
AATTGCTCTTTCAATGTAACCCAAGAAATAAGA---------------------------
GACAAGGAAAAGCAAGTGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATTCTAGTAGTAAGTCTAAT-------------------------
--------------------------------------------------
TCTAGTAGTAAATCTAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGATCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACGATAATAGTACATTTTAAT----
-----------AAGTCTGTACCA---------ATTGAATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGC---AACATTAGTAGAGGA---
GAATGGACAACAACTATGGGACGGGTAAAGGAAAAACTAAAA---------------GAGTACTTCCCT----
--------------------------------GGTAATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTACAAGAAGCATCTGCACCACAAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTTAGTGATATTTGG------AAC------
CACACAACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACATAATATAT---



AATCTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAATTATTAGAATTGGACAAGTGGAATAGCCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGCTTGCTTGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATTGAAGCAATACAAAACCTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>MF285058 
GTG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGAAG---------AATGTAACAGAGAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
AAAAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCCATTTTAACTGGTAAAAAGGTAACTGTAACTACCAGTA
CTACTACTACT------------------------------------------------------
ACCAGTACTACTGCTACTAGGTCT---------ACTACAAACGTTAGCATGGAAGGAGAAATAGAAATGAAA-
--AACTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAGGAAACAGAAGGCGTATGCACTT---
TTTTACAGACAAGATATAGTATCAATTAATGGAAATAGCTCTGGGGAT-------------------------
-----------------------------------------------------------
GGGAATAGCTCTGGGGAGTATATATTAATAAATTGCAATGCCTCAACCACAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAAAAGAGGGG------------
ATAATAATTAGGTCTGAAAATATAACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAAATGAT------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTACAACC---
AAATGGAACGACACATTAGAAAGAGTAAAGAAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATGGAACAATAACCTTTAAA------
CCGCACTCAGGAGGGGACCTAGAAGTTACA---ACTCATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACAAACTTAATATAC---
AACTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAAAATATTCATTATGATAGTAGGGGGCTTAATAGGCTTGAGAATAATTATGGGT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGCCATACAAAGAATTGGTGTAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAATTAGCTTTGCTA---TAA 
>JX140667 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCTTATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTTTTGACA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACTCCACTCTGTGTCACTTTAAATTGTACAAATGCTAATATCAAAAATAATACC-------------------
-------------------------------------------------------------------------
----------------------------ATCAAGGGGACCTTGAAGGAAGAAATAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATGAAA---------------------------
GATAGGAAAAAGCAAGTGTATGCACTT---TTCTATAAACTTGATATCACATCACTTGATGGGAAT-------



-------------------------------------------------------------------------
----------------------
AAGAGTGGGGAATATAGATTAATAAATTGTAACACCTCAACTGTAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GCAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAC------------
ATAATAATTAGATCAGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACAGCTTAATAGT-
--------AATAGTTCTGTAGAA---------ATTGTGTGCACAAGACCCCACAATAACACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGGA-------
--TGGAATGAAACTTTAGAAAACGTAAGAAAAAAATTAAGA---------------GAACACTTT--------
----------------------------------AATATACCAATAAAATTTGCA------
CCAAGCTCAGGAGGGGACCTAGAGATTACA---ACACATAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAACTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCATACAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACACACACAATATAC---
AGACTACTTGAAAAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTACTGGCATTGGACAAGTGGAACAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTTTGCTGTGCT
ATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAGTAAGAAGAGTTTGTAGAGCT----------------------------
--------ATCCACAACCTA------CCTAGAAGAATTAGACAAGGCTTTGAAGCAGCTTTGCTA---TAA 
>JX140668 
GTT---GTG------------------------------------------
GAGAACATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCGACCCACAAGAAATACTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTACCAGTTAATGATACTTGCAATAAT-------------
-------------------------------------------------------------------------
-------------------GTAAATGTTGATGTTACCTGCAATAACATGACTGGAGAAGTAAAA---
AATTGCTCTTTTAATACAACCACAGAAATAAGA---------------------------
GATAGGAAACAGAAAGCGTCTGCACTT---TTTTATAAACCTGATGTAGTACCAATTAGGACT----------
-------------------------------------------------------------------------
----------------------------
GGGGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGTCGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGGGAG------------
ATAATAGTTAGATCTGAAAATCTGGAAGACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------GCATCTGTAGAA---------ATTAAGTGTATAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAAATAAC---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AATATTAGTACAGAG---
CAATGGAACGCAACCTTAAGAAAGGTAAGGGAAAAATTAAGT---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAAAATTTCAA------
AATTCCTCAGGAGGGGATCCAGAAATCACA---ACACATAACTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAACAGATATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAATAATTACACAGACACAATATAT---
ATGTTGCTTGAAGAATCGCAAACTCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGCTGGTTTAGTATATCAAATTGGC



TGTGGTACATAAGAATATTTATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATATTTTTTGGT---
GTACTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCTTAGCAATAGCAGTAGGTGAG---
GGTACAGATAGGATTATTGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF114892 
GTG---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCGACCCAAAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACACTGTAGTAACCGTACTGTTAACAAGACTAAAGCCACTGTTACTACTAGCC
CGACTAGTACT--------------------------------------------------------------
-------------TCTGCTAGTACTCCTGTTAGAACTACTACTACCCCCAATGATGACATGAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAAGCAAGAATATGCACTC---
TTTTATAGACTTGATATAGTACCACTTCAGGAGGAGAAGAAGGGGAAT-------------------------
--------------------------------------------------
AATACCAACAATGCCAATTACACAGAGTATAGATTAATAAATTGTAATACCTCATCTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---GAGAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTCCTGTTAAATGGTAGTAGTCTAGCATACAAA---------
CAAATAATAATTAGATCTGCAAATATAACAGACAAT---------GCCAAAAATATAATAGTACATCTTAAT-
--------------GAATCTGTACAC---------ATTAATTGTACAAGGCCTAACAATAATACAAGAAAA--
----AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT---
------------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATAAGCAAAGCT-
--AAATGGGAAAGAACTTTATACCTGGTAAGTGAAAAATTAAAA---------------GAATTCTTCCCT--
-------------------------------------AATAAAACAATACAATTTAAT------
CCGCCCTCAGGAGGGGATTTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACGGCTCCTAGGGTTTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAGATTTGG------AAA------
AACATGACTTGGATGCAATGG---GATAGAGAAATTGACAATTACACAGACATAATATAT---
CAGTTACTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTGCTAGCATTGGACAAGTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAG---
GGAACAGACAGGATCTTAGAATTGATACAAAGAATTGGTAGAGCT----------------------------
--------TTCCTTAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>KF725883 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTATGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGAGCAGATGCATGAGGATGTA---
ATCAGTCTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCTAATGTTAGCAGT-------------------------
-------------------------------------------------------------------------
----------------------------ACTAGGCTTAATGATACTATAGGAGGAGAAATAAAA---
AATTGCTCTTTCAATACAACTACAGAAATAAGA---------------------------
GATAAACAAAAGAAAGAGTATGCATTG---TTTTATAGACCTGATATAGTGCCACTTGATGGGAAG-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAATATAGATTAATCAATTGTAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAGTTACTGTTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAATAGT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAAACTATAGGC---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGTG---TTT------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGAGAAGAT---
GAATGGAATAAAACTTTACAAAGGGTAAGGGAAAAATTAGGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACTCATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAGTCTCAAGAAGATATCTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAACTACACATACACAATATAC---
AATTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAACCTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATCAGTTTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGGACAGATAGGATTATAAAATTAGTACGAAGAATTTGTAGAGTT----------------------------
--------ATCTGCAACATA------CCTATAAGAATAAGACAAGGCCTTGAAGCAGCTTTGCAA---TAA 
>KF725884 
GTG---TTG------------------------------------------
GGGAATGAGTGGGTCACTGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAAGGAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCAATCTGTGTCACTTTAAACTGTACAGAAATTAATAAAACTAATGCCACCTCAAATGAA----------
-------------------------------------------------------------------------
----------------------------ACTAGCATAAATGGAGAAATGAACAATGACATAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GACAAGAAACAGAAAGTGTATTCACTT---TTTTATAGACTTGATATAGTACCACTTAACAAG----------
-------------------------------------------------------------------------
-------------
AGTGATGTCAACTCTAGTGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTTAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAA---------------
ATAATAATTAGATCTGAAAATCTGAAAAACAAT---------GCCAAAACAATCATAGTGCACCTTAAT----
-----------GAATCAGTAAGT---------ATTATGTGTACAAGGCCCGGCAATAATACAAGAAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAAAA------------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AGCTGGACAGAAACTTTAAGACGGGTAGAAGAAAAATTAAAA---------------GAACACTTC-------
-----------------------------------CATAAAAACATAAGCTTTAAC------
TCATCCTCAGGAGGGGATCTAGAGATTACA---ACACACAGCTTTAATTGTGCAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGACCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCTTGCCTTGGAACAGTAGTTGGAGC-----------------
----------------------------AATAAAACTCATGATGATATCTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACACAATATAT---
AGGTTGCTTGAAGAATCACAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAA---



GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATACGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KF725885 
GTA---TTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---GAAGAGGCAAAA---
ACTACTCTATTTTGTGCATCGGATGCCAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATGTTAATAATACCCTTACTGTCAGTAATAAT----------
-------------------------------------------------------------------------
-------------ACCCTTCCTGACAATAATAATACCCTTACTGTCAATAATACAGAAATAAGA---
AATTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAGTGAATATGCACTT---TTCTATAGACTTGATATAGTACCACTTGATGGGGAAAAG----
-------------------------------------------------------------------------
----------------
GAAAATACTTCCAGTGAGTATAGACTAATAAATTGTAACACCTCAGCCGTTACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTAAAAATCTGACAGATAAT---------GCCAACATAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACACGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAGAATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATCAGACTTTACAACGGGTAGGAGAAGAATTAAGA---------------AAACTCTTCCCT----
-----------------------------------GGGAAGAACATAAGCTTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAGCAGTTGGAGT-----------------
----------------------------AACAAAAATCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACCATATAC---
AAGTTGCTTGAAGATGCACAATACGAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAGTTACTAGCATTGGACAGTTGGAGCAACTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCATAAGAATAATTTTTGCT---
ATACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF725889 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTGAACTGTATAAATGCTAATGGTACTGATAATAGTACT----------------
-------------------------------------------------------------------------
-------------------------------------------------AAAGAAGAGGTAAAA---
AGGTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
AATAAGCAAAAACAAGAGTATGCACTT---TTTTATAGATCTGATATAGTACCACTTGAGAAC----------
-------------------------------------------------------------------------
----------------
TCTARTAACTCTAGTAATTATATATTAGTGAATTGCAATAGCTCAACCATAACACAA---
GCCTGTCCAAAGATCTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGATATGCGATTATAAAGT
GTAAT---AATGAGACATTCAAT------GGAATAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCTGTGGTGTCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGAC------------
ATAATAATTAAATCTGAAAATATGACAGACAAT---------GTCAAAACAATAATAGTCCACCTTAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCTGGAAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCACATGGTGAC------
---------GTAATAGGAAACATA------------AGACTAGCACATTGT---AACATTAGTGCAGAA---
AAATGGAACACCACTCTAAAAAGAGTAAAGAAGAAATTAGGA---------------GAACATTTTAAT----
-----------------------------------GGTAAAAACATAACCTTTCAA------
CCGCACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAACTGTGGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGAAAAACGCATCTGCACCACTACCGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAAACTCAATCAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGGCGTAATATAC---
CAGTTGCTTGAAGACTCGCAAATCCAGCAGGAC----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGAATGATCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATCTTAGGT---
GTGCTCTCTATAGTG---------CGCAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGCTTATTGAAATAATACAAGGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGATA---TAA 
>KF725890 
GTG---TTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGATTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGACCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAACAATGTAACCCAAGTAAATGTCACCCAAAATAGT----------
-------------------------------------------------------------------------
-------------------------------------------AGCATAACGGAAGAAATGAAA---
AATTGCTCTTTCAATGTAACTGCAGAGCTAAAA---------------------------
GATAGAAAACAGAAAGTGTATGCATTT---TTTTATAAACTTGATATAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
-------------
AATAAAAACAGCTCTAATGAGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATGAGACATTCAAT------GGGAAAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACGGTACAATGCACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAACG---------ATTAACTGTACAAGACCCGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCGGGACAAGTA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACCTTAATGGAACA---
GCTTGGAATAGAACTTTACAAAAGGTAACTAAAAAATTAGAG---------------GAACTTTTCCTT----
-----------------------------------GATAAAACAATAAAATTTGAA------
CCAGCTTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAGCGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTTATCTGCACCACCAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GACAGAGAAATTAATAATTACACAAACACAATATAC---
AAATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAGGAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTCGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATTATAGAAATAGTACAAAGAACTTATAGAGCT----------------------------
--------ATCTGTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF725891 



GGG---GGA---------------------------------------------
GGCTTGTGGGTTACAGTATACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGTTACTACCACGGTTACTACCAATAACACC----------
-------------------------------------------------------------------------
-------------------------------------------------ATACAAGAAATGAAA---
AATTGCTCTTTTAATGCAACCACAGAAGTAAAA---------------------------
GATAAGAAAAGGAAAGAAACTGCACTT---TTTTATAACCTTGATATAGTACAACTTAATAAT----------
-------------------------------------------------------------------------
-------------------------
TCCAGTGAGTTTAGATTAATAACGTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAAAAGGAACATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAGT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTACAA---------ATTAACTGCACAAGGCCCAACAATAACACAAGAAAA-----
-AGTGTGCGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGAAAGT---
CAATGGACTAAAACTTTATACAGGGTAAGTGAAAAATTAAAA---------------GAACACTACCCT----
--------------------------------AATAAAACAACAATGAAATTTGCA------
TCACCTGCAGGAGGGGACTTAGAAATTGTG---ACCCATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAAGTGATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAATAATTTCACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGAAAGATTTACTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTACTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATTAGACAGGGCTTGGAAACAATTTTACTA---TAA 
>KF725892 
GGG---GTG---ATG------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACTTGTACGAATGCCACATTTAATCATACTTCTACCACATTT----------
-------------------------------------------------------------------------
----------------------AATCATACTTCTACCCACAATGATACAGTGGGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAATA---------------------------
GATAAGACAAGCAATCAGTATGCACTT---TTTTATACACTTGATATAGTACCACTTAATGGC----------
-------------------------------------------------------------------------
-------------------
AGTAGTAATACTGGGTATAGATTGATAAATTGTAATACCTCAACCATGACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGTAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAGGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTGCAGCTTAAG----
-----------AAGCCTGTAAAA---------ATTGTGTGTGTAAGACCCAACAATAATACAAGGAAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACTAAAGCT---
AATTGGACTGATACTTTAAAAAATGTAAGTGAAGCTCTAAAA---------------AAGCACTTCCCT----
-----------------------------------AACAAAAAAATAATCTTTCAA------
CCACACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCGTTGGAACTCTAATTGGAGT-----------------
----------------------------CATAGATCTGTAAAAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
CAGTTGCTTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGATTTACTAGAATTGGACAAGTGGAATGGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATGTTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTTCTACAAAATATTTGTAGAGCT----------------------------
--------GTCCGCAATCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KF725895 
GGG---GGG---------------------------------------------
AACTTGTGGGTCACTGTCTACTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGGAAGAG---GCGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATAAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAAATACAAATATTACCACTAGTACAAATATTAATATTACTAGTA
AT-----------------------------------------------------------------------
-----------------------------------------------------GAAGAAATGAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GACAGGAAACAGAAAGCGTATGCACTT---TTT---
AAACTTGATATAGTACCACTTGATAATTCTAATTCTAGTAATTCTAATTCTAGT-------------------
-----------------------------------------------------------
AATTCTAATAATTATATATTGATAAATTGTAATACATCAACCATAACACAG---
GCCTGCCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAGAAAGAG------------
ATAATAATTAGATCTGAAAATTTAACAGACAAT---------ACCAAAATAATAATAGTACATCTTACA----
-----------GAGCCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACTAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACATAATAAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAAAGAC---
AACTGGAACAAAACTTTACGACAGGTAGTAGAAAAACTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAT------
CAATCCTCAGGAGGAGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGACAAGAGTGCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTACAATGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAATAATTACACATACACAATATAC---
AGTTTACTTGAAGCCTCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACTTGCTAGCATTGGACAGCTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATAATAAGGCTTGGTAGAGGT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF725896 
GTG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---GCAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAGAGCATATGAGAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAGGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAGATGTAAAGATGCAGATGTCAATAGTACAAAT-------------------
-------------------------------------------------------------------------
-------------GCAACTGTCCATAGTACCATATCTACAGAAATAAATGCAACTGTCATGAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAAA---------------------------
GATAAGAAACAGAAAGCATATGCACTT---TTTTATAGACCTGATATAGTACCAATTAATGGG----------
-------------------------------------------------------------------------
-------------------------
AATAATGAGTATATATTAATAAATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCACTTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAGGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAGACAATAATAGTCCACCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCCCAGAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTCGTGGG---
AATTGGACCACAATTTTAGAACAGGTAAAGAAAAAATTAGAA---------------ACCCATTATAAG----
-----------------------------------AATAAAACAGTAACATTTGAA------
CAACCAGCCGGAGGGGATCTAGAAATCACA---ACCCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAATAATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGACATTTGG------GAC------
AACATGACCTGGATACAGTGG---GATAGAGAAATCAGTAATTTCACAGGCATGATATAC---
CAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAATTGGAACAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTGGGT---
GTGATCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTATGATACCATAGCAGTAGTAGTAGCTGAA---
GGAACAGATAGCATTATTAGAATAATACAAATACTTTGTAGAGCT----------------------------
--------ATACGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KF725908 
GGG---GAA---------------------------------------------
GGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTAGTAATGTTACTACTACCAATAATACC-------------------
-------------------------------------------------------------------------
-------------------------------------AGTGAAATCTCTGGTGATAGCATGAAA---
AATTGCTCTTTTAATGTAACCACAGAATTAAAA---------------------------
GATAAGAAAAAGAAAGAATATGCACTT---TTTTATAGACCTGATATAGTACCACTTGATGGTAATGAGAAT-
-------------------------------------------------------------------------
----------------
TCCAGGAATTTCAGTGAGTTTAGATTAATAATGTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGAACATGCAATAAT-----------------------
-GTCAGT---ACTGTACAATGTACACATGGAATTAAGCCAGTTGTGTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGGAAAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCAGTAGGA---------ATTATCTGCATAAGGCCCGGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
CAATGGAATAACACGATATACAGGGTAAGTGAAAAATTAAAA---------------GAATATTTCCCT----



-----------------------------------AATAAAACAATAAAATTTGAA------
CCACCCGCAGGAGGGGACTTAGAAATTGTG---ACCCATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTACGGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGAACTAAAGATGATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAGAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCCTAGAATTATTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATTAGACAAGGCTTAGAAACAAGTTTACTA---TAA 
>KF725912 
GTG---ATA------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACGGGAAATGTTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGAGATGCAAATATTACTAATAATGCAACTGTAAATAATAATGATA
CTGCAACTGTA--------------------------------------------------------------
----------------AATACAACTACTCCTCAGGTTAACAATAGTATGTATAGAGAAATACAA---
AATTGCTCTTTCAATATAACCACTGAAATAAGA---------------------------
GATAAGAAGCGGAATGAGTATGCATTG---TTTTATAGATCTGATGTAGTACCACTTAATAAA----------
-------------------------------------------------------------------------
----------------------
AATAGATCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GCAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTAACAACT---
CAACTCTTGTTAAATGGTAGCCTAGCTGAAGAAGGA------------
GTAATAATTAGATCTAAAAATCTGACAGACAAT---------GCTAGAACAATAATAGTACAGCTTAAT----
-----------AAGTCTGTAGAA---------ATTGAGTGCACAAGACCCGGCAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGTGCC------
---------ATAACAGGAGACATA------------AGAAAAGCACATTGC---GAGGTTAGTGGAGAA---
AAATGGCATAAAACTTTACAAGAGGTAAGTGAAAAATTGAAA---------------GAATACTTCCCT----
-----------------------------------AATGGAACAATAACATTTAAA------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAAAACTTATAAGGAAATCTGG------GAT------
AACATGACATGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
ATGTTGCTTGAAGAATCGCAGGTCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTGACATATCACATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTATCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATACAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KF725914 
GTG---ATG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTATATGG---AAGGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAAGATATA---



ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGAAATGTTACTATTAACAAGAATATTACCTCC-------------
-------------------------------------------------------------------------
-------------------------CACAATATTAATTTTAATAACATAACGGAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAAA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATAAACTTGATGTGGTATCAATTACAGAC----------
-------------------------------------------------------------------------
----------------------------
AGTGAATATAGATTAATAAATTGTAATACCTCAACCATGACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAACCTGACAAACAAT---------GCTAAAACAATAATAGTACAGTTTAAT----
-----------GAATCTGTAGAA---------ATCACATGTATAAGACCCGGCAATAATACAAGAAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AAATGGAATAAAACTTTACAAAGGGTAAGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAGAAATAACATTTAAC------
ACACACTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATAGTACTTGGAGT-----------------
----------------------------AATAAATCTCTAGAAAGTATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAATTACACAAATATAATATAT---
GGGTTGCTTGAAGCATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGGCAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGGACTC---------ATTTGTGGAGCT----------------------------
--------ATCCGCAACCTA------CTTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>KF725916 
GTG---ATG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACCACTGTTAGGGCTAATGTTACCATTAAT----------------
-------------------------------------------------------------------------
----------------------------GGTACCTATGATGGTACCGGAAATGAAGAAATG-AA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGATAAGGAAGGTGCAGGCACTT---
TTTTATCGACTGGATGTAGTACCACTTGATAGTAACAACTCTAGT----------------------------
-----------------------------------------------------------------
AACTCTACTAAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAATGATAATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAGGGAGAG------------
ATAAAAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGGCTATATCA---------ATGGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTACAAGAGAT---
AGATGGGAGGAAACTCTACATAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
--------------------------------AATAACACAATAATAGAATTTGCA------
CCACATTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTATTGGCCCTCGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGAACTGAGAAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTATTAGCCTTAGACAGTTGGAAAAATCTGTGGAGTTGGTTTAGCATAACAAAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTGAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATACATACAAAGAATTGGAAGAGCT----------------------------
--------ATCCTCAACCTA------GAAGAGTAAGACAGGGCTTGCTTTGAAACAGCGTTGCAA---TAA 
>KF725922 
GTA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCTTCGGACGCTAAAGGATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAAAAGTTACTGCTAGTGTTACTAATGATAATGTTACT-------
-------------------------------------------------------------------------
----------------------------------------------------GAAGAAATAAGA---
AATTGCACTTTTAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTTTGCACTT---
TTTTATAAACTTGATATAGTACCACTTAATGGAAATAGGGACAACAAC-------------------------
-----------------------------------------------------------
TCTAGTAACTTTAGTGAGTATAGATTGATAAATTGTAATACTTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATACCTATACATTATTGTGCTCCTGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTATTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAGTAATTAGATCTGAAAATCTAACCGACAAT---------GTCAAAACAATAATAGTACAACTTAAT----
-----------AAATCTGTAGAA---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAATA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGAGAGGCACATTGT---AACATTAGTGAAAGT---
AAATGGAACACAACTTTAGAACAGGTAAAGAAAAAACTAAAA---------------GAAAAATTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACACTCAGGAGGGGATCTGGAAGTTAGA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAGTGAGATTTGG------GAC------
AACATGACCTGGATGGAATGG---GATAAGGAAATTAATAACTACACAAACACAATATAC---
AAGTTGCTTGAAATCTCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGC------------- 
>JN681258 
GTG---ATG------------------------------------------
GGAAACCTGTGGGTCACAATTTACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAGAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAGGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACGTTGAGTTGTACAAATGTCACTACCAATAATACCATTAGTACTAGT----------
-------------------------------------------------------------------------



----------------------ACTACCAATGTGACTACCGAGCAAGACACGCAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAGAAAAGTGACTGCACTT---TTTTATAGACTTGATATAGTATCACTTAATAGT----------
-------------------------------------------------------------------------
-------------
AGTAGGGGTAACTATAGCAACTATAGATTAATAAATTGTAATACCTCAACCCTAACACAA---
GCCTGTCCAAAAGTCACGTTTGAACCAATTCCTATACATTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTATTATTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATACTAGTACATCTTAAT----
-----------GAATCTGTAGTG---------ATTAACTGTACAAGAACTGGCAATAATACAAGAACA-----
-AGTGCGAGAATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGGA------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTGAAAAA---
AGTTGGAATAAAACCTTACAAAGGGTAAGTGGAAAATTAAAA---------------GAACACTTCCAT----
-----------------------------------AATAGAACAATAATATTTAAA------
TCACCTTCAGGAGGAGACCCAGAAATAGTG---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTAAGGAAGATATCTGG------GAT------
AACATGACCTGGATGCAATGG---GACAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTCTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATCAGTCTAGTTGATACTATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTCATACAGAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF114888 
GTA---TGG---GGG------------------------------------
AATGATAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCCCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCTACAGAC---
CCCAACCCACAAGAAATGGTATTGGGA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGTTAAATACAATGGTACAGGTACAAATGCTACAGAA----------
-------------------------------------------------------------------------
----------------------ATAAGGACAAATGTTACAGCCGATAATAAGGAAGAAATAAGT---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGGAAGAAAGTGCACTT---TTTTATAAACTTGATATAGTACCACTTAATAAC----------
-------------------------------------------------------------------------
----------------------
AACTCTAATGAGTATAGATTAATAAATTGTAATACCTCAACCATGACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTTTAGCAGAAGGGGAG------------
ATAATAATTAGATCTCAAAATATATCAGACAAT---------ACCAAAACGATAATAGTACATCTCAAT----
-----------GAATCTGTAGAG---------ATTGTGTGTACAAGACCCAATAATAATACAAGGAAG-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCT------
---------ATAATAGGAAAGATA------------AGACAAGCACATTGT---AACATTAGTGAAGAC---
AAATGGAATGGAACTGTACAAAAGGTAATGAAAAAATTAAAA---------------GAATACTTC-------
-----------------------------------AATAAAACAATACAATTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTAAA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCATGGCCATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGAAAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACAGACACAATATAC---



AGGCTTCTCGAAGACTCGCAAAAACAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATAACGTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTTTAGAATTCCTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725927 
GGG---GAG---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTAACTTTAAATTGTACTAATAATATTACTACTATTAATGCTACTATTACTAATGCCACT-
-------------------------------------------------------------------------
----------------------CACAATGACGGACTAGGGGAAGACATAAAGGAAGATATGAGA---
GAGTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAACAGCTAGGAAAGGCACTT---TTTTATAGTCTTGATATAATAAAAATGGACAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTAGCTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCGTGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAAGCTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTGAATGTACAAGACCCGGAAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCATGAGTAAAGAT---
AGATGGGATCACATGTTACAAAGGGTAAGTAAAGAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAGCACATAGCATTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAAACTTACAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAGGCATAGTATAC---
AGATTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAGAAAAAATTATTAGAATTGGATAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTATTAGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGACTTCATACAAGCAATTTTTAGAGCT----------------------------
--------ATCCGCCGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF725928 
GGG---AAG---------------------------------------------
GACTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAAGCTGTGGTAATATCAGTACTATCAAT-------------------------
-------------------------------------------------------------------------
-------------------------AATGGTACCATCGATCCCAACATGGAAGAAGAAATAAGA---
AATTGCTCTTTTAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAGGAATGAATATGCACTT---TTTAATATACTTGATATAGTGCCACTTAAAGAAGGG-------



-------------------------------------------------------------------------
----------------
GACAATTCCAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAGGACATTCAAT------GGAACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAACAAGAC------------
ATAATAATTAGCTCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATAGAGTGTACAAGGCCCAATAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAGC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGCACAG---
GCATGGAATAAAACCTTAGAAAAAGTAGGTAACAAATTAAAA---------------GAATACTTC-------
-----------------------------------AATAAAACAACAAGCTTTGCA------
CCACCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTGCAGACAAGAGTCTTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAACCTTAGTTGGAGT-----------------
----------------------------AATAGAACTCATGATGAGATTTGG------GGA------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
GGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
---------------------------A-
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAGGATTCTGTAGAGCT----------------------------
--------ATCTACAACATA------CTTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>KF725929 
GGG---GTG------------------------------------------
GAGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCACAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGCGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTACCCCTACCAACAATAGTAGCGGA-------------------
-------------------------------------------------------------------------
----------------------------AGCAATATTAGCAGTGAGTATGAAGAAAAAATGCAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATARGAAACAGAAAGCGTATGCACTT---TTTTATAGATCTGATGTAGTACCACTTAATAATGCT-------
-------------------------------------------------------------------------
----------------
GGAAAGAATAGTACTGAGTATATATTAATAAATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGGACAGAACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACGCATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAAATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGAACCGGTAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTT------TATGCAACTGACGCA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAATGGTAGC---
AATTGGAACAAAACTTTAGAACGGGTAAAGAAAGAATTAGGA---------------AAACACTACCCT----
-----------------------------------AATAAAACAATAGAGTTTAAA------
CCAGCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAGAGATACCTAAAGGATCAACAGTTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTTTACAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAACATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAATTGGC



TGTGGTATATAAGAATATTTATCATGATAGTAGGAGGCTTAATAGGTTTAAGACTAATTTTAGGT---
GTAATCTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGCAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTATAATATA------CCTAACAGAATAAGACGAGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725933 
GGG---GTG------------------------------------------
GGGCGATTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAG---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTAACTTTAAATTGTACAGATGGTACTACTAATGCTACTGCT-------------------
-------------------------------------------------------------------------
----------------------------------------------------GAGAAAATGAAA---
AATTGCTCTTTCAATATAGCCCCAGAATTAAGC---------------------------
GATAAGAAAAAGCAACAACGTGCACTT---TTTTATAGCCTTGATGTAGTAAAACTTGACAAC----------
-------------------------------------------------------------------------
----------------
TATAATAGCTCTGATGAATATAGATTAATAACTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATGATTAGGTCTGAAAATCTAACAAACAAT---------GCCAAAACAATAATAGTACATTTTAAT----
-----------GAATCTGTAGAG---------ATTAAGTGTATAAGACCTGGCAATAACACAAGAAAA-----
-AGTGTAGGAATA------------GGACCAGGACAAGCA---TTT------TATGCAATAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AAATGGAGTGAAACTTTACGCCGGGTAAGTGAAAAATTAAAG---------------GAACACTTCCTT----
-----------------------------------AATAAGACAATAAAATTTAAC------
TCATCCTCAGGAGGAGACATAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATTAGTTGGAGT-----------------
-------------------------AATAACAAAACTTATGAAGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAGACATAGTATAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAATATAACGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGATCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTATTAGATATCATAGCCATATCAGTAGCTGAA---
GGAACAGATAGGATTATAGACTTCCTACGAGCAATTTGTAGAGCT----------------------------
--------ATCTGCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF725935 
GTG---TTG------------------------------------------
GGAAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAT---
GCTACTCTATTCTGTGCATCAGATGCCAAAGCATATGGGACGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCAAACCACAAGATATGATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATGTA---
ATCAATTTATGGGATCAATTCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACTTGTAGTAATGTTAACTACACTGCTAATAACAACTCTAATAACAACTCCA
CT-----------------------------------------------------------------------
----------------------GCTAATAACACCACTATTAGCGATAATAACAATGACATGACA---
AATTGCTCTTTCAACACGACCACAGAATTAAGA---------------------------
GATAGAAACAAAAAAGAGTATGCCCTT---TTTTATAAACTTGATGTAGTACAACTTGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAACAGCTCTTATAGACTAATAAATTGTAATTCCTCAACTGTAACACAA---



GCATGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTGCACCTTAAT----
-----------GAATCCTTAGGG---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTACGAGAATA------------GGACCAGGACAAACA---TTC------TATACAATGGGACAA------
---------GTAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAAAGAT---
AACTGGACTAGAACTTTGCATAGGGTAAGTAAAATATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATCTTTAAT------
TCCTCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGAAAGTTGGAGT-----------------
----------------------------AATAAGACTAAAGGAGAGATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GACAGAGAAATTAGTAATTACACAGAAACAATATAT---
CAATTGCTTCAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGAATTACTAGAATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTACTACAAGGTATTTGGAGAGCT----------------------------
--------ATCCGCAACATC------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725936 
GTG---GGG------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGCGTAGAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAATGCTAACATTACTGGAAATAATAGTAGTAGC----------
-------------------------------------------------------------------------
----------------------CTCAATGATACCATAATTGGAGAAATAAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGTTCTCAGA---------------------------
GATAAGAAAAAGAATGAGCATGCACTT---TTTTATAAACTTGATATAGTACCACTTGGTGAGGGT-------
-------------------------------------------------------------------------
----------
AATAGCACCGATAATTTCACCAATTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGTTTAGCAAAAGAA---------------
GTAATAGTCAGATCTGAAAATCTGACAGACAAT---------GCCAAGATAATAATAGTACAGCTTAAT----
-----------CAATCTGTAGAA---------ATTGAGTGTATAAGGCCAGGCAATAATACAAGGAGA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AAGATTAGTGAACAG---
AAATGGAATAAAACTTTACAAGAGGTAGCTAAAAAATTAGAA---------------GAACATTTTCCT----
-----------------------------------AATAGAACAATAGAATTTAAA------
CCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGAACTGAAAAAGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAACACAATATAC---
ACATTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGCAGGATTTATTGGCATTGAACAGTTGGCAAGGTCTGTGGAATTGGTTTAACATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTAYTAATCTACTTGATACCTTAGCAATAACAGTAGCTGAA---



GGAACAGATAGAATTATAGAATTCATACAAAGATTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCRGCATTGCAA---TAA 
>KF725938 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGATG---
ACCCCACTCTGTGTCACTTTAAATTGTACGAATGCTAACAGTACTGCTAACAATGGGACGAAT----------
-------------------------------------------------------------------------
----------------------GCTGGCAGTACTGTTAACAAGACTATCACAGATGACATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAAA---------------------------
GATAAGATAAAGAAAGAGACTGCACTT---TTTTATAAGCTTGATATAGTACCACTCGATGGA----------
-------------------------------------------------------------------------
----------------
AATAATAATAGTACTAAGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGATCTCGTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAACCAGTAGTATCAACA---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGAGCAGCACATTGT---AACATTAGTGAAACA---
AAGTGGAACGAAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGGATTTAAA------
CCATCATCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCTAAAGTAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAACAATTACACAAACACAATATAC---
ATGTTGCTTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAGTTGTTGGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACAAGGAATTGGTAGAGCT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCAA---TAG 
>KF725944 
GTA---GGG------------------------------------------
GGAAACTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGG---AGAGATGCAAAG---
ACCACCCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATAGTGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTC---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACCAAGGCTACAGTTAATGATACCAATGCTGAC-------------
-------------------------------------------------------------------------
----------------------------AGTAACAGTACAGTTAATGCTGCCGAGGAAATAAGA---
AATTGTACTTTCAATGTAACCACAGAAATAAGG---------------------------
GATAAGCAAAAGAAAGAGCGTGCACTT---TTTTATAGACTTGATATAATACCACTTGAGGGGGAA-------
-------------------------------------------------------------------------
----------
AATGACAATAGCAGTTTTGGGGAGTATGTATTAATAAATTGTAATACTTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTTTTGTACTCCAGCTGGATATGCGATTCTAAAAT
GTAAT---AACAAGACATACAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGCACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAGGCA---TTC------TATGCAAACAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AATATTAGTAAAGCA---
AACTGGACTAGGACTTTATACAGAGTAAGTGAAAAGCTAAGA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---AAACATAGCTTTAATTGTATGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAAATGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAGTTAGTAATTATACAGACACAATATAC---
AAGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATTATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTAGTACGAGGACTTTGTAGAGCT----------------------------
--------ATCTACAACGCA------CCTAGAAGAATAAGACAGGGCTCTGAAGCAGCTTTGCAA---TAA 
>KF725948 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCTTATGAGAAAGAG---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGATCCACAAGAAATGAAGTTAGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATCACCTTAAATTGTACGAAGGCTAATGTTACCTGCAATACTAAAAATGTTACCTGCAAT-
-------------------------------------------------------------------------
----------------------AACAATACTGCCATAGATAAAGAAATACAAGGAGAAATACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGACAAGGAAAGAGTATGCACTT---
TTTTATAGACTTGATATAGTTCCCCTTGGGAGCAGTAGTAGTGAA----------------------------
-----------------------------------------------------
AATCATAATGGAAGTTATAGTGATTATAGATTAATAAATTGTAATAGCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAGGGG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------AAAGCTGTAAAA---------ATTGTGTGTGCAAGACCCAACAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAG---
AAATGGAATCAAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAA------
CCATCCTCAGGAGGAGACTTAGAAATTACA---ACACATAGCTTTATTTGTAGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTCAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCTCCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
CGGTTACTTGGAGAATCGCAGAACCTGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGAATTGGACAGTTGGCAAACTCTGTGGAGTTGGTTTAGCATTTCACACTGGC
TGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGTTAGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAAGTTGCATATTAGGAATTGGTAGAGCT----------------------------
--------ATCCTCAACCTA------CCTAGAAGAATAAGACAGGGTCTTGAAGCAGCTTTGCTA---TAA 
>KF725954 



GTA---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATAGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCCTGTGTAAAATTG---
ACTCCACTCTGTGTCACTCTAAACTGTTCTAATGTTACATGTTCTAATGTTACTAAATGT-------------
-------------------------------------------------------------------------
----------------------------CAAAGTAATACTAGTGATGCCATAAATACAATACAA---
AATTGCACTTTCAATATGACAGCAGAACTAAGA---------------------------
GATAAGAAGCGCAAGGAGTATGCAATT---TTTTATCGGGATGATATAGTACCACTTAAGGAA----------
-------------------------------------------------------------------------
----------------
AATAGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCCACCTTAAGACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCATAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGCAAATCTGTCAGACAAT---------GCTAAAACAATAATAGTACAATTTAAT----
-----------GAATCCGTAGAA---------ATTGTGTGCTCAAGACCCAACAATAATACAAGAAAA-----
-GGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGA------
AAATGGAATAAGAATTTACAACGAGTAGGTAAAAAATTATTT---------------GAATTCTTT-------
-----------------------------------AATAAAACAATAATCTTTAAC------
CCATCTTCGGGAGGGGACCCAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGCCACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATCTATTGGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATATCAAAGTGGT
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTGCAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTTTAGAATTCCTACTAAGAATTTGTAGAGCT----------------------------
--------CTCTACAATCTA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTA---TAA 
>KF725955 
GTG---GGG------------------------------------------
GGRAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AARGAAGCAAAA---
GCTCCTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGGTAAAGATGATAATAGTACCCAAGAAAAT----------
-------------------------------------------------------------------------
-------------------CCAGAAAATAATAAGGATAAATATGATAATAGCACGATAATGAAA---
AAGTGCACTTTCAATRCCACCGCAGAAGTGAAA---------------------------
GATAAGAAACAAAGGTTGACTGCATGG---TTTTATAGACTTGATGTAGTACCAATTGATGAG----------
-------------------------------------------------------------------------
----------------------
AGTAAAAATGAGTATAGATTAATACATTGTAATACCTCAACAGTAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---AATAAGACATTCAGT------GGAAAAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTWCTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCATCTTAAC----
-----------AAATCTGTAGAA---------ATTGAGTGCATAAGACCCAACAATAATACAAGGAAA-----



-AGTATAAGGATA------------GGGCCAGGACAAGCA---TAC------TWTACATATAACAAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGC---ACGGTTAATAAAACT---
ATATGGAATGAAACTTTACAACAGGTAGGAGAAAAGTTAGGA---------------AAACTCTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAA-----
CTCATCCTCAGGAGGGGATCTAGAAATAACC---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACTCAGACACAATATAT---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGCTGGAAYAATCTGTGGAATTGGTTTAGYATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGCAGTACAGAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACARGGCTTTGAAGCAGCATTGCAA---TAG 
>KF725957 
GTG---TTG------------------------------------------
GGGAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGATG---
ACTCCACTCTGTGTCACTTTAAATTGTGTCACTTTAAATTGTACAAATACAAATAATAGTACAAATATTACAA
AAACAAATACT--------------------------------------------------------------
----------------------------AATATAAATCTTACCTCTGCTAAAGCAGAAATGAAA---
AATTGCTCTTTTAATACAACCACAGAATTAAGA---------------------------
GACAGGATTAAGAGAGAGTATGCCCTT---
TTTTATAGACTTGATATAGTACGACTTGATGAAAGTGCCAACAGC----------------------------
--------------------------------------------------
TCTGAGAGTGACAACAGCTCTGGGGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCCAG------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCGGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAAGCAAT---------ACCAAAACAATAATAGTACACCTTAAG----
-----------GAGGCTGTAGAA---------ATTAACTGCACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTGCAGCT---
AAATGGAACAAAACTTTACAACAGGTAACAGATAAGTTAGAA---------------AAACTCTTTCCT----
-----------------------------------AAGAAAACAATAATATTTAAC------
TCACCCGCAGGAGGGGACCTAGAAATAACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAATACAATATAC---
AGGTTGCTTGAAGAATCACAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAAATGGGACAGTCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGACACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAGAGAATTTGTAGAGCT----------------------------
--------ATCCGTAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGTAGCATTGCAA---TAG 
>KF725959 
GTA---ACA------------------------------------------
GGAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGACGCTAAAGCATATGTGAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGTTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGCTACCCTTAATGAT-------------------------
-------------------------------------------------------------------------
-------------------------------------------------ACAATAGGAATGAAG---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAAGAAGAATATGCACTT---TTTTATAGACTTGATATAACACCACTTGACAGC----------
-------------------------------------------------------------------------
----------------
TCTAGTAATTCTAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAC-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTGCTGTTAAATGGTAGCCTATCAGAAAAAGGA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTAAAT----
-----------GAAACTGTAAAA---------ATTACATGTATAAGAACTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTC---TTC------TTTGCAGCAACGAGC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACGTTAGCAGATCA---
GAATGGAATAAAACCTTAGAAAGGGTAGGGAAAAAATTAAAA---------------GAGTACTTCCCT----
-----------------------------------AATAGAACAATAGTATTTAGA------
CCACATGCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAATGG---GATAGAGAAGTGAGTAATTACACAGACACAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAAAGGGATTTATTAGCATTGAATAGTTGGCAAAATCTGTGGACTTGGTTTGACATATCAAACTGGT
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTACTCTGTTGGATACCGTAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCTCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725968 
GTG---GTG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCCCTTTGTGTCACCTTAACTTGTACCAATGCAAAAGTTACAATTACAAATGCAAATGTCACAAATGCAA
CTGCTACC-----------------------------------------------------------------
-------------------------------------------AACAGCACGGAAGAAATAAAA---
AATTGCACTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAACAGAGTGCGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTAATGATGGT-------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGTTATATATTAATTAATTGCAACTCCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATAAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGGTCTGAAAATCTAACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTATAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGGAAAGCACATTGT---AACATTAAGAGTAAA---
GCCTGGAATGGCACTTTAGAAAGGGTAAAGAAAAAATTAGAA---------------AAACTTTTCCCT----



--------------------------------AATAATAAAACAGTAGAATTTGCA------
CCATCTTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATCCACAATATAC---
AAGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATTACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCGTTTGCTACTAGTCTGCTTGATACCACAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATTGAAGCAATACAAATAGTGTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725970 
ATG---GAG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CAGGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAACTAGTCTTAAAA---------GATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATATAAAGGTTACTAATATGACTATTAATGAAACCTAT----
-------------------------------------------------------------------------
----------------------------------------------------TCAAACATGAAA---
AATTGCTCTTTCAATACAACTACAGAAATAAGA---------------------------
GATAAGCGACGACAAGCATATGCACTT---TTTTATAGACCTGATATAGTACCACTTAAGAAT----------
-------------------------------------------------------------------------
----------------------
GAGAGCACAGATTACATATTAATAACTTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAATTATTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAAATCTGAAGATATGTCAAATAAT---------GTCAAAACAATAATAGTCCACCTTAAC----
-----------CAGTCTGTAAAA---------ATTGAGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AATTGGACCCAAACTTTAGAACAGGTAAGGAAAAAATTAAGT---------------CAATACTACCAT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCAAACAGATATTTGG------AAT------
AACACGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACAGACACAATATAC---
AGATTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
ATACTCTCTATAGTA---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTATAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 
>KF725972 
GGG---GGG---------------------------------------------
AATATGTGGGTCACAGTGTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCACAGGATCAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCAAATCCACAAGAAATGATTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATGTA---



ATCAGTTTATGGGATCAAAGCCTT---AAGCCATGCGTACGGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACCAATGTAAGCATAAAGGGAAACATAACCATT-------------
-------------------------------------------------------------------------
----------------------------TTAGACAAAGAGGTAAATATAACGGAACAAATGAGA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAACAAAAAAGAATATGCGCTT---
TTCTATAAAATTGACCTAGTATCACTTGATGAGAATAGTAGCAAT----------------------------
-----------------------------------------------------
AGTAGCAATAGTAGCCATGATAATTATAGACTAATAAATTGTAATACTTCAGTCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACTAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTAATTGTACAAGACCAGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACGGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGACAA---
CAATGGAATACAACTTTAAAGAGGGTAAAGAATAAATTAGAA---------------GAACACTTCAGT----
-----------------------------------AATAAAACAATAAAATTTGGA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGTTGTGGG
GCTGCTCTGGAAAACTTGTCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAAACTTACAATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACACACACAATATAC---
AGGTTACTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCCTTGGACAGTTGGAACAGTCTATGGACTTGGTTTAATATATCAAATTGGC
TGTGGTATATACGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTATTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGAAGTATTACAAAGAATTTGGATAGCT----------------------------
--------ATCCGCAACGTA------CCTACAAGAATAAGGCAGGGCTTGGAAGCAGCTTTACTA---TAA 
>KF725975 
GTG---ATA------------------------------------------
GGGAACATGTGGGTCACAGTCTACTATGGAGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAGGGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTGTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAGAATGTGCTAATGTTACCAGGAATGCC-------------------------
-------------------------------------------------------------------------
----------------------------AGTACTGTTAATAATACCCAAGATTATGAGATGAAA---
AATTGCTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGCAAGTGTATGCACTC---TTTTATAAATTAGATATAGTATCACTTAATGGGAAT-------
-------------------------------------------------------------------------
----------------------
AACTCTAAAGAGTATAGATTGATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGATGGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTGAAT----
-----------GAATCTGTAACA---------ATTATATGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCATACTGT---AAGGTCAATGGAAGT---
ATGTGGAATAAGACTTTACAGGGGGTAAAAAACAAATTAAAA---------------GAACACTTCCCT----
--------------------------------GCTAATACAACGATACGATTTAAC------
CAATCCTCAGGAGGAGACCTAGAAATTACA---ACACATACCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAACAACAGTACCTAGGGTTGTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATCTGG------GAA------
AATATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAACTACACAGAAACAATATAC---
AGGTTGCTTGAAGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CGAAATGAAAAAGACTTATTGGCATTGAACAGTTGGAACAGTCTGTGGAATTGGTTTGATATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACTAAGAGTTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725976 
GTG---ATG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCGAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGCTTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGCTATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAGCTGTAGTGATACCTTGTCCAATAATGGTTTGAACGATACT----------
-------------------------------------------------------------------------
-------------------------------------------ACCATGCAGGGAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAATA---------------------------
GATAAGCAACGGAAAGCATATGCACTT---TTTTATAAACCTGATATAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
----------------------
AATACAAGTGAGTATATCTTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATATATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GACAAGACATTTAAT------GGAACAGGACCGTGCAATAAT-----------------------
-GTTAGT---ACAGTGCAGTGTACACATGGAATTAAGCCCGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------CAATCTGTAGAA---------ATTGAGTGTATAAGGCCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAATAGAACG---
GCATGGAATAATACTTTGAAAATGGTACGTGCAAAATTACAA---------------AAACACTAC-------
-----------------------------------AATGGAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGAAATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGGCCTAATATAT---
AGTTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGACAAATTTATGGAATTGGTTTGACATAACAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTACTCTCTACAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGAAATAGCACAAAGAATTTGGAGAACT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAAGGCTTTGAAGCAGCTTTACTA---TAA 
>KF725983 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGTGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAACAAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAACATAAATATTACTGATTTTGACAAT----------------
-------------------------------------------------------------------------



----------------------------------------CAGACCTTGGTGGGAGAAGTAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGAAAGAGTATGCACTT---TTTTATAGACCTGATATAATACCACTTAATAAT----------
-------------------------------------------------------------------------
-------------------------
AATAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTTCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGATCAGATCTGAAAATCTGACACAAAAT---------ACCAAAACAATAATAGCCCACCTTAAT----
-----------GAATCTGTAGAA---------ATTTCGTGTGAAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAAATGAA---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTAAAAGT---
AGATGGAATAACACTTTGGAAAGAGTAAGAGAGAAATTAAGA---------------AACCTCTACCAT----
-----------------------------------AATGCAACAATAAAATTTAAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAAGTCATCTGTACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCGAGAACAGATTTGG------GAG------
AACTTGACATGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGCCACAATATAC---
AGATTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTGGCATTGGACAGTTGGAACAGCCTGTGGAGTTGGTTTAGCATATCACAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTGAGT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>KF725987 
GTG---GTA------------------------------------------
GGGAAGTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGCTTTGAAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAGAGCATA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAACTGTAGTGAGGTTAAGAATAATGGTACT----------------------
-------------------------------------------------------------------------
-------------------------------------AAGAAAAATGAGACTAATGAAATGCAA---
AATTGCACTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGAAACGTAAAGAGCACGCACTT---
TTTTATAGACTTGATTTAGTACCACTTGAACAACGTAAGGAGAAAAACAACAGCAACTCTACAGAG-------
-----------------------------------------------------
AAAAACAACAGCAACTTTACAGAATATATATTGATAAATTGCAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGATCACTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAATAATTAGGTCTCAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACACCTTAAT----
-----------GAAACTGTAAAT---------ATTACGTGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTGAAAAA---
AAGTGGAATGAAACTTTAAACAAGGTAATAAGTAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAC------
TCATCCTCAGGAGGGGATCTAGAAATTACT---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACGCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATTATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAGAAACAATATAC---



AGGTTGCTTGAGATCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGGGAGTTGGGACAGTCTTTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAGCAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725990 
GTG---AAG---------------------------------------------
GGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGATGCTAGTAATAATAGTACAAAGCCTGGTATTAGTAATAATA
CTAGTGCTAAT--------------------------------------------------------------
----------------------------------------------------GGAGGAATGAAA---
AATTGCTCTTTCAATGCAGCCACAGAAGTAAAA---------------------------
GATAAGAAACATAGAGAGTATGCACTT---TTTTATAAACTTGATGTAGTACCAATTGATAAC----------
-------------------------------------------------------------------------
-------------
TCTAAAGGTAATAGTAGTGAATATAGGTTAATAAATTGCAATACCTCAGCCATAACGCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTACATGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACGGGTGCC------
---------ATAATAGGAGACATA------------AGGGAAGCACATTGT---AATATTAGTACAGGG---
AAATGGAATAAAACTTTACAACGGGTAAGGAAAAAATTAGGA---------------GAACATTTCCCT----
-----------------------------------AATGCAACAATAAAATTTGCA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGAAGAAATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGGAATTATACTAGCACAATATAT---
CAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGCCTGTGGAGTTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAAGGCTTAGAAGCAGCTTTGCTA---TAA 
>KF725995 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAAATGCTAGAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAGATGCATGGGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTATAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTGATGCTAAGGGTACTGGT-------------------------
-------------------------------------------------------------------------
-------------------------AACTCTACCTACAGTAATGAAACCCGAGGGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAAGTATATGCACTT---TTTTATACAACTGATGTAGTACAAACTAATGCT----------



-------------------------------------------------------------------------
----------------------
AGTGGATCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACGCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTGCAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAGGGA------------
ATAATAATTAGATCTGAAAATCTGACAAACAGT---------ATCAAAACAATAATAGTGCATCTTAAT----
-----------GAGTCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAAATAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
AATTGGAGTAACATGATAGAAAGAGTAAAAAAGGAATTAAAG---------------AAACACTTCCCT----
-----------------------------------AATAGAACAATAAAATTTGAA------
CCAGCCTCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACACGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAGTCCAAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAGGAGAAATTGGTAATTACACAGACATAATATAC---
AACCTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTACTGGCATTAGACAAGTGGAACAATTTGTGGAATTGGCTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGCCTGCTGGACACTGTAGCAATAGCAACAGCTGAA---
GGAACAGATAGAATTCTAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725996 
GTG---TGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCAAATGAGATGAAGTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAATTCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACTTGTACTACGGTTAACAGTACTAAAGGTACCAAT----------------
-------------------------------------------------------------------------
----------------------------AGCAGTGCTAATGTTACCACTAATGAAGAAATAAGA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAACGGAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTTGATGGG----------
-------------------------------------------------------------------------
-------------
AATAATAACAACTCTACTGAATATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTAGTAAT-----------------------
-GTCAGT---ATAGTACAATGTACTCATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACGAACAAT---------GCCAAAACAATAATAGTGCACCTTAAT----
-----------CAGTCTGTAGAA---------ATTATGTGTACAAGACCCGGTAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAAATAATGAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGGG---
AATTGGACCAAAACTCTAAGACAGGTAGAAGGAAAATTAAAA---------------GAACACTTCAAT----
-----------------------------------AATACAACCATAAAATTTAAA------
CCATCCTCAGGAGGGGATCTGGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATCGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTAGAAAATTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTTAACAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGAAACAATATAC---
AGGTTGCTTGAGACCTCACAGATACAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTATTAGAATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAATGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATATTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAGAGAATTTGTAGGGCT----------------------------
--------ATCTGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>KF725997 
GTG---GGG---------------------------------------------
AGCTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAATGTTAATATTACTGCTACCCTCAATAGTGCTGCC-------
-------------------------------------------------------------------------
----------------------------GCCAATAGTACTGTTGCCCCCGATGATAGCATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAGAGGTATGCACTT---TTTTATAAACTTGATGTAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTAATACTAGTGAGTATATATTAATGAATTGCAACACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTTCTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CACCTACTGTTAAATGGTAGTATAGCAGAAGAAGAG------------
ACAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAG---------ATTGTTTGTACAAGGCCCAACAATAATACAAGGACA-----
-AGTCATAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGTGAAAAG---
AACTGGACAGAAACTTTAGATGATGTAAGGAGAAAATTACAA---------------AAACACTTCCCT----
-----------------------------------GGTAAAAACATAAGCTTTGCA------
CCACCCTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGAGAGTTGGAGT-----------------
----------------------------AATAAATCTGAACAAGATATTTGG------GGC------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAGGTCTAATATAC---
CAGTTACTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAGCCTGTGGAATTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTAATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAGGAATTGCTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAAGGATTTGAAACAGCTTTGCTA---TAA 
>KF725999 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGGATATGAGAAAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGATATGGTGGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTCTAAATTGTACAAATGTTAATGTTACTGCTAATACCACCAGTACTGGTAATGATA
ATGCTAATACC--------------------------------------------------------------
-------------------ACCAGTAATGGTAATGGTACCATTGACTATAGGGAAGAAATAAAA---
AATTGTTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GACAAGAAAGAGCGAGTGTATTCACTT---TTTTATAGACTTGATATAAARCAACTTGGGAAT----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAGTATACATTAATAAATTGCAATACCTCAGCCATAGCACAA---



GCCTGTCCAAAGGTTTCTTTTGACCCGATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAATCTGTCAAACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------CGGTCCATAGAG---------ATTGTGTGTACAAGACCCAACAATAATATCAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAGGCA---TTT------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AGCATTAATGGCAGT---
AACTGGAATAATACTTTAGAATGGGTAAAAGGAAAATTACAA---------------GAACACTTCTCT----
--------------------------------GGTAACAAAACAATACAATTTAAA------
CCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCGAGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATCAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTGTGCT---
GTGTTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGCCTGTTGGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCCACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF726000 
GTG---ATG------------------------------------------
GGGAATTCGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAATCATATGAGACAGAA---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGTGTTGATATTAATGGTACCTCTTCCAATAGTACCTCTTCCAATAGTA
CCTCT--------------------------------------------------------------------
----------------------TCCAATAGTACCATAGAAGAAAACATGAAAGAAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGGCACAAAAAGCATATGCACTT---TTTTATAGACCTGATATAGTACCACTTGGTGAG----------
-------------------------------------------------------------------------
-------------------
AGTAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCAATTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAGGGGGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTCCATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAATAGAACG---
TCATGGAATGAAACTTTGCAAAGGGTAAGTAAAAAATTACAA---------------GATCTCTAC-------
-----------------------------------AATAGAACAATAGAATTTAAA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---AGACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGACACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAAATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGGCATAATATAT---
CAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
ATACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATTGAAATAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGCCTTGAAGTAGCTTTACTA---TAA 
>KF726001 
GTG---GAG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---ATGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAAACCACAAGAATTGCCTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAGAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACGTTGTACCAATATTACCCTCACAAATAGCACAGGAAAT-------------
-------------------------------------------------------------------------
----------------------------GATACCTACAATGATGGCATAGGGAATGAAGTGAAA---
AATTGCTCTTTCAACATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGTACATGCACTT---
TTTTATAAACTTGATGTAGTACCACTTGATGGGAATAATGGCAAC----------------------------
-----------------------------------------------------------
TCTAGCAGCTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTACTAAATGGTAGCCTAGCAGAAGAAGGC------------
ATAATAATTAAATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTGCT----
-----------AAGCCTGTACAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAAATAGTGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACACTGT---AACATTAATGAAAGG---
GAATGGAATAAGACTTTACAAGAGATAAGTAAGAAATTACAA---------------ATACACTTCCCT----
-----------------------------------AATAAAGCAATAAAATTTGAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACAAAAGAACAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACACAGACACAATATAC---
AATTTGCTTGAAAAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGAATTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGTTTGATAACATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KF726011 
GTG---GTG------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAGAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATATAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTAAAAACTAATGATACTAAC-------------------
-------------------------------------------------------------------------
-------------------------------------------------GAAACTGTAATGAAA---
AATTGCACTTTCAATACAACCACAGAAATAAAA---------------------------
GATAAGAAACAACAAGCGCATGCACTG---TTTTATAGATCTGATGTAGCACCACTTAATGGAAATAGATCT-
-------------------------------------------------------------------------
----------------
GGGAATAACAAGGGTGATTATACATTAATAAATTGCAATTCCTCAAAAATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATTCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGTCATTCAGT------GGGACAGGACCATGCATTAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATTTTACAGACAAT---------ACTAAAACAATAATAGTACACCTTAAT----
-----------GAACCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAACACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTCAATTACACC---
CTGTGGAACACAACTTTAGGAAAAGTACAGAAAAAATTAGAA---------------AAACACTACCCT----
-----------------------------------GATAAAGCAATAAAATTTGAA------
CAAGCCTCAGGAGGGGATTTAGAAATCATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGAACTCAAACAGAAATTTGG------GAG------
AACATGACCTGGATACAGTGG---GATAAAGAAATCAGTAATTATTCAGACACAATATAC---
AAGTTGCTTGAAAAATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGATCTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAACCTGCTTGATACCATAGCAGTAATAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF726014 
GGG---TTG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTGATTACCAGGGTAATTTTACTAACAATGGT-------------
-------------------------------------------------------------------------
----------------------------ACTATTAACAATAATACCACAGGGGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAGGAAAAAGAAACAACATGCACTT---TTTCATAGCTTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
ACAGATAATTCCAGTGGGTATAGATTAATAAGTTGTAATACCTCAGCCATAACCCAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTTTAAAGT
GTAAA---GACAAGACATTCAAT------GGAACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAGT---------GCCAAAACAATAATAATACATTTTAAT----
-----------GAATCTGTACAG---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------GTAATAGGAGATATA------------AGACAAGCACACTGC---AACATTAGTAGAGAA---
AAATGGAATAAGACTTTAGGAAGGGTAAGTAACAAATTAAAA---------------GAATACTTC-------
-----------------------------------AATAAAACAATAAGATTTCAA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTTCAGACAAGAATCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAACGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGAACCCAGAATGACATTTGG------CAG------
AACCTGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTATTCAGACACAATATAT---
AGGTTACTTGAGATCTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACTTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGCAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF726020 



GTG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAAATGTTACCAAAATTAATGCTACCGTGACTAACGCAAATAATG
TTACC--------------------------------------------------------------------
-------TGCAATGATAGCATTAGCACAAATAATGTTAACTGCAGCATAGTTGAAGGAGTAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAGGAGTATGCACTT---TTTTATAGACCTGACATAGTACCAATTGAGGGG----------
-------------------------------------------------------------------------
----------------------
GGTGACTCTGAGTATGTATTGATAAATTGCAATTCCTCAACCCTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGG------------
ATAATAATAAGATCTGAAAATCTGACAGACAAT---------ATCAAAACAATAATAGTCCACCTTAAT----
-----------AAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAAACATA------------AGAAAAGCACATTGT---ACCATTAATGGAACG---
CAATGGAACAAAACTCTAGAGCTGATAAAGAAAGAATTAGCA---------------AAACATCACCCT----
-----------------------------------AATACAACAATAGAATTTAGA------
GACCACGCAGGAGGGGATATGGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCTAACAGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGCATCACAAACCCAGCAGGAA----------------------------------------
-----------------------------
AATAATGAAAAAGATTTACTAGCATTGGACAGTTGGAATAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTACTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAACAGTAGCTGAG---
GGAACAGATAGGCTTCTAGAAATAATACAAGGAATTGGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACAAGAATAAGACAGGGCGCTGAAGTAGCTTTACTA---TAA 
>KF726022 
GTG---GTA------------------------------------------
GGGCACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAGGAG---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACATGTACAAATGTAACAAGTAACAGTACCAGCAATGTTACTGCT-------
-------------------------------------------------------------------------
-------------------------------------------------GGGGCAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAACAGAAAACGTATGCACTT---TTTTATAGACCTGATATAGTGCCACTTGAGGGT----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAATATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTACTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATGATACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAAAAATTAGATCTGAAAATCTGACAGATAAT---------ACTAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCGACAGGTGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAACTA---
GCATGGAACACAACTTTAAAAAGGGTAAAGGAGAAATTAAAA---------------GAACTATACAAC----
--------------------------------AACAGCAAACCAATAATATTTGCA------
CCACACTCAGGAGGGGACCTAGAAGTCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GATGCTCTGAAAGACTCATCTGCACCACTAATGTGCCTTGGAACATCAGTTGGAGT-----------------
-------------------------AATAAAACTTACCAGGAGATTTGGGAG------AGT------
AACATGACCTGGATGGAGTGG---GACAAAGAAGTTAGTAATTACACACACATAATATAC---
CAGTTGCTTGAAGAATCGCACCTCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTAGAATTGGACAAGTGGCAAAGTCTGTGGAATTGGTTTAGCATATCACAGTGGC
TATGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTTTGCTTGATACCATAGCAGTAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCCTATTAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCCTTGAGTCAGCTTTGCTA---TAA 
>KF726025 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAGATGGTTTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGAGGCAGAAGTTAGTGAGGGTACCTACAATAGTACC-------
-------------------------------------------------------------------------
----------------------------TACAATAGTAATAGTAGTATGTATGGAGAAATAAAA---
AATTGCTCTTTCAATATGACTACAGAGATAAGA---------------------------
GATAGGAAACAGCAAGTGTCTGCACTC---TTTTACAGATCTGATGTAGTACCACTTAGGGAAAATAGCTCT-
-------------------------------------------------------------------------
----------------
AGTAGTAGCTCTAGTAATTATGTATTAATAAATTGCAACACCTCAGCCATAACGCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGGTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACGCATGGGATTAAGCCAGTGATGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTCAAAATCTGTCAAACAAT---------GTCAAAACAATAATAGCCCACCTTAAT----
-----------GAATCTGTAACA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACGAAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTACGGCT---
AATTGGAGTACAACTTTAAGATGGGTAAAAGGAAAATTAGCA---------------GAACACTACCCT----
-----------------------------------AATAAAACAATACAATTTAGG------
CCCGCCTCAGGAGGGGATCTAGAAGTTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTGAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAATAGACATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCATAATATAC---
AGTTTGCTTGAAGACTCACAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAAAATAATTTTGGGT---
GTGCTCTCTATAGTG---------AGAAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGAACTAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTGCAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KU749416 
GGG---GGG------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAGGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTGAAGTTG---
ACCCCACTCTGTGTCACCTTACACTGTACAAATGCTAATAGGACTGTTCATATATACAAT-------------
-------------------------------------------------------------------------
-------------------GGCACGGGGGAAGAACTAAAGGAAGAACTAAAGAAAGAACTACAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAGGAGAGTGAATGCACTT---TTTTATAAACTTGATATAGTGCCACTTAGTAGCAAT-------
-------------------------------------------------------------------------
----------------------
TCTACTAATGAGTACAGATTAATAAATTGTAATACCTCAACCATAGCACAG---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGATATTCAAT------GGAACAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGC------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GTCAAAACAATAATAGTACATCTTGCT----
-----------AAACCTGTAAGA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAGAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACACTGC---AACATTAGTAAAAAA---
GATTGGAATGAAACTTTACAAGACATAGGAAAGAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGAA------
CCACATTCAGGAGGGGACCTAGAAATTGTG---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCGCCACTAATGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAGAAGTCAAACAGATATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACATACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACAATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGGACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGATTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>MH933705 
GGA---AGG---------------------------------------------
GACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---TCAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGATAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGAACAAGGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACACAGACTAACAAAAATGCTACTAGT-------------------
-------------------------------------------------------------------------
----------------------------ATCATCACCGGGGAAAAAATAGAGGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAACAGTATGCACTT---TTTTATAAAGATGATCTAATGTCATTTAATGAA----------
-------------------------------------------------------------------------
-------------------
AGTGGGAAAAATAATTATATATTAATAAATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCACTAGT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTAAAAACTTGACAAGTAAT---------ACCAACATAATAATAGTCCACCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGCAAGCACACTGT---AATATTAGTAGAGTC---
AGATGGAATGAAACTTTAGGACAGGTAGAAAGAAAATTGAGA---------------GAACACTTCCAT----



-----------------------------------AATAAAACCATTATCTTTAAA------
CCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGAGATCAACAGCTCCTAGGCCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTAAAGAAGATATTTGG------GAG------
AGCTTGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAGAGACAATATAC---
AGGCTACTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAATTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGACACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGAAGCAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>MH933704 
GGG---GTA------------------------------------------
GGAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGGA---------AATATAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTCACCCAGACAGGTACAACTACTCAG-------------
-------------------------------------------------------------------------
----------------------GTCTACCAGACAGGTAATATTACCGACAAGGAGAACATATTT---
AATTGCTCTTTCGAAACAACCACAGGAATAAGA---------------------------
GATAAGAAACAGAGTGTGTATGCAACT---TTTTATAAACAGGATCTAGTATCACGGAGTAATGGGAATTCT-
-------------------------------------------------------------------------
----------------------
AATTATAGTGAATCTATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCTTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGGTCTGAGAATCTGACAGACAAT---------ACCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTGTAAAC---------ATTACGTGTACAAGAATTGCCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAATCA---TTC------TAT---ACACATGAC------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAATACAACA---
AAGTGGAACAACACTTTACAAAGGGTAAAGGAGAAATTAAGA---------------GAACACTTCTCT----
-----------------------------------GATAAAAATATAACATTTGAA------
CCATCCTCAGGAGGGGACCTAGAGGTGACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTTACAACGATATTTGG------CAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAGACACAATATTT---
AGGTTGCTTGAAGTATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTGGCATTGGACAAGTGGAATGATCTATGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTGTTT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACTATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTGCTACAAAGAATTTGGAGGGCT----------------------------
--------ATCTGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>MK643564 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---ACAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAAGATATA---



ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTAGTGATGCTAACATCACCAGGAGCACC-------------------
-------------------------------------------------------------------------
-------------------------ACCAATATTAGCATGACTAGAGAACCAGGAGAAATAAAA---
AATTGTACTTTCAATACAACCACAGCATTAAGA---------------------------
AATAAGAAACAGAAAGAGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAATGGAGAT-------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATATTAAAGT
GTAAT---AGTAAGACATTCAAT------GGGACAGGACCATGCACCAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAGGAG------------
ATAATAATTAGATCAGAAAACCTGACAAACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCTGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---CTC------TTC---ACAAATAAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
CAATGGAATATTACTTTAGAAAGAGTAAAAAAGAAACTACAA---------------GAACACTTC-------
-----------------------------------AATAAAACAATACAATTCAAT------
AACCACTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAACTCATATGCCCCACCGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTTACAGATATTTGG------AAC------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
ACCTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAGAGATTTATTGGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATCATAATAGTAGGAGGCTTAATAGGATTGAGAATAATTTTTGCT---
GTGCTTTCTATCATA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATATATACAAAGAGTTTTTATAGCC----------------------------
--------ATCTGCAACAG----------ACAAGAATAAGACAGGATTTGAAAGCAGCTTTGCTA---TAG 
>MK643538 
GGA---GTG------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---AAGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTTACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACCAATCCTATTAGTAACAATCATAGTATTAGTGAT----------
-------------------------------------------------------------------------
-------------------------GATAGTAAGTATAGTAATATTACCTTAGAAGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGCAATAAGA---------------------------
GATAAGAAAACGAAAGTGTATGCACTT---TTTTACAAATCTGATATAGTACCACTTAAGGGG----------
-------------------------------------------------------------------------
----------------
AATGAGAATTCTAGTGATTATATATTGATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCGAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGTCAGGACCATGCACTAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAAGTCTGAAAATATAACAGACAAT---------GTTAAAACAATAATAGTACATCTTAAT----
-----------GAATCGGTACCA---------ATTATGTGTATAAGACCCGGCAATAATACAAGAAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TATGCATCAGAAGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAACAG---
CAATGGAACAAAACTTTAGAAAGGGTGAAGAAGGAATTAGGA---------------AAACACTTCCTT----
-----------------------------------AATAAAACAATAGAGTTTGAA------
CAATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGCTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGGAGATATTTGG------AAT------
AACTTGACCTGGATGCAGTGG---GACAGAGAAATTAGTAATTACTCAGAAATAATATAC---
ATGTTACTTGAAGTCTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAATTGAGCAGTTGGGACAGTCTGTGGAATTGGTTTAGTATATCAAAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTATGGGT---
GTACTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTCATACAAAGCTTTTGTAGAGGT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCAA---TAA 
>MK643537 
GTG---TGG---GGA------------------------------------
AGCAATTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGGGGAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAAATTTGAAA---------AATGTAATAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTACTTCAGTCAATAATAATGTTACTTCAGCCAAC-------------
-------------------------------------------------------------------------
-------------------------GCTACTTTAAACAATAATACCATGAGTGGAGAAATGAGA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGACAAAGAGAGAATATGCACTC---TTTTATAGACTTGATGTAGTATCACTTGATGAA----------
-------------------------------------------------------------------------
-------------------
AACAAGACAAATGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTTAC---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGAAGTCTAGCAGAAGATAAG------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCAGCAATAATACAAGGAAA-----
-AGCGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AATTGGACTAGAACCCTAAATAAGGTAAGTGAAGAATTACAA---------------AAACACTTCCCT----
-----------------------------------AATAAGACAATAATATTTGCA------
CCATCCTCAGGAGGGGACCTGGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAGATCTTATGATTATATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GATAGGGAAATTAACAATTACACAAACACAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAGTTTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGTCTGATTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAGGATTGTGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTACAAGGATAAGACAGGGCATTGAAGCATCTCTGCTT---TAA 
>MN097551 
GGG---GTA------------------------------------------
GAGAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCTTATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAGGAAATGGTTTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAATTGTACCCGTAATGTTACCAGTAATGGTAGTAAT----------------
-------------------------------------------------------------------------



-------------------------GATACTACCTACAATGATACCATGGGTGAGGAAATAAGA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGCAACAGCGAGCATATGCACTT---TTTTATAGACCAGATATAGTGCCAATTGGAAAGGAA-------
-------------------------------------------------------------------------
----------------------
AATAGTACTGAATATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCCGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCGTGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTCTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAGCAAACAAT---------ATCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTGGAA---------ATTGTGTGTACAAGACCTAGTAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAAACATA------------CGAGAAGCACATTGT---AACATTAGTAAAAGT---
AATTGGACCACAACTTTAGAAAAGGTAAAGAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------GGTAAAAACATAACCTTTCAA------
CCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGTTTTAATTGTCGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGGTAATTACACAGATATAATATAC---
AAGCTACTTGAGCAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTAATATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATTTCATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGTATTATTAGAGTACTACAAGGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>MN097661 
GTG---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTACCCCAAAAATTGCTACCTACAATAATAGCATGCAAG
ACTGTACAAAT--------------------------------------------------------------
-------------------------GCTACCTACAATAATAGCATGCAACACTGTCAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAAAAAGAAACAAGTACATGCACTC---TTTTATAAACTTGATGTAGTGCCACTCAACAGC----------
-------------------------------------------------------------------------
----------------
TCTAGTAACTCTAGTGACTATAGATTAATAAATTGTAATATGTCAACCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACG---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGGC------------
ATAATAATTAGATCTCAAAATCTGTCAGACAAT---------ACTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACGTGTACAAGACCTGGCAATAATACAAGGGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGACAA------
---------ATAATAGGAGACACG------------AGACAAGCACATTGT---AATGTTAGTAAG-------
--TGGAATGAAACTTTACAAAAGGTAAGGAAAAAATTACAA---------------GAACACTTCCCT-----
----------------------------------AATAAAACTATAACATTCAGA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTTACAAAAGTATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGGCACAATATAC---



AGGTTGCTTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAAAGAGATTTACTAGCTTTGGACAAATGGAACAATCTGTGGACTTGGTTTGACATAACATATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAGATAATACAAAGAGGGTGTAGAATT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>MN097648 
GTG---AAG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACCTTATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTACCTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATGTCAACAAGAATGGTACTAATACTACCATGAGTGATACTA
ATGATACCATG--------------------------------------------------------------
----------------AATGGTACAGATATCTTGAATGGTACAGATATCAGGAATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGAAAGAGTATGCACTT---TTTTATAAAATTGATATAGTACCACTTGGGAAT----------
-------------------------------------------------------------------------
----------
AGTTCCAATAATAATAATAGTGACTATATATTAATAAATTGCAATTCTTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCAATTCTAAAGT
GTAAC---AATAATACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAATATCAACT---
CAACTACTGTTAAATGGTAGCAGAGCAGAAGGAGAC------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCAAAAACAATAATAGTACATCTCAAT----
-----------GAGTCTGTGCCA---------ATTAAGTGTATGAGACCCGGCAATAACACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGGT------
---------GTAATAGGAGATATA------------AGAAAAGCATATTGC---AATGTTAATGGAAGT---
CAGTGGAATGAAACTTTACAAAAGGTAGGTAAAAAATTAAGA---------------GAACTCTTCCCT----
-----------------------------------GATAAGACAATAATATTTAAT------
TCATCCTCAGGAGGGGATCCAGAAATTACA---ACATTTAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTGCCGTACCTTGGAACTCCAGTTGGAGT---------AAT-----
----------------------------AATAAATCTATAGGGGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGCAATTACACATATACAATATAC---
AGCTTGCTTGAAGAATCGCAATTCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGACTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTACT---
GTGATATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCAATTAGTTTATTAGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAGAGAATTTGCAGAGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATAAGACAGGGTACTGAAATAGCTTTGCTA---TAA 
>MN097654 
GTG---ACA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCGGTGTGG---AAAGAGGCAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGTTAGAGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---ATACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTGATACCCACAATGCTACCTCCAACAATGCTACTA
CTGCTCCTTAC--------------------------------------------------------------
-------------------AATGTTACCTACAATAGTAGCATGTATGAAGAATTAGAAGTAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTG---TTTTATAGACCTGACATAGTACCAATTAATGGG----------



-------------------------------------------------------------------------
----------
AATGGGAATGGGAACTTTAGTGAATATATATTAATAAACTGCAATACCTCAAGTATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTCCATCTTAAT----
-----------GAATCTGTAAAA---------ATTGTGTGTATAAGACCTGGCAATAATACTAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAGTAGGAGACATA------------AGACGAGCATATTGC---AACATTAGTAAAGAG---
AGATGGGAAACAACTTTAAAACGGGTAAAAGAAAAATTAAAA---------------GAACATTTCCCT----
-----------------------------------GATAAAAATATAACATTTGAA------
CCATCCGCAGGAGGGGATCCAGAAGTCACA---ACACACAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCGGTAGCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACTCAAACAAAATATAC---
GAGTTGCTTGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAGAAAGACTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGCTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTATCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCCTAGCAATAGTAGTAGCAGAA---
GGAACAGATAGGATTATTGAAGTATTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACCAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>JN188292 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTCCTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTGTTGGAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAAC----------------------------------------
-------------------------------------------------------------------------
----------------------------------TACATTAATGACACAACGGGAGAAACAAAA---
GATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAGAAAGAAGGAACATGCACTT---TTTTATAAACCTGATATAGTACCACTTAATGAGAAT-------
-------------------------------------------------------------------------
-------
TTCAATTCCAGTGCCAATTACAGTGAGTATAGATTAATAAACTGTAATACCTCAGCCATAAGACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTGGTAACAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGGCCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAAAAATA------------AGAGAAGCACATTGT---AACATTAGTGAAGAT---
CAATGGAATAAAACTTTACACAGGGTAAGTGAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGGA------
CCACCCACAGGAGGGGACTTAGAAATTACA---ACACATAGCTTCAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACGGGCATAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAACTGGC



TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTGATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>AY118165 
GTG---GTG---GTG------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGCGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTG---
ACCCCACTCTGTGTCACGTTAACATGTGGAGAGGTTAGAAATAATACCTATAAT-------------------
-------------------------------------------------------------------------
-------------------------------AATACCATAACTGATAATAATAATAAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAAAAACAGACAGAGTACGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGGGAAC-------
-------------------------------------------------------------------------
----------------
GATAACAGCTCTAGTAAATATAGGTTAATAAATTGTAATAGCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGAAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------ATCAAAACAATAATAGTCCACCTTAAT----
-----------CGATCTGTAGAA---------ATTGTATGTACGAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AATATTAGTGAAGCT---
GACTGGAATAGAACTTTACAAGAGGTAGGTAAAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
GCATCCTCAGGAGGGGACTTGGGAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCGGAA---
GGAACAGATGGGATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGTAATATG------CCAAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY118166 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAG---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCGCTCTGTGTTACTTTAAGATGTAGAAATGTTACCAGTAATGGTAATACT-------------------
-------------------------------------------------------------------------
-------------------------------ACCCACAATAATACCATGTATGAAGAAATGAGG---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGAGAAAAAACAGTATGCACTT---TTTTATAAGCTTGATATAGTACCACTTGGGAAG----------
-------------------------------------------------------------------------
-------------------------
GGGAAGAAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---



GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTTTTGTACTCTAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCATAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCCATAGAA---------ATTCTGTGTACAGGACCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAGTA---TTC------TATGCCACAAACGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---
AAATGGAATGAAACCTTACAAAGGGTAGGCAAAAAATTACGA---------------GAACACTTCCCT----
-----------------------------------AACAAAACTATAAGCTTTCAA------
CCATCCTCAGGAGGGGACATAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACTTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATGTTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTACT---
GTACTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTCATACAAAGAGTTTGTAGAGCT----------------------------
--------ATCCTCAACACA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AF286227 
GTG---GTG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATACTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTACACTGTACAAATGCTACCTTTAAGAATAAT----------------------
-------------------------------------------------------------------------
----------------------------------GTTACCAATGACATGAATAAAGAAATAAGA---
AATTGCTCTTTTAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGCAAGGGTATGCACTT---TTTTATAGACCTGATATAGTACTACTTAAAGAGAATAGA----
-------------------------------------------------------------------------
-------------
AATAATAGCAATAACTCTGAATATATATTAATAAATTGCAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAAAGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GTCAAAACCATAATAGTACATCTTAAT----
-----------AAATCTGTAGAG---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGTCAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGGAAGT---
AAGTGGAATGAAACTTTAAAAAGGGTAAAAGAAAAATTACAA---------------GAAAACTATAAT----
--------------------------------AATAATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGCTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---



GGAACAGATAGGATTATTGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCCA---TAA 
>AY158533 
GTG---AAG---------------------------------------------
GTCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTGGTTTTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATTAGTTTATGGGATGAAAGCCTC---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAATGCTACCGTCAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------AATAGCATAAAGGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAGTAAGT---------------------------
GATAAGAAAAAGAAAGAAAGAGCAATC---TTTTATGGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AATAGGGACTCTAGTGAGTATAGATTAAGACATTGTAACACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTGAG------GGAAAAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAGACAATAATAGTACAGTTCAAT----
-----------AAATCTGTAGAG---------ATTGAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGAATA------------GGACCAGGACAAACA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AATTGGAATGAAGCTTTACACATGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAACATTTAAC------
TCATCCTCAGGAGGGGACTTAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAATATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCGCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTACTAGTCTGCTTGATGCCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGCATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGGATAAGACAGGGCTTTGAAACAGCCTTGCTA---TAA 
>AY158534 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACATGTAGCAATGTTAGTGTTACCAAT-------------------------
-------------------------------------------------------------------------
-------------------------------------AGTAGTATTCCCAATGAGACCATGAGA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGCAAAAGCAAGAGTATGCACTG---TTTTATAAACTTGATATAATACAACTTAATAATGGC-------
-------------------------------------------------------------------------
-------------
AACTCTAGTAACTCTAATGAGTATAGATTAATAAATTGCAATAGCTCAACCGTGACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCGTGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCCCACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGAATGAAACTTTACAAGAGGTAGGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGAAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTGAAACAGAGATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATCGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAATCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAGGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTAGCT---
GTGTTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATACCATAGCAATAGGAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTTTTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY158535 
GTG---GCA------------------------------------------
GGAAACAGGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATGCTACCTATAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------AATACAAGGGAAGAAATAAAA---
AATTGCACTTTCAATATAACCACAGAAATAAGA---------------------------
AATAGGAAAAAGGAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
-------------------
AATAACCCTAGTGAGTATATATTAATAAATTGTAATACTTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTGGCAGAAGAAGAA------------
TTTATAATTAGATCTAAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACAGCTTAAT----
-----------AAAAATATATCA---------ATTACGTGTATAAGACCAGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACTTTGT---AACATTAGCGGAGCT---
GTATGGAAGGAAACCTTACAAAATGTAAGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACCTTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACACAATATAC---
AGATTGCTTGAAGTCTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAGAGATTTATTAGCATTGAACAGTTGGCAAAATCTGTGGAATTGGTTTGACATATCAAAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCA---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTAGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTGTAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>AY529659 



GTA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCGGACGCTAAAGGATATGAGAAGGAA---GTGCACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAGACTGTAAGAATGTTACAGTCAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------AATACCCTGAGGGAAGAACTAAAA---
AATTGCTCTTTCAATATAACAACAGAACTAAGA---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATAGGCTTGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
-------------------
GAGAATAACAGTGAGTATAGATTAATAAATTGTAACACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGCTATGCAATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAAAA---GAT------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACCATATTAGTTCATCTTAGA----
-----------GAACCTGTAGAA---------ATTGTGTGTACACGGCCTAACAATAATACAAGGAAA-----
-GGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCGACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AGTATTAATAAAACA---
AAATGGAATGAAACTTTACAGGAGATAAGAAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTCATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATAAGGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAGGCATAATATAC---
AAATTGCTTGAAGACTCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAGTTATAGAATTAGCACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCGTTG--------- 
>AY043176 
GTG---GGG------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGACGCTAAAGCATATGAAAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGCAGCAATGAGAGTAGACTTAGT-------------------------
-------------------------------------------------------------------------
-------------------------------------AATAGTAGCCTTAATGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GACAAGAAACAACAAGTGTATGCACTT---TTTTATAAGCTTGATGTAGTACCACTTAATGAT----------
-------------------------------------------------------------------------
-------------------
CATAATAACAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------CTCAAAACAATAATTGTACATCTTAAG----
-----------GAAGCAATAGAA---------ATTAATTGTACAAGACCTGGCAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAGCC---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AATTGGAATAAAACGTTACAAGAGGTAGGTAAAATGTTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTAGAAAAATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCAGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAGATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGAACAGTTGGGGAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCCATTAGCCTGTTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATACAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ411850 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGACCAAAGTCTA---AAACCGTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTAAAAGTTAATGCTACCAGTAATGGTACTACT-------
-------------------------------------------------------------------------
----------------------ACCTACAATAATAGCATTGATAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTAGTTATATATTAATAAATTGCAATACCTCAACCACAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTATAGAA---------ATTGTGTGTACAAGACCCAATAATAATACACGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---GTC------TATGCAACAAATGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGAACACAACTTTAGAAAAAGTAAAGGAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AGTAAGGCAATAACCTTTCAA------
CCACACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATAC---
AAGTTACTTGAAGAATCGCAAAATCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTTTAGAAGTAATACTAAGAATTATTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY529661 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGATAAAGCATATGAAAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCAATGCTAAGGTT-------------------------------
-------------------------------------------------------------------------
-------------------------------------------AATAGTACTGGAGAAATAAAA---
AATTGCTCTTTTAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAACAGGGAGTGTATGCACTT---TTTTATAAAACTGATGTAGTACAAATTAAGGAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATACAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACTAGACCCAGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTGCAAAG---
CAATGGAACACAACTTTAGAACGGGTAAAGAAAAAATTAGGA---------------GAACTCTATAAT----
-----------------------------------AATAAAACAATAACATTTGAA------
TCAGCTTCAGGGGGGGATTTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCTAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCACAAAGATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTAGTAATTACACAGGCCAAATATAC---
GAGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGGCATAACAAAATGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTGGGA---
GTGATCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGACTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGCAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY529662 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAGTGTACAGACGCAGGAGGT-------------------------------
-------------------------------------------------------------------------
-------------------------------------------AGCATGGCAGGAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGTGTCTGCACTT---TTTTATAAACCTGATGTAGTACCACTTAATGAGGGTGGATCT-
-------------------------------------------------------------------------
----------
AGTAACTCTAGTAACTCTAGTGAGTATATATTAATAAATTGCAATACTTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAACAGAAGGGGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GACTCTATAGAA---------ATTGTGTGTGCAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGCC------
---------ATAATAGGAAACATA------------AGAGAAGCACATTGT---AACATTAGTAAAAAT---
AAATGGAACATAACTTTAGAACAGATAAAGAAAAAATTAAAC---------------GAACACTTCCCT----



-----------------------------------AATAAGACAATAAAATTTCAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGGAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAGATTAATAATTACACAGACACAATATAC---
AGGTTACTGGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCACTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAATATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTGGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGAGCTGAAGTAGCTTTATTA---TAA 
>AY162224 
GTG---AAG---------------------------------------------
GGCTTGTGGGTCACAGTCTACTACGGGGTACCTGTGGGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGATTTTGGGC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCAACTGTTAACTAC-------------------------
-------------------------------------------------------------------------
----------------------------------------AATAATACCTCTAAAGACATGAAA---
AATTGCTCTTTCTATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAAGAAAATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAATAGG-------
-------------------------------------------------------------------------
-------------
AAGAATGGGAATATTAACAACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGCCTCTAAAAT
GTAAT---AATAAGAAATTCAAT------GGAATAGGACCATGCGATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAG---------ATTAAATGTACAAGACCTGGCAATAATACAAGAAAG-----
-AGTGTGAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAAAT---
GAATGGAATACAACTTTACAAAGGGTAAGTCAAAAATTACAA---------------GAACTCTTCCCT----
--------------------------------AATAGTACAGGGATAAAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACT---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGACTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCTTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAGTGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGGTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTGGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTCATACAAAACCTTTGTAGAGGT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>AF391234 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAACGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAACGGTTACCAACAGTACC-------------------------
-------------------------------------------------------------------------
-------------------------------------GTCAATAACACGCGTGGAGAGATGCGA---
AATTGCTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAACAGCAAGTGTATGCACTT---TTTTATAAACTTGATGTAGTACCACTTAATGAAAATAAT----
-------------------------------------------------------------------------
----------
AGTGACTCTAGCAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTCCTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGATCCGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCCATAGAA---------ATTAGGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---ACCATTAGTAGTCAG---
AACTGGAATAGAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATAACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAGTTACACAAACACAATATAC---
AATTTGCTTGAAGAATCGCAAAGACAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAATTGGACAGTTGGAACTTTTTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTACTAGCCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAAGATTCTGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF391238 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTGTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTGTAAATGTTAATGCTACCAGTAATGCTACCAGTAGT----------
-------------------------------------------------------------------------
----------------------AGTAGTGCTACCTCTGATAATCCCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGG---------------------------
GATAGGAAAAAGGAAGTGTATGCACTT---TTTTATAAACCTGATGTAGTATCACTTGACAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTACATATAGATTAATAAATTGTAATACTTCAACCCTAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAAATCTAAAAATCTGACAAACAAT---------GCCCAAACAATAATAGTACATCTTAAC----
-----------GAATCTATAGAA---------ATTAGGTGTCCAAGACCCAACCATAATACAAGACGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGCGAAAGT---
AAATGGAATAAAACTTTACAAAGGGTAAGTAAAAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AATAATGAAAAGGATTTATTAGCATTGAACAGCTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATCTTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGATCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTCTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF391242 
GTG---GTG------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTAA--AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAGTTGTACAAATGCTACTACCTACAT--------------------------
-------------------------------------------------------------------------
----------------------------------------AGCACCATAGGGGACGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGTACTAAAA---------------------------
GATAAGACACAGAAAGTGCATGCACTT---TTTTATAAACTTGATGTAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
-------------------
AGTAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACG---
CAACTACTGATAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAATTTGACAAACAAT---------GCTAAAACAATAATAGTGCATTTTAAT----
-----------CAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGCAAAGAA---
AAGTGGAATAACACTTTACAAGAAGTAAGTAAAAAATTAAAG---------------GAACACTACCCT----
-----------------------------------AATAAAACAATAACATTTAAA------
CCACACTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTATTTGTAGTGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAAAAAGATACCTAAAGGATCAACAGCTCCTAGGACTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AATAATAAGTCTCAAACAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGTATAACAAAGTGGT
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCA---
GTGATCTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAGGAATTGGTAGAGCT----------------------------
--------ATCTACAATATA------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF391246 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAAATTGTACAAATGCTATCAATACAAATGCTACCAGTACAACTACTACCAGTG
CA-----------------------------------------------------------------------



----------ACTGCTACCAGTACAATTGCTACCAGTACCTATGATAATAATGGAGAAATAAAA---
AATTGCTCTTTCAATACGACCACAGAAATAAGA---------------------------
GATAAGAAACAGAACACATATGCACTT---TTTTATAGATCTGATATAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
-------------------------
AGGAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCCGCTGGTTTCGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAT------------
ATAAGAATTAGATCTGAAAGTCTGGAAAACAAT---------ATCAAAACAATAATAGTCCACCTTGAT----
-----------CAATCTGTAAAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAAATGAC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCT---
GAGTGGAACAACACTCTAGCTAAGGTAAAGGAAAAATTAGAA---------------AAACTCTAC-------
-----------------------------------AATAAAACAATAGTACTTGAA------
CCACACTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAGATCTGTGGACTTGGTTTGACATATCAAAGTGGT
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTGTTGAAATAATACAGAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF391247 
GTG---TTG------------------------------------------
GGAAACTTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAATA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAGGGGTTAAGGCTACCAATAATAGTAGTGCC-------------
-------------------------------------------------------------------------
-------------------------ACCAATAGTAGTAATGTTACCAACAATGATGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GACAAGAAGCACAAAGAGTATGCACTT---TTTTATAGGCTCGATATAGTACCACTTAATAATGGCAACCCT-
-------------------------------------------------------------------------
----------
AGTGAGGGCAATTCTAGTGAGAAGTATAGATTAATAAATTGTAATACCTCAACCTTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAATAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGCACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACTGAAGAT---
AAGTGGAATGAAACTTTACAATGGGTAGGTAAAAAATTAGGA---------------GAGCTCTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCAAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACTGATATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTACACAACCACAATATAC---



CAGTTGCTTGAAAAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAGAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACACAGTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGGGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACATGGCTTTTAAGCAGCTTTGCAA---TAA 
>AF391250 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACAGATGTTGATAAAAATAGTACTGAAATGTATAGGAAA-------
-------------------------------------------------------------------------
-------------------ACCACAAATGATAATGGTAATGATACCATAGATAGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGACATACAA---------------------------
GATAAGAAAACGGGAGTGTATGCACTT---TTTTATCGACTGGATATAGTACCACTCAATGAT----------
-------------------------------------------------------------------------
----------------
ACTAACAACTCTAGGGAGTATAGATTAATAAATTGTAATACCTCAACCATGACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGCA---------ATTATGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGAGCA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGCGAAGGT---
GAATGGAATAGAACTTTACAAAGGGTAGGTAGAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------GGTAAAAGAATAAGATTTGCA------
CCACCTTCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTATTGGCCATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGAACTGAGGGAGATATTTGG------AAT------
AACCTGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACTCAGACACAATATAC---
AGGTTGCTTGAAGCATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTGGCCTTGAGCAATTGGCAAAATCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTTTAGTG---------AATAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACTAGGACTTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY529664 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACTTGTACCAATAATATCACTACCAGTAATGTCACTTTAAATTGT-------
-------------------------------------------------------------------------
----------------------ACAAATGCTCTAAATTGTACAAGCTTGCCAGAAATGATGAGA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGCGTATGCACTT---TTTTATAAAACTGATTTAGTGCCACTTGGAAGG----------



-------------------------------------------------------------------------
----------------------
AATGGTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAAATCTGAAAATATGACAGACAAT---------ATCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTAAAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACTAATGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCGGAGAC---
CACTGGAACAAAACGTTAGAAAAGATAAAGGAAAAATTAAAA---------------GAATACTACCCT----
-----------------------------------AATAAAACAATACAATTTCAA------
CCTCACTCAGGAGGGGATCTAGAAGTTACC---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTCTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTGGGT---
GTGCTATCTATAGTG---------AAAAGAATTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGGGATACAAGGAATTTATAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTAATA---TA- 
>AY529665 
GGT---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAAATGCAAATGTAACAGTTAATGCT-------------------
-------------------------------------------------------------------------
-------------------------------ACCAGTGATGGTAGCATAAAGGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAATGTGTATGCACTT---TTTTATAAACCTGATATAGTACCACTTAAGGAA----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAGGGGGAG------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------AAATCTATAGAA---------ATTAGGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGTTC------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATATTAGGAGATATA------------AGACAAGCACATTGT---AACATCTCGAGGGTA---
GATTGGAACACAACTTTAGAAAATGTAACGGAGAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGCCTTTGAC------
GCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTACAGTTGGAGT-----------------
----------------------------AATAAATCTTATGACAATATTTGG------GAT------
AACATGACCTGGATACAGTGG---GATAGAGAAATTAGTAATTACACAAGCACAATATAT---
AGACTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGACTTGGTTTGGTATAACAAATTGGC



TGTGGTATATAAGAATATTCATCATGATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTTGAAATACTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AF411967 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCATTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGCTACCTTTAATAGTACTACCCATAAT-------------
-------------------------------------------------------------------------
-------------------------AATGCTACCTATAATGATACCATAGCTGGAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAGGAAAAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGGGGCAACTCT----
-------------------------------------------------------------------------
-------------
AGTAAGGGCAACGCTAGTAAGTATAGATTAATAAATTGTAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACCG---------ATTGTATGTGCAAGACCAGGCAATAATACAATAAAA-----
-AGGATAAGAATA------------GGACCAAGATACGCA---TTC------TATGCAAAAGAAACT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAG---
AAATGGAACAAAACGTTACAACAGGTAGGGAAAAAATTAAAA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATTACATTTGCA------
CCACACTCAGGAGGGGATCTAGAAATTATA---ACACATAGCTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGTCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACGCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAGATCTAAGGAAGAGATTTGG------GAC------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACATAATATAC---
AACTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGAATTACTAGAATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGACTTGGTAGAGCT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGTAGCTTTGCAA---TAA 
>EU293450 
GTG---GTG------------------------------------------
GGAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAAATACAAATGGTACTGCTGCAAATGTTACT-------------
-------------------------------------------------------------------------
----------------------------GCTACCACTAATGGTAGTATAGCTGAAGAAATGAGA---
AATTGCTCTTTTAATGCAACCACAGAACTAACA---------------------------
GATAGAAAAGAGAAAGTGTATGCACTT---TTTTATAAACTTGATACAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------------
GATAATAGCAGCTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---



GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCGCCTGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTATTAAATGGTAGCCTAGCAGAAAAAGAC------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
GATTGGAACAAAACCTTACAACAGGTAACAAAAGAATTAAAA---------------AAGCATTTCCCT----
-----------------------------------ACTAAAATAATAGAATTTAAA---
CCACCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAACGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAAGAGTTGGAGT-----------------
----------------------------AATATGTCTCATGATTATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAACTACACAGACATAATATAC---
AGAATGCTTGAGGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTATCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTCAGTATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGATCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTGTTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAGCAGCTTTGCAA---TAA 
>AY529673 
GTG---GTG---------------------------------------------
GGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAAATGTAATAATACTCTCTACAAA----------------------------
-------------------------------------------------------------------------
-------------------------------------------AATGACACGCAGGAAATGACA---
GATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAGAAAGATAGAAAGTGCATAT---TTTCATAACAGTGATATAGTACCAATTAATGAGAGTAGTAGC-
-------------------------------------------------------------------------
----------
AACTCTAGTGACAGCTATAGTGAGTATAGATTAATAACTTGTAATACCTCAGTCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAGTAGGATCATGTCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAAGG---------ATTGAGTGCACAAGACCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATAGGG------ATAGGACGAGGACACGCA---TTC------TATACAACAGGAAAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
GACTGGAATAAAACTTTGCAAAAGGTAGTTGCAAAATTAAGA---------------GACCACCTCCCC----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCACCCATGGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TATAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTAATGTGTTTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCCTATAATGACATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGAGTTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAGTAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAG---



GGAACAGATAGGATTATAGAATTAATACAAAGATTTTGTATAGCT----------------------------
--------ATCCTTGACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY529675 
GTG---AAG---------------------------------------------
GGCTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTATTTA------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATGAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTACCTACAATGGTACCTTGAAGGATACT----------------
-------------------------------------------------------------------------
----------------------------GATTTCTACAATAGTAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAAGGTAACCACAGAAATAAGG---------------------------
GATAAGAAAAAGAAAGAAAGTGCACTT---TTTTATATACTTGATCTAGTAAAACTCAATGATAGG-------
-------------------------------------------------------------------------
-------------
GATAATAACACCTATAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAC---AATAATACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATGATTAGATCTGAAAACTTGACAAACAAT---------GCCAAAACAATAATAGTAAATTTTAAT----
-----------GAATCTGTAGAA---------ATTATGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGGCAGACA---TTC------TATGCAGAAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
GAATGGGAGAAAACTTTAAAAAGAGTAAGTGAAAAATTAAAA---------------GAACACTTCCCC----
-----------------------------------AATAAAACATTAATATTTAGA------
CCATCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACGCATCTGCACCACCGCTGTGCCTTGGAACTCTAGTTGGAAC-----------------
----------------------------AATAGAACTCATGATGATATTTGG------AAT------
AACTTGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGAATTGGACAAGTGGAGCAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAGGAATTGGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY228556 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCGACCCACAAGAAATGATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTAAACTTAATACTACCAGTACAGAGGCTAATGCTAAC-
-------------------------------------------------------------------------
-------------AGTACTGTTAATGATAATGCTACCAGTAATGTTAATGAGACCAATATGAGA---
AATTGCTCTTTCAATATAACCACAGAACTAAGG---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AATAATGACAACTCTAGTTATAGATTAATAAATTGTAACACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACCCATGGGATTAGGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AGATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAC---------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGCGAAGGA---
AACTGGACTGAAACTTTACAAATGGTAAAGGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AGTAAAAATATAAGCTTTGAA---
TCGGCCTCAAAAGGGGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCGATAGAGAAATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGACAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAAAATAATATAC---
CAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGATTTATTATCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY529676 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTGACGTAAAAAGTAATAATACCTCCTAC----------------
-------------------------------------------------------------------------
-------------------------------AATGACACCGGAATAAAAGACACCGGAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAAGAATA---------------------------
GATAAGAGCCGCAAAGAGCATGCACTT---TTTTATAGACTTGATGTAGTACCACTGGATGGGAAGAATAAG-
-------------------------------------------------------------------------
----------
ACTGAGACTAGCAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGG---GATAAGGCATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------AAATCCGTAGAA---------ATTGAGTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTT------TATGCAACAAACGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ATCATTAATAAAAAG---
AATTGGACTGAAGCTTTACAATGGGTAGGGAACAAATTAGGG---------------GTGTTGTTCCCT----
-----------------------------------AATACAACAATAAGCTTTAAG------
CCACACTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCCATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGAATCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCATATGAAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACACACACAATATAC---
AGTTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAGATCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAGGGAATTTATAGAGCT----------------------------
--------ATCCGCAACCTA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AY529677 



AAT---GGG---------------------------------------------
AACATGTGGGTCACAGTTTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTATTCTATTTTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGAATGAAGATATA---
ATTAGTCTATGGGATGAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCGATGCAGAGGTTACCTATGTTACCTACGCA-------------
-------------------------------------------------------------------------
-------------------------AATGTTACTTACAATGAAAGTGATACACAAAAAATACAA---
AATTGGTCTTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAAGAGTAAGAATGAATATGCATTA---
TTTTATAGACCTGATATAGTACCACTTAATGAGAAGAATAATAATGAGAGT----------------------
-----------------------------------------------
AATAGCAATAGTAGTAAAAAATATAGTGAGTATAGACTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GCAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTAGAG---------ATTATGTGTACAAGACCAAACAACAATACAAGGAAA-----
-AATGTGAGAATAGGA------ATAGGACGAGGACAAACA---TTT------TATGCAAACGGACGA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTACTAGAGCA---
AATGGGACTGATACTTTAGAAAAGGTAAGTGAAAAATTACTA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
TCACCCGTTGGAGGGGATCCACAAATTACA---ACACATAGCTTTAGTTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATCAAATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACACAATATAC---
AGGCTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAGTCTATGGAATTGGTTTAACATATCAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTGTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTATTACAAAGATTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY529678 
GGG---ATG------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
GCTCCTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAAAAATATTTTTGGAC---------AATGTAACAAAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAAATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCCACCATAACCTGTACAGATGCTACAGATGACAGTAATT
GT-----------------------------------------------------------------------
-------------ACAAATAACAGTAAGTGTACGACTGGAGCGACCACCATAGCAGAAATGAAA---
AATTGCTCTTTCAACATGACCACAGACCTAACA---------------------------
GATAAAACAAAGCAAGAACGCGCGCTT---TTCCATAGCCTTGATGTAGTACCACTTAGTAGTAGA-------
-------------------------------------------------------------------------
-------------
TCTAATGGCAACTTTAGTGAGTACAGATTAATAAGTTGTAATACCTCAACCCTAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAAGTGTGCAAGACCCGGCAATAACACAAGGAAA-----



-ATGATGAGGATAGGG------ATAGGACGAGGACAAACA---TTC------TATGCAAATGGACAA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGGT---
AATTGGACTAAAACTTTAAGAAGAGTAAGGGACAAATTAAAA---------------GAACACTTC-------
-----------------------------------AATAAATCAATAGAGTTTGGA------
CCATCCTCAGGAGGGGACCTAGAAATTGCA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATGATATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACAGACATAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTACTAGCAATGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>DQ447266 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTTACAGTCTACTATGGGGTACCGGTGTGG---AGAGAAGCAAAA---
ACTACGCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTAGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGTTAATGTTAATGCTACCAGT-------------------
-------------------------------------------------------------------------
-------------------------------AATGAAACAAATGAGGTGAAGGAAGAAATGAGA---
AATTGCTCTTTCAATACGACCACGGAAGTAAGA---------------------------
GATAAGAGACACAACCAGTATGCACTC---TTTTATAAACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
GATAGTAATTCTAGTAAGTATAGATTAATAAATTGTAATACGTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTAAATCTGAAT----
-----------GAGACTGTACAA---------ATTGTGTGCACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAC---
ACATGGAATAGAACTCTACGAGAGGTAGAGAAACAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACCCATAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTGAAATTTGG------GAT------
AACTTGACCTGGATGCAATGG---GATAAAGAAATTGATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAAAATAATTTTTGCT---
GTGCTCTCTCTAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCCTAGCAATAATAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGAACCTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTACTA---TAA 
>AY043174 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAAATGTAGTACCTATAATGGT-------------------------------
-------------------------------------------------------------------------
-------------------------------------------AGTGATACCAACGATATGAGA---
AATTGCTCTTTCAATACAACTACAGAAATAAGG---------------------------
GACAAGAAACAGACAGTGTATGCACTT---TTTTATAAACCTGATATAGTACCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATATATTAATACATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACGGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCATAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGGA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAAATCAC---------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAAACAA---
GAATGGAACAAAACTTTAGAAGAGGTGAGAAAAAAATTGCAA---------------GAACACTTCCCA----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAACAAGCTATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
CAGTTGCTTGAGGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTCTATTAGTCTGCTTGATACCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAATTAGTACTAAGATTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAGTAAGACAGGGCTGTGAAGCAGCTTTGCTA---TAA 
>AY043175 
GTG---GTG---GGA---------------------------------
AACTTGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAAAAATGTAAATATAAGTGCAAATGCAAATGCT-------------
-------------------------------------------------------------------------
-------------------------ACTGCTACCCTCAATAGTAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAAACCTGATGTAGTACCACTTAATGGGGGA-------
-------------------------------------------------------------------------
-------------
GAGCATAATGAGACAGGAGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTTCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTAGAGAA---
ACATGGAACAGTACTTTAATACAGGTAAAGGAAAAATTAAGA---------------GAACACTAC-------



-----------------------------------AATAAGACATTAAAATTTGAA------
CCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCGCCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATTC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTACTTGCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAGTAATCCAGAGAATTTGTAGAGCT----------------------------
--------ATCCGCTACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ411852 
GTG---GCG------------------------------------------
GGGAACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCCTGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAAATTGTGTCACCTACAATAATAGCATGAATAGTAGT----------------
-------------------------------------------------------------------------
----------------------------GCCACCTACAATAATAGCATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGAACTGATGTAGTACCACTTAATAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAATAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTACT---GATAAGAAATTCAAT------GGGACAGGATCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAAATCTGAAAATCTGACAGACAAT---------ATCAAAACAATAATAGTACAACTTAAT----
-----------CAATCTATAGGA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTAGAAAT---
CAATGGAACGAAACTTTAGAACAGGTAAAGAAAAAATTAGGA---------------GAACACTTCCAT----
--------------------------------AATCAAACAAAAATAAAATTTGAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACACGACATGGATGCAGTGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGGTGGCAAAATCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGCTTGATATCTCAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGACATAGTACTAAGAACTGGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGGAGCAACTTTGCTA---TAA 
>AY522722 
ATG---ATG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAAAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATTCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTAGTGATGTTAATGTTAATGCTACCAATAATAATAAT----------
-------------------------------------------------------------------------
----------------------ACAACCAACAATAGTAGCATGAAGGAAGAAATAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGGAACAGCAGGTGTATGCACTT---TTTTATAAACTTGATATAATGCCACTTGGGGAGAAT-------
-------------------------------------------------------------------------
-------------
AATGAGGGGAATAATAGTAAGTATATATTAATAAACTGCAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGGAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATTTGACAGACAAT---------ACCAAGACAATAATAATACACCTTAAT----
-----------GAATCTATAGAA---------ATTGAGTGTATAAGACCCAACAATAATACAAGGAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGCA---TTT------TTTGCAAATAAC---------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAATGGAACG---
GCATGGAACAAGACTTTACAACAGGTAGGGAAAAAATTAGCA---------------GAGCGCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACA------
AAACACTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAAACATAATATAC---
GGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAACTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATTTCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAACATTTTTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>AY522723 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATGGTTGTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCTGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAACGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTGAAGGTTAATGTTACCAGCAATAGTACTAATAGTGTT-
-------------------------------------------------------------------------
----------------AATAGTACCATGGATGGAAAATTAGATGACATGGATAAAGACATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAACA---------------------------
GATAGGAAAAAGAAAGAGTATGCACTT---TTTTATAGCCTTGATATAGTACCACTTAATGAGAATAATGGC-
-------------------------------------------------------------------------
-------
AACTCTAGTAATGGCAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTCTACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATAAGACATTCAAT------GGGACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTATGCCAGTGGTATCAACT---
CATTTACTATTAAATGGTAGCCAAGCAGAAGAAGAC------------
ATAATAATTAAATCTGAAAATATGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAAACTATAAAA---------ATTGTGTGTACAAGACCCAGCAATAACACAAGACAA-----
-GGTATAGGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAACAAAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCGAAGAG---
AAATGGAATAAAACTTTACAAAGGGTAGCTGAAAAATTAAGA---------------GAACACTACCCT----
-----------------------------------GATAAAAATATAATATTTGCA------
CCACCTTCAGGAGGGGACCCACAAATTACA---ACACATAGCTTCAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGGCAAGAGTCCTGGAGGTAGAGAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATACAAATCTATCAGATATATTG------GAT------
AACATGACCTGGATTCAGTGG---GATAGAGAAATTAGTAAATACACAAACATAATATAC---
GAGCTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAGCCTGTGGAGTTGGTTTAACATAACAAACTGGC
TATGGTATATAAGAAGATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY522724 
GTA---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAAAGATGTTGCAAATGCTACC-------------------------
-------------------------------------------------------------------------
-------------------------------------GTCAATAATACCTATGGAGAAGTAAAG---
GAATGCTCTTTCAATGTAACCTCAGCACTAAGA---------------------------
GATAAGAAAGAAAATGTATCTGCATAT---TTTTATAAGCTTGATATAATACCACTTAATGAGAGC-------
-------------------------------------------------------------------------
----------------
CAGAAGAACTCTAGTGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAATAAATTCAAT------GGGAGAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGTAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACAGCTTAGA----
-----------AAACCTGTAGAG---------ATTGTGTGTATGAGGCCCAGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCGACAGGAGAC------
---------ATCATAGGAGATATA------------AGAAAAGCACATTGT---AACATCAGTGAAGAT---
AAATGGAATGAAACTCTACAAGAGGTAGGTGAAGAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AGGAGAACAAATATTACAGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAATCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTGCTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACTAAGAATTGGTAGAGCT----------------------------
--------ATCTGCCGCATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCATTACAA---TA- 
>AY522725 
GTG---ATA------------------------------------------
GGGAACTTGTGGGTCACAGGCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGC-TCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTTTGTGTCACTTTAAACTGTACAGATGCAAAAAATGGTACTAAT----------------------
-------------------------------------------------------------------------



----------------------------------AATGATGATATCAGTGATAATAACATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGAATATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAAGAAG----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCTTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACGGGACCATGCCATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCAGAAAATCTGGCAGACAAT---------GTCAAGACAATAATAGTCCACCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACCAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAGGTA---TTC------TATGCACATAATAAC------
---------ATAATAGGAAACATA------------AGAGATGCACATTGT---AACATTAGTAGTAGT---
CTTTGGAACGAAACTTTAAACCAGGTAAAGGAAAAATTAGGA---------------GAACACTACCCT----
-----------------------------------GGGAAAAATATTTCATTTAGT------
CCAGCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGATTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACACAATGGT
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTATGGGT---
GTGCTTTCTATAGTG---------AAAAAAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAAACAATACAAATAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AY522727 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATATGGGGTACCTGTGTGGA---AAGAGGCAAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGAAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAAGGTTACTGTTAATGGTACTGCCTCTAATAGTACTGCTACTA
ATGATACTGCTACTAATGGT---------------------------------------------------
ACTAATACTGTTAATAGTACTGATGCCACGAAAACTAAGATTGGTAATAGTACTGATGACATGAAA---
AAGTGCTTTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGAAAGAGCATGCACTT---TTTTATAAACTTGATATAGTACCACTCGGTAACTCT-------
-------------------------------------------------------------------------
-------------
AGTAGGAACAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ACAATAATTAGGTCTGAAAATCTGACAGAAAAT---------ACCAAAATAATAATAGTACAGCTTAAT----
-----------AGGTCTGTAGAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAATCA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTGCAAAG---
AAATGGAATGAAACTTTACAAGAGGTAGGGAAGAAACTACAA---------------GAACACTTTGAA----
-----------------------------------AATAAAACAATAATATTTGCA------
AACTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AATAATAGGACTCATGACTATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAATGATTACACAGACACAATATAC---



AGGTTGCTTGAAAAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGATTTGAAACAGCTTTGCTA---TAA 
>AY522729 
AAT---GTA---AAG------------------------------------
GGGAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTAACTTTAAATTGTATAAATGCTACTGTTAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------ACTACTTACAATGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAACACAAGAAAGGGCACTC---TTTTATAGGCTTGATATAGTACAACTTGACAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGGCAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAG---------ATTAAGTGTATAAGAACCGGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAATCA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAATCT---
AAATGGAACAAAACTTTAGAACAGGTAACAAAAAAACTAGCA---------------GAACACTTCAAT----
-----------------------------------AATAAAACAATAAAATTTCAA------
CAATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAAATCATTTGCCCCACCGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACATAGTATAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTATATGATACCATAGCCATATCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTGATACAAAGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTA---TA- 
>AY522730 
GTG---TTG------------------------------------------
GGGGACGAGTGGGTCACTGTTTATCTATGGGGTACCTGTGTAGGAGAGAAGCAAAAA---
CTACTCTATTTTAGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTCTTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGAATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGGAATGTTACTACTAATGGTACTACTAATGCTACT----------
-------------------------------------------------------------------------
----------------------ACTAATGCTACCATGGGTGGAGAAATGAAAAAAGAAATGAAA---
AATTGCTCCTCCAATATGACCACAGAACTCACA---------------------------
CATAAGGAGAAGAAAATGTATGCTCTT---TTTTATATACTTGATATAGTACCACTTAATGGGAAT-------



-------------------------------------------------------------------------
----------------
CAAAACAACTCTAGTGAGTATAGATTAATAAACTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGNCAAACAAT---------GCTAAAATAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTGTGTGTGTAAGGCCCGGCAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAACAG---
AAATGGAACGAAACTTTACAAAGGGTAGGGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAC------
CAATCCTCAGGAGGGGATCTAGAGATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAAAGCATCTGCACCACTGCTGTGCCTTGGAACATTACTTGGAGT-----------------
----------------------------AATAAATCTCTTGATGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACACACACAATATAC---
AAGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGAGTTATTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAACAGCTTTGTTA---TAA 
>AY522736 
GGG---GAT---------------------------------------------
AACTTGTGGGTCACTGTATACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCCTCAGATGCTAAGGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCGTGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAATCTGTGCCAATGCTAATTGTACCAATGCTAATGTTACCAATGCTAAT----
-------------------------------------------------------------------------
-------------------GTTACCAGTGCTAATGTTACCAATAGCATAGGAAAAGACATGAAA---
AATTGCTCTTTTAATACAACCACAGAATTAAGA---------------------------
GATAAAAAACAGAATGTGTATGCACTT---TTTTATAGAAGTGATATAGAACCACTTGATGGGAGTAAT----
-------------------------------------------------------------------------
----------
AACAACTCCACTAATTCCACTGAGTATATTTTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAGTCATTAGATCTAAAAATCTGACAGACAAT---------GCCCAAACAATAATAGTACAACTTAAT----
-----------AAATCTATAGAA---------ATTAACTGCACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAGG---
CAGTGGAATGAAACTTTACAAAAGGTAAGGAATAAATTAAAA---------------GAATATTTC-------
-----------------------------------CCTAATACAACAAACTTTCTT------
CCATCCTCCCGAGGGGGCCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATATCAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCAGTTTGATGCCATAGCAATAGCAGTAGCTGAA---
GCAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCAGACGCGAC------------AGAATAAGACGGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KU168308 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTAGTTACAATAAGACC-------------------------------
-------------------------------------------------------------------------
-------------------------------------------TTAGAAGATGAAGGAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGCATGAATATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AATTCCAGTTCCAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACCCAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGGTCTGAAAATATAACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCAAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---ACCATTAGTGAACAG---
AAATGGAATAAGACTTTACAAAGGGTAAGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAGGACAATAAAATTTCAA------
CCATCCTCAGGAGGGGACTTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAATGATATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAACTACACAGGTATAATATAC---
AACTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTACTAGCATTAGACAGTTGGAAAAACCTGTGGAATTGGTTTGGCATAACACAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATTGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGTTTTGCTA---TAA 
>AF411966 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAT---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTACATTGTGCAGATGTAGAAAATAGCACGAATAGC-------------------
-------------------------------------------------------------------------
----------------------------------ATGAATGATAGCATGAGTAGAGAAATGAGA---
AACTGCTCTTTCAAGACAACCACAGAAATAAGA---------------------------
GATAAGCAACAGAACACGTATGCACTG---TTTTATAAACCTGATGTAGTACCACTTAAGAGC----------
-------------------------------------------------------------------------
----------------
TCTAGTAATTCTAGTGAGTATATATTAATACATTGCAACTCCTCAACTATAACACAA---



GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGCTAAATGGGAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGCA---------ATTGTGTGTACAAGACCCGGCAGTAACAAACAAAGA-----
-ATAAGGAATATAAGG------ATAGGACCAGGACGAGCA---TTC------CATACAAATGGC---------
---------GTAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTAATAAT---
CATTGGAACAAAACTTTAGAACAGGTAAAGAAAAAATTAGGA---------------GAACACTTCCTT----
-----------------------------------AATAAAACAATAGAATTTAAA------
TCACCCTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
CGGTTGCTTGAAGTCTCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAGTCTGTGGAGTTGGTTTAACATAACACATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATCAGTCTAATTGATACCCTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAACACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU216805 
GGA---GTG------------------------------------------
GGAAACTCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---ACAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAGAGCATATGACACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATATGGTTGCAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTTCAGATGTTCCTATTAATAATACCCGCCATAACGAAAGCATGACGG
GAGGAAACATGACG-----------------------------------------------------------
-GAAGAGATCATGAAGGGAGGAAACATGACGGGAGAAAGCATGAACATGACGGGAGAGATAAAA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAGACAGAAAGCATATGCCCTT---TTTTATAGACCTGATGTAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
----------------------
AATAACTCTACTTATATATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTATAGAA---------ATTACGTGTATAAGGCCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAG------
---------ATAATAGGAGACATA------------AGGCAAGCATATTGT---AAAATTAATGGGACA---
AAATGGAACATAACTCTAGAAAGGGTAAAGGAGAAATTAAAT---------------AAACACTTT-------
-----------------------------------AATAAAACAATACTGTTTAGC------
AACCACTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCAACACTGATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCACAAGACTATATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTCAGTATACAGGCTCAATATAC---
AAGCTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAACAAGATTTGTTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGATTTAATACAAAGAATTTATAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ625593 
GTG---AAG------------------------------------------
GGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGAGGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGCTAACATAAGTAGAGAAAACAATACC-------------------
-------------------------------------------------------------------------
----------------------------------------ATGTATATGCATGAAGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAACAAGAATATGCGCTT---TTCTATAAACTAGATACAGTAGAACTTAATAAG----------
-------------------------------------------------------------------------
----------------------
AATTCCAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCTTGTCCAAAAGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GGCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTATGTGTACAAGACCCCCAAATAATACAATAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TACGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---AATATTAATGAAGAG---
AAGTGGAATCAAACTTTACAAAGGATAAGTGAAAAATTAAAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTAAT------
CCATCCTCAGGAGGGGATCTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCTTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGGTCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAAACTTATAATGATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCTTTGAGCAACTGGGATAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTATTTGATAGCTTGGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACTAGTAATTTGTAGAGCT----------------------------
--------ATCTATAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HQ625570 
GTG---GTG------------------------------------------
GGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGACGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATAGCAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCCAAAAATTGTACAGATAACACTTCAAATGGTACAAGTA
TAAATGGCACT--------------------------------------------------------------
-------------TCAAATAGTACAAATGTCACTCCAAATTGTACAGATGTAACCAGTATGAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGCAACAGAAAGCATATGCACTT---TTTTATAGATCTGATGTAGTGTCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
GATAGTAATAGTACTGAGTATGTATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGATGAT------------
ATAATAATTAGATCTGAGAACCTGACAAACAAT---------GCCAAAATAATAATAGTACACTTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCAAACAACAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACA---GAC------
---------ATAATAGGGAACATA------------AGACAAGCACATTGT---ACCATTAATAAAACA---
GATTGGAACAAAACTTTAGAGAGGGTGAAGGAGAAATTAAAA---------------GGATACTTCCCT----
-----------------------------------AATAAAACAATAACCTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATATCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAGTACAATATAC---
AGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGGACAGTCTGTGGAATTGGTTTAGAATAACAAAATGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGT---
GTGCTCTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGATTTATTGAGATAATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ625595 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTACATTGTATAAATGCCACTTTAAACTATACAAAC-------------------
-------------------------------------------------------------------------
-------------------------------ACCCTAAACATCACTGATAAGGAAGAACTAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAAAGGAAGGAATATGCACTT---
TTTTATAGGCTTGATATAGTACAACTTGATACAAATGCCAGTAAGAATGAT----------------------
-----------------------------------------
ACAAATGCCAATAAGACTGATAATGCCAGTAGTGAGTATAGACTAATAAATTGTAACTCCTCAACTGTAACAC
AA---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGG------------
ATAATAATTAGGTCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAACTTAAT----
-----------GAATCTGTAGCA---------ATTGTATGCACAAGGCCTAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AGCATTAATGAAACA---
GCCTGGAATAAAACTTTAAAAATGGTAGGTGAGAAATTAAAA---------------GAACGCTTC-------
-----------------------------------AATAAAACAATAAGCTTTAAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAGTCTTATAGAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACATACACAATATAC---
CAACTGCTTGAAGACTCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGAATTATTAGCCTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCACATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGTCTGTTTGATACCGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTCTAGAAGTATTACTAAGAATTGGTAGAGCT----------------------------
--------ATCTATCAGATA------CCAACAAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAA---TAA 



>HQ625590 
GTG---GGG------------------------------------------
GGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGGATCAGATGCAGGAGGATATA---
ATTAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGCACAAATTTAAATTGCACGAATGGTATGTTACAG-------------
-------------------------------------------------------------------------
-------------------------------TGCACAAATGCCAGTGACACGGAGGCAATGAGA---
AATTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAACAACAAGTGTATTCACTT---TTTTATAAACTTGATATAGTACAACTTGGTAGTGAG-------
-------------------------------------------------------------------------
----------------------------
AGCACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGAATTCAAT------GGGACGGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAACGGTAGCCTAGCAGAAGAGGAG------------
ATAATCATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATTGTA-------------
-------------------------------------------------------TAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAATCA---TTC------TATGCAGTAGGA---------
---------------------------------------CAAGCATATTGT---AACATTAATGAAACA---
AAATGGATTAACATGTTACAAAGGGTAAGTAAAAAATTAGTA---------------GAACTTGTT-------
-----------------------------------AATAAAACAATAACATTTAAG------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACGCATAGCTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------TAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAGTAATTACTCAGAAACAATATAT---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGGAAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCG---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAAGTTGTAGAGCT----------------------------
--------ATTCGTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ625589 
GGA---GTG------------------------------------------
GGAAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGGATTTACCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATAATGTTACCAGTAGTAGCATCCTCAATAATAAC-------
-------------------------------------------------------------------------
-------------------------AACATAGCTAACATCAATAACATAACTGAAGAAATGAGA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAAAACAAAGAGTATGCACTC---TTTTATAAACTTGATATAGTACCACTTAGTGATAAT-------
-------------------------------------------------------------------------
----------
ACTAGTAAGAAAGAACCTGAGGAATATAGATTAATAAATTGTAATACCTCGACCTTAACACAG---
AGCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGCTCTGAAAACCTGACAGACAAT---------GCTAAAACAATCATAGTACATCTTAAT----



-----------GAATCCATAAAC---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAT---
GAATGGGAGAACGCTTTACAACGAGTAGGTAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAGAAATATAAGCTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTGCAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCCCAAGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACATACACAATATAT---
AATTTACTTGAAAAATCACAAATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAATGGACGGCTCTGTGGAGTTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATCAGTCTGCTTGATACTATAGCAATAGCAATAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACAAAGAATCTGTAGGGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGTGCTGAAGCAGCTTTGCTA---TAA 
>HQ625572 
GTG---GTA------------------------------------------
GGAAACCAGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCGTATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCAGTGATATCATCATTGAGAAGAATAGTAGT----------------
-------------------------------------------------------------------------
----------------------------ATTACAATTGATAATAGGACCAGGGAGGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GACAAAAAACAGAAAGCGTATGCACTT---TTTTATAGACTTGATATAGTACAAATGCATGAAAAGGAG----
-------------------------------------------------------------------------
----------------
GGCAACTCTAGCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGGCCATGCAATAAA-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACACACAGT---------GGCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGCA---TTC------CATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AAAATTAATAGGACA---
GCCTGGGAGGAAACTTTAAGAAGGGTAAGTAAAAAATTAGGA---------------GAACACTTCCCA----
-----------------------------------AATAAAACAATAAAATTTGCA------
AATTCCTCAGGGGGAGACCTAGAAGTTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACGAAATTTGG------AAG------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAGTAATTACACAGAGGAAATATAC---
AGAATACTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAGCAATCTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAG 
>HQ625566 
GGG---AAG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAACTAAGGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATC---
ATCAGTATATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATTATAATAATACCAGTAATAGTACTGTTAATACTACCAGTA
ATAGTACTGCTAATACT--------------------------------------------------------
----------ACCAGTAATAGTACTGTTAGTAATGGTACTGTTGATATGAGGAAAGAAATAAAA---
AATTGCTCTTTTGATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAGAGAGTATGCACTT---TTTTATAGACCTGATGTAGTACCACTTAATAGC----------
-------------------------------------------------------------------------
----------------------
AGTGCTAATGAGTATATATTAATAAATTGCAATACCTCAACCCTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAATAAATTCAAT------GGAATAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGTAGCCTAGTAGAAGGGGAG------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTATATCA---------ATTGTGTGTACGAGGCCCAGTAATAATACAAGAAAG-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGCC------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTACTGGA-------
--TGGAACAAAACTTTAGATAAGGTAAAGAAGAAGTTAGCA---------------GAACACTTCCCT-----
-------------------------------AATGCAAAAACAATAAAATTTGCA------
CCACACTCAGGAGGAGACCTAGAAGTTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCGTGGAACTCCAGTTGGAAT-----------------
----------------------------AATAAATCTCAGGAAGAAATTTGG------GGA------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
ACACTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGCAATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAATTTGCTTGATACCATAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGATTTTTTAGAGGT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ625573 
GGG---AAT---------------------------------------------
GGCTTGTGGGTTACAGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGACAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTGGTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTAAATGTAACTGTCTTCAAT-------------------
-------------------------------------------------------------------------
----------------------------AGGAGCATGGATAGAGGAATGGAGGGAGAAATGAAA---
AATTGCTCTTTCAATATAACCTCAGAATTAAGA---------------------------
GATAAGAAAAAGACAGAAAGGGCAATT---TTTAATACACTCGATATAGTGCCACTTAATAGT----------
-------------------------------------------------------------------------
----------------
AGTAGTAATAACAGCCAATATAGATTAATAAGTTGTAATACCTCAGTCATAAAACAA---
GCCTGTCCAAAAATTTCGTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGGAGTCTAGCAGAA---GAG------------
ATAATAATTAGATCCGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAA----
-----------AAATCTATAGAG---------ATTGTGTGTGTAAGACCTGCCAATAATACAAGGAAA-----
-AGTGTGGGAATA------------GGACCAGGACAAACA---ATC------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGA---



AACTGGAATAACACTCTACAAGAGGTAGGTAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACACGCAGGAGGGGACCTAGAAATTAAA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAAGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACAAAAGATGAGATTTGG------GAT------
AATATGACTTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGACATAATATAC---
ACATTGCTTGAAGTCTCGCAAGACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGAACAGTTGGAATAATCTGTGGAATTGGTTCAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATCATACAAGGCATACAAAACTTTTGTAGAGGT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAA---TAA 
>HQ625587 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGATGCAAAA---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATAAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGCAAATGCTACTGTTACCTATAATGAT-------------------
-------------------------------------------------------------------------
-------------------------------------------AGCATGGTTGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAGAGCGTATGCACTT---TTTTATAAACCTGATGTAGTACAGATTAATGGA----------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGAGTATATACTAATAAATTGCAACACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGGCCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAGAATCTAACAGACAAT---------AAGAAAATAATAATAGTACACCTCAAT----
-----------GAGTCTGTGGAC---------ATTAAGTGTATAAGACCCAACAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCGGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGA---
AGATGGAATACAACCTTAGAACGGGTAAAGAAAAAATTAGAG---------------AGACACTTT-------
-----------------------------------AATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGACCCAGAAGTTACA---GCACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGTCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAGAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAGTAATTACACAGTCTCAATATAC---
AAACTACTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAACTCTGTGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAGACTATTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGTT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTGTTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAA---
AGAACAGATAGGATTATTGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ625574 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGCGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAGCTAAAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAAATGTAAATGTAAATGATACAAAAGTTAATGCTACCGGTAATG
TTAATGCTACC--------------------------------------------------------------
----------------------------GGTAATGTTAATGATAGCATGAGGGAGGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAATAAGG---------------------------
GATAGGCAACAGAGAGCGTATGCACTT---TTTTATAGACCTGATATAGTACCCCTGAGTAAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATATATTAATAAACTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GACAAGAAATTCAAT------GGGACAGGACCATGCAAAAAT-----------------------
-ATCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------ATCAAAACAATAATAGTACACTTTAAT----
-----------CAATCTGTAGAA---------ATTGAGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAGCC---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAACGCAACTTTACAACAGGTAAAGAAAAAATTAGGA---------------GAACACTAT-------
-----------------------------AATAAAACAATAGAATTAATACAATTT---
GCACCTCCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGGGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGAAATTACTCAAACACAATATAC---
ATGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAATAGCCTGTGGAGTTGGTTTAACATATCACAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTTGC---
GTGCTATCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT---
TTGTCGTTGCTAGATATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATTGAGGTAATACAAACAATCTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCATTGAAGCAGCTTTGCTA---TAA 
>HQ625586 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTATATTATGGGGTACCAGTATGG---AAAGAAGCAAAA---
GCTCCTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAGTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAGATGCACAAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTCAATGTTACCAATAATGTTACCACTACTGAG-------
-------------------------------------------------------------------------
-------------------GACCATAATACCCTGAATGTTACCAATAAGGAAGAAATTATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAGGAGTATGCACTC---TTTTATAGACTTGATATAGTACCACTTGGGGAA----------
-------------------------------------------------------------------------
-------------------
AGTAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAGT------GGAGTAGGGCCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACAA---------ATTACGTGTACAAGGCTAAACAATAATACAAGGAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TACGCAACAGGAGGC------
---------ATAATAGGAGATATC------------AGAAAAGCACATTGT---AACATTATTAGAGCA---
GACTGGAATAGAACTTTAAACAATGTAACGAAAAAAATTAGA---------------AGAAAATTC-------
-----------------------------------AATAAAACAATATTATTTGCA------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAACTGTGGAGGAGAA---



TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGACAAACTTATCTGCCCCACTGCTGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------AAA------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATATAC---
CAGATACTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAACCTGTGGACTTGGTTTGACATATCACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTGCT---
GTGCTCTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>HQ625575 
GTG---GGA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTGTTCTGTGCATCAGATGCTAAAGGGTATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCAATCTGTGTAACTTTAGAATGTAGAAATGTTACTAATAAGGCTAATAATGTTACC-------------
-------------------------------------------------------------------------
-------------------------------ACCATTAATGGTACCCTGAAGGAAGACATAAAA---
AACTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAAGAGAAAGCATATGCACTT---TTTTATAGACTTGATATAGAACCAATTCCTGGG----------
-------------------------------------------------------------------------
-------
AGTAATGAGAATAATAATAATAGTCAATATATATTAGTAAATTGTAATACCTCAGCTATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTGAATGGTAGCCTGGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGCATGAGACCCGGCAATAATACAATAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTAAC-------
--TGGAATAGAACTTTAGAAAGGGTAAGGAAAAAATTAGAG---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATACAATTTGAA---
CCCCCTGTTAAAGGAGGGGATCTAGAAATTACA---ACACATAGCTTCAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAAAGCCATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATGAAGAAATTAATAATTACACAGTAGAAATATAC---
AAGTTACTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTAGACAAATGGAACAATTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTA---TAA 
>HQ625585 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTTACAGTCTATTATGGAGTACCTGTATGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGTATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGACAATGACATGGTGGATCAGATGCATGAAGATATA---
GTCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACAAATAATGTAACTGTTAGTAATGCTACCGATACTAAT-------



-------------------------------------------------------------------------
----------------------AATACAGTTATTGGTAATAATACTATCAGGGAAGAAATGAGA---
AATTGCTCTTTCAATGTAACCGGAGAACTAAGA---------------------------
GATAAGAAACAGAATGTATATGCACTC---TTTTATAAACTTGATGTAGTACCACTTAATAAA----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATATCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTAAAAATCTGTCAGACAAT---------GCCAGAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAT---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTAGAAAA---
GACTGGAATAAAACTTTAGAAAGGGTAAGGGAAAGATTAAGA---------------GAACAGTTC-------
-----------------------------------AACAAAACAATAAAATTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATAACA---ACACATACCTTCAATTGTAGAGGAGAG---
TTTAAGCAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAAACGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAGAAGGAAATTAGTAATTACACAGGAACAATATAC---
AGGTTGCTTGAGGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAACTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTGTTAGCCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTTGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCTATAACTTA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTA---TAA 
>HQ625576 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAATATGTAGCAATGTTACTAAGGAGAATGGTACCAATAATGCC----------
-------------------------------------------------------------------------
-------ATGAATGAACATGTTCTTAATGATAATGTTGCCAATGATACCATGAATGAAGTAAGA---
AATTGTTCTTTCAATACAACCACAGAACTGAGA---------------------------
GATAAGACAACGAAAGAGTTTGCACTT---TTTTATAGAATTGATATAGTACCACTTAATAATGGC-------
-------------------------------------------------------------------------
----------
AGAAACTCTAGTAACTCTAGTGAGTATAGGTTAATAAATTGTAACAGCTCAACCGTGACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AGTAAGACATTCAAT------GGGATAGGACCATGCGATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
GTAATAATTAAATCTGAAAATCTGACAAACAAT---------TTCAAAACAATAATAGTACAACTTGAT----
-----------GAACCTGTAGAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAAAGGA---
AATTGGACTAGAACTCTACAAAGAGTAGGTAAAAAATTAAGC---------------GAACGCTTCTCT----
-----------------------------------AATGGAAGCGTAAAATTTGAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAAACTGTAGAAGATATTTGG------GAC------



AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAACAGGATTTATTGGCATTGGACAAGTGGCAAAATCTGTTTAATTGGTTTAGCATATCACATTGGC
TGTGGTATATAAGAATGTTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATTCAAAGATTCTGTAGAGCT----------------------------
--------ATCCTACATATA------CCTACAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ625584 
GTA---ATG------------------------------------------
GGGGAAGAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACACTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAGGTCTC---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAGATAAAGTAGTTAATGCTACCAGGAATGACACAGCAGTTAATG
CTACTAGTAGT--------------------------------------------------------------
----------------------GGTAATGCTACCTACGATAGTAACATGCAAGGAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAATA---------------------------
GATAAGAAACAGAAAGCTTATGCACTT---TTTTATAGAACTGATATAGTACCACTTAAGAAA----------
-------------------------------------------------------------------------
----------------------
AATAGCTCTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAGGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTAAAAATTTGGCAGACAAT---------ACCAAAACAATAATAGTCCATCTTAAT----
-----------GAATCTGTAGCA---------ATTAACTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAGGCA---TTC------TATGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCGAAGAG---
AAATGGAACACAACTTTAGAAAGGGTAAGGAAAAAATTAGAG---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAATTTTACA------
CAACACGCAGGAGGGGATCTAGAAATTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAGCAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAATTGGAAAAACTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTAGT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATCAATCTGCTTGATACTGTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATTGGAGTAATACAAGGCATTTGTAGAGCT----------------------------
--------TTCCTCAACTTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ625565 
GTA---GGA------------------------------------------
GGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAAATGTCACTGTTACCTCCAATACTACAAGTGGA----------
-------------------------------------------------------------------------
----------------------AATAGTGCAAGTGCTATCCTCAATATTACAGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------



GATAAGAAAAAGAGTGCATATGCACTT---TTTTATAGGCTTGACATAGTACCACTAAACAAA----------
-------------------------------------------------------------------------
-------------
TCTGAGGGCAGCCCTGGGGAATATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGATTTGCGATTCTAAAAT
GTAAT---AGTGCTACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
GTAGTAATCAAATCTGAAAATCTAACAAAAAAT---------GCTAAAATAATAATAGTGCAGCTTAAT----
-----------AAATCTGTAAAA---------ATCGTGTGTACAAGGCCCGGCAATAATACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---ACCATTAATGGAACG---
GAATGGAATAATACTTTACAAGAGGTAGGCAAAAAATTAGCA---------------GAACATTTCCCC----
-----------------------------------AATAAAAATATAAAGTTTGCA------
CAACATGCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACACCAGTTGGAGT-----------------
-------------------------------AATAGAACA---GATATTTGG------GAT------
AACCTGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACACAGACAATATAC---
ACATTGCTTGAAGAAGCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAGCTTGTGGAGTTGGTTTAGCATAACTAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGATCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACTATAGCAATAACAGTAGCTGAG---
GGAACAGATAGAATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCATTGCAA---TAA 
>HQ625583 
GGG---GTG------------------------------------------
GGGGACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTGAATTGTACCAATGTAACTAATACCAATGCTACCACAACTAGT----------
-------------------------------------------------------------------------
-------------------GCCCCAAATGCTACCATAAATAGTAGCATAATTGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAGAAAGCTAGAATATGCAACT---TTTTATAATCTTGATATAGTACAACTTGGTGAG----------
-------------------------------------------------------------------------
----------------------
AATTCCAGTGAGTATAGATTAGTAAAGTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTTAGC---ACTGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGGAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCAGTAGAA---------ATAATGTGTACAAGGCCCAACAATAATACACTCAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TTTACAACAGGAAGC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACCATTAATGAAAGT---
AAATGGCATCAAGCGTTATACAGAGTAAGTGAAAAATTAAAC---------------AAATACTTCCCT----
-----------------------------------AATAAGACAATAAATTTTACT------
TCACCAGCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCTTGGCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAGTCTAAAGAGGAAATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACATAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------



AAAAATGAAGAAGACTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAATCTGTTTGATACCATAGCAATAGCTGTAGCTGAG---
GGAACAGATAGAATTTTAGAATTGATACAAAGAATTTGTAGAGCC----------------------------
--------ATCCGCAACGGA------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ625578 
GTA---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCTTCAGACGCTAAAGCATATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTATGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTGAAGTTG---
ACTCCACTCTGTGTCACCTTAAACTGTACAGAACTTAAAAATACAACC-------------------------
-------------------------------------------------------------------------
-------------------------AATGCAAACATCAGTAGTAACATGAGGGAAGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGCAAAAGAAGGAATATGCACTT---
TTTTATAGGCTTGATATAGTACCACTTAATGGGGAGAATAATACT----------------------------
-----------------------------------------------------
GGGGAGACTAACAATAACAGTGAGTATAGATTGATAAATTGTAACACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAATAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGTCTAGCAAAA---GAC------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAGACAATAATAGTACATCTTAAC----
-----------ACCTCTGTAGAA---------ATTGTGTGTACAAGGCCTAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGGCCAGGACAAGCA---TTC------TATGCGACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTACTGAAAGT---
AAATGGAACAACACTTTACAGCAGGTAGCAGAAAAATTAAGA---------------GAACGCTTCCCT----
-----------------------------------AATAAAACAATACAGTTTAAC------
TCATCCTCAGGAGGGGACCCAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCATGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATATAC---
AATTTGCTTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGGATTGGTTTACCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCATTTGCAATTAGTCTGCTGGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAAAATTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCGTTATTG---CCA 
>HQ625594 
GTG---TTA------------------------------------------
GGGAACTTGTGGGTTACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACCTTATTCTGTGCCTCAGATGCTAAAGCATATGAAAAGGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCGCCCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATAATATGGTGGATCAGATGCATGAGGATATA---
ATCGATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTAGTAATGTTAGTAATAGTACTAATAATAGTAGT-------------
-------------------------------------------------------------------------
-------------------------AATATTACCATGGATCCTAACATGAAGGGAGAGATAAAA---
AATTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGCAGGAATATGCACTG---
TTTTATAGAACTGATGTAATACCACTTGATGACCAACATAATGACACCCAA----------------------
--------------------------------------------------------



CGTAATGGCAATTACAGTGAATATAGATTGATAAATTGTAATTCCTCAACTGTAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGACACATTCAAT------GGAACAGGACCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGTAGCCTAGCAAAAGATGAT------------
ATAATAATTAGATCTAAAAATTTGTCAAACAAT---------GCTGACACAATAATAGTACATCTTAAT----
-----------GAATCTGTGATA---------ATTACGTGTGTAAGACCCAACAATAATACAAGGAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGC---AACATTAATAAAAGT---
GATTGGAACAGAGCTTTACAAAGGGTAGGAGAAAAATTAAGA---------------GGACACTTCATC----
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCCTCAGGAGGGGATCTAGAAGTTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATATCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCTCAGAAAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAAACAATATAC---
ACATTGCTTGAAAAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTGGCATTGGACAAGTGGCAAGGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTCCTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCAAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>HQ625579 
GTG---GTG------------------------------------------
GGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCTTATGAAAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTGGTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTAATGTTAATGTTACCAATAATGCCACCTATTCATTT-------
-------------------------------------------------------------------------
----------------------------GATAATACCTCCATCTCGGCCAAGGAGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTGAGA---------------------------
GATAAAAGACGGAATGTGTATTCACTT---TTTTATAAACTTGATATAGTACCACTTGGAAATGATAGCTCT-
-------------------------------------------------------------------------
----------------
AGTGATAACTATAGTGATTATAGGTTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGAAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAGATAATCATAGTACATCTTAAT----
-----------GATTCTGTACCA---------ATTGTGTGTGCAAGACCCAACAATAACACAAGAAAT-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATACAACA---GAC------
---------ATAATAGGAGACATT------------AGACAAGCACATTGT---AACATTAGTAAGGAT---
GCATGGAATAAAACTTTACAAAGGGTAGGCAAAAAATTAAAA---------------GAATATTTCCCT----
-----------------------------------AACAAAACAATACACTTTACA------
CAACCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTATGGGAGAA---
TTCAAACAACTCCAGGCAAGAGTCCTGGCTGTTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTAATGTACCTTGGAACATCAGTTGGAGT-----------------
----------------------------AATAGAACTAAAGAGGAGATTTGG------GGT------
AACATGACCTGGATGCAATGG---GATAGGGAAGTTGGTAATTACACAGATATAATATAC---
AGATTACTTGAAGAATCGCAGTACCAACAGGAA----------------------------------------
-----------------------------
CGGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAGCTTGTGGAGCTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTGGCTATTAGCCTGATAGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACTTAGACTTTGTAGAGCT----------------------------
--------ATTTACAACATA------CCTACTAGAATAAGACAGGGCTTAGAAGCATCTTTGCTA---TAA 
>HQ625567 
GTA---GGG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGACTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATC---
ATTAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAGATGTGGAAACGTCAATGTAACAAATGGCACTTTAACA-------------
-------------------------------------------------------------------------
-------------------------------------GGTGGAAACATCAAGGAAGAAGTAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAAAGGAGTGCATTTGCACTT---TTTTATAAGCTTGATGTAGTACCACTTGAGGGCAAC-------
-------------------------------------------------------------------------
----------
TCTAGTGAGGGCAACTCTAGTGAGTATAGATTGATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAAT
GTAAT---AATAATACATTCAAG------GGGAAAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCGGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAAAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAGATAAT---------GGCAAAACAATAATAGTACAGTTTCAA----
-----------GACCCTGTAGAA---------ATTGTGTGTACAAGGCCCAGCAATAATACAAGGACA-----
-AGTGTGAGGATA------------GGACCAGGACAAATG---TTT------TATGCAACAGGAAAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAACA---
AAGTGGAATAACACTCTACAAAAGGTAGGAAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATGTTTGAA------
CCATCTTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGCAGATATTTGG------AAG------
AACATGACGTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAAACAATATAC---
AACTTGCTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGATCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGTTATTAGTCTGTTTGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGGCTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGATTGAGACAGGGCTTTGAAGCAGCGTTGCTA---TAA 
>KC894134 
GGG---GTA------------------------------------------
GAGAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCTTATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAGGAAATGGTTTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGTTAATGTTACCAGTAATGGTACTGCCTACAATGAT----------
-------------------------------------------------------------------------
-------------------------------------------ACCACGGGTGGGGAAATAAGA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAGACAGCAAACATATGCACTT---TTTTATAGACCAGATATAGTGCCACTTGGAAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTGAATATATATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCCGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCGTGCAATAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTCTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------ATCAAAACAATAATAGTCCACCTTAAT----
-----------GAATCTGTGGAA---------ATTGTGTGTACAAGACCTAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------CGAAAAGCATATTGT---GACATTAGTAAAAGT---
AATTGGACCACAACTTTAGATAAGGTAAAGAAAAAATTAAAA---------------GAACACTTCCAT----
-----------------------------------AATAAAAACATAACCTTTCAA------
CCATCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGTTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAACAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGATACAATATAC---
AAGCTACTTGAGAAATCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTGATATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATTTCCTAGCAATAAGAGTAGCTGAA---
GGAACAGATAGGATTATTAGAGTACTACAAGGAATTTGTAGAGCT----------------------------
--------ATCTACAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ625592 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCAGTATGG---GAAGAAGCAAAA---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTGGTAATGCTACCGTCAATGGT-------------------------
-------------------------------------------------------------------------
-------------------------------------------ACTATAAATGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAAA---------------------------
GATAAGAAAAAGAATGAATATGCACTT---TTTTATAAACTTGATCTAGTATCACTTAAGGAA----------
-------------------------------------------------------------------------
----------------
AATAAAAAATCTGATAAGTATAGATTAATAAATTGTAACACCTCAGCAGTCAAACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAGCCTGACAAACAGT---------GTCAAAACAATAATAGTAAATCTTGAC----
-----------AAACCTGTAGAA---------ATTATGTGTACAAGACCCGGCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGG---
GAATGGAACCAGACTTTACAAAGGGTAGGAGAAAAATTAGCA---------------GAACGCTTTAAC----
-----------------------------------AACAAAAGCATACACTTTGAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGCAGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAAACACAATATAC---
AGGTTACTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGACTAAGAATAATTTTTACC---
ATACTCTCTCTGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTAGCTATTAGTCTACTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGCACAAAGAATTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTA---TAA 



>HQ625571 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGACAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGACTTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGAGGTACAAAATAGCACCACTAATAGCACTAGCTCTAATCAG-
-------------------------------------------------------------------------
----------------------ACCATTCGGACCATAGATAAGGACATGAGGGGAGAAATACAA---
AATTGCTCTTTCAGTGTAACCACTGAACTAAGA---------------------------
GATAAGGAGAAAAGAGTACATGCACTT---TTTTATAAAATTGATATAGTACCACTTCAGAAT----------
-------------------------------------------------------------------------
----------------
GGTAGCAACAACACAGAATATAGATTAATAAATTGTAATACCTCAGCCATAAAACAA---
GCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATGAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------ACAAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTAACTGTGTAAGGCCCGGCAACAATACAAGACAA-----
-AGTATAGGGATA------------GGACCAGGACGAGCA---TTC------TATGCAAGAGGAGAC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AATATTAGTGAAAAA---
ACCTGGAATGAAGCTTTACAAAGGGTAGGTAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATGTTTAGA------
CCACACTCAGGAGGGGACCCAGAAATCACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGTAGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGATAATTACACAGACATAATATAC---
AAGTTGCTTGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGACTTATTGGCATTGGACAGCTGGAATAATCTATGGAATTGGTTTAACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGCA---
GGAACAGATAGGATTATAGAAGTAATACAAAGTATTTGGAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU939100 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCGCAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCGATGCTAATACTACCCGTACTGGTAATACTACCACAGCC----
-------------------------------------------------------------------------
----------------CCTAACACATCTTCCATAGCCACACCTATCGCACCTGGAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAGGAAAAAGAAAGAGTATGCACTT---TTTTATAAACTTGATGTAGTACCACTTAGTAATGACAGC----
-------------------------------------------------------------------------
----------
TCTAGTAATGACAGCTCTAGTGAGTATAGATTAATAAATTGCAATTCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAAATCAGAAAATATAACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAA----



-----------AAACCTGTAGGA---------ATTAACTGTACAAGACCCGGTAATAACACAAGAAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TATACAAATGAC---------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---ACCATTAATGAAACA---
GAGTGGAACAACACTATACAAGAGGTAAGGGAAAAATTAAAG---------------AAATACTTCCCT----
-----------------------------------GATAAAAAAATAAACTTTCAA------
CCACACTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGATTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATTTATGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATACAGATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGATTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGTCTGTATGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAATTTGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCGA---TAA 
>HM036825 
GGA---AGG------------------------------------------
GAGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTGGACATAATATCAGCAATGTCACCTATACTATCAAC----------
-------------------------------------------------------------------------
-------------------------AATGTCACCTACAATGATACCTTAAAAGGAGACATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAGTAAGG---------------------------
GATAAGAAAAAGAAGGAATATGCACTT---TTTTATAGGCTTGATATAACACCTCTTGATGAA----------
-------------------------------------------------------------------------
----------------
AAGTCCAATGTTAGTGAGTATAGACTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCTAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAGTGCGTAAGGCCTGGCAATAATACAAGACAA-----
-AGTGTGAGGATA------------GGACCTGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATCCA------------AGAGCAGCACATTGT---AACATTACTGAAGCA---
CAATGGAATAAAACACTATACATGGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
--------------------------------GATGCAGCAAACATAACATTTAAA------
AATCACTCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACACATCTGCACCACTGCCGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAAACTTACAAGGGAATTTGG------GAT------
AACATGACATGGATGCAGTGG---GATAAAGAAATTAGTAACTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGAGTTACTAGAATTGGACAAATGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGC-------- 
>KY229391 
ATG------------------------------------------------
GAGAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAG---ATACATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTAAGA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAATGTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAGATTGTATTAAGAATTGTACAAATAATAATTACACA-------
-------------------------------------------------------------------------
----------------------AGTAGTAATAATGCCAGTATAGGAGGAGGAGGAGAAGTAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATACAA---------------------------
GGCAGGAAAAAGAAAGAGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTCAGGAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAACTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTTGCAGAAGAAAAA------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTCCATCTTAAT----
-----------GAATCTGTACAA---------ATTGTGTGTATAAGACCCAGCAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAT------
---------ATAACAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTGAAAGC---
CTATGGAATAAAACTTTACAAAGAGTAGCTAAAAAATTAATG---------------GAACACTTCCCT----
-----------------------------------AATAAAAATATAAGCTTTAAA------
CCACACTCAGGAGGAGACCCAGAAGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGGACAGCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGGAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAGGCACAATATAC---
ACATTGCTTGAGGAATCGCAAATACAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTATTAGCATTGGATAAGTGGACAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGGATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTAATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGCAGTAATACAAGGAACTGGTAGAGCT----------------------------
--------ATCTGGAGCATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>AB254142 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAATTGTTAAGGCTACCAATGCTACCAATGCTAACAAGACTACCA
GTAATAACAAGACTACCAGTACTAACAGTAGCTGTAATGCT------------------------
ACCAAGGATACCAGTAGTGATAATAATATGTACACTTGTCATAATGATACTTACAAGAATGAACTAATGACA-
--AATTGCGCTTTCAATGTAACTGAAGACTTACAA---------------------------
GATAAGAAAAAGTTAGTGTCTGCATAT---TTTTATAGAAGTGATGTAGTACCACTTAATGGAAAG-------
-------------------------------------------------------------------------
----------------
GCAAATGAATCTGGTGAGTACAGATTAATAAGTTGTAATGCCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATATCAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---



AAATGGAATAAAACTCTACAGGGGGTAGTTAAGAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACCATAATATTTAAC------
TCATCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAAAGGTATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACATACACAATATAT---
CAGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CGAAACGAAAAAGATTTATTAGCATTGAGCAAGTGGGACAGTCTGTGGAACTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATCAGTCTGCTTGATACCATAGCAATAGTAGTAGCAGAA---
GGAACAGATAGGATTATAGAATTAATACAAGGGCTTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>AB254149 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAATTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACGAATGTTACTGTTACCAGTGATAATAATGTTACCAGT-------
-------------------------------------------------------------------------
----------------------AATGCTAATAATGTTACCAGTGATGCTAGGGATGATCTCAGA---
AATTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAGAAAGAATGTATATGCACTT---TTTTATAAACTTGATATAGTACCAATTGAGGGAGGGAATTCC-
-------------------------------------------------------------------------
----------
AGTGAGGGAGGGAATTACAGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTGGAG---------ATTGTGTGTGAGAGACCTAACAATAATACAAGAACA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAGGCATATTGT---AACATCAGTGAAAGT---
AAATGGAATAAAACTTTACAAAGGGTAAGTGAAAAATTAAAA---------------GAACTCTTCTCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTTACAAGGACATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGATAACTACACAGACACAATATAC---
AAGTTGCTTGAGATTTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
GCAAGTGAAAAAGATTTACTAGCATTGGACAGGTGGAATAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
ATGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATTATAGAGATCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTTACATATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AB254153 
GTG---GGG------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAACGTTA---
ACCCCACTCTGTGTCACTTTATATTGTAGTAATGTTAATAATACCAGTAGTAATGTTAATAGTACCAGTAGTA
ATGTT--------------------------------------------------------------------
----------AATAGTACCAGTAATGGTAATGATACCACCCAGGAGGGCATAGAAGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGCACCGGAAAGAGCATGCACTT---TTTTATAGACTAGACATAGTGCCAATTAGTAAT----------
-------------------------------------------------------------------------
----------------------------
AACACCTATAGGTTAATAAATTGTAATACCTCAGCCATAAAACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTCCTGTTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATGATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------GAAGCTGTAAAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAACAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AAGATTAGAAGAGAT---
CAATGGAATAAAACTTTACAAGGAGTAAGGGAAAAATTAGGA---------------AAACACTTC-------
-----------------------------------AACAAAAGTATTATATTTGCA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAGAGAATATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAGTAATTACACAGAAACCATATAC---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTATTAGAATTGGACAGGTGGAACAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTTTATTTGATACTGTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY229251 
GGG---GTG------------------------------------------
GGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACGCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGGGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---GAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTCACTTTAAATTGTACAAAAGTTAATATTAATAGTACAAAAGTTACT-------------
-------------------------------------------------------------------------
-------------------------GGTAGTAGTGAGAAGGCCAACATAACAGAAGAAATGAAA---
AATTGCACGTTCAATATAACCACAGAAATAGTA---------------------------
GATAAGAAACAGAAAGTTCATGCACTT---
TTTTATAGACTTGATATAGTACCACTCGAGAATAATGGCAAATCTGAG-------------------------
-----------------------------------------------------
AAGAGTGATAGCAACTATAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAATTCATTCAAT------GGAACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT---------
AAGATAATAATTAGATCTGAAAATCTGACAGACAAT---------TTCAAAACAATAATAGTACATCTTAAT-
--------------GAATCTGTAGCA---------ATTGAGTGTATAAGGCCCAGCAATAATACAAGAAAA--
----AGTATAGGGATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGGGAC---
------------ATAACAGGAGACATA------------AGACAAGCATATTGT---AATATTAGTGGGAAT-
--AAATGGAATGAAACTTTACAAAGGGTAGGGAAGAAATTAGCA---------------GAACAATTCCCT--
-------------------------------------AATAAAACAATAGTATTTGCA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATACCTTCAACTGTAAAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCCGTGTCTTGGAACTCCAGTTGAAGT-----------------
----------------------------AATAAATCTCACGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGACTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTGGCTGAA---
GGAACAGATAGGATTATAGAAGGAATACAAAACCTTTGTGGAGCC----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM036760 
GTG---ATG------------------------------------------
GGGAACGGATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGGAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCAATGCTAATGTTACCTGGAGCGCT-------------------
-------------------------------------------------------------------------
-------------------------------ATCTACAATAATAGCATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAGGAGGAAAGAATATGCACTT---TTTTATACACTTGATATAGTAAAGCTTAATGGG----------
-------------------------------------------------------------------------
----------------
GGTCAGAACAATAGTGAGTATAGATTAATAAATTGTAACACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAAAAGGACCATGCAATAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGTAGTCTAGCAGAACAAGGG------------
GTAATAATTAGATCTAAAAATTTGGCAGACAAT---------GCCAAAATAATAATAGTACAGCTTCAA----
-----------AAACCTGTAGAA---------ATTAATTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGGC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGCAAAGGG---
CAATGGACTGAAGCTTTACAAAAGGTAGGTAAAAAATTACTA---------------GAACACTTCCCT----
--------------------------------AATAAAACAACAATAAACTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAAGAGATTTGG------AAT------
AATATGACCTGGATGGAGTGG---GATAGAGAAGTTAGTAACTACACAGGCATAATATAC---
AGGTTGCTTGAGGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAGAGATTTACTAGCATTGAACAGTTGGGACAACCTATGGAATTGGTTTGACATATCACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGACTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCATCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY229414 
GTG---TGG------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGAGCAAAGTCTA---AAACCATGTGTAAAGTTG---
ACTCCACTCTGTGCCACTTTAAATTGTAGTGATGCTACCATGAATAGT-------------------------



-------------------------------------------------------------------------
-------------------------------------ACTGTGGATATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACTGAATTAAGA---------------------------
GATAAAAGAAAGAATGAATATGCGCTT---TTTTATAAACTTGATGTAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
-------
AATAGCAATTCCAGTAATTTCAGTGAATATAGATTAATAAATTGTAACACCTCAGCAGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATACAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAACCTGACAAACAAT---------GCTAAAACAATAATAGTACACCTTAAT----
-----------GAGTCTGTAGAA---------ATTATGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGC---AACATTAGTCAAAGT---
AAATGGAATAGAACCTTAGAAAGGGTAAGAAGAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACTATAGACTTTGCA------
CCCTCCTCAGGAGGGGACCCAGAAATTGCA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGAGGACATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACGGAAGCAATATAC---
AGATTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGCAAAGTCTGTGGACTTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACCACAGCAATAATAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATACACAACATA------CCTGTAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY229678 
GGG---GGG------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACACCACTCTGTGTCACTTTAAACTGTAGTAATAATGTTGCCAAAAACAGTACTAATAATGCTACCACTACTA
GTACTGTGCCT--------------------------------------------------------------
----ACTAATAAAACCAGTAATAGTACTGTGAGCCCTAATGATAACATGAATGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGACAAGGAAGGACTATGCACTT---TTTTATAGACTTGATTTAGAACCACTTAGTGAGGAG-------
-------------------------------------------------------------------------
----------------
AATAACATTTCCAATGGGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAG---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAACACAAGGG------------
GTAGTAATTAGATCTAAAAATATAACAGACAAT---------GCCAAAATAATAATAGTACAGCTTAAA----
-----------GAACCTGTAGAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCACCAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGAAGAG---
AAATGGAATAATACTTTACAACAGGTAGGTGACAAATTACGA---------------GAATATTTCCCT----
-----------------------------------GGTAAAACAATAGAATTTAAA------
AACCACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCGTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAAAGAAATTTGG------GAT------



AACATGACTTGGATGCAGTGG---GATAGGGAAATTAATAATTACACAAACACAATATAT---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGGATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
AGAACAGATATAATTCTAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGATA---TAA 
>KY229337 
GTA---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTATATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTGGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACATATGTAGATGAGACCAAATATGAAGAAAATGAAACC-------
-------------------------------------------------------------------------
-------------------------TTTAGCTACAACAGAACTAAAATATATGAAGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGCGTAAGCAAGTACATGCACTT---
TTTTATAAAATTGATATAGTACCACTTGAGGAATCTAGCACTAAT----------------------------
-----------------------------------------------
AGTACTAATAGTACTGGCAACTATAGTGATTATAGATTAATAAATTGTAATACCGCAGCCATAAAACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGGCAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATATGACAGACAAT---------GTCAAAACAATAATAGTGCATTTTAAT----
-----------GAATCTGTAAAA---------ATTAACTGTACAAGACCCGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCAAAGCT---
CAATGGAATAAAACTCTACAAAGGGTAAAAGACAAATTAGGA---------------GGATACTTCCCT----
-----------------------------------CATAAAAATATAACCTTTAAA------
TCACCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTTTGGG
GATGCTCTGGAAAATTCATCTGCACCACCACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AGTAATAAAACTGAAGAAGATATCTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAACAATTACACAGACATAATATAC---
AAGTTGCTAGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACGAGTGGAACAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY229352 
GTA---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAATTGCACAAATGCAAATGAGACCCAATATGTAAATAAAACCTTTAAT----
-------------------------------------------------------------------------
-------------------AGTGATATTAACCACAAAAATATTAGTATATATGAAGAAGTAAGA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------



GATAAGCATAAGCAAGTGTATGCACTT---
TTTTATAGAATTGATATAGTACCACTTGAGGGCAAACCTAAATCTAGCACTAACAGTACTAACAGCTCT----
--------------------------------
AGTAACAACTCTAGTGTTAACAACTCTAGTGACAAATATAGTGAGTATAGATTAATAAATTGTAATACCTCAG
CCATAAAACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAG------------
ATAATGATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACCC---------ATTGTGTGTACAAGACCCGGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCGAAGCT---
CAATGGAATAAAACTTTACAAGGGGTAAAAGAAAAACTAGGA---------------AAATACTTCCCT----
-----------------------------------AATAAAACTATAAACTTTACA------
TCACCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAAAATAAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAATAATTACACAGAAACAATATAC---
AAATTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAATAATCTGTGGAATTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY229356 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGAGAGAG---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTACTACTGTTAAGAATAATACCAGTAGGGGTAAA-
-------------------------------------------------------------------------
-------------GATAACAACAACAACTATAATAGCACAACTAGCACAACTGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGAGACAGAAAGTGACTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAT----------
-------------------------------------------------------------------------
-------------
AATAATGCCAGTTTTAGAGAGTATAGATTACTAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTAACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATCATAGTACATCTTAAT----
-----------AAATCTATAGCA---------ATTGAGTGTGTAAGACCCAACAATAATACAAGAAGG-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGCGAC------
---------ATAGTAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAGAGAA---
AATTGGGAGAAAGCTTTACACAATGTAAGTAAAAAATTAAAA---------------GAACACTTCAAT----
-----------------------------------GCAACAGTAATAGAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGGAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGGAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGACTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------



-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCT---
GTGCTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACTGTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATACATACAAAGATTTTGTAGAACT----------------------------
--------ATCCTTAACATA------CCTAGAAGAGTAAGACAGGGTTTAGAAACAGCTTTGCTA---TAA 
>KY229374 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTACATCAGATGCTAAAGCATATGAGAGAGAG---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATGATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTGTTAAGAATGATACCAGTAAGAGT----------
-------------------------------------------------------------------------
-------------------------AATGCTAACTACTATAATAGCACAACTGAAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAAGATACAGAAAATGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAGAGAT-------
-------------------------------------------------------------------------
----------------
ACTGGCAACTTTAGTGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATAAGACCCGGCAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGAGAG------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGAAGCT---
AAATGGAATAAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAACATTTGAC------
AATTCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGGAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAGATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCA---
GTGCTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY229434 
AGG---GGG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTGGTAAAGTTACCATAAATGATACCTACAATAACAACAAT-------
-------------------------------------------------------------------------
-------------------------------------------ACTGACATGGAGCAAATGAGA---
AACTGCTCTTTCAATATAACTACAGAACTGAGA---------------------------
GATAAGAAGAAAAAAGAATATGCACTT---TTTTATAAACTAGATATAGTACAACTTAATGAG----------
-------------------------------------------------------------------------



----------
AATGATAACAGTAATAACAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTCGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAATATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATATAACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTGTGTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAGACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAGAGGCATACTGT---ATCATTAATGGAAGT---
AAGTGGAATGATACTCTACAAAAGGTAAAAAACAAATTAAAA---------------GAACACTTC-------
-----------------------------------CATAGAAATATAAGCTTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACC---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCGGCTCCAGACGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGCAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCACAATATAC---
AAGTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTTTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTGATAGGTATAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCGCTGAAACAGCTTTGCTA---TAA 
>KY229472 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCGACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAAGGTAAATGTTACCAGTAAAGCTACCAGTAATGCTAACAATA
CTACCATAGAT--------------------------------------------------------------
----------------AAGGCTACCAGTAATGCTAACAATACTACCATAGATGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACTACAGAAATAAGA---------------------------
GATAAGAAACAGAATGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
----------------------
AACGATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTCTCATTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAGGACATTCAAT------GGGAAAGGACTATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAC------------
ATAATAATTAGATCTGAAAATTTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAACATGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAT---
AACTGGAATGAAACTTTATATAAGGTAAGGGAAGAATTAAAG---------------AAACAATTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGACACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCGGGAAAACTCATCTGCCCCACCGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAACAATTATACAAACACAATCTAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAATCTGTGGTCTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAA---TAA 
>HM037006 
GTG---TGG------------------------------------------
GGGAACTTGCGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCCAAGGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTAGTAATGTTAATATTACTAATAATGCTACTAATAATAGTACTTAT-
-------------------------------------------------------------------------
----------------AATAGTAATACTAATAATGCTACTAATAACATAAAAGAAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAGGAAAGAGCATGCACTT---TTTTATAGACTTGATATAGTACAACTTAGTGAGAGTAAGAAT-
-------------------------------------------------------------------------
-------
GGCAGTAACAATGATAGTGACAGGGAGTATCGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCGCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GCAAC---AATAAGACATTCAAA------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTGGCAGAAGGGGAG------------
ATAATAATTAGATCTGAAAATATGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCCGGTAATAATATAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
AAATGGCATAAAACTTTACAAAAGGTAAGTGAAAAATTAAAG---------------ATATACTTCCCC----
-----------------------------------AATAAACCAATAGAATTTAAA------
CCACACTCAGGAGGGGACCAAGAAATTACA---ACACGTAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCCCTAGAAAGATACCTAAGGGATCGACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGCTGGAGC-----------------
----------------------------AATAAATCTGAACAGGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGATTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTGGCATTGGACAGTTGGGAAAATCTGTGGAACTGGTTTAGCATAACAAAGTGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGACACCACAGCAATAATAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAACACAAAGAATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGTTA---TAA 
>EU166385 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACCCTTTTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CACGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAGATGGATTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGACAATGTTACCAGTAGTAGTAGTAAC-------------------
-------------------------------------------------------------------------
-------------------------------AGATACAATGAAACAGGAGATGGAGGAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAGGAAAAGGCTAGAATATGCACTT---TTTTATAAACTTGATATAGTACTACTTAATAGT----------
-------------------------------------------------------------------------
----------------------
AGCACTAAGGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT



GTAAA---GATAGGACATTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGCCTAGCAGAAAAAAAG------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATATAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAATCA---TTC------CATGCAACAGGAAGC------
---------ATAATAGGAGACATA------------AGAGAAGCATATTGT---AACATTAGTGAAGGT---
GAATGGAATAGAACATTACAAAATGTAAGTAAAGAATTAGCA---------------GAATACTTC-------
-----------------------------------CCTGGTAAAATAGTATTTGCA------
CCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAGATTTGG------AGT------
AACATGACTTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAAACATAATATAC---
AATTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
---------------------------A-
AAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAGTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>DQ388515 
ATG---GAG---------------------------------------------
CAATTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGATGCTACCAGTAATACTACCAAAAATGCTACCAATACTAATA
CCACC--------------------------------------------------------------------
-------AGTACAGATAACAGAAATGCTACCAGTAATGATACTGAAATGAAGGGAGAAATAAAA---
GATTGCACTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAGGAAGACAAAACAAAGGGCACTT---
TTTTATAAACTTGATGTAGTGCCACTTGAGGAGGAAAAGAATAGC----------------------------
--------------------------------------------------
TCTAGTAAAAATAGTAGCTATAAGGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACAAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTGGAA---------ATTGAGTGTGTAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---GACCTTAGTAAAAGT---
AATTGGACTACAACTTTAAAAAGGATAGAGAAAAAATTAAAA---------------GAACACTTCAAT----
-----------------------------------AATGCGACAATAAAATTTGAA------
TCATCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACACAAGTAATATAT---
CAGTTGCTTGAAGTCTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAATGATTTACTAGCATTGGACAAGTGGAACAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATCATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATACAAGTAGCTGAG---



GGAACAGATAGGATTATAGAATTAATACAAAGAATTTTCAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTCTGCAA---TAA 
>EU166449 
GCA---AGA---AAT---------------------------------
GCAAAGAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGACGCTAAAGCATATAGCAAAGAG---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCTTGTGTACCCACTGAC---
CCCAACCCACAAGAAATGAAGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTC---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAACTACAATGGTAGTAGCAAGGCAAATGATACT----------
-------------------------------------------------------------------------
----------------------AATGTAAATATTACCTCCGATAATGGAGAATATGGAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGCAAGAATATGCACTT---TTTTATAGATCTGATATAATACCACTTAACAACACA-------
-------------------------------------------------------------------------
----------------
TCTGATGAAAATGGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGATCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAG---------ATTAATTGTACAAGACCCAATAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATT------------AGACAAGCACATTGC---AACATTAGGGGAGAA---
GAATGGAATAAAGCTTTAGAAGAGGTAAGAAAAA--AAATTA---------------AAACAACACTTC----
-----------------------------------CATAAAAACATAACCTTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAGAGGATATTTGG------AGT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGTAATTACACAAACACAATATAC---
TGGTTACTTGAAGAATCGCAAATACAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGATAGTTGGAATAATCTGTGGAATTGGTTTGGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTATAATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGAATTGGTAACGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGGATAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>JX239298 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAATCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAGATGTTAAGGGCAATGTTACCTACTCTGAT-------------
-------------------------------------------------------------------------
----------------------AAGGGTAATCTTGCCCACAGTAATAGCACAGATGAAATGAAA---
AATTGCACGTTTAATGTAACCACAGAATTAAGA---------------------------
GACAAAAGTAAAAAAGAAAGTGCACTT---
TTTTATAGGCTTGATATAGAAACCCTTGATCCCAAGGGTAACTCC----------------------------
--------------------------------------------------
AGCAATAACAACTCCAGCTATAAAGAGTATATATTAATAAATTGTAATACCTCAACCATAGCACAA---
TCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGGCATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGTTTAGCAGAAGGAGGG------------
ATAATAATTAGGTCTGCAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTACTTGTGTAAGACCTGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATCACGGGAAGT---
GAGTGGAATAGAACTATAGACAGGGTAGGCAAAAAATTACAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
CAGCCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAACTGTGGAGGAGAG---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAAACTCAAAATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACAGACCAAATATAC---
AGGTTACTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAGAGATTTACTATCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTAGCATAACAAAGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATTAGTTTGTTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGAATTATAGAACTAGCACAAAGAATTTGTAGAGCT----------------------------
--------------------------------------AAGACAGGGCTTGAAACAGCTTTGCTA---TAA 
>EU166594 
GGA---GAG---------------------------------------------
AACTTGTGGGTAACTGTCTACTATGGGGTACCTGTATGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAA---GTGCATAAT----------------
--------------GCCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATGTTGATCTTACTAATGTTACTTTT----------------
-------------------------------------------------------------------------
----------------------------ACTCACCAGGGTAATAACATAACTGAAGAGGTAAAG---
AATTGCACTTTCAATATAACCACAGAAATAAGG---------------------------
GATAAACAGAAAAAGGAAGCTGCACTT---TTTTATGTACCTGATATAGTACCCCTTAAGGAGGAG-------
-------------------------------------------------------------------------
----------------
GGTGCTAATGCTAGTACTTATAGGTTAACAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTATCTTTTGACCCTATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAGTAATCAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTAAAT---------ATTGTGTGTGCAAGACCCGGCAACAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
GCTTGGAATGATACTTTACATAGGGTAAGTAAAAAGTTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAAACTAGAGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGTGAGATTAGTAATTACACAGACATAATATAT---
AGGTTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAGGGATTTACTAGCATTGGACAGTTGGAATAGTTTATGGAATTGGTTTAGCATAACAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AACAAGGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTAGATAGCTTAGCAATATCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTGATACAAAGAATTTGGAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTACTA---TAA 
>DQ388517 



GTA---ATG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAACAGAA---GCGCATAGT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGGATTGTAGTACCTACAATAATACC----------------------------
-------------------------------------------------------------------------
----------------------------------------CACAATATTAGTAAGGAGATGAAA---
ATTTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAACGGAAAGTGAATGTACTT---TTTTATAAACTTGATTTAGTGCCACTTACCAAT----------
-------------------------------------------------------------------------
----------------
TCTAGCAATACTACCAATTATAGATTAATAAGTTGTAATACTTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATTTGAAAATCTGACAGATAAT---------GTCAAAATAATAATAGTACAACTTAAT----
-----------GAAACTATAAAC---------ATTACGTGTACAAGACCTAACAATAATACAAGGAAA-----
-AGTATAAGAATA------------GGACCGGGACAATCA---TTC------TATGCAACAGGTGAA------
---------ATAGTAGGAAACATA------------AGGGAAGCACATTGT---AACATTAGTGCAAGC---
AAATGGAATAAAACTTTAGAAAGGGTAAGAACAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAAACGATATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATCACACAGACACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGTACTACAAAGGATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>HM036903 
GGG---GGA------------------------------------------
GAGAAATTTTGGGTTACAGTCTTTTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCAATTGAGAAAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGAGTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGCCATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAATTCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACTTGCACAAATGCTAACAGCACAAACGCTACCAGTAATGGT----------
-------------------------------------------------------------------------
-------------------------GGTGCTACTCACAATAGTAGCGAAATTGAAGGAATGAAA---
AATTGTTCTTTTAATGTGACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAAACTTGATATAGTGGAACTTGACAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTAACAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGTAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GAACCAATACCA---------ATTGTGTGTACAAGACCCGGCAAAAATATAAGAAAA-----



-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGGCAGGCATATTGT---GACATTAATAGAACT---
GAATGGAATAGAACTTTGGAAGAGGTAAGAGAAAAATTAAAA---------------GAACACTTTAAT----
-----------------------------------GAAACAAGAATACAATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATATGTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACGCCTCTGCACCACCTCTGTGCCTTGGAACACTAGCTGGAGT-----------------
----------------------------AATAAATCACAAACAGAGATTTGG------GAA------
AAAATGACTTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAATACAATATAC---
AGGCTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------AA-
AATGAAAAAGATTTATTAGCATTGGACAGTTGGGACAGTCTGTGGAATTGGTTTAGTATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCTTGCTTGATACCTTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTAATACAAAGAGGTGGCAGAGCT----------------------------
--------ATCCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTA---TAA 
>KY229542 
GGG---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAAGTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAACATGTGGAGATGTTACTGTTAGCAGTAATACTACTATTAAC----------
-------------------------------------------------------------------------
-------------------CAGACTACTAGCAGTAATACTACTATCACAGATGGAGAAATGAGA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGCAAAAGCAAGAGTATGCACTT---TTTTATAAACTTGATGTAGTATCACTTGATAGA----------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAGTATATTTTAATAAATTGTAATACCTCAGCCAGAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTCCATCTTAAT----
-----------GAATCTGTAGGG---------ATTACATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAAATGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTTGGGAA---
AAATGGAATAAAACTTTACAAAGGGTAGGGAAAAAATTAGCA---------------GAAAGATTCCCT----
-----------------------------------AATAGAACAATAAGATTTGCT------
CCACACTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGGTTCCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGTAACAGAAATTTGG------GAC------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAATAGTTACACAGACACAATATAC---
AAGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAATTAGTACAAGGACTTTGTAGAGGC----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>GQ485357 
GCA---GAG------------------------------------------
GAGAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAAAA---
GCTCCTCTATTTTGTGCATCAGATGCTAAAGCCTATGAGAGAGAA---GTACATAAT----------------



--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAACTACAATGGTACTGCTAACCGCACTGAGAGT----------
-------------------------------------------------------------------------
-------------------------ACTAGTAATACCTCTGCTGATATTAAGCAAGAAATAAAA---
AATTGCTCTTTCTATACAACCACAGAAATACAA---------------------------
GATAAGAAGAAGGCTGAATATGCACTT---TTTTATAAACTTGATATAGTATCACTTGATGGG----------
-------------------------------------------------------------------------
----------------
AATGAAAGTTCTACTAATTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGT
GTAAT---AACAATACATTCAAT------GGAACAGGACCATGCAACAAC-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGTCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAGT---------GTCAAAACAATAATAGTACAGTTTAAC----
-----------AAATCTGTAGAA---------ATTGTGTGTGTAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTGAACAG---
ACATGGAATGACACTTTGCAAAAGGTAGGTAAAAAATTAAAA---------------GAACAATTCCCT----
-----------------------------------GATAAAGAAATAAAGTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTATAGTTGGAGT-----------------
----------------------------AATAAAACTAGAGATGAAATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAGAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAGATATTTATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCA---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCGTAGCAATAACAGTAGCTGAA---
GGAACAGACAGAATTATAGGATTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCCTTAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCTA---TAA 
>HM068598 
GTG---ATG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTAATATCACCAGTAATGGTACTACCCACAAT-------
-------------------------------------------------------------------------
-------------------AATATCAGTAATGGTGCTACCTACAATGATACCACGGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGACTGTGTATGCACTT---TTTTATGAACTTGATATAGTACCAATTAGTAAT----------
-------------------------------------------------------------------------
----------------
GAAAATAGCCATAGTGGGTATAGATTAATAAATTGTAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTCTCGTTTAACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAGAATCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTATAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGATGGC------
---------ATAATAGGAAACATA------------AGGCAAGCACATTGT---AACGTTAGTACAGGT---
AATTGGAGTACTACTTTACAATGGGTAAGTGGAAAATTAAGA---------------GAACATTTCCCT----



-----------------------------------GGTAAAAATATAAAATTTGAA------
CCATCTTCAGGAGGGGACCTAGAAATTACA---CATCATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATCTGG------AAT------
AACATGACCTGGATGGAATGG---GATAGAGAAATTAGTAATTACACAAACATAATATAC---
AGGTTGATTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATCAGTCTGCTTGATACCCTAGCAGTAACAGTAGCTGAA---
GGAACAGATAGGATCATAGAAATAATACAAAGATTTTGTAGAGCT----------------------------
--------ATCTGCAACCTA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>EU166715 
GTG---GTG------------------------------------------
GGGAACTTATGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTGGTAAAAATGCTACCTCCAATGGTAATGGT----
-------------------------------------------------------------------------
-------------------ACAAGTACCTTCAATAGTACCATCTACCAGTCTGGCGAAATAAAG---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAGGAAACAGAGAGCGTATGCACTT---TTTTATAAACTAGATATAGTACCACTTAATGGGACT-------
-------------------------------------------------------------------------
----------------
AAAGGCAACTATAGTGACTATATATTAATAAATTGTAATGCTTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGGTCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GCATCTATAGAA---------ATTAAGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AAACAAGCATATTGT---ACCATTAACAAAACG---
AGATGGCATCAAGCTTTACAAGGGGTAAGTAAAAAATTAGAA---------------GAGTATTTCCCT----
--------------------------------AATAAAACAACAATAAGATTTGAA------
CCCCCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACCAATTGGC
TGTGGTATATAAAAATATTCGTAATGATAGTAGGAGGCTTGATAGTTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAGGCATTGGTAGAGCT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAA---TAA 
>FJ496194 
GTG---ATA------------------------------------------
GGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATCCAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAAATGCATCAGGATATA---



ATCAGTCTATGGAGTCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAAACTGTAGTGATGTTATCAAT-------------------------------
-------------------------------------------------------------------------
----------------------------------------------AGTACTGGTACTATGAAA---
AATTGTTCTTTCAGTGTAACCACAGAGCTAAGA---------------------------
GATAGGAAACAGAAGAAACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAGAAT-------
-------------------------------------------------------------------------
----------------
GATAACAGTTCTAAGGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGTTAAATGGGAGTCTAGCAGAAGAAGAG------------
GTGATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACAGCTTAAA----
-----------GAACCTGTAGGT---------ATTAATTGCACAAGACCCAACAATAATATAAGACAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AACATTAGTAGTACA---
AAATGGAGGGAAACCTTACAACAGGTAGGTGGAAAATTAGCA---------------AAGTACTTCAAT----
-----------------------------------AATAAAACAATAAAGTTTACA------
CAACACTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACCAATTGGC
TGTGGTATATAAAAATATTCGTAATGATAGTAGGAGGCTTGATAGTTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAATACAAGGCATTGGTAGAGCT----------------------------
--------ATCTACAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAA---TAA 
>EU166769 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCATTTTAAATTGTACAAATGCTACCTCCCATGGTAATGGTACATATGATACTTCC----
-------------------------------------------------------------------------
-------------------AAGGGTACCATCAATCAGTCCTTAAACCAGACTGACGAAATAAAG---
AATTGCTCTTTCAATACAACCACAGAAATAATA---------------------------
GATAGGAAAAGAAAAATGAATGCACTT---TTTTATAGACTAGATATAGTACCACTTAATGGGGATAATGGC-
-------------------------------------------------------------------------
-------
AATGGGACTAACAGCACCTATGGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GATCCTGTAGAA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGCAAAAAG---
GCATGGAATCAAACTTTACAAGATGTAGGTAAAAAATTAAAA---------------GAGTACTTC-------
-----------------------------------AATAAAACAATAAAATTTGCA------
CAAGCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTTCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGATTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGGATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCA---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATACAAGTACTACAGGAAATTTGGAGAAAT----------------------------
--------ATCCGTAACATA------CCTGTAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>JX239338 
GTG---GCG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGACCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTATGGTGTAGCAATTATAATGCTACCAGTAATGGTACTGCTACTAATGCT----
-------------------------------------------------------------------------
-------------ACCAGTAATGGTACTGCTACCCCCCCTAATAATGCATATGGAGAAGTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGAAAGTGCATGCACTA---TTTTATAAACTTGATATAGTACCACTTAATGATGAAAAT----
-------------------------------------------------------------------------
----------------------
GATAGCAACACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGAGCCAATCCCTATACATTATTGTGCTCCAGCCGGTTATGCGATTCTAAAGT
GTAAT---GATGAAACATTTAAT------GGGACAGGACCATGCCTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTATTAAATGGTAGCCTAACAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACGATAATAGTAAATCTTAAT----
-----------GAGTCTATAGAA---------ATTGTATGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAGCACAAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AAAATTAGTGAAGGA---
AAATGGAATAAAACTTTACGAATGGTACGTAACAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATCAGTAATTACACAAACACAATATAC---
AGGCTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATAGCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAGATTAGTACAAAGAATTGGTAGAGGT----------------------------
--------ATCCTCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>FJ496214 
------GGA---------------------------------------------
AACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAATAATGTTAATGTTACCCACAACAGT-------------------
-------------------------------------------------------------------------



-------------------------------ACCTACAACAATACAGAGGGTGAACAAATAAAA---
AATTGCTCTTTCAATATAACTACAGAGCTAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAAACTTGACATATTGCCACTTAATGGG----------
-------------------------------------------------------------------------
----------------
AATAATGATAGTAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCTTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAGAATATAACAGACAAT---------GTCAAAATAATAATAGTACATTTAAAT----
-----------GAATCTGTGGAA---------ATTAACTGTACACGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAAAATA------------AGAGAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGAATAAAACTTTACTAAGGGTAGCTAAAAAATTAAGG---------------GAACACTTTCCT----
-----------------------------------GGTAAAGCAATAAAATTTGAA------
CCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAGTCTAAAGCAGAAATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTATACACAAACAATATAC---
AATTTGCTTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTACTAGAATTGGACAGCTGGAACAATCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
TTGTCTTTTGCTATTAATTTGCTGAATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAGGTTTTAGAGCT----------------------------
--------ATCCTCAACGTA------CCCACAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTA---TAA 
>KY229633 
ATG------------------------------------------------
GAGAACTTGTGGGTTACTGTCTACTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGCATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACCTTAAACTGTACAGATGTTAACAATACCAATACCTACAATAATAGCAGCAGGAATG
ATAACAATACCTGCAATAATAGC--------------------------------------------------
----------AGCAGGAATGATAACAATACCTGCAATAATAGTAGCAGGTATGAGGAAATGAAA---
AATTGCTCTTTCAGGACGACCACAGTAGTAAGA---------------------------
GATAAGACTAAACAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGGA----------
-------------------------------------------------------------------------
----------------------
AGCTCTAATGGGTATAGATTGATAAATTGTAATACCTCAACCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCGACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTGAATGGTAGTCTAGCAGAAGAAGGA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAG----
-----------GAATCTGTAGAA---------ATTACGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AAACAGGCACATTGC---AACATTAGTCGAGAA---
GGGTGGAATAAAACTTTAATAATGGTAAAAGAAAAATTAAAC---------------GAGTACTTCCCT----
-----------------------------------AACAAAACAATAGGATTTGAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGTACCACCGCTGTATCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AACAAAACTAAAGAGGAGATCTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGCACAATATAC---



AGGTTGCTTGAAGAATCGCAAGGCCAACAGGAG----------------------------------------
-----------------------------
AAAAATAAACAAGATTTACTAGCATTGGACAAGTGGCAAAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAATACAAGGAATTGGTAGGGCT----------------------------
--------ATATACAACATA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAA---TAA 
>KY229641 
ATG------------------------------------------------
GAGAACTTGTGGGTCACTGTCTACTATGGGGTACCCGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAGGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGCATTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTATCACTCTAAACTGTACAGATGTTAGGAATAATACCAATAACAACAATAGTAGCACAAATA
ATACCAGCAGTAGT-----------------------------------------------------------
-------AGCAATGCTGACATTACCTGTAATAATAGCAGCAAGTGCAAGTATGAGGACATGAAA---
AATTGCTCTTTCAATGCAACCACAATATTAACA---------------------------
GATAAGAGTACAAAAGAAAGTGCACTT---TTTTATAAACTTGATATAGTACCACTTGAAGAC----------
-------------------------------------------------------------------------
----------------------GGCTCTAGT---
TATAGATTGATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTGAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATATGACAAACAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACATGCATATTGC---AACATTAGTCGAAGT---
AATTGGACTACAGCTTTAACAAGGGTAAAAGAAAAATTAAAA---------------CAGTACTTCCCT----
--------------------------------AACAACACAACAATAAAATTTAAT------
TCGTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACACATCTGTACCACCGCTGTATCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AACAAAACTAAAGAGGAGATCTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAGGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAAGTGGCAAAGTCTATGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGCCTGCTTGATACTATAGCAATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTGGTAGGGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY229379 
GGG---GAA------------------------------------------
AGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAAAA---
GCTCCTCTATTCTGTGCATCAGATGCTAAAGCATATAAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAAATGCATAAGGACATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGCTATTGCCAACAGAAGTACAGAT----------------
-------------------------------------------------------------------------
----------------------------------------------------GGAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAAG---------------------------
GATAAGAAGAAGCAAGTGTATGCACTT---



TTTTATAACCTGGATATAGTACCACTTGATGAGGATAGAACCAACTCC-------------------------
-----------------------------------------------------------
AGTAGGAACAGCTCTACATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAC------GGGACAGGACCATGTCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAAAAGAG------------
GTAATAATTAGATCTAAAAATATAACAAACAGT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCCAAAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAGTA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AATATTAATAAAGAT---
GCATGGAATAAAACTTTACAAAGTGTAGGTAGAAAATTAGAA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
CAGTTACTTGAAGCCTCGCAAGACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
ATGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTGGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATATACAGAACTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATCAGACAAGGCTGTGAAGCAGCTCTGCTA---TAA 
>HM036792 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTGTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACCAATGTTAAGAATAATAAC-------------------------
-------------------------------------------------------------------------
-------------------------------------GTTGGTAACATGACTGGAGAAGTAAAG---
AATTGTTCTTTCAATGCAACCACAGACTTAAAA---------------------------
GATGGGAAAAGAAAAGAGCATGCACTT---TTCTATAGACTTGATATAGTACCACTCAACTCC----------
-------------------------------------------------------------------------
----------------
ACTAACAACTCCACTGAGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGATAGGACTATGCTCTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCTAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TTTGCAACAAATGAG------
---------ATAATAGGAGACATA------------AGAGAAGCACACTGT---AACATTAGTAAAAAT---
AGATGGCATGACACTCTACAAAGGGTAAGTGAAAAATTAAAA---------------CACTTCTTT-------
-----------------------------------AATAAAACTATAACATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACGCATAGTTTTAATTGTGGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCTTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAATCAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GACAAAGAAATTAGTAATTACACAGACACAATATAT---
AGGTTACTTGAAGACTCGCAAATCCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGACTTATTGGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGCATAACAAATTGGC



TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAATCTGCTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGGATTATAGACTTAATACAAAGGATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTGCAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>KY229650 
GGG---GTA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTATGTGTCACTTTAGAATGTACAAATTTAGAGTTAAATATAACTAATAAGAATAATGCTACC----
-------------------------------------------------------------------------
-------------------------AATGCTACCCTCGATAAAGGGGCTGCTGAAGAAATAAAA---
AATTGCTCTTTCAATCCAACTACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGTGTATGCACTT---TTTTACAAGCTTGACATAGTACCACTTAATGGT----------
-------------------------------------------------------------------------
-------------
AATGATAGCAGTGCTACTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAGTTACTGTTGAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACGTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAACC------
---------ATAGTAGGAAATATA------------AGAGCAGCATATTGT---AACATTAGGGAAGAT---
AAATGGAATAAAATTTTACAAAATGTAAAAAGAAAATTAGAA---------------GAACACTTTCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCCGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAC------
AACTTGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTGTTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTACT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTTTGCTTGATACCGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTACAAGAATAAGACAGGGCTGTGAAGCAGCTTTATTA---TAA 
>GQ485436 
GGG---ATG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGAAAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAGCTGTAGCAATTATAGCAATTGTAATGATACCTATAGTAATGGTACCTAT-
-------------------------------------------------------------------------
-------------AGTAATGATACCAATAGTACTGTCAATTGTACCTCTAGGGGTGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAGATAAGA---------------------------
GATAAGAACCGGAAAGAGTATGCACTT---TTTTATAGACCTGATATAGTACCACTTAAGCCTAAT-------
-------------------------------------------------------------------------
----------------
GAGGGTAACTCTAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAGCACAA---



GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAATGATAATAAAACATTTAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTAGCAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGCACAAGACCCAACAATAATACAAGTCGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAAGA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AGCATTAATAGAAGT---
AAATGGAATGACACTTTACAAAAGATAGAGGGAAAATTACAA---------------GAACATTTCCCT----
-----------------------------------AATAAAACAATAGACTTTGAA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGACCAACAGATCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAGTCTCAAGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAGTAATTACACAAGCATAATATAC---
AATTTGCTTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTATTGGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGATTTGGTAGAGGT----------------------------
--------ATCCTCAACATA------CTTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>JX239272 
GGG---ACG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAAGGATATGAGAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGCCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTCAAATGTAGCAATATTACCAAAAATAGTACTGGTACCAAC-------------
-------------------------------------------------------------------------
-------------------------------------------AACATAAATGAGGAAATGAGA---
AATTGCTCTTTTAATACAACCACTGAACTAAGA---------------------------
GATAAGAAAAAGAATGAATATGCACTT---TTTTATAAACTTGATATAGTATCACTTAATGAA----------
-------------------------------------------------------------------------
----------------------
ACTTCTAGTGAGTATAGGTTGATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATGATTAGATCTGAAACTCTGACAAACAAT---------ATCAAAACAATAATAGCACATCTCAAT----
-----------GAATCTGTAAAT---------ATTGTGTGCACAAGACCCAGCAATAATACAAGAAGA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAGC---
AATTGGACTACAACTTTACAAAGGGTGGGTGAAAAATTAAAA---------------GAACACTTTCCT----
-----------------------------------AATAAAACAATAACCTTTAAG------
CCATCCTCAGGAGGGGACCTAGAAATTACC---ACACATAGTTTTATTTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAACAAAACATGGAGT-----------------
----------------------------AATAAAACTGTAGAAGAAATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GATAAAGAAGTTAGTAATTACACACAAACAATATAC---
AGGTTGCTTGAAATATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAATTGCTAGCATTGGACAAATGGAACAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGATTGATATCACAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGAGCG----------------------------
--------ATCCGCAACATA------CCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>JX239362 
GTG---GGA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCCAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACCGATGTCACTTTGACTTATACCAATGATAGTGAT----------
-------------------------------------------------------------------------
-------------GCCAATTTAACCTATAGTAAAGATACCCCTAATATAACTGAGGAAATGAGA---
AATTGCTCTTTCAACGCAACCACAGAAATAATA---------------------------
GATAAGAAACACAAAGAGTATGCACTC---TTTTACAAACTTGATATAGTACCACTTAATAACTCTAAT----
--------------------------------------------------------------------
ATAGTACCACTTAATAACTCTAATAACTCTAATATTGAGTATAGATTAATAAATTGTAATACCTCAACTGTAA
CACAA---
GCCTGTCCAAAAGTCAATTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-ATCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTGCTGTTAAATGGTAGCCTATCAGAAGAAGGA------------
ATAAAAATTAGATCTGAAAATCTGACAAATAAT---------GCCAAAATAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTACTTGTACAAGACCCGGCAATAATACAAGAAGG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
GACTGGAATAGAACATTACAACAAGTAGGTGAAGAATTAAGA---------------AAACATTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGATTTGGG
GCTGCTCTGGAAAACGCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAGATCTCAAGAAGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACATAATATAC---
AGTTTGCTAGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTGTAGTA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGCCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>GU329057 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGATAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGCACCAATGCTACTATTGCCTATAATAGTACTATTTTTTAT-------
-------------------------------------------------------------------------
-------------------AAGAATTCCACGGGAAAATTACAAAATTACACGGAAGACATACAA---
AATTGCTCTTTCAATACAGACACAGAGCTAAGA---------------------------
GATAAGAAAAAGAAGGAGCATGCACTT---TTTTATAAACTTGATATAGTACCACTTGCTGATAGCAACAAT-
-------------------------------------------------------------------------
----------
GGTCAGTCTAGCAACATTAGTCAGTATAGATTAATAAGTTGTAATACCACAACCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAG-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGACAACT---



CAATTACTGTTAAATGGTAGCCTATCAGAAGAGGGA------------
ATAATAATTAGATCTGAAAACTTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTGAAGGA---
AAATGGAATAAAACTCTACAAAGGATAGAGGAAAAATTAAAG---------------GAACACTTC-------
-----------------------------------AATGAGTCAATAACATTTGCA------
CCACCAGCAGGAGGGGACGTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTGAAAAGTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
ATGTTGCTTGAAGAATCACAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAACTGGC
TAGAGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACAATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAACAAATTTGTAGAAAT----------------------------
--------ATCCGCAACGTA------CCCAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTA---TAA 
>GU329069 
GGG---GTA------------------------------------------
AGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAGTCTTAACAATGAAATTGATACT-------------------
-------------------------------------------------------------------------
----------------------------------GGAAATGTTAATAATACCAGTGGAATGAGA---
AATTGCTCTTTCAATGTAACTACAGAACTAAAA---------------------------
GATAAGAAAAGGCACGTATATGCACTT---
TTTTATAAACTTGATATAACACCACTTGATGAGAATAAACCAACTACACCTAGTAGTACTACTACATCAACCA
GT---------------------------------
AGTACTACTCCTAAACCATCTAATGGAAAAAATTATACTATGTATAGACTAATAAATTGTAATACCTCAGCAG
TAACACAA---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTATTATTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATCATAATTAGATCTGAAAATATAACAGACAAT---------GTTAAAACAATAATAGTACATCTTAAT----
-----------GAATCCACAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGCAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AATTGGACTAAAACTCTACAAATGGTAAGCAAAAAATTAAGA---------------GAATATTATTTCCCT-
-----------------------------------AATAAAACAATAAAATTTAAA------
TCATCCTCAGGAGGGGACCTAGAAATTGCA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGGAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGATAATTACACACAAACAATATAC---
ACATTGCTTGAAGACTCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAAGTGGAACAGTCTGTGGTCTTGGTTTGACATATCAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAGGAATTTTTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTGTAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 



>GU329080 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
GCTACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTTTTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ATCAACCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGTTATTGCTACCAATAGGACTAATAATGCTAGT-------
-------------------------------------------------------------------------
----------------------ATGGCCATGCCTAATGCTACCTGGAATGCTAATAATATGAAA---
AACTGCTCTTTCAATATAACCACAGAGTTAAGA---------------------------
GATAAGAGAAAGAAAGAATATGCACTT---TTTTATAGCCTTGATATAATCCAACTTGAGGAGAGT-------
-------------------------------------------------------------------------
-------
TCTAATAGTTCTAAAAATTATAGTGAGTACAGATTAAGAAAGTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGC---------ATTAATTGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAGCA---TTC------TTTGCAACAGGAGCC------
---------ATAATAGGGGATATA------------AGACAAGCACACTGT---AACATTAGTAGTGCT---
CAATGGAGTAATACCTTACAAAGGGTAAAAAGAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATACAACAATAAATTTTGCA------
CCACACTCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCAGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGACATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GATAGAGAGATCAGTAATTACACATACACAATATAC---
CAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTAGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTTTGCTTGATGCCACAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGAGCT----------------------------
--------ATCATAAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>GU329131 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCGGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTGGTAATGTTACTGCTAATAATACTAGTAATAGTAGT----------
-------------------------------------------------------------------------
-------------------------AGTAATAGTAGTGCCGACAAGATTACAAGTGACATGAAA---
AATTGTTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGCAAAAGAAAGAGTATGCACTC---TTTTATAAACTTGATATAGTACCACTCCATGGT----------
-------------------------------------------------------------------------
-------
AGTAGCTCTAATAACTCTAGTGTAGAGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAA---
GCTTGTCCAAAAGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAAAG------------
ACAATAGTTAGATCAGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----



-----------GAATCTGTAGAA---------ATTACGTGTATGAGACCCGGCAATAATACAAGGAAA-----
-AGTGTAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGTA---
AAATGGAATAATACTTTACAAAAGGTAGCAAAAGTATTAAGA---------------GGACACTATCCT----
-----------------------------------GGTAAAACAATAAAGTTTGAA------
CCCCCCGTAGGAGGAGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAACTCAACAAGAAATTTGG------AAC------
AACATGACATGGATGCAGTGG---GATAGAGAAATTGATAATTACACAAACACAATATTC---
AGGTTACTTGAAGACTCGCAAATCCAGTAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCTTTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTTTACTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTTATACAAAATATTGGTAGAGCT----------------------------
--------ATCATCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TA- 
>GU329145 
GGG---AGG------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAGCCCACAGGAAATGATTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAGATGTAGCAATGTTAATGCTACCAAAAGAAATGTT----------------
-------------------------------------------------------------------------
-------------------------------ACCCCCGATGATAACATGAAGGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAT---------------------------
GATAAGAAAAGGAAAGTACATGCACTT---TTTTATAAACTTGATGTAGTATCAATTAATGGGAATGAG----
-------------------------------------------------------------------------
-------------
AGTAATAGCAACTTTAGTGAATATAGATTAATAAATTGTAACACCTCAACCTTAACACAA---
GCATGTCCAAAGATCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---GATAAAACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAGAATCTGACAGACAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGGCCTAACAATAATACAAGAAGA-----
-AGTATAAGAATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGGC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTAAAAGT---
ACATGGAATAGAACTTTAGAAAGGGTAAAAAGAAAATTAAGG---------------GAACACTTT-------
-----------------------------------AATAAAACAATAATATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACCTTAGCTGGAGT-----------------
----------------------------AATAAATCTCATGATTATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTGATAATTATACCAACACAATATAC---
ACGTTGCTTGAGATCTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTGGCATTAGACAATTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGT
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTCCTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU329161 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCGACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACCTTAACCTGTAGTAATGTCACCTTAAACTGTAGTAATGTTAATATCAGT-------
-------------------------------------------------------------------------
-------------------AGTAGTGCTAATAGCACAATTCTCAATAGTACCGAGGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAACAAAAAAGAATATGCACTG---TTTTATAAACTTGATATAGTATCACTTGGAGAGCAG-------
-------------------------------------------------------------------------
----------------------
AGTAACACCTCTTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCGTGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATCATAGTACATCTTAAT----
-----------GAATCTGTAAGG---------ATTGTGTGTACAAGACCCGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGGT---
GAGTGGAATAAAACCTTAGAAGAGGTAAAGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAC------
ACATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCGATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGGCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGGAGAAATTTGG------AAT------
AACATGACCTGGATGGAATGG---GATAGGGAAATTAATAATTACACAAACATAATATAC---
AGGTTGCTTGAAATCTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTATCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATACTAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAGTAGCAACAGCTGAA---
GGAACAGATAGAATTCTAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>GU329185 
GGG---GTG------------------------------------------
GGGAATATGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTCAAGCATATAAGACAGAA---GTGCATAAT----------------
--------------GCCTGGGCGACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTAGACTGTACTGATGCTTGCAGAAATAAAACTATAAACTGTACTGATGCTCGCA
GAAAT--------------------------------------------------------------------
-------AACAATAGCACCTCCAATAATACTATAACCAGGGAAGACATCTATGAAGAAATGCGA---
AATTGCTCTTTCAATGTAACCACAGAAGTGATA---------------------------
GATAAGGAGAAAAAAGAATATGCACTT---TTTTATAAAATTGATACAGTACCACTTGAGGGA----------
-------------------------------------------------------------------------
----------------------
GGGAATAATACGTATAGATTAATAAATTGTAATACCTCAACCATAAAACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGTTCCAGCTGGCTATGCGATTTTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAAAAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACAG---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTACGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAGAAGT---



GATTGGAACAACACTTTACATAAAGTAAGTGAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACTATAAGATTTAAC------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCCATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTAAGCATGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAAGGAAATTAGTAATTACACAGACATAATATAC---
GAATTGCTTGAACTCTCACAAAGCCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAGAGATTTACTAGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTACT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU329269 
GTG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTTCCTACAGAC---
CCCAACCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACTGATTTTACCAGAAATGGTACTGCCAATATTACCAGTGGTAATA
CC-----------------------------------------------------------------------
-------------ACTACTACCATATACATTCCTGCCAATGAAAGCATGGCTACAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGGAAAAGAAAATGTTTGCACTT---TTTTATAAACTTGATATAGTAGAGATTAATGATGAGAATAAT-
-------------------------------------------------------------------------
----------
AGAAGCCAAAGCAACTATAGCAACTATAGATTAATAAATTGTAATACCTCAACCATAACACAG---
GCCTGTCCAAAGGTTACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACGATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTGTATGTACAAGGCCCGGCAATAATACCAGAAGA-----
-AGTATGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAGA-------
--TGGAATGAAACTTTACAAAAGGTAAGGAAAAAATTAAAA---------------GAATACTTCCCT-----
----------------------------------ACCAGAAATATAACATTTAAA------
CCATCCTCAGGAGGGGACCCAGAAGTTACA---TCACATACCTTTAATTGTCAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGATGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTATAGAAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAACAATTACACATATACAATATAC---
ACTTTGCTCGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGAAAGAGTTATTAGCCTTGGACAAGTGGAATAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTTCTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAATACAAAGGCTTTGTAGGGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTG---TAA 
>GU329303 
GGG---GAG------------------------------------------
GGGAACAGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGCGCATCAGATGCTAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGATG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATCCTACCAATACTAGTACCAATAATAGTGGTACTACCCCTA
GTACTACCCCTAGTACCACTAGTACTAACCCTAGT--------------------------------------
-------------AATCCTACCAATAGTAGTTCTACCCAGGAGAGCCTGAAGGGAGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
AATAAGGAAAAGAAAGAGTATGCACTT---TTTTATAGGCTTGATATAGTACCACTCAAAGAGGACAGCTCT-
-------------------------------------------------------------------------
----------
AATGAGACTGACAGTCCTGGGGATTACATTTTAATAAATTGCAATACCTCAACCATAACACAG---
GCCTGTCCAAAGATTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GACACAAAATTCAAT------GGGACAGGGCCATGCCATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACACCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGAGCAGCA---TTC------TATGCACACAATAAC------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---AACATTAGTAAT------
AATTGGAATAATACTTTAAAAAGGGTAAAGAAAAAATTGGAA---------------GAACACCTT-------
-----------------------------------AATAGAACAATACAATTTGAA------
CCATCCTCAGGAGGGGATCCAGAAATTACA---ATGCATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCCAACAAAGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GACAGAGAGATCAGTAATTACACAGGCATAATATAT---
GGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCATATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGGATAGTTTTTGCT---
GTGTTATCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTTTGCTTGATTCCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACTAAGAATTTGTAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU329320 
GTG---GTA---GGA------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAATTGTGGTAATGCTAATGTTACCAGTACTGATGAT----------------
-------------------------------------------------------------------------
----------------------------------ACTACCCTCAATATGAGAGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAAGTGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTAATGAGCATCATAAT-
-------------------------------------------------------------------------
----------
AACTCTAGTAATGAAACTGGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------CAATCTGTAGAG---------ATTGTGTGTACAAGACCCGGCAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTCAAAGG---
AACTGGACTAAAACTTTAGTAAAAGTAAGTGAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAA------
AGCTCCTCAGGAGGGGACCTGGAAGTTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACGGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTCTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACATAATATAC---
AATTTGCTTGAGGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATGCTATAGCAATAGCAGTAGCTGAA---
GGTACAGATAGGATTATAGAGATAATACAAAGAATTTGTAGA-------------------------------
--------------------------------AGATA-AGACAGGGCTTTGAAACAGCTTTGCTAGAA--- 
>GU329359 
GGG---GTA---GAG------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTATCACTTTAAATTGTACAAACTACAATAAGACCACAAATGCCACAAAGACAACACCCACCC
CAACTACA-----------------------------------------------------------------
----TCCTCAAGTGCACTTAATAGCACAAATGCAACTGTTACTTTCAATGAGGGAGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGAAGGAATATGCTCTT---TTTTATAGGCTTGACATAGTACCACTTGATGGGAATAAGAAT-
-------------------------------------------------------------------------
----------
GGGAGTGGGGATGGTTTCGGGGAGTATAGACTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACGTTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAGGACATTCAAT------GGGATAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACG---
CAACTACTGTTAAATGGTAGCCTGGCAGAAAAGGAG------------
ATAATAATTAGGTCTGAAAATCTGACAGACAAT---------GGCAAAATAATTATAGTACATCTTAAT----
-----------GAATCTGTATGG---------ATTAACTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAGACA---TTC------TATGCACACGGGGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTACAGCT---
GAATGGAATAGAACTCTACAAAGGGTAAGTGAAAAATTAAGA---------------GAACACTTCCCC----
-----------------------------------AATAATACAATAAAATTTACA------
TCACCTGCAGGAGGGGACCTAGAGGTTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCAAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------GGTAAAAATCAAACAGCGATTTGG------AAT------
CACACGACCTGGATGCAGTGG---GATAAGGAAATTAGCAATTACACAGACACAATATAC---
AGGTTGCTTGAGGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAGATGGAACAATCTGTGGAATTGGTTTGATATATCAAATTGGC
TGTGGTATATAAAAATAGTTATAATGATAATAGGAGGCTTAATAGGTTTGAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGTATGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTCATACAAAGATTTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>GU329387 
GTG---GGG------------------------------------------
GGGAATTTGTGGATCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTCTTTTTACAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACCCTAAACTGTACAGATGCCCATGTTAACTACACTGAGAGCACAAATGCTACTACT-



-------------------------------------------------------------------------
-------------GCCAGTACTACTGCTACTACCTACACGAATAGCATGAAGGGAGAAATACAA---
AACTGCTCTTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAAGATACAGAAAACGTATTCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGAGAATAACAATAAAAAT-------------------------
-----------------------------------------------
AACAGTGGTAATGAGACTAACAGTAGTAAGTATAGATTAATAAATTGTAATACCACAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGCTAAATGGTAGCCTATCAGGAGGAGAG------------
ATAATAATCAGATCTGAAAACCTGACAAACAAT---------GCCAAAACAATAATAGTACACTTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGAGTTGGCAATAATACAAGAAAA-----
-GGTATAGGAATA------------GGACCAGGACAGACA---TTC------TATGCCACGGATGCC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---GAAGTTGATGGAGAT---
AGATGGAATAAAACTTTACAAAAGGTAAGAAACAAGTTAGGA---------------GAACACTTCCCT----
--------------------------------AATAAAACAATAATTTTTGCACCA---
CAACCCTCTTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGAAGAGATTTGG------GGT------
AATATGACCTGGATGCAGTGG---GATAGAGAAGTTAATAATTACACAAGCATAATATAC---
AAGTTGCTTGAAGACTCGCAACTCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGGAAAGCTTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
ATACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTATTGCAAAGAATTGGAAGAGCT----------------------------
--------ATCCTCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU329394 
GGG---AAA------------------------------------------
GAGGAAAGATGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCGAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAAGGTTAATA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAATTCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGCACGGATGTTACTGCAGTGAATGATACT-------------------
-------------------------------------------------------------------------
-------------------------------------------AGCATGAATGGAGAAATGAAA---
AATTGCTCTTTTAATGTGACCACAGAGCTAATA---------------------------
GACAAGAAACAGAAGGAGTATGCGCTT---
TTTTATAGACTTGATGTAGCACCACTTAATGAAAATGAAAGCTCT----------------------------
-----------------------------------------------------------
AGTAGAAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTACCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTATGAGACCTGGCAATAATACAAAAAGA-----
-AGAAGAGTAAGG---------ATAGGACATGGACCAGTA---TTT------TATACCCATGAC---------
---------ATTATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGCAAAGGT---
AACTGGACTAAAACCATGCACAGGGTAAGTGAGAAATTAAGA---------------AAACTCTACAAT----
-----------------------------------AATAGCGAAATAGTGTTTGCA------
GCACAATCAGGAGGGGACCTAGAAATAACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACGTCAGTTGGAGT-----------------
----------------------------AATAAAACTAATGAACAGATTTGG------GGA------



AACATGACATGGATGGAATGG---GATAGAGAAATTAGTAGTTACACAAACACAATATAC---
AGCTTGCTTGAAATCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATCATAGAAATAGTACAAAGAGTTGGCAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAA---TAA 
>GU329411 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGATTTGATA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAATGTTAAGGTTAATGCCACTTACAAT----------------
-------------------------------------------------------------------------
-------------------------------------AATAATGCAAGTATGACAGATATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAGAAGGAATGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------
AATTCCAGTGGGAATTTCAGTGATTATAGATTACTACAGTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AACAAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACTGTACAATGTACACATGGAATAAAGCCAGTGGCATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGAACTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAA----
-----------AAAGCTGTAAAA---------ATTGTGTGTACAAGGCCTAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTAAAAAT---
GATTGGCTTGAAACTTTATTCAATGTAAGTAAAAAATTGAGA---------------GAACACTTCTCT----
--------------------------------AATAAAACAACAATACAATTTAAT------
GCATCCAGTGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAACTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGAGATTTGG------GGC------
AACCTGACCTGGATGGAGTGG---GACAGAGAAATTAACAATTACACAGGCATAATATAC---
AATTTACTTGAAGAAGCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
ATGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGAATTATAGAGTGGGTACAAAGAATCTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>GU329428 
GTG---ATG------------------------------------------
GGGGGCTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAATCCACAAGAAGTGGTTTTG------------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGAGGTCAAGGTCAATGAGACTATCAATTCTACTAAT-------
-------------------------------------------------------------------------
-------------------ATTAGTGGTGTCAATGTTGATAATGTCACTGATCCTGACATGAAA---
AATTGCTCTTTCAATGCGACCACAGTACTAAAG---------------------------



GATAGGACAAAGAATGAATATGCCCTT---TTTTATAAACTTGATATAACACCACTTAAGGAT----------
-------------------------------------------------------------------------
-------
TCTGAAAAGAATCTCACTTACAAGGAGTATAGATTGATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAGAAAT---------ACCAAAACAATAATAGTACATCTTAAA----
-----------ATTCCTGTAAAA---------ATTGAATGTATAAGACCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGGCCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AAGATTAATGAAGGA---
CAATGGAATAAAACTTTATGGGGGGTGAGTAAAAAATTAAGC---------------GAACACTTCCCT----
-----------------------------------AATATTAGCATAAGATTTGAA------
CCACATGCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAACATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACACAGAAACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGACCTACTATCATTGGACAGTTGGAATAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAAATTATTCATAATGATAGTGGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTAATCTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTCATACAAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU329473 
GTA---GTG------------------------------------------
GGGAATTTGTGGGTTACAATCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAT---
ACTACTCTATTCTGTGCATCTGATGCAAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACATGAAGTGGTCTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCACAAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAACCTGTGAAAATGTTAATATGACTGCTAGGGCAAAAGGTCCTGCGAGCAGTC
CTACTAGTGCTACTAGTACAACTAGTCCTACTAGTACTACTAGT---------------------------
ACAACTAGTCCTACTAGTGCTACTAGTACAACTAGTCCTACTAGTACTGTTGAACCGACAATGAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAAG---------------------------
GATAAGAAAAAGAACGAGTATGCACTG---TTTTATCTAACTGATATAGTACCACTTGAGGGG----------
-------------------------------------------------------------------------
----------
AATAGCAGCCAGGGAAACAGCCAATATAGATTTATAAATTGTAATACCTCAACCTTAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACGCATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTATTAAATGGTAGTCTAGCAGAAGGAGAT------------
GTAATGATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTGCAGCTTAAT----
-----------GAATCTGTAAAA---------ATTGTGTGTATAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------GTAATAGGAGACATA------------AGACAAGCATATTGT---AACATTTCGGGAGCT---
GAGTGGAATCGGACTTTACAAAATGTAACGAAAGCATTAGAG------------AAACACTTCCCT-------
-----------------------------------AATAGAAATATAACATTTACA------
CACTCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTCTGGG
GCTGCTCTGGAAAAACAATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAAC-----------------
----------------------------AATAAATCTCAATCAGATATTTGG------GAC------
AACATGACCTGGATACAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAAGCCAACAGGAA----------------------------------------
-----------------------------



ATAAATGAAAAGAAGCTATTAGAATTGGGCGACTGGGATAGTCTGTGGAATTGGTTTTCTATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTGGTACAAAGATTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU329489 
ATG---ACA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGACTTTGGAA---------AATGTAACAGAGAACTTTAAT----------------
--------------------------ATGTGGAAAAATGAGATGGTGGATCAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAATTGTACTGATTATAAGTATAATGCTACCAACATAAAAAATGTTACTGCYA
CCTCCAAA-----------------------------------------------------------------
----AATAATGCTACCAATGTAACTGCTACCAACATAACTGAGTATATGAGAGAAGAAGTAAAA---
AATTGCTCTTACAATATAACCACAGAACTAAGA---------------------------
GATAAAACAAAGGAAGTGCGTTCATTT---TTTTTATAAAATTGATCTAGTACCACTTAATGACAC-------
-------------------------------------------------------------------------
----------------TGGT--
ACTAATAGCACCTATAGACTCATAAATTGCAATACCTCAACCATAACACAG---
GCTTGTCCAAAGGTCACGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAGAGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAATACAGCTTAAC----
-----------TCATCTATAAAC---------ATTATGTGTACAAGACCCAACAATAATACAAGGCAA-----
-GGTATAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAAGAGGAGAA------
---------GTAATAGGAGATATA------------AGACAAGCATATTGT---AACATCAGTGCAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGCAAAAGAATTAAGA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACCCATAGCTTTAATTGTATGGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGATAATTACACATACACAATATAC---
CAATTGCTTGAAGACTCACAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCACTGGACAAGTGGAACAGTCTGTGGAATTGGTTTGATATATCAAAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTACT---
ATATTTTCTATAATA---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATCTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>GU329494 
GGA---------------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACGTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACCTGTACTAATGTTACCAAAGTTAATGATACTAATGTTACCAACGTTAGTG
CTACTAAT-----------------------------------------------------------------
----GTTACCAATGCTAATGAGACTACAAACAATGCGACCACCAATGATACTGGAGAAATGAAA---
AATTGCTCTTTCAATGTGACCACAGAAATAACA---------------------------
GATAAGAGAAAAAAGGAATATGCACTT---TTTTATAGACTTGATATAGAACCACTTAATAAG----------
-------------------------------------------------------------------------
----------------------



AATGCTAGTGAGTATAGGCTAATAAATTGCAATGCCTCAACTGTAACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTACAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACC---
CAATTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTATAGAA---------ATTACATGTACAAGACCCAACAATAATACAAGGAAG-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGCGCAGAA---
AAGTGGAATGAAACTTTACAAAAGGTAGGCAAAATATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAGTTTTGCA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAGATCTGAAAATGATATTTGG------AAT------
AACCTGACTTGGATGCAGTGG---GAGAGAGAAATTAGCAATTACTCAGACACAATATAC---
AGGTTGCTTGAGGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAGGACTTACTAGCATTGAACAGTTGGGATAGTCTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAGGAATTTGGAGAGCT----------------------------
--------ATTTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>GU329501 
GTA---ATG------------------------------------------
GGAAAATTGTGGGTCACAGTTCATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGAAGCTAAAGCATATGAAAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGAGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTACTATGTAGAAATATTAATGGTAAC----------------------------
-------------------------------------------------------------------------
----------------------------------CGGAGTGATGAAATAAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGCAACTGCAGAATTAACA---------------------------
GATAAGAAAAAGAAAGAATTTGCTCTT---TTTTATAGACTTGATATAGTACCACTTAATGAGAACTCTAAT-
-------------------------------------------------------------------------
----------
AACAGTAATGGTAATTATAGTGAGTATAGATTAATAAATTGTAATACCTCAACCGTTACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAAAAGGACCATGCAGCAAT-----------------------
-GTCAGC---ACTGTGCAATGTACACATGGAATTAAGCCAGTGGTGTCAACC---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GCCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTATAAGGCCCGGCAATAACACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCC---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACATTAATAGTACA---
CAATGGAATAAGACTTTAAATATGGTAAAAGAAAAATTAAAA---------------GAATACTTCAAT----
-----------------------------------AATAAAACAATAATATTTAAA------
TCATCTGCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAAACTTTCAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAAAGAAATTAGTAAATACACATACATGATATAT---
GACTTGCTTGAAGAATCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAATAGCTTATGGAATTGGTTTGCCATATCAAAATGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTCGCTATTAGTTTGCTTGATACTACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGAATTCTAGAATTCATACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGACTTTGAAGTAGATTTACAA---TAA 
>KX983797 
GTG---GTG------------------------------------------
GGGAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAGAGAGAG---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTGATGCTAAAAATACAACAGCAAATACAACAGCAACAACAATAC
CTAACCCCACT--------------------------------------------------------------
-------------------------------------------AGCATATATAAAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAACAACAGAAAGTGCATGCACTC---TTTTATAGACTTGATATAATATCACTTAACAAC----------
-------------------------------------------------------------------------
----------
AACAGCATCAACAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGCCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAAAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAGACAATAATAATACAGCTTGAA----
-----------AAAGCTATAGGA---------ATTAATTGTACAAGACCCGGCAACAATACAAGACGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATGGAAAA---
GATTGGAATAATACTTTACAAGATGTAAGTAAGAAATTAAGA---------------GAACACTTCCCC----
-----------------------------------AATAAAACAATAATATTTAAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAACGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACATATATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAACAATTACACAAGCATAATATAC---
AGTTTGCTTGAAGAATCACAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAATAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCACAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAATACAAAGAATTTGTGGAGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>JX213352 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTTTATTCTGTGCCTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCGCAAGAAATAAAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGTTGTAGCAATATTACTGTTAATACTACCGGTGTTAATACT----------
-------------------------------------------------------------------------
----------------------------ACCAATGAGGGTTATAGCATAAATAAAGAAATGACA---
AATTGCTCTTTCAATGCAACTACAGAGATAAGA---------------------------
GATAAGAAACAGAAGGTGTACGCACTT---TTTTATAGGCTTGATGTAGTACCACTTAATGGG----------
-------------------------------------------------------------------------
----------
AAAAGAAACAACAGCTTAGGAGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCATTTGAACCAATTCCTATACATTATTGTGCCCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTATTAAATGGTAGCTTAGCAGAAGGAAAG------------
ATAATAATTAGAGCTGAAAATCTGACAAAGAAT---------GCCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAATGCC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGC---AATGTTAGTAGACAA---
AAATGGATCACAACTCTACAACAGGTAAAACAAGAGTTAAGA---------------
GAACAATTCTCTAATATAAAT------ATGACA------------------TTTGCAAATATAACATTTAAC-
-----TCATCATCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGACAGTTGGAGT-----------------
----------------------------AATAAAACCCAAAAAGAAATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAAAAAAATTAATAAGTACACAAACACAATATAT---
GAGTTGCTTGGAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCACTGGACAAGTGGAATGATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATAAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGATTTTGTAGAGCT----------------------------
--------ATTCGCAACGTA------CCTGTAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTA---TAA 
>JX239395 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GCGCACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGGTTTTGATA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTATATGGGACCAAAGCCTA---ACACCATGTGTAAAGCTG---
ACCCCGCTCTGTGTCACTTTAAATTGTACTAATGCTACTTTTACCCACAATAAGGTTAATACTACCTACAATA
AT-----------------------------------------------------------------------
----------------------ATTAGTACTCCCTACAATGAAAGTATGGGTGAAGAAATGAGA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAAGTGCATGCACTC---TTTTATAGACTTGATGTAGAACCACTTAGTAAA----------
-------------------------------------------------------------------------
----------------------
AATTCCAGTGAGTATAAATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAC---AATAAGACATTTAAT------GGGACAGGGCCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACGAACAAT---------GCCAAATCAATAATAGTACATCTTAAT----
-----------GAATCAGTAGGA---------ATTACTTGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGC---AACATTAGTGGAAGT---
GAGTGGAATAAAACTCTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGCA------
CCACACTCAGGAGGGGATCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATTACGACATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGATACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAGTTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 



>JN977604 
GGG---GAG---------------------------------------------
AAATTGTGGGTCACTGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGTATATGAGAAAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTGACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAATCAAATGCATGAGGATATT---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGATTG---
ACCCCACTCTGTGTCACTTTAAATTGTACCACCTTTAATGGTATCAGTAATAGTACC----------------
-------------------------------------------------------------------------
-------------------------------------ATTGAGAAAAAGGGAGAAGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGACTTAAGA---------------------------
GATAAGAAGCAGAGACAATATGCACTT---TTTTATAGACCTGACATAGAATCAATTGATAAT----------
-------------------------------------------------------------------------
----------------
AATACAAATAACACTTATTATAAGTTAATAAGTTGTAAGACCTCAACCCTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AGTAAGACATTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTTAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCGGTAGAG---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGAA---TTC------TTTGCAACAGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AAATGGAATAATACTTTACAAAGGGTAAGTGAAAAATTAAGA---------------GAATATTTTAAT----
-----------------------------------AATAAAACAATAAAATTTGAG------
CAACACTCAGGAGGGGACCTAGAAGTTAAA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCCCAAAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAATAATTACTCAGACACAATATAT---
AGGCTGCTTGAAATCTCGCATACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGACTTATTAGCATTGGACAAGTGGAGCAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
ATGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAG---
GGAACAGATAGGATCATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT252545 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAGAC---
GCCCCTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCGATCCACAAGAAATGGTTTTG------------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCCTAAACTGTAGTAATGTTAAGATTGACAATACTACTACTACCTTCAGT-------
-------------------------------------------------------------------------
----------------------AACATAAATGGAAAAGTACAAAACATGACGGAAGACATGAGA---
AATTGCTCTTTCAATATGACCACAGAACTAAAA---------------------------
GATAAAAGTAAGATAGAACATGCACTT---
TTCTATAGACTTGATATAACACCACTTAATGAGAATCCCACTAGGACTCCCAAAACGAATTCCAGTAGTACGA
CTCCCAGTGCG---------------
AGTTCCAGTGGTACGAATTCCAGTGGGAACTCCAGTGAGAAGTTCATAGAATATAGATTAGTAAATTGTAATA
CTTCAAGAATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------



ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGTTTAAT----
-----------GAATCTGTACCA---------ATTGTATGTGCAAGACCTGGTAATAATACAAGACAA-----
-AGTACAAGGATA------------GGACCAGGACAAACA---TTC------TTTATAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAAGA---
GCTTGGAATGATACTTTAAAAAAGGTAGGCGAAAAATTAAAA---------------GAATACTTCCCT----
-----------------------------------GATAAAAACATAAGTTTTGAC------
CAACCCTCAGGAGGGGACCTAGAAATTACC---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTCTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAGGTCTCAAGAGGAAATTTGG------GGT------
AACTTGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGAACAAATATAC---
AATTTGCTTTCAATCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGAATTGGACAGGTGGAGCACTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGCTTGCTTGATACAACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTTATACAAAGATTTTTTAGGGCT----------------------------
--------ATCTACCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAA---TAA 
>KX983777 
GTG---GTA------------------------------------------
GGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACCCTCTTCTGTGCATCAGATGCTAAAGCATATGTGACAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACCTTAAATTGTACAGATGCTGAAGCCAAAAATGGTACTGTCAAA-------------
-------------------------------------------------------------------------
-------------GGGACTGATGTCAATAGCGAGACTAATGTCAATATTACTACAGATATGAAA---
AATTGCTCTTTCAATGCAACCACATTATTAGAA---------------------------
GATAAGAAACAAAAAGTGTCTGCACTC---TTTTATAGACTTGATATAGAACCACTTAATAAAGAGGAGAAG-
-------------------------------------------------------------------------
----------
GATAGTAATAGCAGCTATAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATCAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCTTAGCAGAAAAAGAA------------
ATAATGATTAGATCTGAAAATATAACAGACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTGTGTGTACAAGACCTGGCAATAATACAAGAAGG-----
-AGTGTAAGGATA------------GGACCAGGACAATCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTAGTAGAGAG---
GACTGGAATGAAACTTTAAGAATTGTAGGTGAAGAATTAATA---------------AAACACTTCCAT----
--------------------------------AATAAAACAACAATAAAATTTGAA------
TCACCCTCAGGGGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTGTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAGGACTTATTGGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGCTTGATACTATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGGAATAATACAAAGAATTTGTGAAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KX983831 



GTA---TTA------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTAAACAATAATAGTAGT----------------------
-------------------------------------------------------------------------
----------------------------------------------------------ATGAAG---
AATTGCTCTTTCAATGCAGCCTCAGAATTAAAA---------------------------
GATAAAAAACAGCAACAAAGAGCAATT---TTTTCTGAACTTGATGTAGTATCACTTGGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCTAGTTATAGAATAATAAGTTGTAATACCTCAACCATAGCACAG---
GCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAGGT
GTAAT---AATAAAACATTCAAT------GGATTAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---
CAACTCCTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATACTAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------AATTCTGTAGAG---------ATTGTGTGTGTCAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGTCCAGGACAAACA---TTC------TTTGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTGAAAGT---
AAATGGAAGGACACTTTACAAAAAGTAAGTAAGAAGTTACAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACGATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATCATA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCTTAGTTGGAGT-----------------
-------------------------AATAATAAAACTTATGAAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAGCATAATATAT---
AGGTTGCTTGAAAAATCGCAAATTCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTATCATTGGACAGTTGGGAAAGTCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGCCTGCTTGATACTATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGATTATAGAAATATTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>JX213464 
GTG---AGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATACGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGTAGCAAT----------------------------------------
-------------------------------------------------------------------------
-------------------ACAACCAGTGGCACAACTGATGATAAGATGAAGGGAGAAATAAAA---
AATTGCACTTTCAATATGACCACAGAAATAAAA---------------------------
GGTAGAAAACGGAAAGTGTCTGCACTT---
TTTTATAAACTTGATGTAACACCACTGAATACTAAAACTAAGGAA----------------------------
-----------------------------------------------------------
AATAGCAGCTATAGTGAGTATATATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGGCCATGTCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAAGTGTATAAGACCCGGCAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGACAAATA------------AGACAAGCACATTGT---AACATTAGTAGAAGC---
AATTGGACTACAATGTTATATAGGGTAAGCAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAAATATAACATTTAAA------
TCATCCTCAGGAGGGGATCCAGAAATTACT---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGTTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAGATCTCAAAGTGACATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAGGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAGTCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAGTAGTTTTTGCT---
GTGCTCTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAATAATTTTTAGAGCT----------------------------
--------ATCTGTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KX983851 
GGG---GTG---------------------------------------------
GGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGACGCTAGATCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTCTTAGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATGTA---
ATAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAACTGTTAAGGTTAACTCT-------------------------
-------------------------------------------------------------------------
----------------------------ACTAACTCCACAGATACCATGGATAGGGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAATGTGTATGCACTT---TTCTATACCCTTGATATAGTACCACTTAATGAGAAGAATGAC-
-------------------------------------------------------------------------
----------
AGCAATGATAACAGAACTAGGGAGTATAGGTTAATAAATTGTAATACCTCAGCTATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCCGTAGAA---------ATTGTGTGTATAAGACCCAATACTAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATCTTGT---AGCATTAATAAAACT---
AGATGGGACACAACTTTAAAACAGGTAGCTGAAAAGTTAAGG---------------GAACACTTCCAG----
-----------------------------------AATAGAACAGTAAAATTTCAG------
CCACACTCGGGAGGGGACCTAGAAGTTGCA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCGCTGGAAAACTCATCTGCACCACTGACGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAATGAAACAGAGATTTGG------GAG------
CAAATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
TGGCTGCTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAAGTGGAGCAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATGCCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAACACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF716466 
GTA---TTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTTTGTGCCTCAGATGCTAAAGCATATGAGAGAGAG---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGCTTG---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATAAGATTAACATGGATAACAAG-------------------
-------------------------------------------------------------------------
----------------------------AGTAATAAGAGCTACAACAATAATACTGAGCTAAGA---
AATTGTTCTTTCAGAGTAACCACAGAACTAAAA---------------------------
GATAGGAAAAGGGAGGAGTATGCACTT---TTTTATAGACTTGATATAGTGCCACTTAACGGCGGCGAG----
-------------------------------------------------------------------------
-------
TCTAGTGAGTCTAGTGAGTCTAGTGCGTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---AATAAGACATTCAGT------GGGACAGGACCCTGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
ATAATAATTAGCTCTGAAAATTTGACAAACAGT---------GTCAAAACAATAATAGTACATCTTAAA----
-----------GAACCTGTGGGA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AATGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAAATGGC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTACTGGT------
GAGTGGAACAAAACTTTAGAACTGGTAAAAGGAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATACAATTTGCA------
CCATCTTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCCATTGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAGACGAGATTTGG------GAG------
AACATGACATGGATGGAGTGG---GACAGAGAAATTAATAATTACACAAACACAATATAT---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAGAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAATAACTTTGCAA---TAA 
>KR820304 
GTG---CTA------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGAGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATAATGTTAATGCTACCCATAAGAATAAT-------------
-------------------------------------------------------------------------
-------------------------------------------GACACAAGGGGAGAAATAAAA---
GGTTGCTATTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAAGAACAGGAAAGAATATGCACTT---
TTTTATAGACCTGATATAGTACCACTTGATGAGAAAAAGAAGCTTCAGGAGAATTGTAGTGAGAATGTTAATA
GAGGGAATAATAGT---
AGTGAGAATGGTACTGGAGGGAATAGTAGTGGGAATTCTAGTAAGACTTGTTTTAGTGAGTATATATTAATAA
ATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACA---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAGAATCTGGAAGACAAT---------GTCAAGACAATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAGACATA------------AGACGAGCATACTGT---AACATTAGTAGAGCC---



AACTGGACGACAACTATACAGAGGGTAAAAGAAAAATTAGAA---------------AAACACTTTAAG----
-----------------------------------AATAAAACAATAAAATTTCAA------
CCACACTCAGGAGGGGACTTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTTCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAGTGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAACCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCCACAGCTGAG---
GGAACAGATAGGATTATAGAAGCAATACGAAGAATTGGGAGGGCT----------------------------
--------ATCTACCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KR820314 
GTG---ATA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATGATTTTAATGCTACCCATGTGAATAAT-------------
-------------------------------------------------------------------------
-------------------------------------------GACACAAGGGGAGAAATAAAA---
AGTTGCTATTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAAAAAGAGGAAAGAAAAGGCACTT---TTTTATAGACCTGATATAGTACCACTTGATGGC----------
-------------------------------------------------------------------------
----------------------
AGTTCTGGTGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAAGAATTAGATCAGAGAACTTAGCAAACAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACC---TTC------TATGCAACAGGGGGA------
---------ATAATAGGAAACATA------------AGACAAGCATCCTGT---AACATTAATGAAACC---
AAATGGAACGAAACTTTACGCAGGGTAAAAGGGAAATTAGAA---------------GGACATTTCCCT----
-----------------------------------AATAAAACAATAATATTTCAA------
CCACACTCAGGAGGAGACTTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AAGCTGCTTGAAACCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATTATAGAAGCAATACAAAGAATTGGAAGGGCT----------------------------
--------ATCTACCATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KR820324 
GTG---CTG------------------------------------------
GGAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAGGAGGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGCACTGTAGCAAGGTAAACGATACTAGTGTCAACAAGCCC-------------
-------------------------------------------------------------------------
----------------------------------ATGAATTCTATTGTCAACGATACCATG------
AGTTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAAAGGAACTGCACTT---TTTTATAAACTGGATATAGTATCACTTAATAGC----------
-------------------------------------------------------------------------
-------
AATTCTGAGAATAGCAGCTCTGGGGAGTATAGGCTAATAAATTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATCCTAAAGT
GTAAT---GATAAGAAATTCACT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GCTAAATCAATAATAGTGCATCTCAAT----
-----------GAATCTATAGTA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACACA------------AGACAAGCACATTGT---AATATTAGTGGG-------
--TGGAATAATACTTTAGAAAAGGTAAGGGAAAAATTAAAA---------------GAACTCTTT--------
----------------------------------AATAAAACAATAAGCTTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCTTAGGAATCTGGG
GCTGCTCTGGAAAGATCATCTGCACCACTAATGTGCCTTGGAACGAGAGTTGGAGT-----------------
----------------------------AATAAATCTGAAAATGAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGGCATAATATAC---
CAGTTGCTTGAAACCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTATCATTGGACAGTTGGAACAGTCTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGTATTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTTGCTGAG---
GGAACAGATAGAATTATAGAATTGATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KR820326 
GTG---CTG------------------------------------------
GGAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCAAGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTACACTGTAGCAAGGTCAACGTAACCAACGCGACCATGTATACTAGCCAGGACA
AAGGAGCCAACGGGACCACCATA--------------------------------------------------
-------------AATATTATTGACAACGATACCATGGAGGCTGTTGCCAATAATAACATG------
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAAAATAAGAAAGTATATGCACTG---
TTTTATAAACTTGATATAGTACCACTTGATGACAGCTCTGGGGATGAC-------------------------
--------------------------------------------------
AGCTCTGGGAATGACAGCTATAAGGAGTATAGGCTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATCCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGCTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAGAATCTGACAAACAAT---------GCTAAATCAATAATAGTGCATCTCAAT----
-----------AAATCTGTAGAA---------ATTGAGTGTGTGAGACCCAGCAATAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAAAAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTGGG-------
--TGGAAGGATACTGTAGAAAAGGTAAAGAGAAAGTTAAAA---------------GAACTCTTCAAT-----
----------------------------------AATACAGAAATACTATTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAG---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATCTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACGGTAGTTGGAGT-----------------
----------------------------AATAAATCTGAAGACGAGATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAGACATAATATAC---
CAGTTGCTTGAAACCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTATCATTGGACAGTTGGAACAGTCTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAGCTAATACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>KR820342 
GGG---ATG------------------------------------------
GGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGCTTTGAAA---------GAGGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGATTGCACTAAGGTTAATGTTAGTGCTAATCAGACTATTATCAGA-------
-------------------------------------------------------------------------
----------------------TTTGATCGAACTGTCAATAGTAGTGAGTATGAAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGCAAGAAAAAGTACATGCACTT---TTTTATAAACTTGATATAGTAAATCTTGGAAAT----------
-------------------------------------------------------------------------
----------------
AGCAGCAACAACAGTAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTCTACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGTACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCTAACAATAATACAAGAAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGAATAC---
AAATGGAATGAAACTTTACAAAGGATAAGTAAAAAATTAAAA---------------GAGCACTTCCCC----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCAGCCTCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACATTACGTGGAGT-----------------
----------------------------AATAAAACAAAACAAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAT---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCCATTAGTCTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGTGTTGAAGTAGCTTTGCTA---TAA 
>KR820376 
GGG---------------------------------------------------
AGCTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATACGACAAGGAA---GTGCATAAT----------------
--------------GTATGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAAAGTTAATAAT-------------------------------



-------------------------------------------------------------------------
----------------------------------------------------ACAGAAGTAAGG---
AATTGCACTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAGGAAAAAGAAAGAAAGTGCACTT---
TTTTATAGACTTGATATAGTGCCACTTGAGGGTGAGAGTAACAGC----------------------------
-----------------------------------------------------
AGCCATAGTAACAGCAGCAGCAGCTATAGATTAATAAACTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTCCTATTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACTTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTCAGTGTATAAGACCTGGCAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATACAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAGAAGT---
GATTGGAATGAAACGTTACAAAATGTAAGTAAAAAATTAAAA---------------GAACACTTCCGT----
--------------------------------AATAGTAGTGCAATAGACTTTGCC------
CCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAATAGCTGGAGT-----------------
----------------------------AATAAATCTGAAAGTGATATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGACACAATATAC---
AGGTTGCTCGAGATCTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCCTTGGACAAATGGCAAAATCTGTGGAGTTGGTTCAGCATAACAAATTGGC
TGTGGTACATAAAATTATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGAATTGGTGGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KR820415 
GTG---AGA------------------------------------------
GGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAATCATTTGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTATGAATGTTAATACTAACAGTACTAATAATGTTACCACCAGT----
-------------------------------------------------------------------------
-------------------------------------------GACACAAATGGAGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAAAAGAGGAATGAATATGCATTT---TTTTATAGTCTTGATATAGTGCCACTTAAGGAG----------
-------------------------------------------------------------------------
----
AGTGGTAAGGAGAGTGGTAAGTCTAATGAGTATAGGTTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAATACAATGTACACATGGAATTAAGCCTGTAGTATCAACC---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATATGACAAGCAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AGATCTGTAGAA---------ATTGAGTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACGGGAGAG------
---------ATAATAGGAAATATA------------AGACAAGCACTCTGT---AACATAGATAGAAAA---
AATTGGACTAAGACTTTAGAAGAAGTAAAGGAAAAATTAAAA---------------GGATACTTCTCT----
--------------------------------AATGAAACAAAAATAGAGTTTCGA------
CCACCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------TAT------



AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTACTGGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>KP109494 
GGG---------------------------------------------------
AACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGACAAAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAGGATATC---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACCACTTATAATAATACTGTT-------------------------
-------------------------------------------------------------------------
----------------------------------------------------GAGGAAATAAAA---
AATTGCACTTTCAATGCAACCACAGAGATAAAA---------------------------
GATAAGAAACAGAAAATGCATGCACTG---TTTTATAAACTTGATATAGTACCACTTGACAGTGAT-------
-------------------------------------------------------------------------
----------------
AAGAGTAGTAATAGTAGTTATAGATTAATAAATTGCAATACCTCAACCATAGCACAA---
GCCTGTCCAAAAGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTAGCAGAAGGAAAA---------
GAGGTAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATCATAGTACAGCTTAAT-
--------------AAATCTGTAGAA---------ATTGTATGTACAAGACCCAGCAATAATACAAGAAAA--
----AGTATAAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAT---
------------ATAACAGGAGATATA------------AGACAAGCACACTGT---AACATTAGTAAAAGA-
--GATTGGAAGGAAACATTACGAAATGTAACAAAGAAATTAGAA---------------AAATACTTTCCT--
-------------------------------------AATAAAACAATACAATTTAAC------
TCATCCTCCGGAGGAGACCTGGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAAGCACGAGTGCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAAACTGAAGACCAGATTTGG------AAG------
CACATGACCTGGATGCAGTGG---GATAGAGAAATCAGCAATTACTCAAGCATAATATAC---
AACTTGCTTGAAGTCTCGCAAGACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAACAAGATTTATTAAAATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTGTTAGAGCT----------------------------
--------ATCCTCCACTTT------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KP109495 
GGG---GTG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGCTACTACCAGCAATAGTAGCAGAACT-------------
-------------------------------------------------------------------------
----------------------------------------------------GGTGAGATAAAA---
AATTGCACTTTCAGAGCAACCACAGAAATAAAA---------------------------



GATAAGAAGAAGCAAGTGCAGGCACTG---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
-------------
AATAATAGTAGCTCTAGGGAGTATAGATTAATAAATTGTAATACTTCAACCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAAGAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGCAGAA---------
GAGATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAGACAATAATAGTACACCTTAAC-
--------------AAGTCTGTAGAA---------ATTAAGTGTATAAGACCCAATAATAATACAAGAAAA--
----AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGC---
------------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGCAACA-
--GAATGGAACACAACTTTACAAAAGGTAATGAACAAATTAAAA---------------GAGCATTTCCCT--
-------------------------------------ACTAAAACAATAGAATTCCGA------
CCACACGCAGGAGGGGACCCAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCTCAAAATGATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTACTAGCATTGGATAGTTGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTATCTATAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTACTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAACATTTGGAGGGCT----------------------------
--------ATCTTACACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTA---TAA 
>KF716467 
GTA---AGG------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATGGTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGAATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGCTGTACCAATTTTACTACCAACAGTACCATTATTACT-------------
-------------------------------------------------------------------------
----------------------ATCAACAATGCCAATGTTACTAACAGTACCGATGAAATAAAA---
AGGTGCTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAGTAAGCAAGAACATGCACTT---TTTTATAGAGATGATATAACACCGCTTGGAGGGAAT-------
-------------------------------------------------------------------------
----------------------
GACAGTACTAGTTATAGATTAATAAATTGTAATACCTCAGCCATAAAACAA---
GCCTGTCCAAAAGTCAGTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAACACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAAGGAGAT------------
ATAATAATTAGATCTGAAAATATGACAGACAAT---------ACCAAAAACATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTGAGTGTGTAAGACCCAACAATAATACAAGGAAA-----
-AGTTTAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATGTTAGTGAAAAG---
AAATGGGATGAAACCTTACATAGGGTAGCTAGAAAATTAAGA---------------GAATACTTCCCT----
-----------------------------------AGGAAAACAATAAACTTTACG------
TCACCCGCAGGAGGGGACCTAGAAGTTACA---ACCCATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCAATGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAAAGTTACGAGGATATTTGG------GAA------
AACATGACATGGATGCAGTGG---GAGAAAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAGGTCTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------



CAGAATGAAAGGGATTTATTAGCACTGGACAAATGGAACAGTCTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAAGAACAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACTAAATATTTGTAGAGCT----------------------------
--------ATCCTCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KP109496 
GGA---AAG------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTTAGTGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGATTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACATTAAACTGTATTAGCCTCAATAGGACCACGAATACC-------------------
-------------------------------------------------------------------------
-------------------------------------------ACCATGCAGGAAGAAGTTAAA---
AATTGCACTTTCAATGTAACCACAGAACTAAGG---------------------------
GACAAGAAAAAGAAGGAGTATGCAATT---TTTTATAGACTTGATATAGTACCAATTAATTCCGGG-------
-------------------------------------------------------------------------
-------------
TCCACTAATGAGTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATCTGACAAACCCT---------TCCAAAATAATAATAGTACAGCTTAAA----
-----------ACTCCTGCAGAA---------ATTGAGTGTACAAGGCCTGACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAC-------
--TGGAATACAACTTTAAGACAGGTAGCTGAAAAATTACAA---------------GAACGCTTTCCG-----
----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAGATCTAAAGAGGACATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGATACAATATAC---
AGATTGATTGAAGATTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAACTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCGTAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTTATACAAAGATTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>AB485647 
GTG---GTA---GGA------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATGTTAATGTTACCCAT-------------------------
-------------------------------------------------------------------------
-------------------------------------GAGAATAGCACGAAGGGGGAAATGAAA---
AATTGCTCTTTCAAGGCAACCACAGAACTAAAA---------------------------
GATAAAAAACAGAGAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAGAATAAC----
-------------------------------------------------------------------------
----------



AACTCTAGTGAGGACTCTAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACACGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGGTCTGAAAATCTAACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAG---
AACTGGAATAAAACTTTACAAAAGGTAGGAAAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAC------
CAACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGTCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAGTCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAATTCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGGTTGATGCCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTACTA---TAA 
>AY805330 
GGG---ATG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTTAAAAGTGCT----------------------------
-------------------------------------------------------------------------
----------------------------------------AATAGTACCAGTGAAGATATGAGA---
AATTGCTCTTTCAATGTAACCACAGAGAGGAAA---------------------------
GATAGAAAAAAGCTTGAACAAGCACTT---TTTTATAGACTTGACATAGTACCACTTAAGAATAGT-------
-------------------------------------------------------------------------
-------------
AGTTCTAGTAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACAGTATCACAA---
GCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATCAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAG----
-----------GACTATGTAGAA---------ATTGTATGTACAAGGCCCAACAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAGAAGCTCATTGT---AACATCAGTGGAAGT---
AAATGGAATAACACTTTACAAAGGGTAAAGAAAAAATTAGGA---------------GAGCACTTCCCT----
--------------------------------AATAACACCACAATAGACTTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AGTAAATCTTATGAGGACATTTGG------ACA------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAT---
CAGTTGCTTGTAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAGGGAGTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



CTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAAAATTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AY494971 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGTTAATGTTACCTGTGATAATGATACCAGTAGTAATGAGATCTGT-
-------------------------------------------------------------------------
-------------AATAAAACGACTATTTATGGGAATAACCTGACTAGGGAAATGGAAATGAAA---
AATTGTTCTTTCAATGTAACCACAGAACTAAGA---------------------------
AATAGGAGAAAAAAGGCGTATGCACTT---TTTTATAGACTTGATCTAGTACCACTTGATAAGAAT-------
-------------------------------------------------------------------------
----------------
AGAGACATCCCAAGTGAGTTTAGATTAATACACTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAGAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAC----
-----------GAATCTGTAGAA---------ATTGAGTGCACAAGACCCGGCAATAATACAAGAAAA-----
-GCTATAGGGATA------------GGACCAGGACAAACA---CTC------TTTGCAACAAACAGA------
---------ATAGTAGGAGACATA------------AGACGGGCACATTGT---AACATTACAGGA-------
--TGGAATGAAACTTTACAAAAGGTAAAGAAGAAATTACAA---------------GAACATTTCCCT-----
----------------------------------AATAAAACAATAAACTTTGCA------
CCACACGCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGGGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAGGTTAATAAGTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGCTGGTTTAGCATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGGATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGGA---
GGAACAGATAGGATCATAGAATTAATACAAAGACTTTGTAGAGCT----------------------------
--------ATCCGCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KU200938 
GTG---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------ATATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACTCTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
GTTAGTTTATGGGATCAAAGTCTA---AAGCCGTGCGTAAAGTTA---
ACTCCACTCTGTGTCACTTTACACTGTGTCGATACTACATACAAAATTGTCAATGCTACATACACTGAA----
-------------------------------------------------------------------------
----------------------GTCAATGCTACATACAATGATACAGGGGTTGGAGAACTAAAA---
AATTGCTCTTTCAATATGACAACAGAAGTAAGA---------------------------
GATCAGAAGCAGACTAGGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAGTAATGACCATAAC-
-------------------------------------------------------------------------
-------
CATAGTAACTATAGTAACCATAGCAACTATAGATTAATAAGTTGTAAGACCTCAACCCTAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCACTTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTATCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GTATCTGTAGAA---------ATTAATTGCTCAAGGCCCAACAATAATACAAGGAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAATGGGTGAC------
---------ATAATAGGAGATATA------------AGAGCAGCACATTGT---AAAATTAGCAACAAA---
GCATGGTCTGAAACTTTACAAAATGTAACAAAAAAATTAAGC---------------GAGCACTTCCCT----
-----------------------------------AATAAGACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAAAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCTCGTCTGCACCACCTCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCGAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAGTACAATATAC---
AAGCTACTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AACAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTGATAGGTTTGAGAATAGTTTTTGCT---
GTGCTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATCCTCAATATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCCGCTTTGCTA---TAA 
>JF680908 
AGC---GTG---GTG------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCCTATGAAAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTGAAGTTG---
ACTCCACTCTGTGTCACTTTAAATTGTAGTCTCTGCAGTGGAAATAGAACCCACAGTAATCCCTGCATAATTG
GA-----------------------------------------------------------------------
-------------AATAAAACTTACAGTAATAGCACAGATGGAGAAATGAAGGAAGAAATACAC---
AAGTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAAAAACAGGTGACTGCACTT---TTTTATAGACTAGATATAGAACCACTTGAGGGG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTAAGTATAGATTAATAAACTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGCATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGGAGCTTAGCAGAAGGAGAG------------
ATAATAATTAGATCCAAAAATCTGACAAACAAT---------GCCAGAACAATAATAGTACACCTTAAT----
-----------GACTCTGTAAAC---------ATTGTGTGTACAAGGCCTAACAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TTTGCAGCAAATGGA------
---------ATAATAGGAGAAATA------------AGACAAGCACATTGT---GATATTAATGAAGAG---
AAATGGAACAAAACGTTACAACAGGTAGGGAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTACA------
TCAGCCTCAGGAGGGGATCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTTGAAAGATACCTAAAGGATCAACAACTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGGCATAATATAC---
AAGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGACTTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATACTTTTTGCT---
GTGATCTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAGTAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTACTACTAAGTATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCGCTGAAATAGCTTTGCTA---TAA 



>JF680918 
ATG---GAG---------------------------------------------
GACTTGTGGGTCACCGTCTACTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAGTGTTTTTGGGT------GAGAATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATGCTAATGCTACCATCATTAAT-------------------
-------------------------------------------------------------------------
----------------------------------GGTACTGTTGAGAATAAAGGAGAAATAAAA---
AATTGCTCCTTCAATGTAACCACAGTGATAAGT---------------------------
GATAAGAAAAAGAAGGAACATGCACTT---TTCTATAAAGTTGATCTAACACCACTTAATGGG----------
-------------------------------------------------------------------------
-------------------
ACCCAGGATAACAAGTATATATTAATAAATTGTAATACCTCAACCGTGACACAG---
GCCTGTCCAAAAGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCTTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAGATCTGACAAACAAT---------GCCAAAACAATAATAGTACAATTCAAA----
-----------GAACCTGTAGAG---------ATTACGTGTGTCAGACCCAACAATAATACAAGAAAA-----
-AGTGTGAGAATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGGGAT------
---------ATCATAGGAAATATA------------AGACAAGCACATTGT---AAAATTAATGGAAGT---
AAGTGGAATGAAACTCTAGAAGAGGTAAGGGCAAAATTGAAG---------------AAACACTTCCCT----
-----------------------------------AATAAAAGAATAAATTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTTCTGTAGCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGAACTCAAAAGGTTATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAAGTATACAGGCATAATATTC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
GAAAATGAAAAAAAATTACTGGAATTGGATAAGTGGGACAGCTTGTGGACTTGGTTTGACATATCAAAATGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTTTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGAGAA---
GGAACAGATAGAATTATAAGAGTAGTACAGGGAATTGGTAGAGCC----------------------------
--------ATCTACAACATA------CCTAGGAGAATAAGACAAGGATTTGAAGCAGCTTTGCTA---TAA 
>KC894102 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCCTCAGATGCTAGAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAATATGTAGCAATGTTACTGTTAATAAGACCAGTAATAATAATACTACTGTTA
ATAATACCAGTACCAGTAAT-----------------------------------------------------
-------AATAATACCAGTAATAATACTACTACCTATAATAGTACCATAGGGGAAGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGCAAGAGAAAAAGTATGCACTT---
TTTTATAGACTTGATATAATACCACTTGATGAAAGAAAGAACGAC----------------------------
-----------------------------------------------------------
TCTAGGAATGAAAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCATGTCCAAAGATCTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAGACAATAATAGTACATCTTAAT----



-----------AAACCTGTAGAA---------ATTGTGTGTACAAGGCCCGGCAATAATACTAGAAAA-----
-AGTGTGAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTACTGAAGAG---
AGATGGAATGACACTTTAGAAAGGGTAGCTATCAAATTACGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACCATAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAAGATATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GACAGAGAAATTAACAATTACACAGACACAATATAC---
AGGTTACTTGAAGAATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AATAATGAAAAAGATTTACTGGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATATCAAAGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTGTTAGTCTGTTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGAATTATAGGAGTAATACAAAGAACTTGTAGAGCA----------------------------
--------GTTTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ912709 
GTT---ACA------------------------------------------
GGAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATAAAGAAGAA---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATAAAATTAGAA---------AATGTCACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---ACACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGAATGGAGGAATGACAGCAGGAGT-------------------
-------------------------------------------------------------------------
-------------------------------GACAATAGCAATATTGAAGACATAGGAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAAATACATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAATATA-------
-------------------------------------------------------------------------
----------------------
ACTAATACCAGATATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCGTGTCCAAAGATAAATTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAAAT
GCAAC---AATAAGAAGTTCAAT------GGGACGGGTCCATGCAAAAAC-----------------------
-GTCAGC---ACAGTGCAGTGTACGCATGGGATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCCGAAAATCTCACAAATAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGCACAAGGCCCTCCAACAATACAAGAGAA-----
-GGTATACATATA------------GGACCAGGGAGGGCA---TTC------TTTACAACAAAC---------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ACTATTAGTAGAGCA---
GAATGGAACAAAACTTTACAACAGGTAGCTACAAAATTAAGA---------------GACCTTCTTAAC----
-----------------------------------AAGACAACAATAATTTTTAAC------
GCATCCTCGGGAGGGGACCCAGAAATTACA---ACTCACAGCTTTAATTGTGCAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AACAAATCTCTAGACGGTATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGGGTTAATATAC---
AGCTTAATTGAAGAATCGCAAATCCAGCAAGAT----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATGGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTGGCTATTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAACTTTTAGAGCT----------------------------
--------ATTCTTAATATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KJ787683 
GCT---GAA------------------------------------------
GAAAATTTGTGGGTCACAGTTTATTATGGGGTTCCTGTATGG---AGGGAAGCAACT---



ACCACTCTGTTTTGTGCATCAGACGCTAAAGCATATGAAACAGAG---GCACATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAACTAACA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAAATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCCCTATGTGTCACTCTAAATTGCACTAGTGCCAATTTGAATTGCACTAACGCCACTGATACCAGCTTAA
ACTGCACTAGT--------------------------------------------------------------
----ACCAATTTAACTGGCAATGCCACTGCGGATCCAAGACTGGAGGTGCAAAACGAGGTGCAA---
AACTGCTCTTTCAATATAACTACAGTAATAAGA---------------------------
GATAGGAAAAAGCAAGTATATGCGCTT---TTTTATAAACCTGATATAGTACCATTAGAAAAT----------
-------------------------------------------------------------------------
----------------------
AGCAGTACTAGTTATAGGTTAATAAATTGCAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACTGGCCCATGCACAAAT-----------------------
-GTCAGC---ACAGTGCAGTGCACGCATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTCATGATTAGATCTGAAAATCTCACAAGCAAT---------ACTAAAAACATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGGCCCTACAACAATACAAGACAA-----
-AATACACAAATA------------GGACCAGGGCAAACA---TTC------TATACAAGCAAGAGG------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AATATTAGTGAAAAA---
AATTGGGATAATGCTTTACAACAGGTAGCTAGAAAGTTAGGA---------------GGCCTTCTTAAC----
-----------------------------------ACAACAACAATAAATTTTCAA------
CCACCCATAGGAGGGGACTTAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACGGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTTCTGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCCCAGAACGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTAACAATTACACAGGATTAATATAC---
AACTTACTTGAAGACTCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACCTATTGGAATTGGACAAGTGGGCAAGTCTATGGACTTGGTTTGATATAACAAGATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTG---------AAGAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGCTTGCTTAATACTACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGGTAATAGAAGTATTACAAAGAATTGGCAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ141204 
GCT---GAA------------------------------------------
AAAAATTTGTGGGTCACAGTTTATTATGGGGTTCCTGTATGG---AAGGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAACTAATA---------AATGTGACAGAAAACTCTAAT----------------
--------------------------GCGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTATGTGTCACTTTAAACTGCACTAATGCCGCCTTAAATGGCACTAGTGCCCATAAC----------
-------------------------------------------------------------------------
----------------------AGCACTGGCAACGCCACTGTGGAGCTAAAACCAGAGGTGCAA---
AACTGCTCTGTCAATATAACTACAGTAATAAGA---------------------------
GATAAGAGAAAGCAAGTATATGCGCTT---TTTTTTAAACCTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AACAGTACCAGTTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGGTAACCTTTGAACCAGTTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATCCTAAAGT
GTAGA---GATAAGAAGTTTAAT------GGAACTGGCCCATGCACAAAT-----------------------
-GTCAGC---ACAGTGCAATGCACGCATGGAATCAAGCCAGTGGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTCATGATTAGATCTGAAAATCTCACAAACAAT---------ATTAAAAACATAATAGTACAGTTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCCTACAACAATACAAGACAA-----
-AATACACAAATA------------GGACCAGGGCAAACA---TTC------TATACAAGCAAGATG------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---GAAATTAGTGAAAAA---



AAATGGAATAAAACTTTACGACAGATAGCTAGTAAGTTAGGA---------------GACCTTCTTAAC----
-----------------------------------AAAACAACAATAATTTTTCAA------
CCACCCTCAGGAGGGGACTCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCGCTGGAAAACACATTTGCACCACTGCTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGCAGGAGATTTGG------GGA------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGATTAATATAC---
AGCTTAATTGAAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACCTATTGGAATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAAGGTGATAGAAGTATTACAAAGAATTGGCAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU191441 
GCA---GCA------------------------------------------
AATAATTTGTGGGTTACAGTATATTATGGGGTGCCTGTATGG---AAAGAAGCAAAT---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATACGAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAATCCACAGGAAATAGAACTAAAA---------AATGTCACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTCTATGGGACCAGAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTAAATTGCACTAATGCTATATCGGAAAACAACTGCACTAATACTACATCGGGA-
-------------------------------------------------------------------------
----------------GACAACAATGCTACATTAAATAACAACTGCAGCATCCCAGAAATGAAA---
AACTGCTCTTTCAATGTAACCACAGTATTAAGG---------------------------
GATAAGCAAAAGCAAGAATATGCACTT---TTTTATAAACTTGATATAGTAGGAATAGGTCTT----------
-------------------------------------------------------------------------
----------------------
GATAATACTTCTTATAGGTTAATAAATTGTAATACCTCAGCCATGACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATAATTAGATCTGAGAATCTCACAAACAAT---------GCTAAAAACATAATAGTGCAATTTAAT----
-----------GAATCTGTAGAA---------ATTAGTTGTATAAGGCCTAACAACAATACAATAAAA-----
-AGTGTACACTTA------------GGACCAGGGGAGGCA---TTC------TATGCAACAAACGGA------
---------ATAATAGGAGACATA------------AGGAAAGCACATTGT---AATATTACTAGGACA---
GCCTGGAATAACACGCTACAAAAGGTAGCCAAAACATTAGGA---------------GAACTCTATAAC----
-----------------------------------GAAACAAGCATAATTTTTAAA------
CCATCCTCAGGAGGAGACTCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCACGAGTCCTGGCTGTGGAAGGATACCTAAAGGATCAACAGTTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTACCCTGGAACTCTAGTTGGAGT-----------------
-------------------------AATAATAAATCTCTAGACTATATTTGG------CAG------
AGCATGACATGGAGGCAATGG---GAGAAAGAAATTGAACAATACACAGGGGTAATATAC---
ACATTAATTGAAGAATCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AACAATGAAAAGGAATTATTAGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTAACATAACTCAATGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGGGGCTTAATAGGTTTGAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTTTATGTAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAATAGTACAGAGGGCCTGTAGGGCT----------------------------
--------ATTCTTAATATA------CCCAGAAGAATAAGACAAGGTTTAGAAAGAGCTTTGCTA---TAA 
>KY392769 
GTT---GCA------------------------------------------
GAACAGTTGTGGGTTACAGTTTATTATGGAGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGTCATATAGTACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAT---
CCTAACCCACAAGAAATAGTACTGGAA---------AATGTTACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATT---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTAAACTGCACTGATGTACAATGCAATAACACAACATGCAAT-------------
-------------------------------------------------------------------------
----------------------------AGTACAGGAAATGACAAGGGAGCGCAAGAAATGAAA---
AACTGCACTTTCAATGTAACAACAGTAGTAAGC---------------------------
GACAAGAAGAAGAAGGTACAGGCACTT---TTTTATAGACTTGATATAGTAGAAATAGATCCAGGG-------
-------------------------------------------------------------------------
----------------
AATAGTAATAGTACAGGGTATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCAACC---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACATCTCAGACAAT---------GCTAAAAACATAATAGTACAGCTTAAT----
-----------GAATCTGTAACA---------ATTAATTGCATAAGGCCTAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGCGAGCA---TTT------TATGCACACTCAAGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAGAGCA---
CAATGGAATAGAACCTTAGAACAGGTAGCTAAAAAATTAAGC---------------AGTCTTCTTAAC----
-----------------------------------AAGACAACAATAAAGTTTGAA------
AATTCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGAGATTTGG------CAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
AGCTTAATTGAAATATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGAATTATTGGAGTTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACGCAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCCTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCATTGGCTACTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGACTTTGTAGAGCT----------------------------
--------GTTATTCACATA------CCCACAAGAATAAGACAGGGCTTGGAAAGAGCGTTAAAT---TAA 
>KU168272 
GCT---GCA------------------------------------------
GAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGAAACAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAGGAAATAGTATTGACA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGTGTCACCTTAAACTGCACCGATAAAGTGACCAACGTCACTGATCGAGTGAACAGCAGCACTG
CAGACAACAGC--------------------------------------------------------------
-------------------------ACTAATAATGACTTAAAGATAGAAAAGGGAGAAATGAAA---
AATTGCTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGAAGCAAGTATATTCACTT---
TTTTATAGACTTGATATAGTACCATTAGATGATAATAGTAATCAGAGTAGTGTCAAT----------------
-----------------------------------------------
CAGAATAATAATGCTACCAGTTATGCTAATTATAGGTTAATAAATTGTAATACCTCAACCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTTAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGACAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATAATTAGGTCTGAAAATCTCACAGACAGT---------ACTAAAAACATAATAGTGCAGTTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACGTCTATACAAAAAAA-----
-GGTATACGTACGGGA------CCAGGGCGAGGGCAG------GCA------ATCCTCACAACACAG------
---------GTAACAGGAGACATA------------AGACGAGCGCATTGT---AAGATTAATAACACA---
GATTGGAACAACATTTTAGAGCAGGTGGCTAAAAAATTACAT---------------AGCCATTTT-------
-----------------------------------AACCAAACAATAAGATATCAA------
CCATCCTCAGGAGGGGACGTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAACTATAGTTGGAGTCCTAGA---TGGAAA--
----------------------------AATAAAGCTCTAGATGACATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGACAGAAATTGGCAACTACACAAATTTAATATAT---
AACTTACTTGAAAATTCGCAATACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTGTTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGTGGATTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTGCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTGGCTATTAGCTTGCTTGATGCCACAGCAATAACAGTAGCTGAG---
GGAACAGATAGGATTATAGGAGCAATACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAATATA------CCCAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KU168271 
ACA---GCA------------------------------------------
GAAGATTCGTGGGTCACAGTGTATTATGGGGTGCCTGTATGG---AAAGAAGCAAAA---
GCCATTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAA---GCCCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTTCCCACGGAC---
CCTAATCCACAAGAAATAAAACTAGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCTCTGATGTTAAAGTAAACAACACCAGCACTAATGCTGCAACGAACA
GCAGCAGC-----------------------------------------------------------------
-------------AACAGCACTGCTGCTCCAATGACTACAGTGGCTAGCAGCAGTGACATGAAA---
AACTGCTCTTTCAATATAACCACAGCAGTAAGG---------------------------
GATGAGCAGAAGAAAGTTCATTCACTT---
TTTTACAAGCTTGATATAGTAAATATGGAAGGGAAAAATAATACA----------------------------
-----------------------------------------------------------------
GGGGATGGTACATATAGGTTAATAAATTGTAATACCACAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAAT
GCAAT---GATAAGCAGTTCAAT------GGAACAGGCCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTGGTGTCAACT---
CAGTTGCTGTTGAATGGCAGTCTAGCAGAGGAAAAG------------
ATCATGATTAGATCTGAAAATCTTACAAGCAAT---------AGTAAAACCATAATAGTGCAGCTAAAT----
-----------GAATCATTAAGC---------ATTACTTGCATAAGGCCCAACAACAATACAAGGCAA-----
-GGTGTAGGTATA------------GGACCAGGACAAATG---TTC------TTTACAACAGGC---------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGTACA---
AAATGGAATAGCACTCTACAAAAGGTAGCTGAAGAATTAAAA---------------GACCGTCTTAAC----
-----------------------------------ATAACAAAAATTATTTTTAAA------
CCACACTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTTCTGTGCCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAAACTCTAGAGGAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACGAAATATAC---
AATTTACTTGCAGACTCACAACTTCAGCAAGAA----------------------------------------
-----------------------------
CACAATGAAAAGGAATTATTAGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAAGTCAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCCTAATAGGTTTAAGAATATTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCATTTGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTA---TAA 
>M22639 
AAT---GCA------------------------------------------
GACAATCTGTGGGTCACAGTGTATTATGGGGTGCCTGTATGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGAACTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCATAGATGAAGTGATGGAGAATGTCACAATG----------------



-------------------------------------------------------------------------
----------------------------AAGAATAATAATGTCACAGAGGAAATAAGAATGAAA---
AACTGCTCTTTCAATATAACTACAGTAGTAAGA---------------------------
GATAAGACAAAACAAGTACATGCACTT---TTTTATAGACTTGATATAGTACCCATAGACAATGAT-------
-------------------------------------------------------------------------
-------------
AATAGTACCAATAGTACCAATTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAAT
GTAGA---GATAAAAGGTTCAAT------GGAACAGGCCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATAATTAGATCTGAAAACCTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTCAAT----
-----------GAGTCTGTAGCA---------ATTAACTGTACAAGGCCCTACAGAAATATAAGACAA-----
-AGGACATCTATA------------GGATTAGGGCAAGCG---CTC------TATACAACAAAAACA------
---AGAAGTATAATAGGA---------------------CAAGCATATTGT---AATATTAGTAAAAAT---
GAATGGAATAAGACATTACAACAGGTAGCTATAAAATTAGGA---------------AACCTTCTTAAC----
-----------------------------------AAAACAACAATAATTTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGACATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AGATTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTAGTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACGAAGAGCTTGCAGAGCT----------------------------
--------GTTCTTCACATA------CCCACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTT---TAA 
>MH705152 
GTT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAACTGGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGGTCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTAAATTGCACTGATGTACCGGGGAGCAATAATTCTATCACT-------------
-------------------------------------------------------------------------
-------------------------CTCAATAATTCTACCCATATGGAGGCAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAGTATTAAGA---------------------------
GATAAGCGGAAGCAAGAATATGCACTT---TTTTATAGACTTGATGTAGTACAAATAGATAATGATAAG----
-------------------------------------------------------------------------
-------
AGTAATAATAGTAGTGCCAATACTAGTTATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCACCAGCTGGGTTTGCAATTTTACAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGCTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GCAACTGTAACA---------ATTAATTGTACAAGGCCCTACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGGCAAGCA---CTA------TATGCATCAACAGAG------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAGCA---
CAATGGAATAAAACTTTAGAACAGGTAGCTAAAAAATTAGGA---------------GGCCTTCTTAAC----
-----------------------------------AAGACAACAATAATCTTTGAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGACATTTGG------AAA------



AACATGACATGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCCTAATATAT---
AGCTTAATTGAAGAATCACAAGTCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGACAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
CTATCATTAGCTGTTAGCTTGCTTGATGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGTTGGTAGAGCT----------------------------
--------GTTCTTCACGTA------CCCAGACGGATAAGACAGGGCTTTGAAAGGGCTTTGATA---TAA 
>J03653 
GTT---GCA------------------------------------------
GAGGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGCTATTTTGTGCATCAGATGCTAAATCATATGAACCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATAGAAATGGAG---------AATGTTACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAATCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTAATGCTGGGGGGAATAAGACTACTAATGGGAATAAT-------
-------------------------------------------------------------------------
-------------------ACTACTAATCAGGAGGAACAGATGATGGAGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGTGATAAGC---------------------------
GATAAAAAGAAGCAAGTACATGCACTT---
TTTTATAGACTTGATGTAGTACCAATAGATGATGATAATAGTGCT----------------------------
--------------------------------------------------
AATACCAGTAATACCAATTATACCAATTATAGATTAATAAATTGCAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGCCCATGCAAAAAA-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAGGCCAGTGGTGTCAACT---
CAACTACTATTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GTTAAAACCATAATAGTACATCTTAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGGCCCGACAACAAAATTACAAGA-----
-CAAAGTACACCT---------ATAGGACTAGGGCAAGCA---CTC------TATACAACAAGG---------
---------ATAAAAGGAGATATA------------AGACAAGCATATTGT---AATATTAGTGCAGCA---
GCATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGA---------------GACCTTCTTAAC----
-----------------------------------CAGACAACAATAATTTTTAAA------
CCACCCGCAGGAGGAGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAACTACACAGGTGTAATATAC---
AGCTTAATTGAAAATTCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACCTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTTTTATTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTAATACGAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGACGAGTAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>HM068555 
GCA---GAA---GAA------------------------------------
GACAAGTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTCAGTCTTATAACCCAGAG---GCCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCTAACCCACAAGAAATAAAACTGGAA---------AATGTCACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCTCTCTGTGTCACTTTAAACTGCACTGATGTAAAACCCAAGAATGAGAGCACGGAG-------------
-------------------------------------------------------------------------
----------------------------GTGACCATTAGCCCGAGCCTGAAGGAAGAAATAAAG---
AATTGCTCTTTCAATGTAACCACAGTATTAAGA---------------------------



GATAGGAAGAAGCAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATGATGATAATGCC-
-------------------------------------------------------------------------
----------
AGTTATAGTAATAATACTGCCAGTTATAGATTAATAAATTGTAATACCTCAGCCATTAGACAG---
GCTTGTCCAAAGATGACCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGGGCAGGCCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATATCTCAAGCAAT---------GTTAAAAACATAATAGTACAGTTTAAT----
-----------ACATCAGTAACA---------ATTAATTGTACAAGGCCTAACAACAATACAAGAAAA-----
-GGTGTACATATA------------GGACCAGGGCAAGCA---ATC------TATACAACA---GAT------
---------GTAGTAGGAAACATA------------AGACTAGCACATTGT---AATGTTAGTAGGAAA---
GACTGGAATAACACCTTAAAACAGGTAGTTACAAAATTAGGG---------------GACCTTCTTAAT----
-----------------------------------TTGACAAAAATAATATTTAAC------
TCATCTGCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCGGGAAAACTCATTTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGT-----------------
-------------------------AATAATAGATCTCTGAGTCAGATTTGG------GAC------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTGATATAC---
AACTTAATTGAAATATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTAGAGTTGGGCAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCATTAGCTATTAGCTTGTTTGATACCATAGCAGTAGCAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGCAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTTAACATA------CCCAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTAATT---TAA 
>AY371155 
GCA---GCA------------------------------------------
AGTAATTTGTGGGTCACAGTATATTATGGGGTGCCTGTATGG---AAAGAAGCAAAC---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAATCCACAAGAAATAGAACTGAAA---------AATGTCACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGAACAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTAAACTGCACTGATGCTAAAGTGAGCAGCACTGAGACT----------------
-------------------------------------------------------------------------
-------------------------------GAATTGAACAACAGCAGCACTGGAGAGATGAAA---
AATTGCTCTTTTAATATAACCACAGAATTAAGG---------------------------
GATAAGAAAAAGCAAGAATATGCACTT---TTTTATAAACTTGATATAGTAGAAATAGATAAGAAGGATAAT-
-------------------------------------------------------------------------
-------
AGTACTGATAATAGTACTGATGGAACTTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTCAAAT
GCAAT---GACAAGAGGTTCAAT------GGAACAGGCCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATTATGATTAGATCTGAAAATTTCACAGACAAT---------GTTAAAAACATAATAGTGCAGTTTAAC----
-----------ACAACTATAAAC---------ATTACCTGTATAAGGCCTGGTAACAATACAAGAAAA-----
-AGTATACATTTC------------GGACCAGGGCAGGCA---CTC------TATGCAAATGAT---------
---------ATAATAGGAGACATA------------AGAAAAGCTCATTGT---AATATTAGTGGAAAA---
GATTGGAATAACACTCTACAAGAGGTAGCTAGAAAATTAGGA---------------AATCTCTAT-------
-----------------------------------AACAAAACAATAAGTTTTAGA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATCTGCACCACTAATGTGCCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------GAG------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGAGAATTACACAGGTGTGATATAC---
AATTTAATTGAAGAGTCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------



AAAAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACTAACTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTGTCTATGGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
CTATCATTTGCTATTAGCTTGTATAACGCCACAGCAGTAGCAGTAGCTGAG---
GGGACAGATAGGGTAATAGAACTAGGGCAAAGAGCTTTTAGAGCT----------------------------
--------GCTCTTCATATA------CCCACAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>AY371157 
GCA---GCA------------------------------------------
GGTAATTTGTGGGTCACAGTATATTATGGGGTGCCTGTATGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCGATCCACAAGAATTAGTACTGGAC---------AATGTCACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTCACTCTAAACTGCAGTAATCCCAACATTACTAATAACAGTAGT----------------
-------------------------------------------------------------------------
-------------------------------GCTAACAACATCAGCATTGTAAAAAAAATGAAG---
AACTGCTCTTTCAATACAACCACAATATTGAAG---------------------------
GACAAACAGAAGCAAGAATATGCACTT---TTTTATATACTTGATATAGTAGGAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTAGTAATAGGTTAATAAATTGTACCACCTCAGTCATCACACAG---
GCTTGTCCCAAGATAACCTCTGAGCCTATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGCTGTTCAAT------GGAACAGGCCCATGTAGAAAT-----------------------
-GTCAGC---GCAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAA---GAG------------
GTCATGGTTAGATCTGAAAATCTCACAGACAAT---------GCTAAAAACATAATAGTCCAGCTTAAT----
-----------AATACTATAAAC---------ATTACTTGTGTAAGGCCGAACAGCAATACAAGAAAA-----
-AGTATAAATCTA------------GGACCAGGGCAGGCA---TTC------TATGCAACATATGCA------
---ACAAATATAATAGGAAACATA------------AGACAGGCACATTGT---AATCTTAGTGCAACA---
CAATGGAATAAAACTCTACACCAGGTAGCACAAAAATTAGGA---------------AAGCTTCTTAAC----
-----------------------------------AAGACAAAAATAAATTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTGTTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGATATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGAGAATTATACAGGTGTAATATAC---
AGCTTAATTGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCTAACTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATGGTA---------AGGAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTCGCTATTAACTTGCTTAACACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCATATA------CCCAGAAGAATAAGACAAGGTTTCGAAAGGGCTTTGCTA---TAA 
>JX140670 
GCA---GCA------------------------------------------
GATAATTTGTGGGTCACAGTATATTATGGGGTGCCTGTATGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAACTAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAGTCCCCAAGAAATAATATTGGAA---------AATGTCACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGAAACTCACCTGAATAGC-------------------------
-------------------------------------------------------------------------
----------------------------ACCCAGTCGGTTAACACCACCGACACAGACATGAGA---
AACTGCTCTTTCAATATAACCACAATGTTACAA---------------------------
GATAAGAAGCAGAAAAAATATGCACTC---TTTTATAAAATGGATCTGGTAGAAATAGGTAAG----------
-------------------------------------------------------------------------
----------------------



AATAGTACTAAGTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAA---
GCTTGTCCAAAGGTGAGCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGCAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATCAGACCAGTGGTGTCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATAATTAGATCTGAAAATATTACAGACAAT---------GTTAAAAATATAATAGTGCAGTTTAAG----
-----------GAAACTGTAAAC---------ATCACGTGTGAGAGGCCCAATAACAATACAAGAAGC-----
-AGTATACATATA------------GGACCAGGACGGTCA---CTC------TATACAACA---GAC------
---------ATAATAGGAGACATA------------AGAAACGCATATTGT---AATGTTAGT---ACA---
AATTGGAATAACACTCTACATCAAGTAGCAGAAAAATTAGGA---------------AAGCTTCTTAAC----
-----------------------------------AAAACAACAATAAAATTTGAG------
CCAGCTGCAGGAGGGGACCCAGAAATTACA---GCACACAGTTTCAATTGTGGAGGGGAA---
TTTAAACTGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGATATTTGG------GGG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGACAAGTACACAGGGGTAATATAC---
AACTTAATTGAAGACTCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGAATTATTAGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACTCAATGGC
TGTGGTATATAAAAATATTCATCATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAAGCAGGGATACTCACCC------
TTGTCATTCGCTATTAGCTTGTTTGACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGTACTAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTCACATC------CCCAGAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTA---TAA 
>HM068556 
GTT---ACA---GGA---------------------------------
CAAGGACAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACGACTCTATTTTGTGCATCAGATGCTAAGGCATATGAAACAGAA---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATGATACTAAAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCATTCTGTGTCACTCTAAACTGCACTACATGGGTGCCTAATAATGCCACTAAT----------------
-------------------------------------------------------------------------
-------------------------------AATAATACCATTGGGGATGAAATAGGAGTAAAA---
AACTGCTCTTTCAACATAACCACAGAAATAAAA---------------------------
GATAAGAGAACGAAAATGCATGCACTT---TTTTATAAGCTTGATGTGGTAAAAATAGATGAG----------
-------------------------------------------------------------------------
-------
AGTAGTAATAGTACCAACTATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCGTGTCCAAAAATGAACTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAAAT
GTAAC---AATGAGAGCTTCAAT------GGGACGGGTCCATGCAAAAGC-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAATTGTTGTTGAATGGCAGTCTAGCAAAAAATGAG------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTACAGCTTAAG----
-----------GAGCCTGTAGAA---------ATTAATTGCACAAGACCTTACAACAACACAAGACAA-----
-GGTGTACATACG------------GGACCAGGGCGAGCA---CTC------TTTACAGAAAAC---------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AATATTAGTGGGACA---
AAATGGAATAAAACTTTACAACAAGTAGCTGAAAAATTGAAA---------------GGCCTTTTT-------
-----------------------------------AACAAGACAATAAAGTTTAAT------
TCATCCTCGGGAGGAGACCCAGAAATTACA---ACACACAGCTTCAATTGTGGAGGGGAG---
TTTAAACAGCTCAAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCGCCACTAATGTGCCTTGGAACTCTACCTGGAGT-----------------
----------------------------AATAAATCTGTAGACGAGATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGAAAATTACACAGGGGTTATATAC---
AGCTTAATTGAAGACTCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGAGCTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------



CTATCATTTGCTGTTAGCTTGTTTAATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTGCTAGAGCT----------------------------
--------ATTCTTAACATA------CCCAGAAGAATAAGGCAGGGCGCGGAAAGGGCTTTGATA---TAA 
>JN054274 
GCT---GCT------------------------------------------
GATAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTATGG---AGAGAAGCAAAC---
ACCACGCTATTCTGTGCATCAGATGCTAAATCATATAAAACAGAG---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTCCCTACGGAC---
CCCAACCCACAAGAAGTGGTATTGGGA---------AATGTCACAGAATACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGCTTATGGAGTGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCATGGATGTGACGGGCAACAGCAGCAAC-------------------
-------------------------------------------------------------------------
----------------------------AGCAACATCAGCAGCACACTAGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATAACCACAATACTAAGG---------------------------
GATAAGAAGAAGCAAGAATATGCACTT---TTTTATAGACTTGATCTAACAAGCATAGATGAT----------
-------------------------------------------------------------------------
----------------------
AGTAATATAACTTATAGGTTAATAAATTGTAATACCTCAGCCGTCACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTTTTGTGCCCCAGCTGGTTTTGCACTTTTAAAGT
GTAAC---AATAAGACGTTCAAT------GGAACAGGCCCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGTTGTTGAATGGCAGTTTAGCAGAAGAAGAG------------
ATCGTGATCAGATCTGAAAATCTTACAAACAAT---------CTTGGAACAATAATAGTACAGCTCAAT----
-----------GAATCTGTAGCA---------ATTAATTGTACAAGGGTCAACAACAATACAAGAAAG-----
-AGTATACATCTA------------GGACCAGGGCAAGCA---TTC------TATGCCACAGATAAA------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AATATTAGTGAAAGA---
GAATGGAATAAAACTTTACAACAGGTAGCTAAAAAACTAGGA---------------AACCTTCTTAAT----
-----------------------------------AAAACAACAATAATTTTTAAA------
CCATCCTCGGGAGGAGATCCAGAGGTTACA---ACACACAGTTTTAATTGTGGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACATAAAGGATCAACGGCTCCTAGGACTATGGG
GTTGCTCAGGAAAGCATATTTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAAATAATATTTGG------GAC------
AATATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAGGCACACAGACATAATATAT---
AGCTTAATTGAAGATTCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTCGCTATTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATACAAGGAGCTGGTAGAGCT----------------------------
--------GTTCTTAACGTA------CCCAGAAGAATAAGACAGGGGTTTGAAAGAGCTTTGCTA---TAA 
>AF321082 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAATTTATTATGGGGTACCGGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGACGCTAAATCATATGAAACAGAG---AAACATAAC----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAACGTTGGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCAGGGATACTAATAATTCTAGTAACGCC-------------------
-------------------------------------------------------------------------
----------------------------------ACTGGACAGATGAAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAATAGTAAGA---------------------------
GATAAGAAAAAGCAAGTAGATGCACTT---TTTTATAGACTTGATATAGTACCAATAGAGGATAGTAAGGGT-
-------------------------------------------------------------------------
-------
AATAATACCAATTCCAGTTATACCAGTTATAGGTTAGTAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GCAGG---GATAAGAAGTTCAAT------GGAAAAGGCCCATGCAAAGAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAGACCATAATAGTACAGCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGGCCCAACTACAATATAAGACAA-----
-AGAACACCTATA------------GGACAAGGGCAAGCA---CTC------TATACAACAAGG---------
---------GTAAAAGGAGATATA------------AGACAGGCACAGTGT---AATATCAGTAAAGAA---
GCATGGAATAAAACTTTAAAACAGGTAGCTATAAAACTAGGA---------------GGCCTTCTAAAC----
-----------------------------------AAGACAACAATAATATTTAGC------
CCATCCTCAGGAGGGGACCCAGAAATCACA---ACACACATGTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCGGGAAAACTCATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAAT-----------------
----------------------------AATAGGTCTCTAGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AGCTTAATTGAAGAATCGCAAAACCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAGAAGGACTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTATTAGCTTGGTTGATACCATAGCAATAGCAGTAGGTGAG---
GGAATAGATAGGGTTATAAACGCAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTTAACATA------CCCAGAAGAATAAGACAGGGGGCCGAGGGGGCTTTACTG---TAA 
>HQ385448 
ATT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCCACTCTATTTTGTGCATCAGATGCTAAATCATACAAAACAGAA---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAAAGTTGGAA---------AATGTCACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACTCCACTCTGTGTCACTTTACATTGCAATAGTGTCAAGTGCACTGGT-------------------------
-------------------------------------------------------------------------
-------------------------------------AGTAATGATACTTGTGAAGAAGTGAAA---
AACTGCTCTTTCAATATAACCACGCTAGCAAGT---------------------------
GATAAGCGGCAGGAAGTAAATGCAAGT---TTTTATAGTCCTGATATAGTACCAATAGAGGGT----------
-------------------------------------------------------------------------
-------------------
AGGGATAATAATAGTTATAGGCTGGTAAGTTGTAATACCTCAAAAATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAC---GATAAGACGTTCAAT------GGAACGGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTACTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACGAG---------AATAAAAACATAATAGTACAGCTTAAT----
-----------GCATCTGTAACA---------ATTAATTGTACAAGGCCCAACAACAACACAAGACAA-----
-AGTACACATATA------------GGACCAGGGCGAGTA---TTC------TATACAACAAAT---------
---------ACAGTAGGAGATATA------------AGACAAGCATATTGT---AATGTTAGTGCAACA---
GAATGGAATAAAACTTTACACCAGGTAGCTATGAAATTAGGA---------------AGCCTTTTTAAC----
-----------------------------------ACAACACAAATAACATTTCAA------
CAACCATCCGGAGGGGACCTAGAAATTATG---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACGGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTTCTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGAGATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTAATTGAAAATTCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTGTTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTTTAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTTGCTATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGAATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGGAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>AF457090 
GTT---ACA------------------------------------------
GGAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATAAAACTAGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAGAATAATATGGTGGAGCAGATGCATAAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGTACTGATGTGAAGAATGAAACTATCTTCAAAACTTTCAATGAGACCA
TGAAAAATGAGACC-----------------------------------------------------------
-ATGAAAAATGAGAACATGAAAAACCTCAATGACACCATAAAAAACCTCAATGAGACCATGACA---
AACTGCTCTTTTAGGGTAACCACAGAATTAAGA---------------------------
GATAAGGAGAAGCAAGTGCATGCACTT---TTTTATAGACTTGATGTGGTAAAAACAGATGGG----------
-------------------------------------------------------------------------
----------------------
GGTAATAACAGCTATAGATTAATAAATTGTAATACCTCAGTCATTACACAG---
GCATGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAC---AATAAGACGTTCAAT------GGGACGGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAG------------
ACAATAATTAGATCTGAAAATCTTACAAATAAT---------GCTAAAACTATCATAGTACAGCTTAAC----
-----------GAGTCTGTAACA---------ATTAATTGTACAAGGCCCTCCAACAATACCAGACAG-----
-AGTATACGTATA------------GGACCAGGGCAAGCC---TTC------TATACAACA---GAA------
---------GTAATAGGAAATATA------------AGACTAGCATTTTGT---GAGATTAATGGAACA---
GAGTGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGA---------------AACCTTTTCCCC----
-----------------------------------AACAAAACAATCATTTTTAAA------
CCATCCTCGGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATCTGCACCACTAATGTGCCTTGGAACGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGGGTATATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAGGGTTAATATAC---
AACTTACTTGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTTTTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGCTTGATGCCACAGCAATAACAGTAGCTGGG---
GGGACAGATAGGGCTATAGAAATAGTACAAAGAGTTGTTAGAGCT----------------------------
--------ATTCTTAACATA------CCCACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>KU921767 
GCT---GCA------------------------------------------
GAAAATCTGTGGGTCACAGTTTATTATGGGGTGCCTGTATGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCTTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGAACTAGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAACCCCATGGTGGAACAAATGCATACGGATGTA---
ATCAGTTTATGGGATCAAGGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACCTGCACTAATGAAAAACCGTCATGCAACGAAACAGGGAACAACATTACTG
CGAACAGCACT--------------------------------------------------------------
----------------AATGTGAAAAACTGCTTCTTGTTATGGAACAACACTCAAGAGATGAGA---
AACTGCTCTTACAATACAACCACAGTGTTAAGA---------------------------
GATAAGAGGAAGCAAGTATGGGCACTT---TTTTATAGAGTTGATATAACACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------
AGTTCCAATACCACTGATTATAGGTTAATAAATTGTAATTCCTCAGTCATTACACAG---
GCTTGTCCAAAGATAACCTTTGAGCCAATTCCAATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGCCCTTGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAAATGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATCATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTTAAC----



-----------GAGTCTGTAGCA---------ATTAATTGTACAAGGCCCTACAATAACACAAAATTA-----
-ATTACACATATA------------GGACCAGGGCAAGCA---ATC------CATGCAACCACAAAG------
---AGATTTATGGTAGGAAATCCA------------AGACAAGCACATTGT---AACATTAGTGAGGCA---
CAATGGAATAAAACTTTACACAGGATAGCTATAAAATTAGGA---------------AACCTTTTTAAC----
-----------------------------------AAAACAACAATAGAGTTTAAA------
CCATCTTCAGGAGGGGATCCAGAAATTACA---GCACACAGCTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGCAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGACATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACGGGCATAATATAT---
GGATTAATTGAAGAATCGCAAATCCAGCAAGAAAAGAATGAAAAGGACTTATTGGAATTGGACCAATGGGCAA
GCTTGAAGAATCGCAAATCCAGCAAGAA-
AAGAATGAAAAGGACTTATTGGAATTGGACCAATGGGCAAGCTTGTGGAACTGGTTTAGTATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTGTAGCA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTATCGTTTGCTATTAGCCTGTTTGATGCCACAGCAGTTGCAGTAGCTGAG---
GGAACAGATAGGGTGATAGAAATAGTACAAAGAACTGTTAGAGCT----------------------------
--------ATTCTTAACATA------CCCACACGAATAAGACAGGGTTTGGAAAGGCTTTTGTTA---TAA 
>MH425161 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTTTATTATGGGGTACCCGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCTTGTGTACCCACGGAC---
CCCAACCCACAGGAACTAGAACTGGAA---------AATGTCACAGAGAATTTAACA----------------
--------------------------TGGTGGAAAAATAATATGGTGGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATATCCGGGTGTATGATACTAACAAGAATGATACT-------
-------------------------------------------------------------------------
----------------------------AGCAACAGCACTGTCCAGCCGATAGAAGACATGAAA---
AACTGCTCTTTCAATGTAACCACAGTAGTAAGA---------------------------
GATAAGAAGAAGCAAGAATATGCACTT---TTTTATAAACTTGATATAGTACAAATGGATAAT----------
-------------------------------------------------------------------------
----------------------------
GATAGTTATAGATTAATAAACTGTAATACCTCAACCGTTACACAG---
GCTTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTAATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGCCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAAACATAATAGTACAGCTTAAT----
-----------GTATCTGTACCA---------ATTAATTGTACAAGGCCCGCCAACAATACAAGACAA-----
-GGTATACATATA------------GCACCAGGACAAGCA---CTC------TATACAACAAGG---------
---------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTAGAACA---
AAATGGAATGAAACTTTACAACAGTTAGCTAAAAAATTAGGA---------------GGCCTTCTTAAC----
-----------------------------------AAGACAGAAATAAATTTTAAG------
CCATCTTCAGGAGGGGACCTAGAGATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACGGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAAATGCAATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAT---
ACTTTAATTGAAGAATCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTGGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATTAGCTTGTTTGATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACGAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTCACATA------CCCAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>L22945 
GTT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCGGTGTGG---AAAGAAGCAACC---



ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGAAACAGAG---AAACATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGAACTGGCA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCAGGGATATTTCTAGTGACGCCACTAGTAACACCATTAGT-------
-------------------------------------------------------------------------
----------------------AACGTCACTGGAATACCGATGATGGGGAAAGGAGAAATGCAA---
AACTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAAAGACAGAATGTATATTCACTT---TTTTATAGACTTGATTTAGTACCAATAGGCAATAGTAAT----
-------------------------------------------------------------------------
----------
AAGAATAGCACCAATTATACCAGTTATAGATTAATAAATTGTAATACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAAATAAC---------GCTAAAACCATAATAGTACAGTTTAAT----
-----------GAATCTGTAATG---------ATTAATTGTACAAGGCCTTACAACAATAAAAGACAA-----
-AGGACACCTATA------------GGACTAGGGCAGGTA---CTC------CATACAACAAGG---------
---------GTAAAAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AGATGGAATAAAACTTTACAACAGGTAGTTAGAAAATTAAAA---------------GACCTCTTT-------
-----------------------------------AACAAAACAATAATTTTTGAA------
CCATCCTCAGGAGGGGACCCAGAAATTGCA---ACACACAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAACTGAGATTTGG------CAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAT---
AGCTTAATTGAGGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGAAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGACGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCCACACGAATAAGACAGGGGTTGGAAAGGGCTTTACTA---TAA 
>AJ488926 
GCA---GCA------------------------------------------
GAGGATTCGTGGGTCACAGTATACTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
GCCACTCTATTTTGTGCATCAGATGCTAAATCAATTAAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTTCA---CATGCCTGTGTACCCACGGAC---
CCCAGTCCCCAAGAAATAGAGCTGGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCGCTCTGTGTTACTTTGAACTGCACTGATGTCAGCAACAATGTTACA----------------------
-------------------------------------------------------------------------
----------------------------------GTGAGTAACAGCAGCTTAGGAGAGATGAAA---
AACTGCTCTTTCAATATAACCACAGTAGTAAGG---------------------------
GATAAGAAGAAGCAAGAATATGCACTT---TTTTATAGACTTGATATAGTAGAAATGGGTGAT----------
-------------------------------------------------------------------------
----------------
AATGAGACAAGTGGAACTTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGGGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGTCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATCAAGCCAGTGGTGTCAACT---
CAATTTCTATTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATCGTGATTAGATCTGAAAATCTCACAGACAAT---------ACTAAAAACATAATAGTGCAGCTTAAT----
-----------GAAACTATAAAC---------ATTACTTGTATAAGGCCCAACAATAATACAAGAAGA-----
-AGTGTACATATA------------GGACCAGGGCAAGCA---CTC------TATACAACAAAT---------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAGCA---



AAATGGAATAACACTCTACAAGAGGTAGCTAGAAAATTAGGA---------------GCAGCTCTTAAC----
-----------------------------------ACCACACAAATAATTTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATAACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGATATTTGG------CAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATAGAAAATTACACAGGTGTAATATAC---
AACTTAATTGAAGAATCACAAATCCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAAGTCAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
CTGTCATTAGCCATTAGCTTGCTTGACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTGCTAGAGCT----------------------------
--------ATTCTTAACATA------CCCAGAAGAATAAGACAGGGATTAGAAAGAGCTTTACTA---TAA 
>AY253311 
GTT---GCA------------------------------------------
GAACAGTTGTGGGTCACAATTTATTATGGGGTACCTGTTTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATTTGACACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGCGTACCAACAGAC---
CCCAACCCACAAGAAATGGATCTGGTA---------AATGTTTCAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGAGGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTACACTGCTCTGACGCGAACACGACTAACAGTGGGAATGGGACT----------
-------------------------------------------------------------------------
----------------------AACACGACTGATCCTCGCCTTATTGAAAAAGGAGAGATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAAGCAAGTACAAGCACTT---TTTTATAAACTTGATGTGGTACCAATAGATAAA----------
-------------------------------------------------------------------------
-------------------
AAGAATAATAATAGTTATACATTAATGCATTGCAATACCTCAGCCATTAAACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGCCCATGCAAAAAA-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGGAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GTTAAAACCATAATAGTACAGTTAAAT----
-----------GAGACTGTAAAA---------ATTAATTGTACAAGGCCTAATAACAATACAAGAAAA-----
-GGTATACGTATA------------GGACCAGGGCAAACA---TTC------TTTACAGCAGAG---------
---------GTAACAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTGGAGCA---
GAATGGGATAAAACTTTACAACAAGTAGCTACAAAACTAGGA---------------GACCTTCTTAAC----
-----------------------------------AAGACAATAATAAATTTTAGT------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCCTTAGATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGAGTAATATAC---
AGCTTAATTGAAGAATCGCAAGTCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAACTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTACT---
GTGTTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTGGCTATTAGTTTGCTCAATGTCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAATACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGAAGAGTAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>U65075 
GCT---ACA------------------------------------------
GAACAGTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAACTAGAA---------AATGTCACAGAAAACTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGTACTAATATTATTAATGGCACTAGTGCTAATAATGGC----------
-------------------------------------------------------------------------
----------------------ACTAATACTAATGGGAGTGTCACTGAAGACCCAGGAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAAGTACATGCACTT---TTTTATAAACTTGATATAATGCCAATAGGTGGTAAT-------
-------------------------------------------------------------------------
----------------
AATAGTACTAGTAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGGACAGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTRAATGGCAGTCTAGCAGAAGAAGAC------------
GTAATAATTAGATCTGAAAGTCTCACAAATAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGCACAAGGCCCTACATCAAGTATAGACAA-----
-AAGACATCTATA------------GGACAAGGGCAAGCA---CTC------TATACAACAAGACTA------
GAACCAAAACCAACAGGAAAGATA------------GAACCAGCATATTGC---AACATTAGTGGAGCA---
GAATGGAATAAAACTATACAACAGGTAACTAAAAGATTAAAA---------------CACCTTTTTCCT----
-----------------------------------AACAAGACAATAAATTTTCAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGARTCCCGGCTGTGGAAAGCTACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTACTGTGCCCTGGAACGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGAGATTTGG------GGT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGGTTAATATAC---
AGCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATCTATTGCAATTGGACAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGTTTAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGATATAGTACAAAGAACTGTTAGAGCT----------------------------
--------GTTCTTAACATA------CCCACACGAATAAGACAGAGCTTGGAAAGGGCTTTACTA---TAA 
>EU853116 
GCT---ACA------------------------------------------
GGAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAACTAGAA---------AATGTCACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGACATA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAACTGCATTGAATGGAAGGGAAATACCACCAGGAATAGCACTGACGACAGC-
-------------------------------------------------------------------------
----------------ACCAAGATTGGAAATGACACTGACATCAGTCAGGACATAGGAATGAAA---
AGCTGCTCTTTCAATATAACCACAGTACTAAGA---------------------------
GATAAGAAGCAGCAAGAACAGGCACTT---TTTTATAAACTTGATGTGGAACCAATAGATGATAAT-------
-------------------------------------------------------------------------
-------------
AATAGTACTAATAATACCTATTATAAATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGTCCATGCAATAAC-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTATTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
GTAATAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAAGT---------ATTAATTGCTCAAGGCCCTACAAAAGGATGCAACGA-----
-AGGACCCATATA------------GGAACAGGGCAAGCA---CTC------TTTACAACAAAC---------
---------GTAGTGGGAGATATA------------AGAAAAGCACATTGT---AATGTTAGTAAAGAA---
GAATGGAATAAAGCTTTAGAACAGGTAGCTAAAAAGTTAAGA---------------GGCCTTCTTAAC----
-----------------------------------ACGACAACAATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGGGTTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAGTGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------AAT------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGAAAAGCACACAGGGTTAATATAC---
AGCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACCTATTGCAATTGGACAACTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTGGCTATTAGCTTGTTTAATACCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------AACCTTCACATA------CCCAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF986131 
GTT---ACA---------------------------------------
GGACAACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATAAAGAAGAG---GCACATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAT---
CCCAACCCACGAGAAATAGAATTAGAA---------AATGTTACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATATA---
ACCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTCTAAACTGCAGTGAATGGAAGGTCAATAGTACTAAC-------------------
-------------------------------------------------------------------------
----------------------------------AATAGTACTAGCACTGATAGTGGAATGAAA---
AACTGCTCTTTCAATATAATCACAGAAGTAAAA---------------------------
GATAAGAAGAAGAAAGTAGGTGCACTT---TTTTATAAATCTGACGTGGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAGTAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACCCAG---
GCATGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAC---AATAAGACATTCAAT------GGGACGGGTCCATGCAACAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAGATCTCACAAATAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------AAGGCTGTAGTG---------ATTAATTGCACAAGGCCCAACAACAATACAAGGAAA-----
-AGTATACGCATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAA------
---------ATAACAGGAAACATA------------AGACAAGCACATTGT---AATGTTAGTGGAGCA---
GCATGGAATACAACTTTAAAACAAGTAGCCGAAAAATTAAAA---------------GCCCTTCTTAAG----
-----------------------------------AAAGAAGAAATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAGATCCTTAGATAGTATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAGATTGACAATTACACAGGATTAATATTC---
AGCTTAATTGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACCTATTGCAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTATCGTTTGCTGTTAGCTTACTCAATACCACAGCAGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTGGTAGGGCT----------------------------
--------GTTCTTAACATA------CCCAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTATTA---TAA 
>JX658588 
GTT---ACA------------------------------------------
GGACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCCTCAGATGCTAAATCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAGATGAAACTAGAA---------AATGTCACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCATTCTGTGTCACTTTAAGCTGCACTCAACCGATTGACAACACTAGT----------------------



-------------------------------------------------------------------------
-------------------------------------------------CAGATAGAAATGAAA---
AACTGCTCTTTCAATGTAACCACAGAATTAAGG---------------------------
GATAGGAAGAAGCAAGTATCTGCACTT---TTTTATAGACTTGATGTGGTACAACTGAATGAT----------
-------------------------------------------------------------------------
-------------
AGTACTAATAATGGTACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTGAAAT
GTAAC---GATAAGAAGTTCAAT------GGGACGGGTCCATGCAAAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGAGCTAAAAATCTCACAGATAAT---------GTAAAAGGCATAATAGTACAGTTTAAT----
-----------AAGTCTGTAGCA---------ATTAATTGCACAAGACCCTACAACAATACATTACAA-----
-AGTATACATATG------------GGACCCGGGAAAGCA---ATC------TATACAACACAG---------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTGGAGCA---
AGGTGGAATGAGACTTTACGACAGGTAGCTGAAAAATTAAGA---------------AACCTTCTTAAC----
-----------------------------------CTTACAATGATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATCACA---ACTCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTATAATATAC---
AGTTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACACATGGGCAAGTTTATGGAATTGGTTTAGCATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGCAATAGTACAAAGAGCTGTTAGAGCT----------------------------
--------ATCCTTAACATA------CCCACACGAATAAGACAGGGTTTGGAAAGGGCTTTACTA---TAA 
>JX236668 
GTT---ACA------------------------------------------
GGGCAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACTACTCTATTTTGTGCATCAGATGCTAAGTCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATAACATTAGAA---------AATGTCACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAAGATATA---
ATTAGTTTATGGGAGCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGACTGCATTGAATGGAAGAATAACAATAGCAAAAGCAAT-------------
-------------------------------------------------------------------------
-------------------------------------GTCACTAATGAGGAGATAGGAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAGTGAGA---------------------------
GATAAGAAGAAGCAAGTATATGCACTT---TTTTATAAACTTGATGTGGTACAAATGGATACT----------
-------------------------------------------------------------------------
-------------------------
AATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGATAAATTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAAGAGTTCAAT------GGGACAGGTCCATGCAAAAAC-----------------------
-GTCAGT---ACAGTGCAGTGTACACATGGGATTAGGCCAGTGGTGTCAACT---
CAATTGTTATTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGGTCTGAAAATATCACAGATAAT---------ACTAAAAACATAATAGTACAGCTTAAT----
-----------GAGCCTGTAACA---------ATTAAGTGCATAAGGCCCTACAACAATACAAGACAA-----
-GGTATACATATA------------GGACCAGGGCAAGCA---CTC------TATACAACA---GAT------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---GAGATTAATAAAACA---
GAATGGAATACAACTTTACAACAGGTAGCTAAAAAGTTAGGA---------------GATCTTCTT-------
-----------------------------------AACCAGACAGCAATTTTTCAA------
CCATCCTCGGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGAGATTTGG------AAT------



AACATGACCTGGATGGAGTGG---GAAAGAGAAATCGACAATTACACAGGGTTAATATAT---
AGCTTAATTGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAAATGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GCGCTTTCTTTAGCA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTCGCTATTAGCTTGTTTAATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAATAATAGTACAAAGAATTGGTAGAGCT----------------------------
--------GTTCTGAATATA------CCCAGACGAATAAGACAGGGCGCGGAAAGGGCTTTACTA---TAA 
>HM215351 
ACT---GCA------------------------------------------
GAAAAATTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGG---AAAGAAGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTGCCAACAGAC---
CCCAGCCCACAAGAGATAGTACTAGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCAGGAGGATATA---
ATCAGTTTGTGGGATCAAAGTTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTACAAATAGTACAAATTTTGCA----------------------
-------------------------------------------------------------------------
----------------------------------AATAGCACAGGAAAGGACATAGAAATGCAA---
GACTGCTCTTTCAATATAACTACAGAAATAAGA---------------------------
GATAAGCAGAAGAAAGTACATGCACTT---TTTTATAAACTTGATATAGTACAAATAGATAATAATACG----
-------------------------------------------------------------------------
----------
GAAGCTAATGCCAACTATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCTAAGATAAACTTTGAGCCAATTCCCATCCATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAAT
GTAAT---GAGAAGCAATTCAAT------GGGACGGGTCCATGTAAAAAC-----------------------
-GTCAGC---ACAGTACAGTGTACCCATGGGATTAAGCCAGTAGTGTCAACT---
CAACTACTATTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAGCA---------ATTAACTGCACAAGGCCCTACAACAATACAAGAGAA-----
-AGTATACATATG------------GGACCAGGGCGAGCA---CTC------TTTACACAGAAA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAATA---
CAATGGAATAAAACTTTACAACAGGTAGCTAGCAAGTTAGCA---------------GGCCTTCTTAAC----
-----------------------------------AAGACAACAATAGTTTTTAAA------
CCACACTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACATATTTGCACCACTAATGTGCCCTGGAACGTTAGCTGGAGT-----------------
----------------------------AATAGAAATCTAACAGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGAAAATTACACAGAAAAAATATAC---
AGCTTACTTGAAGTATCGCAAGTCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCATTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGCTTGATACCATAGCAATAGCAGTGGCTGGC---
TGGACAGATAGGATTATAGAAATAGGACAAAGATTTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGGCAGGGCCTCGAAAGGGCTTTACTA---TAA 
>JX236673 
GTA---GCA------------------------------------------
GAAAAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACCCTATTTTGCGCATCAGATGCTAAAGCATATAAAGCAGAG---GCACATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAACTGGAA---------AATGTCACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATGCCAGTACTAAGAAT-------------------------
-------------------------------------------------------------------------
----------------------------------ATGACGAAAGGAATGGAGGGAGAAATAAAA---
AACTGCACTTTCAATGTAACCACAGTATTAAGA---------------------------



GACAAGCAGAAAAAAGTAGATGCACTT---
TTTTATAAACTTGATGTGGTACAAATAGATAATAGTACACAAAATGGT-------------------------
--------------------------------------------------
AATAGTAGCAATGGTAATAGTAGCAGTTATACATTAATAAATTGCAATACCTCAGCCATTACACAG---
GCTTGTACAAAGATAAATTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGCTTTGCGATTCTAAAGT
GTAAA---GATAAGATGTTCAAA------GGAACAGGCAAGTGCTACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAGCTGCTGTTGAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCATAAACAAT---------GCAAAAACCTTAATAGTACATCTCAAT----
-----------GAGTCTATAATG---------ATTAATTGTACAAGGCCCTCCAACAATACAAGACAC-----
-AGTTTACATCTA------------GGACCAGGGAAAGCA---TTC------TATACAACA---GAT------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGCAAAA---
CAATGGAATAACACTTTACTACGGGTAGCAAAAAATTTAACA---------------GACCTTTTTAAC----
-----------------------------------CAGACAACAATAAGTTTTGCA------
CCGTCCTCAGGAGGAGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGGTGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGTTTAATATAC---
AATTTAATTGAGGAATCACAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTACTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTGGCCATTAGCTTGTTTAATTCTACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGCTTATAGAAGTAGCACAAAGATTTTTTAGAGGC----------------------------
--------ATCCTTCACATA------CCCAGACGAATAAGACAGGGCTTTGAAAGGGCATTACTG---TAA 
>JX236679 
GTT---GCA------------------------------------------
GAAAATTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGTACCAGAA---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAATACTAGAC---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCATTGACATTGACTGGAATAGCAATGCAAATGCCAATGCAACTGAAA
GTACCACTATA--------------------------------------------------------------
-------------------------GCTGCAACAACCACTGCAGAAGAGAAAATGGAAGTGAAA---
AACTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAGAAGCAAGTACATGCAGTT---TTCTATAGACCTGATGTAGTACCAATGGGTGAT----------
-------------------------------------------------------------------------
----------------------------
AATAGCTATAGATTAATAAATTGTAATACCTCAGCCGTTACACAA---
GCGTGTCCAAAGATAACCTTTGACCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAAAT
GTAAT---AACAAGAAGTTCAAT------GGGACAGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTGGTGTCAACT---
CAATTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCACACAAATAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTACCA---------ATTAATTGCACAAGGCCCTCCAACAATACAAGACAA-----
-AGCATGCATATA------------GGACCAGGGCAAGCA---ATC------TATACAACAAAA---------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATAAGTGAAGAA---
AAATGGAATAAAACTTTAAGAGGAGTAGCTAAAAAATTAAAA---------------GACCTTTATAAT----
-----------------------------------AAGACAACAATAATCTTTGAG------
CCATCCTCGGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGAACGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATGTGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGGGAGATATAC---
AGATTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAACAAGAGCTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTATCGTTGGCTATTAGTTTGTTTGACACCACAGCAATAGCAGTAGCAGAA---
GGGACAGATAGGATTATAGAAATAATACAAAGAGGATTTAGAGCT----------------------------
--------ATTCTTAATATA------CCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>JX236672 
GTT---ACA------------------------------------------
GGAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
GCCACTCTGTTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAGTAATACTAGAA---------AATGTCACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATAATGTAAATGTCATAAATGCCACT----------------
-------------------------------------------------------------------------
----------------------------GGAACTGAAATATCATCCAATAGCACAGGAATGACA---
AACTGCTCTTTCAATATGACTACAGAATTAAAA---------------------------
GATAAGCAAAAGAAAGTAACTTCACTT---TTTTATAAACTTGATGTGGTACCAATAGATACAGAAAAT----
-------------------------------------------------------------------------
----------
AATAATAATAGTAGCTACAATAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGATTTGCGATTCTAAAAT
GTAAC---AATAAGACATTCAAT------GGGAAGGGTCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATGATTAGATCTGAAAATCTCACAGATAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------AAGTCTATAGCA---------ATTAATTGCACGAGGCCCAGCAACAATACAAGACAA-----
-AGCACACGCATA------------GGACCAGGGCAAGTG---TTC------TATAGAACAACAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAAAA---
CAATGGAATGAAACTTTAGAACAGGTAGCAGAAAAATTAGGA---------------GACCTTTTTAAA----
-----------------------------------AAGACAACAATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAGATCTCTAGATTACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGACAATTACACAGGGGTAATATAC---
AGCTTAATTGAAGAATCGCAACTCCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGACCTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGCCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTATCAGCTTGTTTGATACCATAGCAATAGCAGTAGCTGGG---
GGGACTGATAGGATTATAGAATTAGCACAAAGGCTTGGTAGAGGG----------------------------
--------ATTCTTAACATA------CCCACAAGAATAAGACAAGGCCTGGAAAGAGCTTTACTA---TAA 
>U88824 
GTT---ACA------------------------------------------
GGAAAGTCGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATAAAGCAGAG---GCACATAAC----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAACTAGAA---------AATGTCACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTAACTGGGTCACTGAT----------------------------
-------------------------------------------------------------------------
----------------------------------------ACCACCAATACCACAGGAATGGCA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAAGTACAGGCACTT---TTTTATAAACTTGATGTGGTAAAAATAAATGATAAT-------
-------------------------------------------------------------------------
----------------



GATAGTGATAACACCAGCTATAGACTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGATGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAC---GAAAAGAAGTTCAAT------GGAACAGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTACCA---------ATTAATTGCATAAGGCCCTATAACAATACAAGACAA-----
-AGTACACGTATA------------GGACCAGGGCAAGCA---CTC------TTTACAACAAAA---------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
GGATGGAATAAAACTTTACAACAGGTAGCTGAAAAATTAGGA---------------AACCTTCTTAAC----
-----------------------------------CAGACAACAATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAGATCTGTAGATGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTATACAGAGTTAGTATAC---
AGCTTACTTGAAGTATCGCAAATCCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAACTATTGAAATTGGACACATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTGTTAGCCTGTTTAATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAACTAGTGCAAAGAGCTGTTAGAGCT----------------------------
--------ATTCTTAACATA------CCTGTACGGATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KF986082 
GCT---ACA------------------------------------------
AGAGAGTGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGCGCATCAAATGCCAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCAAGAGAAATAATACTAGAA---------AATGTTACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAAATGCATGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAAATTGGACAATAATAGCACTGAATTGGAGAAT----------
-------------------------------------------------------------------------
----------------------ACTACCAATACAACCATCAATGATACTGACATAGGAATGACA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAACAAGTACATGCACTT---TTTTATAAACTTGATGTGGTACAAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTAACTATAGATTAATAAACTGCAATACCTCAGCCATTACACAA---
GCATGTCCAAAGATAACCTTTGAACCAATTCCCATACATTACTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGGACGGGTCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGCACACATGGGATCAGGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGGTCTGAAAATCTCACAAATAAT---------GCTAAAATCATAATAGTACATCTTAAT----
-----------GAATCTGTAGCA---------ATTAATTGCACAAGGCCCTACAACAACACAAGACAA-----
-GGTATACATATA------------GGACCAGGGCGAGCA---TAC------TGGACAACAAGG---------
---------ATAATAGGAAAGATA------------AGACAAGCGCATTGT---AACATTAGTGGGGAC---
GACTGGAATAAAACTTTATACCAGGTAGCAGAGAAATTAAGA---------------GACCTTTTT-------
-----------------------------------AACAAGACAATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCCGAAATCACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATCTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAAAGTCTAGAGGAGATTTGG------AAT------
AACATGACATGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAGGGTTAATATAC---
AGCTTAATTGAGGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AATAATGAAAAAGAACTATTGGAATGGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTG---------AAAAGAGTTAGGCAGGGATATTCACCT------



CTGTCATTCGCTATTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAGCTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCCAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>EU853078 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGAACCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCGACCCACAAGAAATAGAACTAAAA---------AATGTCACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAAATGCATGAGGATGTA---
ATCAGTTTATGGGAGCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCCCTCTGTGTCACTTTAAACTGCACTGACTGGACAGGTACAAACCCTAATACCACTGAGATCACTAAT-
-------------------------------------------------------------------------
----------------TCCACCATAAACATAAACCCTAACATCACTAAAGAAATGGGAGTGAAA---
GAATGCTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGAAGAAAGTAACGGCACTT---TTTTATAAATTTGATGTGGTACAAATGAATAATGAT-------
-------------------------------------------------------------------------
----------------
ACTGGGAATTATACCAACTATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCGTGTCCAAAGATAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGGACGGGTCCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGCCTAGCAGAAGGAGGA---------
GAGATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCAAAGATTATAATAGTACAGCTTAAG-
--------------GAGCCTGTAAAC---------ATTACTTGCACAAGGCCCTTCAACAATACAAGACAA--
----GGTGTACATATA------------GGACCAGGGAGTGCA---TAC------TTTACAGAAAAA------
------------ATAGTAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA-
--GACTGGAATAACACTTTACAAGAGGTAGCTAAAAAATTAGGA---------------GGCCTTTTTAAC--
-------------------------------------AACACAAAAATAGTTTTTCAA------
CCACCTGTGGGAGGGGACCCAGAAATTACA---ACACATACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAGATCTGTAAATGAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTTTAATATAC---
ACCTTAATTGAAAAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACCTATTGCAATTGGACCAATGGGCAAGTTTGTGGAATTGGTTTAAAATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTCGCTATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTAGTACAAAGAGCTGTTAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGACGCATAAGACAGGGTGCTGAAAGGGCTTTGCTA---TAA 
>EU853094 
GTT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATTTAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAACTAGAA---------AATGTCACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATGCCACTAACAATGCCACT----------------------
-------------------------------------------------------------------------
----------------------------------GACAATGACCCTGATGGCACAGGAATGAAA---
AACTGCTCTTTCAACGTAACCACAGAAGTAAAA---------------------------
GATAAGAAGAAGCAAGTACATGCACTT---TTTTATAAACTTGATGTGGTACAAATGGATGATAATAGG----
-------------------------------------------------------------------------
-------------
ACTAATACCAACTATAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAGT
GTAAC---GATAAAAAGTTCAAT------GGGACAGGTCCATGCACAAAT-----------------------



-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GAATCTGTAACA---------ATTAATTGCACGAGACCCAACAACAACACAAGGCAA-----
-AGTACACATATA------------GGACCAGGAAAAGCA---CTC------TTTACAACAAAC---------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AATATTAGTAAAGCA---
GAATGGGATAAAACTTTACAACAGGTAGGTAAAAAATTAGAA---------------GTCCTTTTTGAC----
-----------------------------------AACAAGACAGCAATATTTAGA------
CCATCCTCGGGAGGGGACCCAGAGATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAATCCTGGCTGTGGAAAACTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAATGTACCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAAACTCTAAATGAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTTTAATATAC---
AGCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGCAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTACT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGTATGATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTGTACGAATAAGACAAGGCTTGGAAAGGGCTTTACTA---TAA 
>AF484511 
GTT---GCA------------------------------------------
GAACAGTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGAGGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATAAAACTAGAA---------AATGTCACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTATTTTAGACTGCAATAATACAAATTATGTCAATGCCTCTTAT----------------
-------------------------------------------------------------------------
----------------------------GTCAATGCCACTGTCACTGAGGAAACAGAAATGAAA---
AACTGCTCGTTCAATATAACCACAAGA---------------------------------
GATAAGAAGCAGAAAGTACATGCATTT---TTTGATAGACTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAATAAAAGTTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGGACGGGTCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCCGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GAGTCTGTACCA---------ATTACTTGCATAAGGCCCAACAACAATACAAGACAA-----
-AGTACACATCTA------------GGACCAGGGCGAGCA---TTA------TTTACAACAAAC---------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAGAA---
AAATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAAGG---------------GGCCTTTTTAAT----
--------------------------------GGATCAACAACAATGATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAGTTGAA---CACCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTTCTGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAGATTTGG------AAT------
AACATGACCTGGATGGAATGG---GAAAAAGAAATTGAGAATTACACAGGGCTAATATAC---
AGCTTAATTGAGGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGCAACTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGTTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATATTCACCT------
CTATCATTTGCTATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAATTGTTAGAGCT----------------------------
--------ATTCTTAACGTA------CCCAGAAGAATAAGACAGGGCTTAGAAAGGTTGTTACTA---TAA 



>AF484514 
GTT---GCA------------------------------------------GAAAAG---
TGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAATCCACAAGAAATAGCACTGGAA---------AATGTCACTGAGAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
AAAAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACGTTAAACTGCACTGATGCTCAAGGGGAA----------------------------
-------------------------------------------------------------------------
-------------------------------------------CTGATGAAGGAAGACATGAAA---
AACTGCTCTTTCAATACAACCACAGTATTAAGA---------------------------
GATAAGCAGCAGAAAGCATATGCACTT---TTTTATAGACTTGATTTGGTACAACTAAATAATACCAAT----
-------------------------------------------------------------------------
-------------
GATAATACCAATTATACCAGTTATATATTAATAAATTGCAATACTTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGCAGTTCAAT------GGAACAGGCCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAAAC------------
ATAATAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACAATAATAGTACAGTTTACG----
-----------GAGGGTGCACAA---------ATTAATTGTACAAGGCCCTCCAACAATACAAGACAG-----
-AGCATACATATA------------GGACCAGGGCAAGCA---CTC------TTTGCAAACAAG---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAATGGAACA---
CAATGGAACAAAACTTTACAACAGGTAGCTAAAAAATTAGGA---------------GACCTTTTT-------
-----------------------------------AACCAGACAATAATTTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTATAGATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTGCCAATTACACAGATTTAATATAC---
ACATTAATTGAGGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGGTCATAGAACTAGTACAAAGAGCTTTTAGAGGT----------------------------
--------ATTCTTAACATA------CCCAGGAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>AF484483 
GTT---ACA------------------------------------------
GGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAACAGCC---
ACTACTCTATTTTGTGCGTCAGATGCTAAAGCATATGTAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAGCTAGAA---------AATGTCACAGAGAACTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGAAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGTACTGAATGGAGAAATGGCACTACCATT-------------------
-------------------------------------------------------------------------
-------------------------------GCCCTAAATGACACTGATCACGTAGAAATGCAA---
AACTGCTCTTTCAATATATCCACAGAAGTAGGA---------------------------
GGTAAAAGGCAGCAAGCACAGGCACTT---TTTTATAAACTTGATGTGGTAAAAATAGGTGAT----------
-------------------------------------------------------------------------
----------------------
ACTAATACTAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAAAAATTCAAT------GGGACGGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATGATAATTAGATCTGAAAATCTCACAGATAAT---------GCTAAAATCATAATAGTACAGCTTAAT----



-----------GAGTCTGTAACA---------ATTAATTGCACGAGGCCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCGAGCA---ATC------TATACCACA---GAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAGAGCA---
GGATGGAATAAAACTTTACAACAGGTAGCTAACAAATTAGGA---------------AACCTTTTTAAC----
-----------------------------------CAGACAAAAATAGTTTTTAGA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------AAT------
AAAACGACCTGGATGGAATGG---GAAAGAGAGATTGACAATTACACAGATGTAATATAT---
AGGTTAATTGAAGAATCGCAACTCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTCTTTGCT---
GTACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTATTAGCTTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAATTGTTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>AF484515 
GCA---GAA---------------------------------------------
CAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTGCCAACAGAC---
CCCAACCCACGAGAAATAAAACTAGAA---------AATGTCACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGAATGGAAAGATGCAAAGGCCACTAAT----------------
-------------------------------------------------------------------------
-------------------------------GATACAGGAGTGCAAAATGATACAGGAGTGCAA---
AACTGCTCTTTCAAGGTAACCACAGAACTAAAA---------------------------
GATAAGAAGACGCAAGTGCATGCACTT---TTTTATAGGCTTGATGTAGTACAAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGATTAATAAATTGTAATACCTCAGCCATCACACAG---
GCGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGGACGGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTACAGTTTCAT----
-----------GAGTCTGTGTCA---------ATTAATTGCACAAGGCCCTACAACAATACAAGACAA-----
-GGTACACATATA------------GGACCAGGGCGAACA---CTC------TTCACAACAAGG---------
---------ATAATAGGAAATATA------------AGAAAGGCATATTGT---AACATTAGTGAAGAA---
CAATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGA---------------AACCTTCTGAAT----
-----------------------------------AAAACAGCAATAAATTTTAGA------
CCATCCTCGGGAGGGGACTTAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAACTACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTGTAGAGGAGATTTGG------GAT------
AACATGACCTGGAGGGATTGG---GAGAGAGAAATTGACAATTACACAGGTTTAATATAC---
AGCTTAATTGAAAGGTCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TATGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCGTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGCTTGATACTACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGTTATTAGAGCT----------------------------
--------GTTCTCAACGTA------CCCACACGAATAAGACAGGGCTTAGAAAGAGCTTTACTA---TAA 
>EF575388 
ATT---ACA---GGA------------------------------------
CAGCAGATGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---



ACTACTCTATTTTGTGCATCAGATGCTAAATCATATAAAGAAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAATTAAATTTAGAA---------AATGTCACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAGAATGCATTGAATATCAGGGGACTAACAATACC-------------------
-------------------------------------------------------------------------
-------------------------------AATAACAATATCACTGATCAGGTAGAAATGAAG---
AACTGCTCTTTCAATATAACCACAGAGATAAGA---------------------------
GATAGGAAGCAGAAAGTAAATGCACTT---TTTTATAAACTTGATGTAGTACAATTAAATAGT----------
-------------------------------------------------------------------------
-------------------
AGTAGTAATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCGTGTCCAAAAATAACCTTTGAGCCAATTCCCATCCATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGGACGGGTCTATGCAAAAAC-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAGAATATCACAAATAAT---------GCTAAAGTCATAATAGTGCAGTTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGCACAAGGCCCTACAACAATACAAGACAA-----
-AGTACACACATA------------GGACCAGGGCAAGCA---CTC------TTTACAACAAAA---------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---GATATTAATGGAACA---
GCATGGAATAAAACTTTGCAACAGGTAGCAAAAAAATTAGGA---------------GACCTTTTTAAC----
-----------------------------------AAGACAGCCATAGAGTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAAATTTGG------CAA------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGATTAATATAC---
ACCTTAATTGAAGAATCACAAACCCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGGAGTTAGACAAATGGGCAAGTTTGTGGAATTGGTTTAAAATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTGTCGACTTGTATAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTAGTACAAAGAGCAGGTAGAGCT----------------------------
--------ATTCTTCATATA------CCCAGACGAGTAAGACAGGGCCTGGAAAGAACTTTGCTA---TAA 
>EF575400 
GTG---ACA------------------------------------------
GGACAAGGATGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGTTATAAAGCAGAG---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATAATACTAGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTGGAAAAATACTACTATGGAT-------------------
-------------------------------------------------------------------------
----------------------------------TTCAATGAAACTGAAAAAATAGGAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAGTGAGA---------------------------
GATAAGAAGAAGCAAGTACATGCCCTT---
TTTTATAAACTTGATGTGGTACAAATGGATGATGGGAATAGTAGC----------------------------
--------------------------------------
AATATTACCAATACTACTAATAAGAGTAACTATACTAACTATAGATTAATAAATTGTAATACCTCAGCCATTA
CACAA---
GCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAAT
GTAAT---AATAAGACGTTCAAT------GGAACGGGCCCATGCAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGATAAT---------GCTAAAACTATAATAGTACACCTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGCACAAGGCCCTACAGCAATACAAGAAAA---
GGTGTACACGTGGGACAC------GTGGGACCAGGGCGAGCA---TTC------TGGACACAAAAC-------



-----------ATAGTAGGAAATATA------------AGACATGCACATTGC---AATATTAGTAGAACA--
-AAATGGAATAACACTTTACAGCAGGTAGCTAAAAAATTAAGA---------------AACCTTCTTAAC---
------------------------------------ATACCAACAATAATTTTTAAT------
TCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGGATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGAATGTGGG
GTTGCTATGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGACTATATTTGG------AAC------
AACATGACCTGGATGGCGTGG---GAAAAAGAAATTGACAATTACACAGGTTTAATATAC---
ACTTTACTTGAAGAATCGCAAGTCCAGCAAGAA----------------------------------------
-----------------------------
GAGAATGAAAAGGAATTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATCATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCCTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGTTTAATGCCACAGCGATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTTAACATA------CCCAGAAGAATAAGACGGGGCGCGGAAAGGGCTTTAGTA---TAA 
>EF575417 
GTC---ACT------------------------------------------
GGAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAG---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATACCACTAGAA---------AATGTTACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTC---AAACCATGTGTAAAATTC---
ACCCCATTCTGTGTCACTTTAAACTGTAGCGCTGTAAGAAACTGCAATGCCACTACTACTAATGCCACCAAC-
-------------------------------------------------------------------------
----------------CAGGACACAGGCTGCATTAATGCCACTAATGAGGACATAGGAATGAAA---
AACTGCTCTTTCAATGTAACCACAGAAATAATA---------------------------
GATAAGAAGAAGCAAGTACATGCGCTT---TTTTATAAAGTTGATGTAGTACAAATAAATGGTAAG-------
-------------------------------------------------------------------------
----------------
GGTAGTAATAATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGCCCTAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCAATTCTAAAAT
GTAAC---GATACGAAGTTCAAT------GGGACGGGTCCGTGCAACAAA-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAATAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAAAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCAAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGCTCAAGGCCCTATAAAAATATAAGACAA-----
-GGTATATATACA------------GGACCAGGGCGAGGG---CAA------GCATACTATACAACA------
AATCTACAA---GGAAGAAAGGTA------------AGACCAGCACATTGT---AACATTAGTGGAACA---
GCATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGA---------------GACCTTTTTAAC----
-----------------------------------CAGACAACAATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGG
GGTGCTATGGAAAACAGATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAGTCCCTAAATTATATTTGG------GGT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGGATCATATAC---
GACTTAATTGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTACCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTGTTAGCTTGTTTAATACCACAGCAATAGCAGTAGCTGAG---
ACAACAGATAGGGTTATAGACATAGGACAAAGAACCATTAGAGCT----------------------------
--------GTACTTAACATA------CCCAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>EF575447 
GCA---GCA------------------------------------------
GAAAACTTGTGGGTTACTGTCTACTATGGGGTACCCGTGTGG---AAAGATGCAAAG---
ACCACCTTATTCTGTGCATCAGATGCTAAATCATATAAAACAGAG---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---



CCTAACCCACGAGAAATAGAACTGGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATACTGATAATAGGAATTCTAATAGCACTGTT----------
-------------------------------------------------------------------------
-------------------------GAGACAGGAGAAATGAAAATGGAGACAGGAGAAATGAAA---
AACTGCTCTTTTAATATAACCACAGTAGTAATA---------------------------
GATAAGAAGAAGCAAGTACATGCACTT---TTTTATAGACTTGATGTGGTACCAATAAATGATAATGAT----
-------------------------------------------------------------------------
----------
AGTACTAATACCAATTATAGCAGTTATAGATTAATAAATTGCAATACCACAGCCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAA---GATAAGAAATTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GAGACTGTAGAA---------ATTAATTGTACAAGACCATACACATATACAAGACAA-----
-AGGACACCTATA------------GGATTAGGGCAAGCA---CTC------TATACAACAAGAAAC------
---ATAGGA---GTCGGAGTCAAA------------GGAAGACCACATTGT---ACTATTAGTGAAGCA---
AAATGGAATAAAACTTTACAACAGGTAGCAAGAAAATTAGGA---------------AACCTTTTTAAC----
-----------------------------------AAGACAACAGTGATTTTTAAA------
CCATCCTCAGGAGGAGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTATAGCTGAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTCTAATATAC---
AGATTGATTGAGGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTATTAGCTTGTTTAATGCTACAGCAATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTTAATATA------CCCAGAAGAATAAGACAGGGCTTGGAAAGGGCGTTACTA---TAA 
>U36886 
ACT---GCA------------------------------------------
GAGAAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAAAACAGAG---GCACATGAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATAGAACTGGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTTTGTGTCACTTTAAACTGCACTGATGCAAGCTGGAATGAGACTAAAAGCGGGAATGATACA----
-------------------------------------------------------------------------
----------------AGCAGGAATGAGACTAGCGATATAAGGATGGAGAAAGGAGAAATGAAA---
AACTGCTCGTTCAATATAACCACAGTAGTAAGA---------------------------
GATAAGCAGAAGCAAGTACATGCGCTT---TTTTATAGACTTGATGTGGTACAAATGAATAACGATAAT----
-------------------------------------------------------------------------
----------
AGTACTACTGCCAATTATAGTAGTTATAGATTAATAAATTGCAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGCACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAGTTGCTGTTGAATGGCAGTCTTGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTATACAA---------ATTAATTGTACAAGGCCCTACCACAATACAAGACAA-----
-AGGACACATATA------------GGAACAGGGCAAGCA---CCC------TATACAACGAGG---------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGAAGCA---
GGATGGAATAAAACTTTACAACAGGTAGCAAAAAAATTAGGA---------------CACCTTCTTAAC----
-----------------------------------AAGACAACAATAATTTTTAAA------



CCATCCTCAGGAGGAGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGG
GTTGCTCTGGAAGGCACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGATATTTGG------AAG------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGACAATTACACAGGTGTAATATAC---
AGATTAATTGAGGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGCCGTTTGCTATTAGTTTGTTTAATGCTACAGCAATAACAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGGCCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGTAACATA------CCCAGACGAATAAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>AY795907 
GCA---GCA------------------------------------------
GATAAGTTGTGGGTCACAGTGTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
GCCACTCTATTTTGTGCATCAGATGCTAAATCAGTTAAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTTCA---CATGCCTGTGTACCCACGGAC---
CCCAATCCCCAAGAAATAGAGCTGAAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCGCTCTGTGTCACTTTAAGCTGTACTGATATTAAGAATGTTACAGTA----------------------
-------------------------------------------------------------------------
----------------------------------GACAACAACAGCACAAGAGAAGAGATGAAA---
AACTGCTCTTTCAATGTAACCACAGTAGTAAGG---------------------------
GATAAGCAAAAGCAAGAATATGCGTTG---TTTTATAAACTTGATATAGTAGCAATGGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACTTATAGATTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGGAATTCTAAAAT
GTAAT---GAAAAGAATTACACA------GGAAAAGGCCCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCAACT---
CAATTTCTGTTGAATGGCAGTCTGGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAGACAAT---------ATTAAAACCATAATAGTGCAGCTAAAT----
-----------GAAACTATAAAC---------ATTACTTGTATAAGGCCCAACAACAATACAAGACAA-----
-GGTATACATATA------------GCACCAGGGCAGGCA---CTC------TATACAACAAAT---------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTGGAACA---
CAATGGAATAACACTCTACAAAAGATAGCTAAAAAATTAGGA---------------AAACTTTATAAC----
-----------------------------------AAAACAACAATAGTTTTTAAA------
CCATCCTCAGGAGGAGACCCAGAAATTACA---ACACACAGTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAACAATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAGTGTACCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGCTATTTGG------CAG------
AACATGACATGGATGGAATGG---GAAAAAGAAATTGATAATTACACAGGTTTAATATAC---
GCCTTACTTGAAGAATCACAAATCCAGCAAGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAAGTCAATGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAAGCTTAATAGGTCTAAGAATAGTTTTTGCT---
GTGCTTTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTAGCTATTAGCTTGTTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATAGTACAAAGGGCTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCCAGAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>AY773339 
GCT---GCA------------------------------------------
AGAAATTTGTGGGTCACAGTTTATTATGGGGGTGCCTGTATT-------------------
GGACTCTCTTTTTGTGATCAGATGTA---CTCTATTCAACAGAG---GCCCATAAT-----------------
-------------ATTTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAGCCCACAAGAAATATAACTGGAA---------AATGTGGCCGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGGAGACCAGATGCATGAGGATAGA---
ATCAGTTTATGGGATCAAAGCCCTA--AAGCCATGTGTAAAATTA---



ACCCCACTCTGTGTCACTTTAAACTGCAGTAATAATATTACCACCTTAAACAGCACTGGGAATGCCACCTTAA
ACAGC--------------------------------------------------------------------
-------------------------ACTAGGAACGCCACTGTGGAGTCAGAACTGGAGATGAAA---
AACTGCTCTTTCAATATAACTACAGTAGTAAGA---------------------------
GATAAGAAAATGCAAGTACATGCGCTT---TTTTATAGACCTGATATAGTATCAATAAACAAT----------
-------------------------------------------------------------------------
----------------------
GATAACACCAGTTATAGGTTAATAAATTGTAATACCTCATCCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGCCTATGCACAAAT-----------------------
-ATCAGC---ACAGAACAATGTACACATGGAATTAAGCCAGTGGTGACAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAAACATAATAGTACAGTTTAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGGCCCTACAGATATATAAGACAA-----
-AAAACGTCAATA------------GGACAAGGGCAAACA---TTA------CATACAAGCAAGAGG------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAGA---
AAATGGCATAAAACTTTACAACAGGTAGCTACAAAATTAAGA---------------AACCTTCTTAAT----
-----------------------------------AAAACAACAATAATTTTTCGA------
CCACCCCCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTATACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACGGCTCCTAGACTTGTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCAAGATGCGATTTGCAT---------------
ACCATGACCTGGATG---CGG---GGAAAGAAAATTCACAATTACACGGACTATTATACA---
GCTTATTGCAGT---TCGCAAATTCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGACAAGGAATTATTGGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTACAATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTATGTATAGTTTTTTCT---
GTGCTTTCTGTACTA---------CATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAACTTGCTTGATACAATATCAATACTTACAGCTGCG---
GGGACAGATACGGTTACAGAAGTACTACAAAGAGCTTGCAGAGCT----------------------------
-------------AACCGTA------CCCACAAGAATACGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>GU329179 
GCT---GCA------------------------------------------
TCAAATTTGTGGGTCACAGTTTATTATGGGGTGCCGGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATAAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGAACTGAAA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCTTG---ACACCATGTGTAAAATTA---
ACCCCACTTTGTGTCACTTTAAACTGCACTGACGTGCCTTTCAATGGGACATACAATAGCACTGGAGGGGGA-
-------------------------------------------------------------------------
-------------GGTAATAGCACTCTCAATAGCACTCTCAAACAAGAAGAAATGAAAATGAAA---
AACTGTTCTTTCAATATAACTACAGTAGTAAGG---------------------------
GATAAGAGGAAGAAAGTATATGCAACT---TTTGATAGCTCTGATATAGTACACACAGGTAAT----------
-------------------------------------------------------------------------
----------------------
AATGATAGTAGTTATAGGTTAATACATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTGTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GAGAAGAATTTCAAT------GGAACAGGCCCGTGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACC---
CAACTGCTGCTGAATGGCAGTTTAGCAGAAGGAGAG------------
GTCATAGTTAGATCTGAGAATCTCACAGACAAC---------GCTAAAACCATAATAGTACAATTGAAT----
-----------AAATCTGTAACC---------ATTACTTGTATAAGGCCCTACAACAATACAAGACAA-----
-AGTACACATATA------------GGACCAGGGCAAGCA---TTC------TTTACAAGAGGGGAG------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGT---------
AACTGGACTGACACTTTACAACAGGTAGTTACAAAATTAGGA---------------AACCTTTTTAAC----
--------------------------------AAAACAACGATAATAATGTTTAAA------
AATTCCTCAGGAGGGGACCCAGAAATTACA---TTACATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGT-----------------



----------------------------AATAAAACTCTAGACTATATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATAGACAATTACACAGAATTAATATAC---
AGCTTAATTGAAGACTCGCATATCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTGTTAGCATTGGACAAGTGGGCAAATTTATGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTGGCTATTAGCTTGCTTGATACCATTGCAATAGCAGTAGCTGGG---
GGGACAGATAGGATCATAGAAGTAGCACAAAGAGTGGGCAGAGCT----------------------------
--------ATTCTTAATATA------CCCAGAAGAATAAGACAGGGCTTTGAAAGGAGCTTGCTA---TAA 
>JF680926 
GTG---GCA------------------------------------------
GATCAAATGTGGGTCGCAGTATATTATGGGGTACCTGTGTGG---GAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCGACCCACAGGAAATAGTACTAGAA---------AATGTCACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAACTGC----------------------------------------------
-------------------------------------------------------------------------
-------------------------------------ATTGAGAACAAGACTGCATCAATA------
AACTGCACTTTCAATATAACCACAGAAGTAAAA---------------------------
GATAGGAAAAAGCAAGTATGGGCACTT---TTTTATAGACTTGATATAGTACAAATGGAAAGTGATAGT----
-------------------------------------------------------------------------
-------
AGGAATAATAGTACAAATAACACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGACCACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTCAAAT
GTAAC---AGTAAGACATTCAAT------GGGACGGGTCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTTCAGTGTACACATGGGATTAAACCAGTAGTGTCAACT---
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACTAATAAT---------GCAAAAACTATAATAGTACAGCTTAAT----
-----------GAGTCAGTAATA---------ATTAATTGTACTAGGCCCAACAACAATACAAGAAAA-----
-AGTATACGCATA------------GGACCAGGGCAAGCA---TTC------TATACATCAACT---------
---------GTAATAGGAGATATA------------AGACAAGCATATTGT---AATGTTGGTAGAGCA---
GAATGGAATAGAACTTTACAACAGGTAGCTAAAAAATTATCA---------------GGACTTTTTAAC----
-----------------------------------AATCACACAATAATCTTTAAC------
TCATCCTCGGGAGGGGACCTAGAAATTGAA---ACACACAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATGTGGG
GTTGCTCTGGGAGACAAATTTGCACCACTGCTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGGACCCTAAATGAGATTTGG------AAT------
AACATGACCTGGAGGGAGTGG---GAAAGAGAAATTGAGAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATCTTTTGGCATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTGTTAGCTTACTTAACACCACAGCAATAGTAGTAGCTGAG---
GGAACAGACAGGATTATAAAAGCAATACAGATACTTATTAGAATT----------------------------
--------ATTAGAAACATA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>FJ900268 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
CCCACTTTATTTTGTGCATCAGATGCTAAAGGATATGAAAGAGAG---GCACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATATGGCTGGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCTTGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAATCTGTACGGATAAGAATGCCACAGGTAATT---------------------
-------------------------------------------------------------------------
----------------------------------ACTATAGAAGAAGAGGAAGGGACAATAAAA---



AACTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGACGAGAGTAAATGCACTT---TTTTATAAACTTGATATAGTACCACTCAATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAATGATTATAGGCTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCTTGGGAACCAATCCCCATCCATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAACATTCAGT------GGAACAGGGCCATGCACAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCGGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCTTAGCAGAAAAAGAT------------
ATAATAATAAGAAGTAAGAATATCTCAGAAAAC---------ACAAACATCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAACTGTACAAGACCCAATAACAATACAAGGAAA-----
-AGTATACATCTA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGAAAGGCATATTGT---AACATTAGTGGAACA---
CAATGGAATACCGCTCTAACACGGGTAGAAGCAAAGTTAAAG---------------AATTACTTCCCG----
-----------------------------------AATAATACAATAAAATTTGAC------
CACCACTCAGGAGGGGACCTAGAGATTACA---ATGCATATGTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------GGA------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTAGTAATTACTCAGATACAATATAT---
AGGTTAATTGAAAAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTATCATTTGCTATTAGCTTGTTAGACACCACAGCAATAATAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGGAGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGGATAAGACAAGGCTTCGAAAGGTGTTTAATA---TAA 
>AF077336 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAG---GCACATAAC----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTTCTGAAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTGACTTTAAACTGTACTAATGCCACCAATAACAGT-------------------------
-------------------------------------------------------------------------
----------------------------------------CAGGAAAAGCCAGGGGCAATGCAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCTGAAATTATCTGCGCTT---TTTTATAGGCTTGATATAGTACCAATAGGCAAT----------
-------------------------------------------------------------------------
-------------------
AACAATAGCAGTGAATATAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAAT
GTAAT---GATAAAAGATTCAAT------GGGACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGGT------------
ATAGTAATCAGATCTCAAAATATCTCAAATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-GGTATACATTTA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCA------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAGTGGAACA---
CAATGGAATAACACTCTGGAGTATGTAAAGGCAGAATTAAAG---------------TCGCATTTCCCT----
--------------------------------AATAATACAGCAATAAAATTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAAGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAGATTAGCAATTACTCAAACATAATATAC---
AAATTGATTGAAGAGTCACAAAACCAGCAGGAA----------------------------------------



-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATCAGCCTGTTTAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGTTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTG---TAA 
>DQ313239 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCCAAAGGATATGAGAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTTCTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTGATTTCAATGGCAATACCACTGATCAA----------------
-------------------------------------------------------------------------
----------------------------AACAGCACCCTGAAGGAAGAGTCAGGAGCAATACAA---
GACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGGAGCTGCAAGTACATGCACTT---TTTTATAGACTTGATATAGTGCCAATCAGCGGTAGCAAT----
-------------------------------------------------------------------------
-------------
GATAGTAGTGGCAATGGGAAATATAGGCTAATAAATTGTAATACCTCAACCATTAGACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGCCAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGCATTAAGCCAGTGGTATCAACT---
CAGTTGCTGTTAAATGGCAGCCTAGCAGAAGAAAGT------------
ATAATAATAAGATCTCAAAATATCTCAGATAAT---------ACAAAAACTATAATAGTACACCTTAAT----
-----------GAATCTATACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGGGATATA------------AGAAAGGCACATTGT---AACATTAGTAGAGGA---
CAATGGAGGAAAACTCTAAAACAAGTAGAAGCAGAGTTAAAG---------------CCTCATTTTAAT----
-----------------------------------AATAATACAATAGAATTTAAA---
CCACCACCCCCAGGAGGAGATCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTCAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTAGCAATTACTCAGATGAAATATAC---
AGGTTAATTGAACTATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGACATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
GTGTCATTAGCTATTAGCTTGTTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH746241 
GCT---ACA------------------------------------------
GATAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATTTCTGATA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATAAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTACACTGTATTGATGCTAATGCCACTAATGCCACCACCACTAATAACACCAATA
ATAACCCCAAT--------------------------------------------------------------
----------AACACCACAGATAAACCCAAGGACACCCTGAAGGAAGATCTAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGTAGTAACG---------------------------
GATAAGAAGCTGAAAGTACATGCACTT---TTTTATAAACTCGATATAGTATCAATCAACAAC----------
-------------------------------------------------------------------------



-------------------------
AATAGTGAATATAGGTTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAT---GATAAAACATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTCAGC---TCAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGTAGCTTAGCAGAAGAAGAT------------
ATAATAATCAGATTTCAAAATATTTCAGATAAT---------GCAAAGACCATAATAGTACACCTTAAT----
-----------GAATCTGTGCAG---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-GGAATACGTATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAAGGCACATTGT---AATGTTAGTGGTGCA---
CAATGGAATAGAACTTTAGAACGGGTAAGAGCAAAGTTAAAG---------------ACTCATTTCAAT----
-----------------------------------AATAAAACAATAAAATTTAAA------
GCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGGTTTGGG
GCTGCTCTGGAAAACTCATCTGTCCCACTAATGTGCCATGGAACCTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGACGATTTGG------GAC------
AATATGACCTGGATGGAGTGG---GAAAAAGAGATTAGCAAGTACTCAGACACAATATAC---
ACGTTAATTGAACAATCGCAGTACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGACAAGTGGACAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTAGCTATTAACTTGCTTGATACTGTAGCAGTAATAGTAGCTGAG---
GGAACAGATAGAATTCTAGAAGCTTTGCAAAGGGCAGGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG365763 
GCT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTATGGCTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAATAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTCAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAGTGTCAATGTCACTAATGTCAATGTCACT-------------
-------------------------------------------------------------------------
-------------------------CAAAACAGCACCCTGAAGGAAGAGCCAGATGCAATACAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAACAGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTGCCAATCAACGGT----------
-------------------------------------------------------------------------
----------
ACAGGTAATCAAAATGAAAGCGAGTACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAGTTTCAAT------GGGACGGGGCCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCCACT---
CAGTTGTTGTTAAATGGTAGCTTAGCAGAAGGAGAT------------
ATAATAATCAGATCTCAAAATATCTCAAACAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAACTTTA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATGTTAGTGGATCA---
CAATGGAATAAAACGATAGGACAGGTAAGGGCAAAGTTAAAA---------------TCTTATTTCCAT----
-----------------------------------AATGCAACAATAAAATTTAAC------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAACAATTATTCAAATGACATATAC---
AAGTTACTTGAAGAGTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTACTGGCATTGGACAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---



GTGCTTGCTGTAGTA---------AGAAGAGTTAGGAAGGGATACTCACCT------
TTATCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTTAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTCTGCAG---TAA 
>FJ771009 
GCT---GAT---------------------------------------------
AAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCT---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAATCCACAAGAAGTAGTTCTGGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATGACATGGCAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCATCAATAGCACTAATGCCAAGACCACCAATAGC----
-------------------------------------------------------------------------
-------------------ACTAAAAACAACAACACCCTGGAGGAGGACAAAGAGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAATA---------------------------
GATAAGCAGCAGAAAGTACAGGCACTT---TTTTATAGACTTGATATAGTACCAATCAGCAATAGCAAT----
-------------------------------------------------------------------------
----------
AATAGCAATAGCACTGATACATATTATAGGCTAATAAATTGCAATGTGTCAACCATAACGCAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATGTAAGGTTCAAT------GGGACAGGGCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAAGCTGTACAG---------ATTAATTGTACAAGACCTAACAACAATACAAGGAAA-----
-AGTATACCTTTA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATGTTAGTGGAGAA---
CAATGGAATAAAACGTTGAACCAGGTAAAAGCAAAGTTAAAT---------------TCTCATTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGAC------
TCTTCCTCAGGAGGGGACCTAGAAGTCACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGATAGAGAGATACCTACAGGATCAACGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACTCTAGCTGGTATAACTCT---
AGCAGGTAT---------------------------AATAGATCTCTGGACTTTATTTGG------AAA----
--AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGACAATCATACAGAATACATATAC---
AGGTTAATTGAAAAATCGCAGAATCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTGTTAGCATTGGACAAATGGGCAAGTCTGTGGGATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAGACTATTTGTAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCATTAGCTATTAGCTTGCTTAATACAACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTCTAGAAGTTTTGCAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCCAGAAGGATAAGACAAGGCTTGGAAAGGTTTTTGCT------- 
>HQ236573 
GCT---GAA---------------------------------------------
AAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACTACTCTATTCTGTGCATCATATGCTAAAGCATATGACAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAT---
CCCAATCCACAAGAAATGGCCCTGCCT---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGG-AAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAATGTGTAATGCTACCCATACCCCCAATACCACTATCACCAATACCACTGCC-
-------------------------------------------------------------------------
-------------ACCAATAATACTCAAAACAAGGACCTGGAGGAAGAGCCAGGGGCAATACAA---
AACTGTACTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCGGGAAGTACATGCACTT---TTTTATAGACTTGATATAGTACCAATCAGCAATATAAAT----
-------------------------------------------------------------------------
-------------
AATAACAGCAATACAGGTGAATACAGGCTAATAAATTGTAATACCTCGACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT



GTAAT---GATACAAGGTTCAAT------GGGACAGGGCCATGCAATAAG-----------------------
-GTTAGC---ATAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTATCAAAAGAAGGT------------
ATAATAATCAGCTCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACATCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCTAACAACAATACAAGAACG-----
-AGTGTACAGTTA------------GGACCAGGACAAGCA---TGG------TATGCAACAGGAGAC------
---------ATAATAGGAGATATC------------AGAAGGGCACACTGT---AATGTTAGTGGAACA---
CAATGGAATAAAACATTAGAATGGGTAAGGGCAGAATTAAAA---------------TCTCATTTT-------
-----------------------------------AATGCAACAATAAAATATAAC------
TCATCCTCAGGAGGGGACCTAGAAGTTAGA---ATGCATATTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCATGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAAATCTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGTAATTACTCAGATGAAATATAC---
AGGCTACTTGGAGAGTCGCAGAAACAGCAGGAA----------------------------------------
-----------------------------
ATTAATGAAAAGGAATTATTGGAATTAGACAAATGGGCAAGTCTGTGGAATTGGTTCGATATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTGATACCATAGCAATAGTAGTAGCTGGG---
TGGACAGATAGAGTTATAGAAGTTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ771010 
GCT---AAA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGTTCTGAAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATTACAATAATACTGATTACAATAATAGCACTAAA-------
-------------------------------------------------------------------------
----------------------AACAATAATGACTCCCTGAAAGAAGATGTAGGGGCAATAAAA---
AATTGTTCTTTCAAAATAACCACAGAAGTAAGA---------------------------
GATAAGACTAGAGAAGCAGCGGCACTT---TTTTATAATCCTGATATAGTACCACTCAACAAGAGT-------
-------------------------------------------------------------------------
-------------
GAGAATAGTAGCTATAGAACATACAGGCTAATACATTGTAATACCTCTACCCTTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCCATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATACTAAAAT
GTAAT---GATAAACAGTTCAAT------GGAACAGGATCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCCACT---
CAATTGTTGTTAAATGGCAGCCTAGCAAAACAAGAT------------
ATAATAATCAGATGTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATATATTTA------------GGACCAGGGCATGCA---TTT------CATGCAACAGAAAAT------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACGTTAGTGGAGAA---
CAATGGAATAAAACAGTACAACGGGTAAGGGAAAAGTTAAAG---------------TCTTATTTCCCT----
-----------------------------------AATAAAACAATAGTGTTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGTTCCTAGGGCTCTGGG
GTTGCTCTGGAAAACGCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGACAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACTCAGGTGAAATATAC---
AGGTTAATTGCAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCATTGGACAAATGGACAAACCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTCTTTGCT---
GTGATTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCCTGTTTAATACCACAGCAGTAGTAGTAGCTGAG---



GGGACAGATAGAATTCTAGAAGCCTTACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTAAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427868 
GCT---ACA------------------------------------------
GAAAACTTGTGGGTCACCGTATATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
ACTACTCTATTCTGTGCCTCCGATGCTAAATCATATGAAAAAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTATATATGCAA---------AATGTAACCGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGCCGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGCTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCACTAATGCCAGTAATAGTACTAATGCC----------
-------------------------------------------------------------------------
-------------AATAGCACTGCTAAAAATGACACTCTAAAGGAAGAGCCATGGGCAATACAA---
AACTGTTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAAAGTACATGCACTT---
TTTTATAGACTTGATATAGTACCAATCAGTAATGAAAATACAACA----------------------------
-----------------------------------------------------------------------
ACAACATACAGGTTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATTCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACGGGGCCATGCAAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAAGT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAATCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAATTA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---ATTGTTGATAGATCA---
CAATGGAATAAAACGGTAGAAAAGGTACAGGCAGAGTTAAAG---------------ACTCTTTTCCCT----
-----------------------------------AATAAAACAATAAAGTTTAAC------
TCATCCTCAGGAGGAGACCTAGAGGTTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
-------------------------AATAAAACTCAGGAAGAAATATGGAAG------AGT------
AACATGACCTGGATAGAGTGG---GAAAGAGAGATTGCCAATTACTCAAATGAAATATAC---
AGGTTAATTGAAAAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTCTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGTCTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGGGTTATAAAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTACAA---TAA 
>MG365766 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAGGGAG---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCTTGTGTACCTACAGAT---
CCCAATCCACAAGAAATAAATCTGGTA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGCTA---
ACCCCACTCTGTGTTACTTTACACTGTACTAATGCCACTGGCACTAATGCCACCACACTCAAAGCAACA----
-------------------------------------------------------------------------
-------------------------------------------------------------------------
---TTCAATATGACCACAGAAGTAAGA---------------------------
GACAAACAGATGAAAGAACATGCACTT---TTTTACAAACTTGGTATAGTACCAATCATAACAGTAAT-----
-------------------------------------------------------------------------
----------------------
GCCAGTAGCAGCTATAGGCTAATACATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTGTCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGT
GTAAG---GATACAAAGTTCAAT------GGGACAGGGCCATGCAGTAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---



CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGTGAA------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAAATATAATAGTACACCTTAAT----
-----------AGTTCTATACAG---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAG-----
-AGTCTGTTTTTA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACGTTAGTGGAGCA---
CAATGGAATAAAACGTTAGAACAGGTAAGGGCAAAGTTAGAA---------------TCTTATTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCTGCAGGAGGAGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAACTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCGCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGCGATTTGG------GAG------
AACATGACCTGGATGGAATGG---GAAAAAGAGATTAGCAGGTACTCAGGAGAAATATAT---
CAATTAATCACAGATTCGCAAATCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCATTAGATAAATGGGCAAGCCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTA---------AATAGAGGTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTAACACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGTTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>MG365762 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTGCCCACAGAT---
CCCAATCCACAAGAAGTAAATCTGGTT---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTGATTTCAATACCACCACCAATGACGATCAG-------------
-------------------------------------------------------------------------
----------------------------GATAGCGCCTTGAGGGAAGAGCTAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGCTGAAAGTACGGGCACTT---TTTTATAAACTTGATATAGTACCAATTGGTAAT----------
-------------------------------------------------------------------------
-------------
AACAGTAATAGCAGTACCGAATACAGGCTAATACATTGTAATACTTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTACGCGATTCTAAAAT
GTAAT---GAGAAAAATTTCAAT------GGGACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAT------------
ATAATAATCAGATCTCAAAATCTCTCAGATAAT---------GTAAAAACCATAATAGTACACCTTAAT----
-----------CAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAGTTA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATC------------AGAAAGGCACATTGT---AACGTTAGTAGATCA---
CAATGGAATAAAACATTAGACCAGATAAAGACAAAGTTAGGG---------------TCTCATTTTAAG----
-----------------------------------AATAAAACAATAATATTTAGC------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCACAGCGAGATATGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAGGAGATTAGCAATTACTCACAAGAAATATAC---
AGGTTAATTGAAGAGTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTGATACTACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX181918 



GCT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTATGGCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAATAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTACATTGTACTAATTTCAATGCCAATGGCACTCAAAACAGCACC----------
-------------------------------------------------------------------------
-------------------CTCACTCAAAACAGCACCCTGAAGGAAGAGCCAGATGCAATACAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAACAGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTGCCAATCAACGGT----------
-------------------------------------------------------------------------
----------
ACAGGTAATCAAAATGAAAGCGAGTACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAGTTTCAAT------GGGACGGGGCCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCCACT---
CAGTTGTTGTTAAATGGTAGCTTAGCAGAAGGAGAT------------
ATAATAATCAGATCTCAAAATATCTCAAACAAT---------GCAAAAACCATAATAGTACATCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAACTTTA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATGTTAGTGGATCA---
CAATGGAATAAAACGATAGGACTGGTAAGGACAAAGTTAGAA---------------TCTTATTTCCAT----
-----------------------------------AATACAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGCAGATTTGG------CAG------
AACATAACCTGGATGCAGTGG---GAAAAAGAGATTAACAATTATTCAAATGAGATATAC---
AAGTTACTTGAAGAGTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAAAATAGTTTTTACT---
GTGCTTTCTGTAGTA---------AGAAGAGTTAGGAAGGGATACTCACCT------
TTATCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGCTGTACAAAGAGCTGGTAGAGCA----------------------------
--------GTTCTTAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTCTGCAG---TAA 
>KX181921 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGACAGAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGTTGTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCACACAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAAATG---
ACCCCACTCTGTGTGACTTTAACTTGTACTAATGCCACTAACACAAAGGGAAATGACACCGTGAATAATACCA
CTAACACAAAT--------------------------------------------------------------
-------------------------GGAAATGACACCTTGGAGGAAGATCAAGGGACTATACAA---
AACTGCTCTTTTGAGGCAACCACAGAAATAACA---------------------------
GATAAGACACGGAAAGTACATGCACTT---TTTTATAGGCTTGATATAGTACCACTCAATAATGAAGATAAG-
-------------------------------------------------------------------------
----------
AACAGTAGTAGTAATGGTACAGCATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGACATCATGGGATCCAATTCCCATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAAT
GTAAT---AACAAAACTTTTAAT------GGGACGGGGCCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCCACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAGAACATAATAGTGCACCTTAAT----
-----------CAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----



-AGTATACGTATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAAGCACATTGT---AACGTCAGTGGAGAA---
CAATGGAATAAAACAATAGAACAGGTAAGGACAAAGTTAGGG---------------GCTCATTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGAGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATTCCTAAGAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATATGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAGAAGAAATATAC---
AGGTTAATTCAAGAGTCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGAAATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTGGCTATTAGCTTGCTTAATACTGTAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGGAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX181922 
GCA------------------------------------------------
GAAAATTTGTGGGTCCCAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGATGGATCTGGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTACAATGTAATGCC----------------------------------------
-------------------------------------------------------------------------
----------------ACTGCCACTGGAAACAGCACCCTGGAAGAAGAGCCAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAAGTATCTGCACTT---TTTTATAAGCTTGATATAGTACCAATCGGCAAT----------
-------------------------------------------------------------------------
-------
GGCAGTAATAACAATGACAGTAAAGAATATAGGCTAATAAATTGTAACACCTCAACTATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAGG---GATAAACAGTTCAAT------GGGACGGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAGATCATAATAGTACACCTTAAT----
-----------GAATCAGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGCA---TTT------TATGCAACAACAGAC------
---------ATAATAGGAGACATC------------AGACAGGCTCATTGT---AACGTTAGTGGAACA---
CAATGGAATAAAACGTTAGAACGGGTAAAGGCAAAGTTAAAG---------------CCTCATTTCAAT----
-----------------------------------AATGCAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATATGTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCGCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTGATCAGATATGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAGATTAGCAATTACTCAAATGAAATATAC---
AGGTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATGCCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTCTAGAAGCTTTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>KX181919 
GCT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGATAATGAG---GCACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCTGACCCACAAGAATTAGTTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGCCTTTAATGGCACTGCCACCAATGGCACTGGCAGCAAGGGT-
-------------------------------------------------------------------------
-------------ACCAATAACAATCAAAGCACCACCCTGCAGGAAGACCCAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAATAACA---------------------------
GATAAGCAGAAAAAAGTACATGCACTT---TTTTATAAGCTTGATATAGTGCCAATCAATGGC----------
-------------------------------------------------------------------------
-------
AATGGCAGTGGCAATGGCAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCGTGGGATCCAATTCCCATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAGTTTAAT------GGGACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGAAGCCTAGCAGAAGAGAAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAAATATAATAGTACACTTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAGCTATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGGGAA------
---------ATAATAGGAGACATC------------AGAAGGGCACATTGT---AACGTTAGTGGAACA---
CAATGGAATAAAACATTACATCAGGTAAAGGCAGAGTTAAAG---------------TCTCACTTCCCT----
-----------------------------------AATGGAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATACTTTTAACTGTAGGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTACATGGAGT-----------------
----------------------------AATAGGTCTCATGATTACATCTGG------GGA------
AATATGACATGGATGGAGTGG---GAAAAAGAGATTAGCAATTACTCAGGAGAAATATAC---
AGGTTAATTGCAGAGTCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCGTTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTGCTAGAAGTTTTGCAAAGAATTGGTAGGGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAAGTTTGCTA---TAA 
>AF005494 
GCT---GCA------------------------------------------
GAAAACTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAAAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGTTCTGGAA---------AATGTAACAGAAAGGTTTAAT----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAGATTGTAGAAACATTGCCACCAATGGCACCAATGACACTATT----------
-------------------------------------------------------------------------
----------------------GCCATCAATGACACTCTGAAGGAAGATCCAGAGGCAATACAA---
AACTGTTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAGCTGAAAGTACATGCACTT---TTTTATAAACTTGATATAGTACAAATCAACAAG----------
-------------------------------------------------------------------------
-------------------
GATGACAATAGAACATACAGACTAATAAATTGTGATGCCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGAAAAATTTCACA------GGGACAGGGTCATGCAAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCCACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAG------------
ATAGTAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGAATATCTTTA------------GGACCAGGACGAGTA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACGTTAGTGGAACA---
CAATGGAGGAACACGTTAGCAAAGGTAAAGGCAAAGTTAGGG---------------TCTTATTTCCCT----



-----------------------------------AATGCAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---AGGCATAATTTTAATTGTATGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTGAGGAGATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAAAGAGGTTAGCAATTACTCAAAAGAAATATAC---
AGGTTAATTGAAGACTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
TGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU446022 
GCT---GAA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAAGAGAA---GTACATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAGGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGAAATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTGATGTTGATACTAATCGTACCCAAAAC----------------
-------------------------------------------------------------------------
-------------------------------GACAACATGACGGAAGAACGAGGGGTACTAAAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAAA---------------------------
GATAAGAGATTGAAAGTATCTGCACTT---TTTTATAGACTTGATGTAGTACCAATCAGTAAT----------
-------------------------------------------------------------------------
----------------
AACAGTAATAGCAGTGAATATAGGCTAATAAATTGCAATACCTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTACAGT
GTAGG---GATAAACAGTTCAAT------GGGACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAAAAGAT------------
ATAATAATCAGATGTCAAAATATCTCAGATAAT---------ACAAAAACCATAATAGTGCATTTGAAT----
-----------GAATCTGTACAG---------ATTAACTGTACAAGACCCAACAACAATGTAGTGGAA-----
-AGTATACATTTA------------GGACCAGGACAAGCA---TTC------TATGCAACAAGAAGA------
---------ATAACAGGAAACATA------------AGAAAGGCATATTGT---AACATTAATGGAACA---
CAGTGGAATAACACTTTAGAACGAGTAAAGACAAAGTTAAAG---------------ACTTATTTC-------
-----------------------------------AATAAAACAATAACATTTAAC------
TCAGCCTCAGGAGGAGACCTAGAAGTTACA---ATGCATAGTTTTAATTGTAGGGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAAATTTGG------GGC------
AACATGACTTGGATGGAGTGG---GAAAAGGAGATTAGCAACTACTCAAGCACAATATAC---
AGTTTAATTGAACAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCGAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAACTACTAGCTTGCTTGACACCACAGCAGTAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTAGGAGAATAAGACAGGGCGCAGAAAGAGCGTTGCTA---TAA 
>HQ236616 
GCT---AAA------------------------------------------
GAAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCTTATGATAAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAT---
CCCAATCCACAAGAAATGTTTCTGGGA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAACAATAGCATGGTAGAACAAATGCATACAGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCCTGTGTGCGGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACAAATGCCAATACCACCAGTAGGAACAGCTCCCTGGTG-------
-------------------------------------------------------------------------
-------------------GAGGAGTCGGGGGCCACCATGGTGGAAGAGCCAGAGGCAATACAA---
AACTGTTCTTTCAACATAACCACAGAAATAAGA---------------------------
GATAAGCGGAAGCAAGTGCAGGCACTT---TTTTACAGACTTGATATAGTACCAATCAACGGT----------
-------------------------------------------------------------------------
----------------------------
ACCACATACAGGCTAATAAATTGTAACACCTCAACCCTTACACAG---
GCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAAGAAGAGTTCAAT------GGAACGGGGCTATGCACGAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAAAAGAT------------
ATAATAATCAGCTCACAAAATATCTCAGAAAAT---------ACAAGAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATATCAGAAAA-----
-AGTATACCTATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGGGAT------
---------ATAATAGGAGACATT------------AGAAAGGCATATTGT---AACACTAGTAGAATA---
CAATGGAATAAAACGTTAGAATGGGTAAAGGCAAAACTACAG---------------TCTTATTTCCAT----
-----------------------------------AATAAGACAATAGAATTTAAC------
ACACACGCAGGAGGGGACCTAGAAATTACA---ACGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGCAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAAAGGAAATATAC---
AGGTTAATTGAAAAGTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTTGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTCTAGAAGTTTTACAAAGAATTGGTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGTTTTTGCTA---TAA 
>MF381271 
GCT---AAA------------------------------------------
GATAACCTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAAT---
GCTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAACGAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAGGAAATACCTCTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCACGAGGATATA---
ATTAGTCTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAATTGTATTGAGTTCAATGGCACTTCCTCTAAT-------------------
-------------------------------------------------------------------------
----------------------------AACACTTCCCTGCGGGAAGACAAAGGGGCAATACAA---
AACTGCTCTTTCAATATGACCACAGAAGTTAAT---------------------------
GATAAGAAACAACAAGTACATGCACTG---
TTTTATAGACTTGATATAGTACCACTCAACAATGAAAATAGTAATGGTAATAAAAATAGCAGT----------
--------------------------------------------
GGTAATGGAACTAGCAATAACAGTATTAGAGAATATAGACTAATAACTTGTAATACCTCAACCATTAAACAG-
--
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATGAAAAGTTCAAT------GGGACAGGGCCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTCTCAACT---
CAATTGTTATTAAATGGCAGCCTAGCAGAAAAGGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGGACA-----
-AGTATACATTTA------------GGACCAGGACACTCA---TTC------CATACAACAAGTAAT------
---------ATAATAGGAGATATA------------AGAAAGGCACATTGT---AATGTTAGTGGAGCA---
CAATGGAATAAAACTATACAAAGGGTAAGTGCAAAGTTAAAG---------------TCTTATTTCCCT----
-----------------------------------AATGGAACAATAACATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACGCATAGTTTTAATTGTAGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACATAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AATAGATCCCATGATCAGATTTGG------GAC------
AACATGACCTGGATGGAATGG---GAAAAGGAGGTTAGACAATATTCAGACACAATATAC---
AATTTGCTTGAACAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGACTTATTGGCCTTGGACAAGTGGACAAATCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTGGCTATTAGCTTGCTTAACACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGAATCATAGAAGCTGCGCAAAGAGTAGGTAGAGCA----------------------------
--------ATTCGCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>MK177827 
GCT---AAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTRCCTGTGTGG---AAAGAACCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGACWAAAAG---GCACATAAA----------------
--------------GACTGGGCTACG---CMTGCCTGTGTACCCWCAGAC---
CCCAACCCASNAGAAATANYGTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAANTGACATGGTAGAACAAATGCATACAGATATA---
ATCAGCTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGATA---
ACCCCACTTTGTGTTACTTTAAACTGTAGTAATGCCAATGTTAGCAGCAGTGCCAAT----------------
-------------------------------------------------------------------------
-------------------------GTCAACAGCACTCTGGAAGAACAACCAGGGGCAATACAA---
AATTGTTCTTTCAATATGACCACAGAAGTACGA---------------------------
GATAAACAGCAGAAAGTATCTGCACTT---TTTTATAGACTTGATCTAGTACCACTGAATGAG----------
-------------------------------------------------------------------------
----------------------
AACAGTACAGAATATAGACTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAAGTATCTTGGGATCCCATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAAAAGTTTAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTGAAAATATCTCAAATAAT---------GCAAAAATTATAATAGTAAGCCTCAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATACATTTA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGAAGGGCACATTGT---AACATTAGTAGAACA---
CAATGGAATAAAACTTTAGCACAGGTACGTACAAAGTTAAAG---------------TCACTCCTTAAT----
-----------------------------------ATAACAAAAGTAATATTTCAG------
CCACCCGCAGGAGGGGACCTAGAAGTTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAGTGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCCCAAGATGAGATTTGG------AAC------
AACATGACTTGGATGGATTGG---GAAAGAGAGATTAGCAATTACTCACAAGAAATATAC---
AAGTTAATTGAGCAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATMGGCTTAAGGATAGTCTATGCT---
GTGCTTACTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGTTTAATTCCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAGAGAGTTCTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MF381284 
GCT---AAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGACAAAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAATGTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACAGATATA---
ATCAGCTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGATA---
ACCCCACTTTGTGTTACTTTAAACTGTAGTAATGCCAATGTTAGCAGCAGTGCCAATGTC-------------



-------------------------------------------------------------------------
----------------------------AACAGCACTCTGGAAGAACAACCAGGGGCAATACAA---
AATTGTTCTTTCAATATGACCACAGAAGTACGA---------------------------
GATAAACGGCAGAAAGTATCTGCACTT---TTTTATAGACTTGATCTAGTACCATTGAATGAG----------
-------------------------------------------------------------------------
----------------------
AACAGTACAGAATATAGACTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAAGTATCTTGGGATCCCATCCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAATAAGTTTAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
GTAGTAATCAGATCTGAAAATATCTCAAATAAT---------GCAAAAATTATAATAGTAAGCCTCAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATACATTTA------------GGACCAGGACAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGAAGGGCACATTGT---AACATTAGTAGAACA---
CAATGGAATAAAACTTTAGCACAGGTACGTACAAAGTTAAAG---------------TCACTCCTTAAT----
-----------------------------------ATAACAAAAGTAATATTTCAG------
CCACCCGCAGGAGGGGACCTAGAAGTCACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAGTGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCCCAAGATGAGATTTGG------AAC------
AACATGACTTGGATGGATTGG---GAAAGAGAGATTAGCAATTACTCACAAGAAATATAC---
AAGTTAATTGAGCAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGT
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGGATAGTCTTTGCT---
GTGCTTACTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGTTTAATTCCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAGAGAGTTCTTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>DQ979025 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTTTATTTTGTGCATCAGATGCTAAAGGATATGAAAGAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAGGAAATATGGCTAGAA---------AATGTAACAGAAACTTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATAAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTG---
ACCCCACTCTGTGTTTCTTTAAACTGTACAAATGCCAATTCCAATAGCTCCACTAAC----------------
-------------------------------------------------------------------------
-------------------------------AGCACCCTGAGGGAAGAGCCAGGAGCAATAAAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GACAAGCAGCGGAAAGTAAATGCACTA---TTTTATAGAGTTGATATAGTACCAATCAATAGTAAT-------
-------------------------------------------------------------------------
-------------
GGTACTGAGGATAGTGGTGAATATAGGCTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATCCCCATCCATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AACAAAACGTTCAAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAAATGCTGTTAAATGGCAGCTTAGCAGAAGGAGAT------------
ATAATAATCAGAACTCAGAATATCTCAGATAAT---------ACAAAAACCATAATAGTACACCTTAAT----
-----------GCATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGAAAGGCACATTGT---AACATTAGTAGAATA---
CAATGGAATACCACTCTAGAACAGGTAAAGAAAAAGTTAGGG---------------TCCTATTTCCCT----
-----------------------------------AATAAAACAATAGCATTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGGAGGAGATTTGG------GGA------



AACATGACCTGGATGGAGTGG---GAAAAAGAGATTAGTAATTACTCAGACACAATATAC---
AAGTTAATTGAACAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGACTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTGGCTGTTAGCTTATTTGACACCATAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCCACGTA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AF321084 
GCT---GCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTCTGTGCTTCAGATGCTAAAGCATATGAAAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACACGAAGTATTTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAACTTGTACTGATGTTAATACCACCGCTGCCACCAAGGTTGTTAATGCCACCG
CTGCC--------------------------------------------------------------------
-------ACCAATAGCCCTCAAAACATCCCCCTGGGTCCGACAGAAGAGCCAGGGACAATAAAA---
AACTGTTCTTTCAATATGACCACAGTAATAACA---------------------------
GATAAGAAGCAGAAAGTACAGGCACTT---TTTTATAAACTTGATATAGTACCAATTGACAATGAC-------
-------------------------------------------------------------------------
-------------
AATAGCAGTAACAGTAGAGACTATAGGCTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCATGGGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAAGAAAGGTTCAAT------GGAACAGGGCCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTATCAGAAGAAGGT------------
ATAATAATCAGATTTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACAACTAAAT----
-----------GAGTCTCTATGG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATTTT------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGGGACATA------------AGACAGGCACATTGC---AACATTAGTAGAGAA---
AAATGGAAGACAACTTTGGAACAGGTAAGGGCAGAGTTAAAG---------------ACTTATTTCCCT----
-----------------------------------AATGATACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACGGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAGGGATCAACGGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAGGAGATAAGCCAGTACTCAAACACAATATAT---
AGGTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTATTGGCATTAGACAAGTGGGCAAGTCTGTGGAATTGGTTTGATATATCAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
CTGTCATTTGCTATTAGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAGTTATAGAAGTTTTGCAAAGAGCTGGTGGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF084936 
GCA---GAA---------------------------------------------
AAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---GAAGATGCAAAT---
GCCCCTCTATTTTGTGCATCTGATGCTAAAGCACATAGTACTGAA---AGTCATAAT----------------
--------------ATCTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCCAGCCCACAAGAAATAAATATGAGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGAGATAAACAATAATAGTACT----------------------
-------------------------------------------------------------------------
----------------------------------CGGAATATCACTGAGGAGTACAGAATGACA---
AACTGCTCTTTCAATATGACCACAGAACTGAGA---------------------------



GATAAGAAGAAGGCAGAATACGCGCTT---TTCTATAGAACTGATGTAGTACCAATTAATGAGATGAATAAT-
-------------------------------------------------------------------------
-------
GAAAATAATGGTACAAATAGTACATGGTATAGGCTGACAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATCCTAAAGT
GTGTG---GATAAGAAGTTCAAT------GGAACAGGAACATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGCTGAATGGCAGTTTAGCAGAAAAAGAT------------
ATCATAATTAGTTCTGAAAATATCTCAGACAAT---------GCCAAAGTCATAATAGTGCACCTTAAT----
-----------AGGTCTGTAGAA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAGA-----
-AGTGTAGCAATT------------GGACCAGGACAAGCA---TTC------TATACAACAGGAGAA------
---------GTAATAGGAGACATA------------AGAAAGGCACATTGT---AATGTTAGTTGGACA---
AAATGGAATGAGACGCTAAGGGATGTCCAGGCAAAACTACAG---------------GAATACTTTATT----
-----------------------------------AATAAGAGCATAGAATTTAAC------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTCAATTGTGGAGGGGAA---
TTTAAACAGCTCCGGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAG------
AACATGACTTGGATAGAATGG---GAAAGGGAAATTGACAATTACACATACCACATATAC---
AGCCTGATTGAACAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACCAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATCTCAAACTGGC
TATGGTATATAAGAATATTTGTAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTATCCTTTGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MH746255 
GCC---TCA------------------------------------------
AAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACCGAA---AGACATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTAAAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGCGTTACCTTAACCTGTACTAATGTAACCAATAATGTAACCAGTAATAGCAATCATAGTGTA-
-------------------------------------------------------------------------
-------------------------GCCAACAATAGCAGTGTAGAGTACATAAGAGAACTAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGCAAGAATATGCGCTT---TTCTATAAACTTGATATAGTACCAATTGATGATAAG-------
-------------------------------------------------------------------------
----------------
GATAATAATAGTGCAGATTATAGGCTAATAAATTGCAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAGTAATTTCAAT------GGAACAGGATCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCGGTGATATCAACT---
CAATTGCTGCTAAATGGCAGTTTAGCAGAAGGAGAC------------
ATAATGATTAGAACTGAAAACATCACAAACAAT---------GCCAAAAACATAATAGTGCAGCTTAAG----
-----------AAAGCTATAAAC---------ATCACATGTACCAGACCCAGCAACAATACAAGAAAA-----
-AGTATACACATC------------GGACCAGGACAAGCG---CTC------TATGCAACAGATGCC------
---------ATAATAGGAGATACA------------AGACAAGCACATTGT---AATATTAGTGGACCA---
GAATGGAGGGAGATGATGCAAAATGTAACTAACAAACTAAAG---------------
AAAACCTTTATAGGGAACATC------ACAGGGAACATC------------ACAGGGAACATCACCTTTGAA-
-----CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAACTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGACATTTGG------GAT------
AATTTGACATGGGTACAATGG---GAAAGGGAAATTAGCAATTATACACAACAAATATAC---
AACTTGCTTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------



AAAAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATCTTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
ATGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCCATTAATTTGTTTGATACATTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGGGCAAAGAGTTGGTAGGGCT----------------------------
--------TTGTTACACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>KU168277 
GCC---TCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---GAAGAAGCAAAT---
ACCCCTTTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAACTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCTTGTGTAAAGCTA---
ACCCCTCTTTGTGTTACTCTAAACTGTACAGAA----------------------------------------
-------------------------------------------------------------------------
----------------------------------------------------AAAGACATGAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGATAAAGGAAGAATACGCGCTT---TTCTATAAAATTGATGTAGTACCAATTAATAAC----------
-------------------------------------------------------------------------
----------------------
AGTAATAATACTTATAGGCTAATAAATTGCAATGTCTCAGCTATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTTTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACGGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAACCTCACAGACAAT---------GCAAAAACCATAATAGTGCAGCTTAAT----
-----------AGGTCTGTAGAA---------ATTACATGTACCAGACCCAATAACAATACAAGAAAA-----
-AGTATAAGATTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAG------
---------ATAATAGGAGAGATA------------AGGAAAGCATATTGT---ACAGTTAATAAGACA---
AAATGGAGAGACATGTTACAGAAAGTGAGGACAAAATTAGGA---------------AAACTCTTTAAT----
-----------------------------------AATAAAACTATAAACTTTACC------
TCATCCGCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTAACAATTACACACAACAAATATTC---
AATCTAATTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TATGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGATTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTCATAGAAGGAGTACAAAGAATTTGTAGAGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAAGAATTTTAGTA---TAA 
>MH705162 
GCA------------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGTCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAACTATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATACAATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGAT----------------------------------------
-------------------------------------------------------------------------
----------------------ACTAATAACAGTAGCAGTGTGGGCAACAAAGAAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGCAGAAGAAAGAATTCGCTCTT---TTCTATAGACTTGATGTAGTACCACTTAATGATAATAAT----
-------------------------------------------------------------------------
-------



AGTAGTAATAGTAATGGAAGTAATAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAAATTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGACTTTAAAGT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATGATTAGATCTGAAAATTTCACAGACAAT---------GCCAAAGTCATAATAGTGCAGTTTAAT----
-----------GATTCTATAGCA---------ATTAATTGTACTAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAACAGGAGACATA------------AGACAAGCACATTGT---AATGTTAGTGGAACA---
AAATGGAGGGAGATGTTAAGGAAAGTCAGTACACAACTACTA---------------GCCATCTATAAT----
--------------------ACGAGCAAG---AACATCAAGAACATAACCTTTAAC------
TCACACGCAGGGGGGGACCTAGAAATTACA---ACACATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGAGATTTGG------AAT------
AACATGACTTGGATAGAATGG---GAAAGGGAAATCAACAATTACACACAACAAATCTAC---
AACTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGATTGATACMACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAAGGCTTTGAAAGAGCTTTGCTA---TAA 
>MH705155 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGATGACTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTGCTAATGTAACCAACAATTGTACTGGGGGAAACAACAGTAGCACTG
CATGTAACAGC--------------------------------------------------------------
----------------------------------------------------GAAGACATGACA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGACAGAATACGCACTT---TTCTATAGACTTGATGTGGTACCAATTGATGAT----------
-------------------------------------------------------------------------
----------
AATAGTAATAGTAGTGCAAATAATTATAGGCTAATAAATTGCAATGTCTCAGCCATCAAACAA---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTAATGAAA---
GTAACAGTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAACTTCACAAACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------GAAACCATACAA---------ATTAATTGTAGCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATC------------GGACCTGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACGAGCATCTTGT---GAGGTTAATGGAACA---
AAATGGAGGGAGATGTTACAGAAGGTAAGGGCACAACTAAAA---------------GGCACCCACCAG----
-----------------------------GGCAAAGAGAAGAGTGGTGGAGAGAGA------
AAAAAGGGCAGCCGGACTGGGAGCTGTCTT---CCTTGGGTTCTTAGGAGCAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATTCCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAT------
ATCATGACCTGGACAGAATGG---GAAAAGGAGATTAGCAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAGTGGC
TATGGTACATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTATCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAACAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGGATAAGACAAGGCTTTGAAAGAGCTTTGCTA---TAA 
>MH705134 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCACCCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACTGAC---
CCCAACCCACAAGAGGTAAATCTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTGACCTGTAATAATTGTACTGGGGTAGCC----------
-------------------------------------------------------------------------
----------------------------AGCAATAGCACTGTGGATGACAAAGAAGAAATGAAA---
AACTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGAGAGAATACGCGCTT---TTCTATAGACTTGATGTAGTACCAATTAATGAT----------
-------------------------------------------------------------------------
----------
AATAGTAATAATAGTGCAGATAATTATAGGCTAATAAATTGTGATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGCTGAATGGCAGTTTAGCAGAAGAAAAA------------
ATAAGGATTAGATCTGAGAACTTCACAAATAAT---------GCCAAGGTCATAATAGTGCAGCTTAAG----
-----------GAAGCTATAGAA---------ATTAATTGTATCCGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATC------------GGACCAGGACAAGCG---TTT------TATGCAACAGGTGAA------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AATGTTAATGGAACA---
AAATGGGGTCAAATGTTACAAAGGGTAGGTGAACAACTACAA---------------AAAATCTTTAATAGT-
--------------------------------AGTAGTACGAACATAAGCTTTGAC------
TCATCTGCAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAT------
AACATGACCTGGCTAGAATGG---GAAAGGGAAATTAGCAATTACACACAACACATATAC---
AACCTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAAGGCGCAGAAAGAGCTTTGCTA---TAA 
>FJ389364 
GCC---TCA------------------------------------------
RATAMWTTGTGGGCCACAGTCTATTATGGGGTACCTGCGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AARCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAGATATCCCTGGTA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGRATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGCAAAATATAATAGAAGT----------------------
-------------------------------------------------------------------------
-------------------------------------AATGACAATAGCACAGGAGAAATAAAA---
AACTGCTCTTTCAGGGTAACCACAGAATTAAGA---------------------------
GATAAAGAGAAGCAAGAATATGCGCTT---TTCTATAGACTTGATGTAGTACCACTTAATGTTAGT-------
-------------------------------------------------------------------------
----------------
AATAATAGTATAGGTACTTATAGGTTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGGAGTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------



-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGGA------------
ATAATGATTAGATCTGAAAACATCACAAACAAT---------GTCAAAAACATAATAGTTCAGTTTAAT----
-----------GAAACTATAGAA---------ATTACGTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATT------------GGACCAGGGCAAGCG---TTC------TATGCAACAGAGGGC------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AATGTTAGTAGAGAA---
AACTGGACTCAGATGCTACAGAAGGTAGGGGCAGAATTAAAA---------------AGAATCCTTAAT----
-----------------------------------AAGACGGACATAAGCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTRGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAAYACTAGTTGGAGT-----------------
----------------------------AATAAAACTTTTRAKGAGATTTGG------GAC------
AACATGACCTGGATACARTGG---GATAGAGAAATTAGCAATTACACACAACACATATAC---
AGCCTACTTGAAGAATCGCAGAATCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTTGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTAGTTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAATAGTACAAAGAACTTRTAGAGCT----------------------------
--------GTT------------------------ATAAGA---------------------------TAA 
>MH705145 
GCC---TCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---GAAAATGCAGAT---
ACCCCTCTATTTTGTGCATCTAATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAGATACCTCTGGAC---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTATTAATGCAAATATAAGCTATGATACAACAGTTGATAAT-------
-------------------------------------------------------------------------
-------------------------------------------AAAACCAGAGAAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGGAAGAATATGCGCTT---TTCTATAAACTTGATGTAGTACAAATCAATAGTAAT-------
-------------------------------------------------------------------------
----------------------
GATAATTATACTTATAGGCTAATAAATTGTAATGTCTCAGCCATTAAACAA---
GCTTGTCCAAAGGTGAATTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGA---GATAAGAATTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGATAAA------------
GTAATGGTTAGATCTGAAAACATTTCAAACAAT---------GCCAAAGTCATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTATATGTACCAGACCCGGCAACAATACAAGGAAA-----
-AGTATAAGATTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAA------
---------GTAGTAGGAAACATA------------AGGCAAGCACATTGT---AATGTTAGTAGAACA---
AATTGGACTGAGGCATTACAGAAGGTGGAAGCAGCACTAAAA---------------GAATTCTTTAAG----
-----------------------------------AATAACACCATTTTCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAACTTGTA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGATCATCTGCCCCACTAACGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGAGAGATTGGCAATTACACACATCAAATATAC---
AACCTAATTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTAGACAAATGGGCAAGTTTGTGGACTTGGTTTGATATATCAAACTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGCTTTTGCG---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
GGGACAGATAGGGTTATAGAAGTGGTACAAGGAGGTGTTAGAGCT----------------------------
--------TTTATTCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGAATTTTGCTA---TAA 



>KP718915 
GCA---GAA---------------------------------------------
GATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---GAAGATGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---GTCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGACCACAAGAAATAACTCTGGAA---------AATGTAACAGAACCTTTTAAT----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACAAATGTAACCAGAACCTCCAATAATCCTTTAACCTCCACTAATA
ATATT--------------------------------------------------------------------
-------------------------------------------ACTGGGGAATCCAACATGAGA---
AACTGCTCTTTCAATATAACCTCAGAAATAAGA---------------------------
GATAAGAAGAAGACAGAATACGCGCTT---TTCTATAGACTTGATGTAGTACCAATTAATGCT----------
-------------------------------------------------------------------------
----------------------
AATGCTAGTACTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAAT
GCAAG---GATAAGAGTTTCAAT------GGAACAGGAGTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAGGCCAGTGGTATCAACT---
CAATTACTGTTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAAATCTGAAAACATCACAAACAAT---------GCCAAGGTCATAATAGTGCAGCTTAAC----
-----------AAATCTGTAGAA---------ATTGATTGTACCAGACCCGGTAATAATACAAGAAAA-----
-AGTATAAGCCTT------------GGACCAGGACAAGTG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---ACTGTTAATAGAACT---
GCTTGGAATGCGACGATACAGAATGTGGCAGCAAAACTAAGA---------------GGAATCTTTAAC----
-----------------------------------AATAAGAACATAACCTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTTATGAAAGCATCTGG------GGT------
AACATGACCTGGATACAATGG---GAAAGGGAAGTTAACAAGTACACACAACAAATATAC---
GGCCTAATTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGACAAGTTTGTGGAGTTGGTTTGACATATCACACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTCTAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAT---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGGGCTGGCAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAAGGCGCCGAAAGAATTTTGCTA---TAA 
>KP718923 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACACCTCTATTCTGTGCATCTGATGCTAAGGCATATAGTACTGAA---AAACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTAGTAACAATTGTACTATCTCTGGGAATAGCACT-------------
-------------------------------------------------------------------------
----------------------------ATCTCTGGGAATAGCAGTGAGTGTAAAGAAATGAGA---
AATTGCACTTTCAATGTAACCACAGAGATAAGA---------------------------
GATAAACGGAGGACAGAATATGCTCTT---TTCTATAGACTTGATGTGGTTAATATTAGTGAG----------
-------------------------------------------------------------------------
-------------------------
ACAGGTGAATATAGGCTAATAAATTGTAATGCCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTGAATGGAAGTCTAGCAGAAGATGAT------------
ATAGTGATTAGAGCTGCTAACATCACAGACAAT---------ACTAAAACCATAATAGTACAGTTTAAT----



-----------AAATCTATAGAG---------ATTATTTGTGCCAGACCCAACAACAATACAAGAAAA-----
-AGTGTAAGAATC------------GGACCTGGACAGGTA---TTT------TATGCAACAGGGGTC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AATGTAAGTAGGCAA---
AATTGGACTGATATGCTACAGAATGTAACAGCACAGTTAAAG------------AAAATAGAAGGGTTTAAA-
-----------------------------------GACACAAATATAACATTTAAC------
TCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGGGGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GACAGGGAAATCAGCAATTACACACAACAAATATAC---
AACCTGATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTGTTGGCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAGTTGGC
TATGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTACGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAATTTGCTTGATACAACAGCAATAGCAGTAGCTAAT---
TGGACAGATAGGATTATAGAAGTAGCACAAAGAGTTTGTAGAGCT----------------------------
--------TTTCTTAATATA------CCTAGAAGAATAAGACAAGGCTTTGAGAGAGCTTTGCTA---TAA 
>KR051438 
GCT---------------------------------------------------
CAATTGTGGGTCACAGTATACTATGGGGTACCTGCGTGG---GAAGACGCAGAT---
ACCACTCTATTCTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTC---AAGCCATGTGTAAAGCTA---
ACCCCTCTTTGTGTTACTTTAAATTGTACTAAATTGACTAATAAGACAATCACAAGTAGTACTAATGGGACAA
ATAATAGCACA--------------------------------------------------------------
----------------------------AATAATACTGTAGCCAATGATAACGGAGACCTAAAA---
AACTGCTCTTTCAACATAACTACAGAACTAAGA---------------------------
GATAGACGAAAGAAAGAGTACGCGCTT---TTCTATAAACTTGATATAGAAAAAATTGATGGGGATAGTGCA-
-------------------------------------------------------------------------
----------------------
GATAATAATAGTTATAGGCTAGTAAATTGTAATGTCTCAACCGTTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAAACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTAACAACT---
CAATTGCTGCTGAATGGCAGTCTAGCAGAAGAAAAA------------
GTAATGATCAGAACTGAAAACATCTCAAACAAT---------GGCAAAAACATAATAGTGCAGTTTAAT----
-----------AAAACTGTCGAG---------ATTATATGTACTAGACCCAACAACAATACAAGAAAA-----
-AGTATACGCTTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAAAGAA---
AATTGGAAACAGGAGATGGAGAAGGTAAAGAAACAATTACAG---------------ACAACCTTT-------
-----------------------------------AACAAAAGTATCACTTTTAAC------
TCATCTTCAGGAGGGGATATAGAAATTACA---ACACATATGTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTCGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGGAGATTTGG------AAT------
AACATGACCTGGATACAATGG---GAAAGGGAAATTAGCAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTGGATAAGTGGACAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAACAGCTAAC---
GGGACAGATAGAGTTATAGAGGTAGGACAAAGAGCTTTGAGGGCT----------------------------
--------TTTCTTAACATA------CCTGTAAGGATAAGACAAGGGTTAGAAAGAGCTTTGCTA---TAA 
>KR051448 
ACC---TCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGACGCAAAT---



GCCCCTCTATTTTGTGCATCTGATGCTAAGGCATATGAGACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCAACAGAT---
CCTAATCCACAAGAGATAATGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTG---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAGAATGTAATGACTATAACTGTAGTGCCACTAAGAACAGTACTGACACAAGTA
ATGCCACTACT--------------------------------------------------------------
----------------------CAAAACTATACATGTAAAGGAGAAGAAGCAAAAAACTTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAACAGAAAAAAGAATACGCGATC---TTCTATAAACTTGATGTGGTACAAATTGGTAATAAT-------
-------------------------------------------------------------------------
----------------------
AGTAGTAAAGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAAGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAAT
GCAGG---GAAAAGAATTTCAAT------GGAACAGGACAATGTCACAAT-----------------------
-GTCAGT---TCAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTATTGCTGAATGGCAGTTTAGCAGAAGATGAA------------
ATAGTAATTAGATCTAAAAACATCTCAGACAAT---------ACCAAAATCATAATAGTGCAACTTAAT----
-----------GAGACTATAGAA---------ATTAATTGTACCAGGCCCAATAACAATACAAGGAAA-----
-GATATAAGAATA------------GGACCTGGACAAGCA---TTT------TATGCAACAGGGGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAGTGGAAAA---
GATTGGACTGATATGATGCGGAAGGTAAAAGCACAACTAGAA---------------AAAGTCGTTGGG----
--------------------------------------AAAAATATAACCTTTAAC------
TCATCCACAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------GAC------
AACATGACCTGGATACAATGG---GAAAGAGAAGTCAGCAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCACAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAGTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTCTTAGAATAGTTTTTGCT---
GTGATTTCTATAGTG---------AATAGAGTTAGGGAGGGATACTCACCC------
TTGTCATTCGCTATTAATTTAGTTGATACATTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTTGTAACATA------CCTAGAAGGATAAGACAAGGCGCGGAAAAAGTTCTGCAA---TAA 
>KR017776 
ACC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGG---GAAGATGCAGAC---
ACCCCTCTATTTTGTGCATCGGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAACTCTGGGA---------AATGTAACAGAATCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTGATGTTACTAAGAACAGTACTGGGACCAAT-------------
-------------------------------------------------------------------------
----------------------------------GTTACGTGTGAAAAAACACAAGCTTTAACA---
AACTGCTCCTTCAATATAACCACAGAAATAAGA---------------------------
GATAAAAAGAAGAGAGAATATGCGCTT---TTTTATAAACTTGATGTGGTGCCAATTGACGGTGAGAAC----
-------------------------------------------------------------------------
----------------------
AAAAGTTCAGATTATAGGCTAATAAATTGTAATGTCTCAACCATCAAACAG---
GCTTGTCCAAAGGTAACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATCAAGCCAGTGGTATCTACT---
CACTTACTACTAAATGGTAGTTTAGCAGAAGACAAA------------
ATAATGATTAGAACTGAAAACATCACAAACAAT---------GCCAAAATCATAATAGTGCAGCTTAAT----
-----------CAATCTATAGAA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATC------------GGACCTGGACAAACG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---GATGTAAGTGGA------



ACATGGTATGACAGGTTAGAGGAGGTAAGAGCACAACTAAAA---------------GAGATCTTC-------
-----------------------------------AACAAGAACATAACCTTTAAT------
TCAACCGCAGGAGGGGACCTAGAAATTACT---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTGATGAGATTTGG------GAC------
AATATGACTTGGATACAATGG---GAAAGGGAAATCAGCAATTACACACAACAAATATAC---
AGCCTAATTGAGGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAGCTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTAATTTGATTGATACATTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGGATAAGACAAGGCTTTGAAAGAATTTTGCTA---TAA 
>KR051461 
GCA---CAA---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---GAAGATGCAAAC---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATGAAACTGAA---GTACATAAT----------------
--------------ATATGGGCCACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAGATAAGGCTGGAA---------AATGTAACAGAAGAGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCCTATGGGAAGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGCACTAATGTAACCTACAGTTGTAATAACACTGAGAGTGGC-------
-------------------------------------------------------------------------
-------------ATTAGGAATATCACTGGGAATAGCACTGTGTGTAACAAGGAAGACATGACA---
AACTGCTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAACAGAAGAAAGAATACGCGCTT---TTCTATAGACTTGATGTGGTACCACTTGATGGT----------
-------------------------------------------------------------------------
----------------
AATAGTAATCAAACTAGCTATAGGCTAATAAATTGCAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATCCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAAT
GTAGA---GATAAGAATTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTACTGAATGGCAGTTTAGCAGAAGAGGAT------------
ATAGTAATTAGATCTGAAAACATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTATAGAA---------ATTAATTGTACCAGACCCTTTAACAACACAAGAAAA-----
-AGCATAAGAATC------------GGACCTGGACAGGTG---TTC------TATGCACAAGGTGAA------
---------ATAATAGGAGATATA------------AGAGAAGCACATTGT---AAGATAAATGGAACA---
CAATGGAATGAGATGATAAACTGGGTAGCAGGACAGCTAAAG------------AAAATAGACATCTTTAAG-
-----------------------------------AATAAAAATATAACATTTAAT------
CAGTCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCATGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTTGATGAGATTTGG------GGT------
AACATGACCTGGATACAATGG---GAAAGGGAAGTCAGCAATTACACACAGCAGATATAT---
AGCCTACTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTATCATTGGACAAGTGGGCAAGCCTGTGGAATTGGTTTAGCATATCAAATTGGC
TATGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTTTGGTTGATACAGTAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAGACAGGACAAAGATTTTGGAGAGGT----------------------------
--------CTTCTTCACATA------CCTAGAAGAATCAGACAGGGTTTCGAAAGAGCTTTGCTA---TAA 
>KP718925 
GCC---TCA---------------------------------------------
GGCTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---GAAGATGCAAAT---
ACCCCTCTCTTCTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGTCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAGATAATTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTCTAAACTGCACCAATAGCAACAACAGCTACAGCAAC-------------------
-------------------------------------------------------------------------
-------------------------AGTAGCACCCAAAGTAGTGATATGAATGTGGAAATACAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAGGAAGACAGAATATGCGCTT---TTCTATAAACTTGATATAGTACAAATGGGTACT----------
-------------------------------------------------------------------------
----------------------
AATGATAGTACTTATAGGCTAATAAATTGCAATGTCTCAACCATTAAACAG---
GCTTGCCCAAAGGTGAGTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGCTTTGCGATTTTAAAGT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAAAA------------
ATAATGATTAGATCTGAAAACATCACAAACAAT---------GCTAAAATCATAATAGTACAGTTTAAT----
-----------AAATCTGTAGAA---------ATTTATTGTACCAGACCTAGCAACAATACAAGGAGG-----
-AGTATAAGTTTT------------GGACCAGGACAAGTG---TTA------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGGAAAGCACATTGT---ACTGTTAATCAAACA---
CTTTGGAACGAGACATTACAGAAGGTGAAAGGAGAACTACAA---------------GAGCACTTTCCT----
-----------------------------------GATAGAAACATATCTTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACTTAGTTTTAATTGTCAGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGACATCTGG------AAT------
AACATGACCTGGATAGAATGG---GAGAGGGAAATCAACAATTACACAGGACACATATAC---
AACCTAATTGAAGAATCGCAAATTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCTTGTGGACTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
GGGACAGATAGAATTATAGAAGGAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGAATTTTGCTA---TAA 
>KR051421 
GCC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCTAAT---
GCCACCCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATCTCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGCACCAATGCAACCGTTACCAGAGAAAACATAAATAGCACTAACTTAG
AA-----------------------------------------------------------------------
-------------------AACATGAATAGCACTAGCTTGGAAAACATAACAGAACAAGTGAGA---
AACTGCTCTTTTAATACAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGAAAGAATACGCGCTT---TTCTATAAACTTGATATAGTACAAATAGGGGATAGGAAT----
-------------------------------------------------------------------------
----------
AGTAGTCATAATAATTATAGTAGTTATAGGATGATAAATTGTAATGTCTCAACCGTTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGGATTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGCTGAATGGCAGTTTGGCAGAAGGAGAA------------
GTAATGGTTAGATCTAAGAACTTCAGTGACAAT---------GGCAAAATCATAATAGTGCAGTTTAAT----
-----------GAATCTATACAA---------ATTAATTGTACCAGACCCAACAATAATACAAGAAGA-----
-GGTATAGGAATC------------GGACCAGGACAAATG---TTC------TATACAACAGGTAGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACAATTAACAGAACA---
GCCTGGAATACTATGACAAAAAAGGTAATTGCAAAATTAAAA---------------GAAAAATATAAC----
--------------------------------AACACGAACATAATCTTCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---TCACATATGTTTAATTGTAGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTAACAATTATACACATCAAATATAC---
AGACTAATTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCTAACTGGT
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTTTCGCTATTAATTTGCTTGATACAGTAGCAGTAGCAGTAGCTAAT---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------GTTCTCCACGTA------CCTAGAAGGATAAGACAAGGCTTCGAAAGAGCATTGCTA---TAA 
>KR051428 
GCC---TCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCTGAT---
ACCACCCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATCTTTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGCAGATATA---
ATCAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGCACTGCAAAAGTTAGCGCTAACATGACAGACATAGCT----------
-------------------------------------------------------------------------
----------------------AGAAAAGAAACTGACCTAACAAACATAACAGACCTGATGAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGCAAGAATATGCGCTT---TTTTACATACCTGATATAGTACAAATGGATGATAATAGTAAT-
-------------------------------------------------------------------------
----------
AGTAGTAATAGTAGTTATAGTAGTTATAGGATGATAAATTGTAATGTCTCAACCACTAAACAA---
GCTTGTCCAAAAGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GAAAAGGAGTTCAAT------GGAACAGGACTATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTGGCAGAAGGAGAT------------
GTAATGATTAGATCTGAGAACATCTCAGACAAT---------GTCAAAAACATAATAGTGCAGCTTAAT----
-----------GAAACTATACAA---------ATTAATTGTTCCAGACCCGGCAATAATACAAGAAAA-----
-GGTATAAGAATA------------GGACCAGGACAAATG---TTC------TATGCAACAGGTGAA------
---------ATAATGGGAGATATA------------AGACAAGCACATTGT---AATGTTACAAGAGTA---
GCCTGGAAGAATATGTTAGGCAATGTAAGGAAAAAATTAGAA---------------GAAGTCACC-------
-----------------------------------AACAGGACCATATTCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---TCACATATTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGACATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTAACAATTATACACTTCAAATATAT---
GACCTAATTGAAGAAGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGT
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAT---
TGGACTGATAGGGCTATAGAAGTAGTACAAAGAATTTGTAGGGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAAGAGCATTGCTA---TAA 
>JX140676 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---GAAGAGACAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAGCTATTTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GCATGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ACCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTTTGTATTACTTTACACTGTAATAATGGTAATTTAAACTATACTGATGCCAAT-------------



-------------------------------------------------------------------------
----------------------GGGGAAAAAATAAATGCCAATGCCAGTGGGATGGAAATGAAA---
AACTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGGAGACAAAATATGCACTT---TTCTATAGACTTGATGTAGTACCAATTAATGGT----------
-------------------------------------------------------------------------
----------------------
AATAATAGTACTTATAGACTAATAAATTGTAATGTCTCAACCGTTAAGCAG---
GCTTGTCCAAAGGTGAGTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGCTTTGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGCTTATCAGAAGGAGAA------------
ATAATGATTAGAGCTGAAAACATCTCAAAGAGT---------GAAAAAGTCATAATAGTGCAGCTTAAT----
-----------AAATCAGTAGAA---------ATCACCTGTACCAGACCTAATAACAATACAAGAACA-----
-AGTATGAGAATT------------GGGCCAGGACAAGTG---TTC------TATGCAACAGGTGCT------
---------ATAATAGGAGATATA------------AGAGAGGCATATTGT---AGTGTTAAATTACAA---
CAGTGGAATGAGACGATACAGAATGTGACAGAAAAACTAAAA---------------
GAAGTCCTTAAAAATGCAAAC------ATAAGT------------------TTTACAAACATAACCTTTACC-
-----TCAGCTGCAGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATCTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACACTAGCTGGAGT-----------------
----------------------------AATAAAGGTTATGATGAGATATGG------GAG------
AACATGACCTGGATGGAATGG---GACAGGGAAGTTAGCAATTACACACAACAAATATAT---
AGTCTAATTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAGATTATTTGTAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAACAGCAATAGCAGTAGCTGAT---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTGGTAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAATTTTGCTA---TAA 
>KP109502 
ACC---TCA------------------------------------------
GACAACCTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGG---GAAGATGCAGAC---
ACCCCTTTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAAAACTGGTA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTATTAGCTTAACCTGTACTAATGTCACCTGTGCTAACAGAACTACTATCGGGGGGCAAGACA
GTAACAGTACA--------------------------------------------------------------
-------------------------AACATTACATGTGATCCAAAAGAAGCAGAATTATTAAAA---
AATTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATATAAAGAAGAAAGAATACGCGCTT---
TTCTATAAACTTGATTTGGTAGAAATTAATGATGATAGAAATAAT----------------------------
--------------------------------------------------
AGTGATAATAGAAATAATAGTCATGATTATATGCTGATAAATTGTAATAGCTCAATCACTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGA---GATAAAAGGTTCAAT------GGAACAGGAATATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTACTACTAAATGGCAGTTTAGCAGAAGAAAGA------------
ATAATGATTAGAACTGAAAACATCTCAGACAAT---------AGCAAAATCATAATAGTGCAGCTTAAT----
-----------GAAACTATACAA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-GGTATAGGAGTT------------GGACCTGGGCAAACA---ATC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAAACCA---
CAATGGAAAGGAATATTAAAGAGGGTAAGAGCACAACTAGTA---------------
GCGAACTTTACAAAGATC------------------------------AATATAACCAAAATAGTCTTTAAT-
-----TCATCAGCAGGTGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCACTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGAAAATTTGG------GGT------



AATATGACCTGGATACAATGG---GACAGAGAGGTTAGCAATTACACAGAACTAATATAC---
ACCCTAATTGAAGAATCACAAGCCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAGACTATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCCTTCGCTATTAATTTGTTTGATACAGTAGCAGTAGCAGTTGCCAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTGGCAGAGCT----------------------------
--------GTTCTTAACATA------CCCAGAAGAATAAGACAAGGGGCAGAAAGAGCTTTGCTA---TAA 
>AM279365 
GCC---GCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCCCCCTATTCTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCTCTGGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGAAATCAAAATAACCAACAATAGCATTGTGAAT----------
-------------------------------------------------------------------------
----------------------ATAACCAGCAATAGCATTGTGAATATAACAGAACAGATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGCAGAAGCAAGAATACGCGCTT---TTTTATAAACCTGATATAGWACTAATGCAGGAT----------
-------------------------------------------------------------------------
-------------------
AATAGTAATAGTAGTTATAGGCTAATAAATTGTAATGTCTCAACCATAAACAAG---
CTTGTCCAAAGGTGTCTTTTGACCCAATTTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAAAAGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTGAATGGCAGTTTGGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAACATCACAAACAAT---------GCCAAAACCATAATAGTGCAGTTTAAT----
-----------AAAACTGTAAAA---------ATTAATTGTGTCAGACCTGGCAATAATACAAGAAAA-----
-AGCATAAGAATC------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACAAAAAAA---
GACTGGGAAAATATGAAAGAGAAAGTAGCTGCAAAACTAGCA---------------GAAATACTT-------
-----------------------------------AAGAAAAACATAACCTTTAAC------
TCATCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGACATTTGG------GGG------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTAACAATTATACACAACAAATATAC---
AGCCTGATTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAT---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGTAGGGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGGATAAGACAAGGCTTYGAAAGAGCATTGCTA---TAA 
>AM279350 
GCA---TCA------------------------------------------
GATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGYGTGG---GAAGACGCAAAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCCTATAGTACTGAA---AGCCATAAT----------------
--------------GTYTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAATTGTAGTGATGTAAATGTAACCAACAGTAACAATGCAACC----------
-------------------------------------------------------------------------
----------------------AGCAGTAACAGTAGTCTCATAGAAGAAACAGGAGCAATAAAA---
AACTGCTCTTTTAATATAACCACATTCTTACAA---------------------------



AATAAGAAGAAGCAAGAATATGCGCTT---TTCTATAAAGTTGATATAGTACCACTTAATGAA----------
-------------------------------------------------------------------------
----------------
AATAGTACTAGTAGTAGGTATAGGCTAATACATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTGAATGGCAGCTTAGCAGAAGATGAG------------
ATAATGATTAGGTCTAAAAACTTCACAGACAAT---------GCCAAAACCATAATAGTGCAGCTTAAT----
-----------AAAACTATAAAC---------ATTACGTGTACCAGACCCAACAACAATACAAGGAAA-----
-AGTATAAGAACAGGA------ATAGGAKCAGGACAAGTG---TTC------TATGCAACAGGTAGA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATCAGTAGAATA---
GATTGGGGGAATATGATACAAAATGTAAGTAAAAAACTAAAA---------------GAAATCTTTAAA----
-----------------------------------AACAAGAGCATAATCTTTGAA------
CCCTCTTCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTTATGATGAAATTTGG------GAC------
AACATGACCTGGATACAATGG---GAAAGGGAAATTAGCAATTATACACAACAAATATAC---
AGCTTAATTGAAGAATCGCAGACCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCACAMTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGGGGCCTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGGAACAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGTACAAGTAATTGGTAGGGCT----------------------------
--------ATTCGCAACATA------CCCAGACGAATAAGACAAGGCCTTGAAATAGCTTTGCTA---TAA 
>JN106043 
ACC---TCA------------------------------------------
GAGAATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGAAGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAGAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAGATGGAC---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTGCTGTCACCTGTGCTAATGCCACCCACGGTACT----------
-------------------------------------------------------------------------
-------------------------AATGTCACCTGTAATAATGCCACCTCCGATAACTTC------
AACTGCACTTTCAATACAACCACAGAAATAAGG---------------------------
GATAGACAGAAGAAAGAATATGCACTT---TTCTATAAACTTGATGTGGTACCAATTGATAATAAT-------
-------------------------------------------------------------------------
----------
ACAAATAATAATAGTACAAGTAATTATAGGTTAATAAATTGTAATGTCTCAACCATTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTACTCCAGCTGGGTTTGCGCTTTTGAAGT
GTAGG---GACAAGAATTTCAAT------GGAACAGGACAATGTAACAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGGACTGAAAACATCACAGACAGT---------ACCAAAACCATAATAGTACAGCTTAAT----
-----------GAGACTATAGAA---------ATTAATTGTACCAGACCAAACAACAATACACGAAAA-----
-AGTATAAGAATT------------GGACCTGGACAAACG---TTC------TATGCGACAGGGGGC------
---------ATAATAGGGGATATA------------AGAGAAGCACATTGT---AATGTAAGTGAGAAG---
AAATGGTATGAGATATTACAGAAGGTAAAGATACAACTAGGA---------------AAGGTCTTTAATATT-
--------------------------------AATAAAACCAATATAGCCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAGTGATATTTGG------GAT------
AAAATGACCTGGATACAATGG---GAAAGGGAAGTAAGCAATTACACACAACATATATAC---
AGCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAACAAGACTTACTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCTATAAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACACAGAGCCTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGGATAAGACAAGGCCTAGAAAGAGCTCTGGTA---TAA 
>MH431770 
ACC---TCA------------------------------------------
GAGCCATTGTGGGTCACAGTCTATTATGGGGTACCAGCGTGG---GAAGATGCAGAT---
ACCACTCTGTTTTGTGCATCTGATGCTAAAGCATATAGTGCTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAGATAGAGCTGAAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAATTGTACGAATGTAGATAGTACTAAGTCTACTAATGCAACC----------
-------------------------------------------------------------------------
-------------AACCAGAATACTACTGTGAACACCACTGTAAAACCCAGTGAAGAGCTGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGCAGAAAAAAGAATACGCGCTT---TTCTATAAACTTGATATAGTACCAATTAATGATGAG-------
-------------------------------------------------------------------------
----------------
GATAATAAGACAGGTAACTATAGGCTAATAACCTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACACTATTGTACTCCAGCTGGGTTTGTGCTTTTAAAGT
GTAAT---GAAAAGGATTTCAAT------GGAACAGGAGCATGCACAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACC---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGGAAAA------------
ATATTGATTAAGTCTGAAAACATCTCAAACAAT---------GCCAAGGTCATAATAGTGCAGCTTAAT----
-----------GAAACTATACAA---------ATTAATTGTTCCAGACCTAATAACAATACAAGGAAA-----
-AGTATAAGGTTT------------GGACCTGGACAGGCG---TTC------TATGCACATGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AATGTAAGTAGATCA---
AAGTGGACTGAGATGTTACAGAAAGTAAAAACAAGACTACAA---------------GAGGTCCTT-------
-----------------------------------AACACAAGTATAATCTTTAAC------
TCATCCACAGGAGGGGACCTAGAAATAGCA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGGGTGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GAAAGGGAAGTTAGCAATTATACACAAGAAATATAC---
ACCCTGCTTGAACAATCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACCAGTGGACAAGCTTGTGGAGTTGGTTTAGCATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTCTTTACT---
GTGTTTTCTCTAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTTTGTTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTAATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATAAGACAAGGGTTGGAAAGATCTTTGTTA---TAA 
>KY275364 
ACC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGACGCAGAG---
ACCTCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGAGCTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTCACCTTAGACTGTACTAATGCCACCTATACTAATGTCACCAATAATGCCAGCACTGCTG
ATACCAGCGTT--------------------------------------------------------------
-------------------------------------------AAGGACAACATTAAAATGTTA---
AACTGCTCTTTTAATACAACCACAGAAATAAGA---------------------------
GATAGGACAAAGAAAGAATATGCACTT---TTCTATAAACTTGATGTGGTATCACTTAATCAGAAGCTGGAT-
-------------------------------------------------------------------------
----------------



AATAAAAGTTCAGGGGAGTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACC---
CAATTACTACTAAATGGTAGTCTAGCAGAAGAAGGA------------
ATAGTAATTAGAACTGAAAACATCACAAGTAAT---------ACCAAAACCATAATAGTACAGTTCAAT----
-----------GAGACTATACAA---------ATTAATTGTACCAGGCCCAGCAACAATACACGGAAA-----
-AGTATAAGAATC------------GGACCTGGACAAACG---TTC------TATGCGACAGGTGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATGTAAGTAGTAAA---
GAATGGTCTACAACATTACAGAGGGTAGAGGCACAACTAAAA---------------AAGGTCTTTAAT----
-----------------------------------AAAACCAATGTAACTTTTGCA------
TCACCCATAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTATTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------GGT------
AACATGACCTGGATACAATGG---GAAAGAGAAGTCAGCAATTACACACAACAGATATAC---
AACTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTACTGGCATTGGACAAGTGGGCAAGCTTGTGGACCTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGGTAAC---
TGGACAGATAGGGTTATAGAAGGAACATACAGAGCCTGTAGAGCC----------------------------
--------ATCTGTAACATA------CCTAGAAGAATAAGACAAGGCCTAGAAAGAATTCTAATA---TA- 
>MK254639 
GCC---TCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGG---GAGGATGCAGAT---
ACCACTCTATTCTGTGCATCTGATGCTAAAGCATATAGCACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCAAAAGAAATATTTCTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTACAGCTA---
ACCCCTTTCTGTGTTACTTTAAACTGTACTACTCTTACATGTAATGAGACCAACAACAATACGTGCGACAATA
ATCGTCTT-----------------------------------------------------------------
----------------------------------------------------------TTTAGA---
AACTGCTCTTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAAGGAGAAGTCAGAATATGCACTT---
TTCTATAGACTTGATATAGTACCAATTAATAACCAAGTTAATGAGACA-------------------------
-----------------------------------------------------------
GGTAATACTTCTATAGAATATAGGTTAATAAATTGTAATGTCTCAGCCATTAAACAA---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTATGCGATTGTAAAAT
GTAAT---GATAAGAATTTCAAT------GGAACAGGAAACTGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACC---
CAATTATTACTAAATGGTAGTATAGCAGAAGAAGAA------------
ATAGTAGTTAGAACTGAAAACACCACAGACAAT---------ACCAAAATTATAATAGTGCAGTTTAAT----
-----------GAAACTGTAGAA---------ATCAATTGCACCAGACCAGGCAACAATACAAAAAAA-----
-AGTATATCATTC------------GGACCTGGAAAAGTG---TTC------TAT---ACAAATAAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AATGTAAGTAGACAC---
AAATGGAATGTAACATTACAGAAGGTAAAGACACAGTTAGAA---------------AAGGTCTTT-------
-----------------------------------TCTAAAAATATAACCTTTAAC------
CAACCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGTTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCACCTGCACCACTAATGTACCCTGGAACACTAGTTGGAGT-----------------
----------------------------AACAAATCTTATGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAAGGGAAGTCAACAATCACACACAACTTATATAC---
TCCTTAATAGAACAATCGCAGATCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGACAAGTTTGTGGAGCTGGTTTAGCATAACAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTATCTTTCGCTATTAATCTGTTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTAGAAGAATAAGACAAGGCTTGGAAAGAGCTCTGGTA---TAA 
>EU885759 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAGGATGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACAGAA---AGCCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAGATATCTCTGGAT---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTAAACAATAGTAGTGCAACCAAC----------------
-------------------------------------------------------------------------
-------------------------------AATAGCATGGTGGATGACAGAGAAGGACTAAAA---
AACTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGAAGCAAGAACACGCGCTC---TTCTATAGACTTGATATAGTACCAATTAATGGTAATAGT----
-------------------------------------------------------------------------
----------
AATAGTAATAGTAGTGTAGGTGATTATAGGCTAATAAACTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGATGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGATCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTGCTGAACGGCAGTGTAGCAGAAGAGGAG------------
ATAATGATTAGATCTGAAAACTTCACGAACAAT---------GCCAAAAACATAATAGTACAGTTCAAC----
-----------AAAACTATAGAC---------ATTATGTGTACCAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGCTTA------------GGACCAGGACAAGCG---ATC------TATGCAACAGGTGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTGGAGCA---
GACTGGGGAAATATGATAAGAAATGTATCTGAAAAACTAAAA---------------GAAATATTTAAC----
-----------------------------------AAGACCACCATAACCTTTAAA------
GCATCCGCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTTATAATGACATTTGG------GAA------
AACCTGACATGGGTAGAATGG---GAAAGGGAAATTAGCAATTATACACAACAAATATAC---
AGCCTACTTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGCTATAGAAATAGTGCAAAGAATTGGTAGGGCT----------------------------
--------ATTCTTAACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGACTCTTGCTA---TAA 
>EU885761 
GCC---TCA------------------------------------------
AATGACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAATCTGTACTAATGTAACCAGCAATAGCACCAATAGCACTAATGGT-------
-------------------------------------------------------------------------
----------------------GTGACCAACAATAGCACTGTAGATTACAGAGAACAACTAAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAACAGAGGAAAGAATATGCGCTT---TTCTATAGACTTGATATAGTACCAATTAATGAT----------
-------------------------------------------------------------------------
----------------
AATGAGAAGAATGATACTTATAGGCTAATAAATTGTAATGTCTCTACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGACCCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTACTACTAAACGGTAGTTTAGCAGAAGGAGAC------------
ATAATGATTAGATCTGAAAACATCACAGACAAT---------GCCAAAACCATAATAGTGCAGCTTAAG----
-----------ACAGCTGTAAAC---------ATTACGTGTACCAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAGATTC------------GGACCAGGACAAGCG---TTC------TATGCAACAGATGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAAAACA---
GAATGGGAAGATATGAAAAGAAATGTAAGTGACAAACTAAAA---------------GCACTCTTTAAT----
-----------------------------------AATAAGACCATAATCTTTAAA------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAGTGAAATTTGG------GAT------
AACCTGACATGGGTAGAATGG---GAAAGAGAAATTAGCAACTATACACAACACATATAC---
AACCTGCTTCAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTGTACT---
GCGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
CTGTCATTCGCCATTAGTTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGCGCTATAGAAGGAGTGCAAAGAATTGGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>EU885762 
GCC---TCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAAAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTATGTGTTACTTTAACCTGTACTAATGTAACCAACAATAACAATGCAACCAAC-------------
-------------------------------------------------------------------------
----------------------------AGTAGCACTGTAGAGTCCAACAGAGAAGAACTAAGA---
AACTGCTCTTTCAATACAACCACAGCAATACAA---------------------------
GATAAGAAGAAGCAAGAATATGCGCTT---TTCTATAAACTTGATATAGTACCAATTACTGGTAGT-------
-------------------------------------------------------------------------
-------------
GGTAATAGTAGTGCAGGTAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCGGTAATATCAACT---
CAATTGCTACTAAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAACATCACAGACAAT---------ACCAAAAACATAATAGTGCAGCTTAAG----
-----------GAAGCTATAAAC---------ATTATATGTACCAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAGCTTA------------GGACCAGGACAAGCG---TTC------TTTGCAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAACA---
GATTGGAATAATATGATACAAAATGTGTCTGAAAAACTAAAA---------------GGAATCTTTAAC----
-----------------------------------AAAAGCAGCATAACCTTTAAC------
CCACCCTCAGGAGGGGACTTAGAAATTATA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGGCTCATTTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGATATTTGG------GAT------
AACCTGACATGGGTACAATGG---GGAAGGGAAATCAGCAATTATACACAACAAATATAC---
AACCTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAGTTTGTTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGCGCTATAGAAGTATTACAAAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACGCGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 



>EU885763 
GCC---TCA---------------------------------------------
GACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---GAGGATGCAGAT---
ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATCTCTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAACCTGTACTAATGTAACCATTAATGTAACCAACAGTAATAGTAATATA----
-------------------------------------------------------------------------
----------------ACCAACAACAGTAGGAGAGTCGACAATAGCACTGTAGGTGAATTAAGA---
AACTGCTCTTTCAATGTAACCACAGAAATAAAA---------------------------
GATAAGCAGAAGCAAGAATACGCGCTT---TTTTATAAACTTGATATAGTACCAATTAATGATAAT-------
-------------------------------------------------------------------------
-------------
AGTAATAATAGTGTAAATAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAAT
GTAGA---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTGCTAAATGGCAGTTTAGCAGAAGGAGAT------------
ATAGTGATTAGGTCTGAAAACATCACAAACAAT---------GCCAAAATCATAATAGTGCAGCTTAAT----
-----------GAAACTGTAGAC---------ATTACGTGTACCAGACCCAACAACAATACAAGAAGA-----
-AGTATACCCTTA------------GGACCAGGACAGGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGAAACA---
AAATGGAACTATATGATTGGAAATGTAACTAGCAGACTAAAA---------------ACCATCTTT-------
-----------------------------------AACAAGACCATAACCTTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATACTGATATTTGG------AAT------
AACCTGACTTGGGTAGAATGG---GAAAGGGAAATTAACAATTATACACAAATAATATAC---
AGCCTGCTTGAAGAATCGCAATACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAGATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAACATTTATAATGATAATAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGCTTGATACAGTAGCAATAGCAACAGCTAAC---
TGGACAGATAGGGTTATAGAAGGATTGCAAAGAATTGGTAGGGCT----------------------------
--------TGCCTCAACGTA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>JN054265 
GCC---TCA------------------------------------------
AAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAGATTCCTCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTACACTGTACTAATGTAACCAAAAATAGCAATAATAGCACT-------------
-------------------------------------------------------------------------
----------------------------------------GTAAAGGACCCAGGAGAACTAAAA---
AACTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGCAAGAATATGCGCTT---TTCTATAAACTTGATATAGTACCAATTAATGATAAG-------
-------------------------------------------------------------------------
----------------------
AATAGTACAGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAGTAATTTCACT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCGGTGATATCAACT---
CAATTGCTGCTAAATGGCAGTTTAGCAGAAGGAGAT------------
ATAATGATTAGGTCTGAAAACATCACAAACAAT---------GCCAAAAACATAATAGTGCAGCTTAAG----



-----------AAAGCTATAAAC---------ATTACATGTACTAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGCTTC------------GGACCAGGACAAGCG---TTC------TATGCAACAGATGCC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AATATTAGTAAATCA---
GAATGGAATGAGATGATACAGAATGTAACTAACAAACTAAAT---------------GAAACATTT-------
-----------------------------------AAAAAGAACATAACCTTTAAC------
ACATCCTCAGGAGGGGACTTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGATATTTGG------GAT------
AACCTGACATGGGTACAATGG---GAAAGGGAAATTAGCAATTATACACACCAAATATAC---
AGCTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTATCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGCTTGATACAGTAGCAATAGCAATAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGGGCAAAGAATTGGTAGGGCT----------------------------
--------TTTCTCAACGTA------CCTAGAAGAATAAGACAAGGCTTTGAAAGAACGTTGCAA---TAA 
>GQ222685 
GCC---TCA------------------------------------------
AATAATTTGTGGGTCACAGTCTATTATGGGGTGCCGGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGCCTCTAGAA---------AATGTAACGGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATTCAGGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACTTTAAACTGTGCTAATGTAACCTACAATAGCACCAATAGCACTAATGGG-------
-------------------------------------------------------------------------
----------------------GTAGACAACAATAGCACTGTACAGTACAAAGAACAACTAAAA---
AACTGCTCTTTCAATATCACCACAGAAGTAAGA---------------------------
GATAAACAGAAGAAAGAATATGCGCTT---TTCTATAAACTTGATATAGTGCCAATGAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAATACTTATAGGCTAATAAATTGTAATGTCTCTACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGACCCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCGGTGATATCAACT---
CAATTGCTACTAAACGGCAGTATAGCAGAAGGAGAT------------
ATAATGATTAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCAGCTTAAA----
-----------AGAGCTATAAAT---------ATTACGTGTACCAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAGCTTC------------GGACCAGGACAAGTG---CTC------TATGCAACAGGTGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---GATATTAATAAAACA---
GACTGGAATAATATGATAAGAAATGTAAGCGACAAACTAAAA---------------GAACTTTTTAGT----
-----------------------------------AATAAGACCATAATCTTTAAT------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAATACTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTTATAGTGAAATTTGG------GAT------
AACCTGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATCATACACAATATATATAC---
GAACTGCTTCGAGAATCACAATACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGCTTGATACAGTAGCAATAGCAACAGCTAAT---
TGGACAGATAGAGCTATAGAAATAGTGCAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCAATATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGAGCT------------ 
>GQ862781 
GCC---AAT---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAGGATGCAGAT---



ACCACTCTATTCTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGATGTAAAAGACAATAACAGTAATAGTACA-------------
-------------------------------------------------------------------------
-------------------------AACAACAATAGCAGTGTAGAAGAACTAAAAAACCTAAAA---
AACTGCTCTTTCAATATAACCACAGCAATACAA---------------------------
GATAGGAGGAAGCAAGAATATGCGCTT---TTCTATAAACTTGATATAGTACCAATTACTGATAATGGCAAT-
-------------------------------------------------------------------------
----------
AGTAGTAATAATAGTGTAGAGAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTACTAAATGGCAGTGTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAACATCACACACAAT---------ACCAAAACCATAATAGTGCAGCTTAAG----
-----------AAAGCTATAAAC---------ATTACATGTACCAGACCCGGCAACAATACAAGAAAA-----
-AGTATACCCATC------------GGACCAGGACAAGCG---CTC------TATGCAACCGGTGCT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTATAGCA---
GAATGGAATAAGACAATACATAATGTGACTACAAAACTAAAA---------------GAATTCTTCAGC----
-----------------------------------AACAAAAACATAACCTTTGAA------
CCACCCGTAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AGTAAATCTTATGAGGACATCTGG------GAT------
AACCTGACATGGGTACAATGG---GAAAGGGAAATCAGCAATTATACACAACAGATATAC---
AGCCTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCATTCGCCATTAATTTGTTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGCTATAGAAGTAGTGCAAAGAATTGGTAGGGCT----------------------------
--------TTTCTTAACGTA------CCTAGAAGAATAAGACAAGGCTTGGAAAGAATTTTGCTA---TAA 
>JF327808 
GCC---TCA------------------------------------------
AGTAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGATGTAACTAACAATAGCACTGGTGGTGCAACC----------
-------------------------------------------------------------------------
----------------------------AACAATAGAACTGTAGAAGACAAAGAACAACTAAAA---
AACTGCTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAAAAGAGGAAAGAATATGCGATT---TTCTATAGACTTGATATAGTGCCAATTGATAACGAG-------
-------------------------------------------------------------------------
----------------------
CAAAATAATACTTATAGGCTAATAAATTGTAATGTCTCTACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAATTTCAAT------GGAACAGGGCAATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCGGTGATATCAACT---
CAGTTGCTACTAAACGGCAGTCTAGCAGAAGAAGAC------------
ATAAAGATTAGATCTGAAAACATCACAGACAAT---------GCCAAAACCATAATAGTGCAGCTTAAG----
-----------ACAGCGATAACC---------ATTACGTGTGTCAGACCCAACAACAATACAAGAAGA-----
-AGTATAGGAATT------------GGACCAGGACAAGCG---TTC------TATGCAACA---GAT------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAATTA---



GAATGGGAAAATATGATAAAAAATGTAAGTAACAAACTAAAA---------------GTACTCTTTAAT----
-----------------------------------AATAAGACCATAACCTTTAAT------
GCATCCTCAGGAGGGGACTTAGAAATTACA---TCACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTACAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTTATAATGACATTTGG------GAT------
AACCTGACATGGGTAGAATGG---GAAAGAGAAATTAACAATTATACACAACAAATATAC---
AACCTGCTTCAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGACAAGCTTGTGGAGTTGGTTTGACATAACAAACTGGC
TATGGTATATAAGAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
CTGTCTTTCGCCATTAGTTTGTTTGATACAATAGCAATAGTAGTAGCTAAC---
TGGACAGATAGCGCTATAGAAGGAGTGCAAAGACTTGGTAGGGCT----------------------------
--------TTTCTCAACATA------CCCAGAAGAATAAGACAAGGCTTGGAAAGAATTTTGCTA---TAA 
>JN054287 
GCC---ACA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGG---GAGGATGCAAAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTAGTGAA---AAACATAAT----------------
--------------GTCTGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGACATAGAGCTGAAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACTTTAACCTGTACTAATGTAACCAGTACTAATGTAACCAACAATAGCACTAACACCA
CAAAAGGCAGT--------------------------------------------------------------
-------------------------AACGAGATAGTAAAAGATAGTGGCAGAGAAGAACTAAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGCAAGAATATGCGCTT---
TTTTATAAACTTGATATAGTACCAATTGCTAATAATGATAAGGGA----------------------------
-----------------------------------------------------------------
AATAGTAATAGTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAAAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCAGTGATATCAACT---
CAATTGCTACTAAATGGCAGTTTAGCAGAAAAAGAA------------
ATAATGATTAGATCTGAAAACATCTCAGACAAT---------GCCAAAAACATAATAGTGCAGCTTAAT----
-----------CAAACTGTAGAC---------ATTATGTGTACCAGACCCAATAACAATACAAGAAAA-----
-AGTATACCAATA------------GGACCAGGACAAGCA---CTC------TATGCAACAGGTGAG------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACTATTAATGGAACA---
AAATGGAATGAAACAATATATAAGGTGTCTAAAAAACTACAA---------------GGAATCTTTAAT----
-----------------------------------AATAAAAGCATAAACTTTACC------
AGCTCCTCAGGAGGGGACATAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAGAACTTATAAAGAAATTTGG------GAT------
AACCTAACATGGGTACAATGG---GAAAGGGAAATCGACAATTATACACAACACATATAT---
TACCTACTTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGTCAAGTCTGTGGAGTTGGTTTAGCATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCAATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTCGCCATTAATTTGCTTGATACAATAGCAATAGCAGTAGGTAAC---
TGGACAGATAGAGTTATAGAAGTAGGGCAAAGAATTGTTAGGGCC----------------------------
--------TTTTTCAACGTA------CCTGTAAGAATAAGACAAGGATTGGAAAGACTTTTACTA---TAA 
>JN054296 
GCC---TCA------------------------------------------
AATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAGGATGCAAAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGACATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATATCAACAATAGCACTAGCAGTACAGGT-------------
-------------------------------------------------------------------------
----------------------------AACGGTAGCAGTGTAGCTGCCCAAGAAGAACTAAGA---
AACTGCTCCTTCAATGTAACCACAGCAATAAAA---------------------------
GATAAGAAAAAGCAAGAATATGCGCTT---TTCTATAAACTTGATATAGTACCTATTAATGAT----------
-------------------------------------------------------------------------
----------
AATAGTAATAGTAGTGTAGGTGATTATGTGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGACATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAATTTCACT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCGGTGATATCAACT---
CAATTTCTGCTAAATGGCAGTTTGGCAGAAAAAGAT------------
ATAATGATTAGATCTGAAAACATCACAGACAGT---------ACCAAAAACATAATAGTGCAGCTTAAG----
-----------ACAGCTATAAAC---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATACACTTT------------GGACCAGGACAAGCG---CTC------TATGCAACAGGTGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAACA---
CAATGGAATGAGACGATAGATGAGGTGTCTAAAAAACTAGAA---------------GGAATCCTTAAC----
--------------------ATAAAC---------TTTACCAACATAACCTTTAGT------
CCACCCGCAGGAGGGGACTTAGAAATTCTA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGACATTTGG------GAT------
AACCTGACATGGGTACAATGG---GAAAGGGAAATTGGCAATTATACACAACAAATATAC---
ACCCTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTGTTGTCATTGGACCAGTGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGC
TATGGTATATAAGATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAGTTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGGACAAAGAGTTGGTAGGGCT----------------------------
--------TTGCTTAACATA------CCTGTAAGAATAAGACAAGGAATAGAAAGACTTTTACTA---TAA 
>KU685592 
GCC---TCA------------------------------------------
AGAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCCTTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTAACCGTAGCCACCAATAGCAGTAATART----------
-------------------------------------------------------------------------
----------------------GAAAGCTACAGTGGCACTGTAGATCCCMCTAMAGAACTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAAGAATACGCGCTT---TTCTATAAACTTGATATAACACAAATTGATGAT----------
-------------------------------------------------------------------------
-------------
AATAGTAATATGAGTACAAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGCCCAAAGGTGACATTTGAACCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTGAAAT
GTAGG---GATAGTAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATAAAGCCGGTGATATCAACT---
CAATTGCTGCTGAATGGCAGTTTAGCAGAAAAAGAC------------
ATAATGATTAGATCTGAAAATATCACAAATAAT---------GCCAAAAACATAATAGTGCAGCTTAAT----
-----------GAAACTATAACC---------ATTACATGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGCATT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGGCAAGCACATTGT---AATATTAGTAGAACA---
AAATGGGAAAAAATGATAAATAATGTAACTGAAAAACTAAGG---------------
GAAGCCCTGAATAAAACC---------------------------------GATGGGAATATAACCTTTAAA-
-----CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---



TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCCTGGAATGATAGTTGGAAT-----------------
----------------------------AATAGATCTTTTAGTGATATTTGG------GAG------
AACATGACATGGGTACAATGG---GAAAGGGAAATTAGCAATTATACAAACCAAATATAT---
ACCTTGCTTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAARATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATC---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGTTTGATACAACAGCAGTAGCAGTAGCTAAC---
TGGACAGATAGCGCTATAGAAGTAGTGCGAAGAATTGGTAGGGCT----------------------------
--------TTTCTTAATATA------CCTAGAAGAATAAGACAAGGTTTAGAAAGAGCTTTGCTA---TAA 
>U09664 
GCC---TCA------------------------------------------
GGTAACTTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGG---GAAGACGCAGAT---
ACCACGCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAATCCACAAGAAATATCTCTGAAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTAATGCAATCGCTAATGTAACCAACAGCAATAAGACTAGTAAC-
-------------------------------------------------------------------------
----------------AACAGCAGCCTTGGGAATAGCACTGTGAGTAGCATAGAAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAGTAAGAAAGAATACGCTCTT---TTCTATAGACTTGATGTGGTACCAATTAATGGTAAT-------
-------------------------------------------------------------------------
-------------
GAAAATAGTAGTACAACTGATTATAGGCTAATAAATTGTAATGCCTCAACCATTAAACAA---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGCGCTCCAGCTGGGTTTGCGATTCTAACAT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGACCGTGTAAAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATGATTAGATCTGAAAACTTCACAAACAAT---------GCCAAAAACATAATAGTGCAATTTAAT----
-----------AAATCTATAGAT---------ATTGTGTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCTGGACAAGCA---TTA------TATGCAACAGGCGCC------
---------ATAATAGGCGATATA------------AGACAAGCACATTGT---AATGTTAGTGAAACA---
GACTGGAGAGACATGTTACAGAAGGTAAAAGCACAACTACAA---------------GGAATCTAC-------
-----------------------------------AACAAAAGCATAACCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---GCACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGC-----------------
----------------------------AATAAATCTTTTAATGAGATATGG------GAC------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTAACAACTACACACACCAAATATAC---
TCCCTGCTCGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGAAAGCTTGTGGAGTTGGTTTAGCATAACACAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAACAGCTAAC---
TGGACAGATAGGGTCATAGAAGTAGCGCAAAGAGCTTGCAGAGCT----------------------------
--------ATTCTCAATATA------CCTAGAAGGATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>AB287004 
GCC---TCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCACTCTATTCTGTGCATCTGATGCTAAATCATATAGTTCTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGTTATGAAA---------AATGTAACTGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTCTAAACTGTACTGACATTGTCTATTCTAATTGTACTAGAAAGCATCCCAATGGC-



-------------------------------------------------------------------------
-------------ACTGTGGATTACAATAGCACTGTGGATAACAGTAGCTGTGAAATAATAAAA---
AACTGCTCTTTCAATATAACTACAGAACTAAGA---------------------------
GACAAAAGTAAGAAAGAGTACGCGCTC---TTCTATAGGCCTGATGTAGTACCAATTGATGGTAAT-------
-------------------------------------------------------------------------
-------------
GATAATAGTACTTATAGTGATTATAGGCTAATAAATTGTAATGTCTCATATATCAAGCAG---
GCTTGTCCAAAGGTAAATTTTGACCCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAAT
GTGGG---GATAAGAAGTTCAAT------GGAACAGGACTATGTAACAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGCTGAATGGCAGTGTGACAGAGGAAGAA------------
ATAATAATTCAATCTGAAAATGTCACAGACAAT---------AGTAAAGTCATAATAGTACAGTTTAAT----
-----------GATACTGTAGAA---------ATTAATTGTACCAGACCCGGCAACAATACAAGAAGA-----
-AGTATAAGATTC------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---ATTGTTAATGGAGAA---
AAATGGAATCAGGTGATACAAAAGGTCAAAACACATCTAGAG---------------GAAATCTAT-------
-----------------------------------AATAAGACCATAATCTTTAGC------
TCATCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTCAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGAGATTTGG------GAT------
AACATGACTTGGATACAATGG---GAAAAGGAAATTAACAATTACACAAAACAAATATAC---
AGCCTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCATTCGCTATTAGTTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTGGCAGAGCT----------------------------
--------ATTCTTAATATA------CCTACAAGGATAAGACAAGGCTTTGAAAGAGCTTTGCTA---TAA 
>KU168300 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAGATAACTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTACTGTAAACAACACTAGGACTAACACCAAT-------------
-------------------------------------------------------------------------
----------------------------------ATCACTGCAAATCCCAGAGGAGAACTAAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAAGAAGAAGCAAGAATACGCGCTT---TTCTATAAGCTTGATATAGTGCAAATTAATGATGAG-------
-------------------------------------------------------------------------
----------------
GGTAATAGTACAGATAATTATAGACTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTGGG---GATAAAGAGTTCAAT------GGAACAGGAGCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCTGTGATATCCACT---
CAATTGCTGCTAAACGGCAGTTTAGCAGAAGGAGAT------------
ATAATGATTAGATCTGAAAACTTCACAGACAAT---------GCCAAAAACATAATAGTGCAGCTTAAC----
-----------AAATCTATAGAC---------ATCACATGTACCAGACCCAACAACAATACAAGAAGA-----
-AGTATACACATA------------GCACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAGCA---
GATTGGGCAAACATGATAGGAAATGTAACTAAAAAACTAGGA---------------
GAAATCTTTAATAAGACC---------------------------------CACAACCAAATAACCTTTAAC-
-----TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGACATCTGG------GAT------



AATATGACATGGGTAGAATGG---GAAAGGGAAATTAGCAATTATACACAACAAATATAC---
ACCCTACTTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAGGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
GGGACAGATAGAGCTATAGAAGTAGTGTTAAGAGTTGGTAGGGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAAGGATTGGAGAGAGCTCTCCTA---TAA 
>KF716477 
GCC---TCA---ATT---------------------------------------
AACTTGTGGGCCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCACCCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCTCAAGAGTTACCCCTAACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTATTACTTTAAACTGTACTAATGTTACCAGCACAGGAATTGAAAATAATACA----------
-------------------------------------------------------------------------
-------------------------GAGTCCACCAATAGCACAGTGGAGGCCAAAGAAATGACA---
AACTGCTCTTTCACTATAACCACAGAAATAAGA---------------------------
GATAAACAGAAGAATGAATACGCGCTT---TTCTATAGGGATGATGTAACACAAATTAGGGATGAG-------
-------------------------------------------------------------------------
----------
GGTAATAGCACTAACAGTACACTGTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGAACCAATTCCAATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGAACAGGATCATGTCAAAAT-----------------------
-GTCAGT---ATAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATGATTAGATCTGAAAACTTCACAAACAAT---------GCCAAAATCATAATAGTGCAGCTTAAT----
-----------CAATCTATAGAA---------ATTAATTGTACCAGACCCAACAACAATACCAGAAAA-----
-GGTATAGGAATC------------GGGCCAGGACAAACG---TTC------TATGCAACAGGGGCA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AATGTTAGTGGAACA---
GCATGGAGAAATATGATGCAGGGAGTAAAAGCAAAACTAGAA---------------GGAATCTTTAAT----
-----------------------------ACAAGTAAGACAAATATAACCTTTAAC------
ACACCTGCAGGAGGGGACCTAGAAATTACA---GCACATAGTTTTAATTGTAAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAGGATTTCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGAGCAGATTTGG------GAA------
AACATGACTTGGACACAATGG---GACAGAGAAATTAGCAATTACACACAAGAAATATAC---
AGGTTAATTGAAAATTCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTATTAGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTGAGCATAACAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
GGGACTGATAGGGTTATAGAAATAGTGCAAAGAGCTTGTAGGGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGGATAAGACAAGGCTTTGAAAGCGCTTTGTTA---TAA 
>DQ168576 
GCC---TCA------------------------------------------
AGTAAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGATGCAAAT---
GCTCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAGATGATTCTAGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAAGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTTTGTGTTACTTTAAACTGTGTGGATGTGGATGTCAATTGTACTAAGAACAACAACACT-------
-------------------------------------------------------------------------
----------------------GGGAGCACGAATGTAACTTGTAATAAGGAAGTAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------



GATAAACAGAAAAAAGAATACGCGCTT---TTCTATAAGCTTGATATGGTATCAATTAATGATGGTGATAGT-
-------------------------------------------------------------------------
-------
AATGCAACTAATTATAATGCAACTAATTATAGGCTAATAAACTGTAATGTGTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCAATTTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAATTACTACTGAATGGCAGTGTAGCAGAAGAAGGA------------
ATAGTAATTAGAACTGAAAACACCTCAGACAAT---------ACCAAAATCATAATAGTGCAGCTTAAT----
-----------GACACTATAGAA---------ATTAATTGCACTAGACCCAATAACAATACAAGAAAA-----
-GAGATAGGGATT------------GGACCTGGACAGATG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATGTAAGTGGGGAA---
AAATGGGGGGACATGTCACAGAAAGTAAAAACAAAACTACAA---------------GAGGTCTTT-------
-----------------------------------AACAAGAATATAACCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAGATAACA---ACACATATTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGATATTTGG------GGT------
AACATGACCTGGATACAATGG---GAAAGGGAGATTAGCAATTACACAGGCCAAATATAC---
TACCTAATTGAACAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTGGACCAGTGGGCAAACTTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGTTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGGATAAGACAAGGCGCAGAAAGAGCTTTGCTA---TAA 
>DQ168575 
GCC---TCA------------------------------------------
AATAATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGACTCAGAC---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAATTCTGGAA---------AATATAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGCTA---
ACCCCTCTCTGTGTCACCTTAAACTGCACTACTGTCCCTTGTGAGAACAATACTAGGGACACCACTAGT----
-------------------------------------------------------------------------
-------------------AATAGGAACAACACGTGTGACCGAGAAGAAACAGAAAACTTAAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGAAAGAATATGCGCTT---TTTTATAAACTTGATGTGATACCAATTGATGCA----------
-------------------------------------------------------------------------
-------------------
AATAATAATAGTAGTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GATAAGGATTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGTAGTTTAGCAGAAGAAAAC------------
ATAACACTTAGATCTGAAAACTTCACAGACAAT---------ACCAAAATCATAATAGTGCAGCTTAAG----
-----------GAACCTATAGAA---------ATTAACTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTGTAGGAATT------------GGACCTGGACAAACG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACGTAAGTAGAACA---
AAATGGAGGGAAACGTTACAGGAATTACAGAAACAACTATCA---------------AAGGTCCTTAATAAG-
--------------------------------ACAAACAAAAACATAACCTTTAAC------
TCATCCGCAGGAGGAGATCTAGAAATTACA---ACACACAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGATATTTGG------GAT------
AACATGACCTGGATAGAATGG---GATAGGGAAGTCAGGAACTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGACCTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGGTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTGTAAGGATAAGACAAGGCTTCGAAAGAGCTTTGCTG---TAA 
>DQ168579 
GCC---TCA------------------------------------------
GGGAACTTGTGGGCCACAGTATATTATGGGGTACCTGTGTGG---GAAGACGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTAATGAA---AAGCATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCAAAAGAAATAAGTCTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGATGTACCCAACAATAGTACTAAGAACAGCAATAGTACTGTAC
CCAACAATAGT--------------------------------------------------------------
----ACTGAGAACAGCAATAGTACTCAGAACAACTCCACAGTATATAATAAACTAGAAATGACA---
AACTGCACTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGCAGAAGCAAGAATATGCGCTT---TTTTATAAACTTGATGTGGTACCACTTGATGAT----------
-------------------------------------------------------------------------
-------------------
AACAGTAGTAGTAATTATAGGCTAATAAATTGTAATGTCTCAGCCCTTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTGAATGGCAGTTTAGCAGAAGACGAA------------
ATAGTAATTAGAACTGAAAACATCTCAAACAAT---------GCCAAAATCATAATAGTGCAGTTTAAT----
-----------GAAACTATAGGA---------ATTAATTGTACCAGACCCTTTAACAATACAAGAAGA-----
-AGTATAAGAATC------------GGACCTGGACAGGCG---TTC------TATGCAACAGGTGAA------
---------GTCATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAGTAGAATA---
CAATGGATTGGGATGGTACAAAAGGTAACAGCACAGCTAAAG---------------
AAAATAAATGGCTTTGAG---------------------------------AACAAAACTATAATATTTAAC-
-----TCATCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GACAGGGAAGTCAGCAATTACACACAACAAATATAC---
GAACTAATTGAACAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTTGTWACATA------CCTAGAAGGATAAGACAAGGCCTGGAAAGAGCTTTGCTA---TAA 
>DQ168573 
GCC---TCA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAAACGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTGCTGAA---AAACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACGAGAGATAGGGCTGAAA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAACCTGTACTGATGTAAGAAACAATTGTACTAGGAAC----------------
-------------------------------------------------------------------------
-------------------------------AACACTGTGTGTAATAACGAAGAAATAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGACAGAATACGCACTT---TTCTATAAACTTGATGTGGTGCCACTTAATGAT----------
-------------------------------------------------------------------------
----------------------



AATAATAGTTCTTATAGGCTAATAAATTGCAATGTCTCAGCCATTAAGCAG---
GCTTGTCCAAAGGTGTCTTTTGAGCCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTACTGAATGGCAGTTTAGCAGAAGAAAAA------------
ATAGTAATTAGATCTGAAAACATCACAGACAAT---------GCCAAAATCATAATAGTGCAGTTTAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACCAGACCCAATAACAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCTGGACAGGTG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAATATA------------AGAGAAGCATATTGT---AATGTAAGTAGAACA---
AAATGGAATGGGATGATACAGAAGGTAAAAGCACAGCTACAA---------------
GAAATAGAAAATTTTAAG---------------------------------AACAAAAGTATAAGCTTTAAC-
-----TCATCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGAGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GACAGGGAAGTCAGCAATTACACACAACAAATATAC---
AGCCTAATTGAACAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATAACAAGATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGGGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTCGCTATTAACTTGCTTGATACAACAGCAATAGCAGTAGCTAAC---
TGGACAGACAGGGTTATAGAAGTAGCACAAAGAACTGGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTAGAAGAATAAGACAAGGCTGAGAAAGAGCTTTGCTA---TAA 
>HQ236584 
GCC---TCA------------------------------------------
AAAGATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGATGCAGAT---
ACTACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACGAGAGGTAAATCTGAAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTGAAATGTGCTGATGTTAAGGTCAATTGTACTAGGAACAATAATAGT-------
-------------------------------------------------------------------------
----------------------ACTGAGACCAACATTACATGTGAAGAACAAGGTAGCTTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGTCAGAATATGCAATT---TTCTATAGATCTGATGTGGTACCAATTGGTGAA----------
-------------------------------------------------------------------------
----------------
AATAATACTTCAAAGGATTATATGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACACTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAAT---GATAAGGATTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTACTAAATGGTAGTATATCAGAAGAAGAC------------
ATAGTAATTAGAACTGAAAACATCACAAACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------CACACTATAGAC---------ATTAATTGCACCAGACCCAACAACAACACAAGAAAA-----
-AGTATAAGAATT------------GCACCTGGACAAGTG---TTC------TATGCGACAAATAAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATGTAAGTAGAACA---
AAATGGAACGATATGTTACAGAAGGTAAAGAGAAAACTAGAA---------------CAGGTCTTTGGC----
-----------------------------------AAAAACGATACAACCTTTAAC---
TCATCTCACCCAGGAGGGGACCTAGAAATTATG---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAACGAGATTTGG------GAT------
AACATGACCTGGATGGATTGG---GAAAGGGAAGTCAACAATTACACACAAGAAATATAC---
AAACTAATTGAAATATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAACTGGTTTGACATATCAAATTGGC
TATGGTATATAAGACTATTTGTAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTCTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------



TTATCGTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAGCAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTAGAATAA 
>GQ324613 
GCC---TCA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAACT---
ACCCCTCTATTTTGTGCATCTGATGCTCAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTATGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAATTGTAGTAATATTACCTTAATTGAGAATAATACCAAGAAT----------
-------------------------------------------------------------------------
-------------------------TGTACTAATGATACTACGGATGCTTGCAACGAAATGAGA---
AACTGCTCTTTCAATGTAACCACAGCAATAAGA---------------------------
GATAAGATAAAGAAAGAATACGCGCTT---TTCTATAAACTTGATGTGGTGCCACTTGATACA----------
-------------------------------------------------------------------------
----------------------
AATAATACTAGTTATAGGCTAATAAATTGTAATATCTCAACCATTAAACAG---
GCTTGTCCAAAAGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCAATCTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTACTATTGAATGGCAGTTTAGCAGAAGAGAAA------------
ATAGTAATTAGAACTGAAAACATCACAAACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------CAAACTATAACA---------ATTAATTGTACCAGACCTAATAACAATACAAGAAAA-----
-AGTATAACATTT------------GGACCTGGACAGGCA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGC---AATGTAAGTGGAGAA---
CAATGGAAAAATATGATACAAAAGGTAAAAATAGAGCTAAAG---------------GAAATCTTT-------
-----------------------------------AACAAAAATGTAAGCTTTAAC------
TCGTCCGCAGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGACATTTGG------GAT------
AACATGACCTGGATGCAATGG---GACAAAGAAGTCAACAACTACACACAAGAAATATAC---
AGGCTAATTGAAATATCCCAAACCCAGCAGGAA----------------------------------------
-----------------------------
ATGAATGAAAAAGACTTACTGGCATTGGACAATTGGGCAAGCTTGTGGAATTGGTTTAGCATATCAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTAATTTGATTGATACAGTAGCAATAGCAGTAGGTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGTAGAGCT----------------------------
--------ATCTTTAACATA------CCTAGAAGAATAAGACAAGGTCTTGAAAGAGCTTTGCTA---TAA 
>KX389635 
GTC---TCA------------------------------------------
GGGAACTTGTGRGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAAAT---
ACCCCCTTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGACATAAT----------------
--------------ATATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAGTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTTCTTTAAACTGTACTGATGTAAACAAAAATGGCACTGATAAGGGGAAT----------
-------------------------------------------------------------------------
-------------------------------------------ATAACAGAAACAGGAATGAGA---
AACTGCTCTTTCAATGCAACCACAGAAATACAG---------------------------
GATAAAAAGAAGAAAGAATACGCGCTT---TTCTATAAAACTGATGTGGTACAACTTGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTAGCTCATATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGAACATGTAAAAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTGAATGGCAGTTTAGCAGAAGGAGAC------------
ATAGTAATTAGATCTGAAAATATCTCAGACAAT---------GCCAAAATCATAATAGTGCAGCTTAAT----
-----------GAACCTATAGAG---------ATTAATTGTACCAGACCCAATAACAATACAAGAAAA-----
-AGTATAAGAATT------------GGACCTGGACAGACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAGTAGAACT---
GACTGGAGACGGATGATAGGGAAGGTAGCAGTAAAACTAAAG---------------GAAATCTTTAAT----
-----------------------------------AACAAAAATATAACATTTAAC------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGGGGAGATATGG------AAC------
AACATGACCTGGATACAATGG---GACAGGGAAGTCAGCAATTACACACAACAAATATAC---
AACCTACTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACCAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGC
TATGGTATATAAGAATATTTATAATGGTAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGTAGGGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGCTTCGAAAGAGCTTTGCTA---TAA 
>KX389631 
ACC---TCA------------------------------------------
AGTGACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---GAAGAGGCAGAT---
GCCCCTCTGTTTTGTGCATCTGATGCTAAGGCATATAGTGCTGAA---AAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAGATAAGTCTTGGA---------AATGTAACAGAAGCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTGATGTCAGTACTGATGTCAAGAACAGAACCAGTGGTACG----
-------------------------------------------------------------------------
-------------------------AGTACTACGAGTACTCCAATAGAACCAAAAGCATTA------
AACTGCTCTTTCAATGTAACTACAGAACTAAGA---------------------------
GATAGGCAGACGAAAGACTATGCGCTT---TTCTATAGACTTGATGTGGTACAAATTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTAGTTATAGGCTAATAAATTGTAATGTTTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCAATTTTAAAAT
GTGGA---GATGAGAATTTCAAT------GGAACAGGACAATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTAAATGGTAGYGTAACAGAAAAAGAT------------
ATAGTAATTAAATCTGAAAACATCACTAACAAT---------GCCAAAATCATAATAGTGCAGCTTGAT----
-----------AAAGCTGTAGCA---------ATTAATTGTACCAGGCCCGGCAATAATACAAGGAAA-----
-AGCATAAGGATC------------GGACCTGGACAAGTG---TTC------TATGCAAATGAA---------
---------GTAATAGGAGACATA------------AGACAAGCACACTGT---ACTGTAAATAAACAA---
AATTGGAATGACACGTTACAGAAGGTAAAGGAAAAACTAGGA---------------AAGGTCTTTAAT----
-----------------------------AAAAGCGCAAACAATATAATCTTTGAC------
TCAGCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTCAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAGTGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GATAGGGAAGCCAGCAATTACACACACCAAATATAT---
AGACTAATTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTGTTGGCATTGGACAAGTGGGCAAGTCTGTGGAACTGGTTTGACATATCAAGATGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTTGCAATATA------CCTAGAAGGATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 



>KX389628 
ACC---TCA------------------------------------------
AGCAACTTGTGGGTCACAGTCTACTATGGGGTACCAGTGTGG---GAAGAGGCATAC---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACGAAT---
CCTGACCCACAAGAGATATACCTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTGATGCTACCTTAACCTGTACTAACCGTACTGAT----------
-------------------------------------------------------------------------
-------------------ACCAACTGCACTACCCAAATTGGAAAGGAAGGAAGAAGCTTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
AACAAGCAGAAGGCAGAATATGCACTC---TTCTATAGATCTGATGTGGTACCAATTGATGATAATAAT----
-------------------------------------------------------------------------
----------
ACTAGTGGTACAAATTATAGTAATTATATGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCWGGATTTGCGATTCTAAAAT
GCAGG---GATAAGAATTTCAAT------GGAACAGGACAATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTACTAAACGGTAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAAATCTGAAAACATCACAAACAAT---------GCCAAAGTTATAATAGTGCAGCTTAAT----
-----------GAAACTGTACAA---------ATTAACTGTACCAGACCAGGCAACAATACCAGAAGA-----
-AGTATAAGAATC------------GGACCTGGACAGACA---TTC------TTTGCAACAGGGGAG------
---------ATAATAGGAAATATA------------AGACAAGCACGGTGT---AATATAAGTTTTTCA---
CAATGGAATAATACATTACAGAAGGTAGAGGAAAAACTAAAA---------------GAGGTCTTTAAT----
-----------------------------------AATAAAAATATATCCTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GGT------
AACATGACCTGGATAGAATGG---GAAAGAGAAGTCAATAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCCTTGGACAAGTGGGCAAGTCTGTGGAACTGGTTTGAAATAACACAGTGGC
TATGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAAGGCGCAGAAAGAATTTTGATA---TAA 
>JN248584 
GCT---GCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAC---
ACCCCTCTATTCTGTGCCTCTGATGCTAAATCATATAGTTCTGAA---AAACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGATATAAAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATTAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACTCCTCTCTGTATTACATTAAACTGTACTAAGATAGACAAAAACAGTACTGCTTCCAACAGTAGCATTGCCA
AC-----------------------------------------------------------------------
----------AATAGCAGTACTCATGACAACAGTAGCCTTAAGGATCTCATAGAGGACATGAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GACAAGAGTAAGCAAGAATATGCGCTT---TTCTATAAAACTGATGTGGTAGAAATGAATAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTAGTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAAATTTTGAACCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGAATATGTCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTGAATGGCAGTTTAGCAGAAGGAGAA------------
ATGGTAATTAGATCTCAAAATTTCACAGACAAT---------ACCAAAGTCATAATAGTGCAGCTTAAT----



-----------AAAAGTATAGCA---------ATTAATTGTACCAGACCTGGTAACAATACAAGGAAA-----
-AGTATATCATTA------------GGACCAGGACAAGTG---ATC------TATGCAACAGGTGCC------
---------ATAGTAGGAAACATA------------AGACAAGCACATTGT---GAGGTTAACAAAACA---
GATTGGGAGGAGGTGTTAAAAAATGTCACTAGTCATCTAGAG---------------AAGATCTAT-------
-----------------------------------AATAAGAGCATAACCTTTAAC------
TCACCTGCAGGAGGGGATCTAGAAATTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTGGTGATATTTGG------GAT------
AACATGACTTGGCTACAATGG---GAAAGGGAAATTCAAAATTACACAGACCTAATATAC---
AGTCTGATTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTAGACAAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TATGGTATATAAGAATATTCATAATCATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGACACAATAGCAATAGCAGTAGCTAAT---
TGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTGCAAGGATAAGACAAGGCTTGGAAAGAGCTTTACTG---TAA 
>JN248586 
ACC---TTA------------------------------------------
GATACCATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGAAGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAGAGCATACAGTAATGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCTCAAGAAATAGATCTGGAA---------AATATAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCTCTCTGTGTTACCTTAAACTGTCATGATAATGTCACTGTGARCAATGTCACTGTGAAC----------
-------------------------------------------------------------------------
----------------------AGTAATGTCACTGTGAACAATTCTATAGCAAGAGACTTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGATAGAATATGCGCTT---TTCTATAAACTTGATGTGGTGCCAATTAATGATAAT-------
-------------------------------------------------------------------------
----------------------
AGTAGCTCAAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAACAGGACAATGTAGAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTAAATGGTAGTTTAGCAGAAGGAGAT------------
ATAGTAGTTAGATCTAAAAACCTCACAGACAAT---------ACCAAAATCATAATAGTGCAGCTTAAT----
-----------GAAACTATAGAA---------ATTGATTGTACCAGACCCAGCAACAATACAAGAAGA-----
-AGTATAAGAATC------------GGACCTGGACAATCA---TTC------TATACAACAGGTGAA------
---------ATAATAGGGGATATA------------AGAAAAGCACATTGT---AATGTAAATGGAACA---
AAATGGAGGGAGATGCTAGAGAAGGTAAAGAAACAACTAACA---------------GAGGCCTATAAT----
-----------------AAGGAAAATATA---ACCTTTAACAATATAACCTTTGAC------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCGCTGGAATGAAAGTTGGAGT-----------------
----------------------------AACAAATCTTATGATGAAATTTGG------GGT------
AACATGACCTGGATACAATGG---GAAAGGGAAATCAACAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTGGCATTGGACAAGTGGGATAGCTTGTGGAACTGGTTTGACATATCAAAGTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTCTTAGAAGTAGTACAAAGGGCTTGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>JN248593 
GCA---GAT---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGATGCAGAG---



ACCCCTCTGTTCTGTGCATCTGATGCTAAAGCCTATAGTACCGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAGGTCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACCTTAAACTGTGTTACCTTAAACTGTACTGATGCCACTTATATTGGGAAC-------
-------------------------------------------------------------------------
-------------------TACACTAAGACCAACTATACATGTGAAGAAAAGGACAAAATAGTA---
AACTGCACTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGAAGAAAGAAAGAACATGCGCTT---TTTTATAGACTTGATGTGATACCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------
AACAATAGTAGTGAGTATAGGCTAATAAATTGTAATGTCTCAACCATCAAACAA---
GCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGCTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCACA------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATAAGGCCAGTGGTATCAACC---
CAATTATTACTAAATGGTAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAGAACTGAAAACTCTAGCCAAAAT---------ACCAAAATCATAATAGTGCAGCTTAAC----
-----------GAAACTATAGAA---------ATTAATTGTACTAGACCCAATAACAATACAAAAAGA-----
-AGTATAAGAATC------------GGACCTGGACAAACG---TTC------TATGCACAAGGTGAC------
---------ATCATAGGAAATATA------------AGACAAGCACATTGT---AATGTAAGTGCAGCA---
AAATGGAAAAATATGATACAGAACGTAACGGAACTACTAAAA---------------AAGACCTAT-------
-----------------------------------AACAAAAATATAACCTTTAGC------
CCACCCGTAGAAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTTATCTGCACCACTAATGTGCCCTGGAACGTTAGTTGGAGT-----------------
----------------------------AATAGATCTTATGATCAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GACAGGGAAGTCAGGAATTACACACAGCAAATATAC---
ACCCTAATTAAAGAAGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGCATTGGACAGTTGGGCAAGTTTGTGGGACTGGTTTGCCATATCAAAGTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTCAAAATAGTCTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTTTGGTTGATACATTAGCAATAGTAGTAGGTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAGTAAGACAAGGCCTTGAAAGAGCTTTGCTA---TAA 
>KX389619 
GCC---TCA------------------------------------------
GAGAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCCCACTATTCTGTACATCTGATGCTAAAACATATAGTTCTGAG---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATAGCTCTAGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAACAATAACATGGTAAATCAGATGCATGCGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGTTGATGCAAAGAAAAAAAATAGTACTAGTGGAGCT----------
-------------------------------------------------------------------------
-------------ACTCCCTCCACTACTACTATTACTGTGAAGGACCAAGAAGATGAAATGAGA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GACAAGCGGAAGGAAGAATACGCGCTT---TTCTATAAACTTGATATAATACCAATTAATGGT----------
-------------------------------------------------------------------------
----------------------------
AGTAGTTATAGGCTAATCAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAAATTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAAT
GTAGG---GATAAAGACTTCAAT------GGAACAGGAACCTGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTGAATGGCAGTTTAGCAGAAGAGAAC------------
ATAACAATTAGATCTGAAAACATCACAGACAAT---------ATCAAAATAAAAATAGTGCAGCTTAAG----
-----------GAGCCTATAAAT---------ATTACTTGCGCCAGACCCAGCAACAATACAAGAAGA-----
-AGTATAACATTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGAGCAA------
---------ATAACAGGAGATATA------------AGACAGGCACATTGT---AATGTTACTAGGAGA---



GAATGGGTGGATATGTTAGGGAAGCTCAAAACACAGCTAAAG---------------AAGCAATTGTCT----
-----------------------------------AATAAGGAAGTAAAATTTGCC------
CCATCTGCAGGAGGGGACCTAGAAATCACA---ACACATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCGCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGCAAATTTGG------TAT------
AATATGACTTGGATACAATGG---GAGAGGGAAATTGATAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCCTTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTCGCACAGAGAGCTTGCAGAGCT----------------------------
--------GTTCGCAACGTA------CCTGTAAGAATAAGACAAGGCTTAGAACGAGCTTTGCTA---TAA 
>KX389645 
ACC---GCA------------------------------------------
GAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGAGGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTATGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAAATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTAGTAATATTACCTGTAATGAGCCAACCAATGGGACAAACAATAGGA
CA-----------------------------------------------------------------------
-------------------ACCAATTGTACTGAAATTGAGCGTAATGGAAATGAAATCTTAAGA---
AACTACTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGAAGAAAGAATACGCTCTT---TTTTATAAACTTGATGTGGTACAAATGAATAATAAT-------
-------------------------------------------------------------------------
----------------------
AATGATAGTAGTTATAGGCTAATTAATTGTAATATCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCGATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GCAAT---GACAAGAATTTCAAT------GGAACAGGAAACTGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTACTGAATGGCAGTTTAGCAGAAGACAAG------------
ATAGTAATCAGATCTGAAAACTTCACAAGCAAT---------ACCAAAGTCATAATAGTGCAGCTTAAT----
-----------GACACTATAGAA---------ATTACTTGTATCAGACCCAATAACAATACAAGAAAA-----
-AGTATAAGAATT------------GGACCTGGACAGGCG---TTC------TATGCAACAGGGGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAGTAGAGCA---
AACTGGACAAGAATATTAGAGAAGGTAAGAGCACAGCTAAAG---------------
GACATCTACAATAAATCT---------------------------------GAGGAAAAGATAACCTTTGAC-
-----TCACCCTCAGGTGGGGACCTAGAARTTACA---ACACATAGTTTTACTTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------AAT------
AACATGACCTGGATACAATGG---GACAGGGAAGTCAACAATTACACACAACAAATATAC---
AATCTAATTGAAATATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTGGGAGAGTGGGACAGCCTGTGGAATTGGTTTAGCATATCAAAGTGGC
TACGGTATATACAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATCTGCTTGACACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTGCTA---TAA 
>KY953200 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGACGCAGAT---
GCCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGCACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAGATGCCTCTGAAA---------AATGTAACAGAACCTTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGCACTAATGTCACTTGTTCCAACGGTACGTGT----------------
-------------------------------------------------------------------------
-------------------------------------------GACGGAGCAAAAAACTTAAAA---
AATTGCACTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAGCAAAAAAGAATATGCTATT---TTCTATAGATCTGATGTGGTACAAATTGGTGAC----------
-------------------------------------------------------------------------
----------------------
AACTCAACAAAGTATAGGCTAATAAATTGTAATATCTCAACCATTAAACAG---
GCCTGTCCAAAAGTGACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGT
GTAAT---GATGAGAATTTCAAT------GGAAAAGGACAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTAAATGGTAGTTTAGCAGAAGGAGAA------------
ATAGTAATTAGAAGTGAAAACTTCACAAACAAT---------GCCAAAACCATACTAGTGCAGCTTAAT----
-----------AAATCTATAGAA---------ATTAATTGTACCAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGTTTC------------GGACCTGGACAAGTG---TTA------TATGCAACAGGTGCT------
---------ATAATAGGA-------------------------------------------------------
-----------KCTATAACAACA--------------------------------------------------
-------------------------------------ATCACTGTAACCTTTAAC------
TCATCCACAGGAGGGGACCTAGAAGTTGTA---ACACACATGTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GGT------
AACATGACCTGGATAGAATGG---GAAAGGGAAGTCAACAATTACACAAAACAAATATAT---
AGTCTAATTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCACTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGGTTAATAGGCCTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAATTTGCTTGATACAACAGCAGTTGCAGTAGCTAAT---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATAAGACAAGGCGCAGAAAGAGCTTTGCTA---TAA 
>KY953201 
ACC---TTA------------------------------------------
GAAAACCTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGAAGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAACTGAAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAACCTGTAATCATAGTGTCACTGCTATGAACAGTACTATGAACAGTTCT----
-------------------------------------------------------------------------
-------------------AGCATTGTGAACAGTACTATGATAGATCTAACAGAGGATTTTAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGGAAAAGAAAGAATATGCGCTT---TTCTATAAACTTGATGTGGTGCTAATTGATGGTAAGATA----
-------------------------------------------------------------------------
----------------------
GATAATAGCTCCTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTACTAAATGGTAGTGTATCAGAAGGAGAT------------
ATAGTAATTAGATCTAAAAACCTCACAGACAAT---------ACAAAAACCATAATAGTGCAGTTTAAT----
-----------AAAACTATAGGA---------ATTAATTGTACCAGACCTGCCAACAATACAAGAAAA-----
-AGTATAAGAATC------------GGACCTGGACAATCG---TTC------TATACAACAGGTGAA------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATGTAAGTGGAAAA---
GAATGGTATGAGATGTTAGAGAAGGTAAAGGAACAACTAAAA---------------AAGACCTATAAG----
--AAG------GAAAATAATATAACC------TTTAACAGTATAACCTTTAACTCA------
ACAGCCCCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATGAAAGTTGGAGT-----------------
----------------------------AACAAATCTTATACTGATATTTGG------GAG------
AACATGACCTGGATACAGTGG---GAAAGGGAAATCAACAATTACACGCAAGAAATATAC---
AACCTAATTGAAGCATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGCCAAGTGGGACAGCTTGTGGACCTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTTGTAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAATTTGCTTGATACCATAGCAATAGCAGTAGCTGAC---
TGGACAGATAGGATCTTAGAAGTAGTACAAAGGGCTTTTAGAGCT----------------------------
--------ATTCTTAACATA------CCTACTAGGATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>KX389648 
GCA------------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGATGCAGAC---
ACTCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGCCTCTGGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTGAACTGTACTAATTACAACCATACTAACAATGCTACAAAAAACAATGAGACAG
TAACAATAAAT--------------------------------------------------------------
----------------------AACAGTACTACAAGCAACCTAACAGGAGAAAACCCATTCGTA---
AACTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGCAAACGAAAGAATATGCACTT---TTCTATAGAACTGATGTGGTACCACTTGATAATAATACTGAT-
-------------------------------------------------------------------------
----------
CTTAATATCAATAGTAGTGGAGATTATAGGCTAATAAATTGTAATGTCTCAACCATCAAGCAG---
GCTTGTCCAAAGGTGTCTTTTGATCCAATTCCCATACATTATTGTGTTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GAAAAGAATTTCACT------GGAACAGGAGAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTTTAGCAGAAGATGAA------------
ATAGCAATTAGAACTGAAAACATCACAAATAAT---------GCCAAAATCATAATAGTGCAGCTTAAC----
-----------AAATCTGTAGAG---------ATTACTTGTACCAGACCCAACAACAATACAAGAAGA-----
-AGTATAAGAATA------------GGACCTGGACAAGAG---TTC------TATGCAACAGGTGCA------
---------GTAATAGGAGATATA------------AGACAAGCACATTGT---AAAGTGAATAAAACA---
AAGTGGACTGAGACGTTACAAGGAGTAAAGGAACAACTAAAA---------------AAGGTCTTTAAA----
--------------------------------AATATAACTAATGTAATTTTTAAC------
TCGTCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTATCTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATTCCTAACGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGAACTTATGAGGAGATTTGG------GGG------
AACATGACCTGGATAGAATGG---GAAAGAGAAATCAACAATTACTCACAGGAAATATAC---
AGACTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGCATTGGACAAGTGGACAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGTATGATACTATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAATACAAAGAGCTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGGATAAGACAAGGCTTAGAAAGAGCTTTACTA---TAA 
>U88826 
GCC---TCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCCCCCTATTCTGTGCCTCTGATGCTAAATCATATAGTTCTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGCTATAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGAGGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTATCACTTTAAACTGTACTAATGTAAACAGTGCTAATCATACTGAG----------------



-------------------------------------------------------------------------
----------------------------GCCAATAACACTGTAGAAAACAAAGAAGAAATAAAA---
AACTGCTCTTTCAAGATAACCACAGAAAGGGGA---------------------------
GGCAAGAAGAAGGAAGAATACGCGCTT---TTCTATAAACTTGATGTGGTACCAATTAGTAAT----------
-------------------------------------------------------------------------
-------------------
GGGAATAAGACTAGTTATAGGCTAATACATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAAATTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGGAGTACAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTGAATGGCAGTTTAGCAGAAGAAGAT------------
ATAAGAATTAGATCTGAAAATTTCACAGACAAT---------ACCAAAGTCATAATAGTGCAGCTTAAT----
-----------AATAGTATAGAA---------ATTAATTGTATCAGACCCAATAACAATACAAGAAAA-----
-AGTATACCAATC------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATGTTAGTAGAATA---
AAATGGAGGGAGATGTTAAAGAATGTCACAGCACAGCTAAGG---------------AAAATCTATAAT----
-----------------------------------AATAAGAACATAACCTTTAAC------
TCATCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTCAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGTCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAT------
AACATGACTTGGCTAGAATGG---GAAAGGGAAATTCACAATTACACACAACACATATAC---
AGCCTGATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAACAGCTAAC---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCAACGTA------CCTACAAGGATAAGACAAGGCTTAGAAAGAGCTTTGCTA---TAA 
>AF069943 
GCC---TCA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCAGAT---
ACCTCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAGATAAGTCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTACCCAACAATTAT-------------------------
-------------------------------------------------------------------------
----------------------------------------ACTGATAAGGGCAATGAAATCGAA---
AACTGCTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAGGAAGAAGACAGAATACGCGCTT---TTCTATAGACTTGATGTGATACCACTTAGAGAT----------
-------------------------------------------------------------------------
----------------
AATAATAGTACAAATAATTATAGGTTAATAAATTGTAATGTCTCAACCATTAAACAA---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCAATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGAGCATGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAACATTACAAACAAT---------GCCAAAGTCATAATAGTACAGCTTAAT----
-----------GAAACTATAGGA---------ATTAATTGTACCAGACCTAATAACAATACAAGAAAA-----
-AGTATAAGATTC------------GGACCTGGACAGGCG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGGAATATA------------AGACAAGCACATTGT---AATGTAAGTGGAGCA---
GAATGGAATAAGATGGTACAAAAGGTAAAAGCACAGCTAAAG---------------
GAAATAGAAATCTTTAGG---------------------------------AGCAAAAATATAAGCTTTAAC-
-----TCATCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------GAT------



AGCATGACCTGGATACAATGG---GACAGGGAAGTCAACAATTACACACAACAAATATAC---
AACCTAATTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCGAGCTTGTGGACTTGGTTTGACATAACAAAATGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAAGGCCTTGAAAGAGCTTTGCTA---TAA 
>AF069937 
ACA---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGACGCAGAT---
ACCACTCTATTTTGTGCACCTGATGCTAAAGCATATAGTACTGAA---AGGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAACTCTGGAA---------AATATAACAGAAATTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCTTGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTAGTGATAATAATGTCAATTGTACTAATGCCAATTGT-------
-------------------------------------------------------------------------
----------------------ACTAATAACAGTACCAGGAGCTTAGAAGAAGCAAACTTAAGA---
AACTGTTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGCAGAAGAAAGAATATGCGCTT---TTCTATAAACCTGATGTGGTACCAATTGATGATCAAAGTAAT-
-------------------------------------------------------------------------
----------
AGTAGTAATAGTAGTTATAGTAGTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCCTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GAGAAGAATTTCACT------GGAAAAGGACAATGTAAAAAT-----------------------
-GTCAGT---TCAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTAAATGGGAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAGAACTGAAAACATCACAGACAAT---------ACCAAGGTCATAATAGTGCAGCTTAAT----
-----------GAAACTATAGAA---------ATTAATTGTACCAGACCCAGCAACAATACAAGAAAG-----
-AGTATAACAATA------------GGACCTGGACAAGCG---TTC------TATGCAACGGGTGCA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAGTAAAACA---
AAATGGAGTGAGATGTTACAGAAGGTAAGGAAACAACTAGAA---------------AAGGTCTTTAATATT-
--------------------------------AGTGAAGGAAATATAACCTTTAAC------
TCATCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGGTTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTTATGATGAGATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGGGAAGTCAGCAATTACACACAGGAAATATAC---
AAACTAATTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAGGCTTGTGGAACTGGTTTAGCATAACAAAATGGC
TATGGTATATAAAAATATTTATAATGGTAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGTTTGATACTATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAAGGCGCCGAAAGAGCTTTGCAA---TAA 
>AF069935 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAGATAGAGCTGAAA---------AATGTAAAAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAGGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTAAACACCACCAGCTGTACTAACAACACCACC-------
-------------------------------------------------------------------------
----------------------ACTAAGAATACCACTGTTGACACTATGTGTGATAGTATGACA---
AACTGCTCTTTCAATGTAACCACAGAAATAAAA---------------------------



GATAGGCAGAAGAAAGAATACGCGCTT---TTCTATAGACTTGATGTGGTACAATTTAAAGAT----------
-------------------------------------------------------------------------
----------------
AATGATAATTCAAGTAAGTATAGACTAATAAATTGTAATGTCTCAGCCATTAAACAG---
GCTTGTCCGAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGAACAGGAACATGTAGAGAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGCATTAAGCCAGTGGTATCAACT---
CAATTACTACTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAGTAATCAGATCTGAAAACATCACAAACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------GAAACTATAGAA---------ATTACTTGTACCAGACCCAATGACAATAAAAGAAAA-----
-AGTATAAGAATC------------GGACCTGGACAGGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAATGGAACA---
AAATGGAATGAGATGGTAGAGAAGGTAAAAGCACAGCTAGGG---------------
AAACTAGAACTCTTTAAGAAC---------------------------AAAAGTACAACTATAAAATTTGGC-
-----ACATCCACAGGAGGGGACCTAGAAATTGCA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGACATTTGG------GAT------
AAAATGACCTGGATAGAATGG---GACAGGGAAGTCAGCAACTACACACAACAAATATAT---
AGCCTAATTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGTTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTCGTAGAGCT----------------------------
--------ATTCTCAACGTA------CCTAGAAGGGTAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>AY612637 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAGGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTATGAAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTCACTTTAACCTGTACTAATGTAACTATTAATGTAACCAGCAGTAGCAACAGTAGTGTAA
CCAGCACTAGCACTGTGGGTAGCACTACCAGCACT---------------------------------
AGCACTGTGGGTAGCACTGCCAGCACTAGCACTGTGGGTAGTACTGCGGGTTACAGAGAAGAACTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAGGAGGAAGCAAGAATACGCGCTT---TTTTATAAACTTGATATAGTACCAATTAATGATGGT-------
-------------------------------------------------------------------------
-------------
AGGAATAGTAGTGCAAATAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGGAGTTCAAT------GGAACAGGATTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTGAACGGCAGTTTAGCAGAAGGGGAA------------
ATAATGATTAGATCTGAAAACATCACGAACAAT---------GCCAAAAACATAATAGTACAGCTCAAT----
-----------GAAACTGTACCC---------ATTACGTGTGCCAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGATTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGATGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAGAATA---
AGATGGGAAAATATGAAACAAAATGTAACTGCAAAACTAGAA---------------AAAATATTT-------
-----------------------------------AAAAAGAACATAACCTTTAAC------
CCACCTGCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTATTTGTAGAGGAGGA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGGCTCATCTGTACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATCAAATTTGG------GAT------
AACCTGACATGGGTACAATGG---GAAAGGGAAATTAGCAATTATACACAACAAATATAC---
ACCCTACTTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAACAAGACTTATTAGCATTGGACAAGTGGGCAGATTTGTGGAATTGGTTTGACATATCAAGATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGATTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGCTATAGAAGTAGTGCAAAGAGTTGGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTGTAAGAATAAGACAAGGCTTGGAAAGACTTTTGTTA---TAA 
>FR846408 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGAGGCAGAT---
ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAGATCCCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTAAAAATGTAAATAGCACTAAAAATGCAACCACTCCTACT-------
-------------------------------------------------------------------------
----------------GTAACCCCTACCCCTACTAGCCTTATGAAGGACACAGGAGAACTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAACAAGAGTATGCGCTT---TTCTATAAACTTGATATAGTACCAATTGATGAT----------
-------------------------------------------------------------------------
-------------
AATGGTAAAAATAGTACAAATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGATGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGCTAAATGGCAGTTTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAACATCACAGACAAT---------GCCAAAATCATAATAGTACAGCTTAAT----
-----------ACAACTGTAAGC---------ATTACATGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATACCAATC------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AATATTAGTAGAACA---
GAATGGAATAGTACGATACAGGATGTAACAAAAAAATTAGAA---------------CAATTCTTTAAC----
-----------------------------------GGCAAGAAAATAACCTTTAAC------
TCATCCGCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAACAACTCCAGGCAAGAGCCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCCTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGATGATATTTGG------AAT------
AACCTGACCTGGGTAGAATGG---GAAAGGGAAATTAACAATTATACACACCAGATATAC---
AGCTTACTTGAAGAATCGCAGATTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGT
TATGGTATATAAGAATATTTATAATGGTAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCCATTAGTTTGTTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGCAATACAAAGATTTGGTAGGGCT----------------------------
--------TTGCGCAACGTG------CCTAGAAGAATAAGACAAGGCGCCGAAAGGCTTTTGCTA---TAA 
>FR846410 
GCC---TCA------------------------------------------
AATGACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---GAGGCAGCAAAT---
ACCACTCTATTTTGTGCATCTGATGCTAAGGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATATAACCAACAATAGTAGTATAAACAACAGCACT-------
-------------------------------------------------------------------------
-------------------------------------------------ATGGGAGAACTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAAAAGAAGCAAGAATACGCGCTT---TTCTATAAACTTGATATAGTACCAATTGATAGT----------
-------------------------------------------------------------------------
----------



AATAGTAATAGTAGTACAAGTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATGAGGAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTGCTAAACGGCAGTGTGGCAGAAAAGAAA------------
ATAATGATTAGATCTGAAAACATCACAAACAAT---------GCCAAAAACATAATAGTGCAGTTTAAT----
-----------AAAACTATAAGC---------ATAACGTGTACTAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATC------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGAAAA---
GATTGGAAAGAGATGATAGGAAATGTGACTGAAAAACTAAGT---------------
GAAATATTTAACAAGAGC---------------------------------AAAGGGAACATAACCTTTAAC-
-----CCATCCGCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCCTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAT------
AACCTGACATGGGTAGAATGG---GAAAGGGAAATTAGCAATTATACACAACAAATATAC---
AACCTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGGGCAAAGAGTTGGTAGGGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>MF614605 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAGATAACTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
GTCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAACTGTAATAATGTAAACTGTACTAAAAACAATTGTACT-------------
-------------------------------------------------------------------------
-------------------GAGGGAAACAACAGTAGCACTATGAAAGGCAATGAAGAAATGAAA---
AACTGCTCTTTCAATATAACTACAGAAGTAAGA---------------------------
GATAAGAAAAAGACAGAATACGCGCTT---TTCTATAAACTTGATGTAGTACCAATTAATGAT----------
-------------------------------------------------------------------------
----------
AAAAGTAGTAATAGTACTAGTACTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGTCCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGCTGAATGGCAGCTTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAACATCACAGACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------AAATCTGTAGAA---------ATTATATGTACCAGACCCAATAACAATACAAGAAAA-----
-AGTATAAGTTTA------------GGACCAGGACAAGCG---TTC------TATACAACAGGTGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGGAAAA---
GATTGGAATGAGATGTTACAGAATGTGACTACAAAACTAAAA---------------GAAATYTTT-------
-----------------------------------AACAAAAACATAACATTTAAC------
TCATCTGCAGGAGGAGATCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAAGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAGTGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTAACAATTACACACACCAAATATAC---
AACCTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTATCATTCGCTATTAATTTGGTTGATATAATAGCAATAGCAGTAGCCAAC---
TGGACAGATAGGGTTATAGAARTAGTACAAAGAACTTGTAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAGTTTTGCTA---TAA 
>EF367231 
GCC---TCT------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTCCCCACAGAC---
CCCAACCCACAAGAAATACCTCTGGAA---------AATATAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAACTGTAATAATGTAGACTGTACTAAAAAGAATTGTACTAAGGAG-------
-------------------------------------------------------------------------
----------------------AACAACAATAGCACTATAACAGGCTATAATGGAGAAATAAAA---
AACTGCTCTTTCAATATAACTACAGAATTAAGA---------------------------
AATAAGAAAAAGACAGAATACGCGCTT---TTCTATAAACTTGATGTAGTAGCAATTGATGAT----------
-------------------------------------------------------------------------
----------------
AAAAGTAGTAATAGTACTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACAAGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGCTGAATGGCAGCTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAACATCACAGACAAT---------GCCAAAATCATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTACATGTACTAGACCCAATAACAATACAAGAAAA-----
-AGTATAAGTTTT------------GGACCAGGACAAGCG---ATC------TATAAAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGAGAA---
AATTGGAATGAGATGTTACGAAATGTAACTACAAAACTAAAA---------------GAAATCTTT-------
-----------------------------------CACAAAAACATAACATTTAAC------
TCACCTGCAGGAGGAGATCTAGAAATTACA---GCACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------AAT------
AACATGACCTGGATAGAATGG---GAAAGAGGAATTAACAATTACACAAGCCAAATATAT---
AACCTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACCAATGGGCAAGTTTGTGGAACTGGTTTGACATATCAAAATGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTCGCTATTAATTTGGTTGATACACTAGCAATAGCAGTAGGCAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCT----------------------------
--------TTGCTTAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTGCTA---TAA 
>AF061642 
GCC---TCA------------------------------------------
AATAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCATCCGATGCTAAATCATATAGTGCTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTATGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTGATGTAACCAACAAAGGCAACAAAAGAAATAATAGCACTGAT-
-------------------------------------------------------------------------
-------------AATAGCACTGAAACCAACAATAGCACTGTGGATAACCCAGGAGAAATAAAA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAATACGCGTTT---TTCTATAGACTTGATGTAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
-------------------------
GCAACTAATTATAGGCTAACACATTGTAATGTCTCAACCATCAAACAG---
GCTTGTCCAAAGGTAACTTTTGACCCAATTCCCATACATTATTGTGCTCCAACTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTACTGAATGGCAGTTTAGCAGAAGGAAAA------------
ATAAAAGTTAGATCTGAAAATTTCACAGACAAT---------ACCAAAGTCATAATAGTACAGCTTAAT----
-----------AAAACTGTAGAA---------ATTAATTGTACCAGACCCAACAACAATACAATGAAA-----
-AGGATAAGAATGGGA------ATTGGACCAGGACAAACG---TTC------TATGCAACAGGTGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATGTTACTAAAAGA---
AAATGGAAAGAGGCCTTACAGAATGTCGCTGCAGAACTAGGG---------------AAAATCTTTAATAAG-
--------------------------------AGCAGCGAGAACATAACCTTTAAC------
TCATCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTCATTTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAT------
AACATGACTTGGATAGAATGG---GAAAGGGAAATCAACAATTACACATACCAAATATAC---
AGCCTACTTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCCTTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTGGCATAACAAGATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTGATACAGTAGCAATAGCAGTAGCTAAT---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGGATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>KU168278 
GCC---TCA------------------------------------------
AATAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---GAAGATGCAGAT---
ACCACTCTATTCTGTGCATCTGATGCTAAAGCATATAGTTCTGAA---AAACATAAT----------------
--------------GTATGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTATAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAAAGTAAACTGTAATAATAGTACCAGTACCAACAAT-------
-------------------------------------------------------------------------
----------------------TGTACTGTAGATAATAGCACTGTGAATAACGACGAGAGAACA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GACAAGAGGAAACAAGAATATGCGCTT---TTCTATAAACTTGATGTAGTACCAATTAAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTAGTTATATGTTAAAAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAAATTTTGACCCCATTCCCATACATTATTGTGTTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-ATTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGCTGAATGGTAGTTTAGCAGAAGAAGAC------------
ATAATAATTAAATCTGAAAACTTCTCAGACAAT---------ACCAAAGTCATAATAGTGCAGCTTAAT----
-----------GAGACTATAGAC---------ATTAATTGTACCAGGCCTGACAACAATACAAGAAAA-----
-AGTATAACATTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AATGTTAGTAAAACA---
AAATGGGTGAATATGTTACGGCGTGTCAAAGCACGTCTACAG---------------AACATCTATAAT----
-----------------------------AATACTGGGGGCAACATAACCTTTAAC------
TCGTCCGCAGGAGGGGATCTAGAAATTACA---ACACATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAGGGATCAACAGCTCTTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCTCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATCTGG------GAT------
AACATGACTTGGATACAATGG---GACAGGGAAATTAACAATTACACACAACAAATATAC---
ACCCTAATTGAACAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGCATTGGACAAATGGGCAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AGGAGGATTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGGACTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTAACGTA------CCTACAAGGATAAGACAAGGCTTAGAAAGAGCTTTGCTA---TAA 



>HQ236614 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGG---GAAGATGCAGAT---
ACCACTCTACTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCGTGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGAAGCAAACATCACTAGCACTAATAGCACTGTATATGACAAT-
-------------------------------------------------------------------------
----------------AGCACTGTAGATGACAATAGCACTGTATATGACAAAGGACAAATAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGACAGAGGAAAGAACATGCGCTT---TTCTATAAACTTGATATAGTACAAATTAATGAT----------
-------------------------------------------------------------------------
----------
AATGATAATCAAAATACTACTTTATATAGGCTAATAACTTGTAATGTCTCTACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAATCCAAAAT
GTAGG---GATAATGAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAACCGGTGATATCAACT---
CAATTGCTACTAAACGGCAGTTTAGCAGAAGGAGAT------------
ATAATGATTAGATCTGAAAACATCACAGACAAT---------GCCAAAACCATAATAGTGCAGCTTAAG----
-----------ACAGAAGTAAAC---------ATTACGTGTACCAGACCCAATACCAATAAAAGAAGA-----
-AATATAAGAATC------------GGACCAGGACAAGCG---TTC------CATGCAACAGATAGT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAATAAAACA---
AACTGGGAAAATATGCTAAAAAATGTAAGTAACAAGCTAGGA---------------GCATTCTTTAAG----
-----------------------------------AATAAGACCATAATCTTTAAC------
TCATCCTCAGGGGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAT------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTGGCAATTATACACAACAAATATAC---
AACCTGCTTCAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAACATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGCTAGGAAGGGATATTCACCA------
CTGTCATTCGCCATTAGTTTGTATGATACAATAGCAATAGTAGTAGCTAAC---
TGGACAGATAGCGCTATAGAAGGAGTGCAAAGAGTTGGTAGGGCT----------------------------
--------TTTCTCAACATA------CCCAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTGCTA---TAA 
>HQ236606 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAGGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTCAATAAAACTATAACCAATGGCAAT-------------
-------------------------------------------------------------------------
-------------------------AAAACTGTAGTCGACAATAGCACTGTAGGAGAACTAAAA---
AACTGCTCTTTCAATATAACCACAGCAATGCAA---------------------------
GATAAGAAAAAGCAAGAATATGCGCTT---TTCTATAAACTTGATATAGTACCAATTAATGATAATGGTAAT-
-------------------------------------------------------------------------
----------
AATAATGATAGTAATGCAGGTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAAGTTCAAG------GGAACAGGACCATGTGAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCGGTAATATCAACT---
CAATTGCTACTAAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATGATTAGATCTGAAAACATCACAGACAAT---------GCTAAAAACATAATAGTGCAGCTTAAG----



-----------GAAGCTATAAAC---------ATTACATGCACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTTTC------------GGACCAGGACAAGCG---TTC------TACGCAACAGGTGAT------
---------ATAACAGGAGATATA------------AGACAAGCACACTGT---AATATTAGTAGAAAA---
GCTTGGACGGATATGATAAGTAATGTGTCTAAAAAACTAGAA---------------GAAATCTTTAAC----
-----------------------------------AATACCAAAATAATCTTTAAC------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCCTAAGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGATCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAT------
AACCTGACATGGGTACAATGG---GAAAGGGAAATCAGCAATTATACACAACAAATATAC---
TACCTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGTTTGATACAGTAGCAGTAGCAGTAGCTAAC---
TGGACAGATAGCGCTATAGAAGTAGGGCAAAGAGTTGGTAGGGCT----------------------------
--------TTTTTCAACGTA------CCTGTAAGAATAAGACAAGGATTAGAAAGACTTTTACTA---TAA 
>EF614151 
GGT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAAAG---
ACCACTTTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCAAACCCAAGAGAGATAACTATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATATGGAAAAATGACATGGTAGAACAGATGCATGATGATATA---
ATCAGTGTATGGGATGAAAGCTTA---AAACCATGTGTAAAAATA---
ACCCCTCTCTGTGTTACCTTAAATTGTACTGAGGCAACAATCAACAATAGTACTGATAACAGTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTAGTCCTAGTCCTACTATCACTAATCCTCTTGGGATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAGGA---------------------------
GATAGGAGGAAGAAAGAATACGCGCTT---TTCTATAAACAAGATGTAGTATCAATTGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGTAGTTATATTCTAATAAATTGTAATACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAATAAGTTCAAT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGCTAAATGGTAGTATAGCGGAAAAAGAA------------
GTAATAATTAAATCCAAAAATATCTCAGACAAT---------GCTAAGACCATAATAGTACAGCTTAAC----
-----------CAAACTGTAGAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAAAG-----
-GGTATACCCATA------------GGACCAGGGCAAGTG---CTA------TATGCAACAGGTGCA------
---------GTAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGGAGTA---
AAATGGAATAATACTTTACATAAAGTAGCTGAAGAATTAAGA---------------
GAACAAGAACACTTTAAG---------------------------------AATAAAACAATAGTCTTTGCA-
--CCAGCAAATTCAGGAGGGGACATAGAAATTATG---ATGCATACTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAATCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCCCATGATGAGATTTGG------AAT------
AACATGACCTGGGTAGAATGG---GAAAGAGAAATTGACAATTACACAAGAATAATATAC---
AATCTAATTGAGGTATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTGGCACTGGACAAGTGGACAAGTCTGTGGAGTTGGTTTAAGATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTAGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGCA---
GGAACAGATAGAATCATAGAAATAGTACAAGGGATATTTAGAGCT----------------------------
--------ATCCTACACATA------CCTAGAAGAATAAGACAGG-------------------------- 
>MH705156 
GCT---GCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---



ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGTAACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCATACAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCTCTCTGTGTCACTTTAACCTGTACCAATGCTACGGTAACCATCACCAATGGGCAC-------------
-------------------------------------------------------------------------
-------------------AGCCAATGCACAACGTGGCCGGGTGGAAAACACAGTAGCCTAAAA---
AACTGCTCTTTCAATATAACCACAGTAATAAAA---------------------------
GATAAAAAGAAAAACGAATACGCGATT---GGGTATAGATCTGATGTAGTACCAATTAGTAGTGAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGGTTAATAAATTGTAATACCTCAATGGGTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGCTTTGCGATTCTAAAAT
GTAAT---AATAAAGAGTTCAAT------GGAACAGGGCCATGCACCAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTATTAAATGGCAGCCTAGCAGAAGGAGAA------------
GTAATAATTAGGTCTGAAAATATCACAGAGAAT---------ACAAAAAACATAATAGTACAGCTTAAT----
-----------GAAACTGTAGAG---------ATTAATTGTACAAGGCCAAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGAAAAACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGAG---
CAATGGAATAAGACTTTAACCAAAGTACAGGAAAAATTAAAA---------------GGATACTTT-------
-----------------------------------AATAAGACAATAAAATTTCAG------
TCACCCTCAGGAGGAGACCCAGAAATTACA---ATGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGATGAGATTTGG------GGC------
AACATGACCTGGATGGAGTGG---GAAAAAGAGATTAACAATTACACAAACACAATATAT---
AGGTTAATTGAAGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCACGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGGTTAAGAATAATTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGCTTACTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAATTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------CTTCTTCACATA------CCTAGAAGAATAAGGCAGGGTTTCGAAAGGGCATTACTA---TAA 
>AJ249235 
GCT---GCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATACAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCTCTCTGTGTCACTCTAACTTGTACCAATGTAACTAATAACCGTACCAATGCAAATAAGAAC-------
-------------------------------------------------------------------------
-------------------GATACCAATATCAATGCAACTGTGACATCAACTGACGAGATAAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAAA---------------------------
GATAAGAAAAAGAGAGTGTCTGCACTT---TTCTATAAGCTTGATATAGTGCAAATAAAGCAATCTGAA----
-------------------------------------------------------------------------
-------------
ATTAATCAATCTGAATCTGAAGATAGGCTAATAAATTGTAATACCTCAACCGTTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGCTTTGCGATTCTAAAGT
GTAAT---AATAACACATGCAAT------GGAACAGGGCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATTATTAGGTCTGAAGATATTACAAAGAAT---------ACAAAAAACATAATAGTACAGCTTAAT----
-----------GAAGCTGTAGAA---------ATTAATTGTACAAGGCCAAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGGCAGGCGCATTGT---AACATTAGCGGAGGA---



CAGTGGAATAAAACTGTAAACCAAGTAAAGAAAGAATTAGGA---------------AAACACTTT-------
-----------------------------------AACAAAACAATAATATTTCAA------
CCATCCTCAGGAGGGGACCCACAAGTCACA---AGGCACATTTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCGGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCAGAGTGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAGGAGATTAGTAATCATACAAGCACAATATAT---
AGGTTAATTGAAGAGTCGCAAATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTCGCCATTAACTTGCTTAATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATCATAGAGATAGTATACAGAGCTTTTAGAGCT----------------------------
--------TTACTTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGACTTTTACTA---TAA 
>GQ477441 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAGCAATGCTAACTTAACCAACATTAACAACACGATCACTGAC----
-------------------------------------------------------------------------
-------------------AAAATAGGAAATCTAACAATAGGAAATATAACAGATGACATAAAG---
AACTGTTCTTTTAACATGACCACAGAACTAAGA---------------------------
GATAAGAAGAAGAAGGCTTATGCACTT---TTTTATAAGCTTGATATAGTATCAATTGAAAAG----------
-------------------------------------------------------------------------
----------------------
AATACAAGTGAGTATAGGTTAATAAATTGTAATTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCATTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGCTCTAAAAATCTCACAAACAAT---------GCCAACACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAGTG---TTT------TATGGAACAGGAGAC------
---------ATAATAGGAGATCCA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
AATTGGAATAAAGCTTTGAAACAGGTAACTGGAAAATTAAAA---------------GAGCACTTTCAG----
-----------------------------------AATAAGACAATAAACTTTCAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------AAC------
AACCTGACATGGACAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GCGCTACTTACAGAATCACAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAATGGATTTGTTAAAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAGGAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATTAGACAAGGCTTAGAAAGGATTTTGCTA---TAA 
>EU191617 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTCCCTGCGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAC----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAACGTTACTTTGACCAATACTAATTTGACCAATGTCAAT----
-------------------------------------------------------------------------
----------------AAAATATACAATGTCTCTAACATAGGAAATATAAAAGATGAAGTAAAA---
AACTGTACTTTTAATGTGACCACAGAACTAAAA---------------------------
GATAAGAAGCATAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAATGAGTAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCGAGTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATAGCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---AGGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATACAACAATAATCTTTCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCTTGAAGAGATTTGG------GGC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAACCCAAATATAT---
GGTATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGATTCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH746232 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAGGCACATGTGGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAATTGTACCAATGCTAATTTGACCAATGCCAATACTACT-------------
-------------------------------------------------------------------------
----TTGACCAATAGCAGTAACAAA---ACCAAAGACCTAGGAAATATAACAGGGGAAGTAAGC---
AACTGTTCTTTTTATATGACCACAGAACTAATA---------------------------
GATAAGCAGAAGAAGGTTTATGCACTT---TTTTACAAGCTTGATATAGTAGAAATTAATAAT----------
-------------------------------------------------------------------------
----------
CAGACTGAGAATAATATTACTCAATATATGTTAATAAATTGTAATTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAATG-----
-CGTATGACTATG------------GGACCAGGACACGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
GAATGGAATAACGTTTTAAAACAGGTAGTTAAAAAATTAAAA---------------GAGCACTTTAAC----
-----------------------------------AATAAGACAATAATCTTTCGG------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAG---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGACTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGGTCTCTTGATGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATGG---
GATTTACTTACAGCATCACAGGGCCAGCAGGAC----------------------------------------
-----------------------------
ATAAATGAAAAGGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTTCAGCAATAGCAGTAGGGGGG---
TGGACAGATAGTGTTATTGAAGTAGTACAAACAGTGTGGAGAGGC----------------------------
--------TTTCTCAACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH746236 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGACGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATAAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAAGGCTAATTTTCCCAAGAACAATACCAATAGCACT-------
-------------------------------------------------------------------------
----------------------GACACCCCTGGCACAATAGGAAATATAACAGAGGAAATAAGT---
AACTGTACTTTTAATATGACCACAGAACTAGAA---------------------------
GATAAGAAGCAGAAGGTCCATTCACTT---TTTTATAAGCTTGATATAGTACCAATTAACAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AACTCTGTAGTA---------ATCAATTGTACCAGACCCTCCGAAAAGAAAGAAATG-----
-AAGGTAACTATG------------GGACCAGGGCGAGTA---TTC------TATAGCACAGGAAAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAGTTAATAGAACA---
CAATGGAATGACACTTTAGAACAGGTAAGGGGAAAACTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATTTTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH746237 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTAATTTGACCAATAACAGTACCAATAACAGTACCAATA



GC-----------------------------------------------------------------------
-------------------------ACCCCTGACTCAATAGGAACTATAAAAGGGGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGTATTACAA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---
TTTTATAGGCTTGATATAGTACAAATTAATGATGAAAGTAATAGTAATAGTAGT-------------------
--------------------------
AGGATTAATAGTAGTAGTAATAGTAGTAGTAGTAACAGTAATGGTGAAAGGTATATATTAATAAATTGTAATA
CTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAGTCTGTAAAA---------ATCAATTGTACCAGACCCTAC---AAGAYAAAAATA-----
-AAAATGACTAGA------------GGACCAGGAAAAGTA---TAC------TATACAACAGGAGAA------
---------ATAGAAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
GAATGGAATAAAATTTTAATACAGGTAAAGGGAAAACTAAAA---------------GAGCACTTTACT----
-----------------------------------AATAAGACAATAAACTTTCAA------
ACACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAAAAGTTCCTAGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGGTCTTATGAAGAGATTTGG------AAC------
AACTTGACATGGGCAGAATGG---GAAAGAGAAATTAGTAATTACACAAACCAGATATAT---
GAAATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MH746238 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATATGACAGAA---GCGCACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTACCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGACGCTAAAGTGAACAATAGCACTGTCACA-------------
-------------------------------------------------------------------------
-------------------------------------------AATAAAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGTACTACAA---------------------------
GATAAGAAGCAGCAGGTCCACGCACTT---TTTTATAGGCTTGATATAGTACCAATTGATGGT----------
-------------------------------------------------------------------------
----------------
GATAATGAAAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTGTAACTATG------------GGACCAGGAAAAGTG---TTC------TTTAGAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGAATAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTGGTTGGAAAACTAGAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATACTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTCCTGTGCCCTGGAACTCCACTTGGAGT-----------------



----------------------------AATAGATCATATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACCTACTTGCAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGAGTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATAATACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------TTTCTCCACATC------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MH746239 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAGGATGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---ATGCACAAT----------------
--------------ATCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATACTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAAATTGACCAATATAACTAATTCAGGAAGAGATATAA
AAATAGGAAAT--------------------------------------------------------------
-------------------------------ACAACATTAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGTACTAACA---------------------------
GATAAGAAGCAGAAGGTCAGTGCACTT---TTTTATAAGCTTGATATAGAACAAATTAATAAA----------
-------------------------------------------------------------------------
----------------------
AACAGTAGTGAATATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCGCAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCGGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAATA-----
-AGTACAAGGATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGATCC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGCAACA---
GAATGGAATAAAACTTTAAAACAGGTAACTGAAAAACTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAGGACAATAATCTTTAAA------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AGC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAAGCACACTAGTCAAATATAT---
GATATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTGTAATGATAGTAGTAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCGATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGCAGCGGGG---
TGGACAGATAGGGCTATAGAAGTAATACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MH746252 
GCC---TCA------------------------------------------
GGCAACTTGTGGGTCACAGTATATTATGGGGTTCCTGTATGG---AGGGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACCCAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATACCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAAGTGTACCAATGCTATTTGGAACAATGTTACT-------------------
-------------------------------------------------------------------------
----------------------CGGACCAATAGCTCTAATGGCTATATAACAGATGAAGTAAAA---



AACTGTTCTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAGGATCAGCGCACTT---TTTTATAAGCTTGATATAGTACAAATTAATAAT----------
-------------------------------------------------------------------------
-------------------
AGCAATGATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTAATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGTTGTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAG------
---------ATAATAGGAGATATA------------AGGAGAGCATATTGT---GAGGTTAATGGAACA---
GAATGGAACAAAACTTTAAATCAGGTAACTGCAAAACTAAAA---------------GAGCATTTTAAT----
-----------------------------------AATAAGACAATAAGCTTTGGA------
CCACATACAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGACATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACTRGTCAAATATAT---
GATATACTTACAGAATCGCAGGGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGAATTGCTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTRCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>AF197340 
GCC---TCA------------------------------------------
GACACCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAACGCACAAGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGTCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTCACTTTACATTGTACCAAGGCTAAACTGAATGACACTTATAACGGA-------------
-------------------------------------------------------------------------
-------------------------ACAGCTAAGCTGAATGACACTATTGGAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAACTAAGG---------------------------
GATAAGAAGCAGGAGGTCCATGCACTT---TTTTATGTGCCTGATATAGTACGAATTGGAGAAAAGAATAAA-
-------------------------------------------------------------------------
----------
AATAGTAGTGGAAATAGTAGTGAGTATATATTAATACATTGTAACACTTCAGTCATTAAGCAA---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAAAAATATGAGAACA-----
-AGTGCACGTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAAGC------
---------ATAACAGGAGACATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACAAAAAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGCAGAAATTTGG------GAC------
AACATGACATGGATAGAATGG---GATAAAGAAATTAACAATTACACAAACCAAATATAT---
GAGCTACTTACAAAATCACAGAACCAGCAGGAA----------------------------------------



-----------------------------
AAGAATGAACAGGATTTGTTAGCATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTACTTTGTTTGATGCTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAGAGAGCTTGGAGAGCT----------------------------
--------CTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF197341 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTAAGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAG---GTGCACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGACTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGAGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAGATTGTACCAAAGCTGATTTTTACACCACAAAATTTAACACAACA-------
-------------------------------------------------------------------------
-------------------GAAAAGCCAGAAATAGAAATATCAGAAATGCAAAAAGAAGTAAGC---
AACTGTCCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGGAGCAGGAGGTCTATGCACTT---TTTTATAGGTCTGATCTAGTACCAATTGAGAGAAATAGT----
-------------------------------------------------------------------------
-------------
GGGGAAAATAATGGTAGTAGTTATAGATTAATACATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGCGCTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAG-----------------------
-GTAAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAACGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCTTTCAAAAAGATGAGAACA-----
-AGTGTAAGAATA------------GGACCAGGGCGAGTA---TTC------TATAAAACAGGATCC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTACAACAGATAATTAGAAAATTAGAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATACAATTTAAA---
CCACCATACTCAGGAGGAGATCTAGAAATTACA---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATAACGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GATAGAGAAATTAACAATTACACAAATCAAATATAT---
GAGCTACTCACAAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGACAAGTGGACAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTACTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGCTATAGAAATAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU600816 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAGATTGTACCAACTTGGACAATAGCACAAGCACAAACTATACA----------
-------------------------------------------------------------------------
-------------------------------------------AATATGACAGATGAATTAAGA---
AACTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGCCTATGCACTT---TTTTATAAGCTTGATACAGAACAAATTAATGGAAAT-------
-------------------------------------------------------------------------



----------------------
AATACTAACAAGTATAGGATAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTCAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---CTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGTACGAAGTTTTAGAACAAGTAGCTGGGAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAGAATTTCAA------
CCACACCCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAT------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATTT---
GAGATACTTACAGCAACACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTGCTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KP718930 
GCC---ACA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGTCAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAACTCACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAACGCTACTAGTACCAAC-------------------------
-------------------------------------------------------------------------
-------------------------------AGTAGCAACGTGGAGAACATAGGAGAAATAAGA---
AATTGTTCCTTTAATATAACCACAGAAATAAGA---------------------------
GATAAACAGAAGAAAGTCCATGCACTT---TTTTATAGGTCTGATACAGTACCAATTAATGAAGGT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTACCTATATATTGATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAGGT
GTAAT---GATAAAACTTTCAAT------GGAACAGGGCCATGCACAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTAGAGCAGAAAAAGAA------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCTAAAGACATAATAGTGCACCTTAAT----
-----------GAATCTGTAACA---------ATCAATTGTACCAGACCCTCCAACAATACAATAAAG-----
-AGTGAACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAG------
---------ATAATAGGAAACATA------------AGAAAAGCATATTGT---CAAATTAATGGGACA---
AAATGGAATGAAACTTTACAAAAGGTAGCTAGAAAATTAAGA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAAATTTCAA------
CCATCCTCAGGAGGAGATCCAGAAGTTACA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCTTGGAATGCCAGTTGGAGT-----------------
----------------------------AATAAATCTGTTAATGACATCTGG------GGC------
AACATGACATGGATAGAATGG---GATAGAGAAATTAACAATTACACAAACCTAATATAT---
AGGCTACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AATAATGAAAAGGAGTTGTTAGCCTTGGACAAGTGGAACAATCTGTGGAGTTGGTTTGACATATCACAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTACTACTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGTTTATAGAAATAGTACAAAGAGCTTGTAGAGCA----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>EU191614 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTGCATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AAAGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAAGGCTAATTTCAACAACACCTCCACTGGCAACTCCACT----
-------------------------------------------------------------------------
----------------GACGAGGATAAGTTCAAATCCATTGGCAACATAACAGAATCAGTAAAA---
AACTGTTCTTTTGATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCAATT---TTTTATAAACTTGATATAGTACAAATGGGGGGACAAAGTAGT-
-------------------------------------------------------------------------
----------
AATAATAGTAATGGATATAATAAGTATAGATTAATAAATTGTAATTCTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---AATAAGAATTTCAAT------GGAACAGGACCATGCGGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATCATAATAAGATCTGAAAATCTCACCAACAAT---------GCCAAAACCATAATAGTGCACCTCAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCACAACTATAAGAACA-----
-AGTTCAAGGATA------------GGACCAGGACAAGCA---TTT------TATAAAATAGAAGGC------
---------GTATCAGGAAATATA------------AGAGCAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACAAAAAAATTAAGA---------------GAGTACTTTAAT----
-----------------------------------AATAAGACAATAAAATTTCAA------
CCATCCCCAGGAGGAGATCCAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAAGATCAGCAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACCTCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCATATGAAGAAATTTGG------GAA------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAACAATTACACAAAACAAATATAT---
GAACTACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGCATTGGACAGTTGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAGTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTATAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX112860 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTACGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGACAAATAAAATGGTAGAGCAGATGCAGGAGGACGTA---
ATCAGTTTGTGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAACTTGTAGAGATGTTAATTTGACCCAGAGCAATAACACAGCC----------
-------------------------------------------------------------------------
-------------------------AATGCAACCATGATAGGAAATATAACAGATGAAGTAAGG---
AACTGTTCTTTTAATATGACCACAGAACTAAGG---------------------------
GATAGGAAGCAGAAGGTATATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGATGAGAAT-------
-------------------------------------------------------------------------
----------------------
GAAACAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT



GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACAAGACCCTTTGAAAAAATAAGAACA-----
-CCTATGCGTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAAAC------
---------ATAAATGGAGATATA------------AGGAAAGCATATTGT---GAGGTTAATGGAACA---
CAATGGAATGAAACTTTAAAACAGGTAGCTGAAAAATTAAGA---------------AAGCACTTT-------
-----------------------------------AATAGGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGGAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACAAAATATAT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTAGAA--- 
>JX112861 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATATTCCTCAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGCAGAAGCTAAGTGGAACAAAACAGCCAATGTAACAAAT-------
-------------------------------------------------------------------------
-------------ATGACAGATGAAAAAAATATAACTATAGGAAATCTGACAGGTGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAGGAAGCAGAAGGCCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGGAAAT----------
-------------------------------------------------------------------------
-------------
AATAGTAATGGTAGTGGTAAATATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATCTTACAGACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTAGCTGACACTTTAAAA---------------GAGCACTTTGGT----
-----------------------------------AATAAAACAATAATCTTTGAA---
CAACCATCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTCATGATGATATTTGG------GAA------
AACCTGACATGGACACAATGG---GAAAGAGAAATTAGCAATTACACAGACCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGCATTAGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGAGGG---



TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGATTTTGCTA---TAA 
>GQ845125 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGAGTGTACCAATGCTACTTTGACCAATATCAAAAACACAACC----------
-------------------------------------------------------------------------
-------------------------GATGGCCCTAACATAGGAAATGTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTACAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTATCAATTGATAGT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGCACATATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGACATA------------AGAAAAGCATATTGT---AAGGTTAATGGAACA---
AATTGGAATGAAGTTCTAGGAGAGGTAAGAGAAAAACTAAAT---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------CAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTGTTAGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATCTTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ859178 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCACATAAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGACGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACAAATGCTGCTGTCAATAATAGTAAATCAATCACT----------
-------------------------------------------------------------------------
----------------------GTCTCTAATAACACAGTAGGAAATATAACAGATGACGTAAAA---
AACTGTACCTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGCCTATGCACTT---TTTTATAGGCTTGATCTAGTACCAATTGACAAT----------
-------------------------------------------------------------------------
-------------------------
AATACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GCAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCGCACATGGAATTAGGCCGGTGGCATCAACC---



CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAC----
-----------AGATCTGTAACA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGGCAACTG---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGACATA------------AGGAAAGCATATTGT---GAGATTAATAAAACA---
ACATGGCATGAAACTTTAAAACAGGTAGTTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTCGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCATGGAACCGCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAGTATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTAGAATTGAATACATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTTCGTTGCTTGATACCACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGTCTTGAAAGAGCTTTGCAA---TAA 
>DQ859179 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTACACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACTCCTCTCTGCGTTACTTTACATTGTACCGAGGCTAATTTGATCAATAGCATCAACACAACC----------
-------------------------------------------------------------------------
----------------------AGTAACCCTAACGGAATAGGAAATCTAACAGATGAAGTAAGC---
AACTGCACTTTTAATGCAACAACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAAAT----------
-------------------------------------------------------------------------
-------------------
AATAATAGGAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAGGATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACCATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAC---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCGGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTACG------------GGACCAGGACAAGTA---CTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATAAGGTTTTAGAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTTACA----
-----------------------------------AATAAGAGCATAACCTTTGGA------
CCATCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GCGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAGGGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF036527 



GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCCGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATTTGACCAATTTGAACACCAACTTGACCTATTTGAGCAATA
TC-----------------------------------------------------------------------
----------AGCAAAAGCAGCAAAGACTATGCAGATTTAAGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCGCAGAAATAAGA---------------------------
GATAAGCAGCGGAAGGTCTATTCACTT---TTTTATAGGCTCGATATAGTACCAATTGATAATAATAAT----
-------------------------------------------------------------------------
----------
AATAGTGATAATAGTAGTAGAGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTTTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AGCTCTGTACAA---------ATCAATTGTACCAGACCCTCCAACAATATGAGGACA-----
-CGTATGACTTTT------------GGACCAGGACACGTA---TTC------TATAGAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---AATATTAGTAGAACA---
AAATGGAATAAAACTTTAGGACAGGTAACTAAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAGTCTTTAAA------
CCACACTCAGGAGGAGACCTAGAACTAACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAACTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAATAAAATCATCTGCACCACTGCTGTGCCCTGGAGTTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGATGAGATTTGG------AAC------
AACATGACGTGGACAGAATGG---GAGAGAGAAATAAGCAATTACACAGATCAAATATAT---
AGCATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGATTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCCGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCCATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>EF036529 
GCT---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTCACTTTAAATTGTGCCGATGTTAATGTCACCAATGCTAATGCCACCAATACC-------
-------------------------------------------------------------------------
----------------------TCTAAAATAAGGGGTATACAAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATTCACTT---TTTTATAAGCTTGATATAGTACCAATTATTAAT----------
-------------------------------------------------------------------------
-------------------
AATAGTTCTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCCTTAAGCAG---
GCTTGTCCAAAAGTGTCCTTTGATCCAATTCCCATACATTATTGTACTCCTGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTCAAT----
-----------GAATCTGTAGAA---------ATCAATTGTATCAGACCCTACAACAATACAAGAAAA-----



-AGTATACCCATT------------GGACCAGGACAAGTA---TTC------TATAGGACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AAGATTAATGGAACA---
ATATGGAATAAAACTTTAGAACAGGTAAGTGAAAAATTAAAG---------------GAGCACTTTAAT----
--------------------------------AATAAGACGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCTAATTTAT---
GAGATACTTACAGAATCGCAGAATCAGCAGGAC----------------------------------------
-----------------------------
GGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACCAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTGGAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF036530 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAAATGCCAAAGCACATGATAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGACGTA---
ATCAGTTTATAGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTATGCGTTACTTTAAATTGTACCAATTTGAACTCAACCCAGTTCACAAGCGATAACCCAGAT----
-------------------------------------------------------------------------
-------------------TTAAAAAATGTAACAGATTTAAGTAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCTATTCAATT---TTTTATAAGCTTGATATAGTACCAATTAATAATAAT-------
-------------------------------------------------------------------------
----------------
AATAATAGTACTGGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGGA---------ATCAATTGTACCAGACCCTCCAACAATACAAGGACA-----
-AGTATGCCTATT------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---AAGATTGATGGAACA---
AAATGGAATAAAACTTTACAACAGGTATCTGAGAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACACTCAGGAGGAGACTTAGAAATAACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGTAAGAGTCCTGGCCGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCTAATATAT---
GGAATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGGGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF036534 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGCTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCCTCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AATCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGTTAATGTGGATAGAAATAACACAAACTAT----------
-------------------------------------------------------------------------
----------------------ACCTCAACAATAGGATTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAGTTCTATGCACTT---TTTTATAAGCTTGATATAGTAAACATTGATAGG----------
-------------------------------------------------------------------------
-------------------
AATAAGAGTAATGAGTATAGGTTAATAAATTGCAATTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGTACAGGGACATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATATCTCAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAGA---------ATCAATTGCACCAGACCCTCCAACAATAAAAGAACA-----
-CGTATGTCTATG------------GGACCAGGACACGTG---TTC------TATAAAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCATATTGT---AAGGTTGATGGACTA---
AAGTGGAATGAAACTTTAGAAAAGGTTAAAGCAAAATTAAAA---------------AAGCACTTTAAG----
--------------------------------AATGGGACAATAATAACCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAATTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------AAC------
AGCATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAACTAATTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAACTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGGTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGGGGCACAAAGAGCTTGTAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF036535 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCCTGTGTAACGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGAGGCTAAGTTCAACATAACCAAGGAAAAAATGACAGAT----
-------------------------------------------------------------------------
-------------------ATAGAAAATATAACAGAGATAGGAAATATAACAGATGAGGTAAGA---
AACTGTTCTTTTAATATGGCCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAAGTCCATGCACTT---TTCTATAGGCTTGATATAGTACAAACTGAAGAT----------
-------------------------------------------------------------------------
-------------------
AATAACAATAGTAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCGGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGGCAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTCCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCACAATAGTGCACCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTT------TATAAAGAAGGAGAC------
---------ATAATAGGAAATGTA------------AGAAAAGCATATTGT---GAGATTAATAGAACA---
AAATGGAATGAAACTTTAAACTGGGTAACTGGAAAATTAAAA---------------GAGCACTTTAAA----



-----------------------------------AATAAGACAATAGACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATATGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCAATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGAGCTTGCTA---TAA 
>EU363850 
GCC---TCA------------------------------------------
GACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGCTAATTTGAATGGCACAACCATGAATGGCACA-------
-------------------------------------------------------------------------
-------------------ACCAATGGCCCTAACAACGTAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGCATAATAAT-------
-------------------------------------------------------------------------
----------------
AATAATAGTACTAATGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGGTATGCGATCTTAAAGT
GTAAG---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAGATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAGTTTTAGTACAGGTAACTGCAAAACTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTATA---ACACATCATTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCCTGGAGT-----------------
----------------------------AATAAATCTCTTGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
CGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAGTAGCAGTAGCGGAT---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>HM215410 
GCC---TCT---------------------------------------------
AACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGACCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGAATGGCAGAGCAAATGCAGGAGGATGTA---



ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTAATTTGACCAAGGTCATCAATACCACTGACCCTCGGA
TA-----------------------------------------------------------------------
----------TCCAATGAGACAAGAAAAGAGATAGAAAAAAATAATATAGCAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGTAATAAGA---------------------------
GACAAGCGGCAGAGGGTTCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGTAGATGATAGT----
-------------------------------------------------------------------------
-------------
GGTAGTAATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGATTTGCGATTTTAAGGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAGATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTGCCAGACCCTCCAACAATACAAGAACA-----
-AGCATAGCTCTA------------GGACCAGGACAAGCA---TGG------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATAGAACA---
AGATGGAAGGAAACTTTAAAACAAGTAGCTGGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------ACAAGTAAAATAATCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAGTCTTATGAACAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGTTGCTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGTCTTTGCTA---TAA 
>HM215422 
GCC---TCA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
GTCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAAGTGTAGTAATGCTAATTTGACCAAGGCTAATTTGACC-------------
-------------------------------------------------------------------------
-------------------------ACGGTCAGTAACATAGGAAATATAACAGATGAAATAAGG---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAGGCAGAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAACTTAATGAGAAT-------
-------------------------------------------------------------------------
----------------
AGTAATAATAGTGATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTATCAGACCCTCCACCAATACAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAAATTAATGGAACA---
AAGTGGAATGAAACTTTAACCCAGGTAGCTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATACAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GAAATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATAACAAGATGGC
TGTGGTCTATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCCTTGCTTGATGCTACAGCAATAGCAGTAGCGGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGGGCTTGGAGGGCC----------------------------
--------ATTCTTCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGTTCTTGGTA---TAA 
>HM215427 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTACAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAACCTCAATGCTACTGTCAATGCC-------------
-------------------------------------------------------------------------
----------------------------TCTACCACAATAGGAAATATAACAGATGAAGTAAGG---
AACTGTTCTTTTAATACAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAATGTCTATGCCCTT---TTTTATAAGCTTGATATAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
-------------------------
AATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCGATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAGGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATAGAACA---
AAATGGCATGAAACTTTAAAACAAGTAGCTACAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGACATAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTTGAAAGGTCTTTGCTA---TAA 
>DQ859180 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAC---
ACCACCCTATTCTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GTACACAAT----------------
--------------ATCTGGGTCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACCCTAAATTGTACCACGGCTAATTTGCCTAAAAACAACCAAACAGGA----------
-------------------------------------------------------------------------



----------------------GAATATATAGAGATTATAGGGAATATGACAGAGGAAGTAAGA---
AACTGTTCTTTCAATATGACCACAGGACTAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGCACCAATAAATGAAAATAAT----
-------------------------------------------------------------------------
-------------
AGTAATGAAAATAATACTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAACAG---
CCTTGTCCAAAGATATCCTTCGATCCAATTCCTATACATTATTGTACTCCGGCTGGTTATGCGATTTTTAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCAGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAGACATA------------AGAAGAGCATATTGC---AAGATTAACGAAACA---
AAATGGAATAAAACTTTAGAACAGGTAAGGGAAAAATTAAGA---------------GAGCACATT-------
-----------------------------------AATAAAACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAGACTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGACCAGATTTGG------GAC------
CACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCTAATATAT---
GACATACGTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGCTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCTTTCGCCATTTCTTTGTTTGATGCTTCAGCAATAGCAATAGCAGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>EF036533 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACCGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACCAATACTATTTTGACCAATACTACTTTGACCAATAGCACA----
-------------------------------------------------------------------------
-------------------ACCAATGGCAACAGTAGCATAGGAAATGTAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCAGAAGGTCCGTGCATTT---TTTTATAAGCTTGATATAGAACCCATGGGGGGG----------
-------------------------------------------------------------------------
-------------------
AATGATAGTAGTGAATATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGCTCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAATA---------ATCAATTGTACCAGACCCTCCACCAATACAAGAAAA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAACATATTGT---GAGATTAATGGAACA---
GTATGGAATGAAACTTTAAAGCAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCGCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGGTAGAGTGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---



GACCTACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU475046 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTCTATTATGGGGTCCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGCAGAGCAGATGCAGGAGGATATA---
ATAAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAATTTGTAAAAATGTTACTTTAAATGCTACTAACTTGTCTAAAACC-------
-------------------------------------------------------------------------
----------------------AATGTCTCTGACAAAATGGGAAATATAACAGATGAAATGAAA---
AATTGTACTTTTAATATGACCACAGAAATAGTA---------------------------
GACAAGAAGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAATTGATAAG----------
-------------------------------------------------------------------------
-------------------
AACAATGATAGTGTGTATAGGTTAATAAATTGTAATACTTCAATTATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAGGAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGATAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGGCCCTCCAACAACACAAGAACA-----
-AGTTTAACTATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAT------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGTATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACGTT-------
-----------------------------------AATAAGACCATAAGCTTTCAG------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAATAAAATATAT---
GGGCTACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAGAATATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGTTTGATACTATAGCAATAATAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>KF835502 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTCTGTGCATCAGACGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATCCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAAATGTACCAATGCTAATTTGAACAATGCTAATTTGACCAATACAACC----
-------------------------------------------------------------------------
----------------------------AGTGATAGTTTGCTCAATATGACAGGCGAGGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGTCTACGCACTT---TTTTATAGGCCTGATCTAGTACAAATTAACAAT----------



-------------------------------------------------------------------------
-------------------
AGCAATCCTAGAGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------ACATCTGTAGAA---------ATCAATTGTACCAGGCCCTCCAACAATACAATTACA-----
-AGTACACGTATA------------GGACCAGGACAAATG---TTC------TATAGAACAGGAGAC------
---------ATAAAAGGAGACATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAACGTTAGAACAAGTAAGGAAAAAATTAAAT---------------AAGCACTTT-------
-----------------------------------AACAAGACCATAATATTTCAA------
CCACCCTCAGGAGGAGATAGAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAACCCAGATATAT---
GAAATACTTGTGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAATATTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAACGCTACAGCAATAACAGTAGGGGGG---
TGGACAGACTGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAAGGCTTTGAAAGGGTTTTGCTA---TAA 
>KF835504 
GCC---ACA------------------------------------------
GATAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTGAATTGTGTCAACGTAACTAACACCACT-------------------------
-------------------------------------------------------------------------
-------------------------------------GAAGGGAATCTAAAAGATGAAGAAAGA---
AACTGCACTTTTAACGTAACCACAGAAATACAA---------------------------
GATAGGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGGAGGGAAGAAC----
-------------------------------------------------------------------------
----------------
AGTAGGAATAGCAGTGAGTATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGTGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAGAATATTACAGATAAT---------GCCAAAACCATCATAGTACACCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTATCAGACTCGCCAACAATATAATAGAA-----
-GGTCTAACTATA------------GGACCAGGACGAGTA---TTC------TATAGAAAAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATTTTGT---GAGATTAATGGAACA---
CAATGGAATAAAGATTTAGGTCAGGTAGCTAAAACTTTAAAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGACAATAGTCTTTGAA------
CCATCTGCAGGAGGAGATCTCGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTACCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------CAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGATCAAATATAT---
GGAATACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTCGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATCATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACCATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGGTA---TAA 
>KF835513 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGTT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATAAGGGAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATAAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAATTTGTACTACAGCTAATTTAACCAATTATAACTCTAGCACATTAGGAAATA
TG-----------------------------------------------------------------------
----------------ACAGATGATAACTATAGCACATTAGGAAATATGACAGATGAAGTAAGA---
AATTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTTCATGCACTT---TTTTATAGGCTTGATATAGTACCAATAGATGGGAAT-------
-------------------------------------------------------------------------
----------------------
AGGAATAATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATATCACAGACAAT---------GCAAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCACTTGTATAAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATCGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATGGAACA---
GAATGGTATAAAGTGTTAAAACAAGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
--------------------------------AACAATACAATAATCTTTCAACCA---
CAACCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCTTCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAT------
AATATGACATGGATACAATGG---GAGAGAGAAATTAGCAACTACACAAACCAAATATAT---
GACATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGTAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATATTAGAATTAGCACAAAGAGTTGGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>KF835514 
GCC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGCAGAACAGATGCAGGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTTCTCTCTGTGTTACTTTAAATTGTACCGCTGCTAATTTGACCAATACTAAAAACAAT-------------
-------------------------------------------------------------------------
----------------------------ACCGATAAAATAGGAGATATAAAAGATGAAGTAAGA---
AATTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAGGAGTCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATTTAGTATCAATGGAAAAT----------
-------------------------------------------------------------------------
----------
AATAGTACTAATAACTATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---



GCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAGT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGCACAAGAG------------
ATAATAATCAGAACTGAAAGTCTCACAGACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GAATCAATACAG---------ATCAATTGTACCAGACCCTCAAACAATACAAGAAGA-----
-AGTACAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGGGATATA------------AGAAAAGCACATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AAGACAACAATACTCTTTCGG------
CCACCCTCAGGAGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAGAACAAATA----------------
-------------------------------------------------------------------------
--------------------
AGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGATGGCT
GTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTTCTATTTCTTTGCTTAATAGTACAGCTATAGCAGTAGCAGGG---
TGGACAGATAGGCTTATAGAAGCAGCACAAACAGTTTGGAGAGCT----------------------------
--------ATCCTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF835516 
GCC---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACCCCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCAAGGCTAAGTTGAATGAGACCAAGATCACCAACTCCACTGCC-
-------------------------------------------------------------------------
----------------------------TCTAACATAGTGGGAAATCTAACAGATGATGTAATG---
AATTGTACTTTTAATGTGACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAATAAATAATAAT-------
-------------------------------------------------------------------------
-------
GCTAGTTTGTCTAATAAGAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACCCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAAAATTTTAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGACGAG------------
ATAGTAATCAGATCTGAAAATCTCACCAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGTTTC------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGCT------
---------ATAATAGGAGACATA------------AGGAGAGCACATTGT---GAGATTAATAGAACA---
CAATGGGATGAAACTTTAGGACAGGTAGTTAGAAAATTAAAC---------------AAGCACTTT-------
-----------------------------------AATACAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTGTTTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGATTAATGCCACAGCAATAGCAGTAGCGGGG---



TGGACAGATAGAGTTATAGAAGTAGCACTAAGAGCTTGCAGAGCC----------------------------
--------ATTCTTCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGATA---TAA 
>KF835518 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTACTATGGGGTTCCTGTGTGG---AAAGATGCAGAG---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAGATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACCTTAAATTGTACCGCAGCTAACCTCAAGAAAACAGAAAATACAACA----------
-------------------------------------------------------------------------
-------------------------GATGGAGTAAACATAGGAAATCTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGTAATACAA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGATGGTAAT-------
-------------------------------------------------------------------------
----------
AATAGTAGTAGTAATTATAGTCTTTATAGGTTAATAAATTGTAATACTTCAGCCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATACCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATCAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAAAGGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAGTCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATGAGAATA------------GGACCAGGACAAGTA---TAC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
AAATGGAATAAAACTTTAGAACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTTAAG----
--------------------------------AATAAGACAATAATTTTTCAACCA---
GCCTTAGCCTCAGGAGGAGATCTAGAAATTATA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAATAAAATATAT---
GAGCTAATTACAGAATCGCAGGACCAGCAAGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATTATAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTCTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KF835519 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGGACAGGAGACAGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCATGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGCACCAGTGCTAACTTGACCAATGCAAAGATCCCG-------------
-------------------------------------------------------------------------
-------------------GTCAATGCCTCTCTCATAATGGGAAATTTAACAAATGAAGTAAGT---
AATTGTACTTTTAATATGACCACAGACCTAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAGGGTTGATATAGTATCAATTGACAAT----------
-------------------------------------------------------------------------
----------------
ACTAATAATAGCAATGAGTATAGGTTAATTAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTTTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAGGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCCGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGCCTAGCAGAAGGAGAC------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
AAATGGAATGAAACTTTAACACAGGTAGTTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATACAACAATAAAGTTTGAA------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAGTCATCTGCACCACTCCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGATATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGACATAATATAT---
ACCATATTAACAGAATCACAGAATCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATATGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGTTGGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>KF835528 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGACGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTGACTTTAAATTGTACTGATGATGTGAAGTTTGTGAATTTGACCAATTCCAACAACAGCA
CC-----------------------------------------------------------------------
----------------AACGAAACCAGTAGCTATAACATAGGAAATATAACAGGTGAAGTAAAA---
AACTGCTCTTTTAATATGACCACAGAAATAATA---------------------------
GATAAGAAGCAGAAAGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATGAGCAAT----------
-------------------------------------------------------------------------
----------
AGCAATAGTAGTGATAGTAGTAAGTATATACTAATAAATTGTAATAATTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAGGAAAAG------------
ATAGTAATCAGATCTGAGAATCTCACAAATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-AGTATGCGTATA------------GGACCAGGACGAGTA---TTC------TATAAAACAGGAAGC------
---------ATAATGGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATAAAACA---
AAATGGGTTGAAGTATTAACACAGGTAAATAACACATTAAAA---------------GAGAACTTTAAG----
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATATCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
ACGCTACTTATAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAATTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCCTTTGCTATTTCTTTGCTTAATGCCACAGCAATAGTAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGGGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAATAGCTTTGCAA---TAA 
>KF835533 



GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGCCAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCTCTGCTAACTTGACCAATGCCACT-------------------
-------------------------------------------------------------------------
----------------------------GTCACAACCAGTGAGACTCTAAAAGATGAAGTAAGC---
AACTGTACTTTTAATATGACCACAGAAATAATA---------------------------
GATAAGCAGAAGAAGGTCTATGCACTT---
TTTTACAAGCTTGATATAGTACAAATTGAAGATAGTAACAAAAAT----------------------------
--------------------------------------------------
AGTAGCAATAGTAGTAAGTATAGTGAGTATATGTTAATAAATTGTAATTCCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCACCACTATAAGAACA-----
-AGTCTAAGGATA------------GGACCAGGACGAGTA---TTC------CATACAACAGGAGCC------
---------ATAACAGGAGACAAA------------AGAAAAGCATATTGT---AAGATTAATGCAACA---
AAATGGTATAAAGTTTTGAAACAGGTAGCTGGAAAATTAGAA---------------AAACACTTT-------
--------------------------------AATAGGACAATAATCTTTGAACCA---
CAACCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGCAGTTCCTAGGACTTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTCGTGTGCCCTGGAACCGCACTTGGAGT-----------------
----------------------------AATAAAAGTTATGAAGAGATTTGG------GGC------
AACATGACATGGATAGAGTGG---GAGAGAGAAATTAGCAGTTACACAAACCAAATATAT---
GAGCTAATTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGTAGTAGCGGGG---
GGGACAGATAGGGTTATTGAAGTAATACGAAGGGCTTGGAGAGCC----------------------------
--------CTTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KF835536 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCAGTATGG---AGAGATGCAAGT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATTCAACAGAA---GTGCACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---CAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAAATGTACGAATAATGTTACGGTCAGCAATGCCACTGCAACA----------
-------------------------------------------------------------------------
-------------------------AATAAAACAAATGTAGGAAATATAACAGATGAGGTAAGG---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTAATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTAGTCAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTTTGCGCTTTTAAAGT
GCAAT---GACAAGAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCTTAGCAGAAGATGAG------------
ATAGTGATCAGATCTGAAAATCTCACCAACAAT---------GCCAAAACCATAATAGTGCAGCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAAAAGGATGAGAGTA-----



-AGTACACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGCC------
---------ATATTAGGAGATCCA------------AGGAAAGCATACTGT---GAGATTAATGGAACA---
CAATGGAATGAAACTTTAAGAAAGGTAGTTAACAAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAATACAATAGTTTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGACATCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGTAATTACACAAACCAAATATAT---
GAGATACTTACAAAAACGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGATTTGTTAGAACTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTATAATAGGTTTAAGAATAATTTTTGCT---
GTGATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCTATAGCAGTAGCAGAG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAATTTGGAGAGCC----------------------------
--------ATTCTTCACATA------CCAAGAAGAATCAGACAGGGTTTAGAAAGGAGTTTGCTA---TAA 
>KF835538 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGG---AGAGATGCTGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCATGGAA---------AATGTAACAGAGTATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCAATGCTACTTTGACCAATACTAATTCGACCAAT----------
-------------------------------------------------------------------------
----------GTTAACACAACCAGTGCCCCTGATATAATAGGAAATGTAACAGATGAAGTAAGG---
AACTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAAGGTCTATGCACTC---TTTTATAAGCTTGATATAGTACAACTTAATAAT----------
-------------------------------------------------------------------------
-------------------------
AATAGTACGTATAGGTTAATAAATTGTAATACTTCAATCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTACAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGATGTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTGCTATTAAATGGCAGCCTAGCAGAAGATGAG------------
GTAATAATCAGATCTGAGAATCTCACCAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-AGTTTCCGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAAATATA------------AGGCAAGCATATTGT---AGAGTTAATGGAACA---
CAATGGAATGAAACCTTAAAACAGGTAGCTACAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATTTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCGTATGAAGATATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGCCCAAATATAT---
GAAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTAGGCATAACAAAATGGA
TGGGGTATATAAAATTATTTGTAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTACTTAATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF835542 
GCC---TCA------------------------------------------
GACCGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGGCAGAA---GCGCACAAT----------------



--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACCAATGCTAATTTCACTAAACCAACAATCAGTGGC----------
-------------------------------------------------------------------------
----------------------------AACGATACCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGCTAACA---------------------------
GACAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTAAAAATGGGAGGG----------
-------------------------------------------------------------------------
----------------------
AATGGTAGTCAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGGTCTGAGAATCTCACAAATAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAATA-----
-AGTACAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---CAGATTAATAAAACA---
GAATGGAATGAAACTTTAGAACAGGTAACTGCAAAATTAAGA---------------GGGCACTTTATT----
-----------------------------------AATAAGACAATAATCTTCCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAGATTAGCAATTACACAAACAAAATCTAT---
GATCTACTTACAGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTAATGCTATAGCAATAGCAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF835543 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACGGAA---GCACACAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATACAATGGTAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAGTTA---
ACTCCTCTCTGCGTTACTTTAAAGTGTGGCACGGTCAAGGGCTCTAACAGGACTGACAAA-------------
-------------------------------------------------------------------------
-------------------------------------ATAGGAAATATAACAGATGACATGAGG---
AACTGTTCTTTTAATATAACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAGGTTTATGCACTT---TTTTATAAGCTTGATATAGTAGAAATTGATAGT----------
-------------------------------------------------------------------------
-------------------------
AGTGGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAAATATCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAAGTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGAGCATATTGT---GAGATTAATGGAACA---
AAATGGAGGGAAACTTTAAAACAAGTAGTTAAAAAATTAAAA---------------GAGCATTTT-------



-----------------------------------AATACAACAATAATCTTTCAA------
CCACCAGCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAGATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGGAAATTTGG------AAC------
AACATGACATGGATAGAGTGG---GAGAGAGAAATTAGTAATTACACAAGCCTAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTAAATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATCTCTTTGTTCGATACTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACAA---TAA 
>FJ441290 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGACGCTAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACCCATGGTA---------GATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACGCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAAGTTCAATAACACAACCGCTGTCAAC----------
-------------------------------------------------------------------------
-------------------------AATACCAATAACATAGGAAATCTAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAAGC----------
-------------------------------------------------------------------------
-------------------
AATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAC----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-AGTACAAGAATA------------GGACCAGGCCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAAACAGGTAGCTGCAAAATTAAAA---------------GGGCACTTTAAT----
-----------------------------------AATAAGCCAATAATCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAAAGAGATTTGG------GAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCAGAATTTAT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGGAGGGATACTCACCT------
TTGTCGTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU475028 
ACC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTTTGTGTTACTTTAAATTGTACCGAGGCTAATTTGACTAATAATAAAACCAATGGAAAT-------
-------------------------------------------------------------------------
-------------------ATAACAGATAACAATAACATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGATGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAAAC----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAAACTGTACAA---------ATCAAGTGTACCAGACCCTCCAACAACACAAGAACA-----
-AGTACAAGAATA------------GGACCAGGCCAAGTG---TTC------TATAGAACAGGAGCC------
---------ATAATAGGAGATATA------------AGGAAAGCATACTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATAAGGTAACTAAAGAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAGTTTTTCAA------
CCACCATCAGGAGGAGATCTAGAAACCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTACGAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACTGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU475040 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTATCAATGCTAATTTGACCAATGTCAACAAGACCACT----------
-------------------------------------------------------------------------
-------------------------GCCACTAACGGAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTAGCA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAAGAT----------
-------------------------------------------------------------------------
-------------------
AAGGATAATAGTACGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAGGAAAAG------------
GTAATAATCAGATCTGAAAATCTCACAAACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCACTTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGTATA------------GGACCAGGACGAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAACTAAAGAATTAAAG---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTGTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGTTATTTCTTTGGTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KM218078 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAAATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAGGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTTCCAATGCTGAATTGACCAATTTGACCAATTTC-------------
-------------------------------------------------------------------------
-------------AACAAGACCAATGTCTTTAAAGGAATAGGAAATGTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGATGGTTCATGCACTT---TTTTATAAGCTTGATATAATACAAATTAGTAAC----------
-------------------------------------------------------------------------
----------------------------
TCTAGTTATAGGTTAATTAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGATATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAACA---
AAATGGAATGAAACTTTAGGACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTTGCT----
-----------------------------------ACTAAGAAAATAGAATTCCAG------
CCACACTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAACAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GATTTACTGACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAACTTGATAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTGTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTTGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTGGCTA---TAA 
>HM215409 
GCC---TCA------------------------------------------
GACAACTTGTGGGTAACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTCAGTTTCCCAATGACACTAGAACAGCC----------
-------------------------------------------------------------------------



----------------------AATGCCTCTGACAAAATAGGAAATATAACAGATGAAATAAAA---
AACTGTACTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGCTTATGCACTT---TTTTATAGGCTTGATATAGTACCAATAGAGGATAAA-------
-------------------------------------------------------------------------
----------------
AATAATAGCAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGTTTTGCACTTTTAAAGT
GTAAT---GATGTGAATTTCAAT------GGGACAGGGCTATGTAGAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGTGAG------------
ATAATAATCAGGTCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAC----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAGTGAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------AAGGTGACTAAT----
-----------------------------------AAGACAAGAATAGAGTTTCAA---
CCCGCACCCGCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTTTGCCCTGGAACTCCACTTGGAGT-----------------
-------------------------AATAAAACTTTCGACAACATTTGGAAA------AGC------
AACATGACATGGATAGATTGG---GAGAGAGAAATTAGTAATTACACAAACACAATATAT---
GACCTACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGAGTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAGTAGCTTGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGGTA---TAA 
>HM215418 
GCT---TCA------------------------------------------
GACAAACTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAATACACCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGCTAATACTAATGAGACCAAGAAC----------------
-------------------------------------------------------------------------
----------------------------AATACAACAGATGACAATATAAAAGATGAAATGAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAGGGTCTCCGCACTT---TTTTATAAGCTTGATATAGTGCCAATTGATGAT----------
-------------------------------------------------------------------------
----------------
AGTAAGAATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCGTGCCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCATCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTGTACGCATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGGGAC------
---------ATAACAGGAGACATA------------AGAAAAGCATATTGT---GAGATTGATGGAACG---
GAATGGAATAAAACTTTAACACAGGTAGCTGAAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAAACAATAGTCTATCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAGATTTGG------GAC------
AATATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---



AGTATACTTACAGAATCACAAAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCTAGTCTGTGGAATTGGTTTACATTATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HM215419 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCCCATTCAACAGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGATA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGCTTATGGGACCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAAAGTTAAGTTGACTAATTTCAAGGAAACC-------------
-------------------------------------------------------------------------
-------------------------AATGACAGTAACATAGGAAATATAACAAATGAAATAGCA---
AACTGTACTTTTAATATGACCACAGAACTAATA---------------------------
GATAAAACGAAGCAGGTCTACGCACTT---TTTTATAAGCTTGATATAGTACAAATTGAAAAT----------
-------------------------------------------------------------------------
----------------
AATAGCAATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAGAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACCATCAAAGAAAA-----
-CGTATAACTATG------------GGACCAGGACGAGTA---TAC------TATAGCACAGGAGAA------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---AAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTACAA---------------GAACACTTTAAA----
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAATCCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGTTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATCGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAACAGCTTTGCTA---TAA 
>JX112810 
GCT---TCA------------------------------------------
GACAACTTGTGGGTTACCGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAGCAGATGCATGAGGATGTA---
GTCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTACCAATGCTAATTGGACCAATAGCAATGACACAACCAAT-------
-------------------------------------------------------------------------
-------------------GACCCTAACATAGGAAATCTAGGAAATCTAACAGATGAAATGAGA---
AACTGTACTTTTAATATGACCACAGAACTAAAA---------------------------
GATAGGAAGCAGAAAGTCCAGGCACTT---TTTTATAGGCTTGATATAGTACGAATTGATAAT----------



-------------------------------------------------------------------------
-------------
AATGAGAATCATACTGATATGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCACAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AGATCTGTAGAA---------ATCAATTGTACCAGACCCTCAAATAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAATAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACTGGAAAACTACAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAAGATTTCGG------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACACACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCCTTTGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX112818 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATATAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAACATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATAATGTCACTTTGACCAATGCCACTTGGACCAAT-------
-------------------------------------------------------------------------
----------------------ATCAATAGTACAGATTTAGGAAATATAACAGATGACATAAGA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAGGAAGCAGAAGTTCTATTCAATT---TTTTATAGGCTTGATATAGTACCAATTGAAAATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGAAGTGAATATAGGTTAATAAACTGTAATTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTAACCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAACGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAATCATAATAGTGCAACTTAAT----
-----------AGATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGGACA-----
-AGTATAAGGATT------------GGACCAGGACAAGTA---TTC------TATAGAACAGCAGAG------
---------ATAACAGGAGATATA------------AGACGAGCATATTGT---AGGATTAATAAAACA---
GAATGGAATAAAACTCTAAAACAGGTAGCTGAAAAATTAAAA---------------GAATACTTTAAT----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACACTCAGGAGGAGACCCAGAAATAACA---ATGCATCATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCACCTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACACACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC



TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGCAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACAA---TAA 
>JX112821 
GCC---TCA------------------------------------------
GACAACTTATGGGTTACAGTGTATTATGGAGTTCCCGTGTGG---AGAGACGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGTCAGAA---GTGCACAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAACTGTAGTAGTGAAGTTAGGACCCGCAATGTCACAAGCAAT----------
-------------------------------------------------------------------------
-------------------GTCACCTTTTTGTCAGAAATAGGAAATATAACAGAAGATGTAAGG---
AACTGTTCTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATAACAAT-------
-------------------------------------------------------------------------
----------
AGTAGTAACAATATTTATGGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAGA---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGATAAG------------
ATAATAATCAGATCTGAAAATCTCACCAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAGTTGTACCAGACCCTACAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAGAGCATATTGT---AAGATTAATGGAACA---
AAATGGAATGAAACTTTACAACAGGTAGCTAAAAAATTAAGA---------------GAGCACTATAGG----
-----------------------------------ACTGAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAAAGGGGAG---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAGAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCCTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GGTATACTTATAGAATCGCAGAATCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTGGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGCAGAGCC----------------------------
--------ATTCTTCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>JX112827 
GCC---GCA------------------------------------------
GACAACTTGTGGGTTACGGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACATTCTACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAATTTGACCAGGATCAATGCTACTTGGACCAGGGACA
ATGACACAAAA--------------------------------------------------------------
-------------------------TATAACACTGAAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGAAGCACCAGGTCTATGCACTT---TTTTACGTGCCTGACATAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTGAGTACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---



GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATACTCAGATCAGAAAATATTACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTATCAGACCCGCCAATAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATGGAAGAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---AAGATTAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------AAGCAATTT-------
-----------------------------------AGTAAGAACATAACCTTCCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACGAACCAAATATTT---
GAGATACTCACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX112829 
GCC---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCAACTGAGACAGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTAACTTTAAATTGTACCAATGCTAATGTGACCAATGTGGGTAACTACTCAACCAATGTC-
-------------------------------------------------------------------------
-------------------TCCAAGGATTCTAACATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAACTAAGA---------------------------
GATAGGAAGCAGAGGGTCCATGCACTT---TTTTATAAGCTTGATTTAGTATCAATAGATGACAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCGGCTGGTTATGCGATTTTAAAGT
GCAAT---GATAAGGATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAAGCTCACAGACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGTA---------ATCAACTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAGCTATA------------GGGCCAGGACAAGTA---TTC------TATAAAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAAGGCATATTGC---CAAGTTAATGGAACA---
AATTGGTTTGAAGCTTTAAACCAGACAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAAGCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACGCATCACTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGACTTTGCTG---TAA 
>JX112830 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAACACAGAG---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAAATTGTGCTAATTTGACCAGTACCAATGTTAATCAGACCAAT----------
-------------------------------------------------------------------------
-------------------------------------AAAGAAAATATAAAAAATGAAGTAAAA---
AACTGTACTTTTAATGTGACCACAGAAATGCAA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTAGAAATACATACT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAACATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGGCCAGGACAAGCA---TTC------TTTAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAGTTCTAGGACAGGTAACTGAAAAACTAAAA---------------GGGCACTTTAAT----
-----------------------------------AATACTAACATAATCTTTCAA---
CAACCATCCCCAGGAGGGGATCTAGAGATTACA---ACACTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
CGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTAGCGGAA---
GGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAA---TAA 
>JX112832 
GCC---GCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTAACTTTAAATTGTACCAATGCTACTTTTACCAACGCGGTTAACATAACC----------
-------------------------------------------------------------------------
-------------------------AGTAGCCCCAATGTAGGAAATCTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GACAAGAAGCAGAGGGTCCATGCACTT---
TTTTATAAGCTTGATTTAGTACCAATGGATAAGAGGGATAAAGAT----------------------------
--------------------------------------------------
AATAATAGTAATAGTAATTATAGTGAGTATAGGCTAATAAATTGTAATACCTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAGGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGTCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTTTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGCTCTGAAAATCTCACAAATAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTAGCAGACCCGCCAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATCAAACAGGAGAC------
---------GTAATAGGAGACATA------------AGAAAAGCATATTGT---GAAATTAATGACACA---
AATTGGTCTGAAGCTTTAAGCCAGGTAAG-AAAAAATTAAAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTATACAGACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGCTGGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTG---TAA 
>JX112833 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGCTAATTTGACCAATATCAATAACACAACC----------
-------------------------------------------------------------------------
----------------------------AATGACCAAATAGGAAATATAAAAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACTACAGAAATGAAA---------------------------
GATAGGAAGCAGAGGGTCCATGCACTT---TTTTATAAGCTTGATATAATAAAAATGCATAAT----------
-------------------------------------------------------------------------
----------
AATAGTAGTAGTAAGTATAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAAAATTTCACT------GGGAAAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGTGATATA------------AAAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAGTTTTAGTACAGGTATCTGAAAAACTAAAA---------------GAGAGCCTTAAT----
--------------------------------ACAAATAAAACAGTAATCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTATA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGAGAGAATGG---GAGAGAGAAATTAGCAATTACTCAAGCCAAATATAT---
GACATACTTACAGAATCACAGAGCCAGCAGGAC----------------------------------------
-----------------------------
CGGAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCAGAG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCCTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>JX112834 



GCC---GCA------------------------------------------
GACAACATGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAACCCTGGAA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTAACTTTAAATTGTACTAAAGCTAACTTGATCAATGGAAATAACTCAACCAAT-------
-------------------------------------------------------------------------
----------------------GGCACCAATGTAAATATAGGAAATATAACAGATGAAGTAAGC---
AACTGTTCTTTTTATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAGAGTCCAGGCACTT---
TTTTATATGCTTGATTTAGTACCAATGGATGAGAATAGAGATAAGAATAGT----------------------
--------------------------------------------------
AGTAACAATAGTAGTGAGCATAGGCAGTATAGGCTAATAAATTGTAATGCTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAACTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGTG---------ATCGATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
AATTGGTTTAAAGCTTTAGAGCAGGTAGCTGGAGAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAGATTTGG------GAA------
AACATGACATGGATAGAATGG---GAGAGGGAAATTAGCAATTATACAAGCCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTTGATAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATCTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTCTGCAG---TAA 
>GU475042 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTATGTGTTACTTTAAATTGTACCAGTGCTATTTTAAGAAATGCTACTTGGCCCGGGGGCAAT----
-------------------------------------------------------------------------
-------------------GTAACCTATGACTCTAGGATAGAAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGCAGCACAAGGTCTATGCACTT---TTTTATAAGCTTGATACAGTACAAATTGGAGAT----------
-------------------------------------------------------------------------
-------------------
AATAAGAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGTCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATATTACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCATCCAACAATACAAGAACA-----



-AGTATAACTATA------------GGACCAGGACAATTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGTGCATATTGT---GAGATTAATGGAACA---
AAATGGTATAAAGTATTAAAACAGGTAACTGAAAAATTAAAA---------------GGGCACTTTGGT----
-----------------------------------AATAAGAATATAACCTTTGAA------
AAACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTAGGG
GCTGGTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACCGCACTTGGAGT-----------------
----------------------------AATAAATCCTATGAACAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAACTACACGAACCAAATATAT---
GAGATACTCACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATACTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU475043 
GCT---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGAATGTGAGAATGCTACTTGGACCAATAGAAATAACATAATC----------
-------------------------------------------------------------------------
----------------------ACTGACAATGGCAAAATAGGAAATCTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTGGAA---------------------------
GATAAGAAGCAGAAGGTCCAGGCACTT---TTTTATAAGCTTGATATAGTACAAATGCATAATAGT-------
-------------------------------------------------------------------------
----------------
AATAATGATAGTAATTACTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCGGGTTATGTGCTTTTAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAACTATA------------GGACCAGGACAAACG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---GAGATTAATGGAACA---
GAATGGAATGAAGTTTTAGGAAAGGTAAAGGAAAAACTAAAC---------------GAACACTTTAGT----
-----------------------------------AATAAGACAATATTCTTTCAA------
CCACCCTTAGGAGGAGATCTAGAAATTAGA---ACACATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAAACTTTTGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACAAACCAAATATAT---
AACATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
CGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGTATAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGACAGGGTTATTGAGGGAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>GU475015 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAATTTGTACAGATGCTAAAGTGAAAGTGAATGAAACTAACCCAACC-------
-------------------------------------------------------------------------
----------------------AATGGTCCTGACAAAATAGGAAATATAACAGATGAAATAAAA---
AACTGTACCTTTAATGTGTCCACAGAATTAGAA---------------------------
GATAGGAAGCAGAAGGTCCATGCACTT---TTTTATAAACTTGATATAGTACAAATGAATAGTAAA-------
-------------------------------------------------------------------------
----------------
AATAGTAATAGTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAAATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCGGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATAACTATG------------GGACCAGGGAGAGTA---TAC------TATAGAACAGGAGAA------
---------ATAGTAGGTGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGTATAAAGTTTTAGGACAGGTAGCAGAGAAACTAACT---------------AAGAACTTT-------
-----------------------------------AATAAAACAATAGTCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTAGA---ACACTTCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAACTCCTCCTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGTCAAATATAT---
GACATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
CAGAATGAAAAAGAGTTGTTGGAGTTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>JX112843 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGTACATTTGCAAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGYTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACTCCTCTCTGTGTTACTTTACATTGTACCAAGGCTAATTTCATCAATGCCACATACTCT-------------
-------------------------------------------------------------------------
----------------------------GACCTTAGAGTAGAAAATTTAACAAATGAAGTAAGC---
AACTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGCAGCACCAGGCCTATGCACTT---TTTTATAAGCTTGATCTAGTACCAATTAGAAGTAATAAAGAT-
-------------------------------------------------------------------------
----------------
AATAGTAATAGTAGTGAGTATAGGTTAATACATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAGT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATCATGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAG---------ATCAATTGTACCAGACCCTCCACCAATGTAAGAACA-----
-AGTACAAGAATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGCC------
---------ATAACAGGAGATATA------------AGAATAGCATTTTGT---GAAATTAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GGATACTTTGAT----



--------------------------------AAGAATAAGAATATAACCTTTAAA------
CAACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAGATTAGTAACTACACGAACCAAATATAT---
GACATACTCACACAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX112850 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTATGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGTCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTACCAATGCTAAGTTGAATTGGACCAATAGCACAACT----------
-------------------------------------------------------------------------
----------------------AATGACCCTCACGGAATAGGAAATCTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGTACTAAAA---------------------------
GATAAACAGCAGAAGGTCCAGGCACTT---TTTTATAAGCTTGATATAGTACAAATTGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTACGAATAGTACGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAAATAACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GAGAAAAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCGCAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAC----
-----------AAATCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-CGTGTAACTATG------------GGACCAGGACACGTA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
GAATGGAATGAAACTTTAGTACAGGTAGCTAGAAAACTAAAA---------------GAGCACTTTAAT----
-----------------------------------AAGACAATAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATTT---
ACGATACTTACAGAATCGCAGAACCAGCAAGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
GGGACAGATAGAATTCTTGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTACATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX112853 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAACGCACAGGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACTCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAACAGATGCAGGAAGATGTA---



ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACGCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAAGTTGGGCAATAACATGACCACTGTCAACAAT----
-------------------------------------------------------------------------
----------------------AACAATACCTATAAAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTC---TTTTATAAGCTTGATATAGTAGAAATGGAAGAA----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATCCATTATTGTTCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAGCTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAACTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTGAGAATA------------GGACCAGGCCAAGTG---TTC------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCCTATTGT---GAGATTAATGGAACA---
GAATGGAGTGAAACTTTAAAACAGGTAACTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGTTGAAGACATTTGG------AAT------
AACATGACATGGACAGAATGG---GAGAGAGAAGTTAGCAATTACACAGACAAAATCTAT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX112854 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTCTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTACGTTGACCAATATCAATATCACT-------------
-------------------------------------------------------------------------
-------------------------GTCACTAAAGGAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATACGACCACAGTACTAACA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAAAGATAAGCAGAAT-
-------------------------------------------------------------------------
----------------------
AGTAGTGATGTGTATAGGATAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAATACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATAAGCTCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------ACATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCATATTGT---AATATTAGTGGAGCA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AAGACGACAATAGAATTCAAG------
CCACCCTCAGGGGGAGATCTAGAAGTCACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AATATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAATTGTTAGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JX112856 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCTACAGAT---
CCCGACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTTTCTGCGTTACTTTAAATTGTACCAATGCTACTTGGAACAATACCAAGATCAACATG----------
-------------------------------------------------------------------------
-------------------ACCACTGTCTCTAACGGAATAGGAAACATAACAGATGACATAAGA---
AACTGTTCTTTTAATATGACCACAGTACTAACA---------------------------
GATAAGAAGCAGAAGGTCTATTCACTT---TTTTATAAGCTTGATATAGTACCAATTGATGAAAAG-------
-------------------------------------------------------------------------
-------
TCTAATAGTAGTGAGCCTAGTAGAGAGTATAGGTTAATAAATTGTAATACTTCAATCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAACA---TTC------TATAGATTAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCCAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAACATTCCAG------
CCACCCTCAGGGGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCTAATATAT---
GAGATACTTACACAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGTATAATAGGTTTAAGAATAATTGTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGGTTGATACTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATCCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX960612 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTATCACTGCTAATTTGACCAATATCAACAAGACCACT----------
-------------------------------------------------------------------------



-------------------------GTCTATAACGGAATAGGAAATGTAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGAAGGTCTATGCTCTT---TTTTATAAGCTTGATATAGTACAAATTACAGAT----------
-------------------------------------------------------------------------
-------------
AGCAATAATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAACG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AAAATTAATGGAACA---
GAATGGAATGAAACTTTAAGACAGGTAACTAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCGTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAACCCAAATATAT---
GAAATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATACTAGTAGGAGGTTTAATAGGTTTAAGAATACTTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGGTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGAAGCTGGGAGAGCA----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>JX960606 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACCAATGCTAATTTGACMCATGCTAATTTGACCCATAAC-------
-------------------------------------------------------------------------
----------------ATAACCAATGACAACAATAGCATAGGGAATATAACAGATGAAATAAAA---
AACTGTACTTTTAACATGACCACAGAGATGAGA---------------------------
GGTAAGCTGCAGAAAGTCTATGCAATT---TTTTCTACGCTTGATATAGTACACATGGGAGGG----------
-------------------------------------------------------------------------
----------------------
AATGGTAGTGAATATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATATATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGCTCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAAAAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATACAATGG---GAAAAAGAAATTAGCAATTACACAGACCAAATCTAT---



AACCTACTTGCGGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTGTTAGAGTTAGACAAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATCATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCAGGG---
TGGACAGACAGGGTTATAGAAGTTGTACAAATAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU475029 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GGGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCGCAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACCAATGCTAAGTTCATTAACACAACCAATAGCAAT----------
-------------------------------------------------------------------------
----------------------GATACCAGAGGAAATATAGGAAATATAACAGATGAAGTGAGA---
AACTGTACTTTTAACATGACCACAGAGGTACAA---------------------------
GATAAAAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAGGG----------
-------------------------------------------------------------------------
-------------------
GAGAATAATAGTCATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTAATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTATCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------GAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAGGCATTTTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACTGCAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAACCTTCCAA------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTAAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GATTTACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGACAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTACTA---TAA 
>GU475044 
GTC---TCA------------------------------------------
GGCAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CACGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAACTATACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTCAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAAGGCTAAATTTAATGATACTCAGACCAATAGC----------
-------------------------------------------------------------------------
----------------------AATAACACAAACAAAATAGGAAACCTAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAAACACAGAAGGTTCATGCACTT---TTTTATAAGCTTGATCTAGCACAAATGGATAATAGT-------



-------------------------------------------------------------------------
-------------
ACTAATAGTACGTATAGAAGTTATAGGTTAATACATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTCTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---ACAAAAAATTTCACT------GGGACAGGGCCATGTAACAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATGTAAGAACA-----
-AGTACACGTATA------------GGACCAGGACAAGTA---TTC------TATAGGACAGGATCT------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAAGTTTTAGTACAGGTAACTGAAAAACTAAAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGACAATAATCTTTAAA------
CAACCCTCAGGAGGAGATCTAGAAATTAAC---ACACATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCTCCTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAGAATATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCCATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAATAGCTTGGAGAGCC----------------------------
--------TTTCTCCATATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTAGTG---TAA 
>GU475038 
GCC---TCA------------------------------------------
GACAACCTGTGGGTTACAGTTTATTATGGGGTCCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTACCAATGCTACTTTGAATGCTACTAGCTTTAAC-------------
-------------------------------------------------------------------------
-------------------------ACAACCGAGGGCCTAGGAAATATGACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCATGGAAATACAA---------------------------
GATAAGACTCAGAAGGTCCATGCACTT---TTCTATAAGCTTGATGTAGTACAAATGGATAGT----------
-------------------------------------------------------------------------
-------------------------
AATAGAGAGTATAGGTTAATACATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AGATCTGTAGAA---------ATCAATTGTACCAGACCCTTC---AAGACAGAAATA-----
-AGAATAACTAGA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAAAC------
---------ATAGTAGGAGATCCA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
ACATGGAATGAAGTTTTGGTACAGGTAACTGCAAAACTAAAA---------------AGGCACTTTATT----
-----------------------------------GATAAGAATATAACCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTAGT---ACACATCACTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCAAATATAC---
CAAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
CGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC



TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU475021 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGCGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTACATTGTACCAAGTATAATGGGACCAATAGAAATGACACATTC----------
-------------------------------------------------------------------------
----------------------AATGGCAATCACACAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAGAGTCCATGCACTT---
TTTTATAAGCTTGATATAGTACAAATGCATAATGATGATAATAAT----------------------------
-----------------------------------------------
AATACTAGTAATTATAGTGAGTATAGTGATTATAGGCTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGAAGTCTTGCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCATCCAACAATACAAGAACA-----
-AGTATGACTATA------------GGACCAGGACAAGTA---TTA------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATAGAACA---
GAATGGAATGAAGTTTTAGGACAGGTAATTGGAAAACTAAAA---------------GAGAGCTTT-------
-----------------------------------AAGAAGAATATAAGTTTTCAA------
CAACCCTCAGGAGGAGATCTAGAAATTATA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AACAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAGATTAGCAATTACACAAGCCAAATATAT---
AATATACTTACGGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCAGAG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTTGAAAGGGCTTTGCTA---TAA 
>GU475018 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTGGACCAATGTTACTCGGACA-------------
-------------------------------------------------------------------------
----------------------------AATGACCCTATAGGAAATATAACAGATGAAGTAAAA---
AACTGCACTTTTAATATGACCACAGACCTAAGA---------------------------
GATAAGAACCAGCAGGTCCATGCACTG---TTTGATACGCTTGATATAGTACACATGACTAAT----------
-------------------------------------------------------------------------
----------------------------
AAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---



GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAGGACAAGAACA-----
-CGTATGACTATG------------GGACTAGGACACGTA---TTC------TATAAAACAGAAATA------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---AAAATTAATGCAACA---
AAATGGTATAAAGTTTTAGGACAGGTAACTGGAAAACTAAAA---------------GAGCGCTTTAAT----
-----------------------------------AAGACAACAATAACCTTTAAA------
CCACATTCAGGAGGAGATCTAGAAATTAAA---ACACATCATTTCAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAGAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATCTGG------TAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAGGTCTAATATAT---
GGCATACTTACAAAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
CAGAATGAAAAGGATTTGTTAGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGCTTAATAGGTTTAAGAATAGTGTTTGCT---
GTGCTTTCGATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCCATAACAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU475039 
GCT---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTAACTTTAAATTGTACCAATGCTACTGTAACCAATTTCACTAACCCAGAC----------
-------------------------------------------------------------------------
----------------------AATGACTCTCCCAAAACAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATAAACACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGGCCCATGCACTT---TTTTATAATCTTGATATAGTACAAATTGATAGG----------
-------------------------------------------------------------------------
-------------------------
AATAATACGTATAGGTTAATAAGTTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTATTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---CAAATTAATGGAACA---
AAATGGAATGAAACTTTAGAACAGGTAAAAGGAAAACTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAGGAACATAACCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTACCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAGTAGTAGGAAGTTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTATAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>GU475032 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACCTTAAATTGTACCACGGCTAATTTGACCAATGCTAATCAGGAAAATGCAACC----
-------------------------------------------------------------------------
-------------------AACACAACCAGTAGCCCTATAGGATATATAACAGATGAAGTAAAA---
AATTGTACTTTTAAAATGACCACAGAAATAAAC---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAATCTTGATATAATACAAATGCATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GAAAAAAATTTCACT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTCGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGACCCGGCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGAAAAGTA---TTC------TAT---ACAGGAGAA------
---------ATAATAGGTGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAGTTTTAGGACAGGTAGCTGGAAAACTAAAA---------------GAGCACTTT-------
-----------------------------------AATACAACAATAAACTTTCAA------
CCACCCGCAGGAGGAGATCTAGAAATTAGA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGCATCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
CGGAATGAAAAAGAATTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTGTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
GTGTCTTTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAACC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>GU475033 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCTTATTTTGTGCATCAGATGCCCAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGCACCAATGCCAATTTGACCAATAGCAATAACACAACCAATAGCCCTG
GCAAC--------------------------------------------------------------------
----------ATAGGAAATATAACAGATGAAGTAAACATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAACAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAATACAAATGCATAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAGTGGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAAAATTTCACT------GGGACAGGGCTATGTAGGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGTGATATA------------AGGAAAGCGTATTGT---GAGATTAATGGAACA---
AAATGGAATGAAGTTTTAGGACAGGTAGCTGAAAAACTAAAA---------------GAGCACTTTAGG----
-----------------------------------AATAAAACAATAAGCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTAGC---ACACATCATTTTAGTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAA------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAGCCAAATATAT---
AAGATACTTACAGAATCACAAGACCAGCAAGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GU475034 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATTTACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAGATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTATTTGGCCCAATGGCACTAACACAACC----------
-------------------------------------------------------------------------
-------------------------AATGACTCTAGAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GGTAGGCAGCAGAAGGTCCATGCAATT---TTTTATAAGCTTGATATAGTACAGATTAATAATAAT-------
-------------------------------------------------------------------------
----------------
AAAAATAATGATAGTATGTATAGGTTTATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATG------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTTTTAGTACAGGTAACTAAAAAACTAAAA---------------GAATACTTT-------
-----------------------------------AATAAGACAATAATCTTTGAA---
CAACAACCAGAAGGAGGAGATCTAGAAATTAGA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCACATATAT---
AAGATACTTACAGAAACGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGAATTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAATAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCCTTGCTTAATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATTGAATTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>MG655198 



GCC---TCA------------------------------------------
GAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACAATCGGAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAATTGTACCAATGCTACTGCGACAAATGCCACTAACTAT-------------
-------------------------------------------------------------------------
----------------------GACCATGACCTTAAAATAGAAAATATAACAAATGAAGTAAAA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAGAAGCACCAGGCCTATGCACTT---
TTTTATAAGCTTGATATAGTAAAAATGGAAAATAATAATAGTAAAAAT-------------------------
-----------------------------------------------
GGTAGAAATAGTAGTAATAAGTATAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCCTGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTGCTATTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTGAAAATATTACAAACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCAACAACAACACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACGAGTA---TTC------GTTAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGCAGCATTTTGT---GAAGTTAATAGAACA---
GAATGGAATAAAACTTTAGAACAGGTAAAAGAAAAATTAAAA---------------GGGCACTTT-------
-----------------------------------AATAAGACAATAGTATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCACTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACGGACCTGATATAT---
GAGATACTCACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTACTTCTTTGTTTGATACTATAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MG655199 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAACTATAAC----------------
--------------------------ATGTGGAAAAATTACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAATTGTACCAAATATAGCACACCCAGTACCAATGCTAATTTGACCAACAATA
GCACATCCAGT--------------------------------------------------------------
-------------------------CACAATAACACAATAGAAAATATAAAAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAATCTTGATATAGTACAAATGAATAAG----------
-------------------------------------------------------------------------
----------------------------
ACTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAGAAATTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACAAATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTTGCAGAAGAAGAG------------
ATAATAATCAGCTCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----



-AGTATAACTATA------------GGACCGGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGTGATATA------------AGAAAAGCATATTGT---CAGATCAATGGGACA---
AAATGGGATGAAGTTTTAAGACAAGTAGCTGGAAAACTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAAACAATAGGCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAAACAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
CAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGCAAGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGAG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG655201 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAAGATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAAGTTTAATAGGACCACTAGCAATAACACAACCAATG
GCACTGACATA--------------------------------------------------------------
----------------AACACAACCAATGACACTGACATAAAAATTATGGAAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGCAGATCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGATAGT----------
-------------------------------------------------------------------------
----------------
AAGAATAATAATAGTGAATATAGGTTAATAAATTGTAATACCTCAGCCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTTTGCGCTTTTAAAAT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTAATAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCGCAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTACGACTATA------------GGACCAGGGCAAGTA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGGCCTATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGTATGAAGTTTTAGCACAGGTAACTAAAAAACTAGAA---------------GAGCATTTTAAG----
-----------------------------------AATAAGACAATAAATTTTCAA------
CCACCCGCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCCGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTCGAAGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GACATACTTACAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAAGTTTAATAGGCTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGGGGGG---
TGGACAGATAGGATTATCGAAGTAACACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>MG655202 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GCGCACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACGCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTTCCTATGATATTGTGACCAAGGACAGTAGAATAGACTATGACCCTA
CAATAGGAAAT--------------------------------------------------------------
-------------------------------ATAACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAGATAAGA---------------------------
GATAAGAAGCACAAGGTCTATGCACTT---TTTTATAAGCTTGATACAGTAGAAATTAGAAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTAAAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTACAGACAAT---------GTCAAAAATATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTATAGCTATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAGGCATTTTGT---AAGATTAATGGAACA---
AAATGGAATAGAGTTTTAACACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAAACTTCAAA---
CCACCACCCCCAGGAGGAGATCTAGAAATTACA---ACACATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACGGGCCTAATATAT---
GATATACTCACAGAATCGCAGAACCAGCAGAAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTGTTTCTTTGTTTGATACTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG655204 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTCATTTGACCAATAGCAATCAAACT-------------
-------------------------------------------------------------------------
----------------------------GACCATAACCTAGGAAATATAACAGATGAAGTAAAG---
AACTGTACTTTTTATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACAAATTCAGAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTAGTTATAGGTTAATAAGTTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAATAAC---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAAAA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGCATAAAGTTTTAGGACAGGTAACTGAAAAATTAAAG---------------GAGCATTTTGTT----



-----------------------------------AATAAGACAATAAAGTTTCAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGAGGTACCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGCAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGATCAAATATAT---
AGCATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCT---
GCACTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTGTTTCTTTGCTTGATACTACAGCAGTAGCAGTTGCAGGG---
TGGACAGATAGGGTTATTGAAGTAGCACAAGCAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCCAGAAGAATTAGACAGGGTTTCGAAAGGGCTTTGCTA---TAA 
>JX960630 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACT---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAACTGTATCAATGCTAGTTTGACCCATCTCAACGTGTCCACTGCC-------
-------------------------------------------------------------------------
----------------------------TCTAACAATTTAAGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAAAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTAGCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------
ACTAGGAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTATAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-AGTATAAGTATA------------GGACCAGGACGATCA---TTC------TATAGAAGAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGGACA---
AAATGGAATGAAACTTTAGGACAGGTAGCTGAAAGATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCGTAGGGGGAGATCCAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAATTGTTAGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTTGCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX960623 
GCC---ACA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTGCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAACTTGTACCAGTGCTAATTTGACCAATATCAACACGACCAGT----------
-------------------------------------------------------------------------
-------------------------GTCTCTAATAAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTATCA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAAAGATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTATTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAGAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCCTATTGT---GAGATTAATGGAACA---
AAATGGAATAACACTTTAAGACAGGTGGTTAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATTTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATACAGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAACTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGAACTTGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
ATATTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGTAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX960634 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAAATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAGCCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCGATGCTCAGTGGAACAAAACTAACAAAAACACCACT-------
-------------------------------------------------------------------------
-------------------ACCAATGTCCCTACAGAAGTAGGAAATTTAACAGCAGATGTAAAA---
AACTGTTCTTTTAATATGACCACATTACTAGCA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATCTGGTACCAATTAAAGAT----------
-------------------------------------------------------------------------
----------------
AATAATGAGTCTAGTGGGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATGAGAATTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAACA-----
-AGTATAAGTATG------------GGGCCAGGAAAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAGGCATATTGT---AAGATTAATGGAACA---
AAATGGAATAAAACTTTAAGACAGGTAGCTAAAAAATTAAAA---------------GAGCATTTTACT----
-----------------------------------AATAAGACAATAGAATTCCAG------
CCACACTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGTTCCTAGGACTTTGGG



GCTGCTCTGGCAAAATCATATGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAAAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGCTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTATAACGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAAAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX960631 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCATTACTTTAAATTGTACCAATGCTAAGTGGACCAATGCTAGTTTGACTAATGCTAATTCGA
CCAAACTCAAC--------------------------------------------------------------
-------------ATGACCATGGTCTCTAACAGAACCGCTGTAGCTACAACAAATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGTACTAACA---------------------------
GATAAAAAGCAGAAGGTTCATGCACTT---TTTTATAAGCTTGATCTAGTACAAATAGATAATAGTAATAAT-
-------------------------------------------------------------------------
----------
AATAGTGATAATTCTAGTGGTGAGTATATGTTAATTAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCCTACAGCAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATATAACA---
ACATGGAATAACACTTTAAACCAGGTAGCTAATAGATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAGAATTCAAG------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGGGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GCTATACTTACAAAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGCACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTGTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGGTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX960607 
GCC---TCA------------------------------------------
AACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGCCCCTGGTA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAACTTGTACCAATGCTAATTTGACCCATAATATAACCAAT-------------
-------------------------------------------------------------------------



-------------------------GTCAACAGTAGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCGGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTATCCATGGGAGAGACGGAA----
-------------------------------------------------------------------------
----------------
AAGAATGGTAGTGGTGAATATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATTCATTATTGTGCTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GACAAAAAGTTCAAT------GGGACAGGGCCATGTGGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTATAGAA---------ATCACTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATCAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAAATTAATGGAACA---
AAATGGAATGAAACTTTAAATCAGGTAATTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGTACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAGATTTGG------GAA------
AACATGACATGGATACAATGG---GAGAAAGAAATTATCAATTACACAAACAACATCTAT---
GACCTACTTACGGAATCGCAGGGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAATTGCACAAACAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX960628 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATGAGGCAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTAATTTGACCAATGTCAACAGGAAC-------------
-------------------------------------------------------------------------
----------------ATGACCGTTGCCCCTAATGGAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAGAAT----------
-------------------------------------------------------------------------
----------
AGTAGTAAGAATAGTAGTGGTGACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCGGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACGAACA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAGACAGGTAACTAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTAACAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCCTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGAGAGAATGG---GAAAAAGAAATTAGCAATTACACAGACCAAATATAT---



GAAATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGAATACATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTGTAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX960629 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAGT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGGCGATGCTACTTTGACCAAAATCAACCAGACCACTGCC-------
-------------------------------------------------------------------------
----------------------------TCAAACGAAATAGGAAATATAACAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTAAAAATGGAAAGG----------
-------------------------------------------------------------------------
----------------------
AATGATAGTACATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATCCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGCACCAGACCCTCCAACAATACAAGACAA-----
-AGTATAAGTATA------------GGACCAGGAAAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGGACA---
AAATGGAGTAATACTTTAAGACAGGTAGTTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAGAACTCCAG------
CCATCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAGTCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGAATTGTTAGAACTTGATCAATGGGCAAGTCTGTGGAATTGGTTTGAAATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTGGGAGAGGC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>JX960626 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAATTACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGCTAAATGGACCAATGTCACC-------------------
-------------------------------------------------------------------------
----------------------CTTGTCTCTAGCAGAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACATTACTAGCA---------------------------
GATAAGAAGAAGCAGGTTTATGCACTT---TTTTATAAGCTTGATATAGTATCAATTGAAGATAATCAGAAT-



-------------------------------------------------------------------------
----------------------
AGTAGTGGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GACAAGGATTTCAAT------GGGATAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAGTTGTATCAGACCCTCCAACAATAAAAGAACA-----
-AGTATACATATA------------GGACCAGGACGAGCA---TTC------TATAGCACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATATTAGTGGAACA---
CAATGGAATAAAACTTTAGAACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAATACAATAAAATTCCAG------
CCATCCTCAGGGGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
CACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATAATTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAACTTGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ215555 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GGGCACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAT---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAATTTGACCCATAACATGACCAAT-------------
-------------------------------------------------------------------------
-------------------------GACAACTATAGCATAGGAAATATAGCAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAGGATGCAGAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACCCATAGGAGGG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGATTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACTTTAAT----
-----------AAATCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTGGAAAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCGA------
CCACCCTCAGGAGGAGATATAGAAACTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AATATGACATGGATAGAATGG---GAAAAAGAAATCAGCAATTACACAAACAAAATCTAT---
GACCTACTTATGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAACTGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATCTCTTTGCTTAATGCTATAGCAATAACAGCAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTATACAACTAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>HQ215553 
ACT---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCATGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTTGGCCAAGCTCAACGCGAACACA----------
-------------------------------------------------------------------------
-------------------------TCCTATAACGAAATAGGAAATATAACAGAGGAGGTAAGA---
AACTGTTCCTTTAATATGACCACATTACTGTCA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAAGGATAATCAG----
-------------------------------------------------------------------------
-------------
AGTAGTGAGTCTAGTGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCCATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAGTTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACGAGCCTATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAAAGGGTAGCTAAAAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTTAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCGTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTATTGGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTGGAAAGGACTTTGGTA---TAA 
>JX112867 
GCC---TCA------------------------------------------
GACAACTTATGGGTTACAGTTTATTATGGGGTCCCTGTATGG---AGAGATGCAGAT---
ACCACTCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCCCAAGAAATATACCTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCCTGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAACTGTACCAATGCTAAATTGACCAATGCTACAGTGAACACC----------
-------------------------------------------------------------------------
-------------------ACCAATACCAATGGCATCATAGGAAATATGACAGATGAAGTACGC---
AACTGTACTTTTAATATAACCACAGAATTAATA---------------------------
GATAAGACGAAGAGAGTCCATGCGCTT---TTTTATAAGCTTGATCTGGTACAAATTGGTAGTAAT-------
-------------------------------------------------------------------------
----------
ATCAATAGTAGTGAATATAGTGAATATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---



GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTTAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGGGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAGTCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATAGAAGAGTA-----
-AGGTTAACTATA------------GGACCAGGAAAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATAAAACTATAGAACAGGTAATTAAAAAATTAAGA---------------GAGCATTTTGAT----
-----------------------AATAAG---GATAATAAGACAATAATCTTTCAG------
CCATCCTCAGGAGGAGATCTAGAAATCACA---ACGCATCATTTTACTTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACGCCACTTGGAGT-----------------
----------------------------AATAAAACATATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
GACATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAGGGATTTGTTGGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGATATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGTTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGAG---
TGGACAGATAGAATTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTAGAAAGGATTTTGGTA---TAA 
>JX112868 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTAGAATGTAAAGATGCTAAGCCAATTAATTTGACCAAAGACAATTAC-------
-------------------------------------------------------------------------
-------------------CCAGGAGATTTCAGGGACATAGGAAATATAACAAATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAATG---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---
TTTTATAGGCTTGATATAGTTAAAATAGATAGTAGTAATATAAGTAGTAGTACAAATAGTAGTAGT-------
-----------------------------------
ATAAGTAATAGTACAAATAGTAGTAATATAAGTAGTGAAAATTATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCACTTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGAAAGGGACATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGATAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAGTTGCACCAGACCCTCCAATAATACAAGAACA-----
-AGTACACATATA------------GGACCAGGACAAGTA---TTA------TATAGCACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATTTTGT---CAGATTAATGGAACA---
AAGTGGAATAAAACTTTAGAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAATCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCTTGATGATATTTGG------AAA------
AATATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAGCCCAAATATAT---
GAGATACTTATGGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGCCTTTTGCTGTTTCTTTGCTTGATGCTATAGCAATAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAGTCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JX112870 
GCC---TTA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---AAGCACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGCGTAAAGCTA---
ACGCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAACTTGAGCAATACAACCACTGACAAC----------
-------------------------------------------------------------------------
-------------------------AGTACCAATAACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGGAGCAGAAGGTCTATGCACTA---TTTTATAAGCTTGATATAGTACAAATGGGGGGA----------
-------------------------------------------------------------------------
----------------------
GACAATAATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTACGCGATTTTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAC----
-----------AAATCTGTAGAA---------ATCAAGTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAAAGGCATATTGT---GAGATTAATGGTACA---
GAATGGAATGAAACTTTAAGACAGGTAACTGCAAAATTAAAA---------------GGGCACTTTAAT----
-----------------------------------AACAAGAAAATAATCTTTAAA------
CCCCCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGAGATTTGG------GAA------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATTTAT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGGAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGTAATAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGGGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX960633 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTTTCTGTGTTACTTTAAATTGTACCAATGCTAATTTGACCAATATCAACAGGACCTTGACCAATATCA
ACAAG--------------------------------------------------------------------
-------------------ACCACTGCCTTTAACGAATTAAGAAATATAACAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGTAATAACA---------------------------
GATAAGAAGCAGAAAGTCCAGGCACTT---TTTTATAAGCTTGATATAGTACAAATTAATGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------



-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAAGCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACGAGCA---TTC------TATAAAATAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGATAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAACATTCCAG------
TCACACTCAGGGGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCTTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GATATACTTACACAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTTCT---
GTAATTTCTATAATA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAGGAGCTGGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX960608 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGCGTGG---AAAGATGCAGAT---
ACAACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCTTGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTCTAAATTGTACCAATGCTAATTTGCCCCAGAATACAACCAATGGC----------
-------------------------------------------------------------------------
----------------------------AACATTAGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCAGATAGTCCATGCACTT---TTTTATACGCTTGACATAGTACAAATGGAAGGG----------
-------------------------------------------------------------------------
----------------------
AATGGTAGTAAATATAGGATAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCATTTAATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTATAAAGT
GTAAG---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACTCATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAGAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-AGTACAAGAATA------------GGACCAGGCCAAGTG---TTC------TATAGAACAGGAGCC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAAGTTAATGGAACA---
GAATGGAATAAAACATTAGATCAGGTAGTTAAAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAGTCTTTAGA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAACAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------GAA------
AACTTGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAGCATAATCTAT---
GATCTACTTACAGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTTTACAGAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 



>JX960609 
GCA---AAC---------------------------------------------
AACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTTTTTTGTGCATCAGATGCCAAAGCACATRAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACCCCTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTGTGCGTTACTTTAAGTTGTACCAATGCTAATTTAACCAAGGGCAACAGTAGCATAGGA-------
-------------------------------------------------------------------------
-------------AATACAACAGGTGAAGCAAAAAACTTAGGAAATATAACAGAGGAAGTAAAA---
AACTGCACTTTTAACATGACCACAGAGATAAGA---------------------------
GGTAAGCAACAGAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACCTATGAATAAT----------
-------------------------------------------------------------------------
----------------------
AATACTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAATG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAAATTAATGGAACA---
GAATGGGGTAAAACTTTAAAGCAGGTAACTAAAAAATTAAAA---------------GAACACTTTATT----
-----------------------------------AATAAGACAATAGACTTTAAA------
CCACCCATAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTATAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGCCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGGTTAATAGGTTTAAGAATCATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX960611 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGTGGAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACTCCTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACGCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAAGTTAAACAGAAACATAACCACT-------------
-------------------------------------------------------------------------
-------------------GTCAACGGTACCTTTGACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATAACCACAGAGGTAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAAGGA----------
-------------------------------------------------------------------------
-------------------------
AATAGTAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATCCATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------ATCAAAACCATAATAGTGCAACTTAAT----



-----------AAAACTGTAGAA---------ATCAATTGCACTAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGCATA------------GGACCAGGCCAAATG---TTC------TACAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAAGGAAACTTTAAAAAAGGTAACTGCAAGATTAGGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTATATGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATTTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AGC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATCTAT---
GAGCTACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGTT---
GTGCTGTCTCTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAATAGCAAGG---
TGGACAGATAGGGTTATAGAAGTAGTACAATTAACTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX960616 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGCAGTGAGGCTAAATTGACCAATACCACTATCAACAATGCCACT----
-------------------------------------------------------------------------
-------------------------GTCTATAAAGGATTAGTAAATGTAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGAAGGTTCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
----------
AATAATAGTAGTAATAATACTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATGTAAGAACA-----
-AGTATACATATA------------GGACCAGGACGAGCA---TTC------TATCAAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATAGAACA---
GAATGGAATGAAACTTTAAGACAGGTAACTGAAAAATTAAGA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATATTCCAG------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------TAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAAACAAATATAT---
GATATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCCTTGTTTAATGCTGTAGCAATAACAGTAGCAGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGGAGGATCAGACAGGGCTTAGAAAGGGCTTTGCTT---TAA 
>JX112796 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---



ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATCAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAGTTG---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTGAGTTTAACCAAACCGGAACCAAATAC----------
-------------------------------------------------------------------------
----------------------------AACAATAGCATAGGAAATATAACAGATGAAGTGAAA---
AACTGTACTTTTTACATGACCACAGAGAGAAGA---------------------------
GACAAGCAGCAGAAGGTCCATGCACTT---TTTTATGCGCTTGATATAGAACGCATAGGAAAA----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGGATAACAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCAAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAATC---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAAGGAAACTTTAAATAAGGTAACA--AAAAAAATTA------------AAAGAGCACTTTAAT----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTGGCAATTACACAAACAGAATCTAT---
GAACTACTTACGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATGCTATAGCAATAACAATAGCAGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGTAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGTCTCGAAAGGGCTTTGCTA---TAG 
>JX112797 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAC---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAATTGGCATAACATAACCAATGGC-------------
-------------------------------------------------------------------------
----------------------------AACAGTAGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCATAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACACATGAATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTAACAAACAAT---------GTCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAATA---------ATCAATTGCACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAAATTAATGGAACA---



GAATGGAAGGAAACTTTAAAGCAGGTAACTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTAATAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCCTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAC---
GACCTACTTACGGAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATGTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX112800 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTAATAATGTTAATTTGACCCATAACATAACCAATGGC----------
-------------------------------------------------------------------------
----------------------------AACAATAGCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACGTGACCACAGAGATAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCCATGAAAAAG----------
-------------------------------------------------------------------------
----------------------
AATGGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACACCAGCTGGTTATGCGATTTTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACTTTAAT----
-----------AAATCTGTAATA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATAAAACTTTAAATCAGGTAGTTGAAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAA------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTACGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTGTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTACAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCG----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JX112801 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCATCTGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGTA---------AACGTAACAGAAGATTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACCAATGCTACTTTGGCCAACATAACCAATGACAACAGTAGCATAG
GAAATACAACA--------------------------------------------------------------
----------------------------GATGAAGTCATAGGAAATACAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GGTAAGCAGCAGAAGGTCTATGCACTC---TTTTATACGCTTGATATAGTACGCATGGGAGGGGAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGGTTAGTAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGGACAGGGCCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCAACTTAAT----
-----------AAATCTGTAAGC---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGAATA------------GGACCAGGTCAAGTG---TTC------TATGGAACAGGAAGC------
---------ATAATAGGGGATATA------------AGGAAAGCATCTTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAGCTGAAAAATTAAAG---------------AAGCATTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCCAGAAACTACA---AAGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTACGGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCAATAACAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>JX112802 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGCGTTACTTTAATTTGTACCCCGGCTAATTTCACAACCAATAGCACCAATAGCAACAGTAGCA
TAGGAAATATA--------------------------------------------------------------
-------------------ACAGATAGCAAAAATAGCATAGGAAATATAACAAATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTCTACGCTTGATATAGAACGCATGGGAAGGGAAAAT----
-------------------------------------------------------------------------
----------------------
AATAGTACTGAATATAGGTTAATACATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGGACGGGGCCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATAAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGGC------
---------ATACTAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAAGCAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAGTCTTTCAA---
CCACCATCCCCAGGAGGAGATTTAGAAACTACA---ATGCATCACTTTAATTGTAGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTAATAAAATCATCTGCACCACTAATGTACCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAAAGAGATTTGG------GAC------
AACATGACATGGAGAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAC---
AACATACTTACGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATATCAACAGCGGAG---
TGGACAGATAGGGTTATAGAAGTTGCACAAGGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTCGAAAGGGCTTTGTTA---TAA 
>JX112803 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTGTTTTGTGCATCAGATGCTAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACCCATGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACACCTCTTTGCGTTACTCTAAATTGTACCAGTGCAAAATTCAATAGCACAACCAGTGGCAAC----------
-------------------------------------------------------------------------
-------------------------AATACTAATAACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGATACAA---------------------------
GATAAGAAGCAGAAGGTCTATTCACTG---
TTTTATAATCTTGATATAGTACAAATGGAAGAGAATAATGGGAAT----------------------------
-----------------------------------------------------
GGGAGTAGTAGTAAGTATAGTCTCTATAGGTTAAGAAATTGTAATACTTCAGTCATTAAGCAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAACCAGTGGTATCAACC---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAAGCATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAGGCATATTGT---GAGGTTAATGGAACA---
GAATGGAATAAAACTTTAAAACAGGTAGCTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAA------
AACATGACATGGGTAGAATGG---GAGAGGGAAATTAGCAATTACACAAACAAAATTTAT---
GAGCTACTTACAGAATCGCAGGGCCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGTAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCA---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTAGATGCTACAGCAATAGCCACAGCGGAA---
GGGACAGATAGGGTTATAAAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JX112804 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAATTTGTACCAATGCTAACTTGACCAAGATCAACAGTACCAAT----------



-------------------------------------------------------------------------
----------------------AGCGGGCCTAAAGTAATAGGAAATGTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAAAAGGTTTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTCTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAGGCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAATA---TTT------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAAATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCAAAAAAATTAAAA---------------GAGCAATTT-------
-----------------------------------AATAACACAATAAAATTCCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGCATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTAACAAAATTATCTGCACCACTGCTGTACCCTGGAATTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAA------
AATATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACCAAATATAT---
GATATACTTACAAAATCGCAGGAACAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGAACTGTTGGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTATAACGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGCGTTATAAAAGTAGCACAAAGAGCTTGGCGAGCC----------------------------
--------TTTATCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX112805 
GCC---TTA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAAATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACGCCTCTTTGTGTTACGTTAAATTGTACCAAAGCTAGGCTGAACAACACAGCCACTGCCAAC----------
-------------------------------------------------------------------------
-------------------------AATACCAATAACCTAGGAAATATAACAGATGAGGTCAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGMAGCAGCAAGCCTATGCCCTT---TTTTATAAGCTTGATATAGTACAAATGGGGGAAAAC-------
-------------------------------------------------------------------------
----------------------
AATGGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAGTTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAATTATAATAGTGCACCTTAAC----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTACAACAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTGCAAAATTAAAA---------------GGGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCGCAGGAGGAGATCTAGAAATTATA---ACGCATCATTTTACTTGTCAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------



AACATGACATGGATAGAATGG---GAAAGAGAAATTGGCAATTACACACACAAAATTTTT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>JX112807 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCCCCTGAAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTATGAATTGTACCAATGCCAATTGGCCCCAGAACACAACC----------------
-------------------------------------------------------------------------
----------------------CATAGCAATAGTAGCATAGGAACTATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGG---------------------------
GGTAGGCAGCAGAAGGTCCATGCACTT---TTTTATAACCTTGATATAGTACAAATGGAAGGA----------
-------------------------------------------------------------------------
----------------------
AAAAATAGTACGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGATGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAGACCAGTGGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAGAATCTCACAAACAAT---------ATCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCATACTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACATAATCTAT---
GACCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGACTTGYTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCAGTAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGCAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAAGGTTTAGAAAGGGCTTTGCAG---TAA 
>JX112808 
ACC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCCCAAGAAATGCCCCTGACA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTCAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAATTTGACCCAGCCCAATGCTACTTTGAACCAT----
-------------------------------------------------------------------------
-------------ACCACAACCAATAGCAACTATAGCATAGGAAATCTAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------



GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCCATGGGAGGG----------
-------------------------------------------------------------------------
----------------------
AATGGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTACTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATATCACAGACAAT---------GTCAAAACCATAATAGTACACCTTAAT----
-----------AAAACTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAGATG---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACCTTAAATCAGGTAACTAAAAAATTAAAA---------------CAGTACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAATAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCTTATGCCGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAGACAAAATCTAT---
GACCTACTTACGGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACCAAATGGC
TGTGGTATATAAAAATATTTATCATGATAATAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAACTAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH673012 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCGGTATGG---AGAGATGCAGAC---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACAGGACCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCAATGCTAACTTGACCAATGCTAATTTGACCAATATC-------
-------------------------------------------------------------------------
-------------AACAGGAACTTTACCTCTAGCGGAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGAAGGTCTTTGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATGGT----------
-------------------------------------------------------------------------
----------
AACAGTAATAGTAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTGAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAACACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGACAAGCA---TTC------TATCAGACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---GAGATTAATGGAACA---
CAATGGAAGGAAACTTTAAGACAGGTAACAAAAAAATTACAA---------------GAGCACTTTACT----
-----------------------------------AATAGGACAATAACATTCCAG------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAACCATCTGCACCACTAATGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCATAATATAT---
GAAATACTTGCAGAATCGCGGGACCAGCAGGAC----------------------------------------
-----------------------------



AAAAATGAAAAGGAGTTGTTAGAATTGGATACATGGGCAAGTCTGTGGAATTGGTTTACCATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTCTGGTTGATGCTTCAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCC----------------------------
--------GTTATCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KP109506 
GCC---TCA------------------------------------------
AACGACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACACCTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGCAGAGCAGATGCAGGAGGATGCG---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGTTAATTTGAATTCAACCAATGTCAAC-------------
-------------------------------------------------------------------------
-------------------ATCACCAAGACCCCTGGACTAGAAAATATAACAGATGAAATAAGA---
AACTGTTCCTTTAATATGACCACAGTACTAGCA---------------------------
GATAAGAAGCAGAAGGTTTATGCACTT---
TTTTATAGGCTTGATATAGTACCAATTGATGATAATAATAGTAGTAAT-------------------------
--------------------------------------------------
AATAGTAGTGATAATCAAGGTAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAA---GATAAGACATTCAAT------GGGACAGGGCCATGTAATAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGGAGAT------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAGGAATG------------GGACCAGGACAAACA---TTC------TTTAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATAAAACTTTAGGACAGGTAGTTAAAAAATTAAGG---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCTTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGCGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGC-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------CAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACACAACAAATATAT---
AGTATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGTTTTGCTA---TAA 
>KP109507 
GCC---TCA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGAGTTCCTGTATGG---AGAGATGCAACA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAATTGTGCCAATGCTAATTTGACCAATGCTAATTTGACCAATGTCAACGTG-
-------------------------------------------------------------------------
-------------------ACCCGTGGCTTTGACGGAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGTACTAAAA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAGTCAGAATAATACT-
-------------------------------------------------------------------------
----------------



GAGTCTAGTGGTGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GACAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTATTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AAGATTAATGGAACA---
AAATGGAACAACACTTTAAGACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATACAATTCCGG------
CCATCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTATGGAGAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATTATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGCCCAAATATAT---
GAAATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGCACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGTTTAGAAAGGGTTTTGGTA---TAA 
>JX112846 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTAACTTGTACCAATGCTAACTTGACCAATATCAACAAGACCACTACC-------
-------------------------------------------------------------------------
----------------------------TCTACCAGTCTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGTACTATCA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---
TTTTATAAGCTTGATATAGTACCAATTAAAGATAAAAATAATCAG----------------------------
--------------------------------------------------------
AATAGTAGTGATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGCCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCAAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCCTATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAA---------------GAGCAATTT-------
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AGA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTCACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGAACTTGATAAATGGGCAAGCCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCTTTCGCTATTTCTTTGGTTGACGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGAAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX112849 
GCC---TCA------------------------------------------
GACACCTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACAGCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACGTTAAATTGTGTCAATGCTAATTTGACCAATTTGACCAAGTTCAACCAG-------
-------------------------------------------------------------------------
-------------------AGCACTGCCTTTAACGGAATAGGAAATATAACCGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAAGAT----------
-------------------------------------------------------------------------
----------------------
AGTAATACTAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAATAACA-----
-AGTATAAGTATA------------GGACCAGGAAGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAAGAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAAGAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATGATACAATAAACTTCCAG------
CCACCCTCAGGGGGAGACCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTGGCACTTTGGG
GCTGCTCTAACAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAGTCTTATAACGAAATTTGG------AAC------
AAAATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGACTTGTTAGAACTTGATCAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACA---
GTGATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATACTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAATAACTTGGAGAGGA----------------------------
--------ATTTGCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>KC870029 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCATA---TATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATACATCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAACTTGTATCAATGCTAATTTGACCAAGCTCACAGCCAATGCCTCTGAT----
-------------------------------------------------------------------------
----------------TACTCTATCACAAAAGGAAAAGTAGAAAATATAACAAATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCCTGATATAGTAGAAATTGATAGT----------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------



-GTCAGC---TCTGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-AGTGTACGGATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAG------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---ATGATTAATGGAACA---
AAATGGAATGAAACCTTAAGACAGGTAGCTAAAAAATTAAAA---------------GGGCACTTTAAT----
-----------------------------------AATAGGACAATACAGTTTCAA------
CCAGCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAACAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTGGCAATTACACAAACCAAATATAT---
GATATACTTATAAAATCACAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTTGCGGGG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTTCACATA------CCTAGAAGAATCAGGCAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KC870039 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATACATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATAAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGTAATGTTGAATGGAACAATAATATGACAACAGAAAATAAC----
-------------------------------------------------------------------------
-------------------ACAATAGGAAATAACACAATAGGAAATATAACAGATGAAATGAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGAAAAAGGTCAATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAAAGAT----------
-------------------------------------------------------------------------
-------------------
GAGAATAGCAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCGGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCATTTTAAT----
-----------AAATCTGTAGAA---------ATAAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGGTTAATGGTACA---
GAATGGAATAAAGTTGTAAGACAGGTAACTGAAAAATTACAA---------------GGGCACTTTAAG----
-----------------------------------AATAAGACAATAAAGTTTGAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTATACAGACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAT----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTTGCGGGG---
TGGACAGATAGGGTCATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTTCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>MH672769 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACAACTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAATTTAACCCATAACATAATCAATGGCAACAGTACC-
-------------------------------------------------------------------------
-------------------------ATAGGAAATATAACAGATAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GGTAAGCAGCAGAAGGTCTATGCACTT---TTTTATACACTTGATATAGTACATATGGGAGGG----------
-------------------------------------------------------------------------
----------------------
AATGATACAGAATATAGGCTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GAGAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCGGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAATA---------ATCAATTGTACCAGGCCCTCCAACAATACAAGAATG-----
-AGTACAAGAATA------------GGACCAGGTCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AAGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCGTAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATRGATAGAATGG---GAGAAGGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTACAGAATCGCAGAGCCAGCAGAAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTGGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTGGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAGGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH672845 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCAACTGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAACCTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGCTA---
ACTCCTCTTTGCGTTACTTTAGATTGTACCAAGGCTAATTTGGATAAGAACACAACCAAT-------------
-------------------------------------------------------------------------
-------------------------GGCAACAGTAGCATGGGAAATATAACAGCTGAAATAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAAA---------------------------
GATAGGCGGCAGGAAGTCCAGGCACTT---TTTTATGCGCTTGATATAGCAAAAATGGAAGGG----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTAAATATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAAAAGAATTTCACT------GGGAAAGGGCCCTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------ACCAAAAACATAATAGTGCACCTTAAT----



-----------AAACCTGTAACA---------ATCAATTGTACCAGACCCTCCAACATTATGAGAACA-----
-CCTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGCC------
---------ATAACAGGAGATATA------------AGGAAAGCACATTGT---GTGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAGCTAAAAAATTAAAA---------------GGGTATTTT-------
-----------------------------------AATAAGACAATAGTCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGATTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAGCAAAATCTAT---
GACCTACTTATGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGATTATAGAAGTTATACAAGCAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH672941 
GCC---CTA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGAGCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTACTTTGACCCGCAACATTACCCTACCA----------
-------------------------------------------------------------------------
----------------------GAGAGAACAGAGGGCGTAGGAAATGTAACAGAAGAAGTAAAAA--
AACTGTACTTTTAACATGACCACAGAGACAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATGCACTTGATATAGAACAAATGGGAAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGGATAATAAGTTGTAATACCTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATGATCAGATCTGAGAATATCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAACCTGTAGTC---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAAGAATA------------GGACCAGGCCAAGTG---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AAGATTAATGGAACA---
AAATGGAATAACACTTTAAATCAGGTAGCTGAGAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATATTCTTTAAA---
CCACCACCACCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTCAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATTTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTGACAATTACACAGACAAAATCTAT---
GACCTACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
ATGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCAGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH672978 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AAAGATGCAGAT---



ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAAGGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATATACCTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGTGTTACTTTAAAGTGTACCAATGCTACTTTTATAGGAACCAATAACAGCAGTAGCATAGGAA
CC-----------------------------------------------------------------------
----------------------AATAACAGCAGTAGCATAGGAAGTATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAAA---------------------------
GGTAAACAGCAAAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACCTATGAAGAAT----------
-------------------------------------------------------------------------
----------
GGTGATAATGATAGTAATAATGAATATAGGATAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGATGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTGAT----
-----------AAACCTGTAATA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---GAGATTAATGGAACA---
GCCTGGAATGAAACTTTAAGTCAGGTAACTAAAAAATTAAAA---------------GAAAAATTT-------
-----------------------------------AATAAGACAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGCTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGTAATTACACAAGCAAAATCTAT---
GACCTACTTATAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTA------------GGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGAT---
TGGACAGATAGGGTTATAGAAGGTACACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGGTA---TAA 
>MH673027 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAA---
ACCACCCTATTTTGCGCATCAGATGCCAAAGCGCATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTAGAGCAAATGCAGGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTACATTGTACCGCTGCTAATTTGACCAAACCCGAAAACTTC-------------
-------------------------------------------------------------------------
-------------ACCCTGCCCACTGTCTCTAGCAGCATAGGAAATCTAACAAATGAAGTAAAG---
AACTGTTCTTTTAATGTGACCACATTACTAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTAGTGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTCCTATTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GTCAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGGCCCTCCAACAATACAAGAACA-----
-AGCATAAGTATA------------GGACCAGGACAAAAA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---



AAATGGAATGAAACTTTAAGACAGGTAACTAAAAAATTAAAT---------------GAGTACTTTAAT----
-----------------------------------AATAAGACAATAGTATTCAAG------
CCAAGTGCAGGGGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCGGGTAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGTGTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAATAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG655205 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCGAGGCTAAGTTCAATAACTCAACCAATGACAAC----------
-------------------------------------------------------------------------
-------------------------AGTAACAGTGGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GGCAAGCAGCAGAAGGTCCATGCTCTT---TTTTATACACTTGATATAGTAAATATGGGAGGG----------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAATATAGACTAATAAACTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAACA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGCACAAAAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTAGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATATAGAAACTACA---ACGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAGTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCCTATGATGAGATTTGG------AAC------
AACATGACATGGAAAGAATGG---GAAAAAGAAATTAACAATTACACAGACAAAATCTAT---
GACCTATTATGGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCAATAGCAGCAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTAGTA---TAA 
>MG655207 
GCC---TCA------------------------------------------
GACAACATGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCGCAAGAAATACCCCTAGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAGCATGGCAGATCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACACCTCTTTGTGTTACTTTAAATTGTTCCAATGCTAAGTTCAATGAAACCACT-------------------
-------------------------------------------------------------------------
-------------------------GTCAGCAATACCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTAAAAATGGAAGGG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATCCATTATTGTACTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGCTCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAGTCTGTAGAA---------ATCAAGTGTACCAGACCCTCCAACAATACAATAACA-----
-AGTGTGAGGATA------------GGACCAGGCCAAGTG---TTC------TATAAAACAGGAGAT------
---------GTAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACTGCAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAGATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCATGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGCAGAAATTTGG------GGT------
AACATGACATGGACACAATGG---GAGAGAGAGATCAGCAATTACACAGACCTAATCTAT---
GATCTACTTACAGAATCGCAGAATCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTGCTATAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTAATACTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGATTATAGAACTAGCACAAAGAGTTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCGCAGAAAGGGCTTTGATA---TAA 
>MG655208 
GCC---TTA------------------------------------------
GAAAACTCGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---CGGCACAAT----------------
--------------GTTTGGGCCACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAAATGCAGGAAGATGTA---
ATTAGCTTATGGGATGAAAGTCTA---AAGCCATGTGTAACGCTA---
ACGCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAAGTTGAACAGTAACAAAATCAAT-------------
-------------------------------------------------------------------------
-------------------GACAACAGTACCATTAACATAGGAAATCTAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGCTAAGA---------------------------
GATAAGACGGAACAGGTCTATGCACTA---TTTTATAAGCTTGATATAGTACAAATGGGGAGGGACAAGAAG-
-------------------------------------------------------------------------
----------------
AATAGTAATTATAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCGCAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAC----
-----------AAGTCTGTAGAA---------ATCAGCTGCATAAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGCATA------------GGACCAGGCCGAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---TTGATTAATGGTACA---
GAATGGAATAAAACTATAACACAGGTAACTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCCCCTTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTTATCTGCACCACTACTGTGCCCTGGAACCACACTTGGAGT-----------------
----------------------------AATAAATCTTTGGAAGAGATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAACAATTACACAAACATAATTTAT---
GATCTACTTACAGAATCGCAAACCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGTACAAACAGCTTGGAGAGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG655211 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTACACTGTCAAACTGCTAATCTCACTAAACTAAATAAAAACAATACC-------
-------------------------------------------------------------------------
----------------------------AATGTAAACTTAGGAAATATAACAGATGAAGTAAGC---
AACTGTACTTTTAATATGACCACAGAAATAACA---------------------------
GATAAGAAGCAGAAGGCTCATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGAAAAGGGAGAT----
-------------------------------------------------------------------------
----------------
AATAGCAGCAATAATAACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTACAACAATACAAGAACA-----
-AGTATACACATA------------GGACCAGGACGAGCA---TTC------TATAGCACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAAATTAATGTAACA---
AAATGGAATGAAACTTTAAATCAGGTAAAAATAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATATTCCAG------
CCACCCTCAGGAGGAGATCTAGAGATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATAACGAGATTTGG------AAC------
AACATGACATGGGCACAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GACATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTGTTAGAATTAAATAACTGGGCAAGTCTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATAGCAGTAGCAGAG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGTTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCAA---TAA 
>MG655212 
GCC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACTCTATTTTGTGCATCAGACGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTGCCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTATGTATTGTACCAATGCTACTTGGACCCAGAACAACACCAAT-------------



-------------------------------------------------------------------------
-------------------------GACAACTTGGGTTTAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAAAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAAAAT----------
-------------------------------------------------------------------------
-------------------------
AGTGGTGAATATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GCAAA---GATAAGAAGTTTAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTGATCAGATCTGAGAATCTCACAAACAAT---------ATCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTATACCA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TACAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GAGGTTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTAAAAAATTGAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAGAATTTAAG------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATATGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAAAGAAATTAATAATTACACAAGCATAATCTAT---
GACCTAATTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTACAGCAGTAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGTACAAAGAGTTTGCAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTACAG---TAA 
>MG655213 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACGCCCCTTTGCGTTACTTTAAATTGTTCCAATGCTAGTTTGAATTCCACTGGCAACATA-------------
-------------------------------------------------------------------------
-------------------------AAAAATATAACCATAGGAAATATGACAGATGAAGTAAGA---
AACTGTACTTTTAATATAACCACAGAGATAAGA---------------------------
AATAAGAAGAAGCAGGTCCATGCACTT---TTCTATAGGCTTGATATAGTACAAATGGAAGAA----------
-------------------------------------------------------------------------
----------------
AATAATAGTAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGCCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAAACTGTAGTA---------ATAAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGAATA------------GGACCAGGCCAAGTG---TTC------TATGGAACAGGAGAA------
---------ATAATAGGAGACATA------------AGGAAAGCATATTGT---GAAGTTAATGGAACA---
GAATGGAATAAAACTTTAAATCAGGTGACTAAAAAATTAGAA---------------GAGTATTTT-------
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------



AACATGACATGGATAGAATGG---GAAAAAGAAATTGGCAATTACACAAACAAAATCTAT---
GACCTACTTACAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGATATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGATTATAGAAGTTACACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG655216 
GCC---TTA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCCAAGCACATAAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTTATGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAGCATGGCAGAGCAGATGCAGGAAGATGTA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTTTGCGTTACTTTAAATTGTTCCAATGCTAACTTTACGCGTGTCAACAATACCAATAACATA----
-------------------------------------------------------------------------
-------------GGCCATGTCAACAATACCATTAACATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAGATAATA---------------------------
GATAAGAAGAAGCAGGTCCATGCACTT---TTTTATAAACTTGATATAGTAAAAATGGGAGGGGAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTAGCTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACC---
CAATTACTGTTAAATGGAAGTCTAGCACAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAATAAT---------GTCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-AGTGTAAGAATA------------GGACCAGGCCAAATG---TTC------TATGGAACAGGAGAC------
---------GTAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATAAAACTTTAAAACAGGTAACTGCAAAACTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTATA---ACACATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAGACTTTTGATGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGCTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCTTTCGCCATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>MG655217 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACCACTGCTAAATTCGATAAAACTAAAATTAAT-------------
-------------------------------------------------------------------------
-------------ATAACAGACAATAGCAACAGTAGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGCACTTTTAACATGACCACAGAGATAAGA---------------------------



GATAAGCGGCAACAGGTCCATGCACTT---TTTTATGATCTTGATATAGAACCTATAACTAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTACATATAGGGTAAGAACTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTACACCTTAAC----
-----------AAATCTGTAGTC---------ATCAATTGTACCAGACCCTCCAATAATACAAGAGTA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGTACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGGATAAAACCTTAAAGCAGGTAACTGAAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAAATTTGAA------
CCATCCTCAGGAGGAGATCCAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACATAAAGGATCAACAGGTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTAATGTGCCCTGGAATTCCACTTGGAGC-----------------
----------------------------AATAAATCTTTTGATGAGATTTGG------GGT------
AACATGACATGGATAGAATGG---GAAAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTCTGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTGGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCTGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAA---TAA 
>MG655218 
GCC---TCA------------------------------------------
GACGACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAGT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAGGAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTACATTGTACCGAAGCCACTGCGATCAATGCTACTCGGCCCAATACCACT----
-------------------------------------------------------------------------
-------------------------ATCTATAGCGAAATAAGAAATGTAACAGAGGAGTTAAGA---
AACTGTACTTTTAATGTGACCACAGTACTAACA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---
TTTTATAGGCATGATATAGTACAACTTAATAACCAGGATAACCAGACT-------------------------
-----------------------------------------------------------
AACCAGAGTTTTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGCTCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-AGTGTAAGGATA------------GGACCAGGACAAGCA---TTC------TATAAAACAGGGGCC------
---------ATAATAGGAGATATA------------AGACAAGCATTTTGT---GAGATTAATGGGACA---
AAATGGAATAACACTTTAAGACAGGTAGCTGAAAAATTAAAA---------------GGGCACTTT-------
-----------------------------------AATAGGACAATAACATTCCAG------
CCACACTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAAATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAACCCAAATATAT---
GATATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------



AGAAATGAAAAAGAATTATTAGAACTGGATAAATGGACAAACCTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATTGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTATTTGATGCTGTAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTTGAGAGCC----------------------------
--------TTTCTTCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN054300 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAACGCACAGAAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAACTGCACCAATGCTAACTTCCACTTCCACAATGCCACAACC----------
-------------------------------------------------------------------------
-------------------------ATGACCCCTGACATAGGAAATTTAACAGAGGAAGTAAGA---
AACTGCTCTTTTAATGTGACCACCGAAGTAAGA---------------------------
GATAAAAGGAAGCAGGTCTATGCACTC---TTTTATAGGATTGATTTAATAGAAATGAAAGAT----------
-------------------------------------------------------------------------
-------------
AATGGGAATACTAGTAATGAGTATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTACAGACAAT---------ACTAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTATAGGG---------ATCAGTTGTACCAGACCCTCCAACAATACCAGAACA-----
-AGTGTACCTATA------------GGACCAGGACAGGTA---TTC------TATAGGACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTACAACAAGTAATTGAAAAATTAAAA---------------AAGCACTTTAAG----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCATCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------GAC------
AACATGACATGGACACAATGG---GAAAGAGAAATTAGCAATTACACAGACCAAATATAT---
GATTTACTAACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGAGTTGTTGCAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATGCTATAGCAATAACAATAGCGGGG---
TGGACAGATAGGGCTATAGAAATAACACAAATAGTTGGGAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HM204634 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGAAGCCAAAGCACATGTAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACAAATGCTAACTGGACTAAGGTCAATAACACAACC----------
-------------------------------------------------------------------------
-------------------------AGTGACCCTAACATAGGAAATATAACAAATGAAGTAAGC---
AACTGCTCTTTTCATGTAACCACAGCAATGAAA---------------------------
GATAAGAAGCAGGAGACCTATGCACTT---TTTTATAAGTCTGATATAGTATCAATGGGAGAAAAT-------
-------------------------------------------------------------------------
----------------



AAAGAAAATAAAACTATTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACGGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTTCAAATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
CAGTGGAAAAAAGTTTTAACACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTTAGT----
-----------------------------------GGTAAGAACATAACCTTTCAA------
CCGCCCTCAGGAGGAGATCTGGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACACACCAAATATAT---
GAGATACTTACAGCATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCGCTGTTTGATGCTGTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>MG839512 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTCTGTGCATCAGATGCCAAGGCACATAAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCCGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGCTA---
ACTCCTCTCTGCATTACTTTAGAGTGTAAGGAAGCTAAGTTTGCACACGTAATCAAT----------------
-------------------------------------------------------------------------
-------------------------GTTAGCTCTGACATAGGAAATATAACAAATGAGGTAAAA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAAAAGGCCCATGCACTT---TTCTATAGGCTTGATATAGTACAAATGGATAAT----------
-------------------------------------------------------------------------
----------------
AATAGTACTAATAATACGTATAGGTTAATAAATTGTAATGCTTCAGTTATTAAGCAA---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGACTTTAAAAT
GTAAT---GATAAAAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAACAGAAGACAAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGAAACA---
ACATGGTACGAAGTTTTAAAACAAGTAAAGAGAGAATTTGAA---------------AAGCACTTA-------
-----------------------------------AATAAGACAATAGAATTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAAAAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGACGAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTATACAGACACAATATAT---
GGAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCTCTCGCTATTTCTTTGCTGGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATTAGACAGGGTTTAGAAAGGGCTTTGGTA---TAA 
>MG839510 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGG---AAAGATGCAGAA---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAATTACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGCAGAGCAGATGCACGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAAATTGACCAATGTCACCGATGTCTCTAACACAACAG
AAAGTAACCCA--------------------------------------------------------------
----------------ACAGAAAGTACAACAAGAAATAACACAATAGAAACAGATGAAGTAAAA---
AACTGCACTTTTAATGTGACCACAGAACTAACA---------------------------
GACATGACGAAGCAAGTCCATGCACTT---TTCTATAAGCTTGATATAGTGCAAATTAATGATAGGAGTGTT-
-------------------------------------------------------------------------
----------
AATAATAATAGTAGTAGTGGTAAGTATATGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAAT
GTAAG---GATAAAAAGTTCAAT------GGGATAGGGCCGTGTAATAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAGGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCGGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAC----
-----------AAATCTATAGAA---------ATCAGTTGTATCAGAGCCTACAAGAATACAAGAACA-----
-AGTACACATATG------------GTACCAGGACGAACA---CGG------TTTAGAACAGGAGGC------
---------ATAATAGGAGATATA------------AAGAAAGCACATTGT---GAGATTAATGGAACA---
ACATGGAATGAGACTTTAGAACAGGTAAAAAGAAAATTAGAA---------------AAGTACTTTCCT----
-----------------------------------
AATAAGACAATAATATTTCAACCACAACCACATGCAGGAGGAGATCCAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAGATCAAATATAT---
GGTATACTTACAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAGTGAAAAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTGGCAGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAGGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGAGCTTTGCTG---TAA 
>MG839513 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAG---
ACCACCCTATTTTGTGCCTCAGATGCTAAAGCACATAGTACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATTCTTGGAA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---CAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACCTTAAATTGTACCAAAGCTGAATTGAAGGGCAATTACACATCA-------------
-------------------------------------------------------------------------
-------------------------GATATCCCTAACATAGGAAATATGACAGATGAAGTAAAA---
AACTGTTCTTTTAATACAACCTCAGAATTAAGA---------------------------
GATAAAAGGCAGAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATAAGTAAT----------
-------------------------------------------------------------------------
----------
AGTAATAGTAGTAATAGTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTTATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT



GTAAT---GATAAAAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTTACAAATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGGCCCTCTAACAATACAAGAACA-----
-AGTATAACTATG------------GGACCAGGACAAACG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---CAGATTAATGAAACA---
GAATGGAATGAGACTTTAAGACAGGTAGTTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTCGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------GAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
AGTATACTTACAGAATCACAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAGAAGGATTTGTTGGAATTGGACAAATGGACAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTGTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATACTACAGCGATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCGTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGATCTTTGCTA---TAA 
>MG839515 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTTCATTATGGGGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGAAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGCGGAACAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGGTTA---
ACTCCACTCTGCGTTACTTTAAACTGTACCAAGGCTACTGTGACCACCAATAAAACAACCATACCCAAC----
-------------------------------------------------------------------------
-------------------------GATACCCCTACATTAGAAAATATAACAGAGGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---
TTCTATAAGATTGATATAGTAGAAATGGAAGATAATGCAAATAGT----------------------------
-----------------------------------------------------
AATAATAGTAGTGGTAGTAGGAATTATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAACAAG-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAGGACAAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCCATTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGCATATCTATG------------GGACCAGGACAACTA---TTC------TATAGAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---AAGGTTAATGAAACA---
AGATGGTATGAAGTTTTAAAACAGGTACAGGGAGAACTTAAA---------------AAGCGCTTTACT----
-----------------------------------AATAAGACAATAAAATTTCAA------
CAACCATCAGGAGGAGACCTAGAAGTCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACCTCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTATACAGGTATAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGATATAACAAGGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---



TGGACAGATAGAGTTATAGAAGTAATACAAGGAACTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAAGGGTTAGAGAGGGCTTTGCTA---TAA 
>MG839518 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AAAGAAGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTCCTGGAA---------AATGTAACAGAAAAGTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAAGGTTAATGTGAATAATACTATTTGGCATAAT----------
-------------------------------------------------------------------------
-------------------------GACACTGCAGAACTGGGAAAGATAACAGATGACATGAAA---
AACTGTTCTTTTAATGTGACCACAGAAGTAAGA---------------------------
GATAGGAAGCAGAAGGTCTTTGCACTT---TTTTATAAGCTTGATGTAGTACCAATTGAATAT----------
-------------------------------------------------------------------------
----------
AATAGTAGTAGTGAATATAATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGGTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGTTATGTAGGAAT-----------------------
-GTCAGC---TCCATACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGTTCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAGCTATA------------GGGCCAGGAGCAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATTTTGT---GAAGTTAATGAAACA---
GAATGGAATGAAGCCTTAGGTCAGGTAAGCAGAAAATTAAGA---------------CAGCACTTTAAT----
-----------------------------------AAGACAAAAATAATCTTTCAA------
CCACACACAGGGGGAGATCCAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAACATACCTAAAAGATCAGAAACTCCTAAGTCTTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGACAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCCATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTTCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAAGCTTTTGCAA---TAA 
>AB703616 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGACGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGCAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTCACTTTAAATTGTACCAAGGCTAACTTGACTAAATTGGCCAATGCCTCTAAC-------
-------------------------------------------------------------------------
----------------ATAACCAATGCCTCTGACATACTAGGAAATGTAACAGAGGAAGTAAGA---
AACTGCACTTTTAATATGACCACAGTACTACAA---------------------------
GATAAGAAGCAGAGAGTCCATGCACTT---TTCTATAAGCTTGATTTAGTACAAATGAATGGT----------
-------------------------------------------------------------------------
----------------------
AGTAATAATACTTATAGATTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTWAAAT
GTAAT---GATAAAAGGTTCAAT------GGGACAGGGCCATGCACAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGGATTAAGCCAGTGGTGTCAACT---



CAATTACTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGGATAACTATG------------GGACCAGGAAAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAGATATA------------AGGAAAGCACATTGT---GAGATTAATGGAACA---
GAATGGAATRAAACTTTAAAACAGGTAGCTGAAAAATTAAAA---------------GAGCGCTTTAAT----
-----------------------------------AAAGCTACAATAAAATTTCAA------
CCACATTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTTGGAACAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGTAATTACACAGAACAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGAAAGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTAGTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCATTGCTA---TAA 
>AB253423 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTTGACCCATAACATAACCAATGATGGCAATAAC-
-------------------------------------------------------------------------
----------------ATAACCAATGCCTCTAACATGATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAAGATGACCACAGTACTAAGA---------------------------
GATAAGAAGAAGACGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTAAAGGTAATAAG----
-------------------------------------------------------------------------
----------
AATAGAAATAGTAATATTAGTCAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCGGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCCTGTAAAAAG-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAACCAGTGGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAAAAGTACAAGAACA-----
-AGAACATCTATA------------GGACAAGGACAAGTA---CTC------TATAAAACAGGAAAC------
---------ATATATGGAGATATA------------AGGAAAGCATACTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGACAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AB253668 



GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAAATTGAACAGTACCGGTAACATAACCAATGCCAAT-
-------------------------------------------------------------------------
-------------AACAAAGACAATGTCTCTATCATTCTAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAAAATGACCACAGAACTAAGA---------------------------
GATAAGCAGAAGAAGGTCTATGCTCTT---
TTTTATAGGCTGGACATAACACAAATGGAAAATAATAATAAAATGAAAAATAATAGT----------------
-----------------------------------------------------
AATAGTAGTCAAGAGTATAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCGGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------CAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCACCAGGACAAAACAA-----
-CGTATGACTATG------------GGACCAGGACACGTA---TTC------TATAGCACAGGAGAC------
---------ATAGTAGGAGATGTA------------AGAAAAGCATATTGC---CAGATTAATGGAACA---
GAATGGAATAAAGTTTTAAAACAGGTAACTGGAAAATTAAAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGAATATAACCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTCAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AATATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAAAGCCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGCATTGAATGAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGACTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGCTTGGAGGGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AB253427 
GCA---TCA---------------------------------------------
GACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAACT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATACGCCTGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTGACTTTAGAATGTACTACAGCTAATGTGACCAACTCGACCTATGTC-------------
-------------------------------------------------------------------------
-------------------------AAAACAGCTGGTGTAAATAATATAACAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAAT---------------------------
GATAAGAAGCAGAGGGTCCACGCACTT---TTTTATAAGCTTGATTTAGTACAAATTGATACA----------
-------------------------------------------------------------------------
----------------
AATAATAATAGTAGTAAATATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATAAGGT
GTAAT---GAGAAGAATTTCACT------GGAACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATCAGTTCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----



-AGTGTAAGTATG------------GGACCAGGAAAAGTA---TAC------TTTAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAACAAAACATTAACACAGGTAGCTGAAAAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATACTCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAAATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATCAGCAATTACACAGGCATAATATAT---
GGGCTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGAGTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAGATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAACAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGTTTTGCTA---TAA 
>AB565504 
GCC---TCA------------------------------------------
GACAAATTGTGGGTGACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGAGGCCAACTGGACCAATGTCAGTAGTACAAGTAATACA----
-------------------------------------------------------------------------
-------------------AATGATACCCTTGACACAATAGGAAATCTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGACCTAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCTCTT---TTTTATAGGCTTGATATAGTACCAATCGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATACAAGACTA-----
-GGTACACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGGAAAGCATTTTGT---CAGATTAATGGAACA---
GAATGGAATAAAACCTTAGAACAGGTAGCTAAGAAATTAAAA---------------GAGCATTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAAATTTGG------GAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGCTACTTACAGAAGCGCAAGACCAACAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCATAATAGGTTTAAGAATAATATTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGACGCTGCAGCAATAGCAGTAGCTGAG---
TGGACAGATAGGGTTATAGAGGTATTACAAAGAGCTTGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTAGAAAGGACTTTGCTA---TAA 
>AB097872 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTTTTTTGTGCATCAGATGCCAAGGCACATGTGGGAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGCTCAAGTCAATCAGACTTGGAACAATGTCACCAAG----
-------------------------------------------------------------------------
-------------------GCCGATAACATAACCAATTTAGAAAATATAACAAATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAGGGTCCAGGCACTT---TTTTATAAGCTTGATATAGTACCAATTGGAAATAAT-------
-------------------------------------------------------------------------
-------------
AATAATAAGACTAGTGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTACAA---------ATCGAGTGTACCAGACCCTACAACAATACAAGAAAA-----
-AGTACAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATAAAGTTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------GGTAGTAATATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATCTGG------CAT------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGCATCGCAAGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAGGGATTTGTTGGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCCATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH327750 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATCCCGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTATGAATTGTACTAATCCTACGCTCAATGGTACTTACTATAATAAC----------
-------------------------------------------------------------------------
----------------------------TCTATAAATGTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAGTGAGA---------------------------
GATAAGAAGCAGAAGATCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAGTAATAAGAACAAT-
-------------------------------------------------------------------------
----------------------
ACTACAAATGAGTATATGATAATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGTGAT------------
ATAGTAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAAACTGTAGAA---------ATCAATTGTACCAGACCCGGCAACAATACAAGAACA-----
-GGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGGAGGAAGTTTTAAAACAGGTAAAGACAAAATTAAAA---------------GGGCACTTT-------



-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTCTGGAAAGATACCAAAGAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAAT-----------------
----------------------------AATAAAACTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAACAATTACACAGGCCAAATTTAT---
GCGATACTTACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAATTAGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAACTGTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTGTTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATT------CCAACTCGAATCAGACAGAGCTTAGAAAGGGCTTTGCTA---TAA 
>MH078560 
GCC---ACA------------------------------------------
AACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGTT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATACCCCTGGGA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGCGTAAAGTTA---
ACTCCTCTCTGTGTTACTATGAAGTGTACTACTGTTAATAGTATTAATGCTACATTCTCTAAT----------
-------------------------------------------------------------------------
----------------------------AATACTGTAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAAGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAAGGACAAT-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAATATACGTTAATAAATTGTAACAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAA------------
ATAGTAATTAGATCTGAAAACATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTACCA---------ATCAATTGTACCAGACCAGGAAACAATACAAGAATA-----
-GGTAAAACTAGA------------GGACCAGGACAAGTA---TAC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAAGGAAGTTTTAACAAAGGTAAATAGAACATTAGAA---------------AAGTACTTT-------
-----------------------------------
ACTAAGACAATATACTTTAAACCACAACCACCCTCAGGAGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGTTATCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACATGGAGT-----------------
----------------------------AATAAGTCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
GGTATACTTACAGAGGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAACAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAGTAATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCAACTCGCATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY658688 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCCATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGGGCATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAGAATTTTAAC----------------



--------------------------ATATGGGAAAATAAAATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTGAATTGTTCTAAAGCTAATTTCACTAAGACTAATAACAGTACAGGAAAT----
-------------------------------------------------------------------------
----------------------ATAACAATAGAAAATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATGCT----------
-------------------------------------------------------------------------
----------------------
AATAGGAGTGAATATATATTAATAAATTGTAACAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATGTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTAAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAGCAACAATACAAGAACA-----
-GGGGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAAGGAAGTTTTAACACAGGTAAAGAAAAAATTAAAA---------------GGGCTCTTTAAT----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTATTTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTCTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGTCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAACGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
GCGATACTCACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATCTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATT------CCAACTCGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MH327762 
GCC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAATTGCACCTGAAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGGATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAGGTTA---
ACTCATCTCTGTGTTACTATGGATTGTACTAATGCTGATGTAACAGGAAATATAACAGAT-------------
-------------------------------------------------------------------------
-------------------------GAAAAAGGACTAATAGGAAATATAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAAAAGCAGAAGCTCTATGCACTT---TTTTATAAGCTTGATATGGTACCAATTAATGAT----------
-------------------------------------------------------------------------
----------------
AATAATAGTAGTAGTAAGTATAGGATGATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCTACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGGTCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCAGGCAACAATACAAGAACA-----
-GGTGTAACTATA------------GGTCCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATAAAACA---
AAATGGGCGGAAGTTTTTGAACAGGTAGAGAAAAAGTTAGAA---------------AAGTACTTTTAT----
-----------------------------------AACAAGACAATAGACTTTCAA------
CAACCCTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------CAA------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAACTACACAGGCCAAATTTAT---
GATATACTTACAGAAGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTGTTAGCATTGGATCAATGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTGTTTCTTTGCTTGATACTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTGATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCAACTCGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH327764 
GCC---TCA------------------------------------------
GATAACTTGTGGGTCACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGGTAGAA---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGACAAATAACATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACTATGAATTGTACTAATGCTAAGCTTACTAATGCTAATCATACTAAT----------
-------------------------------------------------------------------------
-------------GCTAATCCCAATAGCTCTATAAGCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGATTTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATAATGAG-------
-------------------------------------------------------------------------
----------------
GGCAATAATAGTGGTGAGTATATGTTAATAAATTGCAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTAAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCGGCAACAATACAAGAACA-----
-GGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAAGTTAATGGAACA---
AAATGGAGGGAAGTTTTAAAACAGGTAAATGAAACATTAAGA---------------AAGCACTTTAAG----
-----------------------------------
AATAAGACAATAGTCTTTCAACCACAACCATCCTCAGGAGGAGATCTAGAAATTACA---
ATGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------CAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCCTAATTTAT---
GACATACTTACAGAAGCGCAGGACCAGCAAGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCAACTCGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH327766 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAAGAGGCAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATAGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---



ACTCCTCTCTGCGTTACTATGGATTGTACTAATGCTAATCTTACTAATGCTAATGCTAATGCTACTTTCAATA
CA-----------------------------------------------------------------------
----------------------AACAGCTCTATAGAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATGAGA---------------------------
GATAAGAAGCAGAAAATCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATAAATCAT----------
-------------------------------------------------------------------------
----------
GGCAGTAATAATAGTAGTAGTGAGTATAGGCTAATAAATTGTAATACTTCAATCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTTTGCATTATTGTACTCCAGCTGGTTATGCACTTTTAAAAT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAATGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAGTAATTAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAACA---------ATCAATTGTACCAGACCCGGAAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGGGAGAGGTATTAACACAGGTAAAAGGAAAATTAGAA---------------GAGCACTTT-------
-----------------------------------
AATAAAACAGCAATCTTTCAACCTCAATCACACTCAGGAGGAGATCTAGAAATTATA---
ATGCACCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATTCCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTAGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGACGAGATTTGG------AAC------
AACATGACATGGATAGAATAG---GAAAGAGAGATTAGCAATTACACAGGCCAAATTTAT---
GACATACTTACAGAAGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGACAAGTCTGTAGAATTAGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTATTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATGCTGCAGCAGTAGCAGTAGCGGGG---
TGGACAGATAAGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------ATCCTTCACATA------CCAACTCGAATCAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>MH327756 
GTC---TCA------------------------------------------
ACCAACTTGTGGGTTACAATTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACAAGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTATGAATTGTACTAATGCTAAGGCCACTAATGCTACTTCTAAT-------------
-------------------------------------------------------------------------
----------------------AATAATTCTACTAATATTGAAAATATAATAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAGGAAGCGGCAGATCTATGCACTT---TTTTATAAGCTTGATCTAGTACCAATTAGTGGG----------
-------------------------------------------------------------------------
-------------
AGTGCCAATAGTAGTAGTGAGTATATGTTAATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAAATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCGGCAACAATACAAGAACA-----
-AGGGTAACTACA------------GGACCAGGACACGTA---TAC------TATAGAACAGGAGAA------
---------GTAATAGGAAATATA------------AGAAAAGCATATTGT---GTAGTTAATGGAACA---
GAATGGGAAAAAGTTTTAACACAGGTAAAGGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------
AATAAGACAATAGCCTTTCGACCACAACAACCCTCAGAAGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATTCCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
GACATACTTACAGAAGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTGTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTATTTCGCTGTTTCTTTGCTTGATACCATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATT------CCAACTCGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MH327761 
GCC---TCA---------------------------------------------
AACTTGTGGGTTACAGTTCATTATGGGGTACCTGTGTGG---AGAGATGCAAAG---
ACCACCCTATTTTGCGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAGCATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAAGATGTA---
ATTAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTATGAACTGTACTAATGTCATCATTAATAATACTAATCTTTCCAATAACTATACT-
-------------------------------------------------------------------------
-------------------------GATAATATTAATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAATGTCTATGCACTT---TTTTACAAGCTTGATATAGTG----------------------
-------------------------------------------------------------------------
-------------
ACTAATAATAATAATAGTGAGTCTTGGTTAATAAATTGTAATTCTTCAATCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAGGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGATGAA------------
ATAATAATTAGGTCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTACACCTTAAT----
-----------CAATCGGTAGAA---------ATCAACTGTACCAGGCCCGGCAACAATACAAGAATA-----
-AGAATGACTTCA------------GGACCAGGAAAAGTA---TAC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACAGTTAATGCAACA---
AATTGGCAGAAAGTTTTAACACAGGTAAACAAAACATTAAAC---------------AAGCACTTTAAA----
-----------------------------------AATAAGACAATAGAATTTCAA------
CCACCCTCAGGGGGAGATCTAGAAATTATA---ACTCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAGTCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATTTAT---
GAGATACTTACAATAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTAATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCAACTCGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MH327763 
ACC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGAGGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATGTACCTGAAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAACAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTATGAATTGTATTGCTGCTAATTTTACTGCTACTTCCCATAATAGC----------



-------------------------------------------------------------------------
-------------------------------------------TCTATAATAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAACCTATGCACTT---TTTTATAAGCTTGATATAGTAAAAATTAGTAAT----------
-------------------------------------------------------------------------
-------------
AGTAACAATAATATGAGTGAGTATACAATAATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATAAG------------
ATAGTAATGAGATCTGAAAATATCACAAACAAT---------GCCAAGACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAGCAACAATACAAGAACA-----
-AGTGTAAATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
GAATGGGAAAAAGTTTTAACACAGGTAAAGGAAGAATTAAGC---------------AAGCACTTTAAT----
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------GAA------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
CAGATACTTACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGCACTGGATCAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATTATTGTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATT------CCAACTCGAATCAGACAGGGATTAGAAAGAGCTTTACTT---TAA 
>MF373172 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCACAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTTCCAAGGCTGAATTCAAGAACGCAACCAAATATGACACA-------
-------------------------------------------------------------------------
----------------------------ACAAGAGAATTAGGAAATCTAACAAATGACGTAAAA---
AACTGTTCTTTTAATATAACCACAGTGATAAGA---------------------------
GATAAGCAGAAGCAGGTTCATGCACTT---
TTTTATAAGCTTGATATAGTACCAATTGACGGTAATGATACTGAAACT-------------------------
-----------------------------------------
GATACTGAAACTGATAATATAACTGTGTATAAGGAGTATAGGTTAATAAATTGGAATACTTCAGTCATTAAGC
AG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAAAAGAATTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGTTGCTAAATGGCAGTCTAGCAGAAGGAGAA------------
ATAATAATCAGGTCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCAGTAGAG---------ATCAATTGTACTAGACCCAACAACAATACAAGAACA-----
-AGTATCCATATA------------GGACCAGGACAGGCA---TTC------TATCAAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAGAGCGTATTGT---GAGATTAATGAAACA---
AAATGGAACAAAACTTTAGAACAGGTAACTACAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATATTCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------



----------------------------AATAAATCTTTTGACCAGATTTGG------AAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGGATTGGTTTACCATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATAGCAGGG---
TGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGGATCAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>MF373173 
GCC---TCA------------------------------------------
GATAACTTGTGGGTCACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATACGACAGAA---GTACACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATACACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTGAATTGTACCAGGGCTAATCTTATGTTCAACACCACCAATAAT----------
-------------------------------------------------------------------------
-------------------GCCTCGAGAACAGACAGAATAGGAAATATGACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAAATAAGG---------------------------
GATAGGAAGAAGCAAGTCCGTGCACTT---TTTTATAAGCTTGATATAGTACAAATGAATAGT----------
-------------------------------------------------------------------------
-------------------------
AGTGAGAAGTATAGGTTAATAAATTGTAATACCTCAATCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACGTGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCACAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGCACCAGACCCTCCCACAAGAAAAGGACA-----
-AGTAAGCGTATA------------GGACCAGGACAAGTG---TTC------TATACAATAGAAGGA------
---------ATAGACGGAGATATA------------AGGATAGCACATTGT---AAGATTAATGGAACA---
GAATGGACTAGAGTTTTAAAACAGGTAGTTAACAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATGGGACAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------GAC------
CATATGACATGGACAGAATGG---GAGAGAGAAATTACCAATTACACATCCCAAATATAT---
GAGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGGATTGGTTCAGCATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGGTAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATGCTTCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTGGAAAGAGCTTTGCAA---TAA 
>KY213736 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGCGCATCAGATGCCAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAACTTGTACTACTGCTAATTTGAACAATACCACTGAAGCCCATAACAACTCAA
CA-----------------------------------------------------------------------
----------------------------GGAAATATGATAGGAAATCTGACAGATGAAGTAAGA---



AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGCCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATACATGGG----------
-------------------------------------------------------------------------
----------------------
GACGATATCACGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCGTGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------ACCAAAAACATAATAGTGCACCTTAAT----
-----------CAGACTGTAGAA---------ATCAATTGTACCAGACCCAACAACAATACAATAACA-----
-AGCTTAACTATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAAAAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGCAACA---
AAATGGTATAAAGTTTTAAAACAGGTAACAGAAAAATTAAAA---------------GAACACGTT-------
-----------------------------------AATAAGACAATAAACTTTAAA------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTAAAGAGATTTGG------GAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTATTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTTCCTTGCTTAATGCTACAGCAATAGTAGTAGCGGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>KY213738 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTTTTATGGGGTTCCTGTGTGG---AGAGATGCAAAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---CAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTTCTTTAAAGTGTACCAGTGCTAACTTGACCGGAAGTATAACCAATTTCTCTACT----
-------------------------------------------------------------------------
-------------------------AACTCTAAAATAATAGGAAACATAACAGATGATGTAAAA---
AACTGTACTTTTAATATGACCACAGTACTAAGA---------------------------
GATAAGAAGCAAAAGACGTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGAAAT----------
-------------------------------------------------------------------------
-------
AATAGTAATAGTAGTAAGTATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---AATAAGGCTTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
ATAATAATCCGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAACTGTACCAGACCCTCCAACAATACAAGGCAA-----
-AGTATAACTATA------------GGACCAGGACAGATG---TTC------TATAGAAGAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCATTTTGT---GAGGTTAATGGGGCA---
CAATGGAATGAAACTTTAAAAAAGGTAGCTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAGTCTTTCAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCCGGAAAAATCATCTGCCCCACTGCTGTGCCTTGGAACATCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGACGACATTTGG------GAC------
AACTTGACATGGGCACAATGG---GAGAGAGAAATTAGCAATTACACAGGCATAATATTT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------



-----------------------------
AAGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCCACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY213723 
GCC---TCA------------------------------------------
GATGAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---CAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTTCTTTAAATTGTACCAGCGCTAACTGGAACAACAGTACAACCTTCTAT----------
-------------------------------------------------------------------------
-------------------------AATGACTCTAAAATAGGAAATATAACAGATGATATAAAA---
AACTGTACTTTTAATATGACCACAGTACTAAGA---------------------------
GATAAGAAGCAAAAGACTTATGCACTT---
TTTTATAAGCTTGATATAGTACAAACTGAAAATAATAATGATACG----------------------------
-----------------------------------------------------------
GGTAAAAATTTTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---GATCAGACTTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAAAG------------
ATAATAATCAGATCTGAGAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGACAA-----
-GGTATAGCTATG------------GGACCAGGACAGATG---TTC------TATAGAAGAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---GAAGTCAATGGGACA---
CAATGGAATGAAACTTTAAAAAAGGTAGAGGGAGAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------GGA------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACACAATATAT---
GAGGTACTTACAAAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAA---TAA 
>KY213719 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---ATGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAACCCTGGAG---------AATGTAACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTACTAATAATGTGACGGTGAAAGATGACAATAGCACAAAGGCCAAT-
-------------------------------------------------------------------------
----------------------TACAGAAACTCTCCAGTAGGAAACATAACAGATGAATTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTTAGG---------------------------
GATAAGAAGCAGAAGGCATATGCACTT---TTTTATAAGCTTGACATAGTATCACTGAAAAAG----------
-------------------------------------------------------------------------



----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTAATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAG---GATAAGAAGTTCAAT------GGGACAGGGCCATGTGAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGACGAG------------
ATAGTAATCAGCTCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGACAAGTC---TTC------TATCAAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAACTTTAGAACAGGTAAAGAGAAAATTAGGA---------------GAGCACTTT-------
-----------------------------------AAGAAGAACATAACCTTTCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTACTGTACCCTGGAACACAACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATCTGG------GGC------
AACATGACATGGATACAATGG---GAGAGGGAAATTGGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTGTTGGCATTGGATACATGGGCAAGTCTGTGGAACTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTGGAGAGCC----------------------------
--------ATTCTCAACGTA------CCTAGAAGAATCAGACAGGGTTTAGAAAGATTTTTGCTA---TAA 
>KY213716 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACATCTGCAAATATAACAGGAAATGGA-------------------
-------------------------------------------------------------------------
-------------------------ATAGATACAAAGGTAGAAAATCTAACAAATGAGGTAAGG---
AACTGTTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAGGGCTATGCACTT---TTTTATAAGCTTGATTTAGTTAGTATAAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGCATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCGCTTTTAAAGT
GTAAT---GAAAAAATGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAAAACCTCACAGACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATGCGTATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACG---
AAATGGAATGAAACTCTAAAACAGGTAACTAAAAAATTAGAA---------------AAGCACTTTATT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTGGAAATTACA---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAT------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACACAATATAT---
GGAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTATTGGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTAATGCTGTAGCCATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAACTGGGAGGGCC----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KY213724 
GCC---TCA------------------------------------------
GACAACTCGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCCTCAGATGCTAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTACTTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTACATTGTACCAATGCTAATTTGACCAATGCTAACAGGGACAAT----------
-------------------------------------------------------------------------
-------------GACACAACCAATGCCCCTAACATAGTAGGAAATATGACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAGGCAAAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATAGGAAGT----------
-------------------------------------------------------------------------
----------------
AATAATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTTATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAACA-----
-AGTATAACTATG------------GGACCAGGACAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGCCAAGTAGCTGGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGTTGACGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAAAGCCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGCTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGGTAGATACTATAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGTACAAACAATTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY213718 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAGAGTACATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATACTACCAATGCTAATTTGACCCAGGGCAAAATCACAACCA
CT-----------------------------------------------------------------------
----------------------------AGCCCTAACATAGGAAATACAACAGATGAAGTA------
AAATGTTCTTTTAATATAACCACAGTACTAAAA---------------------------
GATAAGAAGCAGCAGGTCACTGCACTT---
TTTTATAAGCTTGATGTAGTGCAAATTGATGAGGAGGGTAATAAG----------------------------
--------------------------------------------------
AGTAAAAGTAGTAGTAATAGTGGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT



GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAATAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAA------------
ATAATAATCAGGTCTGAAAATATCACAGATAAT---------ACCAAAATCATAATAGTGCACCTTAAT----
-----------ACATCTGTAAAA---------ATCAATTGTACCAGACCTGCCAACAATACAAGAACA-----
-AGTATAGCTATA------------GGACCAGGACAAATG---TTC------TTCTATAGACAAGGA------
------GATGTAATAGGAAATATA------------AGAAAGGCACAGTGT---GAGGTTAATGGAGCC---
AAATGGAATGCAGTTTTAAAACAGGTAAAAAGAACATTAGAA---------------AAGCAGATT-------
-----------------------------------AATAAGACAATAAACTTTAAA---
CAACCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGGCACAATGG---GAGAAAGAAATTAGCAATTACACAGATCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY213715 
GCC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACAGGAAAGGGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATACTCCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTAATTTGACCAAGAATGTGACCAATGGCAAT-------
-------------------------------------------------------------------------
-------------AACACAGACAATGTCCTTAACATAGTAGGAAATATGACAGATGAAGTAAGA---
AACTGCTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAAAAGAAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAATTGAAAAT----------
-------------------------------------------------------------------------
----------------
GATAGTAATAATAGTAGTTACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACACCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAACA-----
-AGTGTATCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACGAGCATATTGT---GAGATTAATGAAACA---
CAATGGTATAAAGTTTTAAGACAGGTAACTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAACCTTCCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTCTTGAACAGATTTGG------GGA------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GAGTTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATGTTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
ATACTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCCTTGCTTAATGCTACAGCAATAGCAGTAGGAGGG---



TGGACAGATAGGGTTATAGAGATAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTACTT---TAA 
>KY213749 
GCC---TCA------------------------------------------
AACAACTTGTGGGTAACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACCCAGAA---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTACAGTTA---
ACTCCTCTCTGTGTTACTTTACATTGTGTCAATGCTAATTTGAGTTCGACCAACAACAATAAC----------
-------------------------------------------------------------------------
----------------------ATAACCAATGGCAACATAGGAAATCTAACAGATGAAGTAAGA---
AACTGTACTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAGGTTCATGCACTT---TTTTATAAGCTTGATATAGTATCAATTAATAAA----------
-------------------------------------------------------------------------
----------------------
GCTAGTAGTGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGATAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCTTCCAACAATACAAGAACA-----
-AGGATGACTATA------------GGACCAGGAAAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAATTGGAAAGTTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCCCCCTCAGGAGGAGATCTAGAAATTACT---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACAGCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAGATTAGCAATTACACAAACCAGATATAT---
AACATACTTACAGAGTCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTTCTTTGTTTAATGCTATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KY213734 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACTACTCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAATTGTACCGATGCTAAGTTAAGCAATACCAACAGCAGTAACCAAGAG----
-------------------------------------------------------------------------
-------------------GGCCCTAGTATGCAAGAGATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATACGACCACAGAACTAAGA---------------------------
GATAGGCAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTAAAAGTTGATAACAAT-------
-------------------------------------------------------------------------
----------------------
AACTCAAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTGAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAATGATCAGATCTGAAAATTTCACAAACAAT---------GCCAAAATCATAATAGTGCATCTTAAT----
-----------GAATCTGTAATA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATG------------GGACCAGGACAAGTA---CTA------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---AAGGTTAATAGAACA---
AGATGGTATGAAACTTTAAAACAGGTAACTGGAAAATTGAAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATATAGAAATAACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGACTCCTAGGACTTTGGG
GCTGCTCTGGAAGAACCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAGACCAAATATAT---
GGCATACTTACAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
ATGCTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATGCTGTAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCC----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTACTA---TAA 
>KY213750 
GCC---TCA------------------------------------------
GACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACAGGACCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGGTA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACTTTGAACTGTACCCAGGCTAATCCGACTAATGTCACTAAGAACGCTGTC-------
-------------------------------------------------------------------------
-------------------CCAGGAGCTGGAGCTAACTTAGAAAATGTAACAGAAGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGAAGAAGGTCTATGCACTC---
TTTTATAAGATTGATATAGTACAACTTGGAAGTAATAATAATAGTAGTAATAATAAGAGT-------------
-----------------------------------------------------
AGTAATTCTAGTGATTATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGCAGTCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAAACTGTAGAA---------ATCAATTGTACTAGACCCTCCAAAAAAATGAGAACA-----
-AGTTTCCGTATA------------GGACCAGGACAAGTA---TTC------TACAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---GTGATTAATGCAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAGAAAATTAAGA---------------GAACATTTTCCT----
-----------------------------------AATAAGACAATAATCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGACCAAATTTGG------CAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GGTATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATACTATAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGCGAGCC----------------------------
--------ATTCTACACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGGCTCTGCTA---TAA 
>AY945716 



GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAACACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACACCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAGTGCCAATTTGACCAATGTCAATAACATAACC----------
-------------------------------------------------------------------------
-------------------------TATGCCCCTGGCATAGAAAAGATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGTCTCTGCACTT---TTTTATAAGCTTGATATAGTACAAATCAATAGT----------
-------------------------------------------------------------------------
----------------
AGTAAGAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAGTTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTTCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACGAACAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACAAGACCCTTCAACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAGCAGCATATTGT---GAGATTAATGAAACA---
CAATGGAATGAAACTTTAAAACAGGTAACTAAAAAATTAGAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAATTTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACCTGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAAATACTTACAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATGCCATAGCAATAGTAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>AY945724 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGTCAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGTCCATAAGGTTACGAGG----------------------------
-------------------------------------------------------------------------
----------------------------------------ATCAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATACAATGCTAATTAATAGT----------
-------------------------------------------------------------------------
----------------------
GATAGAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGCCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTTCAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CACTTACTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTACAACTTAAT----
-----------AAATATGTAAAA---------ATCAATTGTACTAGACTCTCCAACAATACAAGAAGA-----



-AGTATGACTATA------------GGACCAGGACAAGTA---TTA------TTCTATAGACCAGGA------
------GACATAATAGGAGATATA------------AGGAAAGCATATTGT---AAGATTAATGGAACA---
GAATGGTATGAAGTTTTAAAACAGGTAGCTGGAGAATTACGA---------------GAGCACTTTCCT----
-----------------------------------AATAAGACAATAAGATTTCAA---
CAATCACCCCCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATCTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAGAATATAT---
GAGCTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGACTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAACC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY945725 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAACT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATGTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAATTGTAGCAAGGCTAATATGATCAATGTAACCGATGAATCTCAA-------
-------------------------------------------------------------------------
----------------------AATGTCACTCACAAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAGAGT----------
-------------------------------------------------------------------------
-------------------
GAGAATAATACTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGGCAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTTTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTATAGAA---------ATCAATTGTACTAGACCCTTCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTACAACAAGTAGCTAAAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAAGCTTTAAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATTATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGACAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAGAGATTTGTTAGCGTTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KJ952346 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GCGCACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACTCCTCTCTGCGTTACTTTAAATTGTACCTATGCTAATTTGACCAAGGCCAATAACAGAACCACAGTCTCTA
ACCCAACAGGA--------------------------------------------------------------
----------AATATAACAGATGAAGTCTCTAACACAATAGGAAATATAACAGATGAAATAAGA---
AACTGTACTTTTAATATGACCACAGTACTACAA---------------------------
GACAAGAAGCAGCAAGTCTATGCACTT---
TTTTATAAGCTTGATATAGTACAAATTAAGGACAATGATAAAAACGAG-------------------------
-----------------------------------------------------------
AGTAGTAACTATAGTGACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACCAGAACA-----
-GGTGTAACTATA------------GGACCAGGACGAGTA---TTT------TATAGAACAGGAGCC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AGATGGTATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAAAAGATTAAT----
-----------------------------------AAGACGACAATAGAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCCATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGATAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACGTA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KJ952505 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCTCTGCTAATAGCCAACCC-------------------------
-------------------------------------------------------------------------
----------------------------AATGTCTCTAACATAACGGGAGCAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAAGGT----------
-------------------------------------------------------------------------
-------------
AATGGTAGTAATAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCCTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGGCCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGGCCAGGACAAGTA---TTC------TTCTATAGACCAGGA------
------GACATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAGCA---
GAATGGAATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTATT----



-----------------------------------AATAAGACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------CAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCTATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCACTATTTCTTTGGTTGATGCTTCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCATATA------CCCAGAAGAATCAGACAGGGCTTAGAGAGGGCTTTGCAA---TAA 
>KJ952574 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGG---AGAGATGCGGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAAGTGTACCAATGCTAGTTTTGCTAATTCGACCAATGAC-------------
-------------------------------------------------------------------------
----------------------AAAAACACAGCCAATGTAGGAGATATAACAGATGAAGTAAGA---
AACTGTACTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGTCCATGCACTT---TTTTACAAGCTTGATATAGTACCAATTGATAATGAA-------
-------------------------------------------------------------------------
----------------------
ACTAGTGGTGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAACGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTTAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAAATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGTATGAAGCTTTAGAACAGGTAGCTGGGAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAGCTTCCAA---
CAACCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>KJ952765 
GCC---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCCCTGCTAATTTGACCAATGTCAATGCCACT-------------
-------------------------------------------------------------------------
-------------------------GGCTCTAACATAATAGGAAATATAACAGATGAAGTAACA---
AACTGTACTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAGGGTCCATGCACTT---TTTTATAAGCTTGATATAGTAAAAATGAACAAT----------
-------------------------------------------------------------------------
----------------
GATAATGCTAGTAAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GAGAAGAATTTCAAT------GGGACAGGAACATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------CAATCTGTATAC---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTG---TTC------TATCAAACAGGAGAC------
---------ATAATAGGAGATATA------------AAAAAAGCATATTGT---GAGATTAATGGAACA---
AAGTGGAATAAAGTTTTAAAACAGGTAGCTGGAAAATTAGAA---------------GAGCACTTTAGG----
-----------------------------------AATAAAACAATAATATTTCAA------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ACGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCC---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTGTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGATTTTTGGTA---TAA 
>KJ952897 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACGCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTATGAATGCTACTTGGAAAAATGTCACTCACACAACCAAT-------
-------------------------------------------------------------------------
-------------------------------------GTCTCTATAGGAAATATAGAAGTAAAA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAACAGAAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGAAGATAAGGTT----
-------------------------------------------------------------------------
----------------------
AATACTAGTGAGTACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTCGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAGAACCATAATAGTGCACCTTAAC----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAACTATA------------GGGCCAGGACAAGTA---TTC------TATAGAACAGGGGAA------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAAATTAATGAAACA---
AAATGGTATGAAGCTCTAAAACAGGTAACTGGAAAATTAAAA---------------GAGCACTTTATT----
-----------------------------------AATAAGACAATAGACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTATA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAGCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------AAA------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACACCATATAT---
GAGTTAATTACAGCATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTATTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTCGAAAGGGCTTTGCTA---TAA 
>KJ952968 
GCC---TCA------------------------------------------
AAAGACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATAAGACAGAA---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAGCTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCTAATTTTGACAACAAGACTGATGATAACAGCACTAATG
CAAATATAACA--------------------------------------------------------------
----------------------GAGGAACTAAGAAACCTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATACAACCACAGTACTAAGA---------------------------
GATAAGGTGCAGCAGGTTCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGGAGAA----------
-------------------------------------------------------------------------
----------------
AATAATAATAATAATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTAAAAATCTCACAAACAAT---------GCTAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACACATGTA------------GGACCAGGACAAGTA---TTG------TATAGAACAGGAGAA------
---------ATAACAGGAAATATA------------AGAAAGGCATATTGT---GAGATTAATGGAACA---
AAATGGTCTAAAGTTTTACAACAGGTAGCTGGAAAACTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAACAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACAAAACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAAATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCTAATATAT---
GACATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTGTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ953119 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACACCTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCGATGCTAATTTGACCAATGTAAACAAAACAACC----------
-------------------------------------------------------------------------



-------------------------AGTGACCCTAAAATAGGAAATATAACAGATGAAATAAGA---
AACTGTTCTTTTAAGATGACCACAGAATTAAGA---------------------------
GATAAGGAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGCACCAATTGAAAATAAT-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCGATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAAAATCTCAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGGCCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGGCAACTT---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAAACTTTAAGACAGGTAGCTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAATGCAATAATCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTTCAGGCGAGAGTCCTGGCTGTGGAAAGATATCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGAAATTTGG------GAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAGTTGAATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGAAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGATA---TAA 
>KJ953282 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTGTATTATGGGGTTCCAGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTGCTAATGTGACCAATGTCCAGGGCACAACCCCTGCC----------
-------------------------------------------------------------------------
-------------------------CCCAATGACACACTAGGAGATATAAAAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAGGGTCAATGCACTT---TTTTATAGGCTTGATATAGTACCAATAAAAAATAAT-------
-------------------------------------------------------------------------
----------------------
AATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAATCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTCTTAAAGT
GTAAT---GATAAGAAATTCAAC------GGGACAGGGCCATGTAAAAAT-----------------------
-ATTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAAATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
GAATGGAATGGAGTTTTAAAACAAGTAGCTAGAAAATTAAAA---------------AAGCACTTCACT----
-----------------------------------AATAAGACAATAGACTTTCAA------
CCACCTTCAGGAGGAGATTTGGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------AAC------
AACATGACATGGATGCAATGG---GACAGAGAAATTAGTAATTACACAAACCAAATATAT---



GAAATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGCTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCTATTTCTTTGTTTGATGCTGCAGCAATACAAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>DQ789392 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTGTCAACTTGACCAAGGTTACTAACACAACCGAT-------------
-------------------------------------------------------------------------
-------------------------GTCACTGACACAATAGGAACTATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAGGCAGCAAGTCCAGGCACTT---TTTTATAAGCTTGATCTAGTACAAATTAGCAGT----------
-------------------------------------------------------------------------
----------------------
GGGAGGGAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAACA-----
-AGTATAACTATG------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATCCA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGAAAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATATTCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTATA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCATCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>AY358067 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCGATGCTAAGGTGAATGGCACTAACCCAACC-------------
-------------------------------------------------------------------------
-------------------------AATGGCCCTACAGTAGGCAATATAACAGATGAATTAAAG---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAACTGGAGGT----------



-------------------------------------------------------------------------
----------------
AGAAACAATAGTGAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-AGTATGACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGAAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---ACGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAAGTAACAGAAAAATTAAAA---------------GAGCACTTTAGA----
-----------------------------------AATAAGTCAATAATATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------GGC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAGAGATCTTTGCTA---TAA 
>AY358060 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCACTGCTATTTTTAGAAATACAACGGTAGCC-------------
-------------------------------------------------------------------------
-------------------------AATGATAGCAGAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAGCTAAGA---------------------------
GATAAGAAGCAGAGGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTAACGATAAAGAT----
-------------------------------------------------------------------------
----------
AATAATAATAGTAATAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCCAAAGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCGACAATATAAGAACA-----
-AGTATAACTATG------------GGACCAGGACAAGTA---TTT------TTTAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
CAATGGAATGAGACTTTAAGACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGACCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAGATTAGCAATTACACAAACCAAATATAT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTGGATGCTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGATTTTGGTA---TAA 
>AY358063 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAGAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTATTACTTTAAATTGTACCAATGCTAATCTGACCGGCAATAACACAGACAAT----------
-------------------------------------------------------------------------
----------------------AATATCCCTAAAACAGTAGGAAATATAACAGATGAAATAAAA---
AACTGTACTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAGAGGCAGAGAGTCAGTGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGAAAT----------
-------------------------------------------------------------------------
-------------------
AACAGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGACAGGACCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAAATATA------------AGAAGTGCATATTGT---GAGATTAATGAAACA---
AAATGGAGAGAAGTTTTAACACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCGTCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATAACGAGATTTGG------CAA------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGCTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTCTAATAGGATTAAGAATAATTTTTGCA---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTGTAGCAATAACAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY945713 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGAGAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTATGCGTTACTTTACATTGTACCGAGGCTAATTTGACCAATGTCAATAACACAACC----------
-------------------------------------------------------------------------
-------------------------CAAGCCCCTAGCATAGGAACTATAAAAGATGAAGTAAAA---
AACTGTTCTTTTAATGTAACCACAGAAGTAAGA---------------------------
GATAAGAAGCAAAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAATGGAAGAC----------
-------------------------------------------------------------------------
----------------
AATAATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---



GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATGACTATA------------GGACCAGGGCAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
CAATGGAATGAGGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCATTTTAAG----
-----------------------------------AATAGAACAATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTACCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGAAATTTGG------GGA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AGTAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTGCGAAAGGACTTTGCTA---TAA 
>AY945720 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGACGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGAGCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTGCTTTAGAGTGTACCGAGGCTATTGCCACTCACGTAAACAAGACC-------------
-------------------------------------------------------------------------
----------------------------TCTGACACAGTAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACAACAGAACTACTA---------------------------
GATAAGAGGCAGAAGGTCCAGGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGAAAT----------
-------------------------------------------------------------------------
----------------------
GAGACGAATAAGTATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTATCAGACCCTCCAAAACTAGAAGAACA-----
-AGTATAGCTATA------------GGACCAGGACGAATG---TTC------TATAGAACAGGAGGA------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATAAAGTTTTAAAACAGGTAACGGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------CATAGTACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTGACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACCTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAACTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY358050 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACACGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCGCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATAAGATCGAGGTAAAAAATATCACTGTAAAA----------
-------------------------------------------------------------------------
-------------------------GTCCCTAACATAGTAGGAAATATAACAGATGAAGTAAGG---
AACTGTTCTTTTAATATGACCACAGAACTAAGG---------------------------
GATAAGAAGCAGAAAGTCTATGCACTA---TTTTACAAGCTTGATATAGTACAAATAGGAGATAAA-------
-------------------------------------------------------------------------
----------------
AATAATAATAGTGATATATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATGAAGT
GTAAT---GAAAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCGCAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAATAATACAAGAACA-----
-AGTATGACTATA------------GGACCAGGACAAGTA---TTC------TACAGAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAGACCTTAAAACAGATAGCTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACC---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAGATTAGCAATTACACAAGCCAAATATAT---
GCGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGCAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TA- 
>AY358040 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGTTAATGACACGATCAGTGTTAATGGC-------------
-------------------------------------------------------------------------
----------------------------ACGATCGAGGTTAATGGCACGATAGATGAAATAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAATA---------------------------
GATAAGAGGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATAAC----------
-------------------------------------------------------------------------
----------------------
AGTAACATTACGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GATAAGAATTTCACT------GGGATAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---



CAATTACTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTAAAT----
-----------AAATCTGTAACA---------ATCAATTGTACCAGACCCAACAATAATACAAGAACA-----
-AGTATAACCATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAAGAATA------------AGACAAGCATATTGT---GAAATTAATGGAACA---
GAATGGAATGAAGTTTTGAATCAGACAGCCAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAGTAAAATAAGCTTTAAA------
TCGTCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGACTCGCAAACCCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTCGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTTTTTGGTA---TAA 
>AY358041 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACACAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAGATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCCAATTTGACCAGTGTCAATAGAACCAACGTCTCTAGT-
-------------------------------------------------------------------------
----------------AGAACCAACGTCTCTGACATAGTGGGAAACATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAGCGGCAGAAAGCCTATGCACTT---TTTTATAAGCTTGATCTAGTATCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------
ACTAAAGGTGAGTATATCTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAAT
GTAAG---GATAAGAATTTTAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAAAA---TTT------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAATGCATATTGT---GAGATTAATGGAACA---
CAATGGAATAAAACTTTAGAACAGGTAGCTAACAAATTAAAG---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCACGTGGAGT-----------------
----------------------------AATAGATCTTTTGATGAGATTTGG------AAG------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGCTACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGGTA---TAA 
>AY358056 



GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGACAAGGCTAAAGTGACTAATGTCACTAACAGGAACGAT-------
-------------------------------------------------------------------------
----------------------GATGTCCCTAGCATAGTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAGTAAAA---------------------------
GATAAGAAGCGGAAGGTCCATGCACTT---TTTTATGAGCTTGATATAGTACCAATTAAAAATGGT-------
-------------------------------------------------------------------------
-------------
GAAAAGAATAATAATACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATATTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACAAA------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAAGTTAATAAAACA---
GAATGGAAGGGAGTTTTAACACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGAACATAAGCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCGTCTGCACCACTGCTGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACTTGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATATAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGGGTTTGGGGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JN944665 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCTTGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAAGTTGACCAAGGTCAGTAACACAACCGAC-------
-------------------------------------------------------------------------
----------------------GATGTCCCTAGCATAGTAGGAAATGTAACAGATGAAATAAAA---
AACTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAACAAAGTGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATGAAAGAT----------
-------------------------------------------------------------------------
----------
CCTGATAGTAGTAATAGTACTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----



-AGTATGACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAAATATA------------AGAAAAGCATATTGT---GTGATTAATGGAACA---
ATATGGAATAAAGTTTTAAAACAGGTAGCTGACAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAACAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTGGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGGAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY358062 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCCAATTTGACCAATGTCAAGAGCACCAAT----------
-------------------------------------------------------------------------
-------------------------GAGGCCCCTAGCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGAAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTTCAAATTGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCTATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGCACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGACAGGCATATTGT---AAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTTAAA----
--------------------------------GGGACAGAGAAAATAATCTTTCAA------
CCACCATTAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTACACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAGTTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTGGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU168309 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCGCATGAGACAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAACTACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAATTGTTCCCATAAAGTGAACGTAACCAACCCCAAAAACCAATCCGAG----
-------------------------------------------------------------------------
-------------------CTCGAGTTCTATAACATAACAGGAAAGATAGCAGATGAAGTAAGA---
AACTGCTCCTTTAATATGACCACAGAACTAGTA---------------------------
GATAAGACGCGGAAAGTCCATGCACTT---TTTTATAGGCTTGATTTAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAAAAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTACTGTACTCCAGCTGGATATGCGATTCTAAAGT
GTAAT---GATAAGAATTTCACT------GGAATAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGAATA------------GGACCAGGGCAAGCA---TTC------TATGGAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---CAGATTAATGGAACA---
AAATGGAATAAAACTTTAACACAGGTATCTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAGTGAGATAATCTATCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAGAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAGGCATAATATAT---
GAGATACTTACAGAATCGCAAACCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN248328 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTCCCGGTGTGG---AGAGATGCAGAA---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACAAGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTTATCTCTGCGTTACTTTAAATTGTACCAATGCTACTTTTACCAATGTCACTAATACAACT----------
-------------------------------------------------------------------------
----------------------AATGTCCCTGCTACAGTAGGAAATCTAACAAATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATATGCTTGATATAGTACCAATTGGAAATAAGAAT----
-------------------------------------------------------------------------
-------
AGTAGTAATAATAGTAGTAATGAATACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCTAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGGGAA------
---------ATAATAGGAGATATA------------AGGAAGGCATATTGT---AAGATTAATAGAACA---
CAATGGAATGAAACTTTAGGACAGGTAAAAGAAAAATTACAA---------------AAGCACTTT-------



-----------------------------------AATAAGACAATAACCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAAGCCTTTGGG
GATGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTCGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAGTGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAAGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCCATCTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>JX447021 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATTTGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTACACTGTACCAATGCTAATTTGACCAATGCTAATTTGACCAAGAACAGTAAC-
-------------------------------------------------------------------------
-------------------ATAACCAATGACGGTGTCCTAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCCTTTAATATGACCACAGAAATACAA---------------------------
GATAAGAAGCAAAAGGTTTATGCACTC---TTTTATAAGCTTGATATAGTACAAATTAAGAATAAGAAT----
-------------------------------------------------------------------------
----------
AATAGTACTGAGAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATGATTATA------------GGACCAGGACAAGTG---TGG------TATAGAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAGACTTTAACACAGGTAACTAAAAAATTACAA---------------GAGCACTTTAAA----
-----------------------------------AATAGGACAATAATCTTTCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCGATACTTACGGAATCGCAGAATCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCT---
ATGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGCAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGGGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>JX447542 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTACGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCACTTATAATTGCACCAACGGTAACTGTACCAATACC-------
-------------------------------------------------------------------------
----------------------------AATAACATGATAGGAAATATAACAGATGAAGTAATG---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAAAAGCAGGTCCAGGCACTT---TTTTATAAGCTTGATATGGTACAAATGGGTGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACTAATTATAGGTTAATAAATTGCAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATGATCAGAAGTGAAAATTTCACAAACAAT---------GCCAAAATCATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTGTGCATATA------------GGACCAGGACAAGTA---TTA------TATAGAACAGGGGAC------
---------ATAACAGGAGATATA------------AGGAGAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAACACAGGTAGCTAAAAAATTAAAA---------------GAGCAATTTAAT----
-----------------------------------AAGACAATAATAAGCTTTAAA---
CCACCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGGTACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAGGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KC748982 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAGTTGTACCAAGGCTAACCTGACCAATGCTAAAGGGACCAATGCCACAAAT-
-------------------------------------------------------------------------
-------------GCCACAACCGATGTCCCTAGCGAAGTAGGAAATCTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAATA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGATTGATATAATACCAATTGAAAATGAT-------
-------------------------------------------------------------------------
----------
ACTAATAGTAAGGAGTATAATGAGTATAGGTTAGTAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACGAGCA---TTC------TTTGGAACAGGAGAC------
---------ATAGTAGGAAACATA------------AGGCAAGCATATTGT---AAGATTAATGGAACA---
GAATGGAATGAAACTTTAAGACAGGTAGCTGTGAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAACTCCTAGGACTGTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCCTATGAAGAGATTTGG------AAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTGATTACACAAGCCAAATATAT---
GACATACTTACAGAAACGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAGAAAGATTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF297221 
GCT---GAC---------------------------------------------
AACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACTCCTCTCTGCATTACTTTAAACTGTACCAAAGCCAATAGCAATAGCACAATCAATAGCAATAGC-------
-------------------------------------------------------------------------
-------------------ACAAGCAATAGCAATAGCACAGAAACTATAATAGAGGAAGTAAGA---
AACTGTTCATTTAATATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGAAGGTTTATGCACTT---TTTTATAAGCTTGATTTAGTAAAAATTGGAAAT----------
-------------------------------------------------------------------------
----------------
AGTGATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAATCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCACATTGT---GTGATTAATGGAACA---
CAATGGAATAAAACTTTAGAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAGCTTTCAA------
CCACCCGTAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACCTGGAGT-----------------
----------------------------AACAAATCTTATGAAGAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCAACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGCTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAATAGTTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGATTTTGCAA---TAA 
>HQ691003 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACTGAC---
CCCAACCCGCAAGAAATACACATGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTGAGTTGACCAATGTGACCATAGGCAACGAA-------
-------------------------------------------------------------------------



----------------------ACCAATGGCTTTAACCTAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATAACTACAGAAATAAGA---------------------------
GATAAGAAGAAGCAGGTCACTGCACTT---TTTTATAGGCTTGATCTAGTACAAATGGGTAAT----------
-------------------------------------------------------------------------
----------------------
AATGGGAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAGTAATCAGATCTGAAAACCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTTTGACTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AAGATAAATGGAACA---
GCATGGAATGAAACTTTAAGACAGGTAGCTACAAAATTAAGA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTTCTGTACCCTGGAACGCCTCTTGGAGT-----------------
----------------------------AATAGATCTCTTGAGGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTCACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTATCAGTAGCGGGG---
TGGACAGATAGGCTTATAGAAGTTGCACAAATAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAAACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>HQ691014 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGAAAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGGTGTTTGGACCAACATCAATAGAAATACC----------
-------------------------------------------------------------------------
-------------------------AGTGATGCTAGAATGGGAAATGTAACAGATGAAATGAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAACAGAAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAAAT----------
-------------------------------------------------------------------------
-------------------
AATAATAGTGATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATGACTTTA------------GGACCAGGAAGTGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATTAATGCAACA---
AAATGGAATGAAACTTTAGAACAAGTAAGAGGAAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------
GATAAGAATATAACCTTTCAACCACAACCACCCTCAGGGGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------



AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
CAGATACTTACAGAATCGCAAGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAATTGGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JN248339 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAAAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATAATGTTACTTTGAATTCGACCACGGTGAAGTACACC----
-------------------------------------------------------------------------
-------------------------AGTGTCCCTAACCTAGGAAACATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGATCTAAAA---------------------------
GATAAGAAGCAGAGGGTCTCTGCACTT---TTTTATACGCTTGATTTAGTACAAATTGAGAAT----------
-------------------------------------------------------------------------
----------------
AGTAAGAATAATAGTGAGTATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAGCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGACAA-----
-GGGGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGCAACA---
GAATGGTATAAAGCTTTAAATCAGGTAACTACAAAATTAAAA---------------AGGCATTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATCTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGTTTGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>JN248355 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAATTGTACCGAGGCTAAGTTGAATTCCACTGTTAATAACACA----------
-------------------------------------------------------------------------
----------------------------AACGATACCCTAAAAGCGATAACAGAGGAAATAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGG---------------------------



GATRAGCAGAAGCAGGTCTATGCACTT---
TTTTATAAGCTTGATATAGTACAAATGACAGGTAATAATAATAATAATAATCAGAGTAGG-------------
--------------------------------
GATATTCAGAGTAACTATAGTAGTACTCAGAGTAACTATAGTGAGTATAGGTTAATAAATTGTAATTCTTCAG
TCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGTCAGAGCTATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGCTCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------CAATCTGTAGTG---------ATCAATTGCACCAGACCCTTCATCAATACAAAAATA-----
-AGTAGACATTTA------------GGACCAGGACACGCA---TTC------CATCACACAAGATAC------
---------ATATCAGGAGATATC------------AGACAAGCACATTGT---GTGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAGAAAATTAAGA---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAAGATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTTGAAACAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGGGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAAAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTGCTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN248356 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTACCCCTGCAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGTTACTTTGAACTTGACCAGTGTCACCAATGTCACTACCA
CAACCCCTACA--------------------------------------------------------------
----------ACTACCACCACTGTCGCCAGCACACCTCCTACAAATAAAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAATA---------------------------
GATAAGCAGCGGCAGGTCTATGCACTC---TTTTATAAGCTTGATTTGGCACAAGTTAAAACTGAAGTTGGA-
-------------------------------------------------------------------------
----------
AATACTACAAGTAATTATAGTGAGTATATGTTAATAAATTGTAATACTTCAGCCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAAT
GTAAT---GAGAAGAATTTCACT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAGCAGTATAAGAACA-----
-AGTCTAAGGATA------------GGACCAGGACGAGTA---TTC------CATAGAACAGGGAAC------
---------ATATTAGGAGATATA------------AGGAAAGCAGGTTGT---AAGATCAATGGAACA---
AAATGGTATAAAACTTTAAAAAAGGTAGTTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTCATTTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGACTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCCCTTGGAGAAATTTGG------GAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCAAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------



-----------------------------
AAGAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGCTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAATAGCAGGG---
TGGACAGATAGAGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCAA---TAA 
>JX446712 
GCC---TCA------------------------------------------
AGCAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCCAAATCGACCCAGGTCAACATAACCAAA----------
-------------------------------------------------------------------------
-------------GACCCTAAAACGGGAAATATAACATTAAAAAATATAACAGAGGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATACAC---------------------------
GATAGGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAGT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTAGGTATATGTTAATAAACTGTAATACTTCAGCCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACACCAGCTGGTTATGCGCTTTTAAAGT
GTAAA---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTCTCRACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAACCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACGAATATA------------GGACCAGGACGGGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---AAGGTTGATAGAACA---
AATTGGAATAAAAATTTAGAACAGGTAGCTGGAAAATTAAAG---------------GAGCACTTT-------
-----------------------------------AATAACACAATAATCTTTCAA---
CCACCATCCCCAGGAGGAGATCTAGAAATAACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAGAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGAACTTATGACGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCAAATATAT---
GAAATACTTACAGAATCACAGAACCAGCAGAAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAGTTGGATCAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAGAGGGCTTTGCTA---TAA 
>JX446977 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGATACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGCA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAAATGTATCAATGCTACTCTCAATGCTACTCTCACCAATAACACTAGCAAG-
-------------------------------------------------------------------------
----------------------GCCAATGAATCTAAAATAGGAAGTCTAACAGAGGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGCCTATGCACTT---TTTTATAGTCTTGACATAGTACCAATTGATGGG----------
-------------------------------------------------------------------------



-------------------------
AATAATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAATACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAATAAT---------GCTAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTATAACA---------ATCAACTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATACA------------AGAAGAGCATGGTGT---GAAATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTACAAAATTAAAA---------------GAGCACTTTAGA----
--------------------------------GATAATAAGACAATAAGCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAT------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACACACATAATATAT---
GAGATACTTACAGACTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAGTAACAGTAGGGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTCTTGAAAGGGCTTTGCTA---TAA 
>JX447048 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGG---GGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTAGAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAATTGTACCAATGTCACTGACATAACTAATGTCAATATAACT----------
-------------------------------------------------------------------------
----AGAGACAATGATCTAATTAAGGTCTCTAACATAGTAGGAAATATAACAGATGCAATGAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGGTTTATGCACTT---TTTTACACGCTTGATATAGTACAAATGGGGGGT----------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATAGGTTAAAAAATTGTAATACTTCAGTCGTTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCGATCTTAAGGT
GTAAT---GAGAAGAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTTGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGGA---------ATCAATTGTACCAGGCCTTCCAACAATACAAGAACA-----
-GGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAAACATA------------AGAAACGCATATTGT---AAGATTAATGGAACA---
AAATGGAATAGAGTTTTAAAACTGGTAACTAAGAAATTAAAG---------------GAGCACTTTAAT----
-----------------------------------GGTAAGACAATAAGCTTCCAG------
CAACCCTCAGGAGGAGATCTGGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AAAATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAGACCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---



GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGCAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTTTACATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>JX447081 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGGGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TAYGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACCTTAAATTGTACCAATGCTAAGTTGAATGCTAAGTTGAATGATACTAATATCACCA
TG-----------------------------------------------------------------------
-------------------ACCACTGCCTATAAAGAACTAGAAAATCTAACAGGTGAAGTAAAA---
AACTGTTCTTTTAATATGACCACATTACTAACA---------------------------
GACAAAAAGCAGAAGGTCCATGCACTT---
TTTTATAGGCTTGATATAGTACCAATTGAAGATAGTCAGAATAGTAGTCAG----------------------
-----------------------------------------------------
AATAGTAGTAAGTATGGTGAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAATACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATAGAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCATTTTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAGACAGGTAGTTAAAAAATTAAAA---------------GAGCACTTTATT----
-----------------------------------AATAAAACAATAACATTCCAG------
CCACCCACAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGGCTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCCTGGAGC-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCGAATTGGC
TGTGGTATATAAAAATATTCATAATGACAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAGTCAGACAGGGCTTAGAAAGGGYTTTGCTA---TAA 
>JX447395 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTACGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGATA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGGTTA---
ACTCATCTCTGTGTTACTTTAAATTGTACCAATGCCAATTTGACCAATGTCAAT-------------------
-------------------------------------------------------------------------
-------------------------------AACATAACCGATGACTTAACGAGTGAAATAAGG---
AACTGTTCTTTTAATGTGACCACAGAACTAAAA---------------------------
GATAAGAAGCAAAAGACCTATGCACTT---TTTTATAAGCTTGATCTAGTACAAATTGAGAATGGG-------
-------------------------------------------------------------------------
----------------
AGTGAGAGTAATGTGTCTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT



GTAAG---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCGGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATG------------GGACCAGGACAAGTA---TTG------TTTAGAACAGGAGAC------
---------ATCACAGGAGATATT------------AGGAAAGCATATTGT---GAAATTAATGGAACA---
AAATGGAATGAAACTTTAAACCAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAGT----
-----------------------------------AATAAGACAATAAGCTTTCAA------
CCACACTCGGGAGGAGATCTAGAAGTTGCA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
CAAGTACTTACAGAATCGCAGAATCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGCTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATA------CCAAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX447413 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGGATATGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---CAGCCATGTGTGAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTTTATTGGCCAATGACACT-------------------
-------------------------------------------------------------------------
-------------------------GGCTTTAACATAACGAAAAATATGACAGAGGAAGTAAAA---
AACTGCTCTTTTAAGATGACCACAGTACTAAGA---------------------------
GATAAGAGGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATGTAGTACCAATTAAAGGT----------
-------------------------------------------------------------------------
-------
AGTAATAATAGTAGTAACTATAGTGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTACTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAGA---GACAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATGATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTACAACTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGAGCCTTTAACAATACAAGAACA-----
-GGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACCCTAAAACAGGTAGCTGAAAAATTAAGA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTGAA------
CCACACACAGGAGGAGATCCGGAAATTATA---ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAATGACACTTGGAGT-----------------
-------------------------AGTAATAAATCTTATAACTATATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GATTTACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGCTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGGATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>JX447447 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATACTATTGATGTAAAGAACATGAAGAACATAACCAATGCA-
-------------------------------------------------------------------------
----------------------------AATGATGCAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAATATTAAAA---------------------------
GATAAAAAGCAGCAGGTCCATGCACTC---TTTTATAAGCTTGATATAGTACCAATTGGAAATGAA-------
-------------------------------------------------------------------------
----------------------
AACGGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTTTTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GTTAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATG------------GGACCAGGACAGGTA---TTC------TATCAAACAGGGGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---GAGATTAATGAAACA---
AAATGGAATGAAACTTTAAAGCAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGGTCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGGTACAATGG---GAGAGAGAAATTAGCAATCACACAAGCAGAATATAT---
GAGCTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGGTA---TAA 
>JX447619 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATTCAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGCAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTACTGAGGCTAAATTCAATGAGACTTTTAACAAA-------------
-------------------------------------------------------------------------
-------------------ATTGATAACATAACTAAGGTCTCTAACTTGACAGATGAAATGAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGACATAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CACTTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAAAAAT---------ACCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAAGGATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAA------
---------GTAATAACAAGTATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGGCAGGTAGCTAAAAAATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------TAC------
AATATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------TTCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447816 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACCTTACATTGTACCTATGCTAATTTGACTAGGAGCAATACCACAGCC----------
-------------------------------------------------------------------------
----------------------AATGTCTCTAATATAATAGGAAATGTAAAAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGGTAATACA-------
-------------------------------------------------------------------------
----------
AATAGTAGTAGTAACTATAGTGACTATAGGTTAATGAATTGCAATACTTCAGTTGTTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATGATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TGG------TACAGAACAGGGGAC------
---------ATAACAGGAGACATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGTATGGAGTTTTAAAACAGGTAACTAGAAAATTAGAA---------------AAGCACTTTATT----
-----------------------------------AATAAGAACATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCGTCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------GGC------
AATATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACACAATATAT---
GACATACTTACAGAAGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AATAATGAAAAAGAGTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCC----------------------------
--------CTTTTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>JX447936 



GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTACTATGGGGTTCCGGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATCTCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGAAGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATAAGATTGAGGTCACCAACACGACAATCAATAAGACCATGA
CAAGC--------------------------------------------------------------------
----------------------GGAGTCCCTGGAACAGTAGGAAACATAACAGATGAACTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---
TTTTATAGGGTTGATATGATACCAATTGAAAGTAAGGAGAATAGA----------------------------
--------------------------------------------------------
AGTAATGGAAATAGTAATGAATATATGTTAATAAATTGTAACACTTCAGCCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GAGAAGAATTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATCAGATCTGAAAATATCTCAGACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAATG---TTC------TATAGAACAGGGGAA------
---------ATAATAGATAATATA------------AGAAAAGCATATTGT---GAGATTAATAGAGCA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAAGAAATTAAAA---------------GAGCACTTTACG----
-----------------------------------AATAAGACAATAACCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTCACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGCTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGACTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGACGCTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGGAGAATCAGGCAGGGCTTAGAAAGGATTTTAGTA---TAA 
>JX447958 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATAACATGGTAGAACAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATAAATTGAATATCAGTAACATAACCAGT-------------
-------------------------------------------------------------------------
-------------------------GTCTCTAACAATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAACTTGATATAGTACCAATTAATAATAGTAATAAT-
-------------------------------------------------------------------------
----------
AATAGTAATAATAGTAGTGATGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATATTAAAGT
GTAAT---GACAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCCAAGATCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----



-AGTACACGTATA------------GGACCAGGAGCAGTA---TTC------TATAGCACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAACTTTAGAACAGGTCAAGAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATGAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTACCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATCAGGAGATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATCTAATTACAAAATCGCAGGACCAGCAAGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATGCTTCAGCTATAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGCAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCCTTGCAA---TAA 
>JN944658 
GCC---TCA------------------------------------------
GAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCAGCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATACCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGGTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCTAAGTTTGACTCTAACAAGACCTATGCAAATAGCACA-
-------------------------------------------------------------------------
----------------------GTAGAAAATATAACAATAGAAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GACAAGCAGCGGAAGGTCCAGGCACTT---TTTTATAGGCTTGATATAATACAAACTGAAAATAGAAGT----
-------------------------------------------------------------------------
-------
AGTGGTATAAATGGTAGCTTTCAAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTACTGTTAAACGGCAGTATAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AGAACTATAATA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACAAATG---TTG------TTCTATAAACCAGGA------
------GACATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGAAAACTTTAGACCAGGTAAAGAGAGAATTAGAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGACAATAACCTTTCAA------
CCATCCTCAGGAGGAGATCCAGAGATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATATGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGATGAGATTTGG------AAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAACTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCACAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGCTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTACCATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCGCAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAACGGGCTTTGGTA---TAA 
>JX448217 
GCC---TCA------------------------------------------
AAGGACTTGTGGGTTACTGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAAATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGTCAAAAATGAAACCAATGATTCTAGCAGTACAACAGCTA
GCACTATAACA--------------------------------------------------------------
----ACCACTGCTAGCACAGGAAATACAACAGCTAACATAGGATATATGAAAGATGAAATGAAA---
AACTGCTCTTTTAATGTAACCACAGTAATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACGAATGGGAGAT----------
-------------------------------------------------------------------------
-------------------
AGTAACAGTAGTGACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTG------TTCTATAGACCAGGA------
------GACATAATAGGAGATATA------------AGACAAGCATATTGT---AAGATTAATGGAACA---
GAGTGGAATAAAACTTTAGAACAGGTAGCTAAAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAAAACTTGGAGT-----------------
----------------------------AATAAATCTTTAGACGAGATTTGG------GGC------
AACATGACATGGACAGAATGG---GAAAGAGAAATAAGCAATTACACAAACATAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGATTTATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAATTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATTAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JX448271 
GCC---TCA---------------------------------------------
AACATGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGTTACTTGGGACCAGAACAGAAACACA-------------
-------------------------------------------------------------------------
----------------------GTAAGTAACCTCAGCATAGGAAATATAACAGATGATATAAGA---
AATTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGATGGTTCATGCACTT---TTTTATAAGCTTGATAYAGTAGAAATGGACAGA----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTCAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTCTG------------GGACCAGGACAGGTG---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAAATATA------------AGGAAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAGAGAAACTTTAAAACAGGTAACTAAAAAATTAAGA---------------GAGCACTTTGAT----



-----------------------------------AATAAGACTATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGARCTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCACATATAT---
GAGTTACTTACGAAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCT----------------------------
--------ATTCTCCACATA------CCTACACGAATTAGACAGGGCCTCGAAAGAGCTTTACTA---TAA 
>HQ690964 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCACTGCTAATCTGACCAATGTTAATAAGACTAACAGTAACACAA
CCACA--------------------------------------------------------------------
----------GACCCCCCAATCGCAGTCCCTACCGTAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGG---------------------------
GATAAGAATCAGAGGGTCCATGCACTT---TTTTATAAGCTTGATATAATACAAATAGGAGAT----------
-------------------------------------------------------------------------
-------------------
AATAATAGTACTGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTTTCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCAGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGCACAA---------ATCAATTGTACCAGACCCTCCAACAATATACAAACA-----
-CGTACAAGTATA------------GGACAAGGACAAGTG---TTC------TATGGAACAGGAAAC------
---------ATAATAGGT---ACA------------AAGAAAGCATATTGC---GAGGTTAATGGAACA---
CAATGGAGTAAAACTTTAAAACAGGTAACTAGCAAATTAAAA---------------GAGCTCTTTAAT----
-----------------------------------AAGACGGCAATATCCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAACTACACAAACCAAATATAT---
AAGGTACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGACAAGTCTGTGGACTTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
ATGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCCTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGAATTTTAGTA---TAA 
>EU743788 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCATCTGGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGGTAAAATCAATGCCAATAACACCTCTGACAAAATA----------
-------------------------------------------------------------------------
-------------------------GGAAATATCACAATAGGAAATCTAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAACAGCAGAAGGTCTATGCACTT---TTTTATAACCTTGATATAGTACAAATTAATAATGAT-------
-------------------------------------------------------------------------
-------------
AGTAATAAGAATACAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAGGCAG---
ACTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAGTTTTAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCAGTAATA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAGCAAGGGTAGCTAGAAAATTAAAG---------------GAGCCCTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCCGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAGGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACCAAATATAT---
ACATTGCTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTGGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTT---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCAA---TAA 
>EU743789 
GCC---TCA------------------------------------------
ACCAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAATGCACAAGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACAGAGACCAATGCAGCGACCAAGGTCAATACTACTA
CTGCC--------------------------------------------------------------------
-------CCTACTGTCTCTCCTACTACTACTGTCCCTAACATAGCAGGAAATGATGAAGTATAC---
AACTGTTCTTTTAATGTGACCACAGTAATAAGA---------------------------
GATAGGCAGAAGAAGGTCCAGGCACTT---
TTTTATAGGCTTGATATAGTACCAATTGAAGATGAAAATAATAGTAGTTCTAGTAGTAATAGTAAT-------
-----------------------------------------
TATAATAGTTCTAGTAGTAATAGTAATTATAGTAATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGC
AG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCACTCTAGCAGAAGAAGAG------------
ATAATAATCAGCTCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGGCGAGTG---TTC------TATAGACCAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATACAACTTTAGAACAAGTAGCTGGAGAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAGAATTTAAA------
CCATCCTCAGGAGGAGATCCAGAAATTACA---ACGCATCATTTTACTTGTAGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTAGAAGAAATTTGG------AAT------
AATATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTACACAAACACAATATAT---
GAGATACTTACAGAATCGCAGATCCAGCAGGAC----------------------------------------
-----------------------------
AGCAACGAAAAGAAGTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGATTATAGAAACAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU743790 
GCT---ACA------------------------------------------
AACAACATGTGGGTTACAGTGTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGCCAACAATGACAATGTGACGAATGTGACCTACAACAAC-------
-------------------------------------------------------------------------
-------------------ACAACCAAGGACTATAAAATAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAATGTCTATGCACTT---TTTTATAAGCTTGATTTAGTACAAATTAATAGT----------
-------------------------------------------------------------------------
----------------------------
ACTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATCCATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGAGCTGAAAATATCTCAGAAAAC---------ACCAAAACCATAATAGTACACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTATGACTGTA------------GGACCAGGACAAGTA---TTC------TTTAGAACAGGAGAA------
---------ATAATAGGAGATCCA------------AGGAAAGCATGGTGT---GAGGTTAATGGAACA---
AAATGGTATAAGGTTTTAGGACAGGTAGCTGAAAAATTAAAA---------------GAGACCTTTAAG----
-----------------------------------AAGACAAATATAAGCTTTAAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCCGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGGGAAATTAGCAATTACACAAACCAAATATAT---
GAAATAATTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTCTGCTTGATACTACAGCAATAGCAGTAGCAGGG---
TGGACAGACAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCC----------------------------
--------TTTCTCAACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>EU743793 
GCT---GCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---ATGCACAAC----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTACATTGTACCAATGCTAATTTGACTAATTTGACCAATAGCAATGACAAA----



-------------------------------------------------------------------------
-------------------ACCAATGCCTCTAAAATAATAGGAAAGATGAAAGATGATGTAAGC---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGTTCTATGCACTC---TTTTATAAGCTTGATATAGTAAAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCGGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAGAT
GTAAT---GATGAGAATTTCAAT------GGGAAAGGGCCATGCACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGAAGTCTAGCAGGAAAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCAGTAGAA---------ATCAATTGTACCAGACCCTCCAACAACACAAGAACA-----
-AGCATACATATA------------GGACCAGGACAGGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATCCA------------AGAAGAGCATATTGT---GAGATTAATGGAACA---
CAATGGAATAAAGTTTTAGAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGCACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTCCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTGGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTTGCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU743794 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCAGGAGGATGTC---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTACCGACGCTAATTTGAAAAATACTAAAAATGTCACCAAAGGA----
-------------------------------------------------------------------------
-------------------AATACAGAGGAATCCACCATAGGAAATATGACAAATGAAGTAAAA---
AATTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGAAGAAGGTCCATGCACTT---TTTTATAAACTTGATATAATAGAAATTGACAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTGAGTATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTAATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTATAGAA---------ATCAATTGTACCAGACCCTACGAAAGTATAAGAATA-----
-AGGACAAGTATA------------GGACAAGGACAAGTA---CTC------GATAGAACAGAAAAC------
---------ATAAAAGGAGATATA------------AGAAAAGCATATTGT---AGGATCAATGGAACA---
AAATGGAATAAAACTTTAGCACAAGTAGCTAAGAAATTAAAA---------------GGATATTTT-------
-----------------------------------AATAAGACAATAAAATTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTATA---ACACATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAACAGATTTGG------TAC------



AACATGACATGGACAGAGTGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGGATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGTTA---TAA 
>EU743758 
GCC---TCA------------------------------------------
GAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAAAAATATACTTGGCA---------AATGTAACAAAACATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGCAATGCTAATGTGACCATTGCTAATTTAACAACCAATAGC-------
-------------------------------------------------------------------------
-------------------CCTAACATAAGCACTAACATAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATGTGACTACAGAAATAAAA---------------------------
GATAAGAAGCAGAGGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAAAGATAAT-------
-------------------------------------------------------------------------
----------------
AATAATAATAATGATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATGAGAATTTCAAT------GGGACAGGGACATGTAGCAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGGAGTCTGGCAGAAGAAGAG------------
ATAATAATTAGATCTGAGAATCTTACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAAATGTACCAGGCCCTTCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAAGACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
TTATGGAATAAAACTTTAGAACAGGTAGCTGCAAAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAGGACAATAATCTTTAAT------
TCATCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
AATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTGATGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>EU743766 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTATTTTGAACAGTACCGCTATTTTGAACACA-------
-------------------------------------------------------------------------
-------------------ACCATGGTCAATAGCACAATAGGAAATATAACAAATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------



GATAGGAGGGAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------
AGTAGTAGTAGTAGTTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGTTATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------ACATCTGTAGAA---------ATCAATTGTACTAGACCCTTCACAAATGTAAGAACA-----
-AGTTTTCGTATA------------GGGCCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------CGAAAAGCATATTGT---CAGATTAATGGAACA---
AATTGGAATAAAGTTTTAACACAGGTAGTGGGAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAAGATTTGCA---
CCACCATCCGCAGGAGGAGATTTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACATTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCCCCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------GAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATCTAATTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCGGTGTGTACAGCGGGG---
TGGACAGATAGGGTTATAGAATTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU743769 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGCGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGAGCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTTGATCAGTAACCTAACCACAACA----------
-------------------------------------------------------------------------
----------------------GACAACAAAACCACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTAACCACAGACCTAAGA---------------------------
GATAAGAGGCAGAAGGTCTATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAATAGTAATAGTGAA-
-------------------------------------------------------------------------
-------
TCAATTAATAGTAGTAGTAGTAGTGAGTATATGTTAATAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAACCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATGTAAGAACC-----
-AGTTTTCGTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAAGC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---AACATTAACGGAACA---
GAATGGACTGAAGTTTTAGAACAGGTAAGGAAAAAATTAAAG---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAACATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAT------
AACATGACATGGACAGAATGG---GAGAGAGAAATCAGCAATTACACAAACCAAATATAT---
GATTTAATTACAGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------



AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGCTTATAGAAGTAGCACAAGGAGTTGGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>EU743773 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ATCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATATTCCTAACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTACAGTTA---
ACTCCTCTCTGCGTTACTTTAAAGTGTACAAATGCTAATTTGACCAATGCTAATTTGACCAATGTCAATAACA
GAACC--------------------------------------------------------------------
----------AATGTCCCTAACATAGGAAATATGACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGTACTAAGA---------------------------
GATAAGAAGCAGAAGATGCATGCACTT---TTTTATAAGCTTGATATAGTACAAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACAGATGGAATTATGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAGGACAAG------------
ATAATAATCAGATCTGAAAATATCAGCAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------ACATCAGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAAAA-----
-AGTACACCTATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATC------------AGACAAGCATTTTGT---GTGATTAATGGAACA---
AAATGGAATGCAACTTTAAAACAGGTAGCTGGAGAATTAAAA---------------AAGCACTTTAGG----
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACATGGAGC-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTGCTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCGCTAGTT---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCGCAGAAAGGGCTTTGATA---TAA 
>EU743774 
GCC---TCA------------------------------------------
AATGACTTGTGGGTTACAGTTTATTATGGCGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGAACAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCTATGCTAATTTGACCAGTGATAATTCGACCATGGGCAGTAAC-
-------------------------------------------------------------------------
----------------ACAACTGATGTCCCTAAAATAGTAGGAAATCTAACAAATGAGGTAAGA---
AACTGTTCTTTTAATGTGACCACAGACCTAAGA---------------------------
GATAAGCGGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTAGAAATAAAAAATAGTAATAGG-
-------------------------------------------------------------------------
----------



AATAATAGTAATGAGTATAGTGATTATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCTCTTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAACCTCACAGACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGCA---------ATAAATTGTATCAGACCCTCCAACAATACAAGAACC-----
-AGTATACATATA------------GGACCAGGACAATCA---TTC------TATAAAACAGGAGAC------
---------ATAGTAGGAAATATA------------AGACAAGCATATTGT---GAGGTTAATGAAACA---
AAATGGAGTGAAGTTTTCAACCAGGTAAAGGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AAGAAGAATATAACCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATCAGCAATTACACAAACCAGATATAT---
AATTTACTTACAGAATCACAGGACCAACAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGACAAATGGACAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCCTTCGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>EU743778 
GCC---TCA------------------------------------------
GACAAGTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCTTATTTTGTGCATCAGATGCCAAAGTACATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACATTAAATTGTACCAATGCTAATTTGACCAATGTCAATTACACAGGC----------
-------------------------------------------------------------------------
----------------------AGTTACCCTAACATAATAGGAAATGTGACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAGGGTCCAGGCGCTT---TTTTATAAGCTTGATATAGTACAAATAGGAAAC----------
-------------------------------------------------------------------------
-------------------
GATAGTAGTAGTGAGTATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAC----
-----------GAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAATTA---TTC------TACAGAACAGGAGAC------
---------ATAATAGGAAATCCA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAACTTTAACACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTGCT----
-----------------------------------AACAAGACAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCCGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGGGAAATTAGCAATTACACAAACCAAATATAT---
GAAATAATTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTYTAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------



TTGTCTTTCGCTATCTCTTTGCTTAATGCTACAGCAATAGCAGTGGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGTTCAGAAAGGTTTTTGGTA---TAA 
>JN944657 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAACGTTG---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAGTGCTAGTTGGAACAAGTGCAATAACAGCTATTGCAATTACA
CACTCGATGGC--------------------------------------------------------------
-------------TCTACCAGACCCATAACCAATTTCTCTGACACAATAGGAGAAGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAGGAAGCAGAAGGTTTATGCACTT---
TTTTATAAGATTGATCTAGTACAAATTGAAGATAATGAAAATAATAGTAATAGT-------------------
--------------------------------------------
CCTAATGATAATAGTAGTAAGAAGTATAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCGTTAAGCAG-
--
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAATATA------------GGACCAGGACAAGTA---ATC------TATAAAAATGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
GAATGGAATAGAGTTTTAAAACAGGTAACTGGAAAATTAAAA---------------AAGCACTTTGAT----
-----------------------------------AAGGTAAACATAAGCTTTGAA---
CCACCACCCTCAGGAGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCCTATGAAGAGATTTGG------GAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAGAAGGAGTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAACAGTAGCAGAG---
TGGACAGATAGGGTCATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU743782 
GCC---GCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGCA---------AATGTAACAGAAGAATTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACCTTACATTGTACCAAGGCTAATGCTACTGTGCGTAATGCCACAAGCAATGTC----
-------------------------------------------------------------------------
----------------ACAACCACTGTCTCTCCAGTATTAGGAAATATAACAGATGATGTAAAA---
AACTGTACTTTTAATATGACAACAGAACTAAGA---------------------------
GATAAGGAGCAGCAGGCCTATGCACTT---
TTTTATAAGCTTGATATAGTAAAAATTGGAGATAATAAGAATAATAATAGTAGTAGTAGTAATAAT-------
--------------------------
AGTGAAACTAGTAATAGACAGAATAATACTAGTAGTGATGATAGTGGTGAGTATATGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAG---



GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGCTAAAGT
GTAAT---GAGAAGAATTTCACT------GGAATAGGGGAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTGATATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGACCCTTTAAAAATGTAAGAACA-----
-AGTCTACGTATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGGC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGC---GAGATTAATGGAACA---
AAATGGAATGAAACTCTATACCAGGTAGCTAGAAAATTACAA---------------AAGGAATTTAGT----
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCGCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAATACATTTGG------GGT------
AACATGACATGGAGAGAATGG---GAGAAAGAAATTAGCAATTACACAGACAAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGACGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------TTACTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>EU743784 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAGAT---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACTTGAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAGGTTA---
ACTCATCTCTGTGTTACTTTAAATTGTACCGAGGCTTTCAAAGTCGCTAACACAACCAATGTCAATGCAACCA
TTGCCCCTACCACTAGCTCAACCACG------------------------------------------
GTCACTGGTTCTACCCGACCAACAGCCACTGTCCCTAACCTACTAAAAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGGCCTATGCACTT---TTTTATAAGCTTGATTTAGTACCAATTAATAAG----------
-------------------------------------------------------------------------
----------------------
ACTCTAAAGACGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATAAAAATTTCACT------GGGATAGGGACATGTAACAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAA------------
ATAGTAATCAGATCTGAAAATCTCACAGGCAAT---------ACCAAGACCATAATAGTGCACCTTAAT----
-----------GAATCTGTACAA---------ATCAATTGTACCAGACCCTCTGAAAATGTAAGAACA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTT------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AGTAAATCTTATGACACAATTTGG------AAC------
AACCTGACATGGATAAAATGG---GAGAAAGAAATTAGCAATTATACAGACCTAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCAGGG---



TGGACAGATAGGGTTATTGAAGTAACACAAGTAGCTTGGAGAGCC----------------------------
--------CTTCTCCATATA------CCTAGGCGAATTAGACAGGGCTTAGAAAGGTTTTTGCTA---TAA 
>EU743787 
GCA---GCA------------------------------------------
GACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTACATCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATACTACTGTGAAAAATTTTACCAAGAGCTCCCAGGATGAG-
-------------------------------------------------------------------------
-------------------------GTCTTTAACATAGAAGGAAATACAACAGATGAAATAAAA---
AACTGTTCTTTTAATATGACCACAGAGCTAAAA---------------------------
GATAAGAAGCAGAAGGCCTTTGCACTT---
TTTTATAAGCTTGATATAATGCCAATTGTAAATAATGGGGAAAAT----------------------------
-----------------------------------------------
AAGGAGAATGGAAATAATAACAAGCATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAAAATTTCACT------GGGACAGGGATATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATCAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCGACAATGTAAGAACA-----
-AGTGTAGGTATA------------GGACCAGGAGCAGTA---TTC------TATAGAACAGGAGAC------
---------GTAATAGGAGATATA------------AGGAAAGCACGTTGT---GAGATCAATGGACCA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAA---------------GAGTACTTT-------
-----------------------------------AGGAAGAACATAACCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAT------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCCATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTGGTAGAGCC----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>JX446666 
GCC---TCA------------------------------------------
ACCAACTTGTGGGTTGCAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACAGTGTCGTAACAATGTTACATTAAACCATACTACAATAAACAAT-------
-------------------------------------------------------------------------
----------------------AACTATTCTAACATAGTGGGAAATATAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAGCTAAGA---------------------------
GATAAGAGGCAGACTGTCTATGCACTT---TTTTATAAGCTTGATGTAGTACCAATTAAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTGATGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTACTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATACTCAGATCTGAAAATCTCACAAACAAC---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAATGCATATTGT---GAGATTAATAGAACA---
AGATGGAATGAAACTTTAGGAAAAGTAGCTGAAAAATTAAGA---------------GAGCACTTTAGT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAGATTACC---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGTAACTACACAAACCAAATATAT---
GAAATACTTACAAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGRGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGACAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JX446855 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCACGAGGATGTA---
ATCAGTTTGTGGGATCAAAGTCTA---AGGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGTTAATTTGACCCATGCCAATACAACCATA----------
-------------------------------------------------------------------------
-------------GCCCATGTCTCTAACTCTAGCGAACTAAAAAACGTAACAGATGAAGTAAGA---
AACTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAGGGCCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAATGAG-------
-------------------------------------------------------------------------
----------
AATAATGAGAATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTATTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCGACAATACAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGACTAAAGTTTTAAATCAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATTTTTCAA------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAGTTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGATATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACACAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAAAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATCTCTTTGCTTGATGCTATAGCAATCGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGACTTTGCTA---TAA 
>JX446899 



GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGCCAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTGACTTTAAATTGTACCAATGTGAACCTTGTTAACACGACACACGGC-------------
-------------------------------------------------------------------------
----------------------------ACTGACAGTATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGACATAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTGTCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAGTTAGCTCTGAAAATATCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATAAGTATA------------GGACCAGGACAAACR---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---GAGGTTAATGGAACA---
AAATGGTATGAAGTTTTAACACAGGTTGCTGGAAAATTAAAA---------------GAGCACTTTACT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ACACATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAACATACCTAAGAGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCTCCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCACATATAT---
GAGTTACTTATAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAGTAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTACTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTATCCACATC------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>JX446910 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTACCCCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTACAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTACTAATAATGTTAATATTACCACTAATGGTACCAAATTAGCT----
-------------------------------------------------------------------------
----------------------AATGACTCTAATACAATAGGGAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATACGACCACAGAACTAAGG---------------------------
GATAAGAAGCAGCAGGTGTATGCACTT---TTTTATAAACTTGATATAGTACAAATTGGAGATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTAACAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACTATAATAGTGCACCTTAAC----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATGTAAGAAGA-----



-AGGATGACTATG------------GGACCAGGACACGTA---TTC------TATGGAACAGGAGAA------
---------ATAGTAGGAGATGGA------------AAAAATGCATATTGT---AAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAGAACAATAATCTTTCAG------
CCACCCTCAGGAGGAGATCTAGAAATTGTA---ATGCATCATTTCAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGAACTTTTAACAACATTTGG------CAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GATCTACTTACAGAATCGCAGTACCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATAGTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATTGCAATAGCGGGG---
TGGACAGATAGAGTTATAGAAATTGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGTGTTTGGTA---TAA 
>JX447089 
GCC---TCA------------------------------------------
AACGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAAGAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACATATGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTCACTTTAAATTGTAGTGACGTGACCACTGGCAGTAAAAAA-------------------
-------------------------------------------------------------------------
----------------------------GATCTTAACGTAGAAAATATAACAGATGAAGCAAAA---
AACTGTTCTTTTAATATGGCCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAAGTCCAGGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATAATGAT-------
-------------------------------------------------------------------------
-------------
AGTACTAAGGGTATTAGAGAATATAGATTAATAAATTGCAATACATCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-ATCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGATAAT---------GGCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGGAAA-----
-AGTATAACTATA------------GGACYAGGACAAGTA---TTC------TAT---ACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---GAAATTAATGGAACA---
AAATGGAATGAAACTTTAACACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCGCCCATAGGAGGAGATCCAGAAATTACA---ACGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCAACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATATGG------AAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTCTGCTTGATACTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGAATTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATCAGGCAGGGCTTAGAAAGGGCTTTGCTR---TAA 
>JX447107 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCCCATTCTACAGAA---GTACACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACGCCTGCAT---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAACATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTTCCAATGCTACTCTCAAAAGTAACATAACCTCT-------------
-------------------------------------------------------------------------
----------------------------GACCCTAACATAGGAAATATGACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCATCAGGTCTATGCACTT---TTTTATAAACTTGATATAGTACCAATTAAGGAGGAT-------
-------------------------------------------------------------------------
-------
AGTGATAAGGCTAATAATAGTGAGTTTTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATCCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAGAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAT------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTACTA---------ATCAATTGTACTAGACCCTTCAACAATACAAGACGG-----
-AGTATGACTATA------------GGACCAGGACAGGTA---TGG------TTTAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATGAAACTCTAAAACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTTAAT----
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCATCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCTTATGAAGAGATTTGG------GGA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATTT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CTTAGAAGAATCAGACAGGGCTTTGAGAGGGCTTTGCAA---TAA 
>JX447132 
GCC---TCC------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCCGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAGTAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTGAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAACCTTAGTACCAATGCCAATAGAACC----------
-------------------------------------------------------------------------
-------------------------AATGACCCTACAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCGCTA---TTTTATAGGCTTGATATAGTACAGCTTAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTGAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCAACTTAAT----
-----------GAGTCTGTTGTA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-GGCGTACATATA------------GGACCAGGACAAGCA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGGGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAACAAGGTAGCTGGAAAATTAAAA---------------GAACACTTT-------



-----------------------------------AATAAGACAATAATCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAGTTAAA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACCCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAA------
AACATGACATGGATAGAGTGG---GAGAGAGAAATTAGCAATTACACAGGCATAATATAT---
AAGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTATGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX447203 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---ATGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAGGTCTA---AAACCATGTGTGAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAACTTGACCAATGCTAGGTTGACCACGAAC-------
-------------------------------------------------------------------------
-------------AACACATTCCCTAGCTTTAACATAACAGGAAATATAACAGAAGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAGAGATAAGAAT-
-------------------------------------------------------------------------
----------------
AATAGTAGTAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTATTAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGGTTAATGGAACA---
GAATGGTATAAAGTCCTAACAGGGGTAACTGGAAAATTAAAA---------------GAGCATTTTCCT----
-----------------------------------GAGAAGAACATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCRAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAATGCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGGGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACACAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAGGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAACGCTGTAGCAATAGCAGTAGCAGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATC------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>JX447222 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATTCAACAGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTATTTTAAATTGTACTGACTTGACCAATGGCACTAAAACATCCAATGGCTCT-------
-------------------------------------------------------------------------
-------------------------------GAAACGAAAGGAAATATAAAAGATGAAGTAAGT---
AACTGTACTTTTAGTATGACCACAGAACTAGCA---------------------------
GATAGGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGACATAGTACCAGTTGGAAAGGAT-------
-------------------------------------------------------------------------
----------------------
AGTAGTAATGGGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGCTCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGGCCCTCCAACAATACAAGAACA-----
-AGTATAAGTATG------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAT------
---------ATAACAGGAGATACA------------AGAAGGGCACACTGT---GAGGTTAATAGAACA---
CAATGGGAGAAAGTTTTAAAACAGGTAATGGGGAAATTAGGA---------------AAGCACTTTGAA----
-----------------------------------GAGAAAAAAATAACCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACCGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGATATTTGG------TAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGAACTTTGCTA---TAA 
>JX447316 
GCC---TCA------------------------------------------
GATGACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAATTGTACCAGTGCTAATTTGATTGATACAACYCAAGCCCCCAAT-------
-------------------------------------------------------------------------
----------------ACAACCACTGCCCCTGAAATGATAGAAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAGTATGACCACAGAAATAAGA---------------------------
GATAAAAAGCAGAAGGTCTATGCACTT---TTTTATAAAATTGATACAGTATCAATTGGAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGAACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACCATA------------GGACCAGGACAAGTA---TGG------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGAAAGCATATTGT---AAGATTAATGGAACA---
AAATGGTATGCAGCTTTAAAACAGGTAGCTGGAAAATTAGAA---------------AAGCACTTTCCT----
-----------------------------------AATAAGACAATATCCTTTCAG------
TCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAACAGATTTGG------GAC------
AACTTGACATGGACACAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTCATAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATATTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATACTACAGCAATAGCAGTGGCAGGG---
TGGACAGATAGGGTGATAGAAGTAGTACAAAGAGTTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATTAGACAGGGATTAGAAAGGGCTTTGATA---TAA 
>JX447346 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGAGGCTAAGCTTAGCCAGACAGCAAATAACCAGACA-------
-------------------------------------------------------------------------
-------------GGAAATATAACAGATGGAGGGGACATAGGAAAGATAACAGAAGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAATTAATAGT----------
-------------------------------------------------------------------------
-------------
AATGATAATAATAGTAGGGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCAATTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCAAACAATACAAGAACA-----
-AGTGTATCTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAAATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGTTGGCAAATTAAGA---------------GAGTACTTT-------
-----------------------------------AATAAGACAATAATCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATTATTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGCACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAAACCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGCAATGGATAAATGGGCAACTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCCATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGCAGCACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>JX447356 
GCC---TCA------------------------------------------
GATAACTTGGGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAGAT---
ACCACYCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGTAATGCTAAGTTGAATGGCACAACAGACAATGACTCT-------
-------------------------------------------------------------------------



-------------------------------GAAACAATAGGAAATCTAACAGATGAAATAAGA---
AACTGTACTTTTAATGTGGCCACAGAACTAAGA---------------------------
GATAGGAAGAAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAAGAT----------
-------------------------------------------------------------------------
----------------
GCTAATAGTAGTAGTGTGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGCTATTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATACGAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTA------TATAGAACAGGAGCA------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATAGAACA---
GAATGGAATGAAACTTTAAAACAGGTAGAAGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATACGACAATAATCTTTCAA------
CCACCCTCAGGAGGGGATCTAGAACTCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGATGAGATCTGG------GGC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GATATACTTACAGCATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAGTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATAGTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGGGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>JX447409 
GCC---TCA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTCCCAGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAGTTGTGCCAGTGTTAACTTAACTAAGGTCAATACCATGACC----------
-------------------------------------------------------------------------
-------------------------AATGTCCCTAACATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGAAAT----------
-------------------------------------------------------------------------
----------------
AATAATAATAGTAGTGAGTATAGGTTAATAAATTGCAATACTTCAGTCATAAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGCTCTGAAAAGATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGGGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAGTGAAGTTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAACTTTTGAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAAATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAGATATAT---



GAAGTACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGGTACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447465 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAACACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCAAATTTGACCAGGTCAAATAGTACCACT----------
-------------------------------------------------------------------------
----------------------GTAGGAGATGCCAATATAGGAAATGTAACAGATGAAGTAAGA---
AACTGTACTTTTAATGTGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---TTTTATAAGCCTGATATAGTACCAATTGGTAAT----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAACAGAA---GAG------------
ATAATAATCAGCTCTGAAAATCTCGCAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTGCAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---GAGATTAATGAAACA---
AAATGGTATAAAGTTTTAAAACAGGTAAAAAGAAAATTACAA---------------GAGCACTTTAAT----
-----------------------------------AATAGGTCAATATTCTTTGGA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAAACAAATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTGTTGGAATTGGATAAATGGGCGAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCACTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>JX447550 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAA---
ACCACACTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
AGTCCTCTCTGTGTTACTTTAAATTGTTCCAATGCTAAGTTGAACACAAGCAACACAAAT-------------
-------------------------------------------------------------------------
----------------------AATGTTCCTAACAACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GACAAGAAGAGGAAGGTCCATGCACTT---



TTTTATAAGCTTGATATAATACAAATTAAAAATGATGAAAGTAGTAATAGTAACATAACTAGT----------
-----------------------------
GATGGTAGTAATAGTAATAGTAGTAATGGTAGTACTAGTAGTGACTATTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTTAAGT
GTAAG---GATAAGAATTTCAAT------GGGACAGGGCCATGTCAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAATGATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCAGCTTAAT----
-----------GAAGAGGTAAAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-AGTATAAATATA------------GGACCAGGACAAGTA---CTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATCCA------------AGACAAGCATTTTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAAGGAGTAGCTGAAAAATTAAAA---------------AAGCATTTTGGT----
-----------------------------------AATAAGGATATAATCTTTCGA------
CCATCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATTGTCTGCACCACTTCTGTGCCCTGGAACTCCACTTGGAGC-----------------
----------------------------AATAAAACTTATAAGGAAATTTGG------GAC------
AAGATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTATACAGACCAAATATAT---
CAATTACTCACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
ATGAATGAAAAGGATTTATTGGAATTGGATAAATGGACAAATCTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATTTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACCACAGCAATAGCAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTATACACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTTTTTGCAA---TAA 
>JX447657 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---CGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGRGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTTCTCTCTGTGTTACTTTAAATTGTACCGATGCTAAGTTCAACAGAACAGAAAGCTCTAACAGAACAGAAA
GCTCTAACAGA--------------------------------------------------------------
----ACAGAAAGCTCTAACATGGAAGGAAATATAACAGTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGTACTACAA---------------------------
GACAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATCTAGTACAAATTGGAAATAAG-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAGGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---ATGATTAATGGAACA---
ATATGGAATAAAACTTTAACACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AACAAAACAATAAACTTTCTA------
CCAGCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAGATTTGG------GAC------
AACATGACCTGGATAGAGTGG---GAGAGAGAGATTAGCAATTACACACAACAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------



AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAACAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447682 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCAATGCTACTTTTAGTGGAAATACCACCAGCTCTAAC-------
-------------------------------------------------------------------------
-------------------------ATGACAACAACTGTAGGAACTATAACAAATGAAGTAAAA---
AACTGCTCTTTTAATATAACCACAGAAATAAAA---------------------------
GATAGGAAGAAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAACTTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTGCTGAGTATAGGTTGATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCGTGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAATTATAATAGTGCACCTTAAT----
-----------ACATCTGTAGAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATCAAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGTATGAAGTATTAAAACAGGTAAAAGGAAAATTAAAT---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTGGAAATTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTAGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTTGAAAGGACTTTGCTA---TAA 
>JX447699 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATAGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCGTGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACGGTGACCAACCCCAACAATGCAACC----------
-------------------------------------------------------------------------
----------------------ACGGACCATAGCACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACAACAGTAATAAGG---------------------------
GATAAGCAGCAGCAGATCCATGCACTT---
TTTTATAAGCTTGACATAGTACCAATTAAGGATAATAATAATAATAGTAATAAG-------------------
-----------------------------------------



AGTAATAGTAGTAATGAGAGTAGTGATAGTAGCATGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGC
AG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGACAGG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGCAAATATA------------GGACCAGGACAAGTA---TTA------TTCTATAGAGCAGGA------
GAC------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATAGAACA---
CATTGGTATAAAGCTTTAAAACAGGTAGCTAGAGAATTAAAA---------------
GAGCGCTTTGCTAATATAACT------GGA---------------------AAATCAAATATAACCTTTAGA-
-----CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCTAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGTACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>JX447712 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCAAAAGCACAGGACACAGAA---GCGCACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGACCTACAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAAGTTGTACCGATAAAGTTGAGGCCAAAAATATAAATATTACTTATGAAAATA
TAACAGATAAA--------------------------------------------------------------
----------------------------ATAAGAGAGTTAGGAAATATAACAGATGACATGAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAACAGAAGAAGGTCCATGCACTC---TTTTATAGACTTGATTTAGCACCAATTGAAAATAAT-------
-------------------------------------------------------------------------
----------
AATAATAGGAGTAATTATAGTGATTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTGAAGATCTCACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------GAATCTGTAAGA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGGACA---
GCATGGTATGAAGTTTTAAACCAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGAATTTAGA------
CCACCCGTAGGAGGAGATCCAGAAATTACA---CTGCACCATTTTAATTGTAAAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATCTAT---
GACATACTTACAGAAACGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTACAATTAAGTGAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGARTAGTTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTGGGAGAGCC----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JX447891 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGGGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATAAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGCCA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACATTAAATTGCACCAGTGCTAATTTGACCACCAGTGCTAATTTGACCAAT-------
-------------------------------------------------------------------------
-------------GTCAATACAACTAATGACATTAATCTAGGAAATATGACAGAGGAGGTAAGA---
AACTGTTCTTTTAGTGTGACCACAGAACTAAAA---------------------------
GATAAGAAACAGAAAGTTCATGCTCTT---TTTTATAGACTAGATATAGTACAAATGGAAAATGCTAACAAT-
-------------------------------------------------------------------------
----------
AATGGTAGTACTGGGTATAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGTGATTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGAACAGGACAGTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTCTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATTCTGT---GAGGTTAATAGAACA---
GAATGGAATGCAGTTTTAGAACAGGTAAAAGAAAAATTAAAA---------------GAGTCTTTTAAT----
-----------------------------------ACTACGACAGTAAAATTTGAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTCTGAGGAGATCTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCACAGACCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAACAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447984 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCGGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGGGACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTACAGTTA---
ACCCCTCTCTGCGTTACTTTAAATTGTGCCATTGCTAATTTGACCAATGCCAATGCTAATTTGACCAAT----
-------------------------------------------------------------------------
----------------------ATTAATTTGAACATAACAGGTAACATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAACAGAAGGCCTATGCACTT---TTTTATAAGCTTGATCTAGTACAACTTAAAGAT----------
-------------------------------------------------------------------------
----------------
AGTAATGATAGTAATAGGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT



GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTATATCTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AAAAAAGCATATTGT---GAAATTAATGCAACA---
AAATGGAATGAAACTTTAAAACAGGTAATTGGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGGACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------GGA------
AACATGACATGGGTACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAAGTACTTATGGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACACGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAATAAGAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGGGCC----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JN944655 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCTGAT---
ACCACCCTATTCTGTGCATCAGATGCCCAGGCACATGTGACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAAGTGTACCGCTAATATCACAATAACAAATGCCACTACTAGGACA-------
-------------------------------------------------------------------------
-------------GAAAATACAACAAAGGAAAACTTAATAGGAAATATAACAGATGAACTAAGA---
AACTGTTCTTTTAATGTGACCACAGAATTAAGA---------------------------
GATAGGCAGCGGAAGGCCTATGCACTT---TTTTACAAGCTTGATATAGTACCAATAAACAAT----------
-------------------------------------------------------------------------
----------------
GAAGCTAATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAAAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------AGCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACCAGACCATCCAACAATACAGTAAAA-----
-AGTATACGTATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGGGAC------
---------ATAATAGGGGATATA------------AGACAAGCATACTGT---AATGTTAATGGAACA---
AAATGGTATGAAGTTTTAAGAAATGTAACTAAAAAATTAAAG---------------GAGCACTTTAAT----
-----------------------------------AATAAAACAATAGTATTCCAA---
CAACCACCCCCAGGAGGAGATCTAGAAATTACA---ACGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAGCAGTTGGAGT-----------------
----------------------------AATAAAACTTATGACGAAATTTGG------GGC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATCTAT---
CAAGTGCTTGCAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTATTTGATACTACAGCAATAACAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX448238 
GCC---TCA------------------------------------------
GACAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAAGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTGACTTTAAATTGTAGTATCGAGACTAAGTGGCTCAATGTCACTAAC-------------
-------------------------------------------------------------------------
----------------ATGGCCAATGCCTCTGACATAATAGGTAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAACATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGAAACT----------
-------------------------------------------------------------------------
----------------------------
GGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCATAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTGACAATAAAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAGGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---GAGGTTAATGGAACA---
GAATGGAGTAAAGTTTTAAAACAAGTAGCTGAAAAATTAGGA---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAACCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCTGGAATATGAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGTCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTGGAATTGGATAGATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>JX448279 
GCC---ACA------------------------------------------
GACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGGGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGATCAGATGCAAAATGATATA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGCACCAATGCTACGGTGACACCGACCAATGCTACG-------------
-------------------------------------------------------------------------
-------------------------------GTGACACCGATCAATGCAGCAGATGAAATGAAA---
AACTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTTCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGTAATGAG-------
-------------------------------------------------------------------------
----------
AATAGTAACTATAGTTATAGTGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGATCAGGGCCATGTCAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---



CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGGTCTGAAAATATCTCAAATAAT---------GTCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTGTACCTATA------------GGACCAGGACAGGTA---TTC------TTCTATAGACCAGGA------
GAC------ATAATAGGAGATATA------------AGGGCAGCATTTTGT---GAGGTTAATAGAACA---
ATATGGAATGAAACTTTAAAACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTTGGT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATTATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACCAGATTTGG------AAC------
AACCTGACATGGACACAATGG---GAAAGAGAGATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGGATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
TTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGTTTGATACTATAGCAATAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX448301 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCACGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTCACTTTAATTTGTACCGATGCTAACTTGACCAATGCTAACCGGACC-------------
-------------------------------------------------------------------------
----------------------AAAGAAGGCGTTAACATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTATAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGTCCATTCACTT---TTTTATAGGCTTGATATAGTACCAATTAAGGATGAA-------
-------------------------------------------------------------------------
----------------------
AATAGCAGTGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAATAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAAGAAAAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCCAAGAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAACTGTACCAGACCCTCAGAGAATAAAAGAACA-----
-AGTACAAGAATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGC---AAGATTAATGAAACA---
AGATGGTATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCATTTTAAA----
-----------------------------------AATAGGACAATAGAATTTCAA------
CCACCTTCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGAAATTACACAAACCAAATATAT---
GACATACTTACACAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATGTTTATAATAATAGTAGGAGGTTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGTAGTACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATC------CCTAGACGAATCAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>JF297225 



GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACGGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTGTGGGATCAAGGTCTA---AAGCCCTGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGCCAATGCTAATTTTACTATAGGCAATAACACAACCAATAATAACA
CA-----------------------------------------------------------------------
-------------ACCAATGACCCTAGCACAGGAACTATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAAATCTATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAAAGAG----------
-------------------------------------------------------------------------
----------
AATAATAACAGTACTAGTGGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCCAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCACG------GGGATAGGGGCATGTAGCAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAGTTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACGGACAAT---------ATCAAAACCATAATAGTGCACCTCAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAGGGATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGGGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---GTGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAAGTAGCAAAAAAATTAAAA---------------AAGCACTTCACT----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATCTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGCATTGGATCACTGGGCTAGTCTGTGGAATTGGTTTGGCATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTGTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGTTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGGATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX446776 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTCTTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTTCTAAT----------------------------------------
-------------------------------------------------------------------------
----------------------------AAGGTCGAATTGCCCAATATAACAGATGAGATAAAA---
AACTGTACTTTTAATATGACCACAGACCTAAAA---------------------------
GATAAGAAGCGGAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACAAATAAGTAAT----------
-------------------------------------------------------------------------
-------------------
AGTAATAACAATGAGTATAGGTTAGTAAGTTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAGAA-----



-GGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGCC------
---------ATAATAGGCGATATA------------AGGAAAGCATATTGT---GCGATTAATGCAACA---
AAATGGACTGAGGTTTTAGAACAGGTAAAGGGGAAATTAAGA---------------GAGCACTTTTAT----
-----------------------------------AATAGGACACTAAACTTTCAA------
CCACCCTTAGGAGGAGATCTAGAACTGACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACCGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------CGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATCAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTGGAACTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX446790 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGCCATGGTAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAAGTGGAACGAAAGCACAACCACA-------------
-------------------------------------------------------------------------
----------------------------ATCACACCTGACAATAACAATACAGGTGAAGTAAAA---
AACTGTTCTTTTAAAATAACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAAGGTATATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAAAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGACAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAAAA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAAAAATA------------AGACAAGCATATTGT---AAAATTAATGGAACA---
AAATGGAATGAAACGTTAAACATGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACCATAGTCTTTCGA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACGTTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTGTGCTTGATACTGTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX446845 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCTTATTTTGTGCATCAGATGCCAAAGCACATATGACAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAATTGCACTGAGGCTAATTTGACCAATGTCAATGACACA-------------
-------------------------------------------------------------------------
-------------------AGGAAGTTCCCTGACGCAGTAGGAAATCTAACAGGGGAAGTACAA---
AACTGTACTTTTAATATGACCACAGTAGTAAGC---------------------------
GATAGGAAGCAGCAGGTCTCTGCACTC---TTTTATAGGCTTGATATAACACAAATAGGAGAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTACATATACATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGACAAGTA---TTC------TATCAAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCGTATTGT---GAGGTTAATAAAACA---
CAATGGGATGCAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCTCTTT-------
-----------------------------------AATAAGACAGTAGACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACCTCTGTGCCCTGGAACGACACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGAATGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATATAT---
GAGATACTTACAGACTCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTCAGCATATCAAAGTGGC
TGTGGTATATAAAAATATTTATAATGAYAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTATATGATGCTACAGCAATAGCAGTTGCGGGG---
TGGACAGATAGGATTATAGAAGCAGCACAAACAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX446943 
GCC---TCA------------------------------------------
GAAAAATTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AAAGATGCAAAG---
ACCACCCTATTTTGTGCATCAGACGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACATCTAGTA---------AATGTAACAGAAAATTTTAAG----------------
-----------------------------TGGAAAAATGACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGCTAAGTTGAATGTTAGTTCGACCAGTTCAACCAATAATA
CG-----------------------------------------------------------------------
-------------------TTGTTGAACAATGCTGACATAGGAAATGTAACAGATGAAGTAAGG---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCATAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAAATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTCTCAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGACCATGTAACAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATATCTCAGACAAT---------GCCAAAACCATAACAGTGCACCTTAAT----
-----------AGATCTGTAGAA---------ATCAATTGTACCAGACCCTCCGAAATTAAAAGAACA-----
-CGGATGACTATG------------GGACTGGGACATGTA---TTC------TATAAGACAGGAGAA------
---------ATAACAGGAGATAGA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAAGTTTTAGAACAGGTAACTGCAAAATTAAAA---------------GAGCACTTTAAT----



-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGATCAAAAGTTCCTAGGACTATGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCATGACGATATTTGG------CAA------
AGAATGACATGGATACAATGG---GAGAGAGAAATTAGTAATTACACAAACATAATCTAT---
GATCTGCTTACGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAGGATTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGGTATAACGAAATGGC
TGTGGTATATAAGGATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATCCTTTTT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCCTTGTTTAATGCTACAGCAATAACAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX447028 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATATACCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACCTTAAATTGTACCAATGCTAATTTGACCAATGGCAATACCACAACCACC-------
-------------------------------------------------------------------------
-------------AACCCCACCAATGTCCCTAAGACAGTAGGAAATCTAACAGATGACATAAGA---
AACTGTACTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCGCTT---TTTTATAAGCTTGATATAGTACAAATGGGAGAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTGTGCGTATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAC------
---------ATTATAGGAAATCCA------------AGAAAAGCATATTGT---GAGATTAATGGAACT---
CAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGAAAATAAGCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTCAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAAATTTGG------AGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATTT---
GAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAACTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGTTGGATACTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGACTTTGTTA---TAA 
>JX447064 
GCA---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGACGCTAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTCCTGAAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAAYAATATGGTAGAGCAGATGCAGGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACTCAGGCTAACCTTAAATCTAACGCAACAGAAAATACAACTGCTA
CT-----------------------------------------------------------------------
-------------------------------------GTCGAAAGTCTAAAAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAACAGAAGGTCCATGCACTC---TTTTATAGGCTTGATCTAGTACAAATGGGAAATGAT-------
-------------------------------------------------------------------------
----------------------
AATAGTACAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAACAAATTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAGTTGTGCCAGACCCTCTGACAATACAAGAACA-----
-AGTATATCTATA------------GGACCAGGACAAGTA---TTC------TATCGAACAGGAGAT------
---------ATAATAGGGGATATA------------AGACAAGCATTTTGT---GAGATTAATGGAACA---
GAATGGTATATAGTTTTAGGACAGGTAAAAGAAAAATTATAT---------------GAGCACTTT-------
-----------------------------------AATAAGACAATACAGTTTGAT---
AAACCACCCGAAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAGATTAGCAATTACACAAACCATATATAT---
GATATACTTATGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAGTTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTACTTGATGCTACAGCAATAATAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447118 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCCCATGAGAAAGAA---GAGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCGCTCTGTGTTACTTTAAACTGTACCACTGCTAAGTTGAACAGCACTAGC-------------------
-------------------------------------------------------------------------
----------------ACAACCAATGTCTCTAATATAGTAGGAAATTTGACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAGTTTTATGCACTT---TTTTATAAGCTTGATATAGTATCAATTGAAGATGATAGA----
-------------------------------------------------------------------------
----------------
AATAATAGTGATAATAGGTATAGGTTAATAAATTGTAATACGTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGCTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAGACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AAAACGGTACAA---------ATCAATTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTT------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---CAAATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAAAAAATTACAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAGTCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTTCACAGACCAAATATAT---
GAGATACTTACAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAACAGTAGGGGGG---
TGGACGGATAGGATTATAGAAGTAGCACAGGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>JX447177 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTACCTGGAA---------AATGTAACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAACTGTACCAATGTCAATATCACACATACAAGTTCCAATGTTACCACAAGAC
CACCCATCACA--------------------------------------------------------------
----------------------------CAACTCAACACAAGTTATGATCAGGACAGTATG------
AACTGTACTTTTAACATGACCACAGAAATAAAA---------------------------
GATAAGAAGACAAAGGTCAATGCACTT---TTTTATAAGCTTGATATAGTGCAAATGGAAAATGAG-------
-------------------------------------------------------------------------
----------
AATAATAATAATAGTTACAATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCACT------GGGAAAGGGTCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACTCATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATATCTCAGACAAT---------GCTAAAACCATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGCACCAGACCCTCCAACAATACAAGAAAA-----
-AGTACAAATATA------------GGACCAGGGCAAGTG---TTA------TTCTATAGATCAGGA------
------GACATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAGAACA---
AAATGGAATAAAACTTTAGAAGAGGTAACTAAAAAGTTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACCATAATCTTTAAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTGTCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GATATACTTATGGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTGTTAGAATTGGATAAATGGACAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGATTATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAACAATAGCAGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGCGGATCAGACAGGGCTTAGAAAGGAGTTTGCTA---TAA 
>JX447252 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTACCAATGCTATTGTGAACTATGTCACTAACACAACC----------
-------------------------------------------------------------------------



----------------------AATGTCCCTAACATAATAGGAAATATAACAGATGAAATGAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATGAGCTTGATATAGTACAAATTGGAAAAAATGAAAAT-
-------------------------------------------------------------------------
----------------
AATAGTGCGTATAATACGTATAGGTTGATAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATCTTACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAGAA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAAATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATAAAGTTTTAGAACAGGTAACTGGAACATTAAAA---------------GAGCACTAT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATCATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCGCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX447283 
GCA---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAG---GTGCACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGCGTTACTTTAAATTGTACAAAGATCAGTACAAACAAT-------------------------
-------------------------------------------------------------------------
-------------------------------------------TACACAGCAGATGAAGTAAGA---
AACTGTTCTTTTAACATGACCACAGTAATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATAGT----------
-------------------------------------------------------------------------
-------------
AGTGATCATAATAATACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATTACAAATAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACR-----
-GGTATATCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAGAGATA------------AGACAAGCATTTTGT---CAGATTAATGAAACA---
AAATGGAATAAAACTTTAATACAGGTAGCTCACAAATTACAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAGTTTCCAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCATATGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---



AACATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAAAGAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTATTTGATGCTACAGCAATAGCAGCAGCGGGG---
TGGGCAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTCTAGAAAGGGCTTTGCAA---TAA 
>JX447437 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAG---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTCTGGAA---------AATGTAACAGAAAATAATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAACCCTACCAATGTCACCTACACC-------------
-------------------------------------------------------------------------
----------------------AATGTAACCGCTGCCATAGGAAATATAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACAACAGAACTAAAA---------------------------
GATAGAAAGCAGAAGGTCTATGCACTT---TTTTATAAGCCTGATATAGTACCACTTAATGAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAATCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAA---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATAAGATCTGAAAATCTCACAAACAAT---------GCCAGAACTATAATAGTGCACCTGAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGGC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---ACGATTAATGGAACA---
AAATGGAATGAGACTTTAAAACAGGTAACTAAAAAGTTGAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTCCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGCATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>JX447503 
GTC---TCA------------------------------------------
GGCAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCATGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTGAAGTTA---
ACTCCTCTCTGCGTTACTTTGGATTGTACTAAGACTAATTGGGAGGTAGGAAAT-------------------
-------------------------------------------------------------------------
-------------------------GTAACAGATGGAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCCAAGCACTT---TTTTATAGGCTTGATATAGTACCAATTAAAAATGAG-------



-------------------------------------------------------------------------
----------------------
AGTTATAAGGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATCATAGTGCACCTTAAT----
-----------GATTCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTGTACATATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGAAAGCATATTGT---GAGATTAATAAAACA---
AAATGGGAAGAAGTTTTAGGACAGGTATCTAAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAAAATTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACAAAACTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGATATTTGG------GGC------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAAATACTTACAGACGCACAGAACCAGCAAGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGTTTGATGCTACAGCAATAGCAGTTGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JX447608 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACCTTAAATTGTTCCACGGCTAAACTGATCAATGCCACAATGAGCAAT----------
-------------------------------------------------------------------------
-------------GATACTAACATAAGAAATAGTGACATAGGAAATATAACAGATGAAATAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGCAGCATAAGGTCCATGCACTT---
TTTTATAAGCTTGATATAGTAGAAATTGGTAGTAATAACAATAAT----------------------------
-----------------------------------------------------
AATAGTTATAAGGATTATAAGGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GAGAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGAGCATATTGT---TTGATAAATGGAACA---
GAATGGAAAACAGTTTTAATACAGGTAGCTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATGGGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAGAGGGGAA---
TATAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTATGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAACAATTACACAAACACAATCTAT---
GGGCTACTTGCGGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTGTTAGGGTTGGATCAGTGGACAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAACAGCAGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGGATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JX447721 
GCC---TCA------------------------------------------
GACGACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AAAGATGCGGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAATTTGACCAATGTAAATATCAATGCTACTTTG----
-------------------------------------------------------------------------
-------------------GCCAATAGAGCAAAGGACTTAAAAAATGTAACAGAAGACATAAGA---
AACTGTACCTTTAATATGACCACAGAAGTAACA---------------------------
GATAAGAAGCAAAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATGGGAAAT----------
-------------------------------------------------------------------------
-------
AGTAGCAATAGTAGTGAATATAATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAATGGTATCAACT---
CAGTTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAGAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------GAACCTGTACAA---------ATCATTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATATCTATA------------GGACCAGGCCGAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AAGATTAATGGAACA---
AAATGGAAAAAAGTCCTAGAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAGGACAATACGGTTTCAG------
CCACCCTCAGGAGGAGATCCAGAAATCACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAACGAGATTTGG------GAG------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAGTTGGATAAATGGACAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGTTTAGAAAAAGCTTTGCTA---TAA 
>JX447752 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCCACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAACTTCACCAAGGATCAGGGGACCACTGGCACTAACA
TA-----------------------------------------------------------------------
-------------ACCACACCCACTGTCCCTGCTGAAGTAGGAAATTTAACAGATGAGATAAGA---
AACTGTTCTTTTAATATGACTACAGAATTAAAA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATGTAGTACAAATTAATAAC----------
-------------------------------------------------------------------------
----------------------
AGTAGTAGTGAGTATAGAATAATAAATTGTAATACTTCAGTCATTAAGCAG---



GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CACTTGCTGTTAAATGGCAGTCTAGCAGAAGATGAA------------
ATAATAATCAGATCTGAAAGTCTCACAAGTAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTATCAGACCCTCCAACAATACAAGAACA-----
-GGTGTACATATG------------GGACCAGGACAAGTA---TTA------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGC---GAGATCAATGGAACA---
AAATGGAATAAAACTTTAGGGCAGGTAACTGAAAAATTAAAG---------------AAGCACTTTAAT----
-----------------------------------ATTACGAAACTAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAAGGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GAGCTAATCACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>JN860763 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCACTGCTGATTTTACCAAGGTCAATACCACAACCAAT-------
-------------------------------------------------------------------------
-------------------GGCACTACCCCAACCAGTACGGTAAATATAACAAATGAAGTAAAA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAGAGGCAGAAGGTCTATGCACTA---TTTTATGTGCTTGATCTAGTACCAATTGAAAATACT-------
-------------------------------------------------------------------------
----------------------
AACCGTAGTAAGTATATGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTGGAAAT-----------------------
-GTAAGT---TCAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGGACTGAAAACCTCACAGACAAT---------GCTAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACTAGACCCGAAAACAATACAAGAACA-----
-AGTATAAACATA------------GGACCAGGACAAGTA---TTC------TATTATAGACCAGGA------
------GATGTAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATAGAACA---
CAATGGAATGAAACTTTACAACAGGTAACTAATAAATTAAAA---------------GAGATTTGG-------
-----------------------------------AATAAAACAATAACCTTTAAA------
CCACCCTYAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAACAGTTGGAGT-----------------
----------------AATAAATCT---TATGATGAAATTTGGGGCAGCAAC------AGC------
AACATGACATGGAGAGACTGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTATCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATATTAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTGCTA---TAA 
>JN860764 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCATTGCTACTTTGACCAAAGCTAATGAGACCAAGGTC-------
-------------------------------------------------------------------------
-------------------AACGTGACCACTGTCTCTATAGGAAATCTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAACTAAAA---------------------------
GATAAGAAGAAAAATGTCCATGCACTT---TTTTATAAGCTTGATCTAGTACAAATGGAAAAT----------
-------------------------------------------------------------------------
----------------------------
AGTAAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATAACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTT------TATCAGACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATGAAGTTTTAAAACAGGTAAAGGGAAAATTAAAA---------------GAGCACTTTAAT----
--------------------------------AATGGGACAAAAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTCAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGAGATTTGG------CAT------
AATATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAGATATAT---
GAAATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGCTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTGTTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGGCAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN860766 
GCC---TCA------------------------------------------
GAAGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAATTGTACAAAAGCTACTTTTAAGAGCAATTAC-------------------
-------------------------------------------------------------------------
----------------ACAACCAAGGTCCCTAACACAGTAGGAAATCTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCGGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCACTTAGTGAT----------
-------------------------------------------------------------------------
----------
AATAGCAATAGTAGTAATACTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAATATCAACT---



CAGTTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTAAAAATATTTCAGACAAT---------ACCAATATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCATTAATACAAGAAAA-----
-AGTACAAGTATA------------GGACAAGGACAAGTA---TGG------TATAGAACAGATGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAGTTTTTAGACAGGTAACTGAAACATTAAAA---------------AAGCACTTTGAG----
-----------------------------------AATAAGAATATAACCTTCCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCTAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGAAAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ691024 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCGCATGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAAATGTAGCAATGCTACATTTGGCAACACAAAAACCTCGGCT----------
-------------------------------------------------------------------------
-------------------------AACAGCTCTGAAATAGGAGATTTAAAAGATGAAGTAAAA---
AATTGCTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---
TTTTATAAGCTTGATATAGTACCAATTGACAACAATGACAAGAATAGTAGTAGTAGTAAT-------------
-----------------------------------
AATAGTAATAGGAATAATAGTAGTAGTGAATATGGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GAAGAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAAAGGAG------------
ATAATAATAAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-GGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGGACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAGAGCATTTTGT---GAGATTAATGAAACA---
AAATGGAATGAAACTTTAAAACAGGTAAGAGCAAAGTTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGTCAATAGACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------GAC------
AACATGACATGGATACAATGG---GAAAGAGAAATTAGCAATTACACAGACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATATTCTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATATCTTTGCTTAATACTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATA------CCCAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 



>HQ691048 
GCC---TTA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATACCTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGAACAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATAGCACTTTAAAGTATACCAATAGCTCTACAAAGGGAAAGA
AT-----------------------------------------------------------------------
-------------AGCTCTACAAATGAAACTAGCTCTAGGCCAGAAACGACAGAGGAAGTAAAA---
AACTGTACTTTCAATGTGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAGGTCCGTGCACTT---TTTTATAAGCTTGATATAGTGCAAATGAAAAAT----------
-------------------------------------------------------------------------
----------------
GACAGCAATAGTACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAGAATTTCAAT------GGGACAGGGCCCTGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------AGCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTCTAACTTTA------------GGACCAGGACGAGTA---TAC------TATAGAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACTGGCATATTGT---AAGATTAATGGAACA---
AAATGGAATGAAGTTTTAAAACAAGTAACTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATATACTTTCAA---
CAACCAAACTTAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACCGCACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATCAGCAATTACACAGACATAATATAT---
GAGATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTATTTGATGCAACAGCAGTAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAATACAAAGAGCTGGGAGAGCC----------------------------
--------ATTCTCCATATA------CCCAGGAGAATCAGACAGGGCTTAGAAAGATTTTTGCTA---TAA 
>GQ916569 
GCC---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGT---AATTGGAATATCACAGCCAAAAACATTAGCATAGAA-------
-------------------------------------------------------------------------
----------------------AAAAATTCAACAAACTTAGGAAATATAACAGAAGAAATGAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAGGCTTGATATAGTACCAATAGAAGATAATAAT----
-------------------------------------------------------------------------
-------------
AATAGTAGTAATAGTGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCATTTGAGCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---CAGAAGAATTTTACT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----



-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAGCTATA------------GGACCAGGACAAGTA---TTC------TATAGAAATGGGGAT------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAAGTAGTTAAAAAATTAAAA---------------GAGCACTTTAAG----
--------------------------------AACAGTAGTTCAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACCTCTGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCATATGAAGAGATTTGG------AAC------
AACCTGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACATAATATAT---
GAGATACTTACAGACTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGAAATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>GQ916571 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGCCAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAGGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATCCTACTTTCAATGCTACTTTGGGTAATGGAACCAATGGC-
-------------------------------------------------------------------------
-------------AATAACACAGCCGATGGCCCTAACATAGGAAATTTAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATACAACCACAGCAATAAGA---------------------------
GATAAGCAGCAGCAAGCCTATGCATTT---TTTTATAAGCTTGATCTAGTACAAATTAAAAAT----------
-------------------------------------------------------------------------
----------------
AATAGTAATAGTAGTGAGTATATATTAACAAAATGTAATGCTTCAGTCATTAAACAG---
GCTTGCCCAAAGATATCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGACAGGAACATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTTGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCGAAAATGTAAGAACA-----
-AGTGCACGTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGCC------
---------ATAAATGGAGATAAA------------AGAAAAGCATATTGT---CAGATTAATGCAACA---
AAATGGAATGAAACTCTACAACAGGTAGCTGGAAAATTAAAG---------------GAGCACTTT-------
-----------------------------------AATACAACAATAGACTTTAGA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCTAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGACTCTTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTATTTGATACTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>GQ916572 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---



ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAACGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACTGATGCTATTTTGAAAAGTGAAAACACAACCAAAAACACA----
-------------------------------------------------------------------------
-------------------ACCAATGGCCCTCCCACGATAGGAAACATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGAAGAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAACGGT----------
-------------------------------------------------------------------------
----------------
AACAGTAACAGTACGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------GAATCTGTAGCA---------ATCAATTGTTCCAGACCCGCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGAAGAT------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
AGATGGTTTAAAGTTCTTACTCAGGTAGCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAATACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGAACTTATGATGAGATTTGG------GGC------
AACTTGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTTTCGCAATTTCTTTATTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>GQ916575 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTCTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGCCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAAGGCTAACGATACTTTAAATGTCACTAATACACTC-------
-------------------------------------------------------------------------
----------------------AATGTCTCTAACATAGTAGGAAATCTAACAGATGAAGTAAAA---
TACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGGAGCAGAAGGTTTATGCACTT---
TTTTCTAAGTTTGATATAGTACCAATAAATGATAGTAGTATTAAC----------------------------
-----------------------------------------------
AATGATAATAAGAGTRAGAATAATGAGAAGTATAGGCTAATAAATTGTGATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATCGTGCACCTTAAT----
-----------GAATCTGTAGAG---------ATCAATTGTACCAGACCCTTCAACAAGATAAGAACA-----
-AGTATGCGTATA------------GGACCAGGACGAGTA---TTC------TATAAAACAGGAAGC------
---------ATAACAGGAAGTAAT------------ACAAAAGCATATTGT---GAGATTAATGGAACA---



AAATGGAAGAAAGTTTTAAAAAAGGTAACTAAAAAGCTAGAA---------------GAACACTTTCCT----
-----------------------------------AATAAGACAATAAGCTTCAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTACAATGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCACATATAT---
GAGATACTTACAGAAACGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACACAGTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGACGCTGCAGCAATAACAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGTTTAGAAAGGATTTTGGTA---TAA 
>JX446655 
GCA---GCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCGCAAGAAATACACCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAATTGTACTAATGCTAATTTGACCCATCTCAACACGACCAATCTCAACACG-
-------------------------------------------------------------------------
-------------------ACCACTGTCTCTAGGGACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGTAGTATCA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATTTAGTACCAATGAAAGAAAATCAA----
-------------------------------------------------------------------------
----------------------
ACTAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACGAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAAACTTTAAAACAGGTAGCTAAAAAATTACAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAGAATTCCGG------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACCAAATATAT---
GACATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTGTGGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX446756 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAACACAGGAGCCAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGCCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACGGGGACCAATGTCACAACCAATGGCAAA-------
-------------------------------------------------------------------------
----------------------ATAGGAAATATAACAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAGCATGACTACAGAATTAACA---------------------------
GATAAGAAGAAGAAGGCCTATTCACTT---TTTTATAGGCTTGATATAGTACCAATTAATGGTGAG-------
-------------------------------------------------------------------------
----------------------
AATGGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAAAA-----
-AGTATACAGATG------------GGACCAGGAAAAGTA---TTT------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---GTGGTTAATAAAACA---
AAATGGAATGAAACCTTAACACAGGTAATTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTGAA------
CAACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GATGCTCTGGGAAAGTCATCTGCACCACTCCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTACAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAAACAAATATAT---
GAGATACTTACAGAGTCGCAGATCCAACAGGAT----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGTATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGRGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATCTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGGG---
GGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTTTTTGCTA---TAA 
>JX446850 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GCGCACAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGTTAATTTGACCAATCTCAAAAACACTACCTATAACAGTAGCACG-
-------------------------------------------------------------------------
-------------------------ATCTATAAAGACCTAGAAAATATAACAAATGAAGTAACA---
AACTGTTCTTTTAATACGACCACAGAACTAACA---------------------------
GATAAGAGGCGGATGGTTCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAATGAT----------
-------------------------------------------------------------------------
----------
AGTAGGAAAAATGGTAGTGGTGAGTATAGGTTGATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCRCACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAAGTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGGCCAGGACAAACA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---GAGATTAACGGAACA---
CAATGGAATGAAACTTTAAAACAGGTAGTTGAAAAATTAAAA---------------GAGCACTACCCT----
--------------------------------AATAAGACGACAATAAGTTTCCAG------
CCACACTCAGGAGGAGATCTAGAAGTAACA---ATGCATCATTTTAATTGTAGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAGCAAAACCGTCTGCACCACTGCTGTGCCCTGGAACAAAACTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGAGTTATAGAGGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447127 
GCC---TCA------------------------------------------
AATGACTCGTGGGTTACAGTTTATTATGGGGTTCCYGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGTGCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACTTTGCCCAATGCTAATTCGACCCTTACA-------
-------------------------------------------------------------------------
----------------------GCCAAAGGCCCTGAAGTAGGAAATGTAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAACTGAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATGGTACCGATAGGTAATGAA-------
-------------------------------------------------------------------------
----------------
ACTGGTAATAGTAGTGAGTATAGATTAATAAACTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCTCTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAGT---------GGCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAAGTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTGACTGTA------------GGACCAGGACAAGTA---TTA------TATAGAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTAGCTGACAAATTAAAA---------------
GAGCACTTTATAAAAGAGCAC---------------------------TCTAATACAACAATAAAGTTTCAA-
--CAACCACCCCCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
-------------------------AATAGATCTTTAAAAGAAATTTGGGAG------GGC------
AACATGACATGGAATGAATGG---GAAAGAGAAATCAACAATTACACAAACCAAATATAT---
GGGATACTTATAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGCCTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCA---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCCATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTTGAAAGAGCTTTGCTA---TAA 
>JX447308 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTCTACTTTGTGAAAATGCTCATTGGAATTCTACA----------------------



-------------------------------------------------------------------------
-------------------------------------ATAGAAAATAGAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAAGTTCGTGCTCTT---
TTTTATAAGCTTGATGTAGTACCAATGAATACTAGTGAGGAAAAT----------------------------
--------------------------------------
GAACAGAACAAGGAAACAAATAATAATAAGAGTATAGAATATAGGTTAATAAATTGTAATACTTCAGTCATTA
GGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAGCAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAAGG------------
ATAATAATCAAATCTGCAAATCTCTCAGACAAT---------ACCAAAAACATAATAGTGAGCCTTAAT----
-----------GAATCTGTACAA---------ATCAATTGTACCAGACCCGACAACAATACAAGAAAA-----
-AGTGTAAATATA------------GGACCAGGACAAGTA---TTA------TTCTATAGACCAGGA------
------GATGTAGTAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGAAACA---
AAATGGTATAAAGTTTTAAAACAAGTAAGGGAAGAATTAAAA---------------AAGCATTTTCCT----
--------------------------------AATAAGACCACCATAAATTTTACA------
AAACCTTCAGGGGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGTCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAACTATACAGACATAATATAT---
GGGCTACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAGAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------TTTACTCACATA------CCCAGAAGAGTCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447458 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGCGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCTCAAGAAATACCCATGGAA---------AATGTAACAGAAAATTTTCAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTGAAGTTA---
ACCCCTCTCTGCGTTACTTTAAATTGTACCGAGGCTAAAATTACTTGTAATTCCACTGTCACTTCCAATATCA
CTTCC--------------------------------------------------------------------
-------------------------AATAACACTTGCATAGAATTCATAAAAAATGAAGTAAAA---
AATTGTTCTTTTAATATGACCACAGAAGTGACA---------------------------
GATAAGAAGAAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAGATGGGAGATGAG-------
-------------------------------------------------------------------------
----------------------------
AGTACGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GTCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTATATCTATA------------GGACCAGGACGAGCA---TTC------TATAGAATAGGAGAC------
---------ATAACAGGAGATGTA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAGCAGGTAGCTGGAAAATTAAAA---------------GAGTACTTT-------
-----------------------------------AATAAGACAATACTCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------



----------------------------AATAAATCTTTGAGTGAGATTTGG------GAA------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAGACAAATATAT---
GAGATACTCACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGCAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX447493 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGAAGCTAAATTTAACCTAACCAGC-------------------
-------------------------------------------------------------------------
----------------CCAACCGATATCCCTAAAGGAGTAGGAAATTTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGGAGCAGCAGATCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGAGGGAAAGAATCAT-
-------------------------------------------------------------------------
----------
AGTGAGAAGGATAGTACAGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAAGTGTCCTTTGAGCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAGGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAAYTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCAGTAGAA---------ATCAATTGTACCAGGCCCTCCAACAATACAAGAACA-----
-AGTACGAGAATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------GTAATAGGAAATCCA------------AGACAAGCATATTGT---GAGATTGATGGAAAA---
ACATGGAATAAAACTTTAGAACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAGCTTTCAA------
CCGTCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCACYTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
ACTATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAACTGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCA----------------------------
--------ATTTGCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>JX448028 
GCC---TCA------------------------------------------
GACACCATGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAGGTTA---
ACTCATCTCTGCGTTACTTTAAATTGTTTCAATGCTACCTTCAATACCAACAGTAGC----------------
-------------------------------------------------------------------------
-------------------------------------------TTTATGAAAGAAGAAGTAAAA---



AACTGTTCTTTTAATACGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGCCTATGCACTC---TTTTACAAGCTTGATATAGTACAAATGAATGAT----------
-------------------------------------------------------------------------
-------------------------
AATAGGACATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAATAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCCAAAAACATCATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCATTCAACAATACAAGAACA-----
-AGCATAAGAATA------------GGACCAGGACAAATG---TTC------TATAGAACAGGAGAG------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGC---GAGATCAATAGAACA---
AGATGGAATAAAACTTTAAGCCAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AACAAGACAATAATCTTTCAA------
CCGCCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTATACAAGCACAATATAT---
GAGATTCTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATCGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTGGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGGCAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>JN388142 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAAGATGGTAGAACAGATGCATGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGTTAACGTGACCAATATGACCAATATCACTTACCCA----
-------------------------------------------------------------------------
-------------------ACCAATGGCCCCACCGAGGTAGGAAATATAACAAATGAAGTAAGT---
AACTGCACTTTTAATATAACCACAGAACTAAAA---------------------------
GATAAGAAGCACAGGGTCAATGCACTT---TTTTATAAACTTGATATAGTACAAATTAATAGC----------
-------------------------------------------------------------------------
----------
AATAATAATAAAGAGTATAAAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATATCACAGACAAT---------ATCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAATTGTACCAGACCTTCCGACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTC---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AAGATTAATGAAAAA---
TTATGGAATGAAACTTTAAAATGGGTATCTAAAAAATTAAGA---------------GAGCACTTTGAG----
-----------------------------------AATAAAACAATAATCTTTAAC------
TCATCATCAGGAGGAGATCCAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------



-----------------------------
AGGAATGAACAAGATTTGTTACAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTCGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAGTAGTTTGGAGAGCC----------------------------
--------ATACTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN388111 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACTAAGGCTAATGCGACCAATGTCTCTATAAAAGCC----------
-------------------------------------------------------------------------
-------------------------AATACCTCTAACATAGTAAATATAACAGATGACATGATG---
AATTGTACTTTTAATATGACCACAGAAGTACAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTCTATAAGCTTGATATAGTAAAAATAGAAAGCAATAGTACT-
-------------------------------------------------------------------------
----------
AATAGTAATGATAGTTATAGTAGTTATAGGTTGATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCACT------GGGATAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGATATCAACT---
CATTTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GGCAAAAACATAATAGTGCATCTTAAT----
-----------AAAGCTGTAAAA---------ATCAATTGTATGAGGCCCTCCAACAATACAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAGCT---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATTTTGT---AAGATTAATGGAACA---
GAATGGAATAAAACTTTAACACAGGTATCTGAAAAATTAGGA---------------AAGCACTTTATT----
-----------------------------------AATAAGACAATAAGATTTCAA---
CCACCACCCCCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTAACAAAATCATCTGCACCACTAATGTACCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTCTTGAAGAGATTTGG------GGC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAGTTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTGTTAGAATTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGAG---
TTTACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTACACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGATTTTGGTA---TAA 
>JN388121 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGACCAGATGCAGGAGGATGTA---
ATCAGTCTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCTACAGTTAAAGTTACCAATGATACAGTTACCAAT----
-------------------------------------------------------------------------
----------------GTTACTCAGCCCCCAAACACAATAGGAAATATAACAGAGGATGTAAGA---
AACTGTTCTTTTAATGTAAGCACAGAACTAAGG---------------------------
GATAGGTTTAAGAAGGTATATACAGTT---TTTTCTAAGCTTGATGTAGTACCAATTAATAGC----------
-------------------------------------------------------------------------



----------------
AATGATACAAATAGTGGGTATTGGTTAATAAATTGTGATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAC---GATAAGAAATTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGACCTAATAAAAATGTAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAAGTTAGTAGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGGTGAAAAATTAAGA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAAAATTTCAA------
CCAGCCTCAGGAGGAGATATAGAAATTACA---ACACTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATTATTTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTATACAGAACAAATATAT---
GACATACTTACACAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGAGTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTTGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGGCAGGGATTTGAAAGGGCTTTGCTA---TAA 
>JN388171 
GCC---TCA------------------------------------------
GAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGAA---------AATGTAACAGAAGATTATAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAGCACTGCTACTTTCAACAATACTAATTTCAGCAAT----------
-------------------------------------------------------------------------
----------------------AACATAACCAATAGCTCTGACACAATAAAAGATGAAATAAGA---
AACTGTACTTTCAATATGACTACAGAACTAAGA---------------------------
GATAAGCAGAAGAATGTCTATGCACTT---TTTTATAAGCTTGATTTAGTACAAATTGGAAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTTATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAGT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATCAGATCTGAAAATATCACAAATAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------GAGTCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGGATGACTATG------------GGACCAGGACACGTA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---GTGATTAATAGAACA---
AAATGGTTTGAAGCTTTAAGACAGGTAGCTAAAAAATTAGAA---------------AAGCACTTTCCT----
-----------------------------------AATAAAACCATAACCTTTAAA------
CCATCCTCAGGAGGAGATCTGGAAATTACA---AACCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAGAGAGATTTGG------GAC------
AACATGACATGGATACAATGG---GAGAAAGAAATTAGTAATTACACAGACCAAATATTT---
CAGCTACTTACAGAATCGCAAAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATCGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTACTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTATTA---TAA 
>JN388181 
GCC---TCA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAG---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACTGATGCTAAGTTCAATTGTTGTTGCACTCCTTCCCCC-------
-------------------------------------------------------------------------
----------------------AATGCCTCTGACACAATAGGAAATTTAACAGATGAAGTAAGA---
AACTGCTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAAGTCCAGGCACTT---TTTTATAGGCTTGATATAGTGCCAATTGAAGAAGATAATAAC-
-------------------------------------------------------------------------
-------------
AGTAGTAATAACTTTAGTACTTATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAATG---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATACTGT---GAGATCAATGGAACA---
CAATGGAATAAAACTTTAGAACAGGTAAAGAAAAAATTAGAA---------------AAGCATTTT-------
-----------------------------------AACAAAACAATAAGCTTTCAA------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------AAT------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTGACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATTAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTTTTCGCTATTTCTTTGTTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTCGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN388211 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAAGACCCAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAAATTCAAGGCCACCGAAGTCAATGGAACA-------
-------------------------------------------------------------------------
-------------------ACCCCTAGCCCACCTACAATAGGAAATATATCAGATGAAGTAAGA---
AATTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGGATAAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATGGATAATGAG-------
-------------------------------------------------------------------------
-------------
ACTAATAGGGAGTATAGGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT



GTAAT---GATAAGAATTTCAAT------GGGACAGAGACATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAACCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAAGGTAAGAACA-----
-CGTATAACTATG------------GGACCAGGACGAGTA---TTC------TATAAAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGAAAAGCACATTGT---GTGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAAAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAAACAGTAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAATGTACCTAAGGGATCAGAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTGGAAGAGATTTGG------AAT------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGCTAGAATTGAATCAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN388091 
GCT---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACCTTAAATTGTACCAACAATATCACTGTCTCGAGGACAGAAACAAATGTA-------
-------------------------------------------------------------------------
----------------------ACATATAAAGGAACAATAGGAAATGTAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAGCTAGCA---------------------------
GACAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTGTCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATCCTAAAAT
GTAAT---GAAAAAAATTTCACT------GGGATAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAGAATATCACAGATAAT---------GCCAAAAATATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGAAGTGCATATTGT---GAGATTAATGGGACA---
AACTGGAAGGGAGTTTTAGAACAGGTAGGGGAAAAATTAGGA---------------GAGCACTTTCTG----
-----------------------------------AATAAAACCATAAGCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGCAGGGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGACATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
AGCATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTGTTTCTTTGCTTGATACTATAGCAATAGCAGTAGCAGGG---



TGGACAGATAGGATTATAGAAGTAACACAGAGAGCTGGGAGAGCC----------------------------
--------ATTCTACATATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCAA---TAA 
>JN860768 
GCT---GCA------------------------------------------
GACAACCTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACTGAAGCCAATGCCACTAAAGTCACAACCAATTTCACT-------
-------------------------------------------------------------------------
----------------------AGCGGAGTAGGAGATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAAGATGACCACAGAATTAAGA---------------------------
GATAAGAGGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATACAGTACAAATAGGAAGT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTACATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCTGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAAGCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAGT----
-----------GAATCTGTAGAA---------ATCAACTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAATATA------------GGACCAGGACAAGTA---TTA------TTCTATAGATCAGGA------
------GACATAATAGGAGACATA------------AGACAAGCATATTGT---GAGATTAATGAAACA---
AAATGGAAGAAAGTCTTAGTACAGGTAAGGGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATAATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAGACCCAGCAAGAT----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGTAGTTTGGAGATCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGGTTAGAAAGGAGTTTGCTA---TAA 
>GQ916587 
GCC---TCA------------------------------------------
GACAAATTGTGGGCTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAAAATGGCTGAACAGATGCAGGAGGATGTA---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGCATTACTTTAGATTGTAGACATTCCAATGATAATGTGAACAATGCTCGTTCG----------
-------------------------------------------------------------------------
----------------------ATCAATGGCAGTACCATAGATGAGTTAAGAAATGAAATAAGC---
AACTGTTCTTTTAATATAACCACAGAAATAGGA---------------------------
GATAAGAAGCAGAGGGTCCATGCACTT---TTTTATAAGCTTGATCTAGTATCACTTACAAAT----------
-------------------------------------------------------------------------
----------------
GGTAAAAATAGTAGTAAGTATAGGTTAATACATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTAGCAGGAGAAGAA------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTACCA---------ATTAACTGTAGTAGACCCTCCACCAATATAAGAACA-----
-AGTACAAGAATA------------GGACCAGGAAGAGTA---TTC------CATAGAACAGGAGCC------
---------ATCACAGGAGATAAA------------AGGACAGCATATTGT---GAGGTTAATGGAACA---
GCATGGAATAGAACTTTAGAACAGGTAACTAGAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAGACTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGTTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------CAC------
AACATGACATGGAAAGAATGG---GAGAAAGAAATTAGTAATTACACAAATCAAATATAT---
GAGCTAATTACAAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCC----------------------------
--------ATCCTCCACATA------CCTAGAAGGATCAGACAGGGCTTAGAAAGGACTTTAGTA---TAA 
>GQ916590 
GCC---TCA------------------------------------------
GACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCTTCAGATGCCAAAGCACAGGAGGCAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGCCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTACTGAGGCTAATTGGACCAGTGTCAGTAGTATGACC----------
-------------------------------------------------------------------------
----------------------AATGACTCTGTCAAAATAGGAAATATAACAGAGGAAGTAAGA---
AATTGTTCTTTTAATATGACCACAGAACTACAA---------------------------
GATAAGAAGCAGAAGATCCATGCACTT---TTTTATAGGCTTGATCTAGTAGAAATAGAAGCT----------
-------------------------------------------------------------------------
-------------------------
AATAGAACTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCCGGTTATGCAATGTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTAAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTACAA---------ATCAATTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTCTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAAACGGAGAC------
---------ATAATAGGTGATATA------------AGAAAAGCATATTGT---GAGATTAATGAAACA---
AAATGGAATAGAACTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATATTTCAA------
CCACCCTTAGGAGGAGATCTGGAAATTATA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGCAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GAGATACTTACAGCATCGCAAGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTGTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GQ916593 



GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAACAGGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAATTTGTACCGATGCTAAATTGATAAATAACGGTAGCACAACC----------
-------------------------------------------------------------------------
----------------------AATGTCTCTGACATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGCTCTTTTAATGCGACCACAGAATTAAGA---------------------------
AATAAGAAGCAGAGGGTCCATGCACTT---TTTTATAGGCTTGATACAGTACCAATTGAAAAA----------
-------------------------------------------------------------------------
----------------------
GGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGACATGTAACAAT-----------------------
-GTCAGT---TCGGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATTTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GACCCTGTAGAA---------ATCAATTGTACTAGACCCTCCAGCAATACAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------ACAAAAGCATATTGT---AAAATTAATGGAACA---
AAATGGTATAAAGTGTTAACAGAGGTAAGTGGAAAATTAAAA---------------AAGCACTTTAGT----
-----------------------------------AATAAGACAATAGAATTTCAA------
CCACCCTCAGGAGGAGATTTAGAAGTTACA---AGGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACAAAACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGGTACAATGG---GAGAGAGAAATTAGCAATTACACAGACCTAATATAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTGGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATCATAGAAGCAGTACAAAGAGCTGGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HQ691028 
GCC---TTA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCGCAAGAAATACCCCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGGTTA---
TCTTATCTTTGTGTTACTTTAAATTGTACCGATGCTAAAGTGACCAATGCTACTTTGACCCAG----------
-------------------------------------------------------------------------
-------------------------AACCACACTAACATAGGAAATATAACAGATGACGTAAAA---
AACTGTACTTTCAACGTCACCACAGAGCTAAGA---------------------------
GATAAAAAGAAAAAGGTCCATGCACTT---TTTTATAAGCTTGATCTAGTACAAATGGGTGAT----------
-------------------------------------------------------------------------
-------------------
CAGAATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GAAAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAT------------
ATAATAATCAGATTTGAGAATATCACAGATAAT---------GCCAAAAGCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGACCCTTCAACAATACAAGAACA-----



-AGTATGACTATA------------GGACCAGGCCAAACG---TTC------TATAGGACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAAACAGGTAGCTACAAAATTAAAA---------------GAGAACTTT-------
-----------------------------------AATAAGACAATACTTTTTCAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAACGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTAAACGAGATTTGG------GAT------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAACAATTACACAAGCACAATCTAT---
AAACTACTTACGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
CAAAATGAAAAAGAGTTGTTAGAGCTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAGTAGCAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GQ916576 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACTGTGTAATAATACGATCACAGTCACTAATGGGACCAATGTC----------
-------------------------------------------------------------------------
----------------------ACCAACACTATAGGAAATAAAACAGATGATATTGATATGAAA---
AACTGTACTTTTAATATGACCACAGAGCTACAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTA---TTTTATAGGCTTGATATAGTGAAACTTAGAGAT----------
-------------------------------------------------------------------------
-------------------
GATAATAGTAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GCAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTATAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATTAGGATA------------GGACCAGGACAAGTA---TTC------TATCGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAAATTAACGGAACA---
AAATGGAATGAGACTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGACCTAGAAGTCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCGTCTGCACCACTGCTGTACCCTGGAACCTCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGGGAAATTAGTAATTACACAAATCAAATCTAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAACGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAGAGAGTTAGGCAGGGTTACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATCGCAGTAGGGAAG---
TGGACAGATAGGATTATAGAAGTAGTACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCGAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>GQ916577 
GCC---TCA------------------------------------------
GACAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATGAGACAGAA---GCACACAAT----------------



--------------ATCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCGCTCTGCGTTACTTTAAATTGTACTAAATTGACCAATGTTACCAATGTCAATACCAAT----------
-------------------------------------------------------------------------
-------------------------GAGTCTCACATAATAGGAAATATAACAGATGAAATAACA---
AACTGTACTTTTAATGTGACCACAGAAGTGAGA---------------------------
GATAAGAAGCAGAATGCCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAAGAAT----------
-------------------------------------------------------------------------
----------------
AATGATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCGCTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GAGAAGGATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATAAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTGTGACTATA------------GGACCGGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAAATATA------------AGGAAAGCATATTGT---GAGATCAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTTGAAGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTCCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCCGTGCCCTGGAACTCCACATGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTATTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAATAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGGTA---TAA 
>GQ916578 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAGAC---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAGAATTA---
ACTCCTCTCTGCGTTACTTTGAATTGTACCAGTGCTAAACTGAATATGACCAAGGTCAATGTCTCTGAA----
-------------------------------------------------------------------------
-------------------CCAATAGGAAATTACACAATAGGAAATGTAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAATTAACA---------------------------
GATAGGAAGCAGAATGTTCATGCACTC---TTTTATAAGCTTGATATAATGCAAATGGAAAATAGTAATAAT-
-------------------------------------------------------------------------
----------
AGTAATAGCAGTAAGTATAGTCTGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACCCCGGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGCTCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATGAAAGAAAA-----
-AGGATGACTATG------------GGACCAGGAAAAGTA---TTC------TATAGCACAGGAGAA------
---------ATAGAAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAA---------------GAGTACTTT-------



-----------------------------------AATAAAACAATAAGATTCCTA------
CCACATTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATATAT---
CAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCCTTGTATGATGCAACAGCAATAGCAACAGCAGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCC----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GQ916579 
GCC---TCA------------------------------------------
GACAACCTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGACAAATAAAATGGCAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCTAATTTGACCAATAACAGAACCAATGTCTCCAAT----
-------------------------------------------------------------------------
-------------------AATACTAACCTAGGAAACATAAATGACTTAGAGGGGGAAATAAAA---
AACTGTACTTTTAATATGACCACAGAGATAAGA---------------------------
GATAAGAAACAGAAGGTCTATGCATTG---TTTTATAAGCTTGATGTAGTACAAATTAATAAA----------
-------------------------------------------------------------------------
-------------------------
AGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTGTTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTTTAACAATACAAGAACA-----
-AGTACACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAGAAAAGTTTTAAAACAGGTAGCTGCCAAATTAGAG---------------GAACACTTT-------
-----------------------------------AAGAAAAATATAAGCTTTCAA------
CCACCCTCAGGAGGAGACCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTACCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCAAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTATGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>GQ916582 
GCC---TCA------------------------------------------
AACAACTTGTGGGTGACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGCCA---------AATATAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGATCAGATGCAGGAGGATGTA---



ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTGATTTCAAAAATCTCAGTAGCACA-------------
-------------------------------------------------------------------------
----------------------------ACCAATGTAGTAGGAAACATAACAGATGAAGTAACA---
AACTGTACTTTTAACATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGATTTAGTAGAAATGAATGAGAGTAATATT-
-------------------------------------------------------------------------
-------
AGTAGTAAGAGTAATGCTAGTAGGGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCGCTTTTAAAGT
GTAAT---GAAAAGAATTTCACT------GGGACAGGTCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCGGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGATCAAGAG------------
ATAATAAGCAGATCTGCAAATCTCTCAGACAAT---------ACTAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAAAA-----
-AGTATAGCTATA------------GGACCAGGACAACTA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------CGAAGAGCGTATTGT---GAAATTAATGAAACA---
AAATGGAATAAAACCTTAAAACAAGTAAAGGCAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAGGACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ACGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCCATGGAAAAACCATCTGCACCACCTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGCCATTTGG------AAC---------
ATGACATGGATACAATGG---GAAAGAGAAATTAGCAATTACACAGACCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGTTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAATAGCACAGGGAGTTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGGATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>GQ916583 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCGGAT---
ACCACACTATTTTGTGCATCAGATGCCAAAGCACAGGAAACAGAA---AAGCACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACGGCTAATTTTACCAATACCACTACCACT-------------
-------------------------------------------------------------------------
----------------------------AGGACCACACCAACACCATCCACCCCTGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTAGAAATTGATCGA----------
-------------------------------------------------------------------------
----------------------
AATAGAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAC---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACTCATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCACCAACGTAAGAGCA-----
-AGTATAAGAATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGAAGGC------
---------ATAAAAGGAGATATA------------AGACGAGCATACTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTCTTAAAACAGGTAACTAGGAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
TCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAAACAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAGAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTATCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JX512892 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATATA---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACAAAGGCTAAATGGATGACCAATGTCACCTCTGAC----------
-------------------------------------------------------------------------
----------------------CCAAGCAACGGCACAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGAAAGTCCATGCACTT---TTTTATACGCTTGATATAGTAAAAATGAATGAT----------
-------------------------------------------------------------------------
----------------
AGTAATAATGATACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATCCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTATAAAGT
GTAAT---GAAAAGAATTTCAAT------GGGACAGGGCAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAAAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AGATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTCTAACTGTA------------GGACCAGGACAAGCA---ATC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGGAGAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAAGTTTTAACACAGGTAGCTGTAAAATTAGAA---------------GAGCACTTTAAG----
-----------------------------------AATAGTTCAATCATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTCTGATGAGATTTGG------AAT------
AACATGACATGGATACAATGG---GATAAAGAAATTAGCAATTACACAAACCAAATCTAT---
GAGCTGCTTACAATAGCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAGTTGCGGGG---
TGGACAGATAGGGTTATAGGAGTAGTACAAGCAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>JX512893 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCGGAT---
ACTACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTACTTTGAACAGTACCTTGCCCGAGAATAGAACC----
-------------------------------------------------------------------------



-------------------------GACTCTGACACAGTAGGAGATCTAACAAATGAAGTGAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAGGAAGAAGCAGTTCTACTCACTT---
TTTTATAAGATTGATATAGTACCAATTGAAGATAATAGAAATAAG----------------------------
-----------------------------------------------------------
AATAGTAATTATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTATAAAAT
GTAAT---GATAAGAATTTCAAG------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACAAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------GAATCTGTGAAG---------ATCAATTGTACCAGACCCAACAACAATACAATAACA-----
-AGTATAACTATG------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAAGAGGAGATATA------------AGACAAGCATTTTGT---GAGGTTAATGGAACA---
AGATGGAAGACAGTTTTAAAAAGGGTAGTTAAAAAATTAGAA---------------ACACTCTTTAAT----
-----------------------------------ACCACAAACATAACCTTTCAA------
GCACCCTCAGGAGGAGATTTAGAAATAACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAGTACATTTGG------GGC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GACTTACTTACAGAATCACAGAACCAGCAAGAC----------------------------------------
-----------------------------
AGCAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGATATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTGCTA---TAA 
>JX512894 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCTGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTATTTGCGTTACTTTACATTGTTCCAATATTAATGTTAGTAAGGCCCAGATCAACGAA----------
-------------------------------------------------------------------------
-------------------ACCCAGAGCAATAGCCTAGTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAATTAAGA---------------------------
GATAAAAAGAAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTATCAATAAATAATGAT-------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCTTAGCAGAAGATGAA------------
ATAATAATCAGATCTGAAAATCTCAAAGACAAT---------GCAAAAACCATAATAGTGCATCTTAAT----
-----------GAATCTATACAA---------ATCAATTGTACCAGACCCAACAACAATATAAGACAG-----
-AGTGTAAATATA------------GGACCAGGACAAGTA---TTA------TTCTATAGACCAGGA------
------GATGTAATAGGAGATATA------------AGAAAAGCATATTGT---AAAATTAATGGAACA---
AAATGGAATAAAACTTTAGAACAGGTAAAAGAGAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAATACAATAAACTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATTATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---



GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX512895 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAATATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACACTGTACCACTGCTAACTTCACCAATGTCACAAAAAGT-------------
-------------------------------------------------------------------------
-------------------GTCCCTGACATAGGAAATTTACGAAATTTAACAGAGGAAGTAAAA---
AACTGTTCTTTTAATGTGACCACAGAATTAAGA---------------------------
GATAAAAGGAAGCAGGTCTATGCACTC---TTTTATAAGCTTGATATAGTAGAAATGGGAAAA----------
-------------------------------------------------------------------------
----------------------
AATACTAGTGAGTATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAG---
ACTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGATGGGGCAATGTAGAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAGAATATCACAGACAAT---------ACTAAAACCATAATAGTACACCTTAAT----
-----------AAATCTACAGTG---------ATCAATTGTACTAGACCCTCCAACAATACTAGAGCA-----
-AGTGTACATATA------------GGACCAGGACAGGTA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAGAACAGGTAGTTGAAAAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCATCATCAGGAGGAGATCAAGAAATTATA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------GAC------
AACATGACATGGACACAATGG---GAAAGAGAAATTAGCAATTACACAGACCAAATATAT---
GATTTAATTACACAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTGGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAATAGCAGGG---
TGGACAGATAGGATTATAGAAGTAATACAAGTAGTTGGGAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JX512897 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGACGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAATTTATGGGATCAAAGTCTT---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCATTACTTTAGATTGTATCACTGCTAAGTTGAAGAGCAATGGTACTACCAATCCT-------
-------------------------------------------------------------------------
-------------ACCCCCACCCAGGAGGCTGCCTTCTTGGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATGTAACCACAGAGATAAGA---------------------------
GATAAAAAGCAGAAGTTTTATGCACTT---



TTTTATAGGCTTGATATAGTACCAATAAGAAATGAGAGTAAAATG----------------------------
-----------------------------------------------------------
GGAAACGTGAGTAGTGAGTACAGGCTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACTTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAAATCTGAAAATATCACAAACAAT---------GCAAAAACAATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTATCAGACCCTCCAATAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGGGAC------
---------ATAATAGGAGATATA------------AGAAAGGCATATTGT---AAGGTTAATAGAACA---
AAATGGAAGGAAACTTTAAACCAGGTATCTGAAAAATTAAAA---------------AGGTACTTT-------
-----------------------------------AATAAGAACATAACATTTCTA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---AAACATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------AAC------
AGCATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX512898 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGG---AGAGATGCTAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCGCATGTGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTACATTGTACCAATGCTAATTTAACCCATAACAACTCTACAACAGGCAAGAATC
CAAACAATGCT--------------------------------------------------------------
-------------------------AATATCTCTATGACAGGCAATCTAACAGAGGAAGTGAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTG---TTCTATAAGCTTGATATAGTACAAATTGATGGT----------
-------------------------------------------------------------------------
-------------
AGTAATAATAGAAGTAATGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-ATCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCTGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGACAAGTA---TTC------TATGGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---GAGATTAATGGAACA---
GAATGGAATAAAACTTTAACACAGGTAGCTGAAAAATTAAAA---------------AAGCACTTT-------
-----------------------------------AATAAAACAATAACCTTCCAA------
CCATCCTCAGGAGGAGATCCAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AGTAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
ACAATGCTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACGGTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTGATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGATTCGAAAGGGCTTTGCTA---TAA 
>JX447727 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCACATATGGAAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAGAGTCTA---AAGCCATGTGTTAAATTA---
ACCCCTCTCTGCGTTACTTTAAATTGTACCAATGCTGATTTGAGATATGCCGATAATTCGACCAAT-------
-------------------------------------------------------------------------
-------------------GGCAATAACAATACCACTGTCTTGAGCCTAAGAGGTGAAGTAAAG---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAATTTCTATGCACTT---TTTTATAGACTTGATATAGTACAAATTAGTGATACT-------
-------------------------------------------------------------------------
----------------------
GATAATAGTACATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGCTCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTTAACAATACAAGAACA-----
-GGTATACATATA------------GGACAAGGGCACGCA---TGG------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGAAGCA---
AAATGGAATAAAACTTTAGAACAGGTAGCTAAAAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AGTAAGACAATAATCTTTCAA------
CCATCCTCAGGAGGGGATCCAGAAATTACG---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAAAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTAGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATCTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTATCCAAATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>JX448059 
GCC---GCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAAATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATTTGGAAAAATAATATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCACTGCTAACTGGACCAAGACTACGAACATAAGC----------
-------------------------------------------------------------------------
-------------------GCGGAAGATAACAGGATAATAGGAAATTTAACAGATGAAGTAAAA---
AACTGTTCTTTTGATGTGACCACAGACTTAAAA---------------------------
GATAAGACACAGAAAGATCATGCACTT---TTTTATAAGCTTGATATAGTAAAAATAGGAAGT----------
-------------------------------------------------------------------------
----------------
AGTAATAATAGTAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---



GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGCTTTTAAAGT
GTAAT---GATAATGAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAACGGCAGTCTAGCAAAAGGAGAG------------
ATAATAATCAAATCTGAAAATATCACAAATAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTACAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AATGTTAGCAAAACA---
GAATGGAATAAAACTTTAGACCAGGTAATTGAAAAATTAAGA---------------AGGCACTTTAAT----
--------------------------------AAAAGTAAAGAAATAGAATTTAAA------
TCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACACACCACATATAT---
GACATACTTATGGTATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGTACAAGTAATCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JN388104 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACGACTCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAACTTGTACCAATGTTAATTTGACCAAGGTCAACGAAACCAAC----------
-------------------------------------------------------------------------
-------------------------GGCCCTAGCACGATAGGAAATATAACAGATGAAGTAAAA---
AACTGCTCTTTTAATACGACTACAGAACTAAGG---------------------------
GATAAGAAGCAGAAGGTTTATGCACTT---TTTTATAAGCTTGATATAGTAAAAATTGATAAA----------
-------------------------------------------------------------------------
----------------------
AATACTAGTGATTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGTAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGGCCCTCCAACAACAGCAGAACA-----
-AGTACACCTATA------------GGACCCGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAACTTTAGAACAGGTAAAGAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTGAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGCTACTTGCAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATACTGATAGTAGGAGGTTTACTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGTGGCACAAGGAGCCTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF268043 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAG---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGCAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCCTGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTCACAATGTCAATTTGACCAATTTCACTAACTCTGAC----------
-------------------------------------------------------------------------
-------------------------ACAGGAGGACAAATAGGAAATATATCAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAGACAACAGAAGGTCAATGCACTT---TTTTATAGGCTTGATATAGTGAAAATTAATAGTGCT-------
-------------------------------------------------------------------------
----------------
AATAATAGTAGTGAGGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGCCCAAAGATATCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTCCTAAAGT
GTAAT---GAGAAAAATTTCAAT------GGGACAGGAGCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTATAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAACTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAGGGAAGTATTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAGTACAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTGTA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAGAAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCATGGAACCTCTCGTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGACTGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
CAAATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KF268044 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAAGACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAATTGTTCCAATATGATCAAT-------------------------------
-------------------------------------------------------------------------
----------------------------------------------AAAACAGATGATGCAAAG---
AATTGTACTTTTCATGTGACCACAGAAATAAGA---------------------------
GATAAAAAGCAGAAGGTCTCTGCACTT---TTTTATAAGCTTGATATAGTGCAAATTGAAGGTAGTAGT----
-------------------------------------------------------------------------
----------
AACAATAGTGGGAATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGCTATGCGATTTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGGATAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACACGGAATTAAGCCAGTGGTATCAACT---



CACTTGCTGTTAAATGGTAGTTTAGCTGAAGAAGAA------------
ATAATAATCAGCTCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGCATACATATA------------GGACCAGGACAAGTG---TTC------TATGGAAGAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGCGGAACA---
GAATGGTACAAAGTTTTAAGACAGGTAACTGGAAAATTAAAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGATAATAGTCTTCGAA------
CCACCTTCAGGAGGAGATCCAGAAATCACA---CTGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACCTCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCCTTTGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTATACATCCCAAATATAT---
GAGATACTTACAAAATCACAAGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCCATTTCTTTACTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGAATTATAGAAATAACACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGGCAGGGCTTAGAAAGGACTTTGGTA---TAA 
>KF268035 
GCC---TCA------------------------------------------
AAGAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTCACTTTAAAGTGTACAAAGAATGTAACAATAGGAAATTCAACAATA-------------
-------------------------------------------------------------------------
----------------------------GGAAATTTAACAGATAAAGTAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGATAGTAGT-------
-------------------------------------------------------------------------
----------------
GAGCCAAATAGTAGTGAGTATAGATTAATAAATTGTAATACGTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGATAAT---------GCCAAAATCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGCATAACTATA------------GGCCCAGGACAAGTA---TGG------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGGACA---
AAGTGGAATGAAGCTTTGAGACAGGTAACTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAGAATATCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ACGCATCATTTTAATTGTAGGGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCAGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
GGGTTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTACATAAAGATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KF268036 



GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAG---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACTTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------GTGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAACATTA---
ACTCCTCTCTGCGTTACTTTAAATTGCACTAATGCTATTGTGACAAATGCTACTGTGCCCACG----------
-------------------------------------------------------------------------
----------------------AACAACTCCGTTAACATAGGAAATGTAACAGATGAAATGAGA---
AACTGTTCTTTTAATATGACCACATTACTAAAA---------------------------
GATAAGAAGCAGAAGGTCTATGCTCTT---TTTTATAGGCTTGATATAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
-------------------
AATAATAGTGGGGAATATAGGTTAATAAATTGTAATACTTCGACCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGCTATGCGCTTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATGTAAGAATA-----
-AGTACACGTATA------------GGACCAGGACAAGTG---TTC------TATAAAACAGGAAGC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---TGGATTAATGGAACA---
AAATGGAATGAGACTTTAAGTCAGGTAACTAAAAAATTAAAA---------------GAGCACTTTTCA----
-----------------------------------AACACGACAATATTCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAAATTTGG------GAC------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGTAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGAATTTATTGGAGTTGGATAAATGGACAAGTCTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAATTTTGCTA---TAA 
>KF268037 
GCA---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGACGCCAAAGCACATAAGGCAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAATTGTACCAATGCTAATTTGACTCAGGCTAATTGGACTCAGGTCAAC----
-------------------------------------------------------------------------
-------------------AACAACACCACTAACAGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACTACAGAATTAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTAGAGATTGAAGATAAC-------
-------------------------------------------------------------------------
-------------
AATAGTAGTAGTAGTGGTAACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCTGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAAATTTAAT------GGAACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTCTCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAATAGTCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAAGTGTGTCAGACCCTCCAACAATACAAGAACA-----



-AGTGTACATATA------------GGACCAGGACAAGTA---CTC------TATAGAACAGAGGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGTACA---
AATTGGTATAAAGTTTTAAAACAGGTAGTTAAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTGAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATATAT---
AGCATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTATAGCAATAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCA----------------------------
--------GTTCTCCACATA------CCTAGAAGAATTAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF268040 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACTCCTGAAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAAGACGTA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACTTTAGATTGTGCCGATATTAAGTTCAATAACAAAACCAATACCACG----------
-------------------------------------------------------------------------
-------------------------GCCTTTAGCAACATAGGAAATATAACAGATGAAGTAAAA---
AACTGCACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGAAAATGGCCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATAAGTGAA----------
-------------------------------------------------------------------------
----------------------------
AACCAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGCTTCTTAAAT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGGACTATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
ATAGTAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGCACTAGACCCTACAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATGTTAGTGGAACA---
GCATGGGATGGAGTTATGAAAAGGGTAGCTAAAAAATTAGAA---------------GAGCAATTT-------
-----------------------------------CTAAAGAATATAACCTTTGCA------
CAACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAGACTATCTGCACCACTGCGGTGCCCTGGAACTCCTCCTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------GAC------
AACATGACATGGATAGATTGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTGTCTTTCGCAATTTCTTTGCTTAATGCCACAGCAATAACAGTAGCAGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KT185701 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATAGAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTACATTGCTCCAAGTGGAATGGCACCAAGTGGACCAACAACAATAACATA----
-------------------------------------------------------------------------
-------------------ACCATAAACAATAGCTCTATCGGAAATATAACAGATGAAGTGAAA---
AATTGTACTTTTAATATGACCACAGAGATAAGA---------------------------
GACAAGAAGCATAAGGTCCATGCACTG---TTTTATAAGCTTGATATAGTACCAATTGACAAC----------
-------------------------------------------------------------------------
----------
AGTAACAATAGTGATAGTGGTGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTTAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCCTACAACAATACAAGAAAA-----
-AGTGTACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAGTGGAATAAAACTTTAAAAATGGTAGCTGAAAAATTAAGA---------------GAGCACTTTAAA----
-----------------------------------AATAAAACAATAATCTTTGAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGAATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAAAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTATACAAACCAAATATAT---
CAGTTGCTTACAGAATCACAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTGGAATTGGATAAGTGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTCTCGCTATTTCTTTGTTTGATGCCATAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGCGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU230433 
GCC---GCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATACACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAAGATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAACCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACTTTAAATTGTTCCAATAAGGTTACTGCAACCAATATAACCAGGACTGCAACCAATA
TAACCAAG-----------------------------------------------------------------
-------ATCAATAACACAACCGAGGTCTTCCCCACAATAAGAAATATAACACAGGAAATGAGC---
AACTGTTCTTTTAATATAACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTAAAAATTAAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTGATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATTTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCTTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAGTTGCTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAGTTGCATCAGACCCTCCAATAATACAAGAACA-----
-AGTATACATATA------------GGTCCAGGACAAGTA---TTC------TATCAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGGTTAATGGAACA---
GAATGGAGTAAAGTTTTAACACAGGTAGCTGGAGAATTGAAA---------------AAGAGCTTTACT----



-----------------------------------AATAAGACAATAAAGTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCACAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTCAACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCC------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAGAGAGCTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>KT185724 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCATACAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACTAAATTGGAAGGAAATAACACAACA-------------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAGTAAAA---
AACTGTTCTTTTAATGCGACCACAGAAATAAAA---------------------------
GATAAGAAGAATAAAGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATGAGGGAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTGAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACAACTTAAC----
-----------AAATCTGTAGAA---------ATCAGTTGTATCAGACCCAACAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAAAACA---GAA------
---------GTAATAGGAAATATA------------AGGCAAGCACATTGT---AAGGTTAATGGAACA---
CAATGGAGTACAGTTTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAACACTTTGAG----
-----------------------------------GGGAAGAACATAACCTTTCAA------
CCAGCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTAGGACAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATCTCTTTACTTGATACCATAGCAATAGCAACAGCGGGG---
TGGACAGATAGGGTCATAGAAATAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KU230436 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACGCCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAGTGAGTTAAACAACACTACAGCAAAATTAGGAAATTCAACA----
-------------------------------------------------------------------------
-------------------------GAGGAAGTAGAATTAGGAAATGTAACAGAGGAAGTAAGA---
AATTGTTCTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGAAGCAGGTCTATGCACTA---TTTTATAAGCTTGATATAGTACCAATTATAGAT----------
-------------------------------------------------------------------------
-------------------------
AATAAGACATATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTTAAT------GGAACAGGGCTATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------GAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGGGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATGTTAATAAAACA---
AAATGGTATGAAGTTTTAAAACAGGTAAAGAATAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAGTTTTCAA------
CCACATTCAGGAGGAGATCTGGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGACACTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTCATGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GCTATACTCATGGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGCATTGGACAAATGGGCAAGTCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCGTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KT185921 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGTT---
ACCACCCTATTTTGTGCATCAGATGCCCAAGCACATAGTCCAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAACTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTACTGATGCTACAGGTGCAACCAGTAACAGTACA-------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAATAAAA---
AACTGTACTTTTAACATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGACATAGTACCAATTGAAGAG----------
-------------------------------------------------------------------------
-------------
AATAATAGTAGTAATAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCAATTTTTAAGT
GTAAT---GATAAGAATTTCACT------GGGATGGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCTAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAATTGTACCAGACCCAACAATAATACAAGAACA-----
-GGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGAGATATA------------AAAAACGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAAGTAGCTAGAAAACTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCTGCAGGAGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AACAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGACAGACTGG---GAGAGAGAAATTAGCAATTATACAAGCCAAATATAT---
ACCATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTCTATGACGCTACAGCAATAGCAACAGCAGAT---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>MG989497 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCATACAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACTAAATTGGAAGGAAATAACACAACA-------------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAGTAAAA---
AACTGTTCTTTTAATGCGACCACAGAAATAAAA---------------------------
GATAAGAAGAATAAAGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATGAGGGAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTGAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACAACTTAAC----
-----------AAATCTGTAGAA---------ATCAGTTGTATCAGACCCAACAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAAAACA---GAA------
---------GTAATAGGAAATATA------------AGGCAAGCACATTGT---AAGGTTAATGGAACA---
CAATGGAGTACAGTTTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAACACTTTGAG----
-----------------------------------GGGAAGAACATAACCTTTCAA------
CCAGCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTAGGACAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATCTCTTTACTTGATACCATAGCAATAGCAACAGCGGGG---
TGGACAGATAGGGTCATAGAAATAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MG989499 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAAATGCACAA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAGTCAAATCAATATCAGTAACATAACAGCCAATTTCTCTAACAAAG
TA-----------------------------------------------------------------------



-------------------------GGAAATATCACAATAGGAAATATAACAAATGAAGCAAAA---
AACTGTTCTTTCAATATAATCACAGACCTAAGA---------------------------
GATAAACGGCAGAAGGTCTATGCACTT---TTTTATAACCTTGATATAGTACAAATTAATGGG----------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAGGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAAT
GTAAT---GATAAGAATTTTAAT------GGGAAAGGGCAATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCAGTAATA---------ATCAGTTGTACCAGACCCTTCAACAATACAAGAACA-----
-GGGATACATATA------------GGACCAGGACAAGTA---TTC------TATAGGACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AGATGGAATAAAACTTTAGAAGGGGTAGCTAACAAATTAAAG---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACCTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATAAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACCAGATATAC---
ACATTGCTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGGTAGTAGGAGGGCTAATAGGTTTAAGAATAATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MG989566 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTACATTGCTCCAAGTGGAATGGCACCAAGTGGACCAACAACAATAACATAACCA
TA-----------------------------------------------------------------------
-------------------------AACAATAGCTCTATCGGAAATATAACAGATGAAGTAAAA---
AATTGTACTTTTAATATGACCACAGAGATAAGA---------------------------
GACAAGAAGCATAAGGTCCATGCACTG---TTTTATAAGCTTGATATAGTACCAATTGACAAC----------
-------------------------------------------------------------------------
----------
AGTAACAATAGTGATAGTGGTGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTTAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCCTACAACAATACAAGAAAA-----
-AGTGTACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAGTGGAATAAAACTTTAAAAATGGTAGCTGAAAAATTAAGA---------------GAGCACTTTAAA----
-----------------------------------AATAAAACAATAATCTTTGAA------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGAATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAAAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTATACAAACCAAATATAT---



CAGTTGCTTACAGAATCACAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTGGAATTGGATAAGTGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTCTCGCTATTTCTTTGTTTGATGCCATAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGCGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG989569 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGTT---
ACCACCCTATTTTGTGCATCAGATGCCCAAGCACATAGTCCAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAACTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTACTGATGCTACAGGTGCAACCAGTAACAGTACA-------------
-------------------------------------------------------------------------
-------------------------------------------------------GAAATAAAA---
AACTGTACTTTTAACATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGACATAGTACCAATTGAAGAG----------
-------------------------------------------------------------------------
-------------
AATAATAGTAGTAATAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCAATTTTTAAGT
GTAAT---GATAAGAATTTCACT------GGGATGGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCTAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAATTGTACCAGACCCAACAATAATACAAGAACA-----
-GGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAA------
---------ATAATAGGAGATATA------------AAAAACGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAAGTAGCTAGAAAACTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCTGCAGGAGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AACAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGACAGACTGG---GAGAGAGAAATTAGCAATTATACAAGCCAAATATAT---
ACCATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTCTATGACGCTACAGCAATAGCAACAGCAGAT---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>KU230422 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATTCGACAGAG---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACGGAT---
CCCAACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACCCTAACCAATGCCAACTCAACC-------------
-------------------------------------------------------------------------
----------------------AATGGCCCCGAAACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAAG---------------------------
GATAAGAAGCAGATGGTCTATGCACTT---TTTTATAGGCTTGATATAGTACAAATTGAAGCTAAG-------



-------------------------------------------------------------------------
----------------------
AATAATAGTGAGTATAGGCTGATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GAGAAAAAGTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAGAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTTTAACAATACAAGAAAA-----
-AGTACACGTATA------------GGGCCAGGACAGGTA---TTT------TATAGAACAGAAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATGAAACGTTAAAAAGGGTAGCTCAAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAATCTTTAAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCACTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAGAACAAATATAT---
GAGCTACTTATAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTTTATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATCTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAATAGTACAGAGAGCTTGGAGAGGC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCAA---TAA 
>KY580673 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTAATAAT----------------------------------------
-------------------------------------------------------------------------
-------------------------------ACTAGATTGGAAAATAATACAACAGAAGTAAAA---
AACTGTTCTTTTAATGTGACCACAGAAATAAAT---------------------------
AATAAGAAGAATAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTAAAAATGAATGATGAGCAAAAT-
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTARAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTACAACTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTATCAGACCCGCCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGAAAAGTA---TTC------TATAATAGAGAA---------
---------GTAATAGGAGATATA------------AAGCAAGCACATTGT---AAGGTTAATGGAACA---
CAATGGTATAAAGTTTTAAATCAGGTAGCTGGAGAATTAGAA---------------AAACACTTTAAT----
-----------------------------------GGGAAGAACATAACCTTTCAA------
CCAGCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTCCTGTGCCCTGGAACAAAACCTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGACTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATCATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTAGTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGCG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JN388156 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCAACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATACTATTACTGTTAGGAATATTACTATCTCT----------
-------------------------------------------------------------------------
-------------------------GCTACTTGGCCCAATAGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATGTAACCACAGCAATAAGA---------------------------
GATAAAAAGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATAGAAAATGAAAATAAT-
-------------------------------------------------------------------------
----------
GAGACTAGTAATGAGACTGGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGATAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTATAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-AGTATAAATATA------------GGACCAGGACAAGTA---CTC------TATAAAACAGGAGCC------
---------ATAATAGGAGATATA------------AGGAGAGCATTTTGT---GAGATTAATGGAACA---
AAATGGAATGCAACTTTAAAACAGGTAGCTGAAAAATTAAGA---------------AATCACTTT-------
-----------------------------------
AATAAAACAATAGTCTTTCAACCTCAACCAGCCTCAGGAGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGCCCTAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAACAGGATTTGTTGCAATTGGATCACTGGGCAAGTCTGTGGAATTGGTTTGGCATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KP109513 
GCA---ACA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACACGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACCTTAAACTGTACCAGTGCTACTGTGACCAATTACACCAAAGTAAAT----------
-------------------------------------------------------------------------
----------------------GACACCTCTGATATAATAGGAAATATAACAGATGATGTAAGA---
AACTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAAGGTCTATGCACTT---TTTTATAAACTTGATATAGTACCAATTGATGATAGTAGTAAT-
-------------------------------------------------------------------------
----------



AATGGTAGTAGTAATTTTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAGAT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACTTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGACCTTCCAACAATACAAGAACA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AATATTAGTGGAGCA---
CAATGGCATAAAGTTTTAGGACGGGTAGCTAACAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAGTCTTTAAA------
CCATCCTCAGGAGGAGATCCAGAGATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCCTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAACTACACAAGCCAAATATAT---
GACATACTTACAATATCACAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTATTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTGATGCCACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCCAGAAGAATCAGACAGGGTTTAGAAAGAGCTTTGCTA---TAA 
>MG989570 
GCC---TCA------------------------------------------
GACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCACTGCTAACTTGAATGCTACCATGACTAAT-------------
-------------------------------------------------------------------------
----------------------------ATAACCAATTTAGGAAATATAACAGAGGAAGTAAGA---
AACTGCACTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGCGAGTCCATGCACTT---TTTTATAAGCTTGATATAGTAGAAATGGATAGC----------
-------------------------------------------------------------------------
----------------
AAAAGTAATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGCTTTTAAAAT
GTAAT---GATAAGAATTTCACT------GGGATAGGACTATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCAGAAAATCTCACAGATAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGCACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACGCATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATCATAGGAGACATA------------AGGAAAGCATACTGT---GAAATTAATGGAACA---
AAATGGTTTAAAGTCTTAAAACAGGTAAAAGAAAAATTAGGA---------------GAGCACTTTAAG----
-----------------------------------AATAAGTCAATAACCTTTCAA------
CCACCCTCGGGAGGAGATCTAGAAGTTACA---ATGCTTCATTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGC-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGATACAGTGG---GAGAGAGAAATTAACAATTACACAAACCACATATAT---
GAAATACTTACAGACGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGCTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------



TTGTCTTTCGCTGTCTCTTTGCTTAATGCTACAGCAATAGCAACAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MG989495 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGCAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAGATACCAATGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCATTGCTGAATTGAATGAGACCGAAACCGAT-------------
-------------------------------------------------------------------------
-------------------------AGCTCTGCCAGACTAGGAAATATGACAGATGAAGTGAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATATGCTTGATATAGTACAAATGGATAAC----------
-------------------------------------------------------------------------
----------
AGTAAGAATCAGAGTTGGAGTGAGTATAGGTTGATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAGGAATTTCACT------GGGACAGGGACATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAACAGAA---GAG------------
ATAATAATCAGCTCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAG----
-----------GAACCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATACGAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTA------TATAGAACAGATGCA------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAGTGGAATGAAACTTTAGAACAGGTAAAGGAAAAATTAAAA---------------CAGCAAGTT-------
-----------------------------------AATCAGACAATAATCTTTCAA------
CCTCCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGA------
AATATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATTT---
GAGATACTTACGGAATCGCAGATCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>MG989510 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCCTCTTTTGTGCATCAGATGCCAAAGCACAAAAGTCAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAACTGTACTACAGTCAAAGTCTCAAATGTCTCAAATGTG-------------
-------------------------------------------------------------------------
-------------------GTGAATTTCACTTTCATTAACGGAAGTCAAACAGATGAGATAAGA---
AACTGTTCTTTTAATACGACCACAGAACTAAGA---------------------------
GATAAGAAGAAGCAGGTCTATGCCCTT---TTTTATAACCTTGATATAGTACCAATGGGAAAT----------
-------------------------------------------------------------------------
----------------
GAGGCTAATGGTACTACATATAGGTTAATAAATTGTAATACTTCAGCCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGTTATTAAAAT
GTAAT---GAGAAAAATTTTAAT------GGGACAGGGCCATGTACAAAT-----------------------



-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAGACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCACATGTACCAGACCCTCCAACAACACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGACAAATA---TTC---TACTATAGACCAGGAGAT------
---------GTAATAGGGGATATA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAAAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATTGCCTTTAAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCA---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGCAGTAGCGGGA---
TGGACAGATAGGGTTATAGAAGCAGCACAAACAGTTTGGAGAGGC----------------------------
--------ATCATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCATTGCAA---TAA 
>MG989582 
GCC---TTA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCAGAC---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCAGGAGGATGTA---
ACCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAACTTGTTCCAATATAATCAATAACACAGATGCAAAGAAT-------------
-------------------------------------------------------------------------
----------------------------------------------------------------------
TGTACTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAAAAGCAGAAGGTCTCTGCACTT---TTTTATAAGCTTGATATAGTGCAAATTGAAGGT----------
-------------------------------------------------------------------------
----
AGTAGTAACAATAGTGGGAATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGCTATGCGATTTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACACGGAATTAAGCCAGTGGTATCAACT---
CACTTGCTGTTAAATGGTAGTTTAGCTGAAGAAGAA------------
ATAATAATCAGCTCTGAAAATCTCACAAACAAT---------GCCAAAAGCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCGGGAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGGCAAGTATTATTC------TATAGATCAGGAGAC------
---------ATAATAGGAAATATA------------AGAAGAGCATATTGT---GAGGTTAATGGAACA---
GAATGGAATAAAATTTTAAATCAGACAGCTGGAAAATTAAAA---------------GAGCTCTTTCCT----
-----------------------------------AATAAGACAATAGACTTCGAA------
CCACCCTCAGGAGGAGATCCAGAAATCACA---CTGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACCTCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCCTTTGAAGAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAGATTAGCAATTACACAAACACAATATAT---
GGGCTACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTATCTCTCGCTATTTCTTTACTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 



>MG989516 
GCC---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAACGCACAGGAAACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCGCAAGAACTACACCTGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAGAGAGGCTAATTTGACCAAGGCTAATTTGACCAGTGTCACGACCA
CATCC--------------------------------------------------------------------
-------------------------CCAATCCCTGGCCTAGAAAATGTAACAAATGAAATAAAA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAGGAAGCAGAAAGTCCATGCACTT---TTTTATAGGCTTGATATAGTATCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCGTTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGCTATGTGATTTTAAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATATCTCAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAAACTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAACA---TTC------TTTAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AATAAAACAATAATCTTTAAA---
CCACCCATCTCAGGAGGAGATCTAGAAGTTATA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAGAGGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAAGCATATGCACAACTGCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGCAGAGATCTGG------GAC------
AACATGACATGGACACAATGG---GAAAGAGAAATTAGCAATTACACAGACCACATATAT---
CAGATACTTACAGATTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTCTCGCTATTTCTTTGCTTGATACTATAGCAGTAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG989590 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCGGAA---
ACTACCCTATTTTGTGCATCAGATGCTAAGGCACATAGCACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGRTCAAAGTCTA---AAGCCATGTGTAAGATTG---
ACTCCTCTCTGTGTTACTTTAAACTGTACCGATGCTAAATTCCCTAACTTCAATAAAAGTAATGAAAACAGTA
AG-----------------------------------------------------------------------
-------------------------GACACTGGCAACCTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGGCCACAGAAGTAAAA---------------------------
GATAAGAAGAAGCAGTTCTACTCACTT---TTTTATACGCTTGATATAGTACAAATGGAAGGT----------
-------------------------------------------------------------------------
----------------
GATAATAATAATACTACATATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAA---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCTAAAATCATAATAGTACAC----------



----------------TGTAGAA---------ATCGATTGTACTRGACCCTCCAACAATACAAGAACA-----
-AGTACACCTATG------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---AAGGTTAATGGAACA---
AAATGGAATGAAGTTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAATACTTT-------
-----------------------------------AATAAGACAATAGAGTTTCAC------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAAGTCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACAACACTTGGAGT-----------------
-------------------------AAAAATAAATCTTATGAGGATATTTGG------GAC------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAGATATAATATAT---
GGGATACTCACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACATGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATATCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MG989525 
GCT---GAA------------------------------------------
GACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATACAACTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAGATTGTTCCGCTGAATTGACAGAAGTCAATCCCACAAAGGTCAAT-------
-------------------------------------------------------------------------
----------------------GACAGTATAGAAAATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGG---------------------------
GATAGGAAGCAGCAGGTTTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------
AGTAGGGATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAACCAGTGGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAGC---------ATCACATGTATCAGACCCTCCAACAATACAAGAGCA-----
-AGTACACGTATA------------GGACCAGGACAAGTA---TTT------TATAGAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGGAAAGCATATTGT---AAAGTTAATGAAACA---
AAATGGAAGAAAACTTTAAAACAGGTAGCTGCAAAATTAAAA---------------GAGCACTTTGGT----
-----------------------------------AATAAGACAATAGTTTTCCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAGATCATCTGCACCACCTCTGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTCATGATGAGATTTGG---------------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCAGAATATAT---
GACATACTTATRGAATCGCAGAATCAACAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTCTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCTATTTCTTTGTTTGATGCTACAGCAATAACAGTAGGGGGG---
TGGACAGATAGGGTGATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGGATCAGACAGGGATTCGAAAGGGCTTTGGTA---TAA 
>MG989602 
GCC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAA---



ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAACTACCCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAGATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCTCTGCTAAATTCAATAACTCTAGCAAA----------------
-------------------------------------------------------------------------
-------------------------GACACAGACCAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGTAATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTACAAGCTTGATATAGTACCAATTAATGAA----------
-------------------------------------------------------------------------
----------------
GATAACAATAATGTTAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTAACATTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAGA---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCTACAACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGCA---TTT------TATAGGACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGGGCACATTGT---CAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGGAAAATTGAGA---------------GAGCACTTT-------
-----------------------------------AATCAGACAATAATCTTCAAA------
CCACCCTCAGGGGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACATAATATAT---
GAAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAACTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCTCAAAGAGCTGGGAGAGCA----------------------------
--------ATTCTCCATATA------CCCAGGAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MG989542 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGACGCAAAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAARGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCATTACTTTAAATTGTACCGCTGCTAATTTGACCAAGAGCAATGGTACTACCAATAATACTA
CC-----------------------------------------------------------------------
----------------------AAGGAGACTGCTTCCTTGGGAAATATGACAGATGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAGCTAAGA---------------------------
GACAAAAAGCAGAAATTTTATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAAATAAG-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAGTATAGGCTAATAAATTGTAATACCTCAGTCATTAAGCAG---
ACTTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCCTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAGTTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAG------------
ATAATAATAAGATCTGAAAATCTTACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGGGAC------
---------ATAATAGGAGATATA------------AGAATGGCATTTTGT---GAGGTTAATGGAACA---



GAATGGAATGAAACTTTAGAACAGGTATCTGGAAAATTAAGA---------------GAGTACTTT-------
-----------------------------------AATAAGACAATAATATTTCAA------
CCACACTCGGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------GAC------
AGCATGACATGGATAGAAYGG---GAGAGAGAAATTAGCAATTACACAACCCAAATATAT---
GAGATACTTACAGAGTCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAATAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTTTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG989544 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTCTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACGGCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACGTTAACTTGTACCAATGCTAATTTAACCAATAATGTGACCCTGGCCTCTAAC----
-------------------------------------------------------------------------
----------------------CTGACAGAAAATAAAATAGGTAATGTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAAAGGCAGCAGATCTCTGCGCTT---TTCTATAGGCTTGATTTAGTAAAAATGGGAGAAAAT-------
-------------------------------------------------------------------------
----------------------
AATTCTACTGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GCAAT---GATAAGAATTTCAAT------GGGACAGGGCCTTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------CAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AAGATTAATAGAACA---
ACATGGAACACAGTGTTAAGACAGGTAGCTAGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATACAGTTTCAA------
CCACACTCAGGAGGAGATCTGGAAATTACA---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGGGAAATTAGCAATTACACACAAACAATATAT---
AACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAACTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTATGGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAAGAGTAGCGGGG---
TGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAACTTTGCTA---TAA 
>MG989565 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATTATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGCGGTTA---
ACTCCTCTCTGTGTTACTTTAACTTGTGCTGAAGCTAATCTGAAAACCAATGACAATACAAATACCACCGTTA
GCATAGGAAAT--------------------------------------------------------------
-------------------------ACCACCATTAACATAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACTGCAGAAGTAAAA---------------------------
GATAAGAAACATAAGGTCTATGCACTG---TTTTATAAGCTTGATATAGTAAAAGTAGAAGCT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTACTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGAACATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAGAATCTTACAGACAAT---------GCCAAAACTATAATAGTGAGCCTTAAT----
-----------AAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAACACAAGAGAA-----
-AGTACACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---TTGGTTAATGGAACA---
AAATGGAATAAAATTTTAAATCAGACAGCTGAAGAATTAAAA---------------AAGCACTTTAAG----
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACCCTCAGGAGGAGATATAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGTTAATGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAGATTAGCAATTACACAAAAACAATATAT---
GAGCTACTTGCAGAATCACAGATCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGACGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCGGGGAGAGCC----------------------------
--------ATCTTACACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>KU230421 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCGGAT---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCACATAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTCACTTTAAAGTGTAGCGATGCTAATTTGAATGGCAATAATGCGACT-------------
-------------------------------------------------------------------------
----------------AGGGATAACAACACAAATAATATAAATAACCTAGGAGATGAAGTAAGA---
AACTGTTCTTTTAATGCGAGCACAGAAATAAGA---------------------------
GGTAAGAAGCAGCAGGGCTATGCACTT---TTTTATAAACTTGATATAGTAACAATTAATAATAACAGCAGT-
-------------------------------------------------------------------------
-------
GGTAATAACAATAGCAATAGTAATGAGTATAGGTTAATAAATTGCAACACTTCAGAGATTAGGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGTTATGCGCTTTTGAAGT
GTAAT---GAGAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTCTCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCGGTAGAA---------ATTAAGTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGGGCC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAAAGAGGTAGCTAAAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACCACACTTGGAGT-----------------
----------------------------AACAGATCTTTTGAAGAAATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATCACACAAACCATATATAT---
AAGATACTTACGGAATCGCAGATCCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTTGAAATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGGAGTAGTACAAGCAGCTGGGAGAGCC----------------------------
--------GTCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KU230425 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACC---TATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATATACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGCTGTGTTGAATGGAACCATTGACAATAAAACC-------
-------------------------------------------------------------------------
-------------------------ATTGCCCAAAATCTCCAAAATCTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
-------------
AGTAATAAGAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------CAATCGGTAGAA---------ATCAATTGCACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGAAAGCATATTGT---GAAATTAATGAAACA---
AAATGGAATGAAGTTTTAAAACAGGTAGCTGAAAAATTAGGA---------------AAACACTTTCCT----
-----------------------------------AATAAGACAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAGATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTGAAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTAACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAACTGGATCAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGGTTTTGCTA---TAA 
>KY580697 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAG---
ACCACCCTGTTCTGTGCATCAGATGCCAGAGGACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACTCCTCTCTGTGTTACTTTACATTGTACTGATTTTATTAATAGT----------------------------



-------------------------------------------------------------------------
-------------------------------------ACAGTAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAAGTCTATGCACTT---TTTTATAAGCTTGATCTAGTGTCAATCAATAAG----------
-------------------------------------------------------------------------
----------
AATAGTAGTGAGAATAGTAGTGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAAAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTTCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATCTTACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAATAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGCC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGTGACA---
AAATGGTATGGAGTTTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGCACAATAGTATTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AGAAATGAGAAGGAGTTGTTGGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCT------
GTGTCTCTAGCTATTTCTTTGCTTGATACTGCAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGGC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTGCTA---TAA 
>MK116905 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTACTTTGGACTGGGGCAATGACATGACCTATAGCACAA
CCAAGATCCCT--------------------------------------------------------------
-------------------------------GCCACAATAGGAAATCTAACAAATGAAGTAAGT---
AACTGTTCTTTTAATATGACTACAGAACTAAGA---------------------------
GATAAGCAGCAGAAAGCCTATGCACTT---
TTCTATAGGCTTGATATAGAACAAATTGGAAGTAAGAATAATAGT----------------------------
-----------------------------------------------------
AATGGTAATAAGAATTATGCTAATTATAGGTTAATAAATTGTAATACTTCAGTAGTTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAC------GGAACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAGTTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATAAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATTTT------------GGACCAGGACAAGCA---TTA------TATAGAACAGGGGAA------
---------ATAACAGGAAATATA------------AGACAAGCATATTGT---CTGATTAATGGAACA---
ATATGGAAGGAAACTTTAAGACGGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTAAA---
CCACCATCCCCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AGTAAATCTTTTGAAGAGATTTGG------GAC------



AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTATAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGTAGTAGCAGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MF957351 
GCC---TCA------------------------------------------
AACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACTATATGGTAGAGCAGATGCAGGAGGACGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGAGATCAATGTAAATGTGACCAATATGAACGCAACCACT-
-------------------------------------------------------------------------
-------------------------GGCCTTCCAACAGTAGGAAATATAACAGATGAAATGAAA---
AACTGCTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GACAAGAAGCAGAAGGTATATGCACTT---TTTTATAAGCTTGACATAGTGCCAATTGATAAT----------
-------------------------------------------------------------------------
----------
AGGAATAATAGTAATAATAGTGAATATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAAGTTCGAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCTAACAACAATACAAGAAAA-----
-GGTACACATATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGAAAAGCATTTTGT---GAGATTAATGGAACA---
AAATGGAATAATACTTTAGCACGGGTAGCTAAAAAATTAAAA---------------AATTACTTT-------
-----------------------------------AATAAGACAATAGAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGACTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCAAATATAT---
GCTATACTTGCAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTACTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGCTTATAGAAGTAATACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>JN388140 
GCT---TCA------------------------------------------
AACAACTTGTGGGTTACAGTGTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGTTAACGTGGTGAACAAAACCCATATCAATATAACCAAT-
-------------------------------------------------------------------------
-------------GACAAGGACATAAATAATGTCCATATAAAAAATATAACAGATGAAGTACAA---
AACTGTACTTTTAATATGACTACAGAACTAAGA---------------------------



GATAAGAAGCAGAAGGTCTATGCACTT---
TTTTATATGCTTGATATAGTACCAATAGGAAATAATGTTAATAGG----------------------------
-----------------------------------------
AGTAATAGTAGTAGTAATAGTAGTGAGTATAGGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGC
AG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAG------------
ATAATAATCAAATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGCA---------ATCAAGTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATCCCTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AAGGTTAATGGAACA---
AACTGGAATAAAGTGTTAAAACAAGTAAAAGGAAAATTAAAA---------------GAGCTCTATACT----
-----------------------------------AATAATACAATAGAATTTCAA------
CAACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTGTTTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTTCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AGTAAAACTCTTGATCAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCACAGGGCCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTATCTTTGTTTGATGCTTTAGCAATAACAGTAGCGGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTCGAAAGGGCTTTGCTA---TAA 
>MG989498 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACTTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAATTGTACCCAAGCTAGGCTGACCAGCAACAGAACCCACTTTAAT-------
-------------------------------------------------------------------------
----------------------GATACCATAGGAAACATAGGAAACATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACTACAGAAGTAAGA---------------------------
GATAGGCAGCAGAAGGTCTATGCACTT---TTTTATATGCTTGATATAGTACCAATTGGAGAG----------
-------------------------------------------------------------------------
-------
AGCAATAATAGTAGCAATCATAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGAAGTTTAGCAGAAGAGAAG------------
ATAATAATCAGATCTGAAAATATTACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAAACTGTAGAA---------ATCAACTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---GAGATTAATGGAGCA---
AAATGGTTTACAATTTTAAAACAGGTAACTGAAGAATTAAAA---------------GAGCATTTTAAC----
-----------------------------------AATAAGACAATACAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATATTT---
GAGCTAATTACAGAATCGCAGAACCAGCAGGAG----------------------------------------



-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAATCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATTTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MG989523 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---CGAGATGCAGAG---
ACTACCCTCTTTTGTGCATCAGATGCCAAGGCACAGAAGGAAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGTTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------GTGTGGAAAAATAACATGGTAGAGCAAATGCAGGAAGATGTA---
ATCAGTCTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAATTGTACCAATGCTAATATGACCAATAGCACTACC----------------
-------------------------------------------------------------------------
-------------------------CCAACCGATGGCTCTGAAATAGAAACGGATGAAGTAAAA---
AACTGTACTTTTAATGTGACCACAGAACTACAA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTACAAGCTTGATGTAGTACAAATGGATAAT----------
-------------------------------------------------------------------------
-------------------------
ACAACAAATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATGTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------CAGTCAGTAAGA---------ATCAATTGTACCAGACCCTTCAACATTACAAGAACA-----
-AGGATAACTACA------------GGACCAGGACGAGTA---TAC------TATAGAACAGGAGAA------
---------GTAATAGGAGATATA------------AGGAGAGCATTTTGT---GTAATTAATGGAACA---
GAATGGAGTAAAGTTTTAAAACAGGTAACTGGAAAATTAAAA---------------GGGCACTTTAAC----
-----------------------------------AATACAAATATAACCTATCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACATTTCACTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTAATGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGACATTTGG------GAA------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAC---
CAGATACTTACAGATTCGCAAACCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGCATTGGATCAATGGGCAAATCTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MG989531 
GCC---TCA------------------------------------------
AACGACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATACCCCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTACAGTTA---
ACTCCTCTCTGCATTACTCTAAATTGTACTGATGCTAATGTGACCAAGGGCAATAACACGGCCTCC-------
-------------------------------------------------------------------------
-------------------------AATGTAAATATAACAGGTGAAATAAAAGAGGATATAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTGCCAATTAAAGATAGTAATGAA-
-------------------------------------------------------------------------



-------------
GATAGTAATATAAGTAGTGAATATAGGTTAATACATTGTAATACTTCAACCRTTAGGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTTAAGT
GTAGA---GATAGGAATTTCAAT------GGGACAGGGCCATGTGAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAGGAAGAT------------
ATAATAATCAGGTCTGAAGATCTCACAAATAAT---------GCCAAAACCATAATAGTGCACTTTAAT----
-----------AAACCTGTAAAA---------ATCAATTGTACCAGACCCTACAACAATACAAGAACA-----
-AGTATTTCTATA------------GGACCAGGACAAGCA---TTC------TTTAAAACAGGAGAC------
---------GTAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATTAATGGAACG---
GAATGGAATGAAACTTTAGCACAGGTAGTTATAAAATTAAGA---------------GAACACTTTAAG----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCACAGGAGGAGATTTAGAAGTTACC---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAGGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGGAGAAATTTGG------AAC------
AATATGACATGGGTACAATGG---GAGAGAGAAATTAGCAATTACACAACACAAATATAT---
GATATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AGGAACGAAAAGGAATTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG989619 
GCC---TTA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAGAAAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTACATTGTACCGAGTACAAAACCAACATAAACATAACCAAT-------------
-------------------------------------------------------------------------
----------------------------GGCTCTCCAGACGGAAACATAACAGATGAAGTGAAA---
AACTGTACTTTTAATATGACCACAGTAATACAA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAACTTGATATAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
-------
AATAACAGTAGTAATAATAGTAGAGAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGCTATGCGATTTTAAAGT
GTAAT---GAAAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAGGA---------ATCAATTGTACCAGACCCTCCAACAATACAAGGAGA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ACAATTAATGGGACA---
AAGTGGAATAAAACTTTAGAACAGGTAGCAGGAAAATTAAAA---------------GAGTACTTT-------
-----------------------------------AATAAGTCAATAGTCTTTAAG------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGTTGAAGACATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACCAAATATAT---
GAGTTGCTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTATTAGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAGCAGTAGCTGAG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGTAGCTGGAAGAGCC----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTACTA---TAG 
>MG989501 
GCC---TTA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATGCTCCTGGCA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAGAAATAGCATGGCAGAACAAATGCAGGAAGATGTA---
ATCAGTCTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTATACTGTACCGATGCTAACCTCACTAATGCCAATCTCAATGGT----------
-------------------------------------------------------------------------
-------------AGTTGGGTCAATGCAACCGCGAGCCCTGGAAATATAACAGATGACATAAGA---
AATTGTACTTTTAATATGACCACAGAAATAATA---------------------------
GATAAGAAGCAGAAGTTTCATGCACTG---TTCTATAAGCTTGATATAGTACCAATTAATGGAGAT-------
-------------------------------------------------------------------------
----------------
AGTAATAGTAGTAATGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTTGCAGAAGGAGAG------------
ATAATAATCAAATCTAAAAATATCACAGACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AGATCTATAGAA---------ATCAATTGTACCAGACCCGCCAACAACACAAGAACA-----
-AGTATATCTATA------------GGACCAGGACAAGTA---TTC------TATCAAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAGAGCATTTTGT---GGAATTAATGGAACA---
GCATGGTATAAAGTTTTAGGACAGGTAGCTGGAGAATTAAAA---------------AAGCACTTTATT----
-----------------------------------
AATAAGAATATAACCTTTAAACCACAATCACCCTCAGGAGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACCTGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCTCATATAT---
GAGATACTTACAGACTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTGTTAGAATTAAATAAATGGGCAAGCCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATGTTTATAATGATAGTAGGAGGACTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCCTTGTTTGATGCTTTTGCAGTAACAGTAGCAGGG---
TGGACAGATAGAATTATAGAAGCAGCACAAAGAATTGGGAGAGCC----------------------------
--------ATCCTCCACATA------CCCAGAAGAATCAGACAGGGCCTTGAAAGGGCTTTGCAA---TAA 
>MF957508 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTACATGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAACTTGTACCAATGCTAATGTCACTGGCACTATGTCCAAT-------------
-------------------------------------------------------------------------
----------------------------GACACTAGAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATGTGACCACAGAACTACAA---------------------------
GATAAGAAGAAGAAGGTCTCTGCACTT---TTTTATAAGCTTGATATAGTACAAATGGACAGT----------
-------------------------------------------------------------------------
----------------
AATAATAATAGTACTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAACAG---



GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCAGTAGAA---------ATCAATTGTACCAGACCCTCCAACAACACAAGAAGA-----
-GGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGCAAGCATATTGT---GAAATTAATGGAACA---
GCATGGTATGAAGTGTTAACAAAGGTAAAAGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAAGTATAATCTTTCAA---
CCACCATACAAAGGAGGAGATCTGGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGAGATTTGG------GGA------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCAGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAGAGAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGGCAGGGCTTAGAAAGGATTTTGCTA---TAA 
>MF957603 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAATTATACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAAGAGGATGTC---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAACTGCAGTAATGAAGTTAAAGTGAACAAAGCCAGTTACACC----------
-------------------------------------------------------------------------
----------------------------AACGGCCCTATAGGAAATATAACAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATGAGA---------------------------
GATAAGCAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTAAAAAATGATAAT----------
-------------------------------------------------------------------------
----------------------------
GATAGTTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCTATGTAATAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTATTAAATGGCAGTCTAGCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------CAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTATAAGGATA------------GCACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGAAAAATTAAAA---------------GAACACTTTAAG----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCGCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGCACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGACATTTGG------AAA------
AACATGACATGGACACAATGG---GAGAAAGAAATTAGCAATTACACAGAGCAAATATAT---
GATATACTTACTGACTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAACAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGCG---



TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>MF957553 
GCT---TCA------------------------------------------
GACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTGTTTTGTGCATCAGATGCTAAAGCACAAGAGGCAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGCGTTACTTTAAATTGTACCACTGCTAACTTGACCAATGTCTCTAACATCTCTAAC-------
-------------------------------------------------------------------------
----------------------CCAACCAATGTCAATGACTTAAATATGACAGATGAGGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAACAGAAGGCATATGCACTC---TTTTATAGGCTTGATATAGTACCAATGGGTAAT----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTGAGTATAGGCTAATAAATTGTAATACTTCAGTTATTAAACAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATAAGGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATCAAATCTGAAAATATTACAAATAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
CAATGGAATGAAACTTTAAAGCAAGTATCTAAAAAATTACAA---------------GAGCATTTTAAT----
--------------------------------GATAATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGC------
AACATGACATGGATACAATGG---GAGAAAGAAATTAACAATTACACAGACCAAATATAT---
CAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGCCATAACCAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCC---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAGTACAAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTCCAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTTCACATA------CCTAGAAGAATTAGACAAGGCCTTGAAAGGACTTTGCTA---TAA 
>MG989552 
GCC------------------------------------------------
AATGATTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACTCTGTTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAAAATGGTAGAACAAATGCAGGAAGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACCTTAACCTGTAGCAATAATGTTACTGTGAACAGTAATAGAACTATG----------
-------------------------------------------------------------------------
-------------ACCCAGGGAAATTTCTCTGGAATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCATTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAACAAC----------
-------------------------------------------------------------------------
----------------
AATAACAACAATAGTGAGTATATATTAATAAATTGTAATACATCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATGTGAAATTCAAT------GGGACAGGGCCATGTAGCAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---



CAATTGCTGCTAAATGGCAGTCTAGCAAAAGGAGAG------------
ATAATGATCAGATCTGAAAATATCACAAATAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGCA-----
-AGTGTACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---GAAATTAATAGGACA---
CAATGGAGTGAAGTTTTAAAACAAGTAAAAGGAAAACTAAAA---------------GAGCTCTTTAAA----
-----------------------------------AATAAGAATATAAGCTTTAAC------
CAACCATCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------GAC------
AACATGACATGGGCAGAATGG---GACAGAGAAATTAGCAATTACACAGGCCAAATATAT---
CAAATACTTACAGAATCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTTTCGCTATTTCTTTGTTTGATACCGCAGCTATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTACACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG989563 
GCC---TCA---------------------------------------
AACAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGACCCAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTCCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGCGTACAGTTA---
ACTCCTCTCTGCGTCACTCTAAATTGTACCGAGGCTAAGGTTAACGCAACTGACCTCACTATCTCAGCCAAC-
-------------------------------------------------------------------------
-------------------------ATCTCTGAAGGGATTAAAAATATAACAGATGACATGAAA---
GACTGTTCTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGAAAGAGATCCATGCACTT---TTCTATAGGCTTGATATAGTGCCAATTAAGGAT----------
-------------------------------------------------------------------------
----
AACAGTAATAATAATGACAGTCATAGAGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCGTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTCAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTACCTATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAAGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AAGATTAATGGAACA---
AAATGGAATAAAACTGTAGATCAGGTAAAAGAAAAATTAAAA---------------GAGCTCTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGAACTTATGCTGAGATTTGG------GGA------
AACATGACATGGATAGAATGG---GAGAGAGAGATTGGCAATTACACAAACCAAATATAT---
GAGTTACTTACAGAAGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATCTGTTATCATTAGATCAATGGGCAAGCCTGTGGAATTGGTTTGATATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCCTTGTTTGATGCTACAGCAATAGCAGTTGCAGGG---
TGGACAGATAGGATTATAGAAATAGTACAAACAGTTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCATTGCTA---TAA 
>MG989574 



GCC---TCA------------------------------------------
CAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATGCAGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAGATGGCAGAACAGATGCAAGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTATTTTGAAGCCCAATAATACAACCAATGATACAAACA
AA-----------------------------------------------------------------------
-------------------------TACATAGACCAAATAGGAAATTTAACAGAAGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAAATAMGA---------------------------
GATAAGCAGAAGAAGGTTCATGCACTC---
TTTTATAAGCTTGATATAGTACCAATTAATAATGATGATGCAAAAAATATT----------------------
--------------------------------------------
AGTAATAATAATGATACAGAAAATATTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG-
--
GCTTGCCCAAAAGTAACCTTTGATCCAATTCCTATACACTATTGTACCCCAGCTGGTTTTGCGCTTTTAAAAT
GTAAT---GAGAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAGGACGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------GAGTCTGTAGGA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACGAGTA---TTT------TTTAGGACAGGAGAA------
---------ATAATAGGAGATATC------------AGGAGAGCATATTGT---ATGATTAATGCAACA---
AAATGGAATGAAACTTTAAGACAGGTAGTTGGAAAGTTAAAA---------------CAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTCCAA------
CCACCCTCTGGGGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAAATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGACATAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAGTTGTTAGAGTTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCRCCATTTCATTGTTCAATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAGCAGCACAAAGAACTGGGAGAGCA----------------------------
--------ATCCTCCATATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG989503 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGCATCTAGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTATGTGTTACTTTAAATTGTAGCAATGCTAATTTTACCAATGCCACTCAGATCTATCGCAATGACA
CA-----------------------------------------------------------------------
-------------------------ATAGGAACTACAATAGGAAATATAACAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGCAGGTTCATGCACTT---
TTTTATAAGCTTGATATAGTACCAACTGGGGATGATAAGAATAATGAT-------------------------
-----------------------------------------------------------------
ACTTATAGTACTTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTGAAGT
GTAAT---GATAAGAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACTATAATAGTGCATCTTAAT----



-----------GAATCAGTAATA---------ATCAACTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTACAATTATA------------GGACCAGGACAAGTA---CTC------TATAAAAAAGGGGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAACACTTTAAAACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAATATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAGAAGCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATAAAATTTGG------GGA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAGACCAAATATAT---
CAGATACTTACGGAGTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTCATAGAAGTAACACAAGCAGCTTGGAGAGCC----------------------------
--------CTTCTCCATATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGCTTTTGCTA---TAA 
>MG989511 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGG---AGAGATGCTAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCGCATGTGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGAAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAATTGTACCAAGGCTAATTTAACATCTACAACAAGCAGTAATTCATCCAAG-
-------------------------------------------------------------------------
----------------------GTTAATACCTCGGAGATAGGCAATCTAACAGAGGAAGTGAGA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTG---TTCTATAAGATTGATATAGTACAAATTGATGGT----------
-------------------------------------------------------------------------
-------------
AGTAATAATAGTAGTACTAAGTATAGGTTAATTAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGCTTTTGAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCAATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTTTAGCTGAAGAAGAG------------
ATAATAATCAGATCTGAAAATTTCACAAACAAT---------GCCAAAAACATAATAGTACACCTTAAT----
-----------AAATCTGTAGTA---------ATCAATTGTACCAGACCTTTCAACAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGACAAGTA---TTC------TTTGGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---GAGGTTAATGGAACA---
GAATGGAATAAAACTTTAACACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAACCTTCAAA------
CCATCCTCAGGAGGAGATCCAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAACAATTTTACAGACCAAATATAT---
ACAATACTTACAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACGGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTGATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATTAGACAGGGTCTCGAAAGGGCTTTATTA---TAA 
>MG989514 
GCT------------------------------------------------
GACAATTTGTGGGTTACAGTTTACTATGGGGTCCCTGTGTGG---AAAGATGCAAAT---



ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATTCGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAGTACACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAGGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGCTWTTGTCAACCCCATTAACACAAGAGAAAATGTAACA-
-------------------------------------------------------------------------
----------------------GATCCCACAATAGGAATAGGAAATATAACAGATGAAATAAGA---
AACTGCTCGTTTAAGATGACCACAATACTGAAA---------------------------
GACAAAAAGCAGCAGTTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAATGAG----------
-------------------------------------------------------------------------
----------------------
AGTGATAGTAGTTATAGGTTAATAAATTGTAATACTTCAACCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTGAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAC---------ATTATTTGTACCAGACCCTCTAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACAAGTA---TTC------TTTAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACGATTAATGGAACC---
AAATGGAATAGAGCTTTAGAACAGGTAGCTGAAAAACTAAAA---------------GAGTACTTT-------
-----------------------------------AATAAAACAATAAACTTTCGA------
CAGTCCGCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGCTCCTAAGTCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAACCCAAATATAT---
GACATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGACGTTGTTGGAGTTCGATAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCATTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAATAGCACAAGTAGTTTGGAGGGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG989519 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCAGAA---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACAGAGTCCAGAA---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAACTACAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAGTAGTGCTGAGATCAATGCCAATATAGCCAATGACACT-------
-------------------------------------------------------------------------
-------------------------ATCTCTGAAATAGTGGGAAATATAACAGATGATGTACAG---
AACTGTACTTTTAATATGACCACAGAACTAAAG---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGAGAA----------
-------------------------------------------------------------------------
----------------------
GGAAATAGTGAATATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCWATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTTAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATCAGATCTGAAAATATCACAAACAAT---------GCAAAGACCATAATAGTGCACCTTAAT----
-----------AGATCTGTAGAA---------ATCAATTGCACCAGACCCTCCAACAATACAAGAACA-----
-AGTACACGTATA------------GGACCAGGACAAGCA---TTC------TATCACACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGAGCATATTGT---GAGATTAATGCAACA---



AAATGGAATGAAACTATAAAACAGGTAGCTAGAAAATTGAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAATCTTTGAA------
CCACACTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTGGGGAGAGATTTGG------AAC------
AACATGACATGGGTGGAATGG---GAGAGAGAAATTAGCAATTACACAAGCATAATATTT---
GGGCTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAACAGGAATTGTTAACATTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGCGGGGGGT---
TGGACAGATAGGATTATAGAAGTAGCACACAGAGCTTGGAGAGCC----------------------------
--------GTTCTACACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG989594 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTGTTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGCTGATGCTAAGCTTAACTGGACCAGTAATGCTGACAAAATA----
-------------------------------------------------------------------------
-------------------------GAAAATATAACAGTAGGAAATTTAACAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTATCAATTAAAGGGGATAAT----
-------------------------------------------------------------------------
----------------
AATAATAGTGGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCGTTAAGCAG---
GCTTGTCCTAAGGTATCCTTTGATCCAATCCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTACAAACAAT---------ATTAAAAACATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTACACGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCACACTGT---AAGATTAATGGAACA---
AAATGGAAGGAAACTTTAAAACAGGTAGTTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATTATCTTTCAA------
CCACCCGCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAGATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAACAATTACACAAGCCAAATATAT---
GACCTACTTGCAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAATTGTTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAACAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTGGAAGAGCC----------------------------
--------ATCCTCCATATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MG989532 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAG---
ACCACCCTGTTTTGTGCATCAGATGCCAAGGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACGTATGGAA---------AATGTAACAGAAAATTTTGAC----------------



--------------------------ATGTGGAACAATTACATGGTAGAGCAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGTATA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACTTTAAATTGTACCAAGGCGATCATTGGCAAGAACACAACAACC-------------
-------------------------------------------------------------------------
----------------------CTGGGCAATAGCACAATAGGAAATATAACAGATGAAGAGAGA---
AACTGTTCTTTTGATGTAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGAAGGTCTATGCACTT---
TTTTATAAGCTTGATATAGTACAAATAAATAGTAGTAATATAGTTCAAATGAATAATAGTAATAATAGTAGTA
ATAGTAATAGTAAT------------
AGTAGTAATAGTAATAATAATAGTAGTAATAGTAGTGATAAGCAGGAGTATTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GAAAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGGTGAC------------
ATAATAATCAGATCTGAAAATATCTCAGATAAT---------GTCAAGACCATAATAGTGCACCTAAAT----
-----------GAATCTATATAC---------ATCAATTGTTCCAGACCCTCCAACAATACAAGAAAA-----
AAGTACAAATATA------------GGACCAGGACACGTATTATTC------TATAGGGCAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---AATGTTAGTGAATCA---
GCATGGAATAAAACTGTAGTACAAGTAAAAGAGAAATTGAAA---------------AAGTATTTT-------
-----------------------------------AATAGGACAATAGAGTTTAAA------
CCACATGCAGGAGGAGATCCAGAAATCACA---ACGCATCATTTTAATTGTAAGGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAGATTAGTAATTACACAGACCTAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAACAGTTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MG989507 
GCC---TCA------------------------------------------
AAAGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCTTCAGATGCCAAAGCACAGGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAAGTTGGACTTGACCACCAACATAACC----------
-------------------------------------------------------------------------
-------------------------AGTGTCCCTGGGATAGGAAATATAACAGATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAGGTCCATGCACTT---TTTTATAGGCTTGATCTAGTACAAATTGATAGT----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGATAAT---------GCCAAAACCATAATARTGCACCTTAAT----
-----------GAATCTGTACAC---------ATCAATTGCACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACACATA------------GGACCAGGGCAAACA---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAAATATA------------AGAAGTGCATATTGT---GAAATTAATGAAACA---
AAATGGTTTAAAGTTTTAAGACAGGTATCTAAAAAACTAAAA---------------GAGAACTTTGCT----
-----------------------------------AATAAGACAATAGAATTTCAA------



CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAACTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------AAC------
AACATGACATGGGTACAATGG---GAGAAAGAAATTAACAATTACACAACCCAAATATAT---
GATCTACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAGTAATTTTTGCT---
ATGCTTTCTATAGTA---------AATAGAATTAGGCAGGGATACTCACCT------
GTGTCTTCCGCTATTTCTTTGTTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAATAGTTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MG989588 
GCT---TCA------------------------------------------
GAGGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAG---
ACCACCCTATTTTGTGCCTCAGATGCCAAAGCATATGAAACAGAA---GTACACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACAAATGATA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATCCCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTG---AAACCATGTGTAAAATTA---
ACTCCCCTCTGTGTTACTTTAAATTGTACCGATGTCACTTTGACTAAGGTCAATAACACAAGC----------
-------------------------------------------------------------------------
----------------------GATGGCCCTAAAGGAGTAGGAAATATAACAGATGAAATAAGA---
AACTGTACTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCGGAAGGTCCAGGCACTT---TTTTATAGGCTTGATATAGTACAAATTGAACAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GAGAAGAACTTTACT------GGGAAAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAGAATATCACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAAAC---------ATCACTTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGGCAAGCA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGTGCCTATTGT---ATAGTTAATGAAACA---
GAATGGCATGAAACTTTAAAAGGGGTAGTTAACAAATTAAAG---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAAGCTTTCAA---
CAACCAGCCCCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTTCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATAATGAGATTTGG------AAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GACATACTTGCAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAGGAGTTGTTAGAATTGGACAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAATAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGTTGGAAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACATTGTTA---TAA 
>MG989589 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGG---AAAGATGCAGCT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---



ACCCCTCTCTGTGTTACTTTAAATTGTTCCAATATTAATAGCAATATAACAAACAATGGAACAACTGGTAAT-
-------------------------------------------------------------------------
-------------------------AACAGTACAACATACAATGGAACAACTGATGATGCAAAA---
AACTGTACTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAACAGCGGAAGGTCTCTGCAATT---TTTTATAAGCTTGATATAATGCAAATTGGAGAT----------
-------------------------------------------------------------------------
----------------
AGTAAGAATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATATATTATTGTACTCCTGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACACGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCTGAAGAAGAA------------
ATAGTAATCAGATCTGAAAATCTCACAGACAAT---------ACTAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTACCA---------ATCAATTGTACCAGACCCAACAACAATAGAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAGTG---TTC------TATGGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---GTGGTTAACGGAACA---
GAATGGTATACAGTTTTAAAACAGGTAACTGAAAAATTAGAAGAAAAA---TTAAAAGAGCACTTTATT----
-----------------------------------AATAAGACTATAGTCTTCCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGGGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACCTCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCCTTAGATGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGCAATTATACAGACCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGTCTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTACTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGATTATAGAAGTAACACAAAGAGCTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCCAGAAGAATCAGACAGGGAGCAGAAAGGGCTTTGCAA---TAA 
>MG989528 
GCC---ACA------------------------------------------
GATAAATTGTGGGTTACAATTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTC---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAACAATGCTACCTTCACTAACAAGAATGGTACAGATACTCCT----
-------------------------------------------------------------------------
-------------------------AGTAACTCTTCCATAGGAGATATTACAGATGAAATAAAA---
AACTGTACTTTTAATATGACCACAGAAGTAAGG---------------------------
GATAAGAAGAGGAAAGCCTATGCACTT---TTTTATAATCTTGATATAGTACAAATTGATAATGGT-------
-------------------------------------------------------------------------
----------------------------
AGTGAGTACAGATTAATAAATTGTAATACTTCAATCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGCACCCCAGCTGGTTTTGCGATTCTTAAGT
GTAAT---AATAAGAACTTTAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAATACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCGGTAAAA---------ATCAATTGCACCAGACCCTCCAACAACACAAGAACA-----
-AGTATAAGCATA------------GGACCAGGACAGACA---TTC------TATCAAACAGGAGAT------
---------ATAATAGGGGATATA------------AGGAAAGCATATTGT---GAAATCAATGAAACA---
GAATGGGTTAAAGTTTTAAGAAAAGTGAAGGAGAAATTAAAA---------------AGGCACTTTAAT----
-----------------------------------AATAAGACAATAGTATTTCAA------
CCACACTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTCACTTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------



----------------------------AATAAAACTTATGAAGATATTTGG------GGC------
AACATGACATGGGTACAATGG---GAGAAAGAAATTAACAATTACACAGGCCAAATATAT---
GAATTACTTGCAGAATCGCAGAATCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACAGTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGAGCTATAGAAATAGTACAAATAGTTTGGAGGGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGTTTTGCAA---TAA 
>MG989613 
GCC---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAAATGCAGGAGGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCTCTATTAAGGTGACCAATGTCAATAACACAAGAAATGACTCTA
TCACAATAGGT--------------------------------------------------------------
----------------------AATAACTCTATCACAATAGGTAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAGGAAGCAGGTCCATGCACTT---TTTTATATGCTTGATATAGTAGAAATGGAAAAG----------
-------------------------------------------------------------------------
----------------------
AATAGAAGTGAATATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCATCCAACAATACAAGAACA-----
-AGTATACATATA------------GGGCCAGGACAAGTA---TTC------TACCCAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAGGCATATTGT---ACGGTTAATGGAACA---
AAATGGAGTGAAGTATTAAGACAGGTGGCTAAAAAATTAGAA---------------GGGAGCTTTAAT----
-----------------------------------AATAAGAATATCAGCTTTCAG------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCTGGAACAACAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATCTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAACTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>MG989558 
GCC---GCA------------------------------------------
GAGGACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAAAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGAAA---------AATGTAACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTG---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTACAGCTA---
ACTCCTCTCTGCGTTACCTTAAATTGTACCCAT---
AATGTCAGTTTGACAGCCAATGCCACTTTCTCTAGCACAGAAGGAAATATGTCGGCA----------------
--------------------------------------------------



GCCAATGTCACTTTCTCTCGCACAGAAGGAAATATGTCAGAGGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAAATAATC---------------------------
GATAAGAAGCAACAAGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAGC----------
-------------------------------------------------------------------------
-------------
AATAATAACAAAAGTAGTGAGTACATATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGACCCAATTCCTATACATTATTGCGCTCCAGCTGGTTTTGCGATTCTTAAGT
GTAAT---AATAAGAACTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGATAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAAAAATGTAAGAGCA-----
-AGTGTACGCATA------------GGACCAGGACGAGTA---TTC------TATAAAACAGATGGA------
---------ATAGGAGGAGATATA------------AGRAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATAAAGTTTTAAAACAAGTAAAAGAGAAATTAGAA---------------GAGCACTTTACT----
-----------------------------------AATAAGACAGTGGAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGC-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAAAGAGAAATTAGCAATTACACAGACCAAATATAT---
GGGATACTTACAGAATCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAGTAGTTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MG989568 
ACC---TCA------------------------------------------
GAACGCTTGTGGGTTACAGTGTATTATGGGGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCGCAAGAACTAGACCTGAAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACTGATGCTACTATAAAGAATGGGGAAAAGGAAGATAACATAACC-
-------------------------------------------------------------------------
-------------------------ATGAAAGCTGACTTAAAAAATATAACAGAGGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAGCTAAGA---------------------------
GATAAGAAGCAGAAGGTATATGCACTT---TTTTATAAGCTTGATATAGTACAGATGGGAAAT----------
-------------------------------------------------------------------------
----------
AACAGTAACAGTAGCAGCGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAG---GATAAGGATTTCAAT------GGGACAGGGATGTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCGAGTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACAGGTA------------GGACCAGGACAAGTA---TTA------TATAGAACAGGAGAC------
---------ATAACAGGAAATATA------------AGACAAGCATATTGT---CTGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAAGTAGCTGAAAAATTAAAG---------------AAGCACTTT-------
-----------------------------------AATAGGACAATAATTTTTGAA------
CCACACTCAGGAGGAGATCTAGAAATTATA---AATCATCATTTTATTTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTACCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGGAAATTTGG------GAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAGGGCAAATATAT---



GAGGCAATTACAAAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTGTTGGAGTTGACTAAATGGACAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTATTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGCAGAGCT----------------------------
--------GTTCTTCACATA------CCAAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>U51189 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTATACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTGGACCAATGCTAATGTGACCAATGTCAAT----
-------------------------------------------------------------------------
-------------------AACAATGTCACTAACATAGTAGGAAATATAACAGAGGAAGTAAGA---
AACTGCTCTTTTAATATGACCACAGAACTAATA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAAGACAAATGAATAGT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTCAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCTACAATAAAAGAACA-----
-AGGACATCTATA------------GGACAAGGACGAGTA---CTC------TATAGAACAGGAGAC------
---------ATAACAGGAAATATA------------GGAAAACCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTTTTAAATCAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAGGAACATAAGCTTTCAG------
CCACCATCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGAAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGACTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTTTAGCAGTAGTGGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>U48264 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACACTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAACGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTAACTTGACCGATGTAACTGAAACAACC----------
-------------------------------------------------------------------------
----------------------AATGTCCCTAAAATAATAGGAAATGTAACAGATGAAGTAAGA---
AACTGTTCTTTTAAAATGACCACAGAACTAAGA---------------------------
GATAAGCAGCAACAGGACTATGCACTT---TTCTATAAGCTTGATATAGTACCAATTGAACAT----------



-------------------------------------------------------------------------
----------------
AAAAACAATAGTAGTGAGTATAGGTTAATAACTTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCGACAGGATGAGAACA-----
-CCTATGAGAATA------------GGACCAGGACGAGTA---TTC------TATAAAACAGGAAAC------
---------ATAATGGGAGATAGA------------AGAACAGCATACTGT---GAAATTAATGGAACA---
AAATGGAATAGAGTTTTAAAACAGGTAATGGGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATCAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>U48266 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAACGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAAAGCTAACTTTAACTTGACCAAGGTCGATAACACAACCAAGG
CC-----------------------------------------------------------------------
----------AATAACATAACCTATGTCTCTAACAAAATAGAAAATATGACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAATA---------------------------
GATAAGAAGAAGAAAGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAAAAAT-------
-------------------------------------------------------------------------
----------------
AGTAGTAATAGTAGTGAGTATATGTTAATAAATTGTAATTCTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTATCCTTTAATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GAAAAGAATTTCAAT------GGGTCAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCTCCAACAAGATAAGAACA-----
-AGTATGAGAATA------------GGACCAGGACGAGTA---TTC------CATAGAACAGGAGCC------
---------ATATTAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTAACTAAAAAATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------CAC------
AATATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>AF015919 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATAAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGAGGCAAAACCGGCCAATGTCACTAAAATAGCC----------
-------------------------------------------------------------------------
----------------------AATGTCTCTGACATAATAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAACATGACCACAGAACTAAAC---------------------------
GATAAGAAGCAGAAGGACCAGTCACTT---TTTTATAGGCTTGATATACTACCAATTGAATGT----------
-------------------------------------------------------------------------
----------------
GAAAAGAATAATAGTGAGTATAGGTTAATAAATTGTAATACTACAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GCAAT---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTCAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATGACTATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGAAACA---
GAATGGAATAAAACTTTAAAACAGGTAGTTGGAAAATTAAAA---------------GAGCATTTT-------
-----------------------------------AATAAGACAATAACCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTTAAGGATCAAAAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCAGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
GAGATACTTACAGCATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGCAGGAGGCTTAATAGGTTTAAGAATTATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCCGGGATACTCACCT------
TTGTCCTTCGCAATTTCTTTGTTTGATGCTTCAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTGATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGATTTTGCTA---TA- 
>AB032740 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGTCAATGCTACCAATGTCAGTAACACA-------------
-------------------------------------------------------------------------
-------------------------ACCGAAGCCCCAAACATAGTAGGAACAGATGAAGTAAAG---
AACTGTTCTTTTAATGTGACCACAGAACTAAGA---------------------------
GATAAAACGCAGCAGGTCCAGGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAGGT----------
-------------------------------------------------------------------------
-------------------
AATGATAGTGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---



GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAAAA---------ATCAATTGTACCAGACCAACCATATATAAAAAAAAG-----
-ACA---ACTATG------------GGACCAGCACGAGTA---TAC------CATAGAACGGGGGAT------
---------GTAATAGGAGATATA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGGA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCGTCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAT------
AAAATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAGCACAATATAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTGAAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATATCAAGATGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGTTATTTCTTTGCTTAATGCTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>AB032741 
GCC---TCA------------------------------------------
GACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGCTAACTTTACCAATTTTAACTTGACCAAGGCCGATAAC-
-------------------------------------------------------------------------
-------------ATGACCAATGTCTCTAACATAACCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGATCTAATA---------------------------
GATAAAAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATACAATACCAATTGGTAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAATATGTATAGGTTAATAAATTGTAATGATTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCGGAAAGGAAGAAAAA-----
-CGTATGACTATA------------GGACCAGGAAAAGTA---TTC------TATAGCACAGGAAAA------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GTGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGGAAAGTTAAGA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGATGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAGATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAAAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF070703 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCGATGCTAAATTTAAAAAAGTCAGTACCACAATC----------
-------------------------------------------------------------------------
----------------------AATGACTCTAACATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAAAAGCAGAATGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAACTGGAAAAT----------
-------------------------------------------------------------------------
----------------
AATAATAGTAGTAGGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCGCAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------GTAATAGGAGATATA------------AGGAAGGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAAATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCATGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF070704 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGACAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCAATGTTAATGTGGCCCAGGTCAATAAAACAGCC----------
-------------------------------------------------------------------------
----------------------TCTGCCTCTGACATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGACAATAATAAG----
-------------------------------------------------------------------------
----------
AATAGTAGTAAGAGTAGTAATGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAA---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAWT----
-----------GAATCTGTACAA---------ATCAATTGTACCATACCCTCCATCAATGTAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGCA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAACGCATATTGT---GTGATTGATGAAGCA---
AAATGGAGTAAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGAATATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACT---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTACACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGATA---TAA 
>AY713420 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTATGTGTTACTTTAAATTGTACCAATGCTATTTTGAAAAATGTTACTAACACA-------------
-------------------------------------------------------------------------
-------------------------GCCAATAACACAGTAGGAAATATAGCAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAGGCAGAAGATCCATGCACTT---TTTTATAAGCTTGATTTAGTACAAATTGGTAATAGTAGT----
-------------------------------------------------------------------------
----------
GATAGTAGTAGTAATCATAGAAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAGT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACTTTAAT----
-----------AGATCTGTAGAA---------ATCAATTGTACCAGACCCTTCACCTATACAAGAACA-----
-AGGATGACTATA------------GGACCAGGACACGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAATGGGTAGCTGGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTAAA------
CCATCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGCCTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTGTGATGCAACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGAGAGCC----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY713419 



GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGTTAATTTCACCAAGGCCAATAACACCGCTGGAAAT----
-------------------------------------------------------------------------
----------------ATAACAGATGAAGTAAGAAACTTAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTACTA---------------------------
GATAAGCAGCAGCAGGTCTATGCACTT---TTTTATAGGCTTGATATAGTACAAATTGGAAAT----------
-------------------------------------------------------------------------
-------------------
AGGAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGCCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTTACT------GGGACAGGGAAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTGGAA---------ATCAGTTGTATCAGACCTTACAACAATACAAGAACA-----
-AAGATGACTATG------------GGACCAGGGCATGTA---TTC------TATAAAACAGAAAAC------
---------ATAATAGGAAGTGTA------------AAAAAGGCACATTGT---AAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGTTGGAAAATTAAGA---------------GAGCATTTTAGT----
-----------------------------------AATAAGACAATAAGCTTTAAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCACCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>AY945728 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGACGCAGAC---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAACTTGTACCAAGGCTAATTTTACCAACGCTAATTTGACCAATATCAGTGAC-
-------------------------------------------------------------------------
----------------CAAACCAATGTCTCTAACATAGTAGGAAATGTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGCAGCAGAAGGTTTATGCACTT---TTTTATAAGCTTGATCTAGCACAAATTGGAGGT----------
-------------------------------------------------------------------------
-------------------
GAAAATAGTAGTGACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GACAGGAATTTCAAT------GGCACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAGGTGTACCAGACCCTCCAACAATACAAGAACA-----



-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATACTGT---GAGATTAATGGAACA---
GAATGGAATACAACTTTAAACCAGGTGACTGAAAAATTAGAA---------------GAGAAATAT-------
-----------------------------------AATAAGCCAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGCATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGACTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAACCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ952376 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AATCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAAATGTAAAGATGCTCAATTGAAAAATACCAAGAACATA-------------
-------------------------------------------------------------------------
-------------------ACCAATGACTCTAACATAATGGGAAATATGACAAATGAAGTAAAA---
AACTGTTCTTTTAATACGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGGTCCACGCACTT---TTTTATAAGCTTGATATAGTACAAATAGAAGAA----------
-------------------------------------------------------------------------
----------------
GATAAGAATAGTAGTGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGAAAGGGACATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCGACAATACAAGAACA-----
-AGTCTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGCTTTAACACAGGTAGTTGAAAAATTAAAA---------------AAGCATGTTAAT----
-----------------------------------AAAACGATGATAATCTTTCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ACGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGCATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACGAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KJ952432 
GCC---GCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------



--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTGAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAGTGCTAATGTGACCAATAGCACTCAAGTGACCAAT-------
-------------------------------------------------------------------------
-------------AGCACTCAAGTCAATGCTAACCTAACGGGAAAGATAGCAGATGAAGTAAGA---
AACTGTTCTTTTAAGATGACCACAGAACTAAGA---------------------------
GATAAAAAGCATACGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGGAAAGAATAATACT-
-------------------------------------------------------------------------
-------
AGTGGAAAGAATAATGCTAATGGAGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GAGAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTATAGAA---------ATCAATTGTATCAGACCCTTCAACAATACAAGAAGA-----
-AGTGCATCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGTGCATTTTGT---GTGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTAAAAAATTAAAA---------------AAGTACTTTAAT----
-----------------------------------AATAAGGCAATAGTCTTTAGA---
CCACCACCCCCAGGGGAAGATCTAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCACATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACG---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATACTAGTTACAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ952706 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTAAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACGCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAACTTGACCAAGGTCAACAGCACAACC----------
-------------------------------------------------------------------------
-------------------------AATGTCCTTGACATAGGAAATCTAACAGATGAAGTAAAA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAGCGGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAACTGACAAT----------
-------------------------------------------------------------------------
-------------
AGGTTTCCTAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTACAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATACA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
CAATGGAATGAAACTTTAAGACAGGTAACTAAAAAATTAAAA---------------GAGTACTTT-------



-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------CAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGAGTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAACGCTATAGCAATAGCAGTAGCGGGG---
TGGACGGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGATA---TAA 
>KJ952712 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTGAATTGTAGCAATGCTACATTGAACGATGGCAATAATAACACAACCAATGGCA
ATAACACAACC--------------------------------------------------------------
-------------------AATGGCAATAACACAACCAATGTCCCTACCACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAAAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATACAGTACCAATTAAAAAT----------
-------------------------------------------------------------------------
----------
AATGAGGGTAATAAGAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCAGAAAATCTCAAAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCACCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATCTTGT---GAGGTTAATAGAACA---
AAATGGAATGGAGTTTTAAAACAGGTAGCTGAAAAATTGAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGAAAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAGCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GCAATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ952732 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGGGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTCCGCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAAGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACTGTCAATGCTACTGTGACCAATGCTAATGTGACCC
AGAACACAACC--------------------------------------------------------------
-------------------------AATGCCACTAACATAGAAAATACAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGATATATGCACTT---TTTTATAAGCTTGATGTAGTACAAATTGATAAG----------
-------------------------------------------------------------------------
----------
AGTAGCAGTAATTCTAGTGGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------ACATCAGTACAA---------ATCAATTGTACCAGACCCTCCAACAATACCAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAATA---TTA------TTCTATAGACCAGGA------
------GACATAATAGGAGATATA------------AGGAAAGCGTATTGT---GAGGTTAATGGAACA---
GAATGGAATACAGTTCTAAAGCAGGTAACCGGAAAATTAAAA---------------GAGCACTTTATT----
-----------------------------------AATAGGACAATAAAGTTTCAA------
CCATCCCCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACCGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AGC------
AAAATGACATGGATAGAGTGG---GAGAGAGAAATTGGCAATTACACAAACCTAATATAT---
GATATACTTACAGAATCGCAGACCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTGGCGGGG---
TGGACAGATAGGGTTATAGCAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGCGCTTTGCTA---TAA 
>KJ952991 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAATACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGCAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGAGGCTATTTTGAAAGATGACAAAAACACAACCAAT-------
-------------------------------------------------------------------------
----------------------GTCTCCAACATGACAGTCTCCAACAAGACAGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAC-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTACAAGGATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---GAGATTAATGGAACA---
GAATGGAAGGAAACTTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGCCTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAACAATTACACACAACAAATATAT---
GAAATCCTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAATAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KJ953438 
GCC---TCA------------------------------------------
GACAAGTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAAATGCCAAAGTACATGAGACAGAA---AGACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATACCTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTG---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCGCTCTGCGTTACTTTAATTTGTACCAATGTTACTTTGAATAAGACCAATGTCAAAATCATA-------
-------------------------------------------------------------------------
-------------------ACCAATAGCTCTACCATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGATGGTCTATGCACTT---TTTTATAAGCTTGATTTAGTACAAATTGAAGAT----------
-------------------------------------------------------------------------
----------------
AAAGGAAATAATAGTAAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCCATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATGAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGCA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTACACCTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGGATAAAACTTTAAGACAGGTAGCTAAAAAATTAAGA---------------GAGCACTTTAAA----
-----------------------------------AATAGGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCCTTGGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTGGAGAGCC----------------------------
--------TTTCTCTACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAA---TAA 
>KJ953596 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGCAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAACTTTACCAATAATAATTTTACCACAAGC-------
-------------------------------------------------------------------------



-------------------------AATGACATTAACATAGGAAATATAACAAATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGAAGCAGATCAATTCACTT---TTTTATAAGCTTGATATAGTACAAATGAACAATAGG-------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTAAAAATATCACAGACAAT---------GCCAACATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGACAA-----
-AGTATAACTATA------------GGACCAGGACAAATA---TTA------TTCTATAGAGCAGGA------
------GACATAATAGGAGATATA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATGAAACCTTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGTACTTT-------
-----------------------------------AACAAGAATATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGCTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGGGCT----------------------------
--------ATTCTCCACATC------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY945712 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCATCTCTGCGTTACTTTAAGTTGCACCAATGTTACTTTGACCAATGTTAATTATACAAAC----------
-------------------------------------------------------------------------
-------------------------AATTTCCCTAACATAGGAAATATAACAGATGAAGTAAGA---
AACTGCTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGACTGATATAGTACAAATGGAAAAT----------
-------------------------------------------------------------------------
-------------------
ACAAATAATAGGTCTTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATCTTAAAAT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACGAGAACA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATT------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGTTGGAAAATTAAAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGACAATAAGATTCCAA------
CCACCCTCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGTGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAACAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---



GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY945718 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCCTCAGATGCCAAAGCACAGGAAGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAAAGCTACCTCTAACTCGACCAAGGCTAACGTCACGGCTAACT
CG-----------------------------------------------------------------------
----------ACCAATACAACCAATGGCTCTAACATAACAAATGATATAGCAGATGAAATGAGA---
AACTGTTCTTTTAATATGACCACAGAACTAATA---------------------------
GATAAGAAGCAGAAGGCCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGATAAG----------
-------------------------------------------------------------------------
----------------
GATAATAGTAATAATAGTTATAGGTTAATAAATTGTAACTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAAGTGTATCAGACCCTCCACCAATACAAGAACA-----
-AGAATGACTCTA------------GGACCAGGAAAAGTA---TTC------TATAGCACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
AAATGGAATAAAGTTTTAAAAGAGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGC-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGGMATTAGCAATTACACGAGCCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCGGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGCAGCGGGG---
TGGACGGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY713423 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGCTAATTTGACCAATGGTAATATCACAACCACTGTCCTTT
CAACCACTACT--------------------------------------------------------------
----CCTAGCATAACTTCAACCCCTGTCCCTAGCATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGCTCTTTTAATATGACCACAGTACTAATA---------------------------
GATAAAATGCAGGAGGTCCATGCGCTT---TTTTATAGGCTTGATTTAGAACCAATTGATAAGAATACC----



-------------------------------------------------------------------------
-------------
AATAGTAGTGAAAAAAATAAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTCAAT----
-----------AGATCTGTAGAA---------ATCAACTGTACCAGACCCTTCATCAACACAAGAGTA-----
-AGTTCAAGAATA------------GGACCAGGACGAGTA---TTC------TATAGCACAGAAGAC------
---------ATAAAAGGAGTTCTA------------AGAAAAGCATATTGT---GTGATTAATGGAACA---
GAATGGAATAAAGTTTTAATACAGGTAACTAGAAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAAAATTTCAA------
CCACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATTGTCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGACGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGAATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY945727 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAGCAGATGCAGGAAGATATA---
ATCAGCTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAGTTTCAATGCTACTCTGATCAAAAACACA-------
-------------------------------------------------------------------------
-------------------TCCAATGATACTAACAAAATAGGAAATATAACAGATGAAGTATTA---
AACTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAAAAGCAGAAGGTCAATGCACTT---TTTTATAAGCTTGATATAGTAAAAATTGAAGGT----------
-------------------------------------------------------------------------
----------------
AACAAAAGTTATGAAGAGTATAGGTTAATAAACTGTAATACTTCAGTCATTAAGCAG---
GCGTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTTAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATCTTACAAACAGT---------GTCAAAACCATAATAGTGCATCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCTAACAATCAAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAGTG---CTC------TATCGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
AACTGGTATAAAGCTCTAACACAGGTAACTGAAAAATTAAAA---------------
GAAAAATTAAAAGAGCAC---------------------------TCTATTAATAAGAACATAAGCTTTGAA-
-----CCACCATCAGGAGGAGATCTAGAAATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GACATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAATTGGC



TGTGGTATATAAAGATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCCTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTGGAGAGCC----------------------------
--------GTTCTCCATATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY945731 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACT---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCATGGAC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCACTGCTAGGTTGAACAATAATGCTAGGTCGAACAAAACC----
-------------------------------------------------------------------------
-------------------AGTAACATAACCAATGTCTTAGGAAATATGACAGATGAAGTAAGA---
AACTGCTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTTTATGCACTT---TTTTATAAGCTTGATATAGTACCAATAATTGAAGGT-------
-------------------------------------------------------------------------
----------------
AATCATAGTAGTAATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAGACAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGATAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAAGCTGTAGAA---------ACCAATTGCACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGCAACA---
AAGTGGTATGAAGTTTTAAAACAGGTAACTAAAAAATTAGAA---------------AAGCATTTTAAT----
-----------------------------------AATAGGTCCATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTCTTGATGAGATTTGG------AAC------
AATATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATATTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TA- 
>AY358065 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACTGAGGCCATGTGGACCAATGTCACTAACACAACC----------
-------------------------------------------------------------------------
----------------------AATGTCTCTACAATAATAGGAAATTTAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAAGTATATGCACTT---TTTTATAAGCTTGATATAGTATCAATTGATGAT----------
-------------------------------------------------------------------------
----------------
AATGATAGTGGTAGTAAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---



GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATAGAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATGAAGTTTTAAAACAGGTGACTAAAAAATTAGAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAG------
ACACCCTCAGGGGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAG------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCTAATATAT---
GACCTACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCA---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>AY358045 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGCTTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAGTTGTAGAGATGCTAACATAACTGATGGCTCTAAT----------------
-------------------------------------------------------------------------
-------------------------------AACACAACAGGAAATACAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGCAGAAGGTCACTGCACTT---TTTTATAAGCTTGATATAGTACAAATGAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTACAACTCAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAGGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGTACATTGT---GAGATTAATAGAACA---
GCATGGAATGAAACTTTAAGACAGGTAGTTAAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGGGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAAGCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AGTAAATCTTATGAGGATATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATCACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAGGATTTGCTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY358048 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACATGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAGTTA---
ACCCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTTGAATTATTCCAAGACAAATGACAGTGAC----
-------------------------------------------------------------------------
----------------ACAAACCAAGCCCCCAACATAATAGGAAATATGACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAACTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATTTGCTTACAGAATCGCAGAGCCAGCAGGAT----------------------------------------
-----------------------------
AGGAATGAAAAAGAGTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAGAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCT------- 
>AY358049 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAG---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTATCAATGCTAATTTGACCAATGGCAAGAACATAACCAAT-------
-------------------------------------------------------------------------
----------------------GACAATGACCCTAGTATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGAAGCAGATGGTCAATGCAGTT---TTTTATAAGCTTGATATAGTACCAATTGAAGGT----------
-------------------------------------------------------------------------
-------------------
AATAATAGTAGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGACCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATAAAAGAACA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
AAATGGAATGAAACTTTAGAACAAGTAACTGAAAAATTAAAG---------------GAGCACTTTAAG----
-----------------------------------AACAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTCAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GACATACTTACGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAATTGTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAACACAAGGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTG---TA- 
>JX512903 
GCC---TCA------------------------------------------
GACAACTGGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAGGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCTATGCTAATTTGACCAATGTCACTAACACAGCC----------
-------------------------------------------------------------------------
----------------------AAGGGCTCTGACATAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGATCTATGCACTT---TTTTATAAGCTTGATATAGTACAAGTAAATAAG----------
-------------------------------------------------------------------------
----------------------
AGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGGAATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAAATGTATCAGACCCTCCAACAACACAAGAACA-----
-AGTATGACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATCAAACA---
AAATGGAATGAAACTCTAAAACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
-------------------------GGTAATAGATCTTATGAAGACATTTGG------AAC------
AACATGACATGGGTACAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATCAATGGGCAAGTCTATGGAATTGGTTTACCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTGTTGCT---
GTGTTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JX848350 



GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATAAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGCTAATTTAGCCAATGCTGGGTTAGCCAAT----------
-------------------------------------------------------------------------
-------------GTCACTACAAATGTCTCTGACACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATACAGTACAAATTGGAGAAAAG-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAACCTCACAAACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAAATATA------------AGAAAAGCATATTGT---GAGATTAATAGAGCA---
AAATGGAATGGAGTTTTAAAACAGGTAGCTGGAAAATTAAAG---------------GAGCACTTT-------
-----------------------------------AATAAGGGAATAAGCTTTCAA------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCCCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACGACACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACTTGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAACGAAAAAGATTTGCTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCGTGGAGAGCC----------------------------
--------ATTTTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTTTTGACTA---TAA 
>KJ953059 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGACGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAAGTGTAGTAATGTTGTTGTCAATAGTAGTAATGTTGCT-------------
-------------------------------------------------------------------------
-------GTCAATAGTAGCAATATTACTGTCAATAGCTCTGAAATAGATGAAATGAACATG------
AACTGTACTTTTAATATGACCACAGACCTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGAAGAT----------
-------------------------------------------------------------------------
-------------
AATAATAATAATAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAACTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----



-AGTATAACTATA------------GGACCAGGACAAATG---TTA------TTCTATAGATCAGGA------
------GACGTAACAGGAAATATA------------AGAAAAGCACATTGT---GATATTAATGGAACA---
AAATGGGATGAAGTTTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTTACT----
-----------------------------------AATAAGACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTGTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGATGAGATTTGG------AAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGCTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>KJ953175 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAGGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAACTTGTACCAATGCCAGCTTGACCAAGATCAATACCACAACC----------
-------------------------------------------------------------------------
-------------------------AGTGACCCTAAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGCTCTTTTAATGTAACCACAGAAATAGAA---------------------------
GATAAGAAACAGAGGGTCTCTGCACTT---TTTTATAAGCTTGATATAGTACCAATGGAAGAT----------
-------------------------------------------------------------------------
----------------
AATAGCAATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTTACT------GGGACAGGGCAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAACAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATGATCAGAACTGAAAGTCTCACGAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATTAATGAAACA---
AATTGGTATAAAGTTTTAAAACAGGTAACTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAACTTTGGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGACCAGATTTGG------CAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAGATATAT---
GAAATACTTACAGAGTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAACGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KJ953336 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGCGACAGAA---GTGCACAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
AGCAGTTTATGGGATGAAAGTCTA---AGGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCTATGCTAATTTGAACCAGGCCAAGGCTAATTTG----------
-------------------------------------------------------------------------
-ACCCAGACCAATAACGTGACCAAAGTCCCTAATGAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAGCATGACCACAGAACTAAGA---------------------------
GATAAGAAGAAGAAGGTCTCTGCACTT---TTTTATAAGCTTGATATAGTAACAATTAAAGAG----------
-------------------------------------------------------------------------
----------------
AATGATAATAGTAGTGGATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACGGGAGAC------
---------ATAACAGGAGAAATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAACAAAGTATTAAAACAGGTAACTGAAAAATTAAAA---------------GGGCACTTTCCT----
-----------------------------------AATAGGACAATAGAATTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCAACACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGAACTTATGAAGAAATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGACATAATATAT---
GAAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTCTCGCTATTTCTTTGTTTGATGCTTCAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGTTA---TAA 
>KJ953685 
GCC---ACA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGTTAATTTGACCAAT-------------------------
-------------------------------------------------------------------------
-------------------------------------------------GCAGATGAAATAAGA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAGGAAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATGAAAGAT----------
-------------------------------------------------------------------------
-------------
AATAATAGTAGTAGTAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAAT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCTTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATTACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAAAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAATTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGAGATA------------AGAAAAGCATATTGT---AAGGTTAATGGAACA---
GAATGGTATGAAGCTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCATTTTAAG----



-----------------------------------AATAAGACAATAACATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ACGCATCACTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAGATTAGCAATTACACAAGTCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTATAATAGGTTTAAGAATAATTTTCGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGGGTCACAGAGGGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>HM215429 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCTAAATTGACCAATTTCACTGACAAAAATGACGCTATC-
-------------------------------------------------------------------------
-------------ACAATAGGAGGTGCAAAGTTCACAATAGGAAATGTAACAGATGAAGTTAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGAAGCAGGTCCATGCACTT---TTTTATAAGCTTGATTTAGTACGAAGTGGAGGTGAGAAT----
-------------------------------------------------------------------------
-------------
AATAGTAGTAATTCTAGTGAGTATATATTAATACATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------ACATCTATAGAA---------ATCAATTGTACCAGACCCTCCAACAATAAAAGAACA-----
-AGGATGACTATG------------GGACCAGGACACGTA---TTC------TATAAAACAGGAGAA------
---------ATAAGAGGAGATATA------------AAAAAAGCATATTGT---ATAATTGATGGAACA---
AAATGGAATCAAACTTTAGAACAGGTAAAGAAAAAATTAAGA---------------GAGCACTTTATT----
-----------------------------------AATAAGACAATAATCTTTGAA---
CCACCACCCCCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTTATCTGCACCACTGCTGTGCCTTGGAACGCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGCATTGGATCAATGGGCAAGTCTATGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATCTTTATTATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTCGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTATCCACATA------CCTAGGAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTG---TAA 
>AB485655 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---



ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCCATGCTAATTTGAACCATACCCAAAACGTA-------------
-------------------------------------------------------------------------
-------------------------ACCAATGTCAAAATAGGAAATATGACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAGGCAGCGGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTAAAAATGGAAGGT----------
-------------------------------------------------------------------------
----------------------
AATAATAATAGTTATAGGTTAATAAATTGTAATTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACG---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAGA-----
-CGTATGACTATG------------GGACCAGGACATGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTTTTAACACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACCATCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HM215436 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAA---
CCCAACCCACAAGAGATATACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAGATTGTACCGATGCTAAATTGAATGACACCAGTACTAAATTGGCC-------
-------------------------------------------------------------------------
----------------------ACCAATGGCACTAACATAGGAAATGTAACAGATGAAATAAAA---
AACTGTACTTTCAATATGACCACAGTACTAACA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGGTAGT----------
-------------------------------------------------------------------------
-------------------
GGGAGTAGTAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GCAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATGATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------ACATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTCTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGGATAAAGTTTTAAAGCAGGTAAAGGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AACAAGACAATAATCTTTAAC------
CAACCCTCAGGAGGAGATCTAGAAATTACT---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTGGAAAAATCATCTGCACCACTAACGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTCGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAGATTAGCAATTACACAGAACTAATATAT---
GAGATACTTGCAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGCGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAGGGAGTTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>AY444803 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCCGAT---
ACCATCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTACTGGAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAACAATGTTACTGTGACCAATGCTACTGTGACCAATGGCAAT-
-------------------------------------------------------------------------
----------------AACACCAATGTCTCTAGCAAAATAGGAAATATAACAGATGATCTAAGA---
AACTGTTCTTTTAATATAACCACAGAATTAAGA---------------------------
GATAAGCAGAAGAAGGTCTATGCACTT---TTTTATAGGCCTGATATAGTACCACTTGGAGAT----------
-------------------------------------------------------------------------
-------------------------
AATAGTAGCTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCCTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGATAGGACTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAG------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGGTTAATGGAACA---
GATTGGTATAAAGTTTTAAAAAAGGTAACTGGAAAATTAAAA---------------GAACACTTTCCT----
--------------------------------AATAGTACAACAATAAACTTTGAA------
TCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGGTACTTACAAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACGGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ185247 
GCC---TTA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------CTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAAACCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACTTTGACCAATACCAACAACACAAGC----------
-------------------------------------------------------------------------



----------------------ACTGGCCCTAAAATAATAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAGTAATA---------------------------
GATAAGAAGCAGGAGGTCCATGCAATT---TTTTATAAGCTTGATATAGTACCAATTGATAAG----------
-------------------------------------------------------------------------
----------------------
AATAATAGTAAGCATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTCGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCCGAAAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAATAATATAAGAACA-----
-AGTTTAAGAATA------------GGACCAGGACAAGTA---TTT------TATAAAACAGGAGCC------
---------ATAACAGGAAATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATGAAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAATTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTATTTGATGCTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>FJ185248 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAATTTGACCAATGCTACGGTGACCAATGACAATAAC-
-------------------------------------------------------------------------
----------------ACGACCACTGCCCTTAAAACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGTAGTAAGA---------------------------
GATAGGACGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
----------------
GACAATAATAGTAATAGTTATAGGTTAATAAATTGTAATACTACAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTAAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATCAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGGGCACCTTAAT----
-----------AAATCGGTAGAA---------ATCAATTGTACCAGACCCTCCAACAAGATAAGAACA-----
-AGTATGCGGATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
CAATGGTATGAATCTTTAAAACAGGTACAGAAAAAATTACAA---------------CAGCACTTTTTT----
-----------------------------------
AATAAGACAATAACCTTTCAACCACAATCACCCTCAGGAGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------



AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCTAATATAT---
GGCATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAACAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGGTTGATGCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATACTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ185249 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGCACCAATGCTAATTTGACCAATAGCGACAACATAACC----------
-------------------------------------------------------------------------
-------------------------GACGTCGCTAACATAGGAAATCTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAGGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATAGATAGT----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTATACATATG------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGGC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGCAGTTTTAAACCAGGTAACTGAAAAATTAAAA---------------GAGCACTTCCCT----
-----------------------------------AATAAGACAATAACCTTTCAA------
CCGCCCTCAGGAGGAGATTTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAATCAAATATAT---
GAGATACTTACAGAATCGCAAAGCCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTGCAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTCATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGATTTTGCTA---TAA 
>FJ185252 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACTACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAACTTGTACCAATGCTAATTTGAACAATGTCAGTAACACAACCACT-------
-------------------------------------------------------------------------
----------------------GTCAATAACATAACAATAGGAAATATAACAGATGAAGTCAGA---
AACTGTTCTTTTAATATGACCACAATACTAAAA---------------------------



GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGTGATAACAAC----
-------------------------------------------------------------------------
----------
AATAACAATGATGAGAATAGAGAGTATAGGTTAATAAATTGCAATACTTCAGTCAGTACACAG---
GCTTGTCCAAAGATATCCTTTGACCCTATTGCTATACCTTATTGTTCTGCTTCTGGATATGCGATTTTAAAGT
GTTAT---GATGAGAATTGCACT------GGGACAAGGGCATGTAAAAAT-----------------------
-GTCAGC---TCACTACAATGCACACCTGGGATTAAACCTGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGGGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGACTAAAGTTTTAAAACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAACCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGTACTAGCGGGG---
TGGACAGATAGGGTTATTGAACAAACACAAAGAGCTTGGAAAGCC----------------------------
--------ATTCTTCACATA------CCTAGCACAATCAAACAGGGCTTCAAAAGGGCTTTGCTA---TA- 
>FJ185255 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTTGACCAATAGCAATAACATAACC----------
-------------------------------------------------------------------------
----------------------AGTGACTATACAACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAGTATGACCACAGAACTAAAA---------------------------
GATAGGTTTCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTAACCAT----------
-------------------------------------------------------------------------
-------------------
AATAATGATAGTCAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCGATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAC---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTATAACTATG------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
CAATGGAATGAAACTTTAACACAGGTAACTGGAAAACTAAAA---------------GAGCACTTT-------
-----------------------------------AATAATACAATAATCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCCGGCGAGAGTCCTGGCTGGGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACGTGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCGGGAC----------------------------------------
-----------------------------



AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGCGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTCTGCT---
GTGCTTTGTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ185259 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTGATTTGACCAGTAGTAATGCTAAT-------------
-------------------------------------------------------------------------
----------------------------TCGACCAATAGCAATAACATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAAT---------------------------
GATAGGAAGCAGCAGGTCCATGCCCTT---TTTTATAGGCTTGATATAGTACAAATACATAAT----------
-------------------------------------------------------------------------
----------------
AGTAATAATAGTAGGGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGGTCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAGTACAAGAACA-----
-AGGATAACTATG------------GGACCAGGAAAAGTA---TTC------TATAGAACAGAAGAC------
---------ATAAGAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
AAATGGCATGAAGTTTTAAGACAGGTAACTGGAAAACTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGTCAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATCATA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATATGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATATGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTTATTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCAA---TAA 
>FJ185260 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAACTTGTACCAATGCTAATTTGATCAATGCTAATTTGACCAAT----------
-------------------------------------------------------------------------
-------------------------AGCAATAACACAATAGGAGATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATACGACCACAGAACTAGAA---------------------------
GATAAGAAGCAGAAGGTCCAGGCACTT---TTTTATAAGCTTGATCTAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
----------------------



AATAGTGATGAGTATAGGTTAATACATTGTGATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAGCCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AAGGTAACTATG------------GGACCAGGACGAGTA---TTC------TATAAAACAGGAGAC------
---------ATGATAGAAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAAGTTTTAAAACAGGTAGAAGGAGAACTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTCCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTTTGACGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATCAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGACTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTTCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JN687775 
GCT---GAA---------------------------------------------
CAGTTGTGGGTCACGGTCTACTATGGGGTACCTGTGTGG---AAAGATGCAGAG---
ACCACCCTCTTTTGTGCATCAGATGCTAAAGCATATAGTATAGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGCATTTGGAA---------AATGTRACAGAAGAGTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAGCAGATGCATGAAGATATA---
ATTAGTCTATGGGACCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCTCTTTGCGTTACTTTAAACTGTAGTGACACCAGAAGCAATAGCAGCAGCTCTGACACCACCACCCCTA
CC-----------------------------------------------------------------------
-------------CCTAGCAGCAGTAGCAGCACCGTTGACAATAGCACATCTAGTGACATGAAA---
AACTGCACTTTTAACGTGACCACAGAAATAAGG---------------------------
GACAAGGAAAAGAAAGTGACGGCACTT---TTTTATAAACTTGATTTAGTACAACTTAATCAGACTGATGAT-
-------------------------------------------------------------------------
-------------
AATCAGACTAGCAGTACTAAGTATATATTAATAAATTGTAATACTTCAGCCATTGCACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAGGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGATCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGGAGAA------------
ATAGTGATTAGATCTAAAAATATCACAGACAAT---------GCCAAAAACATAATAGTACAGTTGACT----
-----------CAGCCTGTAAGA---------ATTAATTGTACCAGACCTAACAACAATACAAGAAAA-----
-GGTGTACGTATA------------GGACCAGGGCAAACA---CTC------TATGCAACAGGTGAC------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---AATGTCAGTAAAATA---
GAATGGAATAACACTTTACAACAGGTGGCTTCACAACTAAGG---------------AAGCACTTT-------
-----------------------------------AACAAAACAATAATCTTTGCT------
AAATCCTCAGGAGGAGATTGGGAAATTAAA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACTCAGGGGATCAACAGCTCCTAGGAATATTGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAACATATAATGACATATGG------GAT------
AACATGACCTGGCTGCAATGG---GATAAAGAAATTAGCAATTATACATACACAATATAT---
AAACTACTTGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGAACCAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTACTATAATA---------AATAGAGTTAGGCAGGGCTACTCACCT------



TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCAAAC---
TGGACAGATAGAGTTATAGAAATAGGACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGATTTTTGCTA---TAA 
>AF193276 
GCT---ACA------------------------------------------
GAAAATTTATGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTAAGGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACGGAC---
CCCAGCCCACAAGAAATACCATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGGGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAGAAGGAGGTTACTAGTACCAATACTAGTAGC----
-------------------------------------------------------------------------
-------------------------------------------ATAAAAATGATGGAAATGAAA---
AACTGCTCTTTCAACATCACCACAGACCTGAGA---------------------------
GATAAAGTGAAAAAAGAATATGCACTC---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
GATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCGTTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAAAAGTTCAAC------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGTCAATTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAACCTGTGGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATTCATATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTATAACA---
AAATGGAATAACACATTAAAACAGATAGTTATCAAATTAAGA---------------AAACAATTTGGGAAT-
-----------------------------------AAAACA---ATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAACCTCTAGATGAGATTTGA------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAATAATTACACAGGTTTAATATAC---
AATTTAATAGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAAATATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGGTAGGCAGGGATATTCACCA------
TTATCATTTGCTATTAATCTGATAGGTACCATAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAATAGGACAAAGATTTTGTAGAGCT----------------------------
--------ATGCGTAACATA------CCTAGGAGAATCAGACAGGGCGCAGAAAAGGCTTTGCAA---TAA 
>AF076998 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAAAAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAATTAGCTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGCAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGTCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTCTAAACTGTACTGATGCCACCAGTGCCACCACCACTAGCAAGAACATCAGTGCCA
CC-----------------------------------------------------------------------
-------------CCCACTAGCAACCCCAATGACACCCTGAAGGAAGAGCAAGGGGCAATACAA---
AACTGTACTTTCAATATAACCACAGAAGTAAAA---------------------------
GATAAGAATAAGAGAGTACATGCACTC---TTTTATAGACTTGATATAGTATCAATCAATAGT----------
-------------------------------------------------------------------------
----------------------
AGCAGAAAAGAATATAGGCTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAAGTATGTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GAGAAAAGGTTCAAT------GGGACAGGGCCATGCAAGAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAAGT------------
ATAATAATCAGATCTCAAAATATCTTAGATAAT---------ACAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACCTTTA------------GGACCAGGACAAGCA---TTC------TATACAACAGGGGAC------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACGTTAGTGGAGCA---
CAATGGAATAAAACTTTAGAACAGGTAAAGGAAGAGCTAAGG---------------GCTCATATAAAGGAC-
-----------------------------ATAGGCAATAAAACAATAGTATTTAAC------
TCATCCGCAGGAGGGGACCTAGAAATTACA---AGCCATATTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCACGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTCTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGGCCAGTATTCAAACACAATATAC---
AGGTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
CTGTCATTCGCTATTAGCTTGCTTAATACCACAGCAGTAGTAGTAGCTGAG---
GGGACAGATAGAATTCTAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MH746260 
GCT---GAA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCAAAAGGATATGAAAAAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAACTTTTAAT----------------
--------------------------ATGTGGGAGAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCGCTCTGTGTTACTTTAAACTGTACTGATTGTGTCCGAAATAAAACTGCCAATACT-------------
-------------------------------------------------------------------------
-------------------------ACTAGTAGCGACTTGAGGGAAGATCCAGAGGCAATACAA---
AATTGTTCCTTCAATGCAACCACAGAAGTAACA---------------------------
GATAAAAGGCAGAAAGTATATGCACTC---TTTTATAAACTTGATATAGTACAAATCAATACA----------
-------------------------------------------------------------------------
----------
ACTGATAACAGGACATATAGGACATATAGAATATTAAATTGTAATACCTCAGTCGTTAAACAG---
GCTTGCCCAAAAATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGAAAACGTTCAAT------GGGACGGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAAAT------------
ATAGTAATCAGATCTCAAAATATCTCAGACAAC---------ACAAAAAACATAATAGTGCACCTTAAT----
-----------AAGACTGTACAG---------ATTAATTGTACAAGGCACAACAACAATACAAGAGAA-----
-AGTATACGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGGGACATA------------AGGAAAGCACATTGT---AATGTTAGTAGAGCA---
CAATGGAGGGACACTTTAGATCAGGTAAAAGCAGAGTTACAG---------------GCTCGTCTCAAT----
-----------------------------------ATATCAAAAATAATATTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---AGCCATATGTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTCGTGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AACAGATCTTATGAGAATATTTGG------AAC------
AACCTGACCTGGATAGAGTGG---GAAAAAGAGATTGACAGGCATTCAAACACAATATAC---
AGGCTAATTGAAGATTCGCAGAAACAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAAGCTTGATAGGCTTAAGAATAGCTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGCCGTTTGCTATTAGCTTGCTTAATACCACAGCAGTGGTAGTAGCTGAG---
GGAACAGATAGAATTCTAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTTTTAACATA------CCTAGAAGGATAAGACAGGGTTTAGAAAGAGCTTTGCTA---TAA 



>AY227107 
ACT---GCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCAAAGGCATATGACAAAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTAACCTAAACTGTACAATGCCAATACCAAATAGCAATTCCACTAAA-------------
-------------------------------------------------------------------------
-------------------------GCCACTAGCAACCCCCTGAGGAAGATCAAGGAGCAACAA---
AACTGTTCCTTCAATATGACCACAGTAGTAAAT---------------------------
GACAAGAGGCGGGAAGTACATGCACTC---TTTTATAGACTTGATATAGTACCAATCAATAAT----------
-------------------------------------------------------------------------
-------------------
GGCAGTGACAATAAATATAGGCTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAAGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGAAAAAGTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGAATAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGCCTAGCAGAAGATAGG------------
ATAGTAATAAGATCTCAAAATATCTCATCTAAT---------ACAAAAAATATAATAGTACATCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGTGAT------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAGTGGAGAA---
CAATGGAATAGAACTTTAGAACAGGTAAGGACAGAGTTAACA---------------AAGCTTATC-------
-----------------------------------AATAAAACAGTAATATTTGAG------
TCACCCATAGGAGGGGACCTAGAAGTTACA---AGCCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATCAGATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAAAAGGAGGTTGGCCAGTATTCAAACAAAATATAC---
AGGTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAACTAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCATTAGCTATTAGCTTGCTTAACACCACAGCAATAGTAGTAGCTGAG---
GGGACAGACAGAGTTCTAGAAGCTTTGCAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>AF064699 
GCC---TCT------------------------------------------
AAGAACATGTGGGTTACAGTCTATTATGGGGTGCCTGCGTGG---GAAGATGCAGAT---
ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATAGTCCTGAT---AAGCATAAT----------------
--------------GTCTGGGCAACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATCTCTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGCGTTACTTTAACATGTACTAATGCTACATTAGGTAACAAAACATTAGGTAACAATAGTACTA
AT-----------------------------------------------------------------------
----------AGTACATTAGGTAACAATAGTACTATAGTAGATGATATCAGCAAGGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGACAAAGAAAGAATATGCGCTT---TTCTATAGACCTGATATAGTACCAATTGGGGAT----------
-------------------------------------------------------------------------
----------------
GATAGTAATAATAGTGATTATAGATTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGGATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGGAAAC------------
ATAACAATTAAAACTGAAAACATCACAGACAAT---------ACCAAAAATATAATAGTGCAGCTTAAT----



-----------CAGCCTGTAGAA---------ATTAGGTGTACCAGACCCGGTAACAATACAAGAAAA-----
-AGTATATCCTTT------------GGACCAGGACAAGCG---TTC------ATTGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AATGTTAGTAGAGCA---
AATTGGACAGATATACTAGGAGAAGTGAAGGTAAAACTAGAA---------------GAAGTTTTTAAT----
-----------------------------------AACACACACATAACCTTTAAG------
TCATCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGTCCCACTAATGTGCTCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGAAATTTGG------GGT------
AACATGACCTGGATAGAATGG---GATAGGGAAATTAACAATTACACACAACAAATATAC---
TCCCTAATTGAACTATCGCAAACTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAATCTGTGGTCTTGGTTTGACATAACAAACTGGT
TATGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGATTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTTTATTTGATGCAGCAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTGCAGAAGTAGTACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTTAACGTA------CCTAGAAGAATAAGACAAGGATTTGAAAGAGCTTTGCTA---TAA 
>AB485661 
GCC---TCA------------------------------------------
AATGACCTGTGGGTCACGGTCTATTATGGGGTGCCTGTGTGG---GAAGATGCAGAT---
ACCATTCTATTTTGTGCATCGGATGCTAAAGCATATAGTACTGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAACTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATCCTATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAACATAACTGTTATTACTAATAGTACTGGGAATAACAATGCT-
-------------------------------------------------------------------------
----------------GGTACTGGGAATAACAATGCTAGCATTGTGGATGGTAATGAAATAAGA---
AACTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGCAAAAGAAAGAATACGCGCTT---TTCTATAGACTTGATGTAGTACCAATTGAGAAT----------
-------------------------------------------------------------------------
----------------------
AGTAATAGTACTTATAGACTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGCAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAAATCTGAAAACATCACAAACAAT---------GCCAAAATCATAATAGTACAGCTTAAT----
-----------AAAGCTGTAGAG---------ATTACGTGTACCAGACCCAATAACAATACAAGAAAA-----
-GGGATACACATT------------GGACCAGGGCAAACG---TTC------TATGCAACAGGTGAG------
---------ATAATAGGTGATATA------------AGACAAGCTCATTGT---AATGTTAGTAAAGAA---
CATTGGAAGAATATGTTACAGAATGTAAGTACAACATTACAA---------------GGACTCTTTAAG----
-----------------------------------AACAAGACCATAATCTTTAAT------
TCATCTGCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACGTTAGTTGGAGT-----------------
----------------------------AATAGAAATCTTAGTGACATTTGG------GAT------
AACATGACCTGGATACAATGG---GATAGGGAGATTGAAAATTACACACAACAAATATAC---
AACCTACTTGAAGAATCGCAAAGTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGT
TATGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTTTAATTGATACAGCAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------TTCCTTAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGACTTCTGCTA---TAA 
>AJ288982 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACGGTCTATTATGGAGTGCCTGCGTGG---GAAGATGCAGAT---



ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATAGTGCTGAG---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTCTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAATCTGTACTAATATAAATATAACCAGTACTAATAGCACC-------------
-------------------------------------------------------------------------
----------------------------AAAAATATCACTGTGGAGAGCGGAGAAGAAATAAAA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGCAAAAGGAAGAATACGCGCTT---TTCTATAGACTTGATGTAGTACCAATTAATGAT----------
-------------------------------------------------------------------------
----------------
GGGAGTAATAATAATAGTTATAGATTAATAAATTGTAATGCCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAAATCTAAAAACCTCACAGACAAT---------ACCAAAATCATAATAGTGCAGCTTAAT----
-----------AAATCTGTAGAA---------ATTAGTTGTTCCAGACCCAATAACAATACAAGAAAA-----
-AGTATACACATT------------GGACCAGGGCAAGCG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAATATA------------AGAAAAGCTCATTGT---AATGTTAGTAGAAAA---
GCTTGGAATAGTATGTTACAGAATGTGACTGCAAAACTAAAA---------------GAACTCTTTAAT----
-----------------------------------AATAAGAATATAACCTTCAAT------
TCATCAGCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCCCCACTAATGTGCCCTGGAACGCTAGCTGGAGT-----------------
----------------------------AATAAAACTTATAATGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GATAGGGAAATTAACAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACCTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TATGGTACATAAGAATATTTGTAATAATAGTAGGAGGCTTATTAGGGTTAAGAATTGTTTTTGCT---
GTGTTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAATTTACTTGATACAACAGCAATAGCAGTAGCTAAC---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCT----------------------------
--------GTGCTTAACATA------CCTACAAGAATAAGACAAGGATTTGAAAGAGCTTTGCTA---TAA 
>AJ245481 
GCC---ACA------------------------------------------
AGTAACCTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---GAAGATGCAGAT---
ACAATTCTATTCTGTGCATCTGATGCTAAAGCATATAGTGCTGAA---AAGCATAAC----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATCACATGGTACAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAACGTAACAGATCATGGAATAAACAAC----------------
-------------------------------------------------------------------------
-------------------------------AATAACACTGTAGAGGGTAAAGAAGAAATAAAA---
AACTGCTCTTTTAATGTAACCACAGAAATAAAA---------------------------
GATAAGAAAAAGAAAGAACGTGCGCTT---TTCTATACACTTGATGTAGTACCAATTAATGAT----------
-------------------------------------------------------------------------
----------------
AATGGTAATAACAGTACTTATAGATTAATAAATTGTAATACCTCAACCATTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGTTACTGCTGAATGGCAGTTTAGCAGAAGATGAA------------
ATAATAATTAAATCTGAAAACCACACAAACAAT---------GCCAAGATCATAATAGTGCAGCTTAAT----
-----------AAAACTGTACAA---------ATTAGGTGTACCAGACCCAGTAACAATACAAGGAAA-----
-AGTATACCCCTT------------GGACCAGGGCAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AATGTTAGTAGAACA---



GCATGGAAGGAGACGTTACAGAATGTGACTGAAAAACTAAAA---------------CAACTCCTT-------
-----------------------------------AATACGAACATAACCTTTAAT------
CCATCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAGAACTTTTAATGAAATTTGG------AAT------
AACATGACCTGGATAGAATGG---GATAGGGAAATTAACAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAAAGTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATCTCAAACTGGC
TATGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGGCTATTAGCTTAATTGATACAACAGCAATTGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTAACATA------CCTAGAAGAATAAGACAAGGGGCAGAAAGAGCTTTGATA---TAA 
>KY345865 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTAAATGTTAGCAGAAATAGTACTGGTTCCTCCAAT----
-------------------------------------------------------------------------
----------------------GGGACTGTTCCCTACAATGAGACCTACAGGAAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAAT---------------------------
GATAAGAAACAGAAAGTGCATGCACTT---TTTTATAGACTTGACATAGTACCACTTGATGAAAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTGAGGACTCTAGTAGGCCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAA---GATGAGAGATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCATACGGAGAC------
---------ATAACAGGAGACATA------------AGACAAGCACATTGT---AACATTACTGAAGAG---
AAATGGCATAAAACGTTACATAGGGTAAGTAAAAAATTAGAA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGCAATTACACAAGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAGACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAATAGTCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTAGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAACTAGCTTTGCAA---TAA 
>JF346901 
GTT---GTA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTGCCTGTATGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATATTAGCAGAAATGGTACCAGTAGCAGAAATGGTACCAGTA
ATAAAAATGTT--------------------------------------------------------------
----AGCAGAAATGGTACCAGTAATAGTAATGGTGCCTACAATGAGACCTACAAAGAAATGAAA---
AATTGCTCTTTCAATACAACCACAATGTTAAAA---------------------------
GATAAGAAGCAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAGGAGAAGAAC-
-------------------------------------------------------------------------
----------
TCTCGTAGGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAATACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AGCATTAATGGATCT---
AAATGGCATAAAACTTTACAAAGAGTAAGTAAAAAATTAGCA---------------GAACACTTCCCA----
-----------------------------------AATAAAATAATAAATTTTACA------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAG---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTACCAAGAGATTTGG------GAC------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAGTCTATGGAACTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAAGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATATCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATTTACAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF042692 
GCT---GTA------------------------------------------
AAAGACCGGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAGGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAAACCACAAGAAGTGTTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAACGATGTTAACAGTACTAGTAATGGTACCTCC-------------
-------------------------------------------------------------------------
----------------------------AATGGGACCGACCATAAGAACATGAATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAGGAAGAAGTCAGAGTATGCGCTT---TTTTATAGACTTGATATAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAATGAGTATATATTAATAAATTGTAACACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACACGAAATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCCGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCGACAGGGGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAGAGAG---
CGATGGAATGAAACTGTACAAAGGGTAGTTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAAATTTGAA------
TCATCCTCAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTGGAGGAGAA---



TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAACGGATCAACAGCTCCTAGGGATGTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAGAAAAAATTTGG------AAG------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAGGATCTATTAGCATTGGACAATTGGAAAAGTCTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF117254 
GCT---GAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---AAGGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGCCTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGGAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGCAATGTTACTAAAATTGATACCAGTAAGGGTAAAATT-------
-------------------------------------------------------------------------
-------------------GTTAATAGTGATAATAAAATTGTTAATAGTACTGAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAGT---------------------------
GATAAGAAGCAGTCAGTGTATGCACTT---TTTTATAGACTTGATGTAGTACCAATTACTGAG----------
-------------------------------------------------------------------------
----------------
AAGAACTCTAGTAAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGGACAGGACCCTGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------ATCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAA---
AAATGGAATGAAGCTTTACAAAGGGTAAGTAAAAATTTAGCA---------------GAACACTTCCAG----
-----------------------------------AATGCAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTTTAACAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAGCGCAATATAC---
AAGTTGCTTGAAGAATCGCAAGACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGAAAGACCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAGTTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTCTAGAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF117255 
GCT---TTA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGACGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGGATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAAATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAAATGTAAAGATGTTAGCATTAATAATGGAAATGTTAGCAGTAGTAATGGTA



GTACCAGC-----------------------------------------------------------------
-------CATAATAATAGTAGTATCGACAATGAGACCCTCAATGAGGGCATGAAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAGA---------------------------
GATAAGAAACAGAAAGTGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGAGT-------
-------------------------------------------------------------------------
----------------
AATAAGAACTCAAGGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTTAGC---ACAGTACTATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-GGTATAGGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAGTAAAGAT---
AATTGGACTGAAACTTTATACAGGGTGAGTAGAAAATTAAAA---------------CACTTCTGG-------
-----------------------------------AATAAAACAATAATATTTGCA------
CCACACTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACTACTGCTGTAGCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCCCTAGGAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GACAAAGAAATTAATAATTACACAAGCATAATATAC---
AGTTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTAATTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAGTACAAAGACTTTGTAGAGGT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF117257 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATACAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAGATGTTAGCAGTAAAAATGTTAGC-------------------
-------------------------------------------------------------------------
----------------------------------AGCAGGAATGAGACCTACCAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAGGAAGAAGACAGAGTATGCACTT---TTCTATAGACTTGATATAGTACCACTTGATAGGGAAAAC----
-------------------------------------------------------------------------
-------------
TCTAGTAGGAACTCTAGAGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATGAGACATTCAAT------GGGAGCGGACCATGCTCTAAT-----------------------
-GTGAGT---ACAGTGCAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAAAA------------
ATAATGATTAGATCTGAAAAACTGACAAACAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------CAATCTATAGAA---------ATTGTATGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
AGTTGGAATAAAACTTTACAAAGGGTAAGTCAAGAACTAGCA---------------AAACACTTCCCG----
-----------------------------------AATAAAACAATAAAATTTGCG------
AATTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAGAAGAGATTTGG------GAT------



AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGATTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGGCTTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF117258 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTATGCCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAATCAGATGCATGAAGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTCTAGAATGTAAAAATGTTAGCAGAAATAATAGTAGCAGTAATGGTACT-------
-------------------------------------------------------------------------
-------------------GGTACCAACAATGAGGCCTACCGTGAGGGCATGAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACTGCAGAATTAAGA---------------------------
GATAGGAAGCAGAACGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGCTGAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT
GTAGT---GATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTGGTATCAACT---
CAGCTACTATTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---AACATTAGTAGAAAT---
AAATGGAATGAAACTCTACGAATGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTACTTGCAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTACTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAAATCTAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
TGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAGGACTTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF117264 
GCT---GTA------------------------------------------
GGAAACTACTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTAAATGTTAGTTGTAATAGT-------------------
-------------------------------------------------------------------------
-------------------------------AATGATACTTGCAAGGAGAATGAGAGGATGACA---
AATTGCTCTTTCAATACAACCACAGTATTAAGT---------------------------



GATAAGAAGCAGACAGTGTATGCGCTT---TTTTATAGACTTGATGTAGTACCACTTACTAATGAGAACTCT-
-------------------------------------------------------------------------
-------
AGTAAGAACTCTAGTAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAGCTATTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGCAGAT---
GACTGGAATAAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAATAATTACACAGACATAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAGGGCTTTGGAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF117263 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACTAGAAATAGATTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAAAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGTAATGTCACTTTAGAACGTAGTAATGTTAGCAGTAGTAAT----
-------------------------------------------------------------------------
-------------------GATACCCAAAATAGGACCCACCATGAGAGCATAAAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAGTTAAGA---------------------------
GATAAGAAGCAGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAGAAGAAGAAC-
-------------------------------------------------------------------------
----------
TCTAGTGAGAACTCTAGTGAGTCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCAATTCTAAAGT
GTAAA---GATAAGATGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTAACTGTACAAGACCCAGCAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCT---
AGATGGAATGAAACTTTACAAAAGGTAGGTAAAAAATTAGCA---------------GAACACTTCCAG----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACGACAGTTGGAGT-----------------
----------------------------AACAAATCTCTAACAGACATTTGG------AAT------
GGCACGACCTGGATGCAATGG---GATAAAGAAATTAGTACTTACACAGACATAATATAC---
AGTTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EF117262 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGATAAATCAGATGCATGAAGATGTA---
GTCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGAAATGTTAGTGATAGTAGAAATGGTAAT----------------
-------------------------------------------------------------------------
-------------------------------AGTACCTACAATGAGAGCGAGCAGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAATATTAAGA---------------------------
GATAAGAAGAAGAAAGTGGATGCACTT---TTTTATAAACTTGATATAGTACCACTTCATAAGAAGAAGAAC-
-------------------------------------------------------------------------
----------
TCTAAGAACAACTCTATTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCGAAGGTCACTTTTGACCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACA---GAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAATAGAACT---
ATGTGGACTCAAACTTTACAAAGGGTAAGTGAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTGCA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GACAAAGAAATTAGTAATTACACAAACTCAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGTTATTAGGCTGATTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCAGTACAAGGGTTTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAGCAGCATTGCAA---TAA 
>EF117260 
GCT---GTA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGCTACCCGTAGCAGTGATGATACC----------------
-------------------------------------------------------------------------
-------------------------------AGAAATAGCACTGAGAACATAGAGGGAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGCAGCAGAAAGTGTCTGCACTT---TTTTATAGACTTGATATAGTACCACTTACTGAGAAGGAA----
-------------------------------------------------------------------------
----------



TCTAGTGAGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGGCCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGGA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGGA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAATAT---
AAATGGAATAAAACTTTGCAAAGGGTAAGTGAAAAATTAGCA---------------GAATACTTCCCG----
-----------------------------------AATGACACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAGTCTCAACAAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGTTTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGCTGGAAAAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTCATACAAAGATTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAA---TAA 
>EU363840 
GTT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAGAGTTGAAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAGAATGGTATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTCAGCAGTAATAGTAGCAGTAATAATAGCAGT-------
-------------------------------------------------------------------------
----------------------GATATTAGCAGTAATAGTAGCAGTATTAGTAATGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAGA---------------------------
GATAAAAAGCAGACAGTGTATGCACTC---TTTTATAGACTTGATATAGTACCACTTAATGATAAGAACTCT-
-------------------------------------------------------------------------
----------
AGTGATGATAAGAACTCTAGTAATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAGACATTCAAT------GGGACAGGGCCATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCGGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATCATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGAGGAT---
AAATGGAAGGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCAT----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCATGATGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GACAGAGAAATTAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTTATTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EU363848 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGAAATGTTAGCAGTAATAGTAATAGTACCAAC-------------
-------------------------------------------------------------------------
----------------------------AATGGGACCCACCAGGAGAGCATGGAGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGTAGTAAGA---------------------------
GATAGGAAGCAGGCAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTCCTTAAGGAGAAC----
-------------------------------------------------------------------------
-------------
TCTAGTAAGAACTCTAGTGAGTATATATTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATGATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCCATAGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAG---
GGATGGAATAAAACTCTACAACAGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAGCATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAACGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATCTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGGTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGACTTTGTAGAGCT----------------------------
--------CTTTACCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGTTTTGCAA---TAA 
>EF368372 
GCT---GTA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAGCCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAGATGCTAAGAATAGTAGTACAAATGCTACGAATGGT-------
-------------------------------------------------------------------------
-------------------GCCCACAATAATACCTACCTTGAGGGCATGGATAAGGAAATAAAA---
AATTGCTCTTTTAATACAACCACAGTAATAAGA---------------------------
GATAGAAAGCAGACAGGGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTGGTGAGAGGAAC----
-------------------------------------------------------------------------
----------
TCTAGTGGGAACTCTAGTGGGTATTATACATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATCCACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------



-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGATAAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAC----
-----------CAATCTGTAGAA---------ATTGTATGCACAAGACCCAACAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---ATCATTAATGGAAGT---
CAATGGAATGATACTTTACAAAGAGTAAGTAAAAAATTAGCA---------------GAACACTTCCCA----
-----------------------------------AATAAAACAATAATATTTAAT------
TCATCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACACGAGTCCTGGCTATAGAAAGATACCTAAAAGAGCAACAGCTCCTAGGGCTTTGGG
GCTGCTCAGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAACAGATTTGG------AAT------
CACACGACTTGGATGCAATGG---GATAAGGAAATTAGTAATTACACAGACTTAATATAC---
AGTTTGATTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTATTAGAATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGGCTTTTTAGGGGC----------------------------
--------ATCGGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>JF346915 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAAATGCATGAAGATGTA---
GTCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTACTATAAATGGTACCAGTAAC----------------
-------------------------------------------------------------------------
-------------------------------AGTAATGGTACCCACGATGATAGCATGATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTACGGAGAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTGAGAACTCTAGTGGATATTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAGATTCACT------GGGACAGGACCATGTTATAAT-----------------------
-ATTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAA---------------
ATAATAATTAGATCTGAAAATTTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AAGCAAGCATATTGT---AACATTAGTAAAGAT---
ATATGGGATGAAACTTTACAACGGGTAGGTGAAAAATTAGCA---------------GAACACTTCCAG----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGGAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATCTATTAGCATTAGACAATTGGAAAAATTTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTACTATTAGACTGGTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAGAACTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 



>HQ699994 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAGAATGTAGCAATAATGTTACCCACAGTAATACC-------------------
-------------------------------------------------------------------------
-------------------------------------TCCCATGAGAGCACGGAGGGAATGAAA---
AATTGCTCTTTCAATATAACCACAGTAGTAAGA---------------------------
GATAAGAAGGAGAAAGTGTATGCACTT---TTTTATAGACTTGATACAGTATCACTTAGAGAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCGGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAGACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTAAAAGT---
AGATGGAATGAAACATTACAACTGGTAGGTAAAAAATTAGCA---------------GAACACTTCCAG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATGCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAACGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTATTAGCATTGGAACAGTGGAAGAATCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCATCT------
TTGTCGTTGGCTATTAGTTTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGAATTTGTGGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EU131811 
ACT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ATCACTTTACTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAGAATGTAGAAATGTTAGCAGTAATAGTACTAGT-------------------
-------------------------------------------------------------------------
-------------------------------AATAGTACTAGTAATGGTGCCGAGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAATAGTAAGA---------------------------
GATAGGAAGCAGGCAGTGGATGCACTT---CTTTATAGACTTGATATAGTACCACTTAATGAGAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACCA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATAATAGTACATCTTAAG----



-----------GAACCTGTAGAA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAATGAAGAG---
AGATGGAATAAAACTTTACAAATGGTAAGTAAAAAATTAGTA---------------GAACACTTCCCG----
--------------------------------AATAAAAAAACAATAAAATTTGAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTGAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGGTACAATATAC---
AGGTTGCTTGAACAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTATTATCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGACAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTAGTACAAAGATTTGGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>JX392383 
GCT---GTA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CGTGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGCAATGGTGGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTTACCTACAATGGAAATGATACCTACAAC----------
-------------------------------------------------------------------------
----------------------AGAAATGCTACCTACAACGAGGCGTACAAGGACGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGTAGTAACA---------------------------
GATAAGAAGAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTACTAAGGAGAACTCT-
-------------------------------------------------------------------------
----------------
AGTGCGAACTTTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAC-----------------------
-GTTAGC---ACAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAA------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCGGCAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAATGAAAGC---
AAATGGAATGAAACTTTAGAAATGGTAGGAAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTAAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAATCTATGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAACAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTAGTTGACACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAGGACTTTGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835510 
GCT---GTG------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---



ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGAATGGCAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAGTAATGTTAATAGTACT-------------------
-------------------------------------------------------------------------
----------------------------AGTAACTACAATGGGACCTATAAAGAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAGGAAGAAGAAAGTGCATGCCCTT---
TTTTATAGACTTGATATAGTACCACTTGAAGAGAACTCTAGTGGGAAC-------------------------
--------------------------------------------------------
TCTAGTAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACCTCA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTCCAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAACAAGAC------------
ATAATAATTAAATCTGAAAATCTGACAGACAGT---------ATCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTACAA---------ATTATATGTACAAGACCAGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGT---------
AAATGGAATGAAACTTTAAAAAGGGTAGGTGAAAAATTAGCA---------------GAACGCTTCCCT----
-----------------------------------AATAAAACAATACAGTTTGCA------
CCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACACGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAGATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAATAATCTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGTTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGAATTTGTGCAAAGATTTTTTAGAGCT----------------------------
--------ATCTTCAATATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KF835532 
GTT---GTA------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAACTCAGATGCATGAAGATGTA---
ATTAGTTTATGGAATGAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATGTTAGCGGTAATGGTACTAGTGCG----------------
-------------------------------------------------------------------------
----------------------------------------------------GAAATAATGAAA---
AATTGCTCTTTCAATGCAACCACAGGATTAAAA---------------------------
GGTAGGAAGCAGAAAGCGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTACTGAGAAGAACTCT-
-------------------------------------------------------------------------
-------------
AGTAAGAACTCTAGTGAGTATTATACATTAATAAATTGTGATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTCCTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
GTAATAATTAGAGCTGAAGATCTGACAGACAAT---------GTCAAAACAATAATAGTACAACTTAAT----
-----------CAATCTGTAGAA---------ATTGTCTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACC---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAAT---



ATATGGCATAAAGCTTTAAAAAGGGTAGGTGAAAAATTAGCA-------------------------------
-----------------------------------------------------------------
GCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTAAACACGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAGATGAAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGACTTTGTAGA-------------------------------
--------------------------------AGAATAAGATAGAGCTTTGAAGTAGCTTTGCAA---TAA 
>KM218237 
ACT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAACAGTAGCAGTAGTGATACCAAAAAT----------
-------------------------------------------------------------------------
-------------------------------------------GGGACTGACCCTGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGAACTAAGA---------------------------
GATAGGAAGCAGAAGGTGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTTAATGAGAAG-------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACCCAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATGAGAAATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAAAAGGA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTTTATGTATAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAAAG---
GTATGGAATGAAACTCTACAAAGGGTAGGTGAAAAATTAGCA---------------GAATACTTCCCG----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------GAG------
AATATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTATTATTAGTCTGGTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGGT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ215552 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACT---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAACTGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTTAGCAATAGTAGTAGTAGT-------------------
-------------------------------------------------------------------------
-------------------------------CCTAATACTCATGATAGCATGAAGGAAATAAAA---
AATTGCTCTTTCAACGCAACCACAGTAGTAAAA---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
-------------
AGCTCTAATGAGACAGCCAACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCAATTCTTAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGCT---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCT---
GCTTGGAATGAAATTTTACTAAATGTAAGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTCTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTGTTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAAGTAGGACGAAGACTTTGTAGAGCT----------------------------
--------ATATACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAATAATTTTGCAA---TAA 
>JX960600 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAGGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTAACAATAATAGTAGCAGTAATAGCAGTAAT-------
-------------------------------------------------------------------------
----------------------AGTAGTAGTAATAGTACCCTTGAGAACATACAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAATATTAAAA---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACAACTTAAGAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCAATTCTTAAGT
GTAAT---GATAAGAGGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCTGGCAATAATACACGAAAA-----
-GGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGA---
GATTGGGAGAAAACTTTACAGAATGTAAGTAAAAAATTAGCA--------------GAAACACTTCCAA----
-----------------------------------AATAAAACAATACAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---



TTTAAACAGCTCCAAACAAGAGTCCTAGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGCAATTACACAGACACCATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACWTAACAAATTGGC
TGTGKTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTGGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGTAGGACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGAATTGAAATAGTTTTGCAA---TAA 
>JF346908 
ATT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGATTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGGAATGTAGAGATGTTAGCCAAAATGCTAGCCGAAATGTTAGCAGT-------
-------------------------------------------------------------------------
-------------------AATAGTACTGGTTCCTACAATGGGACCTACTACCAGAACATGAAA---
AATTGCTCTTTCAATGTAACCACAGTAGTAACT---------------------------
GATAGGAAACAGAAAGTGGATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
-------
AGCTCTAGTAGCAACTCTAGTAAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCACTGCTAAAGT
GTAAA---GATAAGATGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACC---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGATAAT---------GTCAAAACAATAATAATACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCGGTAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TACGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGCAGT---
AAATGGCGTGAAACTTTAAAAAATGTAAGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AGTAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGAGACCTGGAAATCACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------GAA------
AATATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
ATGTTGCTTGAAGAATCGCAAAAACAACAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTATTAGCATTGGACAGTTGGACAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTTACAACGTA------CCTAGAAGACTAAGACAGGGTTTTGAAGCAGCTTTGCAA---TAA 
>JF346909 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAGAAATGCTAGCATAAATGCTAGCAGTACTGATAATAATGTTAGCA



GT-----------------------------------------------------------------------
----------ACTGATAATAATACCAACACTGAGACCTACAATGAGAGCGTGCCGGGGATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAGGAAGCAGAAAGTGAATGCACTT---TTTTATAGCCTTGATATAGTGCCACTTACTGAGGGGAACGCT-
-------------------------------------------------------------------------
----------
AGTAATAACGCTAGTAATAACTATTATAGATTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACGATAATAGTACATCTTAAT----
-----------CAATCTATAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAT---
AAATGGAATGAAACTTTACAAAAGGTGGGTAAGAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAAATTTACA------
TCACCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCCTGGAACGCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAATCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAAAACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTGGCACTAGACAGTTGGAAAAATCTATGGAGTTGGTTTGATATAACAAAATGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCAATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGGTTGATGCCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGCACAAAGATTTTTTAGAGCT----------------------------
--------ATCTACCACATA------CCTACAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>JF346910 
GCC---GTA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATGGCTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGCTCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAACCACAATGAGACC----------------------------
-------------------------------------------------------------------------
----------------------------------------------TACAATGAGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAGGAGGCAGACAGTGTCTGCACTT---TTTTATAGACTCGATATAGTACCACTTAATAGGGGGAAATCT-
-------------------------------------------------------------------------
----------------
AGTGAAAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGCTATGCAATTTTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAACCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAACGAA---
AAATGGAATGAGACTTTACAAAGGGTAGGTAAAAAATTACAA---------------GAATACTTCAAG----
-----------------------------------AATAAAACAATAACATTTGAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCACAAAGAGATTTGG------GAT------



AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGACCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGATTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>JF346912 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGTTGCTGCCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGCAAATGTTACCTACAAAGAAAAT----------------
-------------------------------------------------------------------------
-------------------------------GCTACCTACAATGAGAACGGGAATAGAGTAAAA---
AATTGCTCATTCAATGTAACCACAGTAGTAAGA---------------------------
GATAAGGAGCAGAAGGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTTGATGATAAGAAGAACTCT----------------------------
--------------------------------------
AGTGAGAAGAAGAACTCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGCAATACCTCAGCCATAA
CACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGGT---
AAATGGAATAAAACTTTACAAAAGGTAAGTGAAAAGTTAAAA---------------GAACACTTC-------
-----------------------------------AATAAAACAATAATATTTGCA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACGCATCTGCACTACTGCTGTACCTTGGAATAGCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATCTATTAGCATTAGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGTAGTACAGGGACTGGGTAGAGCA----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAATAGTTTTGCAA---TAA 
>KY346080 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAGCCCACAAGAAATAATTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGTATGTACAAATGTTAATGTTAGCAGTAATAGTAGTGAG-------------
-------------------------------------------------------------------------
-------------------------AAAATAAAAATTAGCAGTAATAGTAGTGAGGAAATGAAA---



AATTGCTCTTTCAATGCAACCACAGTAGTAAAA---------------------------
GATAGGAAGCAGAAAGTGTATGCACTT---TTTTATAAACTGGATATAGTACCACTACCAACTAAGGAGAAC-
-------------------------------------------------------------------------
----------
TCTAGTGGGAACTCTAGTAGGTATTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGAACATGCAAAAAT-----------------------
-GTTAGC---ACTGTACAGTGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTGGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGAAGTT---
AAATGGAATAAAACTTTACAAGGGGTAAGTGAAAAGTTAGCA---------------AAACACTTC-------
-----------------------------------AATAAAACGATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AACAAATCTCAAAAAGACATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAAAGAAGTTGGTAATTACACAAACACAATATAT---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ACGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTAGTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGTAGTACAAGGACTTTGTAGAGCT----------------------------
--------ATCTACCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTACAA---TAA 
>KY346148 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATAGAGTTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAATGTTACCAAGAATATTACTGTTAGCAGTAATAATACTGGTA
GCAGTAATAGT--------------------------------------------------------------
----ACTGGTAATCGTAATGGTACCAACAATGAGACCTTCTCTGATATAACAGAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTAGTAACA---------------------------
GATAGGAAGAAGAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTACTGGGAAAAAC----
-------------------------------------------------------------------------
----------
TCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAACA---------ATTGAATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGACATA------------AGAGCAGCACATTGT---AACATTAGTAAAGAT---
GAATGGAATAGAACTCTACAAAGGGTAGGAAAAAAATTAGCA---------------GAACACTTCCCA----
-----------------------------------AATAAAACAATACGATTTGAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAGGAAATTAGTAATTACACATACACAATATAC---
AGGTTGCTTGAAGAATCGCAAGACCAGCAGGAA----------------------------------------



-----------------------------
AGGAATGAAAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAATTCTTACAAAGATTTGGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAGGCAGCTTTGCAA---TAA 
>KY346293 
GTT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAAAT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTGTTTTTGAAG---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAACTGTTAACATTACCGACAATGAG-------------------
-------------------------------------------------------------------------
-------------ACCCGTACCTACAACCTTACCTACAATGAGACCCTCAAGCAGGAAATGCAA---
AATTGCTCTTTCAATACAACCACAGAATTAAAA---------------------------
GATAAGAAGCAGGCAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCGCTACCTAGTGAGAACCCTAGTCCC-------------------------
--------------------------------------------------------
AGTGAGAACTCTAGTCAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGATGGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGGAGCCTAGCAAAAGAAGAA------------
ATAATAATTAGATCTGAGAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAC----
-----------AAATCTATAGGA---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTACAAAG---
GAATGGAAGGACACTTTACAAAAAGTAAGTAAAAAATTAGCA---------------GAACATTTCCCG----
-----------------------------------GGTAAAAATATAACATTTAAA------
CCACACTCAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCACGAAGAGATTTGG------GAT------
AAAATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAGACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGCT----------------------------
--------CTTTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY346324 
GTT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGG---AAAGAGGCAACT---
ACCACGTTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGCAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTTAGCAGTAATAGTAATAGTACCTACCATGGCAATAGT-
-------------------------------------------------------------------------
-------------------------------------------AGTGTCTACAATGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGATGCAAAAGGTGTCTGCACTG---TTTTATAGACTTGATATAGTACCACTTGAGAAGAAC-------
-------------------------------------------------------------------------



----
TCTAGTAAGAACTCGAACTCTACTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCAGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGACAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTCAAGCT---
GACTGGAATAAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCA----
-----------------------------------AATAGAACAATAAAATTTAAC------
TCATCTTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCGGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAATTCCAGCTGGAGT-----------------
----------------------------AACAAATCTCTAGCAGAGATTTGG------GAT------
AACATGACTTGGATGCAATGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGACCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTAGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY346432 
GTT---GTA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTGAGGCATATGATAGAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAAATGTGAAGATGTTAACAGTAACAGTAGTAGTACCAAC-------------
-------------------------------------------------------------------------
----------------------------AATGGGACCTCCCATGAGAGCATGAAGGAAATGACA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAGCAGGCAGTGCATGCCCTT---
TTTTATAGACTTGATATAGTACCACTCAATGGTGAGAACCCTAAG----------------------------
-----------------------------------------------------------------
AACTCTAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGTAATCCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACACGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGGT---
AATTGGACTAAAACTCTACAAAGGGTAAGTAAAAGATTAGAA---------------AAATACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAGGAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAGGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGACCTATTAGCATTGGACAGTTGGAACAATCTATGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---



GTGCTATCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTAGTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY346383 
GCT---GGA------------------------------------------
AAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTATATGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAACTCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGCAATAATAGTTCTGATAATAGTACT----------
-------------------------------------------------------------------------
----------------------------------------------------GGGGAAATGAAA---
AATTGCTCTTTCAATGCAACCGATATAGTAACA---------------------------
GATAGGAAGAAGACAGTGTATGCAACT---
TTTTATAAACTTGATATAGTACCACTTTCTGAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------
CAGAACTCTAGTGAGGACTCTAGTGGGTATTATAGATTAATAAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGGAATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAACCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTAAAGAG---
GAATGGAATAGAACTTTACAAGAGGTAGGTGAAAAATTAGCA---------------AAATCCTTCCCG----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAGTCTCAAACAGAGATCTGG------GAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACAAAATATAT---
GAGTTGCTTGAAGAATCACAACACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAGCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTGTTAGCCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGTTAGTGAGAAGATTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAGGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AF286226 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACGTAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCGCAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGCAGTAATAGTAATGATACCTAC-------------
-------------------------------------------------------------------------
----------------------------CATGAGACCTACCATGAGAGCATGAAGGAAATGAAA---
AACTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTACTAAGAAGAAC----
-------------------------------------------------------------------------
----------
TATAGTGAGAATTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT



GTAAT---GATAAGATATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTTGTTAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGGTCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCAG----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAAAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAAAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ326127 
GCT---GTA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAGATGTTAACAGTACTGGTAACGGT-------------------
-------------------------------------------------------------------------
-------------------------------ACCTTCAATGAGGAGAGCGGGAAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTATTAAGA---------------------------
GATAAGAAGCAGACAGTGTATGCACTT---TTCTATAGACTTGATATAGTACCACTTGAAAGTGATAAG----
-------------------------------------------------------------------------
----------
AACTCTAGTTATAAGAACTCTAGTTATAGATTAGTAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGGATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTAAAAAT---
GATTGGAATAAAACTTTACAGAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACACACACACAATATAC---
AGGTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCACTATTAGTCTGGTTGATACCATAGCAATAACAGTAGCTGAA---



GGAACAGATAGGATTATAGACATAGTACAAAGAACTTGTAGAGCT----------------------------
--------ATCCGCAATACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ326130 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAGTC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATGGTTTTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATGTTAGTCCCCACAATGTTAGCAACTACAATGGGACTGAC-
-------------------------------------------------------------------------
-------------AACGCCCACAAGGTTAGCATCCACAATGAGACTGACAATGGTGGAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAGGAAGCAAGCAGTATATGCACTT---TTTTATAGACTTGATATAGTACCAATTACTGAGGAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGT
GTAAT---GATAAGAAATTTAAT------GGGATAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAGT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGAAGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGCT---
AAATGGAATAAAACTTTACAAAGTGTAAGAAAAAAATTAGAA---------------GAACACTTCCTG----
-----------------------------------AATAAAACAATAAAGTTTAAC------
GCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACGCATCTGCACTACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACATACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAATAATCTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGCG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGACTATTAGTTTGGTTGATACCACAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGAATTAGGACAAAGACTTTGTAGAGCT----------------------------
--------ATCTATCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAACAGTTTTGCAA---TAA 
>HQ326132 
GCT---GTA------------------------------------------
AAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGGAATGTTAGCAGTACTAATACCAGT-------------------
-------------------------------------------------------------------------
----------------------------------ACCTACAATGAGACCTACAATGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGTGGTAAGA---------------------------
GATAAGAAGCAGACAATGCATGCACTT---TTTTATAGACTTGATATAGTACCACTCAATGAGGGGAAC----
-------------------------------------------------------------------------
-------------
TCCAGTAAGAACTCTAGTGAGTATGTATTAATAAATTGTAATACCTCAGCCATAGCACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGT
GTAAT---GATAAGGCATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATTATAATTAGAACTGCAAATATGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTGCAAGACCAGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGGACT---
CAATGGAATGAAACTTTACAAGGGGTAGGTAAAAAATTAGCA---------------GAATACTTCCCG----
-----------------------------------AATAAAACAATAACATTTGCA------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTACAGACAAGAGTCCTGGCTATGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATCAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGCCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACTAGGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>HQ326133 
GCT---GTA------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCGCAGAC---
CCCAACCCACAAGAACTGGAGTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATGTTAGCAGTAATAGTAGTGGTACCTCC-------------
-------------------------------------------------------------------------
----------------------------AATGAGACCCACCAGGAGAGCATGAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAGGACGCAGAAAGTGTATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGATAAGGAGAAC----
-------------------------------------------------------------------------
-------------
TCTAGTAAGAACTTTAGTGATTATAAATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAAAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGCACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAC---
CAATGGAACAAAACTTTACAAAAGGTAAGTAAAAAATTAGCA---------------GAACACTTCGAG----
-----------------------------------AATAAAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGCAGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAGACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTATTAGCATTGGACAATTGGAACAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTAAGAGGATTTTGTAGAGCT----------------------------
--------ATCTACAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ326139 



GCT---GTA------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCACATGCTAAATCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAACCAGATGCATGAAGATGTA---
ATCAGTTTATGGGAACAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGGAATGTAAAAATGTTGAATGTAGAAATGTTAGCCACAATGAAACTGGTAGCC
TCAGCAAT-----------------------------------------------------------------
----GGGACCTCCAGGGGGATAACAAATTGTTCTTTCCGCAATGAGACCTACAATGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAC---------------------------
GATAGGAAGAAGAAAGAGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTGATAATGAGAAGTCTAAT----------------------------
--------------------------------------------------
AGCTCTAGTAATAGCTCTAGTGAGTATTATAGGTTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAGAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACCAGGAGAA------
---------ATCATAGGAGACATA------------AGACAAGCATATTGT---ACCATTAGGGAAGAT---
AAATGGAATAACACTTTACAGAGGGTAGGAAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTATACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTAACATAGCAAATTGGC
TGTGGTATATCAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCCATTAGTTTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATATACATAGTACAAAGTATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF234628 
GTT---GTA------------------------------------------
GGAAACTTCTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGGAATGGTAGATCAGATGCACGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGCAATGTTACCCGCAATGAGAGTGTGAGA----------------
-------------------------------------------------------------------------
----------------------------AATGTTACCCACAATGAGAGCGGGAATGGAATGAAA---
AATTGCTCTTTCAATACAACCACAGTAGTAAGG---------------------------
GATAGGCAGCAGAAAGTGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTACTAATAATAAGAACTCT----------------------------
-----------------------------------------------
AGTAAGAACTCTAGTGACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCACAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTTTGCACTCCTCAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAGAACGATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGGA---
AATTGGACTGAAGCCTTACACAAAGTAAGTAAAAAATTAACA---------------GAACATTTT-------
-----------------------------------AATAAAACAATAGTATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAGCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAGTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTACAAGGATTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTACAAGGGTAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KC914396 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACCCTATTCTGTGCGTCAGATGCTAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAATGGTACCTAC-------------------------
-------------------------------------------------------------------------
----------------------------AATAGGACCTCCGATGAGAGCGTAAAGGAGATAAAA---
AATTGCTCTTTCAATGCAACCACATTACTAACA---------------------------
GATAAGAAGAAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGAAGAACTCC-
-------------------------------------------------------------------------
----------------
AGTAACTCTAATGAGTCTTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---AATAAGGCATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AGTTGGAATAAAACTTTATGGAAGGTAAGTAAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAGTCTTACACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATCTAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCGTTTACTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGACAGGATTATAAACATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AB746344 
ATG---GAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTATAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGAAATGTTAGCAGTAATGGTACTGGTACCTACAAT----------
-------------------------------------------------------------------------
-------------------------------------------GAGACCTACAATGAGATAAAA---
AATTGCTCTTTCAAAACAACCACAGAATTAAGA---------------------------
GATAGGAAGAAGAAAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCCCTTACTGATAAGGACTCT-
--------------------------------------------------------------------
GGTAAGAACTCTAGTGATGGTAAGAACTCTAGTAAGTATTATAGATTAATAAATTGTGATACCTCAGCCATAA
CACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAGATGTTCAAT------GGGACAGGACAATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAAATCTAAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAG---
GGATGGGATGAAACTTTACAGAGGGTAAGTGAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTATCACGAGATTTGG------GAT------
AACATGACCTGGCTGCAGTGG---GATAAGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAATTGGAAAAATCTATGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAAACATAGTACAAGAAATTTGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>EU363836 
GGG---GAA------------------------------------------
GAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAACAGTACTGGTAATAGTACCCAC-------------
-------------------------------------------------------------------------
----------------------------AATGTGACCTACGAGGAGGGCGTGAGGGAGATAAAA---
AATTGCTCTTTCAATGCAACCACATTATTAAGA---------------------------
GATAGGAAGAAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCCCTTAATGATACT-------
-------------------------------------------------------------------------
----------------
GATAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATCAGTTATTCAAT------GGGACAGGACAATGCCCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAACGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAC----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
GAATGGCAGAAAACTTTACAGAATGTAAGTAAAGAATTATCA---------------AAACACTTCCCT----



-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTGATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCGACAAGAGATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATACTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTACTA---TAA 
>EU363831 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTATGAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAGAATGTAGAAATGCTAATAGAAGTGTTAGTGAAAAT----------------
-------------------------------------------------------------------------
-------------------------------GTTATTGGCAATGATACCTACGATAAGGTAAAA---
AATTGCTCTTTCAATGCAACCACATTATTAAGA---------------------------
GATAAGAAAAACACAGTGTATGCGCTT---TTTTATAGACTTGACATAGTACCACTTGATAATGAGAAC----
-------------------------------------------------------------------------
----------
TCTACTAATAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGCATTCAAG------GGAACAGGACCGTGCCAGAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAC----
-----------AAATCTGTAGAA---------ATTACATGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAGT---
GACTGGAATGAAACTTTAAAAAATGTAATTAAAGAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AACAAATCTCAAAAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAAATACACAGACACAATATAC---
TGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGGCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGCACAGATAGGATTATAAACATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835493 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAGTTATGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGAATCAGATGCATGAGGATGTA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTACCTACAATGGGACCTAC-------------------
-------------------------------------------------------------------------
----------------------------------------------------AATGAGATAAAA---
AATTGCTCTTTCAATGCAACAACATTATTAAGA---------------------------
GATAAGCCGAATAGAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGATGAGAGCTCTGGTAAC-------------------------
--------------------------------------------------------
TCTAGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
TCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACAATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAGAAA---
AATTGGACTGAAACTTTACGGAAGGTAAGTAAAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTGACAATTACACAAACACAATATAC---
AAGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTATTATTAGTCTGTTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGACATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCAA---TAA 
>KF835495 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
GCTACTCTATTTTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAATTAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGCGTCACTTTAGAATGTAGAAATGTTAGCAGAAATGCTAGCAATAATGGC-------------
-------------------------------------------------------------------------
----------------------------AATGAGACCTACAATGGGAACAAGGAGGAGATGAAA---
AATTGCTCTTTCAATGCAACCACATTATTAAAA---------------------------
GATAAGAAGGACAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGATGATAAGAAC-
-------------------------------------------------------------------------
----------
TCTAGTAAGAACTCTAGTGAGTATTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACCGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAAAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATCATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTGCAGAT---
AAATGGAATGAAACTTTACAGGAAGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCACCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAGCAAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAGGAAGTTGGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAATTGGTTTGGCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACATAGTACTAGGAATTGGTAGAGCT----------------------------
--------ATCCGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835496 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACCACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAGAATGTAGAAATGTTAGCATTAGAAATGGTAGCAGTAATGGT----------
-------------------------------------------------------------------------
----------------------AATGACAGTGTGACCTACGATGAAAGCATAAAGGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGTAATAAGA---------------------------
GATAAGCAGAATAAAGTGGATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGATAGGAACTCT-
-------------------------------------------------------------------------
----------------
AGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCGATTTTGATCCAATTCCTATACACTATTGTTCTCCAGCTGGTTATGCACTTCTAAAAT
GTAAT---GATAAGACATTCAAT------GGGACAGGACAATGCAGTAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACACT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTACAA---------ATTGTATGTGCAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAGCAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAA---
CAATGGAATAAAACTTTACATATGGTAAGTAAAAAATTATCA---------------GAACACTTCCCT----
-----------------------------------AACAAAACAATACAATTTGCA------
AATGCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTACCAGAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAGTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AATAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCCATTAGTCTAGTTGATACCATAGCAATAACAGTAGGTGAA---
GGAACAGATAGGATTCTAAACATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCGCAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTACTG---TAA 
>KF835497 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTAATTATAACAGTAATGGTACCCACAATGTTTCC----------
-------------------------------------------------------------------------



-------------------------CAAAATGAACCCTACAATGAGAGCGAGCGGGAGATAAAA---
AATTGCACTTTCAATACAACCACAGAAGTAAAT---------------------------
GATAAGAAGGAGAAAGTGCGTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGAAAAAC----
-------------------------------------------------------------------------
-------
TCTAGTAACTCCAGTACTAGTGAGTCTTATAGATTAATAAATTGTAATACCTCAGCCATGACACAA---
GCCTGCCCAAAGGTCAGTTTTGATCCAATTCCCATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCGGAAGGAGAG------------
ATAATAATTAGCTCTGAAAATCTGACAAATAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCGGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAGT---
AATTGGACTAAAACTTTACAGAAGGTAAAAGGAAAATTAGAA---------------AAACACTTCCCT----
-----------------------------------AATAAAACACTAATATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCGTCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTAAAACAGAGATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AATAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTATGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGTTTGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAAACATAATACAGGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KF835501 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
GCTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGAAG---------AATGTAACAGAAAATTTTACC----------------
--------------------------ATGTGGAATAATGATATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTACCTACAATGGGACTTCC-------------------
-------------------------------------------------------------------------
----------------------------------------------------AATGAGATAAAA---
AATTGCTCTTTCAATGCAACCACATTATTAAGA---------------------------
GATAAGCAGCAGAAAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGATAAGGGCTCTGGT----------------------------
--------------------------------------
AAGAACTCTAGTGAGTCTAGTGAGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAATAATAATAAGACATTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTTAGC---TCTGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAAGG------------
ATAATAATCAAATCTAAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAAAT---
AACTGGACTGAAACTTTACATAGGGTAAGTAAAAAATTAGAA---------------GAATACTTCCCT----
-----------------------------------AATAGAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------CAA------



AACATGACCTGGCTGGAATGG---GATAAGGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTCTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATTTAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATATACCTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAGCAGCTTTGCAA---TAA 
>KF835506 
ATG---GAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
GCTACTCTATTCTGTGCGTCAGATGCTAAGGCATATGATGCAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAGACTTTTAAC----------------
--------------------------ATGTGGAATAATAATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAGATGCTAACAGTACTGGGCGTGGTCCCTAC-------------
-------------------------------------------------------------------------
-------------------------AATAGTACCAATGAGATGAAAAATACCAATGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAAA---------------------------
GATAGGAAGGAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCCCTTGAGAGA----------
-------------------------------------------------------------------------
----------------
TCTGGTAAGAATTCTAGTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACAATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAC------------
ATAATAATTAAATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAGAAT---
AAATGGAATGAAACTTTACAGAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAAACATAAAATTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAGATTTGG------GAT------
AACATGACCTGGCTGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AGGCTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAAGCATAGTACAAGGATTTTGTATAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835508 
ATG---GAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGAACTGTAAAGATGTAAAATGTAAAAATGTTAGTCGTAATAGTACTGATGTTA
GCTGTAATAGT--------------------------------------------------------------
----------------------------ACTGTTATCCACAATGAGACCTATACTGAGATGAAA---
AATTGCTCTTTCAATACAACCACATTATTAAGA---------------------------



GATAAGAAGAAGACAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCCCTTAAGGATGAGAACTCTGGT----------------------------
-----------------------------------
AATAACTCTAGTGAGAACTCTGGTAACAACTCTAGTAAGTATTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAATATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAA---GAG------------
ATAATAATTAAATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCTACAGGAGAA------
---------ATTATAGGAGACATA------------AGACAAGCATATTGT---AATATTAATCAAAGT---
ATATGGAATGACACTTTACAGAGAGTAGGTAAAAAATTATTA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAAAAGAGATTTGG------GAA------
AACATGACCTGGATACAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGCAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTGTAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGACTGGTTGATACCCTAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAAACATAGTACAAGGAATTGGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835512 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGACGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAGAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTAGCAATGTTAGCAGTAATAGTAGCAATAGTAATGTTA
CCCCCAATGCT--------------------------------------------------------------
----------------------------------------------------GATGAGATAAAA---
AATTGCTCTTTCAATGCAACCACATTATTAAGA---------------------------
GATAAGCAAAAGAAGGAGTATGCACTT---TTTTATAGGCTTGACATAGTACCACTTGAGGGTGGA-------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGGTTAATAAATTGTAATTCCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGGTATGCGATTATAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACAATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATAACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAG---
AAATGGAATGAAACTTTACAGATGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAA------
GCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AACAAATCTATATCAGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------



-----------------------------
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAGCATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATACGCAACATA------CCTAGAAGACTAAGACAGGGCTTTGAATTAGCTTTGCAA---TAA 
>KF835529 
GTG---AGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAGGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTCTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAGATGGTACCTACAATAAGACCTACTACAAT-------------
-------------------------------------------------------------------------
-------------------------GGGACCTTTTACAATGAGACGATCTACAATGAGATAAAA---
AATTGCTCTTTCAATACAACCACAGTAGTAAGA---------------------------
GATAAGAAGGAGAAAGTGAATGCACTT---TTTTATAGAATTGATATAGTACCACTTGATAATGAG-------
-------------------------------------------------------------------------
-------
ACTTCTAGTAAGAATGGTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACAATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAAAAGCC------
---------ATTATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGA-------
--TGGCATAACACTTTACGGATGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATAAACTTTACA------
TCACCCGCAGGGGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAACAGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAAGGAAGTTAGTAATTACACAAACACAATATTT---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTATTAGCATTGGACAGTTGGAAAAACCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACAGAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF835530 
GGG---GGA------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTCTGCAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATGATATGGTGGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAACGTTAGCTTAAATAGAACAGATGTTAACAATAGTAGT----
-------------------------------------------------------------------------
----------------------GCCTACAATGTGAGCATGGAGGAGAGCATGGAGGTGATGAAA---
AATTGCTCTTTCAATACAACCACAATATTAAGA---------------------------
GATAAGAAGAAGACAGAGTTTGCACTC---TTTTATAGAAGTGATATAGTACCACTTAATGATAAGAACTCT-
-------------------------------------------------------------------------



-------------
AGTAAGAACTCTAGTGAGGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGGAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCCACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------GTCATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGCAGAG---
CACTGGAATAAAACTTTACAGAGGGTAGGTAGTAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACG---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTACTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
GAATTGCTTGCAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAATCTCTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACATAGTACAAGGAGTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAACTTTGCAA---TAA 
>KF835531 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGGATCAGATGAATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGAAAATGTTAATGAGAGCAAATATATC-------------------
-------------------------------------------------------------------------
----------------------------AATGAGATCTTCAATCAGAGCAAGGAGGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAGGAAGAATTCAGTGTTTGCACTT---
TTTTATAGACTTGATGTAGTACCACTTGATGGTAAGAACTCTAGT----------------------------
-----------------------------------------------------------------
AACTCTAGTTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCAGAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGTCTATCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAAATATA------------AGACAAGCATATTGT---AACATTAATAAAACT---
AAGTGGACTGAGACTTTACAGAGGGTCAGTAAAAAATTAATA---------------GAACACTTCCCT----
--------------------------------GATAAAAAAATAATAAAATTTAAT------
TCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAATGAGATCTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGATATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---



GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTCGCTGAA---
GGAACAGACAGGATTATAGATATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835535 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---ACAGACGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATTTATGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAACGATATGGTGGATCAGATGCAGGAAGATGTA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAGCAGTAAAAATGTTAGCAGTAATAGTACT-------
-------------------------------------------------------------------------
----------------------------GGTACTCACAATGGTACCTACAACAATGAGATGAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAAA---------------------------
GATAGGAAGAAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAAGAAGAAC-------
-------------------------------------------------------------------------
----------
TCTAGTAGGAATAGTGGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---GAAAAGACATTCAAT------GGGACAGGACAATGCCGTAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACG---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATGATTAGATCTAAAAATTTGACAGACAGT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAAGACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGA-------
--TGGAATAAAACTTTC------------AAAAAATTAGCA---------------GAACACTTTCCT-----
----------------------------------AATAAGACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------AAT------
AACATGACCTGGCTGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGTTTATAGACATAGTACAAGGAATTTGTAGGGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>KF835541 
GTG---AGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTATGGCA---------AATGTAACAGAGGATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAACATGTAAAAATGTTAGTAGTAGAAACTACAGT-------------------
-------------------------------------------------------------------------
-------------------------------------GACATAGAGAGCGTGAAGGAGATAAAA---
AATTGCTCCTTCAATGCAACCACAGTAGTAAAA---------------------------
GATAAGAAAGAGGAAATGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAT----------
-------------------------------------------------------------------------
----------------
AAGAACTCTAGTTTGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGCTTCTAAAGT



GTAAT---GATGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAATCTGACAAACAAT---------GTTAAAACAATAATAGTACATCTTAAT----
-----------CAACCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACACTCA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAT---
AGATGGAAGGAAACTTTACAGAATGTAAGTAAAAAATTAGTA---------------GAACACTTCCAT----
-----------------------------------AATAAAACAATAATATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACCCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGGAGAAATTTGG------GAG------
AATATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAGAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AACAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTACTATTAGTTTGGTTGATGTCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAGCATAGTACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835547 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTACAAATGTTAACAAAAGTGTTAGCAGTACAACTGCTAGCAGT----
-------------------------------------------------------------------------
----------------------------------------------------AATGAAATAAAA---
AATTGCTCTTTTAATACAACCACATACTTAAAA---------------------------
GATAAGAAGGAGAAAGTGTATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAATGGG----------
-------------------------------------------------------------------------
----------
AGCTCTAGTAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTGCTCCAGCGGGTTATGCGATTCTACAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAGG------------
ATAGTAATTAGATCTGAAAATCTGGAAGAAAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAA------
AAGTGGTATGAAACTTTAAAGAATATAAGTAAAGAATTAGCA---------------GAACGCTACCCT----
-----------------------------------AATAGAACAATAAACTTTACA------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGACATTTGG------GGT------
AATATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAGGTTTAATATAC---
AATTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCACTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAAACATAATACAAGTAATTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTA---TAA 
>HQ699958 
GGG---GGA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGGGACAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGTGATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAACAATGATATGGTGGATCAGATGCATGAGGATGTG---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATACTACTAAAAATACTACTAAGCAT----------------
-------------------------------------------------------------------------
----------------------------AGTTTCCTCAATGAGACCTACAAGGGGGAGATAAAA---
AATTGTTCTTTCAATGCAACCACATTATTAAAA---------------------------
GATAAACAGAAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTGAATGATGATAAGAAC-
-------------------------------------------------------------------------
----------
TCTAGTGACAACTCTAGTGGGTATTATAGATTGATAAATTGTAATACCTCAGCCATTACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGGAGAG------------
ATAGTCATTAGATCTAAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCCACAGGAGAC------
---------ATCATAGGAAACATT------------AGACTGGCATATTGT---AACATTAGTGAAGAG---
AAGTGGAATAAAACTTTACAGAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAA------
GCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACAAGTGGGACAATCTATGGAGTTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTGCAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGTTGCAATAA 
>HQ699966 
ATG---GAC------------------------------------------
AAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CACGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATTAATGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAGATGTGTAAATGTTAGCAGTGATAATAGTACCCAT----------------
-------------------------------------------------------------------------
-------------------------------GATAATAGTACCTACAATGACAGTGGGATGAAA---
AATTGCTCTTTCAATACAACCACAGTATTAAGA---------------------------
GATAAGCAAAAGGCAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCCCTTGATGACTCTAGCAAT-
-------------------------------------------------------------------------
----------
AACTCTAGTGAGAAATCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCCGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGA------------
ATAATAATTAAATCTAAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGGA------
---------ATCATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGCAAAAGT---
GAATGGGGAAAAGCTTTATATAATGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAGGAAGAGATTTGG------GAT------
AACATGACCTGGCTGCAGTGG---GATAAGGAAATTAATAATTACACAACCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCGGTATGACACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAATCATAGTACAAGAAATTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>HQ699969 
GTG---AAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATATATGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAGTGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAGCATAAATGGTACTAATACAAATAGTACTGGTACAA
AT-----------------------------------------------------------------------
-------------GGTACTAGTATCCACAATGTGACTTACAATGAGGGCGTGAATGAGATGAAA---
AATTGCTCTTTCAATACAACCACAGTATTAAGA---------------------------
GATAAGAAGAAGACAGGGTATGCACTC---
TTTTATAAACTTGATATAGTACCCCTTAATGATGGTAAGAACTCT----------------------------
--------------------------------------------------
AGTGGGAATAAGAACTCTAGTGGGGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---GATGAAAAATTCAAT------GGGACAGGACAATGCAGTAAC-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAAAAGGAGAG------------
ATAATAATTAAGTCTGAAAATCTAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAAAC---------ATTGTATGTGTAAGACCCAACAATAATACAAGGAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTAAAGAA---
GACTGGAATGAAACGTTACAGGAGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAATCTATGGAATTGGTTTAACATAACTAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAAGCGTAGCACGAGGAATTTGTAGAGCT----------------------------
--------ATTCACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ699972 



GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAA---
ACTACTCTATTCTGTGCTTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACC---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAGTTATGGCA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGTGATGTTAACAATAGTACCAGTAATAGTACTGATACCTTC----
-------------------------------------------------------------------------
----------------AATGGAACCTACATTGCCTACAATGAGAGCATAAAGGAGCAATTCAAA---
AATTGCTCTTTCAATACAACCACATTATTAAAA---------------------------
GATAAGAAAACGAAAGAGCATGCACTT---TTTTATAAACTTGATATAGAACCACTTAATGATAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTAAGGACTCTGATGGGATTTATACATTAATAAATTGTAATACCTCAACTATAGCACAA---
GCCTGTCCAAAGATCTCCTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACAAGACCTGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGACGAC------
---------ATTATAGGAGACATA------------AGACAAGCACATTGT---AGCATTAATGAAACG---
AAATGGAATGAAACTTTACAGACGGTAAGCAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAGCAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTCAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTATGGAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTGCTAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGGAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>HM215417 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTGGAATGCAGAAATGTTAGCAGTAATGGTACC----------------------
-------------------------------------------------------------------------
-------------------------------------TACAATGAGACCTACAATGAGATAAAA---
AACTGCTCTTTCAATGCAACCACATTATTAAGA---------------------------
GATAAGCCGAAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGT----------
-------------------------------------------------------------------------
----------------
GAGAACTCTAGTGGGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGACATTCGAT------GGGACAGGACAATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
AGATGGAGTAAAACTTTATACAATGTAAGTAAGAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AAGAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCACCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTATCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACGTAGTACAAAGAATTTGTAGGGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF250368 
ATG---GAA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAG---GCGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAATGTTAGTAGTAATGGTACTAGT-------------------
-------------------------------------------------------------------------
----------------------------------ATCCACAATGAGACCTACAATGAGATAAGA---
AATTGCTCTTTCAATGCAACCACATTATTAAGA---------------------------
GATAGGAAGAAGAAAGAGTATGCACTT---
TTTTATAGACTTGATATAGTACCCCTTAATAAAGAGAACTCTGGT----------------------------
--------------------------------------------------
AAGAACTCTAGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACGATACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAT---
AAATGGAATGAAACTTTACAGAGGGTAGGTGAAAAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAGAACAATAAGATTTGCA------
CAATCCTCAGGAGGGGACCTAAAAATTACA---ACACATAGCTTTAATTGTAGAGGAAAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGACTTATCTGCACTACTGCTGTACCTTGAAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTTCCTGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAGACACAATATAC---
AGATTGCTTGAAGACTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAACGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATACACATAGTACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>AF286229 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACACGAAATGTTTATGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGAATCAGATGCATGAGGGTGTA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATTTTAGAAATGTTAGCAGTAAT-------------------
-------------------------------------------------------------------------
----------------------------------GGCACTGAGACCGACAATGAGGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAGA---------------------------
GATAAGGAGAAGAAAGTGTCTGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGATAAGAACTCTAGT----------------------------
-----------------------------------------------
GAGATCTCGGGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACGTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACAATGCAATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAT---
AAATGGAACGAAACTATACAGAGGGTAAGTGAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGCCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTGTAAACATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ326142 
GTG---GGA------------------------------------------
GGAAACACGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGCGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGGTTATAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAGCAGTAATGATAATAGTACCCACAAT----------
-------------------------------------------------------------------------
----------------------AGTAGTACCCACAATGACAATGAGAGCGAGAGAGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGTATTACAG---------------------------
GATAAGAAGACGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCCCTTGATAAG----------
-------------------------------------------------------------------------
----------------------
GACTCTAGTGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGATGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAG---------ATTGTATGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGGA---
AAATGGAATGAAACTCTACAGAGGGTAAGTAAAAAATTAGCA---------------GAAAAATTCCCT----



-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTGATCTGCACTACTGCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGGTATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTACTATTAGTCTGGTTGATACCATAACAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAAACATAGCACAAGGAATTTGTAGAGAT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ326144 
GTG---AAA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTGTTCTGTGCGTCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGGATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTCGCAATGTTAATAATACTGGTAAAAATAATAGTAAAAATGCT----
-------------------------------------------------------------------------
-------------------ACTGTTACGACCACACCCACTCCCACCTCCGACTATGAGATGAAA---
AATTGCTCTTTCAATACAACCACATTATTAAGA---------------------------
GATAAGAAGGAGAAAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCCCTTGATGATGAGAACTCTGGAAATTCTAGTGGAAACTCT----------
--------------------------
AGTGCAAGCTCTAGTGGAAACTATAGTAACTCTGAAAACCCTAGTAAGAATTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATGAGAACTTCAAT------GGAACAGGACAATGCAAAAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGACGAG------------
ATAATAATTAAATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTATGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAAACAG---
CAGTGGAATGAAACTTTACAGAAAGTAAGTAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAATAATAAACTTTACA------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAAACGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACACACACAATATAC---
AAGTTGCTTGAAGACTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAAACATAGCACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ326140 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATAGTACAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTATAGAA---------AATGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAATGTTAGCAGGAATGAGAGCAGTAATGGGACC----------
-------------------------------------------------------------------------
-------------------------TACAATGGGACCTACCAGGAGGGCATGAAGGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GAGAAGAAGAAGACAGAGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATACTGAGGAC----
-------------------------------------------------------------------------
-------------
CATGATAAGAACTCTAGTGAGTATAGATTAATAAGTTGCAATACCTCAGCCCTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACAATGCCAAAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAACAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATCATAGTACATCTTAAT----
-----------AAATCTATAGAC---------ATTGTATGTACAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAT------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGAATGAAACTTTACAGATGGTAACAAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAGATTTGG------GGG------
AACATGACCTGGCTGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACTATATAT---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGGTTGGTTGATACCATAGCAATAGCAGTAGGTGAA---
GGGACAGATAGGATTATAATCATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU820840 
GGG---GGA------------------------------------------
GAAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAA---
ACTACTCTATTCTGTGCGTCAGAGGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAGTTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTACAGATGTTAAAAATGGTACAAACCAAACTAATAACAGTACTAAT-
-------------------------------------------------------------------------
----------------------AACAGTACTAGTACCCACAATTGGATGAAAGATGAGATAAAA---
AATTGTTCTTTCAATACAACCACAGTAGTAACA---------------------------
GATAGGAAAAAGAAAGAGTATGCACTT---TTTTACAGGCTTGATGTAGTACCACTTAATGATGGAAAT----
-------------------------------------------------------------------------
-------
TCTAGTAACTCTAGTGAGTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGCGCTCCCGCTGGTTATGTGATTCTGAAGT
GTAAT---AACAAGACATTCAAT------GGGACAGGACAATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAACCTGACAAACAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------GAGTCTGTAGAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATCATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGGTGAT---
CAATGGAATAAAACCTTACAGAGGGTAGCTAAAAAATTAGCA---------------GAACTCTTCAAA----
-----------------------------------ACTAAAACAATAGTATTTAAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---



TTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAGAGATACCTACAGGAACAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGTTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTATGATGAAATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACTCAAATACAATATAC---
AGGTTGCTTGAAGACTCACAGATCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGATAGTCTATGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTCGCAATTAGTCTGATTGATACAATAGCAATAGCAGTAGGAGAA---
GGAACAGATAGGATTATAGACATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTGTAAGAATAAGACAAGGCTTGGAAATAATTTTGCAA---TAA 
>MH909568 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTGCCCGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGGTGTA---
ATCAGTTTATGGGACCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTTCTAATGTTACCCCTAACAATACCACAGCCAATGCCTCTGCGATGA
AGGAAAATATG--------------------------------------------------------------
-------------------ACAGAAGAAGTAAGGAATTTGGGAAATAGGACAGATGAAGTAAGG---
AATTGTACTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGCAGAAGAATGTCTATGCACTT---TTTTATAAGCTTGATTTAGTACAAATTGAAAGC----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTAAGTATAGGTTAATAAAGTGTAATGCTTCAGTCATCAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATATTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATCATCAGATCTGAAAACCTTACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------GAATCTGTAAAG---------ATCAATTGTACCAGACCAGGCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGCC------
---------ATAACAGGAGATATA------------AGGAGAGCATATTGT---GAGGTAAATGAAGCA---
AAATGGAATAAAACTTTAAAACAGGTAGCTGACAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATGGGACAATAATCTTTCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACCTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAACCCAAATATAT---
GGCATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGCAGGAGGTTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGAATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTGATGCTTCAGCAATAGCAGTAGCGGGG---
TGGACAGATACAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCA----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAAGGCCTAGAAAGATCTTTGCTA---TAA 
>MH909569 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGACCCAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCATGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTTCTGCTAATGTTACTTTAACCAATAGCACTTAC-------------



-------------------------------------------------------------------------
----------------CCAACCAATGCCCCTGAGAAAATAGGAAATATAACAGAGGAAGTAAGG---
AATTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAGGGAGAAGAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTAGAAATTGAAGGA----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAGGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATAAGAATGTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AGCTCTGTAGAG---------GTCAATTGTACCAGACCAGGCAACAATACAAGAACA-----
-AGTGTAAGTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGAGAGCATACTGT---GAGATTAATGAAACA---
AAATGGAATGAAAAGTTAAAACAGGTAGCTAGCAAATTAAAA---------------GAAAAATTTAAT----
-----------------------------------AATAAGACAATAAAGTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACCTGGAGT-----------------
----------------------------AATAAATCTTTTGATGAAATTTGG------GAA------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGATACTTACAGAATCGCAGATCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAGTTGTTAGAACTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAAATGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTCTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCA----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCCTAGAAAGAGCTTTGCTA---TAA 
>MH909570 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCAGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACTGAC---
CCCAACCCACAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTACATTGTTCTAATGTTACCAAGACCAATGGCACTACCCCAACC----------
-------------------------------------------------------------------------
----------------------AGTCTCCCTGACACCATAGGAAAGATAACAGATGAAGTAAGG---
AATTGTACTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAAAATGTATATGCACTT---TTTTATAAGCTTGATATAGTAAAACTTGACAAT----------
-------------------------------------------------------------------------
----------
AGGAATAATAATAGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTGTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGGAAGGGACATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------GAACCTGTAGAG---------ATCAATTGTACCAGACCAGGCAACAATACAAGAACA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTT------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGAGCATACTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAGCAAATTAAAA---------------AAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACCTGGAGT-----------------
----------------------------AATAAATCTTTTGATGATATTTGG------AAC------



AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAACTACACAAACATAATATAT---
GACATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTGTTTCTTTGCTTAATACTACAGCAATAGCAGTAGCAGAG---
TGGACAGATACAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCA----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH388438 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTGAATTGTACCAATGCCAATTTGACCCATCTCAACAGGACCGATGCCCGTCCCA
ACGGGACCAAT--------------------------------------------------------------
----------------------AGCTGGTCTAACCAAATAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACATTATTAACA---------------------------
GATAAGAAGCAAAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATGGT----------
-------------------------------------------------------------------------
-------------
AGTAATAGTAATAGTACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCCAAGACCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGTATA------------GGACCAGGACGAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---ACAATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGTTAGAAAATTAAAA---------------GAGCACTTCAAG----
-----------------------------------AACATGTCAATAATATTCCAG------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTGAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTAACAAAATCATCTGCACCACTGCTGTGCCTTGGAATTCCTCTTGGAGT-----------------
----------------------------AATAAATCTCTTGACGAGATTTGG------GGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAACCCAAATATAT---
GAAATACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGGATAATTTTTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTATAATGCTGTAGCAGTAACAGTAGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>AY371151 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAC---
GCCACTCTATTTTGTGCATCTGACGCGAAAGCATATAGTACTGAG---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGAAA---------AATATAACGGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAGTATGGTAGACCAAATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTATGGATGTAAATAATGGCACTAATAGT-------------------
-------------------------------------------------------------------------
----------------------------------AGCTCTATGGAAGGCCAAGCAGAAATGAAA---
AACTGTTCTTTCAATATAACCACAGAAATAAAG---------------------------



GATAGGATAAGGAAAGAATACGCTCTT---TTCTATAGACTTGATATAGTACCAATTAGTAAT----------
-------------------------------------------------------------------------
----------------
AATAGTAATGCAAGTAATTATATGCTAATAAATTGTAATGTCTCAACTGTTAAACAG---
GCTTGCCCAAAGGTAACCTTTGAGCCAATTCCCATCCATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GATATTAATTACAAT------GGAACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGGAAAG------------
GTAATGATTAGATCTGAAAACTTCACAGACAAT---------ACTAAAAACATAATAGTACAGTTTAAC----
-----------CAGTCTGTAACA---------ATTAATTGTACCAGACCTAACAATAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGACAAGCT---TTC------TATGCAACAGGTGAT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATGTCAGCAAAGCA---
CAGTGGAATGGCGCTTTACAAAAAGTAGCTAAACAGTTAAGA---------------GACATCTAT-------
-----------------------------------AACAAAACAATAATCTTTACT------
AACCACTCAGGAGGGGATGTAGAAATTACA---ACACATAGCTTTATTTGTGGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATATGGG
GATGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCCTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGACATCTGG------GGA------
AACATGACCTGGTTACAATGG---GAAAGGGAAATTAGCAATTATACACAAACAATATAC---
ACCCTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAAGTGGC
TATGGTATATAAAAATATTTATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGATGTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTGTTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAATTAGCACAAATAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGTTTCGAAAGGGCTTTGCTA---TAA 
>AY371153 
GCT---ACA------------------------------------------
AACAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTCTGTGCATCTGATGCTAAAGCATATAGCCCTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATTCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGCGTAAAACTA---
ACCCCTCTCTGTGTCACTTTAAACTGTAGCACTGTAAACTGTAAT----------------------------
-------------------------------------------------------------------------
----------------------------------------ACTTCTAACTGTCAAGAAATGAAA---
AACTGCTCTTTTAATATAACCACAGAAGTGAGA---------------------------
GATAAGCAGACGAAAGAATACGCACTT---TTTTATAGACTTGATATAGTACCAATTAATAATAATAAT----
-------------------------------------------------------------------------
-------------
AGTAGTACTAATGTAAGTGATTATATGCTAATAAATTGTAATGCCTCAACTGTTAAGCAG---
GCTTGTCCTAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAAGAGTTCGGG------GGACTAGGACAATGCGAGAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACC---
CAACTACTGTTAAATGGCAGTCTAGCAGAGGGAAAG------------
ATAATGATTAGATCTGCAAACTTATCAGACAAT---------TCTAAAACTATAATAGTACAGTTTAAC----
-----------AGTACTGTAAGA---------ATTAACTGTTCCAGACCTGGCAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGCT---CTC------TATGCAACAGGTAAT------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---AATGTCAGTAAAACA---
GAATGGAACAACACTTTAAAACAGATAGCTACACAATTAACA---------------GAAGAATTTAAA----
-----------------------------------AACAAAACAATAATCTTTGAG---
AGCTCCCCCCCAGGAGGGGATATAGAAATTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTATACTGATATTTGG------GAG------
AACATGACCTGGATACAATGG---GAAAGGGAAATTGACAATTACACAGCAACAATATAC---
TCCCTACTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAACAAGATTTATTGTCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAGGTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCATAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGATGTAGGCAGGGATACTCACCC------
TTGTCATTTGCTGTTAGTTTGCTTGATGCCATAGCCATAGCAGTAGCTGCA---
GGAACAGATAGGGTAATAGAACTAGCACTAAGAATTTTAAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATTAGACAGGGCCTCGAAAGGATTTTGCTA---TAA 
>KP718934 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAGAT---
ACCACGCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTTTGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAGATAGTTCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGTATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTATAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGATGTAATAAATAGCACT-------------------------
-------------------------------------------------------------------------
----------------------------------------TGGGAAGGCAAAGCAGAAATAAAA---
AACTGCTCTTTCACTGTAACCACAGAAATAAAG---------------------------
GATAAGAAGAAGCAAGAACACGCGCTT---TTCTATAGACTTGATGTAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
----------------
GAGAGTAGTAGTAATGATTATAGGCTAATAAATTGTAATGTCTCAGCTGTTAAGCAG---
GCTTGCCCAAAGGTAACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTCAG---GATAAAAGGTTCAAT------GGAACAGGGCCATGCCACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGGGAG------------
GTAATGATTAGATCTAAAAACATCACAGACAAT---------ACTAAAATCATAATAGTACAGCTTGAG----
-----------ACTCCTGTAAGA---------ATTAATTGTACCAGACCTAACAATAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGACAAGCT---TTC------TATGCAACAGGTGAT------
---------ATAATAGGGAAGATA------------AGACAAGCACATTGT---AACGTCAGTAAAGCA---
GACTGGAATAAAGCTTTACACGAGGTAGCTAAACAATTAAAT---------------AAGACCTTTAAC----
-----------------------------------ACAACAAAAATAATCTTTGCT------
AACAGCTCAGGAGGAGATATAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCTTTGGAACAATAGCTGGAGT-----------------
----------------------------AAGAGAACTTATAATGAAATTTGG------AAT------
AACATGACTTGGGTAGAATGG---GAAAGGGAAATCGACAATTACACAGACAAACTATAT---
AACCTACTTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGACTTATTGGCATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTGATATATCAAATTGGC
TATGGTATATAAAAATATTTATAATCATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGATACTCACCC------
TTGTCATTCGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGTAGCACAGAGAGTTTTAAGAGCA----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAATTTTGCTA---TAA 
>KP718936 
GCT---ACA------------------------------------------
GGCAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAT---
ACTACTTTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCGACCCACAGGAGATACGTCTGGAA---------AATGTAACAGAAAATTTTACC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACTTTAAAATGTACTAATGTCAACAAGGAATGCACTAGGAATAACACT----------
-------------------------------------------------------------------------
-------------------------------------------GCGATGAATGAGGAATTGAAA---
AACTGTTCTTTCAATGTAACCACAGAAACAACA---------------------------
GATAGGAAGAAGAAAGAACACGCGCTT---TTCTATAGACTTGATGTAGTACCAATTAATGAA----------
-------------------------------------------------------------------------
-------------



AATAATAGTAGTGCAAGTGATTATATGCTAATAAATTGTAATGTCTCAACGGTTAAACAG---
GCTTGCCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAAACTGATTTCAGT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCACC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAGAGAA------------
GTAGTGCTTAGATCTGAAAACTTCACAAACAAT---------AATAAAAACATAATAGTACAATTTAAC----
-----------AATCCTGTAAAA---------ATTAATTGTACCAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGCT---TTC------TATGCAACAGGTGAT------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AATATCAGTGGAACA---
GAGTGGAATAACACTTTACAAGAGGTAGCTCAACAATTAAGA---------------AAGATTTAT-------
-----------------------------------AACAAAACAATAATCTTTAAT------
GAAAGCTCAGGAGGGGATGTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTCGTGTGCCCTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGATTATATTTGG------AAG------
AACATGACCTGGTTACAATGG---GATAGGGAAGTTAGCAATTACACACAAACAATATAC---
ACCCTGCTTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGATATATCAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTAGCCTGCTTAATGCCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAGATAGCACGTAGAATTGTAAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATCAGGCAAGGCGCCGAAAGGGCTTTACTA---TAA 
>KP718914 
GTT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAGCT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAGTTCTAGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGTATGGTAGACCAAATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACTTTAAACTGTATTAATGTAACTGTGAATGTGACAGACACT----------------
-------------------------------------------------------------------------
----------------------------------GTGAATGTGACAGAAGCAGCAGACATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAAAAAGAAGAAAGAATACGCACTC---TTCTATAGACTTGATATAGTACCAATTAAAGATAGTAGTAAT-
-------------------------------------------------------------------------
----------
GATAGTAGTAGTAATATAAGTGAATATAGGTTAATAAATTGTAATGTCTCAACTGTCAAACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCTCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGATTTCAAT------GGAGCAGGGCCGTGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGGG------------
GTAAGGATTAGATCTGAGAACCTCACAAACAAT---------GCTAAAAACATAATAGTACAGCTTGAC----
-----------AGCCCTATAAAA---------ATTACTTGTACCAGACCTAACAATAATACAAGAAGA-----
-AGTATACGTATA------------GGACCAGGACAAGTT---TTC------TATGCAACA---GAT------
---------GTAATAGGGAATATC------------AGAAAAGCATACTGT---ACAGTTAATGAAACA---
AAATGGAACAACACTTTAAGAAGGGTAGCTGAACAATTACAG---------------AAAGAGTTGAAC----
-----------------------------------AAAACAACAATAATATTTGAT---
GAACCCTCCCCAGGAGGGGATTTAGAAATTATA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATAATAGTTGGAGTCAG--------------
----------------------------AATAAATCTTATGAGGACATTTGG------GAT------
AACATGACCTGGATACAATGG---GAAAGGGAAATTAGCAATTACACACAAACAATATAC---
ACTCTGCTTGAAGAATCTCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGGCAAGTTTGTGGAACTGGTTTGACATATCACATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGATACTCACCC------



TTGTCTTTTGCTATTAGCTTGTTAAATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATAATAGAAATAGTACAGAGAGCTGTAAGAGCG----------------------------
--------CTTCTCCATATA------CCTAGAAGAATTAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KP718929 
GTT---ACA------------------------------------------
GGAAAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTTTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTCTGGAA---------AATGTAACAGAGAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGTATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTATAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGATGTAAAGAATAGCAGTGCAACT-------------------
-------------------------------------------------------------------------
-------------------------------------------GCGAGGGGCTCAGAAATGAAG---
AACTGCTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAAGAAGAAGAAAGAATACGCGATT---TTCTATAAATTAGATATAGTACCAATTAATGAT----------
-------------------------------------------------------------------------
-------
AATAGTAATAATAGTAATGTAAGTGAGTATAGGTTAATAAATTGTAATGTCTCAGCCGTTAAACAG---
GCTTGCCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGGCCGTGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAAGGATTAGATCTGAAAACATCACAAACAAT---------GCTAAAACCATAATAGTACAGCTTGAT----
-----------GAGACTGTAGAA---------ATTAATTGTACTAGACCTAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACAAGCT---TTC------TTTGCAACAGGTGAT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AACATCAGTAGAGCA---
AAATGGAATAACACTCTATACAAGGTAGCTAAACAGTTAAGA---------------GAGAGCTTTAGC----
-----------------------------------AACAAAACAATAATTTTTGCT------
AACCACTCAGGAGGGGATTTAGAAGTTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCATGGAACAATAGTTGGAGC-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTGAGAATTACACACATACAATATAT---
AACCTGCTTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATCTTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AGAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTTTGCTTAATGCGACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAACTAGCACGAAGAGTTTTAAGAGCT----------------------------
--------TTACTCCATATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGAGCTTTGCTA---TAA 
>KP109503 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAAAC---
ACCACCCTCTTTTGTGCATCTGATGCAAAGTCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCGCTG------------AATGTAACGGAAAATTTTACT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTGATCATAATAGCACTGGA-------------------------
-------------------------------------------------------------------------
----------------------------------AGAAATGTGGGAGACCAAGCAGAAATGAAA---
AACTGTTCTTTCAATGTAACCACAGAAGTAAGA---------------------------
GATAAGCAGAAACAGGAATATGCGCTT---TTCTATAAACTTGATATAGTACCACTTAAGGAT----------
-------------------------------------------------------------------------
----------------
AATAGTAGTAGTAGTGATTATATGCTAATAAATTGTAATATCTCAACCGTTAAGCAG---
GCTTGCCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---CAAAAGAATTTCACT------GGAACAGGGCCATGCACGAAT-----------------------



-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAAAGGAG------------
GTAATGATTAGATCTGAAAACTTCACAAACAAT---------GCTAAAAACATAATAGTACAGTTTAAT----
-----------GAGTCTGTTGAA---------ATTAATTGTACCAGACCTGGCAACAATACAAGAAGA-----
-AGTATACATGTA------------GGACCAGGACAAGCT---ATC------TATGCAACAGATCGG------
---GTAGAGGTAGTAGGGGATATA------------AGACAAGCACAGTGT---AATGTCAGTAGCAAA---
GCTTGGAGCAAAATTTTAGGAAAGGTAGCTCAAAAATTAAAA---------------GAAGAATATAAC----
-----------------------------------ACAACAAAAATAATCTTTAAT------
AGCTCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGT-----------------
-------------------------AATAAATCTTATGATGATATTTGGGAA------TCA------
AACATGACCTGGTTAGAATGG---GAGAGGGAAGTTGGCAATTACACAAACACAATATAC---
AGGCTGCTTGAAGAATCGCAGATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTTCATTGTTTGATACTACAGCAATAGTAATAGCTGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGAGTTTGCTA---TAA 
>AF492624 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAGAT---
ACCCCTCTATTTTGTGCATCTAATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTATAAAGTTA---
ACCCCTCTCTGTGTTACTTTGAACTGTACTAATGTAAAGAAGAACTGTACTAATGTAGAGAAGAATAATACTA
CTTTA--------------------------------------------------------------------
----------GGGAATAGCAACTGCACTAGCAATAGCACTGTGGAGGGCCAAGCAGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGCAGAAGCAAGAATATGCGCTT---TTCTATAAACTTGATGTAGTACCACTCAATGAT----------
-------------------------------------------------------------------------
-------------------
AATGATAATACAAGTTATAGGCTAATAAATTGTRATGTCTCAACCGTTAAACAG---
GCTTGCCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGAACAGGGCCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTCGGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAAGAATTAGATCTAAAAACATCACAGACAAT---------GCTAAAACCATAATAGTACAATTTGAC----
-----------AGTCCTGTACAC---------ATTAATTGTACCAGACCTAACAACAATACAAGAAAA-----
-AGTATACGGATA------------GGACCAGGACAAGCT---TTC------TATGCAACAGGTGCT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---GTAATCAATGCAACA---
ATATGGAATAACACTTTAAAAAGGGTAGTTGAACAATTAAGG---------------
CAAATAGAAATCTTTAAT---------------------------------AAAACAACAATAATCTTTAAT-
-----AGCTCCTCAGGAGGGGATTTAGAAACTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACGTTAGTTGGAGT-----------------
----------------------------AATAAATCATATAATGAGATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTAACAATTACACACAAACAATATAC---
AACCTACTTGAGGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGATACTCACCC------
GTGTCATTGGCTATTAGCCTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGTAATACATAGAGYTTTAAGAGCT----------------------------
--------GTTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>AJ291718 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAC---
ACCACTCTATTTTGTGCATCTGATGCTCAAGCATATAGTCCTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CATTACTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACTTCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTCACTTTAAACTGTGCTGAAGTAACCTCC-------------------------------
-------------------------------------------------------------------------
-------------------------------------------TACAACACTACAGAAATGAAA---
AACTGCTCTTTCAATGTAACCACAGAACTAATA---------------------------
GATAGGAGGAAGCAAGAATACGCGCTT---TTTTATAAACTTGATATAGTACCAATTAATGATAATAAT----
-------------------------------------------------------------------------
-------------
AATAGTAGTAATGTAAGTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCTAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTGAAGT
GTAGG---GATAAGGAGTTCAAT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
GTAAAGATTAGATCTGAAAACTTCACAAACAAT---------GCTAAAACCATAATAGTACAGTTTAAC----
-----------AATACTGTAAGA---------ATTAATTGTACCAGACCTGGCAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGACACGCT---TTC------TATGCCACAGGTGCT------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AAAGTCAGTAAAGCA---
GAATGGCTCAACACTTTACAACAGGTAGCTACACAATTACGA---------------GGAAAGTTT-------
-----------------------------------AACAAAACAATAATCTTTGAT---
AACCCCTCCCCAGGAGGGGATATAGAAATTACA---TCACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAC------
AACATGACCTGGATAGAATGG---GAAAGGGAAATTGACAATTACACACAAACAATATAC---
ACCCTACTTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTAGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGATGTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATCAATTTGCTTAATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATAATAGAAATAGTACAGAGAGTTTTAAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AJ291719 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---CGAGATGCAAAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCAGTTAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CACTCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATATTTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTG---
ACCCCTCTTTGTGTTACTTTAAACTGTACTAATCTAAATGTAACCAACAGCACGGCTGTAGGAGCA-------
-------------------------------------------------------------------------
----------------------GATGTAACCAACAGCATGATTGAAGAAAAGGGAGAAATAGAA---
AACTGCTCTTTCAGGGTAACCACAGAGGTAACA---------------------------
TATAAAAATGAGGTAGAATACGCGCTT---TTCTATAAACATGATGTAGTACCAATTAATGTG----------
-------------------------------------------------------------------------
-------------------------
AATACTACTTATAGATTAATTCGTTGTAATGTCTCAGCTGTTAAACAG---
GCTTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATGAGGAGTTCAAT------GGAACAGAGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAATAGTATCAACT---
CAACTACTGATAAATGGCAGTCTAGCAAAAGGGGAG------------
GTAAAGATTAGATCTGAAAACTTCACAGACAAT---------GCTAAAACCATAATAGTTCAGCTAAAC----



-----------AGTTCTGTAATG---------ATTAATTGTACCAGACCTAACAACAATACAAGAAAA-----
-GGGATACAGATA------------GGACCAGGACGAACT---GTC------TATGCAACAGGGGCT------
---------ATAATAGGGGACATA------------AGGAAAGCACATTGT---AATATCAGTGGA-------
--TGGAAAAACACGTTAGAACAGGTAGCTATGCAATTAAGA---------------AAACAGTTTAAC-----
----------------------------------AAAACAAACATAATCTTTAAT------
AGTACCTCAGGAGGGGATATAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACATTAGCTGGAGT-----------------
-------------------------AAAAATAAATCATATAATGAGATTTGG------AAT------
AACATGACCTGGATACAATGG---GATAGGGAAATTAACAATTACACACAACTAATATAC---
ACCCTACTTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGTTGGC
TCTGGTATATAAAAATTTTTATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAGTTTGTTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATAATAGAAATAGCACATAGAGCCTTAAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>AJ291720 
GCT---GCA------------------------------------------
GGAAACTTATGGGTAACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAAAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGCCTCTGAAA---------AATGTAACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAAATGTGCTAATGTTACTTCTAATAGTACTGCGGAT----------------
-------------------------------------------------------------------------
-------------------------------ACAACCGAAGTTGATAGGCAAGACGACATGTTA---
AATGGCACCTTAAGTTTGCCCGAAAGGAAACTG---------------------------
GAAGAAAATACACATGAATATAAACTT---TTCAAAGTACTTATTAAGGTA----------------------
-------------------------------------------------------------------------
-------------
AATATTAAGGTAAATGATTATAATATAAATAAATGTAATATCGTAACAATTAATAAGCAG---
GGTTCTCCGAAGGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTAAAAGGT
GG------GGAAAAGGAGACAAT------GGAACAGGACCGTGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAAACCAGTAGTATCAACT---
AAACTACTGCTAAATAATGGCAGTCTAGCAGAAGGA---------
GAGGTAAAGATTAGATCTGACAACTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTTAAC-
--------------GAAACTGTAAAA---------ATTAATTGTACCAGACCTAACAACAATACAAGAAAA--
----GGTATACATACA------------GGACCAGGACAAGCT---CTC------TATACAACAGGTGCT---
------------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATCAGTGGAAAA-
--GCCTGGAATAACACACTAAAACAGGTAGCTACACAATTATGG---------------AGGAAGTTT-----
-------------------------------------AACAAAACAATAGTCTTTACT------
AACTCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTCTAGAAAGATACCTAAGAGATCGACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GATAGAGAAATTCACAATTACACACAAACAATATAC---
ACCCTGCTTGAAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCCTGTGGGATTGGTTTAGCATATCAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAGTTTGTTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAGAGAGTGTTAAGAGCA----------------------------
--------ATTCTCCATATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>AF179368 
GCA---GAA---------------------------------------------
AAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCGGAT---



ACCATTCTATTTTGTGCATCTGATGCTAGAACATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCTACA---CACTCCTGTGTACCCACAGAC---
CCCAACCCACGAGAACTAAGTCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGCTTATGGGATGAAAGCTTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTGCTTTAAATTGTACTGATGCAAGGGAT-------------------------------
-------------------------------------------------------------------------
----------------------------------------------AACGCAACAGACATAAAA---
AACTGCACTTTCAATATAACCACAGAACTAGAA---------------------------
GATAAGAAGAAGAACGAAAGAGCGCTT---TTCTATAGACTTGATGTAGTACCAATTAATGATAGT-------
-------------------------------------------------------------------------
----------------
AGTAGTAATATAGGTCAGTATAGGCTAATAAATTGTAATGTCTCAGCAGTCAAACAG---
GCTTGCTCAAAAGTAACCTTTGAGCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GCAGG---GATAAGGAGTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAAGGATTAGATCTGAAAACCTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTTAAC----
-----------AGTACTGTAAGA---------ATTAATTGTACCAGACCTAACAACAATACAAGAAAG-----
-GGTATACATATA------------GGACCAGGACAAGCT---TTT------TATGCAACAGGTGAT------
---------ATAATAGGGGATATA------------AAACAAGCACATTGT---AACGTCAGTAGAGCA---
GACTGGAATAACACTTTACAACAGGTAGCTGAACAATTACAT---------------AATAACTTT-------
-----------------------------------AACAAAACAATAGTATTTAAT------
GAGCATTCAGGAGGGGATTTAGAAGTTACA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGTAATAAA---ACT-----
-------------------------------TATAATGAGATTTGGGAGAAC------GAG------
AACATGACTTGGATAAAATGG---GAAAGGGAAATTGACAATTACACACAAACAATATAC---
ACCCTGATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGATGTAGGCAGGGCTATTCACCT------
TTGTCCTTTGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGTAGCACATAGAGCTTTAAGAGCT----------------------------
--------ATACTCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AY037280 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCGGATGCTAAATCATATGAAAGAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAT---
CCCAGTCCACAAGAAGTAATTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCACTACCACTAGTGGCACTCAAAGTAGCACC-------
-------------------------------------------------------------------------
----------------------CCTCAATATAGCACCCTAAAGGAAGAGACAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGATGAAAGTACAGGCACTT---
TTTTATAGACTTGATATAGTACCAATCAATGACACAGATAGCAGA----------------------------
-----------------------------------------------
CCAAGCAATAACACAAATAGCAGTAGAATATACAGATTAATACATTGTAATACCTCAACAATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCTTACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGGACGGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAACTATAATAGTACATCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACAGATA------------GGACCAGGACGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACATTAGTGGAGAA---



CAATGGAATAAAACGATAGGACGGGTAAAGGCAAAGTTACAG---------------TCTCATTTCCCT----
-----------------------------------AATGCAACAATAAGATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAGATGAAATATAC---
AGGTTAATTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGAAATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGGTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTATTA---TAA 
>MF157739 
GCT---ACA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAAAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGTTCTGGGA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAGATGTAAGAATGCCATTGCCACCAATGGCACT-------------------
-------------------------------------------------------------------------
-------------------------CAAAATAGCACCCTGAAGGAAGAGCCAGGGGTAATACAA---
AACTGTTCTTTCAAAATGACCACAGAGGTAACA---------------------------
GACAAGAAGCGAAAAGTACATGCATTG---TTTTATAGACTTGATATAGTACCAATCAACAATAGAACTAAA-
-------------------------------------------------------------------------
----------
AATAGAACTAAAAACAAGGAAACATACAGGCTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATATTAGTACACTTCAAT----
-----------GAATCTATACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACAGTTA------------GGACCAGGACGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGGGACATC------------AGAAAGGCACACTGT---AATGTTAGTGGAACA---
CAATGGGGGAAAAAGTTAGAACAGGTAAGGGCAGAGTTAAAG---------------TCTCATTTCCCT----
-----------------------------------AATACAACAATAAAATTTAAC------
TCATCTTCAGGAGGGGACCCAGAAATTACA---ATGCATAGCTTCAATTGTCAAGGAGAA---
TTTAAACAGCTCCGGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAAGGAAATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACTCAAATGAGATATAC---
AGGTTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTGATACTACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAATAGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAAGCTTTTGCTA---TAA 
>JN054279 
GCT---ACA------------------------------------------
AACAATTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAGAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGATCCACAAGAAGTAGTTTTGGAC---------AATGTAACAGAAAATTTTGAT----------------



--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGCCATAAATAGTACTGGT-------------------------
-------------------------------------------------------------------------
----------------------ACTCAAGATGGCACCCTGAAAGAAGAAACAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGCTGAAAGTACAGGCACTT---TTTTATAGATCTGATATAGTGCCAATCAGCAAT----------
-------------------------------------------------------------------------
-------------
ATCAGTAATAGCAGTGGAACATACAGGCTAATACATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTCTCGTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAAGAATTCAAT------GGACGGGGACCATGCAAGGAG-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAC------------
ATAATAATCAGATCTCAAAACATCTCAGATAAT---------GCAAAAATCATAATAGTACATTTTAAT----
-----------GAATCTATACAC---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACAGTTA------------GGACCAGGACGAGCA---TTT------TATGCAAATGGAGAC------
---------ATAATAGGAGATATC------------AGAAAGGCACATTGT---AATGTTAGTGGACCA---
CAATGGAGTAAAAAGTTAAAACAGGTAGAGGCAAAGTTAAAG---------------TCTCTTTTCAAT----
-----------------------------------AATACAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCGCGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAACGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTAGCAACTACTCAAATGAAATATAC---
AGGTTAATTGAACAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATTTTCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTGTTAGCTTGTTTAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGTTGTTACAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN054273 
GCT---GAA------------------------------------------
GATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGACAAAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTTCTGGAA---------AATGTTACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATAATATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTACTTTGTACTAATGCCAATGCCACCAATGTCACTACCAGC-------------
-------------------------------------------------------------------------
----------------------------AATGATACCCTGAAGGAAGAGTCAGGGGCAATACAA---
AATTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCTGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTACCAATAGACAAA----------
-------------------------------------------------------------------------
----------------------
AGAAGTAGTACATATAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAGGTTCAAT------GGGACAGGGCCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTGATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAATCATAATAGTACACCTTAAT----
-----------GAATCTATACAA---------ATTAATTGCACAAGACCCAACAATAATACAAGGAAA-----
-AGTATACAGTTA------------GGACCAGGACGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATC------------AGAAAGGCACATTGT---AATGTTAGTAGATCA---
CAATGGAATAAAACATTAAATCAAGTAAAGACAAAGTTAGGG---------------TCTCATTTTAGA----
-----------------------------------AATAGAACAATAACATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATACTTTTAATTGTAGAGGAGAA---



TTTAAACAACTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGAGGAGATTTGG------GGG------
AACATGACTTGGATGGAGTGG---GAAAAAGAGATTAGTAATTACTCAGAAGAAATATAC---
AGGTTAATTACAGACTCGCGGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGATTTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCAA---TAA 
>MH078556 
GCT---ACA------------------------------------------
GATAATTTGTGGGTCACAATTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAT---
CCCAATCCACAAGAAGTACCTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTTTGTGTCACTTTAAAATGTAGTAATGCCAGTGCCACT---
GTATCACCAACATCAACTGTACCACCAACACCAACTACCAAAAGTACCACA----------------------
--------------------------------------------------
AGAAATAGCGACCTGATGGAAGAGCCAGGGGCAATACAA---
AACTGTTCTTTCAATGCATCCACAATAGTAAAA---------------------------
GATAAGAAGCGGAAAGATCATGCACTT---TTTTATAGCCTGGATATAATACGACTCGAGAGC----------
-------------------------------------------------------------------------
----------------
AGTAATGATAGTAGAATATATAGGCTAAGAAATTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAATGGGGCCATGCGAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATATAAGGAAA-----
-AGTATACGGATA------------GGACCAGGACAAGTA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAAGGCATATTGT---ACAGTTAATGGAACA---
CAGTGGAGGAAAAAATTAGGACAGGTAGAGACAAAGTTAAAG---------------ACTCATACTAAT----
-----------------------------------GTTACTGCAATAACATTTGAC------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGGAAACTCATCTGTACCACTACTGTGCCTTGGAATACAAGTTGGAGT-----------------
----------------------------AATAGATCTCAGGATGACATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTAGTAATTACTCAGAGGAAATATAC---
AGGTTAATTGAACAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGAAGGGGTACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAATAATTGGTAGAGTT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCAA---TAA 
>AF385934 
GCA---GAC---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGAACTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGCAGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTGAAGTTA---



ACCCCACTCTGTGTTACTTTAAATTGTAGTAATGCCAATGTCAGTGCCACCAATGGCACTCAA----------
-------------------------------------------------------------------------
----------------------AATACCAATGATAGCCTGCAGGAAGAGTTAGGGGAAATACAA---
AATTGTACTTTCAATATGACTACAGAAGTAAGA---------------------------
GATAAGCAGAAGAAAGTACAGGCACTT---TTTTATAAACTTGATATAGTACAAATCAGCAATAAC-------
-------------------------------------------------------------------------
----------------
AGTAGTGACAATGGAATATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGAAAAAGTTCAAT------GGGACGGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAACGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTCAAAATTTCTCAGATAAT---------GCAAAAATCATAATAGTACACCTTAAT----
-----------GACTCTGTACAG---------ATTAATTGTACAAGGCCCAACAATAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGGGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACGTTAGTGGAGCA---
AAATGGAATGAAACATTAGAACGGGTAAAGACAAAATTAAGG---------------TCTTATTTCTCT----
--------------------------------AATACAACATCAATAACATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAGATTTGG------AAG------
AACATGACCTGGATGGAGTGG---GAAAAGGAGATTTACAATTACTCAAATGAAATATAC---
AGGTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGCATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
GTGTCATTTGCTGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGTTGGTAGAGCT----------------------------
--------GTTCTCAACGCA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>FJ670522 
GCC---TCA------------------------------------------
AATGACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTTTTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAACTTGGTA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGACCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAAATGCACTGATTTTAATGGGACTAATACTAATAATACTGATGTTAATAAG-
-------------------------------------------------------------------------
-------------ACTAATACTAATAATGATATAATAGGAGGGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCAGCACAGCCCTAAGA---------------------------
GATAAAATAAAGAAAGAATATGCACTT---TTTTATAGCCTTGATATAACACAAATGGACAAT----------
-------------------------------------------------------------------------
----------------------------
GATAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGGTCTAAAAACTTCACGGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GACCCTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGAAGAGTA---TTG------TATACAACAGGASAA------
---------ATAATAGGAGATRTA------------AGAAAAGCACATTGT---AACATTAGCAAAGAA---
AAATGGAATAACACTCTAGGACAGATAGTTGAAAAATTAAGA---------------GAACAATTCAAA----
-----------------------------------AATAAAACAATTGTCTTTAAT------
CGTTCCTCAGGAGGAGACCCGGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACGGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAACGCTAGTTGGAGT-----------------



----------------------------AATAAATCTCTGGAGGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTAATTGAACAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
CTATCATTCGCCATTAGTTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGCTATACWAGTAGTGCAAGGAGTTGGTAGGGCT----------------------------
--------ATTCTCAACGTA------CCTGTAAGAATAAGACAAGGCTTGGAAAGA--------------- 
>EU885766 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAATTCATA---AAACCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAAGTGCACTGACTTAAATGCTACTAATACCAATGCTACTAAT----------
-------------------------------------------------------------------------
-------------------------ACCAATAGTAGCCTAGAGATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCCTAAGA---------------------------GATAAGCAG---
AAACAATATGCACTC---TTTTATAACCTTGATGTAGTACAAATGGGCAAT----------------------
-------------------------------------------------------------------------
----------GACAATAGTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAAAG------------
ATAGTAATTAGGTCTAAAAACTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGACA----
-----------GACCCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATAAATATG------------GGACCAGGGAGAGTA---TTG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGCAAAACA---
AAATGGAATAACACTTTAGGACAGATAGTTGAAAAATTAAGA---------------GAACAATTCAGG----
-----------------------------------AATAAAACAATAGAATTTAAG------
CGTCCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAACAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGTTTGATACAGTAGCAATAGTAGTAGCTAAC---
TGGACAGATAGAGCTATAGAAATAGTGCAACTAGTTGGTAGGGCT----------------------------
--------GTTCTCAACATA------CCTAGGAGAATAAGACAAGGCTTGGAAAGAGCTTTATTA---TAA 
>AF529573 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AGAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGG---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCAATCTGTGTTACTTTAAATTGCACTAATTTGAAGACCAATAGTACGAGTAGTAATGCTACTAAT----
-------------------------------------------------------------------------
-------------------ACCAATAGTACTGCTACTAATATAATGGAGGTAGGAGAACTAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTA---



AAGGACTATGCACTT---TTTTATAAGCTTGATTTAGTACAAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATAATACTAGCTATAGGTTAATAAATTGTAACACCTCAGTCATTAAACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAGGTTCAAA------GGAACAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACAAGGGAGCACA---TGG------TATGCACATGGAGAA------
---------ATAGTGGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGCACA---
AAATGGAGTAACACTTTAAAACTGATATCTGAAAAATTAAGA---------------AAACAATTT-------
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------AAC------
AACACGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCCTTGCTA---TAA 
>JN248352 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTGTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGCTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTCTTAAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTACACTGCACTAATGTGAGTAAGGATAATAATACCAGCAGTAAT----------
-------------------------------------------------------------------------
-------------------GTTACGGAGGGAGGAGGACTAAAGATGGGGGGAGAAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAG---------------------------ACTAAGGTG---
CAAGACTATGCACTT---TTTAATGCACTTGATATAATACCAATAGGGAATGATAAT----------------
-----------------------------------------------------------------------
AGGACTAATAGTAGTAGTACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAAAAGAAGAG------------
GTAGTACTTAGATCTGAAGATTTCAATAACAAT---------GCTAAAGTCATAATAGTACAGCTAAAT----
-----------GAATCTGTAAAA---------ATTGATTGTATAAGACCCCACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGCGAGCA---TGG------TATGCAACAGAAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAACACA---
AAATGGAATAATGCTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTATGAATGAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTAGCAATTACACAAAAGAAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---



GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
TGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTATCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>AF530576 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATGCTACGTGGATCAGTGACAACAACACGTCG----------
-------------------------------------------------------------------------
----------------------ACCAATGGCAGCATCACAATCAACTCTACAGATGAAATGAAA---
AGCTGTTCTTTTAATATGACCACAGAAGTAGGA---------------------------
GATAGGAAGCAGAATGTCAGTGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAGAATAATAGTAGT-
-------------------------------------------------------------------------
----------
AATAGTAGTAGTAATTATAGTGAGTATAGATTAATACATTGTAATACTTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTGGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGGCACGCA---TGG------CATACAACAAGACAA------
---------ATAATAGGAGATATA------------AGAAGAGCACATTGT---ACCCTTAAAAGCACA---
AAATGGAATAATACTTTAGGACAGATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATGATAAAACAATAATTTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGCA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAAATGAGATTTGG------GAT------
AATATGACTTGGATGGATTGG---GAAAGAGAAATTGCCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ953205 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCATCC---
ACCACTCTATTTTGTGCATCAGCTGCTAAAGCATATGATGCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAAGATATA---
GTCAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTCTAAATTGCACTGATTTAAATTACACTGCTACTAGTAACAGTAGTACA-------
-------------------------------------------------------------------------
-------------------------------------------ATGGAGAAAGGAGAAATAAAA---
AACTGCTCTTTCGATATCACCACAAGCATAAGG---------------------------ACTAAGGTG---
AAAGACTATGCATTT---TTTTATAACCTTGATATAGTACAAACAGATAAG----------------------
-------------------------------------------------------------------------
----GATAAGGATAATGTCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGCCTGGTTTTGTGATTCTAAGGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGCACGAAT-----------------------



-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATCACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACTAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTAATAGCACA---
GAATGGAATAACACTTTAAGACAGATAACTGAAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AACAAAACAATAGTCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------GAT------
AATATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAGTGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGATTGATGCTACAGCAATAGCAGCAGCAGGG---
TGGACAGATAGGGTTATCGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATTAGGCAGGGCTTAGAAAGGACTTTGCAA---TAA 
>EU581826 
GTG---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGTCCTGGGA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAACAATTACATGGTAGAGCAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCACTGCCAGTGTTAATCCCAATCCCACTACCACTGCCA
CC-----------------------------------------------------------------------
-------------ACCAATAGCCCTCAAAACAACGTCCTGAAGGAAGAGCCAGATGCAATAAAA---
AACTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAAAGAGTACATGCACTT---TTTTATAAAGTTGATGTAGTACCAATCGGTAATAGC-------
-------------------------------------------------------------------------
-------------
AGTAGGAATGACAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGCGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GAGAAAAAGTTCAAT------GGGACGGGACCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATTTAAAAATATCTCAGAGAAT---------ACAGACATCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAG-----
-AGTATACGTTTT------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATGTTAGTAAATCA---
CAATGGAATAAAACATTAGAACAGGTAAGGGAAAAATTAAAG---------------TCTCATTTCACA----
--------------------------------AATGCAACAACAATAAAATTTAAC------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTTATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAAGAGATTTGG------GAA------
AATCTGACCTGGATGCAGTGG---GAAAAAGAGATTAACAATTACTCAAGTGAAATATAC---
ATGTTACTTGAAAAGGCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAACTATTGTCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATCAACTTGTATAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGACAGAGTTCTAGAAGCTTTGCAAAGAATTGGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAATTTTGCTA---TAA 



>EU581828 
GCG---ACA------------------------------------------
AAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAMC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAGTTCTGGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCAATGCCACCAAGAGTGCCAGTGCCAAGAATGTCAGTA
CC-----------------------------------------------------------------------
----------ACTGCCAGCWCTG--CCAATGACAGTCACCCTGGAGGAGCCAGGGGCAATACTG---
AACTGTTCATTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGCTGAAAGTATATTCACTT---TTTTACWGACTTGATATAGTACCAATCAGCAAT----------
-------------------------------------------------------------------------
----------------------
AATGGCAGTGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCATGGGATCCAATTCCCATACATTATTGCGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACGGGACCATGCAAGGAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCACTC---ATTGTTGTT---
AATGGCAGCTTAGCAGAAGAAGAT------------ATAATAATCAGATCTCAAAATATCTTCGATAAT----
-----ACAAAGACCATAATAGTACATCTTAAT---------------GAATCTGTACAG---------
ATTACTTGTACAAGACCCAACAATAATACAAGAAAA------AGTATACGGATA------------
GGAACAGGACAAGCA---TTT------TATACAACAGGAGRA---------------ATAATAGGAGACATC-
-----------AGAAAGGCACATTGT---AATGTTAGTGGAGCA---
CAATGGAATAAAACATTAGAACAGGTAAAGGCAAAGTTAAAG---------------TCTTATTGG-------
-----------------------------------AATACAACAATACAATTTGAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
-------------------------AATAATAAAACTCTGGAACAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAGATTAGCAATTACTCAAGAGAAATATAC---
AGGTTAATTGAAGAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGTTGGTAGAGCT----------------------------
--------ATCTTCAACATA------CCTAGAAGAATAAGGCAGGGCCTCGAAAGGATTTTGCAA---TAA 
>EU581824 
GCA---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTCTGTGCATCAGATGCGAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAAGCCACAAGAAATAGTTCTGCAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATAAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTGAAATTA---
ACCCCACTTTGTGTTACTTTAAACTGTAGTAATTTCACCCCCAATAACACTGGAGGGGACACT----------
-------------------------------------------------------------------------
-------------------------GGAAATGGCACCCTGAAAGAAGAGCCAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GACAAGCAGCTGAAAGTACATGCACTT---
TTTTATAGACTTGATATAGTACCAGTTAACAGTAATGGCAATGAA----------------------------
--------------------------------------------------
ACAATTAGCAGCAATGGCAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAAGTATCCTGGGATCCAATTCCCATACATTATTGCGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAGG---GATGAAAGGTTCAAT------GGGACGGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAATCATAATAGTACACCTTAAT----



-----------GAATCTATACAG---------ATTAATTGTACAAGACCCACCAATAATACAAGAAAA-----
-AGTATACAGTTA------------GGACCAGGGCGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATGTTAGTAGAACA---
AGATGGAATGACACATTAGAACGGGTAAAGGAAAAGTTAAGG---------------TCTTATTTCACT----
--------------------------------AATGCAACAACAATAAGATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGCAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGCATCAGATTTGG------GAC------
AACATGACCTGGATAGAGTGG---GAAAGAGAGATTAGCAATTACTCAAATGAAATATAC---
AGGTTAATTGAAGAGTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTCAACACCACAGCAATAGTAGTGGCAGGG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGACTTGAGAGGGCTTTG--------- 
>EU581823 
GCG---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAATGGTTCTGGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAAATA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCACTAACCCCAACAACAAAACT----------------
-------------------------------------------------------------------------
-------------------------------GACACCCTGAAGGAAGACTCAGGGGTAATACTA---
AACTGTACTTTCAATATGACCACAGAAGTAACA---------------------------
GATAAAAAGCAGAAAGTACATGCACTT---TTTTATAAACTTGATTTAGTACCACTCAACAACAAT-------
-------------------------------------------------------------------------
-------------
AACAATAATGGCACTAGTATATACAGGATAATAAGATGTAATACCTCTACCATTACACAG---
GCTTGTCCAAAGACCTCTTGGGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACGGGACCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACC---
CAATTTTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GTAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAT---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATACAGTTA------------GGACCAGGACGGTAC---TTT------CATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGGAAGGCACATTGT---AATATTAGTGGAACA---
CAATGGAATAAAACAATAGAACGGGTAAAGGCAAAGTTAAAG---------------TCTTATTTCCAG----
-----------------------------------AATGCAACAATAAAATTTAAC------
TCATCTGCAGGAGGGGACATAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATTCCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGAGCAGATTTGG------GGC------
AACATGACCTGGGTAGAATGG---GAAAAAGAGATTAGCAATTACTCAAATGAAATATAC---
AGGTTAATTGGAGAGTCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
GTGTCATTAGCTGTTAGCTTGTTCAATACCACAGCAATAGTAGTAGCGGGG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTTTCAATATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY586545 
GCC---TCA------------------------------------------
AATAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCAAAT---



ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAG---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCTACAGAC---
CCCAACCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGAATGAGGACATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATTTATCAGTAAATAGCACTGTCACGTCTAGT----------
-------------------------------------------------------------------------
----------------------------------------------------GAAGACATAAAC---
ATCTGCTCTTTCTATATAACCACAGAGATAAAG---------------------------
GATAGAAAGAAGCAAGAGTACGCGCTT---
TTCTATAGACTTGATGTAGTGCCAATTAATGATAAGAATAGTAATAAT-------------------------
-----------------------------------------------------------
AGTAATAACTATAGTGACTATAGGCTAATAAATTGTAATGTCTCAGCCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCAATTCTAAAAT
GTAGG---GATAAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGCTTAGCAGAAAAGGAA------------
ATAATGATTAGATCTGAAAACCTCACAGACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------AAAAGTATAGAA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAG-----
-AGTATAGGATTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAACAGGAGATATA------------AGACAAGCATTTTGT---GTGGTTAATAAAACA---
AAATGGAATGAGATGCTACAGAAGGTAAAAGCAAAACTAGCT---------------
GAAAGCTACAATAAGAAC---------------------------------ATAACAAACATAAAATTTAGC-
-----CCACCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAC------
AACATGACCTGGATAGAATGG---GAGAGGGAAATTAACAATTACACACAACAAATATAC---
ACCCTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTAACATATCAAACTGGC
TATGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAATTATAGAAATAGTACAAAGAGGATTTAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGGATAAGACAAGGCTTTGAAAGGGCGCTGCTA---TAA 
>KT276270 
GCC---TCA------------------------------------------
AAACCTTTGTGGGTTACAGTCTATTATGGAGTACCTGTGTGG---GAAGATGCAGAT---
ACCACTTTATTYTGTGCATCTGATGCTAAAGCATACAGTACTGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCGTGTGTACCTACAGAC---
CCTAACCCACAAGAATTACCTCTGAAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGACATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTAYTWCGCCAAACAATAGCTGCACAAAAAATTCA-------------
-------------------------------------------------------------------------
----------------------------GAAAATTCCACTTTGATCAACTGTGAAGACATAAGA---
AACTGCTCTTTCAATATAACCACAGAGTTACAG---------------------------
GATAAAAAGAAGCAAGAATACGCGMTT---TTCCATAGACTTGATGTAGTGCCAATGGGTAATGAG-------
-------------------------------------------------------------------------
----------------------
AATGGTAGTGACTATAGACTAATAAATTGTAATGTCTCAACCATCAAACAG---
GCTTGTCCAAAGGTGTCTTTTGATCCAATTCCCATACACTATTGTGCTCCAGCTGGGTTTGCAATTCTAATAT
GTAAG---GATGAGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACY---
CAATTACTGCTGAAYGGCAGCTTAGCAGGAAAGGAA------------
RTAATGATTAGATCTGAAAACCTCACAGACAAT---------GCCAAAGTCATAATAGTACAGTTTAAT----
-----------AAAAGTATAGAA---------ATTAAGTGTACCAGACCCAACAATAATACAAGAAGG-----
-AGTATAACAATT------------GGACCAGGACGATCG---TTM------TAT---ACAAATAAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---



RCATGGAATGAGACGCTAGAGATGGTAAGAGCAAAACTAGCT---------------AAAAGCTACAACAAG-
--------------------------------AACATAACAGACATAAMATTTGGA------
CCACCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGACCAACAGCTCCTAGGGCTGTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACAATGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTARRTGAAATTTGG------AAC------
AGCACGACCTGGATAGAATGG---GAGAGAGAAATTAACAATTACACACAACAAATATAC---
ACCCTAATTGAGGAAGCACAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGTCATTGGACAAATGGGCAAGCCTGTGGACCTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTATTAATTTGTTTGACACAGTAGCGATAGCAGTAGCTAAC---
TGGACAGATAGAATTATAGAAATAATACAAAGAGGATTTAGAGCT----------------------------
--------ATTTGGCACATA------CCTAGAAGRATAAGACAAGGCTTTGAAAGGGCGCTGCTGCCATAA 
>FJ866128 
GCT---GCA------------------------------------------
GACAATCTGTGGGTCACAGTTTATTATGGAGTGCCTGTATGG---AAGGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------ATCTGGGCCACA---CATGCTTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGACCTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATAAAGGGAGGAACAACGAC----------------------
-------------------------------------------------------------------------
-------------------------------------ACTATAGAGGAGGGAGAAAAGATAAAA---
AACTGCTCTTTTAATATAACCACAGTAGTAAGG---------------------------
GATAAGAGGAAGCAAGTACATGCACTT---TTTTATAGACTTGATGTAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
-------------------
GCTAATAGAACTAATTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGATAACTTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATCCGAACTTCAAT------GGAACAGGGCCATGCAGAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGCATCAACT---
CAATTGCTGTTGAATGGCAGTTTAGCAGAAGGAGGG---------
GAAATAATGATTAGATCTGAAAATATTACAGATAAT---------ACAAAAAACATAATAGTACAGTTTACT-
--------------GAGCCTGTACAA---------ATTAATTGCAGCAGACCCAACAACAATACAAGAAGA--
----AGTATACACATT------------GGACCAGGACAAGCC---TTC------TATACAAATGAT------
------------ATAATAGGGGACATA------------AGAAAAGCATTTTGT---AAGATCAACAAAACA-
--GCATGGAATAATACTTTACAAAAGATAGCTATAAAATTAGGA---------------CACCTTCTTAAC--
-------------------------------------AAGACAACAATAAATTTTAGT------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTTTTGGCTGTGGAAAAGTACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACATATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAGATCTCTAGATAACATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAGCTTAATATAT---
AGCTTAATTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTAATATATCGCAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGCCATTTGCTAGTAGCTTACTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAACTAGTACAAAGAACTTGCAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATCAGACAGGGTGCCGAAAGGGCTTTACAA---TAA 
>AY945737 
GCT---ACA------------------------------------------
GATAATCTGTGGGTTACAGTTTATTATGGGGTGCCTGTATGG---AGGGAAGCAAAC---
GCCTCTCTATTTTGTGCATCAGATGCTAAAGCATATACAAAAGAG---GCACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGAACTGGAA---------AATGTGACAGAAAACTTTAAC----------------



--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGTGCTGGGAGCACCACTTCATCAGTGAACAGCACCAATTCATCA----
-------------------------------------------------------------------------
-------------------GTGAGCACCAATAGCACTAGCGAGCTAGAGGCGGCAGGGATGCAA---
AACTGCTCTTTCAATGTAACCACAGTAGTAAGA---------------------------
GATAAACAGAAACAAGAATATGCACTG---TTTTATAGACCTGATATAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
-------------------
AATGATAATAGTAGTTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAGA---GATAAGCAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAGGAAGAG------------
ATCATAATTAGAACTGAAAATATCAGCAGGAAT---------GAAAAAAGCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGTACAAGGCCCAATAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGGCAAGCA---ATA------TATGCAACCGGTAAG------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AATATTAGTGAAGCA---
GATTGGAATAAAACTTTAAAAGGGGTGGCTATAAAATTAGGA---------------GACCTTTTTAAC----
-----------------------------------ACAACAAAAATAAATTTTAAA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---AAACACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTTTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGTCCCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAATAACATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGAGAAATACACAGGTACAATATAT---
AGCTTAATTGAAGAATCGCAGATCCAGCAAGAA----------------------------------------
-----------------------------
AACAATGAAAAGGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCCGAA---
GGGACAGATAGGGTTCTAGAAATATTACAAAGGGCTGGCAGAGCT----------------------------
--------TTCCTCAACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>AF457051 
GCT---GCA------------------------------------------
GGCAATCTGTGGGTCACAGTTTATTATGGGGTGCCTGTATGG---AAGGAAGCAAAC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATTCAACAGAG---AAGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATGGAACTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCAATGATCAAGTGAGGAACAGCGAAGGGAGT----------------
-------------------------------------------------------------------------
-------------------------------ACCCAAAACATTAACCAGACAGTGGATATGAAA---
AACTGCTCTTTCAATATAACCACAGTGGTAAGA---------------------------
GATAAGAGGAAGCAAGTATATGCACTT---TTTTATAAACTTGATATAGTACCAATAAACAATGAT-------
-------------------------------------------------------------------------
----------------
GATAATACCACTAGTACCTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAGGTTCAAT------GGAACAGGCCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAG------------
ATCATAATTAGATCTGAAAATCTTACAGACAAT---------GCTAAAACCATAATAGTACAGCTTAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGGCCCGGTAACAATACAAGACAA-----
-GGTATACATATA------------GGACCAGGGCAAGCA---CTT------TATACAACCAAG---------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AATATCAGTGGAGCA---
GAATGGAATAAAACTTTACAAAGGGTAGCTATAAAATTAAGA---------------AGACTTTTTAAC----
-----------------------------------AACAAAACAATAACTTTTAAT------
CACTCCTCAGGAGGGGATCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---



TTCAAACAGCTCCAGGCAAGAGTTTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGG
GTTGCTCTGGAAAACACATTTGTACCACTGATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGACATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GAAAGGGAAATTGACAATTACACAGGCAAAATATAT---
AGCTTACTTGAAGAATCGCAGATCCAGCAAGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTAGAATTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTAACATATCACAATGGC
TGTGGTACATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTAATAGCTTGTATAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACGAAGAGCTTGCAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>AY900572 
GCC---TCA------------------------------------------
AGTAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCAGAT---
ACCCCCCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAACCTGTACTAATGCAACCAACAATTGCACTAAAGGA----------------
-------------------------------------------------------------------------
----------------------------GTCAATAGCACTGTGGACAACTGTGAAGACATAAAA---
AACTGCTCTTTCAATGTAACCACAGAGATACAG---------------------------
GATAAAAAGAAGCAAGAACACGCGCTC---TTCTATAGACTTGATATAGTGCCAATTAATGATCAGAGA----
-------------------------------------------------------------------------
----------
AATAATAGTGCTAACTATAGTGACTATAGGCTAATAAATTGTAATGTCTCAGCCCTTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAAT
GTAGG---GATACGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGCTTAGCAGAAAAAGAA------------
ATAATGATTAGATCTGAAAACCTCACAAACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------AAAAGTATAGAA---------ATAAATTGTACCAGACCCAACAACAATACAAGAAAG-----
-AGTATAAGAATT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATAGAACA---
GAATGGGATGAGATGATACTGAAGGTAAGAGCAAAACTAGCT---------------GAAAGCTACAACAAA-
--------------------------------AACATAACAAGCATAACATTTCAA------
CCACCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAGAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATCATGAAATTTGG------GAC------
AACATGACCTGGGTAGAATGG---GAAAGGGAAATTAACAATTACACAGGTCACATATAC---
AACCTACTTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTAACATAACACACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCCATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAACAGCTAAT---
TGGACAGATAGGATTATAGAAATAGTACAAGGAGGATTTAGAGCT----------------------------
--------TTCCTGCGCATA------CCTAGAAGGATAAGACAAGGCCTTGAAAGGGCGCTGCTA---TAA 
>AY900574 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCCACA---CATGCGTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGACATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTACTTTAAACAGTAATCAAACCAAAAATTGCACT----------



-------------------------------------------------------------------------
----------------------GAAGAAAGCAACAGCACTGTGATAAACTGTAAAGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGAGCTACAG---------------------------
GACAAAAAGAAGCAAGAATATGCGCTT---TTCTATAAAATTGATATAGTGCCAATTAATAATAGTAGT----
-------------------------------------------------------------------------
-------------
AGTAATAACAACTATAGTGACTATAGACTAATAAATTGTAATGTCTCAGCCATTAAACAG---
GCTTGCCCAAAGGTGTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTATGCAATTCTAAAAT
GTAGG---GATGAGGAGTTCAAT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGCTTAGCAGACAAGGGA------------
ATAATGATTAGATCTGAAAACCTCACAAACAAT---------GCCAAAGTCATAATAGTGCAGTTTAAT----
-----------AAAAGTATAGAT---------ATTAATTGTACCAGACCTGGCAACAATACAAGAAAG-----
-AGTATAAGATTT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGCC------
---------ATAATAGGCGATATA------------AGACAAGCATATTGT---GAGGTTAATAGAACA---
AAATGGGAGGAAATGATACAGCAGGTAAAAGCAGAACTAGCT---------------GAAAGCTACAACAAG-
--------------------------------AGCATAGCAAACATAACATTTAGC------
CCACCCACAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATTCCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGWTAATGAAATTTGG------AAC------
AACATGACCTGGATAGAATGG---GAGAGGGAAATTGACAATTACACACAACAAATATAT---
ACCCTGCTTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGTATTTAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGGATAAGACAAGGCCTTGAAAGGTTACTGCTA---TAA 
>AY900575 
GCC---TCA------------------------------------------
AGTAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCATAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATGTTGCTGAG---AGCCATAAT----------------
--------------GTTTGGGCTACA---CATGCGTGTGTGCCCACAGAC---
CCCAACCCACACGAGATACCTCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGAATGAGGACATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAGTGTAGACTGTAATACCAGAAATTGCACT-------------
-------------------------------------------------------------------------
-------------------------GAAGGAATCAACAGGACTACAAACTATGAAGACATAAAA---
AACTGCTCTTTCAATGCAACCACAGAAATAAAG---------------------------
GATAGACAGAAGCAAGAATACGCGCTT---TTCTATAAGCTTGATGTAGTGCAAATTAATGATAAGGATAAT-
-------------------------------------------------------------------------
-------
AGTAGTAATAATAATAACTATAGTGACTATAGGCTAATAAATTGTAACGTCTCAACCATTAAACAG---
GCTTGCCCAAAGGTGTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCAATTCTAAAAT
GTAGG---GATGCGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGCTTAGCAGAAAAGGAA------------
GTAATGATTAGATCTGAAAACCTCACAAACAAT---------GCCAAAGTCATAATAGTGCAGTTTAAT----
-----------AAAAGTATAAAA---------ATTAATTGTACTAGACCCAACAACAATACAAGAAGG-----
-AGTGTAGGAATT------------GGACCAGGACAAGTG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GTGGTTAATAGAACA---
GAATGGAATGACATGATACAAAAGGTAAAAGTAAAACTAGCT---------------GAAAGCTACAACAAG-
--------------------------------ACCACAGAAAACATAACATTTAGC------
ACACCCACAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGAAATTTGG------GAC------



AACATGACCTGGATAGAATGG---GAAAGGGAAATTAATAATTACACAACACACATATAC---
ACCCTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCCTGTGGACTTGGTTTGACATTTCAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTATTAATTTGTTTGATACAGTAGCAATAGCAGTAGCTAAC---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGGATTTAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGGATAAGACAAGGCTTTGAAAGGGCGCTGCTA---TA- 
>FJ670526 
GCC---TCA------------------------------------------
GATAACTTATGGGTCACAATCTATTATGGGGTACCTGTGTGG---GAAGATGCAGAT---
GCCCCCCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAG---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAGATATCTCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGACATA---
ATTAGTTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAGCTGTACTAATGTAAACAGTACCAGAAATAATCATGTAAACAGTGCC----
-------------------------------------------------------------------------
----------------GGAGATGGMACTGTAAGAATTGACAGCAATGTGACAGATGATATGACW---
WACTGCTCTTTCAMTATGACCACRGACTTACAG---------------------------
GATAAACARAAGAAAGAATACKCGCTT---TTCTATAAACTTGATATARTGCCWATTAGTGATAATAGT----
-------------------------------------------------------------------------
-------------
AATAATAATACCWATAGTAACTATAGACTAATARATTGYAATGTCTCCACCATTARACAG---
GCTTGCCCWWAGGTGACTTTTGATCCAMTTCCCATACACTATTGTGCTCCACCTGGKTTTGCAATTCTAAAAT
GTAAG---GATGAAGAGTTCAAT------GSAACAGGGCCWTGTAGAAAT-----------------------
-GTCAGT---ACAGTACATTGTACWCATGSAATTAAGCCAGTGSTATCAACT---
CAATTACTGCTGAATGGCAGCTTAGCAGAAAAGAAA------------
GTAATGATTAGATCTGAAAACTTCGCAAACAAT---------GCCAAAGTCATAATAGTGCAGCTTAAT----
-----------GAAAGTATAGTA---------ATTAATTGTACCAGACCCGGCAACAATACAAGAAGG-----
-AGTRTAGGAATT------------GGACCAGGACGAGCG---TTC------TATACAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---ATAGTTAATGGAACA---
AAATGGGGGGAGATGATAAATAAGGTAAAAGCAGAACTATCT---------------AAAAAATACAACACA-
--------------------------------ACCACAGCGAACATAACATTTAGC------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGCAATTTGG------GAC------
AACATGACCTGGATAGAATGG---GAGAGGGAAATTAACAATTACACACAACATATATAC---
AGCCTGATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCCTGTGGACTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGATTTCTTTAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAATTTGTATGATACAGTAGCAATAGCAGTAGCTAAC---
GGGACAGATAGGATTATAGAAATAGTACAAAGGGGATTTAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGGATAAGACAAGGCTTTGAAAGGGCGCTGCTA---TAA 
>AY371169 
GCC---TCA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGATGCAAAG---
ACCACTCTGTTTTGTGCATCTGATGCTAAAGCATATAAAACTGAA---GCCCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGATATAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTACAGCTA---
ACCCCTCTTTGTGTTACTTTAAACTGTAGTAATATAAACATCAATAGCACAGGAAATACAACA----------
-------------------------------------------------------------------------
-------------------------AACAACAATAGCACTGTAAATAACAGAGAAGAAATAAAA---
AACTGTTCTTTCAATGTAACCACAGAATTAAGA---------------------------



GATAAGAAGAAAAAGGAATACGCGCTT---TTCTATAAACTTGATATAGTACCACTTGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTTCATATAGGTTACTAAGCTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAATTTCAAT------GGAGCAGGGCCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAATGCACACATGGAATCAGACCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATTACAAACAAT---------GCTAAAAACATACTAGTGCATCTTAAT----
-----------GAATCTGTAATG---------ATTAATTGTACCAGACCTAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTAGATCC---
CAATGGAACAAGACTTTACAAGGAGTAGTTGCACAATTAAGA---------------AAACACTTTAAG----
--------------------------------AACACAATAACAATATCATTTAAC------
AGTTCCTCAGGAGGAGATTTAGAAGTTACA---ACACACATTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTCAATGAGATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAGAGGGAAATTGACAATTATACACAGCAAATATAT---
AACCTAATTGAACTATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCCTGTGGAGTTGGTTTAGCATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAACAGCTGAC---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTAACGTA------CCTGTAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>AJ404325 
GCT---AAA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCCTCAGATGCTAAAGCACATACGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATAATTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCACTATGTGTTACTCTAAATTGTACTAATGCAAATGCAACAAATAATCATACC----------------
-------------------------------------------------------------------------
-------------------------------ACTATCAATGACAACATGAAAGGGGAACTAAAA---
AATTGTTCTTTCAATGTGACTACAGCAATAAAA---------------------------
GATAAGCAGCAGAAAGTACATGCACTT---TTTTATAAACTTGATGTAGTACAAATTGGTAATGAT-------
-------------------------------------------------------------------------
-------------
ACTAATACTACTGGGGCTGAGTATAGGCTGATCAATTGTAATACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---AATAAGACTTTCAAT------GGAACAGGGCCATGCACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTATCAGAAGAAGAG------------
GTAATAGTTAGATTTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAATA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGTATA------------GGACCAGGACAAGTA---TTA------TTCTATAGAGCAGGAGAC---
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAATGAAACA---
CAGTGGGAGGACACTTTATATAAGGTAGCTGCACAACTAAGA---------------AAACACCTGAAC----
-----------------------------------AAGAGCAGCTCAATATTCAAA------
CCATCCTCAGGAGGGGACATAGAAGTTACA---ACACATACTTTTAATTGTATGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGCAGTTCCTAGGAATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAAATTTGG------AAC------
AACCTGACCTGGATAGAATGG---GATAAAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGCTACTTGTAAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAAAAAGATTTGTTAGCATTGGACAAGTGGGCAAGCCTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTGATAGGTTTAAGAATAGTTTGTGCT---
GTGTGTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCATTTGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAAGGCTTTGAAATAGCTTTGCTA---TAA 
>JF804809 
ATT---GCT---GCT---------------------------------
GCAGATCAATTGTGGGTCACAGTTTACTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCAGTTGAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAAACCACAAGAGGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTGGAATGCAACTATCACTGGAAATTATACTTGG-------
-------------------------------------------------------------------------
----------------------GTCCGTAATAGTAGTTTAAAAATTAGGGAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCGCAGGCATAAGA---------------------------
AATAAGATGTATAAAGAATATGCACTT---TTTCATAAACTTGATGTAGTACAAACAGAGAAT----------
-------------------------------------------------------------------------
----------------------
AATACCACAAGCTATACACTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTTAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GTTAAGACCATAATAGTACAGCTGAAC----
-----------GAAACTGTACTA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-GCTATACGTATA------------GGACCAGGGAGAACA---ATT------TATGCAGCAAGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAAAA---
AAATGGGAAGACACTTTAAAGCAAGTAGCTACAAAACTAGGA---------------AAACAATAT-------
-----------------------------------AACAAATCAGTAGCCTTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTACAGTGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAACAATTACACAGGATTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAGTTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTGTTAGTTTGCTTAACTTCATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGCAGTACAAACAATTGGTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ085873 
GCT---ACA------------------------------------------
AACCAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAACGCAGTTAAAACAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTATCCCACAGGAAGTAGTATTGAAA---------AATGTCACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAGAGCATA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATAATGTGACTGTTACTAATATGAATGCTACTAAT-------
-------------------------------------------------------------------------
-------------------ACCACTGGTAATAGTAGTGTGGAAGCGATGGAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------------



GATAATGCAAGCTATACGCTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGAACAGGACCGTGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTCCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAGACAAT---------GCTAAAATCATAATAGTGCAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATAGAAACAAA-----
-CGTATACATCTA------------GGACGGGGGAGAATA---ATG------TATGTAACAGAACGA------
---------ATACAAGGAGGTATA------------AGACAAGCACATTGC---AACATTAGTAGAGAA---
AAATGGGAAAACACTTTAAGACAGGTAGTTACAAAATTAGAA------------
GAACAATTTACAAAATTAGGAGAA------CAATTTAAAGATTTT------
AAAAATAGAACAATAGCCTTTAAT------CAATCCTCAGGAGGGGACCCAGAAATTGTG---
ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACATGATATAC---
ACCTTAATTGAAAAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGCAATTGGATACGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATATTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ085874 
GCT---GCA------------------------------------------
GAACAATCGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGG---AAAGAAGCATCC---
ACCACCTTATTTTGTGCATCAGATGCTAGCGCAGTTGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGGAATACTACTAATAAGTTGAATGCTACTGAT-------
-------------------------------------------------------------------------
-------------------ACCAATAGTAGTAGAATAGAGGAAGAAATGAAGGAAGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAAGCATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCTATACACTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTGATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTACTTGTGAAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATCTA------------GGATTTGGGAGAGCA---TTG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACCTTAATAGAACA---
AAATGGGAAAACACTTTAAAACGGATAGTTACAAAATTAGGA---------------GAACAATTTAAAAAT-
--------------------------------CAAAATAAAACAATAACCTTCGAT------
CTCTCCTCAGGAGGGGACCCAGAAATTATG---CTGCACAGTTTCAGTTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAAATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGGCGTAATATAC---
AATTTAATTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---



GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAATAATTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGACGAATAAGACAGGGCTTAGAAAGAGCTTTGCAA---TAA 
>DQ085876 
GCT---ACA------------------------------------------
GAGCAATTGTGGGTCACAGTATACTATGGGGTGCCTGTGTGG---AAAGAAGCATCC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAATTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAAGTGCATTAATCTGAATGCTACTAATTTGAATGATGCTAGCACCCAAGCT-
-------------------------------------------------------------------------
-------------CCTACTACCAAGAGTAATAGTAGTTGGATAAATGAGGAGGGAGAGATGAAA---
AACTGCTCTTTCAATGTTACCACAAGCAGAAAA---------------------------
GATAAGATGAAAAAAGAATATGCGCTT---TTTCATACACTTGATATAGTATCAACAGGGGAA----------
-------------------------------------------------------------------------
-------------------
GGGGATAATACAAGCTATATACTGATAACTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GCAAT---GATAAGAAATTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAAATCTGAAAATTTTACGGACAAT---------GCTAAAACCATAATAGTGCAACTGAAC----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAGCA---TTT------TATGCAGCAGGAGAG------
---------GTAATAGGAAAGATA------------AGACAAGCACATTGT---AGCCTTAGTGAATCA---
AAATGGAAAAGGACTTTAGAACAGATAGCTACAAAATTAGGA---------------GAACAGTTTAAA----
--------------------------------ATCAATGAAACAATAGCCTTTGAT---
CAACCTCCCCCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAGTCAGAGTGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGGCAATCACACACGCTTCATATAC---
TCATTGCTTGAAGAATCGCAACACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTACATAAGACTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGGAGAGCT----------------------------
--------ATTCTCCATATA------CCCACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY771590 
GCT---GAA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTGTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACCATTGAAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATCAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---CAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTGATTTAGGGAATAATACTAACACCAATAGT-------------
-------------------------------------------------------------------------
----------------------------AGTGACTGGGGAAGAATGGAGAAAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAGACCTAAGA---------------------------
GATAAGAAGCAGAAAGAATATGCAGTT---TTTTATAAACTTGATGTGACACCAATAGGAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGATTGATAAGCTGTAACACTTCAGTCCTTACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTGAAGT



GTAAT---GATAAGAAATTCAAT------GGAAGTGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAGAATATCACGGACAAT---------GTTAAAGTCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TACACAACAGGAGAA------
---------ATAATAGATGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGGACAACACTTTAAAACAGATAGCTAACAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGGTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGATCAGATTTGG------AAC------
AACATGACCTGGAGGGAGTGG---GAAAGAGAAATTGACAACTACACAGGCTTAATATAC---
ACCTTACTTGAAAACTCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAATTTATGGAATTGGTTTGACATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGGTACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTGATAGAAGCAGGACAAAGAGTTGGCAGAGCT----------------------------
--------GTTCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>JF804806 
GCT---GGA------------------------------------------
AAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGG---AAAGAAGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAGGAAGTACTATTGGAA---------AATGTGACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTCACCTTAAATTGCACTAAGTTGATTACTAATACCACTAATAATAATAATACT-------
-------------------------------------------------------------------------
----------------------------------------GCGGAGGGGGTGGAAGAAATGACA---
AACTGCTCTTTCGATGTC---ACAAACATGGGA------------------------------
AAGAAGCATAAAGAATATGCAATT---TTTTATAAAACTGATGTAGTATCAATAGAGAAG-------------
-------------------------------------------------------------------------
-------------------AATACTTCAAACTATATACTGATACATTGTAACACCTCAACCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGCGCCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTGAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTGCAA---------ATTAATTGTACAAGACCCGGCAACAATACAATAAAA-----
-AGTATAAAAGTA------------GGATCGGGGAGAATA---ATC------TATGCAAAAGGAAGA------
---------ATAATAGGAGATATA------------AGAAAAGCACAGTGT---AACCTTAATAGAACA---
GAATGGGAAAAAACTTTAAAACAGATAGTTACAAAATTAGGG---------------GAACAATTTAAA----
--------------------------------AATACAACACGAATAACCTTTAAG------
AACTCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAAC-----------------
----------------------------AATAGAACTTATGATGACATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGAATTAATATAC---
ACTTTAATTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGCAATTGGATTCATGGGCAAGTTTGTGGAGTTGGTTCAGCATATCAAACTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTGTTAATTTGCTTAATACCACTGCTATAGTAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>JF804814 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCATCC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAT---
CCTAATCCACAGGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTGAATGCTACCGATACCAATGTGAACGCTACCAAT----
-------------------------------------------------------------------------
-------------------AACAATGATACTAGTAATTGGAAAAATATGGAAGGAGAAATAAAA---
AGCTGCTCTTTCGATGTCACCACAAGAATAGGA---------------------------
AATAAGTTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCATTAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGATTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAAATGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAACAATACCAGAAAA-----
-AGTATACATCTA------------GGATGGGGGAGAGCA---TTT------TATGCTACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCCTTAATGGAACA---
AAATGGAAAAAGACATTAGAACACATAGTTGCAAAATTAGGA---------------GAACAATTTAAC----
-----------------------------------AGTACAAAAATAGCCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATGTTATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTACAATTGGATGCATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTGGGTCTTAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTATTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ085871 
GCT---GAA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCACAG---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGTCCACAAGAAATAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGACCAAAGTCTA---AAGCCATGTGTAAGATTA---
ACCCCACTTTGTGTTACCTTAAATTGCACTAATTTGGATAATACCACAAATAGTACTACT-------------
-------------------------------------------------------------------------
----------------------------AACAGTAGTAGTAATGGGATGAAGGGAGATATGAAA---
AACTGCACTTTCAATGTTACCACAATCAGAAGA---------------------------
GATAAGATAGAGAAACAATATGCACTT---TTTGATAAACTTGATATAGTACCAGTAGAAAAT----------
-------------------------------------------------------------------------
----------------------
GATACTGAAAGCTATACGCTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCCGGTTTTGCGCTCCTAAAGT
GTAAT---GATAAGCAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACA---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGTTGAAC----



-----------GAAACTGTACGA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATGCATCTA------------GGACCAGGGAGAGCA---TTA------TTTCATGCAACAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGGGAA---
GATTGGGAAAACACTTTAAAACAAATAGTTACAAAATTAGGA---------------GAACAATTTGGA----
--------------------------------AATATTACAAAAATAACCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAAGTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAAATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGGAGCGCAATACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTACAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGCTTAACGCAACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAACTTGTAGAGCT----------------------------
--------ATCCTCCATATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY535660 
GCC---TCA------------------------------------------
AAGGACCTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGG---GAAGATGCAGAT---
ACTATTTTATTTTGTGCATCTGATGCTAAAGCACATAGTACTGAA---AGGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACATTTGAAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
AAAAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTACACTGTAAGAATGCAACCTTTAAGAATGCAACCATTAATGGTACTAGT----
-------------------------------------------------------------------------
-------------------GAGGGAACCAAGAATATCACTGTGAATAACAAAGAAGAAATGACA---
AACTGCTCTTTCAATGTAACCACAGAAATAGAA---------------------------
GATAAGAAAAAGACAGAATACGCGCTT---TTCTATAAACTTGATGTAATACCAATTGAGGGTAAAAAT----
-------------------------------------------------------------------------
-------------
AATAATGGTAATAGTAGTGCTTATATATTAATAAATTGTAATGCCACAAACATTGAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGA---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTACTGCTAAATGGCAGTTTAGCAGGAGAAAGT------------
ATAATAATTAGATCTGAAAACATCACAGACAAT---------ACCAAAACCATAATAGTGCAGCTTAAT----
-----------CAATCTGTAGAC---------ATTATATGTACCAGACCCTATAATAATACAAGAAGA-----
-AGTATACACATT------------GGACCAGGGCAAGCG---TTT------TTTGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AACATTAGTGGAGCA---
AAATGGAATGAGATGTTACATAAGGTGATAGCAAAATTAAAG---------------GAATCCTTTCCT----
-----------------------------------GGTAAGAACATAACCTTTAAT------
TCATCGGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGARAGATACGTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGAAATTTGG------AAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTAACAATTACACATCACATATATAC---
ACCCTAATTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCATTGGCTATAAATTTGATTGATACAATAGCAATAGCAGTAGCTGAC---
TGGACAGATAGAGTTATAGAAGTAGGACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTTAATATA------CCTAGAAGAATAAGACAAGGATTAGAAATAGCTTTGCTA---TAA 
>KM606632 
GCC---TCA------------------------------------------
AGGGACCTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGG---GAAGATGCAGAT---



ACCATTTTATTTTGTGCATCTGATGCTAAAGCACATAGTACTGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGAA---------AATGTAACAGAAAAATTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
AAAAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTACAGCTA---
ACTCCTCTCTGTGTTACATTACACTGTACGAATGCAACCTTGAATATC-------------------------
-------------------------------------------------------------------------
-------------------------------------ACTGTGAGTAACAAGGAAGAAATAACA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAGTATGCACTT---TTCTATAAGCTTGATGTAATGCCAATTAAGGGAGAACATAAT-
-------------------------------------------------------------------------
----------------
AATAGTAATAGTAGTGATTATATATTAGTAAATTGTAATGCCACAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTATAAAGT
GTAGA---GATAAAAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAAGT------------
ATAATAATTAGATCTGAGAACATCACAGACAAT---------GCCAAAACCATAATAGCGCAGCTTAAT----
-----------AAATCTATAGAA---------ATTACATGTACCAGACCCTATAGTAATACAAGAAGA-----
-AGTATACACATT------------GGACCAGGGAAAGCG---TTT------TTTGCAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AACATTAGTGGAGGA---
AATTGGAGTGAGATGTTAAAGGAGGTGAGAACAAAACTAGGG---------------GAATCCTTTCCT----
-----------------------------------AATAAGAACATAACATTTAAT------
TCATCGGCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACGTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGACATTTGG------AAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTAACAATTACACAGCATATATATAC---
ACCCTAATTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGCATTGGACAAGTGGGCAAGTTTGTGGGATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAGATTATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCATTGGCTATAAATTTATTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAATTAGGACAAAGAGTCTTTAGAGCT----------------------------
--------TTTCTTAATATA------CCTAGAAGAATAAGACAAGGATTAGAAAGAGCTTTGCTA---TAA 
>AB547463 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAATTGTGCCTATGCTAATTTGACCAAAAGCAATAACACAGTCAATGTC----
-------------------------------------------------------------------------
-------------------TCTAGTGAAATAGCAAATTTAGGAAATATAACAGAGGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAACTGAGA---------------------------
GATAAGAAGGAGAAGGCCTATGCACTT---TTTTATAAGCTTGATATAGTACAGCTTGGAAAT----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTAAATACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAAYTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCCGTAGTA---------ATCAATTGTACAAGACCTTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAAGAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGGTTAATGAAACA---



AATTGGTATAAAGTTTTAAAACAGGTGACTGAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAATACAATAGTCTTTGAA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTGGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGSTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTGATAGAAGTAATACAAATAGTTTGGAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGTCTTTGCTA---TAA 
>DQ366659 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACACGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGAAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTACAGTTA---
ACTCCTCTCTGCGTTATTCTACATTGTACCAATGCTAATTTGACCAATGTCACTAGACAAACC----------
-------------------------------------------------------------------------
----------------------AATGCCCCTAGCATACTAGAAAATGTAACAGAGGAAATAAGC---
AACTGTTCTTTTAATACAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTATCAATTGGAGGTAAT-------
-------------------------------------------------------------------------
----------------
AAGAGTAATAGTAGTGAGTACAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATGATCAGATCTGAAAATCTCACAGATAAT---------ACCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACAAGACCCTCCAACAGTATAAGAACA-----
-AGTATGACTATA------------GGACCAGGACACGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGACAGGCATATTGT---GAGGTTAATGGAACG---
AAATGGAATAAAGTTTTAAAACAGGTGTCTGAAAAATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAGTCTTTCGG------
CCACCCCCAGGAGGAGATCTAGAAATTACA---AGGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTACTGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAACAATTACACAAGCCAAATATTT---
GATTTACTTATAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAGTGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TATGGTATATAAGAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTGCTA---TAA 
>DQ366660 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCAGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GCGCACAAC----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AACGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAAAATGGCAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTACCAACGCTAATTTGACCAATGTAAGTAACAAAGGC----------
-------------------------------------------------------------------------
-------------------------AATGTCCCTGGCATAGGAAATATAACAGATGACATAAAA---
AACTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAGGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATGGAAGGT----------
-------------------------------------------------------------------------
-------------------
AATAATAATACAGAGTACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCGTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTGAAGT
GTAAT---GATAAGAATTTCAGT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCGAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAATGGAACA---
GAATGGAATAAAGTTCTAAAACAGGTAACTGAAGAATTAAAA---------------AAGCATGTTAAT----
-----------------------------------AATACAACAATAAAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACAAAACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>DQ366661 
GCC---TCA------------------------------------------
AACAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGGTA---------AATGTAACAGAATATTTTAAC----------------
--------------------------GTGTGGAAAAATACAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTATCGGGGCTAATTTCACCAATGTCAATATCACGAATGAA-------
-------------------------------------------------------------------------
----------------------TTGACCAATGTCACTATAGGAAATCTAACAGATGAAGTAAAA---
AACTGCTCTTTTAATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAAACCTATGCACTT---TTTTATAAGCTTGATGTAGTACCAATTACAGAGGATGAG----
-------------------------------------------------------------------------
-------------
AAGAAGAGTAATGAGCACAGGTACAGGCTAATAAATTGTAATTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGATAGGGTTATGTAATAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTGTTAAATGGTAGCCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCATCTTAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---AAGATTAATGGAACA---
AAGTGGAATCAAGTTTTAAAACAGGTAGCTAAAAAATTAGAA---------------AAGCACTTT-------
-----------------------------------AATAAGACAACAGACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGGTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAT------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGTTTGATGCCACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAGGTAGTACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>EF165539 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCAGGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTACTTTGACCAATGTAAATATAACCAATGGCCCTAACC
TA-----------------------------------------------------------------------
-------------------------------GGAAATATAGAAAATATAACAGAAGAAATAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAACTTGATCTAGTACAAATTAATGGT----------
-------------------------------------------------------------------------
----------------------
AATGGTGGTAAATATAGGTTGATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAGACAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGCA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTTAAT----
-----------------------------------AAGACA---ATAAGCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCATTTGGAGC-----------------
----------------------------AATAGATCTTATGAAGAAATTTGG------AGC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCAAATATAT---
CGGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACGGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTAGTA---TAA 
>JN235962 
GCT---GAC---------------------------------------------
AACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAATAGTTCTGGAA---------AATGTAACAGAAAAATTTGAT----------------
--------------------------ATGTGGAAAAATTACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTCTACATTGTAAGAATGTCACTGCCACTAACAGTCAAAAT----------------



-------------------------------------------------------------------------
-------------------------------AGCACCCTGAAGGAAGAGCAAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GACAAGCAGCAACAAGTACAAGCACTT---TTTTATAAACTTGATATAGTACCAATCAGTAATGGT-------
-------------------------------------------------------------------------
----------------------
AATGACAGTAAATACAGGCTAATAAATTGTAATACTTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACGGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGTTATTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTCAAAATATCTCAGATAAT---------GTAAAAGTCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATATCGATA------------GGACCAGGGCGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATC------------CGAAAAGCACATTGT---AACGTTAGTGGAACA---
CAATGGAATAAAACAGTAGAACAGGTAAAGGCAAAGTTAAAG---------------CCTTATTTCCTT----
-----------------------------------AATGCAACAATAAAACTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAAAGAGATTAGCAATTACTCAAGTGAAATATAC---
AGGTTAATTGAGGAGTCGCAAAGACAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCCGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>FJ213782 
GCT---GCT------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAATTAGTTCTGGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATTATATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGCGTTACTCTAAATTGTAGTAATGCCAAAAACAGCACCCTGAACAGC----------------
-------------------------------------------------------------------------
-------------------------------ACCCTGCTGAAGGAAGAGACAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------
GACAAGCAGAAAAAAGTACATGCACTT---TTTTATAAACTTGATATAGTACCAATCAGTGATGACAGTGGC-
-------------------------------------------------------------------------
----------
AGTAATAGTACTGGCAGTGGAATATACAGGCTAATACATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACGGGACCATGCTTTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTATTAAATGGCAGYCTAGCAGAAGGAGAT------------
ATAATAATCAGATCYCAAAATATCTCAAATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAATGCTACAAGAAAA-----
-GGTATATCGATA------------GGACCAGGGCGAACA---TTT------TATGCAACAGAAAAA------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACATTAGTAGAACA---
CAATGGAATAAAACAGTAGAACGGGTAAAGGCAAAGTTAAAG---------------ACTTATTTCCCT----
--------------------------------AATGGAACAATAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAACTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------



AACATGACCTGGATGCAATGG---GAAAAAGAGATTAGCAATTACTCAAATGAAATATAC---
AGGTTAATTGGGGAATCGCAGATACAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGCA---------AATAGATGCAGGCAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAATTTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGAGCTTTGCTA---TAA 
>EU735534 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGACGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAT---
CCCAATCCACAAGAAGTAGAGCTGAAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACCCCCCTCTGTGTTACTTTAAATTGTAGTAATGTTAATGTTACTAATGACTCTCAA----------------
-------------------------------------------------------------------------
----------------------------AACAGCACCCTGAAGGAAGAGGCAGGGGCACTACAA---
AACTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAAGTACATGCACTT---TTTTATAGGCTTGATATAGTACCAATCAGCGATAATAGC----
-------------------------------------------------------------------------
----------
AATGGCAGCAATGGCAGTGGAAAATACAGGCTAATACATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACGGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAAGT------------
ATAATAATCAGATCTCAAAATATATCAGATAAT---------ACAAAAACCATAATAGTACACCTTAAT----
-----------GAACCTGTACAG---------ATTAATTGTACAAGACCAAACAGCAATACAAGAAAA-----
-GGCATACATTTA------------GGACCAGGACGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATGTTAGTGGAGCA---
CAATGGAATAAAACGATAGAACAGGTAAAGAGAAAGTTAAAA---------------TCTCATTTCCCT----
-----------------------------------AATGCCACAATAAAGTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ATGCATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCATGGAATTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCAGCAGGAGATCTGG------GAG------
AACATGACATGGATGGAGTGG---GAAAGAGAGATTAGCAACTACTCAAATGAAATATAC---
AGGTTAATTGAAATATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTTGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAGCTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGATTTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>EU735536 
GCT---AAT------------------------------------------
GAAACCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGACGCTAAAGCATATGACAGAGAA---GTACATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTTCCCACAGAT---
CCCAGTCCACAAGAAGTAGTTCTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAGCAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTATTAATGCCACTGGTACTAATGCCATCAATGGCACTAACACCACC-
-------------------------------------------------------------------------
----------------AATGGCACTCAAAACAGCGCCCTAAGAGAAGATCCAGGGGCAGTACAA---
AACTGTTCTTTCAATATGACCACAGAAATAAGA---------------------------



GATAGGCAGCAGAGAGTGCGGGCACTT---TTTTATAAGCTTGATCTAGTACCAATCAACAGT----------
-------------------------------------------------------------------------
----------------GGCCAGAATAACAGTACA------------
AATTGCAATTCCTCAACCATTACACAG---
GCCTGTCCAAAGGTATCTTGGGATCCAATTCCCATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATGAAAAGTTCAAC------GGGACGGGGCCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGTCTAGCAAAAGAAACT------------
ATAATAATCAGATCTCAAAATATATCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGACGAGCA---TTT------TATGCAACAGAACAA------
---------ATAATAGGAGACATC------------AGAAAAGCACATTGT---AACGTTAATGGAACA---
CACTGGAATGAAACGTTAGAACGGGTAAAAGCAGAGCTAAAC---------------TCTTACTTCCCT----
-----------------------------------AATAAGACAATAATATTTAAT------
TCATCTTCAGGAGGGGACCTAGAAATCACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTACATGGAGT-----------------
----------------------------AATAAATCTGAACAGGAGATCTGG------GGA------
AACATGACATGGATGGAGTGG---GAAAAAGAGATTAGCAATTACACACAAGGAATATAC---
AGATTGCTTGAGGCATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGCATTGGACCAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCTTTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGCTCTAGAAGCTTTGCAAACAATTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU735540 
ACC---ATG------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATGGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTTTGTGTTACTTTAAATTGTACTACCTTCAATGGCACTCGAACTCAAAACAGCACCCTA-------
-------------------------------------------------------------------------
----------------------GAGCAAAACAGCACTCTGAAGGAAGAGCCAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGCAGAAAGTACATGCACTC---TTTTATAGACTTGATATAACACCAATCAACAATAAT-------
-------------------------------------------------------------------------
----------------
AACAGTAATGACAGTGCATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAAAGTTCAAT------GGAACGGGGCCATGCAAGAAT-----------------------
-GTTAGC---ACCGTACAATGCACACATGGGATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGGTCTCAAAATATCTCAGATAAT---------GCAAAAATCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGCATA------------GGACCAGGACGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAAGGCATATTGT---AACGTTAGTAGAACA---
CAATGGCATAAAAAATTAAACCAGGTAAGAGCAGAGTTAAAG---------------CATCATTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACT------
TCATCCTCAGGAGGGGATCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTAGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAAATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGGGAAATTGACAATTACACAAGCATAATATAT---
AATTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGC
TTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTACTGAATGCTTTAGCTATAGCAGTAGGTGAG---
GGAACAGATAGGGTCATAGAAGCAGCACAAGTAATTGGTAGGGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAAGGGCTTGAAAGGGCTTTGCTA---TAA 
>EU735539 
ACC---ATG------------------------------------------
GAAAATACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAGCC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAATGGTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGCCTTCAATGGCACTCAAAACAAGCATCAAAACAACACTCTA-
-------------------------------------------------------------------------
-------------AAGGACACCCAGCAAAACAACACTCTAGAGGAAGAGTCAGGGGCAATACAA---
AACTGTTCTTTCAATGTGACTACAGAAGTAAGA---------------------------
GATAAGCCGCAGGAAGTACATGCACTC---TTTTATAAACTTGATATACTACCAATCAGCGGTAAT-------
-------------------------------------------------------------------------
----------------
GATAATAAAAGTGAAAAATTCAGGCTAATACATTGTAATACCTCAACCATCACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACGGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGGTCTCAAAATATCTCAGATAAT---------GCAAAAATCATAATAGTACACCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGCTCAAGACCCAACAACAATACAAGAAAG-----
-GGTATACCTATA------------GGACCAGGAAGAGCA---TTT------TATACAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACATTAGTGGAACA---
CAATGGCATAAAAAATTAGAACAGGTAAAGGCAGAGTTAAAG---------------TCTCAGTTCCCT----
--------------------------------AATACAACAACAATACAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCCAGAGTCCTTGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAAAACTTTAGACAAAATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAGTTGACAATTACACAGGCTTAATATAC---
TCCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTATCATTAGATACATGGGCAAGTCTGTGGAGTTGGTTTACCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTAATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTACTAGCTTGCTTAACACTATAGCTATAACAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGCAGCACAAAAAATTGATAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>EU697905 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTATATTATGGGGTACCAGTGTGG---GAAGATGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAGTCCACAAGAAATAACTCTGGTA---------AATATAACAGAAACCTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGATGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTAGCAATGTCAATGTCACTTGTCCTAGTCAGGGGAAT----------
-------------------------------------------------------------------------
----------------------AAGACTAACGATGCTATGTGTGAAGAACAAGGAAACTTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGGAAGACAGAATATGCGCTT---TTCTATAGATTTGATGTGGTACCAATTGGTCACCCT-------
-------------------------------------------------------------------------
----------------



AGTAATGACTCAGGTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATCTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGAAAGGACAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTACTAAATGGTAGTTTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAACATCACAGACAAT---------ACCAAAATTATAATAGTGCAGCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATC------------GGTCCTGGACAAGCG---TTC------TACGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAGTGGAAAA---
GCATGGAATGAAATGTTGCGGAATGTAGCGGCACAACTAAAA---------------AAGGTCTTCACT----
--------------------------------AACAATAGTACTATTATTTTTAAC------
TCATCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAC------
AATATGACCTGGATAGAATGG---GAGAGGGAAGTCAGCAATTACACACTACAAATATAC---
AGCCTAATTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCACTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCATTTGCTATTAATTTGTTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTTTCAATATA------CCTAGAAGGATAAGACAAGGCTTAGAAAGAGCTTTGCAR---TAA 
>EU697909 
ACC---TCA------------------------------------------
AATCAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGACGCAGAT---
ACCCCTCTATTTTGTGCATCTGACGCTAAAGCATATAGTACTGAA---AAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATATCCCTGAAA---------AATATAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAAATGTACTAATATCACTTGTCCTAATGGGGACAGTACT-------------
-------------------------------------------------------------------------
-------------------------GGGGACAACGCTACGTGTGCAGAAGCAGGAAACTTAACA---
AACTGCACTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGGAAGGCAGAATATGCTCTT---TTCTATAGACTTGACGTGGTACCAATTGATGGT----------
-------------------------------------------------------------------------
----------------
GCTAATGGGTCAAGGGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGA---GAAGGAAATTTCAGT------GGAAAAGGAGAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACT---
CAATTACTATTAAATGGTAGTTTAGCAGAAGGAGAA------------
ATAGTAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAAACATAATAGTGCAGCTTAAT----
-----------GAATCTATAGCA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATC------------GGTCCTGGACAAGCG---TTC------TACGCAACAGGTGGC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AATATAAGTAGAACA---
AAATGGAAGGAGGTGTTACAGAATGTAAGGGCACAACTAGGA---------------AAGATCTATAATAAC-
-----------------------------ACAAATATAACAAATATAATCTTTAAA------
CCACACGCAGGAGGGGACCTAGAAATTACA---ACTCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAC------
AACATGACCTGGATACAATGG---GAAAGGGAAGTCAGCAATTATACACAAGAAATATAC---
AGGCTAATTGAAGAATCGCAGACCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAGCAAGACTTATTGGCACTAGACAAGTGGRCAAGTTTGTGGAGCTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------



TTGTCATTCGCTATTAATTTGATTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTTTCAACATA------CCTAGAAGGATAAGACAAGGCCTTGAAAGAGCTTTGCAA---TAA 
>MH078557 
GCT---GCA---GAC------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAG---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAAAGGAA---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAATCCACAAGAAATAAATCTGACA---------AATATAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTGATGCCAACAGCACCAGGGCTAATACCACTGCC----------
-------------------------------------------------------------------------
----------------------------AATGACAAACTGAAGGAAGATCAAGGGGTAATAAAA---
AACTGTACCTTCAATATGACCACAGTAGTAAGA---------------------------
GATGAGCAGAAGAAAGTAAATGCACTT---TTTTATAAACTTGACATAGTACAAATTGGCAAT----------
-------------------------------------------------------------------------
----------------------
ACAAGTAATACATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCAATTCTAAAAT
GTAAA---GATACAGAGTTCAAT------GGGACGGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGCTTAGCAGAAGGAAAA------------
ATAATAATCAGATCACAAAATCTCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCTAATAATAACACAAGAAAA-----
-AGTATACCTGTA------------GGACCAGGACGAGCA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATT------------AGAAAGGCACACTGT---AATGTTAGTAGAACA---
CAATGGAATGACACAATAAAAAGAGTAAAAGAAGAATTAAAG---------------TCTCTCTTT-------
-----------------------------------AATAAAACAATACAATTTGAC------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCAGGACGAGATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAGAGAGATTAGCAATTATTCAGAAACAATATAC---
AAGTTAATTGGAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTGAACCAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGA
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTT---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTGGCTATTAGCTTGTTTAACACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTGTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGAGCGGAAAGGCTTTTGCTA---TAA 
>HM026457 
GCT---GAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTCTGG---AGAGAGGCAACC---
ACTAATCTATTCTGTGCATCAGATGCTAAATCATATGAAAAGGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAT---
CCCAGTCCACAAGAAATAGAATTGAAA---------GGTGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAATCTGTACTAATGCCACTAACAATGGTACTAATGCCACTCTTAGT-------
-------------------------------------------------------------------------
-------------------GGTCTTCAAGACAGCGCCCTGAAGGAAGAGCCAGGGGCAATACAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCTGAACGTAAGTGCACTT---TTTTATAAGCTTGATATAGTACCAATCAGCAGTAGC-------
-------------------------------------------------------------------------
-------------
ACTAAAGGTAGTAGTGGAAAATACAGGCTCCTAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTACT---AACAAAAGGTTCAAT------GGGACGGGGCCATGCCAGAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACT---
CAACTATTGTTAAATGGCAGCCTAGCAGAAGAAGGT------------
ATAATAGTTAGATCTCAAAATATCTCAGATAAT---------ACAAAAACCATAATAGTACACCTTAAT----
-----------AAAGCTGTATAC---------ATTAATTGTACAAGACCCAACAACAATACCAGAAAA-----
-AGCATACAAATG------------GGACCAGGACGAGCA---TTT------TACACAACAGGAGAA------
---------ATACTAGGAAACATC------------AGAAAGGCCTATTGT---CTTGTTAATGGACCA---
CAATGGAATGAAACGCTAAGAGGGGTGAAGGTAGCATTAGAG---------------TCTCATTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAGC------
CCATCCGCAGGAGGGGACCTAGAAGTTACA---ATGCATAATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACTCTAGTGGAGTA-----------------
-------------------------ATAAATCTCAGCAGGAGATTTGGAACA------AGC---------
ATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAAATGAAATATAT---
AGGTTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAGCTGGT
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTCTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTGGCTATCAGCTTGTTTAATACCACCGCAATAGTAGTAGCTGAG---
TGGACAGATAGAGTTCTAGAAGTTTTGCAAAGAGTGGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTAATA---TAA 
>GQ372987 
GCT---GAA---AAG---------------------------------
TCTGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGATCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTTTGTGTTACCTTAAATTGCAATAATACTGTCACCACTAATGCT----------------------
-------------------------------------------------------------------------
-------------------------------------AGCATGAATAATAGTGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACCCAAACGAGA---------------------------GGGAGAAAG---
AGAGAATATGCACTT---TTTTATAACCTTGATGTAGTGCAATTAGAATCA----------------------
-------------------------------------------------------------------------
----GACAAAACTAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGCAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGGTCTCAAAATATCTCAGATAAT---------GCAAAAAGCATAATAGTACAGTTGAAT----
-----------GAATCTATAAGC---------ATTAATTGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGCAAGGTA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGAATAACACTTTAAGACAGATAGCCAGAAAATTAGGA---------------GAACAATTTAAC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCATGGGGATTTGGG
GTTGCTCTGGAAAATACATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGATCAGATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGTGAAATATAC---
AGCTTAATTGCACTATCGCAAGACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGATTAAGAATAGTTTTTGCA---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCCATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGTGCTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>FJ670529 



GCT---GAA---AAG---------------------------------
TCTGAAACTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GCCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTTTGTGTTACCTTAAATTGCAGTGATGTTGCTAGCATCAACAATAATACTGCTAGCATCAATAACA
AT-----------------------------------------------------------------------
-------------AGCAGCAGTAATAGTAGTGGGAAGGGAACAATAGAAGGAGGAGAGATGAAA---
AATTGTTCTTTCAATATCACCACCCAAACGGAG---------------------------GAGAGAAGG---
AAAGAATATGCACTT---TTTTATAAACTTGATGTAATGCAATCAGGATTA----------------------
-------------------------------------------------------------------------
----------GGCAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATCACACAG---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGCAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGGTCTCAAAATATCTCAGATAAT---------GCAAAAAGCATAATAGTACAGTTAAAT----
-----------GAATCTATAAGC---------ATTACTTGTACAAGACCCGGAAATAATACAAGAAGA-----
-GGTATACATATG------------GGACCAGGTCGGGTA---TTA------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
AAATGGAATAACACTTTAGGACAGATAGCCAGAAAATTAAAA---------------GAACAATTTCCC----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTG---ATGCATACTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATTATGGGGATTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAATGAAATATAC---
GGCTTAATTACACTATCGCAAAGCCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGGCATTGGACAAATGGACAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTTTACA---
GTACTTTCCATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCCATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTTTAGAAGCTTTGCAAAGTGCTGGTAGAGCT----------------------------
--------GTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGACTTTGCTA---TAA 
>GQ175881 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAAATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAGATATACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAGATGCAGGAGGATGTA---
AGCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAACGTTA---
ACTCCTCTTCCCGTTACTGTTATTTGTAGTAGAAGTATTGTTAATTTTAGTAGAGTAGGCAGTATCACTACAA
ATAGAAGCAGA--------------------------------------------------------------
----GATTGTAACGCAGTAACCAATTCTATCACAGTAAACAATACAATAGCAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACTACAGAACTAAGA---------------------------
GATAAGAAGCATAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAAATAATAAC----
-------------------------------------------------------------------------
-------------
AATAGTAGTGATAGTGGTGAGTACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCATTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGATAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATCACCCCCGCCGGGTCAATT---
CATTCGTTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATGATAATCAGATCTGAAAATGTCACAGACAAT---------GCGAAAAACATAATAGTGCACCTTAAT----
-----------AAATCAGTAGAA---------ATCAATTGTACTAGACCCTCCAACAACACAAGAAAA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------



---------GTAATAGGAGATATA------------AGAAGAGCATTTTGT---GAGGTTAATGGAACA---
ACATGGAGTAAAGTTCTAAAACAAGTAGCTGGAAAACTAAAA---------------GAGCACTTT-------
-----------------------------------AAGAAAAACATAACCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGCAACTCCACTTGGAGT-----------------
----------------------------AATAGATCCTTTGAAGAGATTTGG------GAA------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
GAGTTACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGCATTGGATGAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>GQ175882 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACAGGAGGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTGCTTTAAATTGTAGCTACAATTTTACTTGGGGCAACATAACAAAG-------------
-------------------------------------------------------------------------
-------------------------AAGGATCCCAAAATAGGGAATTTTACAGATGACGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGCAGGTCTATGCACTT---
TTTTATAAGCTTGATATAGTACCAATTGAAAATAATGACAATAGTAGT-------------------------
-----------------------------------------------
GACAATAGTAGTAGTGACAATAGTAGGGAGTACAGGTTAATAAATTGTAATAACTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAGAT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAGCAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGATGTCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ATGAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAAGACAAGAACA-----
-CGTTTACATATA------------GGACCAGGACGGGCA---TTC------CTTAGAACAAGAGGA------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGGTTAATGGAACA---
ACATGGAATAAAGTTCTAAAACAAGTAGAAGGAAAACTAAAA---------------GAGCACTTTCAG----
-----------------------------------AATAGAAATATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAGTCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGATATTTGG------AAT------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTATACAAACCAAATATAT---
GCATTACTTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAGCAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>HQ385479 
GGT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACCACTTTATTTTGTGCATCTGATGCTAAAGCATATAGCAAGGAA---GCCCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---



CCACACCCACGAGAAGTAAAACTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTATGGAAAAATGATATGGTAGAGCAGATGCATGAGGATATA---
ATTAGTGTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTTAAAACCAATAACTCCACAGCCAATAACACCAATGAC-
-------------------------------------------------------------------------
----------------ACCACACCCACTAGCCCAACAGCCACTAGCTCTCCTATAGAGATGAAA---
AACTGTTCTTTCAATATAACTACAGGAGAT---------------------------------
AAGAAGAAGAAAGAATACGCGTTT---TTCTATAAAACAGATATAAGACCAATTGATAAT-------------
-------------------------------------------------------------------------
-------------------AATTCTACTGATTATATTCTAGTACATTGTAATACCACAGTCATTAAACAG---
GCGTGTCCAAAGGTGTCCTTTCAACCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATATAATGTTTAAT------GGGACAGGACCATGCGAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGATACTAAATGGTAGTATAGCAGAAAAAGGA------------
ATAATAATTAGATCTGAAAATATCTCAGATAAT---------ACTAAGAACATAATAGTACAACTTGAT----
-----------AAACCTGTAACA---------ATTAAGTGTATCAGACCCGCCAACAATACAAGAAAG-----
-GGTATACACTTA------------GGACCAGGGCAAGTG---CTC------TATGCAACAGGTGCA------
---------GTTGTAGGACAGATA------------AGACAAGCACATTGT---AACATCAGTGAATCA---
GACTGGAATAACACTCTAAGTAAGGTAGCTATAAAACTAAGA---------------GAATACTTTAAT----
--------------------------------GAGACAACAACAATAAAATTTGAG------
TCAGCAACTCCAGGAGACATAGAGATTACG---ACACATACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTTCAGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAAATTTGG------GAG------
AACATGACATGGAGGGAATGG---GAGAAGGAAATTGACAATTATACAGGACTAATATAC---
ACTCTAATTGGAGAAGCACAAAACCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCTTTGGATAAGTGGACAAACCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCGTTGGCTATTAGTTTGTTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGTAGCACGAAGAGCTTTTAGGGCG----------------------------
--------CTTCTTAACATA------CCTAGAAGAACAAGACAGGGGCTTGAAAGGGCTTTGCTA---TAA 
>HQ385478 
GCT---ACA------------------------------------------
GAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAGGCAAAA---
ACCACTTTATTTTGCGCATCTGATGCTAATTCATATAGTACTGAA---GGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCAAACCCACAAGAGATAAATCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTATGGGAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTGTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGCAACTTCAGCTAATGCT----------------------
-------------------------------------------------------------------------
-------------------------------------TCTAATATAACTAAGGTAGAGAGAAAA---
AACTGTTCTTTCAATATAAATACAAGAGGC---------------------------------
AAGATGAGGATAGACTACGCGCTT---TTCTATGAAGCAGACATAGTACCAATTAATAAT-------------
-------------------------------------------------------------------------
-------------------AGTTCTAATGAATATATTTTAGTAAACTGTAATACCTCAGTCATTAAACAG---
GCATGTCCAAAAGTGTCTTTTCAACCAATCCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGCTAAATGGTAGTATAGCAGAGGAAGAA------------
GTAATAATTAGATCTAAAAATATCACAGATAAT---------ACTAAGACCATAATAGTACAACTTAAT----
-----------CACACTGTAGAA---------ATTAAGTGTGTCAGACCCGCCAACAATACAAGGAAA-----
-GGTATACACATA------------GGACCAGGGCAAGTG---CTC------TATGCAACAGGGGAA------
---------GTAATAGGAAATATA------------AGACAAGCACATTGT---AATATTAGTGGAACA---
CAATGGAACAACACTCTAAGAAAGGTAGTTGCAAAACTAAGA---------------GGATACTTTAAG----
-----------------------------------AATAAAATAATAGAATTTCAA------
CCAGCGTCAGGGGGGGACCTAGAACTTATG---ACACATACTTTTAATTGTGGAGGAGAA---
TTTAAGCACCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCCTGGAACGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATCAGATTTGG------GGG------
AACATGACATGGAAGGAATGG---GAGAATGAAATTGACAATTATACAGAAATAATATAC---
ACTCTAATTGGAGAAGCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCTTTGGATAAATGGGCAAGTCTGTGGAACTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTGTAGTA---------AAAAGAGTTAGGCAGGGGTACTCACCT------
TTATCATTGGCTATTAGTTTGCTTGATGTCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGTAGCACGAAGAATTCTTAGGGCG----------------------------
--------ATTCTTAACATA------CCTACAAGAATAAGACAGGGGCTTGAAAGGGCTTTGCTA---TAA 
>HQ385443 
GTT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCGAAG---
ACCACTTTATTTTGCGCCTCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------ATCTGGGCTACA---CATGCTTGTGTTCCCACAGAC---
CCAAACCCACAAGAGATAAATCTGAAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATATGGAACAATGACATGGTAGAACAGATGTATGAGGATATA---
ATCAGTGTATGGGATGAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACAAATTTAAATAGTACAACAAACTGTACAGATTCAAATACAAATT
CAACTAGT-----------------------------------------------------------------
----GCAACAAACTGTACAAATTTAGATAATACAACAGCCACTAGTTCTGCTGAAGAGATGAAA---
AACTGTTCTTTCAATATGACTACAGGAGGC---------------------------------
CAGAAGAAGAAAGAGTATGCGATC---TTCTATAAAGCAGATGTAGTATCAAGTAATAAT-------------
-------------------------------------------------------------------------
-------------------AATTCTAGTGAGTATATTCTAGTACATTGTAATACCACAGTCATTAAACAG---
GCGTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACTATGCCTCAAA-----------------------
-TGTTCA---CTACAGCACAATGTACACATGGAATTAACCCAGCGGTATCCA---
ACTCAACTGCTGCTAAATGGTAGTATAGCAAAAGAA---------
CAAGTAATAATTAGATCTCCAAATACCACAAACAAT---------GCTAAGACCATAATAGTACAACTTAAT-
--------------GAGACTGTACCA---------ATTAATTGTATCAGACTCGCCAACAATACAAGAAAA--
----GGTATACACTTA------------GGACCAGGGCAAGTG---CTC------TATGCAACAGGTGCC---
------------GTAATAGGAAACATA------------AGAAAAGCATATTGT---ACCATTAATGGAACA-
--ACATGGAACAACACTCTAAATAAGGTAGCTGCAAAACTAAGG---------------GAATACTTT-----
-------------------------------------AATAAAACAATACACTTTAAA---
CCACCAAACGAAGGGGGGGATCTAGAAATGATA---CAACATACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAATTCATCTGCACCACTGCAGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------GAG------
AACATGACCTGGAGGCAATGG---GAAAGCGAAATTGACAATTATACAGAAATAATATAC---
TCTCTAATTGGAGAAGCACAAAGCCAGCAGGAT----------------------------------------
-----------------------------
AAGAATGAACACGACTTATTGGCTTTGGGTAAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGATTGCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTTTGCTTAATGCCACAGCAATAACAATAGCTGAA---
GGAACAGATAGGATCATAGGAGTAACACAAAGAGCTTGTAGGGCA----------------------------
--------ATTCTTAACATA------CCCAGAAGAATAAGACAGGGGCTTGAAAGGGCTTTGCTA---TAA 
>JN029801 
GCA---GAA---------------------------------------------
AAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCCTCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTACCCCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGCAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCACTGCTAAATTCGAGACAAATAGCACAACCTAT----------
-------------------------------------------------------------------------
----------------------AGCAATGTCTCTGGCATAGGAAATATAACAGATGAAGTAAGA---



AACTGCACTTTTAATACGACCACAGAAATAAGA---------------------------
GATAAGCAGAAGAAGAGCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGGAACT----------
-------------------------------------------------------------------------
----------------
CAGAGTAATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTTTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCTACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACTATACAAGGACA-----
-AGTACACGTATA------------GGGCCAGGACAAGTA---TTC------TTTCAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCTTATTGT---GAGATTAATGGAACA---
AAATGGAATGAGACTTTAAGACAGGTAACAAGAAAATTAAGA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAATCTTTCGA------
CCACCCTTAGGAGGAGATCTAGAAATTGTA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATTATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGACAATTACACAGGCCTAATATAC---
TCCTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTAATATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTCAGCTTGTTCAATGCCACAGCAGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGTTTGGAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGACGAATAAGACAAGGCTTAGAAAGAAGTTTACTA---TAA 
>AY945734 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---ATGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAGATTGCACCAATGCTAATTTGACCAAGGGCGGGAACACAACC----------
-------------------------------------------------------------------------
----------------------GATGTCCCTAAAGTAGGAGGAAATTTAACAGATGAAGTAAAA---
AATTGTTCTTTTAATGTGACCACAGAACTGAAT---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACACATGGAAGATAAT-------
-------------------------------------------------------------------------
-------------
AAGGATAATAGTAGTGAGAAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAACCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATGACTATA------------GGACCAGGGCGAGTA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATCAAACA---
AATTGGTATAAAGTTTTAAGACAGGTAACTAAAAAGTTAGAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAGTAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACCTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCGATACTCACAGAATCGCAAAACCAACAGGAC----------------------------------------



-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTAGCTTGCTCAATACTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAACTTATAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>DQ366663 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCCAAGCTACTGTGACCAAAAACAATAGCACAACCAATGGCTCTA
AC-----------------------------------------------------------------------
----------AGAATAGGAAATATAACAGATGAAATAATAGGAAATATAACAGATGAAATAAGA---
AACTGCTCTTTTAATGTAACCACAGAACTAAGA---------------------------
GATAAGACGCAGAAGGTCAATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGATAACAGT-------
-------------------------------------------------------------------------
----------------
AATAACAATAGTAGTTATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACGCCAGCTGGTTRTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAARATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAAMA---------ATCAATTGTTTCAGACCCTCCAACAATACAAGAACA-----
-AGTATATCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAM------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---CAGATTAATGGAAYA---
GAATGGTATAAAACTTTARAACAGGTAACTAAAAAATTAGAA---------------GAGAACTTT-------
-----------------------------------AATAGGACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACACATCATTTTAAYTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCAA---TAA 
>JX390610 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCYAAAGCACATGAGACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTRAT----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCAAGAGGATGTA---
ATCGATTTATGGGATCAAAGTCTT---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAACTTGTACCAATGCGAATCTAACCAATATAAACACAACCATGAATAACACA-
-------------------------------------------------------------------------
----------------------------ACTGCTAGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGCATTAAAA---------------------------
GATAAGAMGCAGAAGGCCTATGCACTT---TTTTATAAGCTTGATATAGTAGAAATTAATAAGAATAGTAAT-
-------------------------------------------------------------------------



----------
AGTAGTAATAGCAGTAGTAGTRAATACATGTTAAKAAATTGTRATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGACTATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAA---------ATCAACTGTACCAGACCAGGCAACAATACAAGAACA-----
-AGTTTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATGAATGGAACA---
GAATGGAAGGAAGTTTTAGAACAGGTAACTAACAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATCACACAATATCCTTTCAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAAGCCTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGG------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCACATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGACAAATCTATGGAATTGGTTTGAYATATCAAAYTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGCAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGTTTAGAAAGGGCTTTGCAG---TAA 
>EU031915 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTCTTTTGTGCATCAGATGCCAAAGCGCATGAAACAGAG---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTGAATTGTAATAAGGTCCAAGTCATTAATTTCACTGTCGAG-------------
-------------------------------------------------------------------------
-------------------------AACACAACTAAGATAGGAAATATAACAGATGAAATAAGT---
AACTGTACTTTTAATATAACCACAGAGCTAAAA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATAACAAT-------
-------------------------------------------------------------------------
----------------
GATAACAATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAGTTGTACCAGACCCTCCCGCAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAG------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GTGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTATCTAAAAAATTAAAA---------------GAGCATTTTAAA----
-----------------------------------AATAAGACAATAAGCTTTCAA------
CCACCTTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTCCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGTCTTGGTTCGACATAACAAAATGGC
TGTGGTATATAAGAATATTTATAATGGTAGTAGGGGGTTTAATAGGTTTAAGGATAATTTTTGCT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTAGG---
TGGACAGATAGAGTTATAGAAGCAATACAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAG---TAA 
>JX390977 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCGTATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAATTATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGAATGGCAGAGCAGATGCAGGAGGATGTA---
GTCAGTTTATGGGATCAAAGTCTA---AAGCCMTGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTGGAGTGTAATAATTCGGTCAATGTCGTCAATGACACG----------------
-------------------------------------------------------------------------
-------------GCCCCCCTTAACAAAACCAATGGCATAGGAAAAATAACAGAGGAAATAAAA---
AACTGTACTTTTAATATGACCACAGAGATAACA---------------------------
GATAAGAGGCAGAAGGTCTATGCACTT---TTTTATGAGCTTGATATAGTACCAATTAATAAC----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAGTAAATTGTAATACTTCAGTTATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATATTAAAAT
GTAAT---GATAAGAACTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAATAGTATCAACT---
CAATTGCTGTTAAACGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGCG------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---GAGATTAATGAAACA---
AAATGGAATGAAACTTTAAGGCAGGTAGCTAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA---
CAACCACCTTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAGAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGAATACTCACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGTCTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTTATAATGGTAGTAGGGGGTTTAATAGGTTTAAGGATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACYT------
TTGCCTTTCGCTATTTCTTTGCTTGATGCTTCAGCAATAGCAATAGCTGGG---
TGGACAGATAGAGTTATAGAAGTAATACAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAG---TAA 
>JX390976 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTCTTTTGTGCATCAGATGCCAAAGCGCATGAGACAGAA---ATGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGACCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTGCATTGTGCTTCGGCCAATGTCACTGGCAAGAACATAACCACTGACACA----
-------------------------------------------------------------------------
----------------------------ACCAAAGTCATAGGAAATATAACAGATGAAGTAAAA---
AATTGTACTTTTAATATGACCACAGTGCTACAA---------------------------
GATAAGAAGCAGAAGGTCCAGGCACTT---TTTTATAAGATTGATATAGTACCAATTGATAAC----------
-------------------------------------------------------------------------
----------
AATAATAATAATAATAGTAGTGACTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT



GTAAT---GATAAAAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAC------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAGAAACATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAAGTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACGAGTG---TTC------TATAGATCAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAACTTTAAATCAGGTATCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAC------
CCACCTTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATCTGG------GAT------
AAAATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GACATACTTACACAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGACAAGTCTGTGGTCTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGGTAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCTGGG---
TGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCA----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAG---TAA 
>JF340054 
ACC---TCA------------------------------------------
GACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCCTCAGATGCCAAAGCACATGTGACAGAA---ATACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACATCTGGAA---------AATGTAACAGAAAATTTTAAG----------------
-----------------------------TGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCTCATTTCCAAAATACAACCGAAGGATCTAAAGGAAAA-
-------------------------------------------------------------------------
----------------AATATAACAGATGGTGTAAATATAGGAAATTTAACAGATGAAGTGAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCATAAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTATCAATTGGGAATGAA-------
-------------------------------------------------------------------------
----------------------
AGTAATAAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTGCAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGAAAGCATTTTGT---GAAGTCAATAAAACA---
GAATGGAAGGAAGTTTTAAAACAAGTAACTACAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------ACTACGAAAATAATCCTTCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------GAA------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGCAATTACACAAACACAATATAT---
GATCTACTTACGGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
AAAAATGAACAGAAGTTGTTAGAGTTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTATAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCTTTCGCTATCTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGGCAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX574661 
ACC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACTCTATTTTGTGCTTCAGATGCCAAAGCACATGTGACAGAA---ATGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCGCAAGAAATATATCTGGAA---------AATGTAACAGAAAATTTTAAG----------------
-----------------------------TGGAAAAATAACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGAGCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAAGTGTACCAATGCTAAGTTCAACAATACAACT-------------------
-------------------------------------------------------------------------
-------------------------GGAGGACCTGACACACCAAATATAACAGATGAAGTGAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTATCAATTGGGAATGAA-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAATACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AACTCTGTAACA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAAGTA---TTC------TACAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATTTTGT---GAAATTAATAGAACA---
GAATGGAAGGAAGTTTTAAAACAAGTAACTTCAAAATTAAAA---------------GGGCACTTTAAT----
-----------------------------------ACTGAGAAAATAATCCTTCAA------
CCACCCTCAGGAGGAGATGTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------CAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACACAATATAT---
GATCTACTTATGGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
AAGAATGAACAGGAGTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTATAATAGGTTTAAGAATAATTCTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCTTTCGCTATTGCTTTGCTTAATACTATAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>JX574662 
ACC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCTTCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCGCAAGAAATATATCTGGAA---------AATGTAACAGAAAATTTTAAG----------------
-----------------------------TGGAAAAATAACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCGATGCTAACTTCCAAAATACAACCAAAGCATCTACAACCCAAA
AT-----------------------------------------------------------------------
-------------------ATAACAGATGATGAAAATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATGTGACCACAGAGATAAGA---------------------------
GATAAGCAGCATCGGGTCCAGGCACTG---TTTTATAAGCTTGATATAGTACCAATGGGGAATAAA-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGTCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GTCTCTGTAAAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGAAAGCATTTTGT---CAAATTAATGAAACA---
GAATGGAAGGGAGCTTTAAAACAAGTAACTGCAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------ATTACAAAAATGATCTTTCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTCTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------GAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCATAATATAT---
GATATACTTACAGAATCACAGAACCAACAGGAC----------------------------------------
-----------------------------
CAGAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGTATAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAAAGTTAGGCAGGGATACTCACCA------
TTGTCTTTCGCTATTTCTTTGTTTGATACTGCAGCAATAGTAATAGCGGGG---
TGGACAGATAGGGTTGTAGAAGCAGCACAAGCAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGGCAGGGCTTAGAAAGAACTTTGGTA---TAA 
>HM776939 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAATAGAAAAATTTAAC----------------
--------------------------ATGTGGGAAAATGAAATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAGATGTGAGGATGTTCCGTTTAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------AAGAGTGAGACGGAAATAAGA---
AATTGCTCTTTCAACGCAACCACAGAAATAAGA---------------------------
GATAGGAAGCAGAAAGAGCATGCTCTT---TTTTATAGACTTGATACAGTGTCACTTGGTGAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTAATTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAAT
GCAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGA------------
ATAAGAATTAGATCTGAAAATCTGACAGATCAT---------TTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGCT---------ATTGAATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGACAA------
---------ATAATAGGGGACATA------------AGACAAGCATATTGT---AACATTAATAAAGAG---
ACATGGACTAAAACTTTACAAAGGGTAAGTGAAAAGTTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACGATTTGCA------
TCATCCTCTGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCTAGACGAGATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTACTTATACAAACACAATATAC---
AGATTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTACTAGTCTGCTTGATAGCATAGCCATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTATGCCGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>KF250400 



------AAA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACRTAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAATCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTATAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTGAATCAGATGCATGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAATGATGATGTTAGTACTAATAAG----------------------
-------------------------------------------------------------------------
-------------------------------------ACCTTTAATAATGGGCATGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGACATTGTATGCACTT---TTTTATAAACTTGATATAGTGCCACTTAGTAACTCT-------
-------------------------------------------------------------------------
-------------
AGTAACAACTCTAATGGGCTTTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACAAGGAGAC------
---------ATAGTAGGGGACATA------------AGACAAGCACATTGT---AATATTAGTAAAACT---
AAATGGGAAGAAACTTTACGCAGGGTAAGTAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AACAAAACAATAAAATTTAAC------
TCATCATCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTAGCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAGTCTCTAAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACACAAACACAATATAC---
AACTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAACGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTGTGCAGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>KC522031 
GCT---TTA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGACGCTAAAGCATATGATGAAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACGAGAAGTAGTAATGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAAGGCTAATTTTGTCAAGGACAATACCACAACCAATAGCCCTA
ACAATACC-----------------------------------------------------------------
-------ACAACCGCTAGCCCCTTAGGAAATATAACTTTAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAGGGTTGATATAATACCAATTGAAAAT----------
-------------------------------------------------------------------------
----------------
AATAATAAGAGTAGTGAGTATATGTTAATAAACTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGKACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGACAGGGCCATGTAAAAAG-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTGCCAGACCCTCCGACAATACAAGAACA-----



-AGTGTACGTATA------------GGACCAGGACAAGTA---TTT------TATAGAACAGGAGAC------
---------ATAACTGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
GTATGGAATGATACTTTACAACAGGTATCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGAATTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATCGTAGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGCCATTTGG------GAT------
AATATGACTTGGATAGAGTGG---GAGAGAGAAATTAGCAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAACGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGAGTTATAGAAGTAGTACAAAGCATCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC522035 
GCT---CTA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGACGCTAAAGCATATGATGAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGATAAGATCATAGTCAAGAACATAACCAAT-------------
-------------------------------------------------------------------------
-------------------------GGCAATAGCAGCTTAKGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAGGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGAAGAT----------
-------------------------------------------------------------------------
----------------
AATGACAACAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGARTTTCART------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGY---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATACCAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGTA---TTC------TATCAGACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATTAATGGAACA---
GCATGGAATGAAACTTTAAAACAGGTATCTGAAAAATTAAGA---------------GAGCACTTTAAT----
--------------------------------GATACTGATAAAATAATATTTCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGCCATATGG------AAT------
AATATGACTTGGATAGAGTGG---GAGAGAGAAATTAGCAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGCAGCAMWAACAGTAGCGGGG---
TGGACAGATAGGGTAATAGAAGTAGTACAAAGAGCCTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTG-------------------- 
>KC522033 
GCT---TTA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGACGCTAAAGCATATGAGGAAGAG---GTACATAAT----------------



--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAAATTGAATGTCACTAACATA----------------
-------------------------------------------------------------------------
----------------------------AATGATAGCTTAGGAAATTTCACAGATGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATGGAAGAA----------
-------------------------------------------------------------------------
-------------------------
AATAGTGAGTACAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAAARGAATTTCACT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAAAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCAGCGACAGT---------GACAAAAACATAATAGTGCACCTTAAT----
-----------AAATCCGTAGTA---------ATCAGTTGTACTAGACCCTCCAACAATATAAGAACA-----
-AGTATACGTATA------------GGACCAGGGCAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAAATATA------------CGAAAAGCATATTGT---GAGATTAATGGGAAA---
GCATGGAATGAAACTTTGCAACAGGTATCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTRGAAAGATACMTAAGGGATCAGCAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATGACATTTGG------GAT------
AATATGACTTGGATASAGTGG---GAGARAGAAATTAGCAATTACACAGAAGAAATATAT---
GCCTTAATTGAAAAATCGCASAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGRTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATARTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG---
TGGACAGATAGAGTTATAGAAGCAGTACAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC522032 
GCT---TCA------------------------------------------
AATAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTCTGTGCATCAGACGCTAAAGCATATGATGAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGCAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTCACTTTAACGTGTACCAATGTCAGTTTGACCAAGGTCAACATAACYRATGWC-------
-------------------------------------------------------------------------
-------------------AAYTTAAGAAATACAGAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAGGTCAATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAAAGGG----------
-------------------------------------------------------------------------
----------------
ARTAGCAATAGTARTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGRATTTCGAT------GGGAAAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTGCACTTGAAT----
-----------AGATCTGTAGTG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGTATA------------GGACCAGGACAAGTA---TTT------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
GCATGGAATGAAACTTTAAAACAGGTATCTAAAAAATTAAAA---------------GAGCACTTTAAG----



-----------------------------------AATAAGACAATAAAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGATACCATTTGG------CAT------
AATATGACTTGGATAGAGTGG---GAGAGAGAAATTAGCAATTACACAAGAGAAATATAT---
GACTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTGCAGCAATAGCAGTAGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>KF011494 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCCTCAGATGCTAAAGCATATGAGACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGATATGGTGGAACAGATGCAGGAGGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTGAATTGCACTAAGTATAAGAGGACCGAGAAT----------------------
-------------------------------------------------------------------------
-------------------------------------ATGACAATGGAGGAAGGAAAAATGAAG---
AACTGCTCTTTCAATATAACCTCAAGTATAAAA---------------------------
GATAAGATAAAGAAAGAATATGCACTT---TTTTATGCAGCTGATATTGTGCCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTGCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTGCAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAGTTAGATCAAAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAGTTAAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAAATATG------------GGACCAGGGAGAGCA---TTT------TTTGCACACGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
CAATGGAATAACACTTTAAAAAGGATAGTTATAAAATTACAA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCGCAGGAGGGGACTCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTTCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCAACACTGCTGTGCCTTGGAACATGAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGAGGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGGTAATTACACAAACCAAATATAC---
TACCTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATCTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGTACAAAGAGTTGGGAGGGCC----------------------------
--------ATTATCCACATA------CCTAGGAGAATCAGACAGGGTTTAGAAAGGGCTTTGCAA---TAA 
>JX960635 
ACT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTGGAACAGATGCAGGAGGATATA---



ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACGTTGAATTGCACTAATTATAATAATACCAAGAATGTGATGAAG-------------
-------------------------------------------------------------------------
-------------------------GATACCATGAATATGACAATGGAGAAAGGAGAAATAAAG---
AACTGCTCTTTCAATATAACCTCAAGCATAAAA---------------------------
GATAAGATAAGGAAAGAATATGCACTT---TTTTATAAAGTTGATATTGTGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACCAGCTATACGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTCAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAGCTACTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
GTAATAGTTAGATCTAGAAATTTCACAAACAAT---------GCTAAAAACATAATAGTACAGTTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATG------------GGACCAGGGAGAACA---TTT------TTTGCACACGGAGAG------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACCTTAGTGAAGAA---
CAATGGAATAACACTCTAAAAAGGATAGCCATAAAATTACAA---------------GAACAATTTGAG----
-----------------------------------AATAAGACAATAAGATTTAAT------
CGATCTGCAGGAGGGGACTCAGAAGTTGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTTCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCTTGGAACATTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------GAT------
AACATGACCTGGACGCAGTGG---GAAAAAGAAATTGGTAATTACACATACAAAATATAC---
AGCCTACTTGAAGAATCGCAGATCCAACAAGAA----------------------------------------
-----------------------------
AGAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATACTTTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------CTTCTCCACGTA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCAA---TAA 
>KJ484433 
GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTGTTTTGTGCATCAGATGCAAAAGCATATGAGACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTAACAGAACATTTTAAC----------------
--------------------------ATGTGGCAAAATGATATGGTGAAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTACTTATCATAATGATCATAATGTAACGGATGATCATAAT----
-------------------------------------------------------------------------
-------------------GTAACGGATGATCATAATGTAACGGAGGAAGTACAGGAAATGAAA---
AACTGCTCTTTCAATATAACCTCAAGCATAAGA---------------------------
GATAAAATAAAGAAAGAACATGCAATT---TTTTATAAAGTTGATCTTGTGTCCATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
ACCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTCAAGT
GTAAT---GATAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTGGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAGTTAGATCTAAAAATTTCACAGACAAT---------GTTAAAACCATCATAGTACAGTTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGCACAAGACCCTACAACAATACAAGGAAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------TTTGCACACGGAGAT------
---------ATAATAGGAAAGATA------------AGACAGGCACATTGT---AACCTTAATGAAGAA---
CAATGGAACAACACGTTAAAAAGGATAGTTATAAAATTACGA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAATCTTTAAT------
CAATCCGCAGGAGGGGACTCAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTTCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG



GTTGCTCTGGAAAAATCATTTGCAACACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGGTAATTACACAAACCAAATATAC---
CACCTACTTGAAAATTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTGTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCGTTTGCTATCTCTTTGCTTAATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAATAGCTGGGAGGGCC----------------------------
--------ATTATCCACATC------CCTAGGAGAATCAGACAGGGCTTAGAGCGGGCTTTGCAA---TAA 
>KJ484434 
GCT---GCA------------------------------------------
GACCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGCA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTGGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAGAACTA---
ACCCCACTCTGTGTTACTCTGAATTGCACTAATTATAATAGGACCAACAATATGACAGTGGAT----------
-------------------------------------------------------------------------
-------------------------AGGACCAACAATATGACAATGGGGGAAGGAGAAATGAAG---
AACTGCTCTTTCAATATAACCTCAGGCATAAAA---------------------------
GATAAGATAAGGAGAGAATATGCACTT---TTTTATAAAACTGATATTATGCCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AACAGCTATAGTTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTCAAGT
GTAAT---GACAAGAAGTTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAATAGTGAGATCAAAGAATTTCACAGACAAT---------ACTAAGATCATAATAATACAGTTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGCGCAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATG------------GGACCAGGGAGAACA---TTT------TTTGCACACGGGGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACCTTAGTGAAGAA---
CAATGGAATAACACTTTAAAAAGGATAGCCATAAAATTACAA---------------GAACAATTTAAG----
-----------------------------------AATAAGACAATAGTCTTTAAT------
CAATCTGCAGGAGGGGACTCAGAAGTTGTA---ATGCACAGTTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTTCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTACCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAGGGGAGATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGGTAATTACACAAACAAAATATAC---
AGCCTACTTGAAGAATCGCAGTACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATCTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAATTAGCACGAAGAGCTTGGAGGGCC----------------------------
--------CTTTGCCACATA------CCTAGGAGAATCAGACAGGGTGCAGAAAGGGCTTTGCAA---TAA 
>KC990124 
GGG---GGA------------------------------------------
AAAGGCTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AGAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTGAAGAATAGC----------------------------
-------------------------------------------------------------------------



-------------------------------------------AGCAAGGGTCAGGAAATGAAA---
GAGTGCTCTTTCAATACAACCACAGTATTGAGA---------------------------
GATAAGAAGCAGACAGGGTATGCACTT---
TTTTATAGAATCGATCTAGTACCTCTTGGTGAGAACTCTAGCGAG----------------------------
--------------------------------------------------
TCTTACAGATTGAACTCTAGCAAGTTTTACAGATTGATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCTACAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGGCAGACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGC------
---------ATAACAGGAAACATA------------AGACAAGCATATTGT---AACATTAGTAAAGAG---
GGATGGAAGGAAGCTTTAGACAGGGTAGAGAGAAAATTAACA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------CAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACTCAAATACAATATAC---
AGATTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTACTATTAGCTTGTATGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGACTTTATAGAGCT----------------------------
--------ATCCGCAACGTA------CCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KC870034 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAAGC---
ACCACTCTGTTTTGTGCCTCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAACTGTTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGAAGCAAATGCATGAGGATGTA---
ATCAGTTTATGGGAGCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTGATGTTAGCAATAACACCAAT----------------------
-------------------------------------------------------------------------
----------------------------------GTGACCTACGAAGAGAGGCAAGAAATAAAA---
AAATGCTCTTTCAATACAACCACAGAAATAAGG---------------------------
GATAAGCAGAAAAAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGATAAGAAT----
-------------------------------------------------------------------------
----------
TCTAGTGATAAGAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AGTCCTACGTTCAAT------GGGACGGGACCATGTAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGCTCTGAAAATCTGACAGACAAT---------GCCAAAACAATCATAGTACATCTTAAT----
-----------AAATCTGTAGTA---------ATTGAATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAAAT---
GATTGGAATGAAGCTTTAAGAAATGTAAGTAAAAAATTAGCA---------------GAACTCTTTCCT----
-----------------------------------AATAAAACAATAAACTTTGCA---
CCACCAGTAGAAGGAGGAGACCTAGAAGTTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACGAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCCCTACTGCGGTACCTTGGAACATCAGTTGGAGT-----------------
----------------------------AACAAATCTCGAGAAGAAATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---



AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGTATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAACAATACAAAGAGCTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC870042 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACGGTCTATTATGGGGTGCCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATAAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGCCTA---AAACCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGACTGTCAAGATTATAATGGTACAGCTGGTAATTATACCAGC----------
-------------------------------------------------------------------------
-------------------------ACGGATAATGGTACCATGGAGGATAATGCTAACGTGAAG---
AGTTGCTCTTTCAATATAACCACAGTAGTAAGA---------------------------
GATAAGAAGCAGAAAGTGAATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AGCAGCAGTAAGAGGGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGAAAAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGA---
AACTGGACTGAAACTTTACAAAAGGTAGGTAAAAAATTAGCA---------------AAACTCTAT-------
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAAATCTAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGAGACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAACTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KC870032 
GGA---GGA------------------------------------------
GGAAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACATAGTACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAGGATGTA---
ATCAGTATATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGACTGTACAAATAATGTTACTATTAATGGT----------------------
-------------------------------------------------------------------------
-------------------------------------ACCACGTATGATAATGGTACCATGACA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGAAGCAGAGAGTGTATGCACTT---TTTTATAAACTTGATGTAGTACCACTTAATGAG----------



-------------------------------------------------------------------------
----------------
AAGAACTCTAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGG------------
ATAATAATTAGATCTAAAAATCTGACAGACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAACCTGTAGAA---------ATTGTATGTACAAGACCCCACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTGATAGAGGA---
AAATGGAATAGAACTTTACAAAGGGTAGGTGAAAAATTAGCA---------------GGAATCTAT-------
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGAAATCTAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAACTACACAGAAACAATATAC---
AGATTGCTTGAAGATTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAACTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTAGTTTGTTTGATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGCAATACAAAGAGCTTGTAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KC870036 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCTCATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCARATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTTACTTTAGAATGTAATGATACCAACAATAGTACT-------------------------
-------------------------------------------------------------------------
----------------------------------------GGTACCTACAAGGAGAACATGAGG---
AATTGCTCTTTCAATGCAACCACAGTATTAACA---------------------------
GATAAGAAGCAGAAAGTGTTTGCACTT---TTTTATAAAATTGATATAGTAGCACTTGATGAGAATRAAGCT-
-------------------------------------------------------------------------
----------
AGTAAGAGTAACGCTAGTAAGAGGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAR------------
ATAATAATTAGATCTAAAAATTTGACAGACAAT---------GCCAAAACAATAATAGTACAKCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATAAAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGAGAAGCACAGTGT---AACATTAACAGTAGT---
AGATGGAAAGAAACTTTACAAAGGGTAGGTGAAAAGTTAGTA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGCA------
CAATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAAATCAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATGCCACAAGAACAATATAC---
GAGTTGCTTGAAGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTATGGACTTGGTTTGACATAACAAAGTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGTTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC870040 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCACAGGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
GTCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTACCAACAATAATGTT----------------------
-------------------------------------------------------------------------
-------------------------------------ACTGATACCAACAAGGAGAGCATGAAG---
AATTGCTCTTTCAATGCAACCACAGCAGTAAAA---------------------------
GATAAGAAGCAGAAAGTGTATGCATTT---TTTTATGAACTTGATATAGTACCACTTGATAAGAAG-------
-------------------------------------------------------------------------
----------------
AACTCTAGTGATGAGAAGTATAGATTAATAACTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGGAATTTAAT------GGGACAGGACCATGCAAGAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAGAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACGAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAGGCAG---
AAATGGAACGAAACTTTACAAAGAGTAAGTAAGAAATTAACA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAGATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTACCTTGGAACTGCAGTTGGAGT-----------------
----------------------------AACAAAAATGAAACAGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAGTACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------AGAAATGAACAAGATTTA------------
AGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---GTGCTCTCTATAGTA---------
AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAATACTACAAAGAGTTTGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAA---TAA 
>KC870027 
ACC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGG---AAAGATGCAAGT---
ACCACCCTATTTTGTGCATCAGAGGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAAATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCAAGAAGATGTA---
ATTAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGGAAATGTCACTGTCAGAAAGTACAATGAGAGTGTAAATGTCAGT-
-------------------------------------------------------------------------
----------------AATGAGAGTGTAGCCAAGGTCAGTAATGAGAGTGTAGAACATATGAAA---
AATTGCTCTTTCAATGTAACCACAATAGTAAGA---------------------------
GATAGGCAGCAGACAGCTTTTGCACTC---TTTTATAGAAGTGATATAGTGCCACTTGAGGGGAACTCTAAT-
-------------------------------------------------------------------------
----------
AACTCTAGTAACTCTAGTGGGGCTTATAGATTAATAAATTGCAATACCTCAACCATAACACAA---



GCCTGCCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCCACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAAAGCT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GGATACTTCTCT----
-----------------------------------GGAAAACCAATAATATTTGCA------
CCATCATCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTCAGTTGGAGT-----------------
----------------------------AATAAAACACAGAAGCAGATTTGG------CAA------
AATATGACTTGGATAGAGTGG---GAGAGAGAAATTGACAATTACACAGGAGAAATATAC---
AGATTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGATTTAATGGAATTGGACAGATGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACGTA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC870028 
GCC---TCA------------------------------------------
GACAACTTATGGGTTACAGTTTACTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACGGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACGAGAAATAATTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCAAGAGGATGTA---
ATTAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGCCACTGTCAGTAATGCCACTGCCAGTAATGCC-------
-------------------------------------------------------------------------
----------------------AATAATTCCTGTAATGAGAGTTTAGAATTAGAATCTATGAAA---
AATTGCTCTTTCAATGTAACCCCAATAGTAAGA---------------------------
GATAAGAAGCAGACAGCGTTTGCACTC---
TTTTATAAAATTGATATAGTGCCACTTAAGGGGAACTATAAGAACTCTAGT----------------------
--------------------------------------------
AACTCTAGTAACTCTGGTAACTCTAGTGAGTATTATAGATTAATAAATTGCAATACCTCAACCATAACACAA-
--
GCCTGCCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCGTGCAATAAT-----------------------
-GTTAGT---ACCGTACAATGTACCCATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTACAA---------ATTGTATGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCA------
---------GTAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTGAAGCT---
AAATGGAATAAAACTCTACAAAGGGTAAGTAAAAAATTAGCA---------------GGACACTTCTCT----
-----------------------------------AATAAAACAATAATATTTGCA------
CCATCCGCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGAGGAGATTTGG------CAA------
AATATGACTTGGATAGAGTGG---GAAAGAGAAATTAACAAGTACACAGGAGAGATATAC---
AGCTTAATTGAAATATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTACTGGAATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAACTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCCTTCGCTATTTCTTTGCTTGATACTACAGCAATAATAGTAGCAGAG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAACTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGACGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC183778 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGG---AGAGATGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTARAATGTAAAAATGTCAGTATCAGTAAA-------------------------
-------------------------------------------------------------------------
-------------------------AATGGCAGTAGTATCAATGAGAGTGTAGTACCTATGAAA---
AATTGCTCTTTCAATGTAACCACAATAGTAAGA---------------------------
GATAAGAAGCAGACAGTGTCTGCACTC---TTTTATAGACTTGATGTAGTGCCACTTGACTCT----------
-------------------------------------------------------------------------
----------------
AGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGCCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTGTAAGACCCAGCAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------GTAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTCAAGCT---
AAGTGGAATAGAACTTTACAAAGGGTAAGTAAAGAATTAACA---------------AAACTCTAT-------
-----------------------------------AATGCAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATGTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGAGGAAATTTGG------AAA------
AATATGACTTGGTTAGAGTGG---GAAAGAGAAATTAACAAATACACAGGAGAAATATAC---
AGCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
ACAAATGAACTAGAGTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCTATTTCTTTGCTTGATACTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH051841 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTGAATCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAGAGGTCAATAGCAGTAGTATCAATAATACAAGTGCCAGT----
-------------------------------------------------------------------------
----------------------ATCAATGGGAGTGTAGATCTTGGGAGTGTAGATCTTATGACA---
AATTGCTCTTTCAATGTAACCACAATAGTAAGA---------------------------
GATAGGAAGCAGACAGCGTTTGCACTC---TTTTATAAACTTGATGTAGTGCCACTTGAGAAG----------
-------------------------------------------------------------------------
-------------------------
AACTCTAGTTATAGATTAATAAATTGTAATACCTCAACCATAACACAG---
GCTTGCCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTATAAAGT
GTAAT---AATAAGACATTCAAG------GGGACAGGACCATGCAATAAT-----------------------



-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGCCTAGCAGAAGGAGGA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------GTAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTCAAGCT---
AAATGGAATATGACTTTACAAAAGGTAAGTAAAGAATTAACA---------------AAACTCTTCCCT----
-----------------------------------AATAGAACAATAATATTTGCA------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AACAAAACTCAGGAGGAAATTTGG------GGA------
AATATGACTTGGTTAGAGTGG---GAAAGAGAAATTAACAAATACACAGGAGACATATAC---
AAATTAATTGAAAAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAGTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAGTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCCCGCTATTTCTTTGTTTGATGCTACAGCAATAGTAATAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGACGAATTAGACAGGGTTTAGAAAGGGCTTTAGTA---TAA 
>JN251902 
GGT---GAA---------------------------------------------
AAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCTACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGAAATTGCCA---------AATGTAACAGAATATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACTCCACTCTGTGTTACTTTAAATTGTACTAATTATAATGCCACAGCCATTAACTCTAATAAG----------
-------------------------------------------------------------------------
----------------------TCCACTGACTCCCTCCTACAGGAAGAGCAAGGGGCAATACAA---
AACTGTTCTTTCAAGATGACCACAGAAGTTAGA---------------------------
GATAAGCAGATGAAAGTACACGCACTT---TTTTATAGGCTTGATATAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
----------
AGCAATAGCAATACTAATGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACCCAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAAGAGTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATAAAACCAGTGGTATCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAAAGAGT------------
ATACTAATCAAATCTCAAAATATCTCAGATAAT---------GTAAAAAACATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATAAGCATA------------GGACCAGGACGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATC------------AGAAAGGCACATTGT---AACGTTAGTAGAGAA---
CAATGGTTTAACATGTTAAGAAAGGTAAAAGAAGAGTTAAAG---------------TCTCATTTCCCT----
-----------------------------------AATAAAACAATAAACTTTAAC------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATCGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACTCAGAGGAAATATAC---
AGATTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACATGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTAATGTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTCGCTGTTAGCTTGCTTAATACTACAGCCATAGCAGTAGCTGAG---
GGAACTGATAGAATTATAGAAATAGCACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 



>LC027100 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAA---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCACAGGAGGCAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCATTTCTTTACATTGTAAAAATGCTATCCTTAATGGAAACGTTTCTGAC-------------
-------------------------------------------------------------------------
----------------------AATGGCCCTAAAGAAATTGGAAATATGACAGAGGAAGTAAAA---
AACTGTTCTTTTAATATAGCCACAGAATTAAGA---------------------------
GATAAGAAGCAGCAGGCCTATGCACTT---
TTTTATAAGCTTGATATAGTACCAATAAGAGATGATAACAATAGT----------------------------
-----------------------------------------------
AGTGATAACAATAGTAGTGCTAGTAAGGAGTATATGTTAATAAATTGTANTACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAAT
GTAAT---GATAAAAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTAAAAATATCACTAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGCA---------ATCAATTGTACCAGACCCTTCAAAACTATAAGAAGA-----
-AGAACAGCTATA------------GGACAAGGACAGGTA---TTC------TCTAGAACAGGAAAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---CAGATTAACAGAACA---
CAATGGAATGGAGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTAAA----
-----------------------------------AATAAGACAATAGAATTTCAA------
CAACACTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAAGGAAATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACATACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGCTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATNATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
ATGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTACTTCTTTGTTTGATGCTGTAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGGGCTTGGAGAGCC----------------------------
--------GTTCTCCATATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>AB845348 
GCC---TCA------------------------------------------
CAAAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTCATGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGTGTCACTTTAAATTGTACCGAGGTAAATATCGCCAATTCAACTAAAGTAATCTCC-------
-------------------------------------------------------------------------
----------------------------TCTCCCACAATTGAAAATGGGACAGATGAACAAAGA---
AACTGTTCTTTTTATATAACTACAGAATTAAGA---------------------------
GATAAGAAGCATAAGCTCTCTGCACTT---TTTTATAAGCTTGATATAGTACCAATGAAAAAT----------
-------------------------------------------------------------------------
----
AGCAGTAGTAGCAATAGTAGTTTTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GAGAAAAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACTAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----



-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAATGTCAATACAAGAAGA-----
-AGTATACCTATA------------GGACCAGGACAGAGG---TTC------ATCTATAGATCAGGAGAC---
---------ATAATAAAAGATATA------------AGAAAAGCATATTGT---GAGATTAACGGAACA---
CAATGGAATAAAGTTTTAACACAGGTACATGGAAAGTTAAAA---------------GAGCACTTTACT----
-----------------------------------AATAAGACAATAAAATTTCAA------
CCACCCTCAGGAGGGGACCCAGAAATTACA---ATGCATCATTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCCGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAGGATATTTGG------GAC------
AACATGACATGGATAGAATGG---GACAGAGAAATTAGTAATTACACAAGCCAAATATAT---
GCAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATTATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCA----------------------------
--------GTTCTCCATATA------CCTAGAAGAATCAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>KJ849775 
GCTGCAGCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATRATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGCC---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAGAATAACATGGTAGACCAGATGCATGAGGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTAATGTGAATGTTACCACTAATGTGAATGCT-------------
-------------------------------------------------------------------------
----------------------------ACCATTAATGGGAATAGCATGGAAGGAGAACTAAAA---
AATTGCTCTTTCAATATCACCACAGACATAAAA---------------------------GATATGGTG---
AAAGGATATGGAATT---TTTAATAAACTTGATGTAGCACCACTAGATAAT----------------------
-------------------------------------------------------------------------
----------ACTAATASTAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGCCTAGCAGRAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACTATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACAAGGCCCAATAACAATACAATACAA-----
-AGTATACATATG------------GGACCAGGGAGAGCA---TTT------TATACAACAGGACAA------
---------ATAGTAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAACA---
AAATGGAATAATGCTTTAAAGGAAACAGTTAAAAAATTAAGA---------------GAACAATTCAGG----
--------------------------------GATAACAAGACAATAGTCTTTAGC------
AGATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCTCAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGGATGAGATTTGG------GGG------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAATTACACAGAAATAATATAT---
AACCTAATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGCATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGATATATCAAACTGGC
CGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTATTCACCA------
TTATCGTTGGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATAAGACAGGGCGTGGAAAGGGCTTTGCTA---TAA 
>KJ849759 
GCC---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GCACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTGAAATTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATAGTAGAACAGATGCATGATGATATA---
ATTAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGGGGAACACTACTAGCAACAAT----------------
-------------------------------------------------------------------------
----------------------------AGTAGTGAAGGAAAAATGGAGAGAGGAGAAATGAAA---
AATTGCTCTTTCAATGTCCACACCGACATGAGA---------------------------
AATAAGGAACAGAAAGAATATGCATTG---TTTTATAAACTTGATGTAACACAAATAAAAGAAGAT-------
-------------------------------------------------------------------------
-------------
AATAATGCTAGCAATAGTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCGTTACACAG---
GCCTGCCCAAAGGTATCCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTGGA---AATAAAAAATTCAAA------GGAACAGGAAAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACAGACAAC---------GCTAAAAATATAATAGTACAGTTGAAA----
-----------AAATCTGTAAAA---------ATTAATTGTACAAGGCCCAGCAACAATACAAGAAGA-----
-AGTATACATATA------------GGACCAGGTAAAGCA---TTT------TGGGCAACAGGAGGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAACA---
GAATGGAATAACACTTTAAAACAGATAGTTATAAAACTAAGA---------------GCACAATTTAAT----
-----------------------------------AATAAAACAATAATTTTTAAT------
CAATCTTCAGGGAGAGACCCGGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGGGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGGGCAGATTTGG------GAA------
AACATGACCTGGATGGAATGG---GAAAAGGAAATTGATAATTACACAGACTTAATATAT---
ACCTTACTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGGCATAACCAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGGTAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGCTTGCTCAACACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTCATAGGAGCTTTGCAAAGCATTGGTAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>KJ849762 
ATT---ACA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACAATTGGAA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAACTGCACAGATGCTACTAACAGTACTGCTACTAACAGTACT----------
-------------------------------------------------------------------------
-------------------------GGGAATAATAAGACAATGGAGGGAGGAATAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAGACATG------------------------------
AACAAAAAGAAGCAGGAACGTGCATTG---TTTTATAATCTTGATATAGTACAAGAGAATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTAGCTATAGGTTGAGAAGTTGTAACACCTCAAAGGTTACACAA---
GCCTGTCCAAAGATAAACTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAACAGGAATATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGGTCTGCCAATCTTACAGACAAT---------GCTAAAGTTATAATAGTGCAGTTGAAT----
-----------CAAACTGTAAAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCAGGCAAAGCA---TTT------TGGGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGC---AACATTAGTGAAGGA---
AAATGGAAGAACACTTTAAGGCAAATAGCTATAAAATTAAAA---------------GAACAATTT-------



-----------------------------------AATAGCACAATAATCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCACAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGAACTATATTTGG------GAG------
AACATGACCTGGAGGGAGTGG---GAAAAAGAAATTGAGAATTACACAGGCTTAATATAC---
AACTTAATAGAGGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTACTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGGATTAGGCAGGGCTACTCACCA------
TTATCGTTCGCTGTTAACTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTT---TAA 
>KJ849770 
GCT---AAA------------------------GAA---RAA---GAA---
GASAAATTGTRGGTCACAGTCTATTATRGGGTACCTGTGTGG---AAGGAAGCGTCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTRGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAAATGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATRGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTGCTGATGTGAGGAATAGTACTCACACCAATAGTACT----------
-------------------------------------------------------------------------
----------------------AATAGTACTACTGAAGAGAGTATAATGGTAGGAGAAATAAAG---
AATTGCTCTTTCAATGTCACCTCAAGCATAAAT---------------------------
GATAAGCCACAGAAAGAAAATGCACTT---TTTTATAAGCTTGATATAGTACCAATAAATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGCAACACCTCAGTCGTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATACGAAGTTCAAT------GGAACAGGACCATGTTCAAAT-----------------------
-GTTAGT---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAAATCTGAAAATATCTCGGACAAT---------ACTAAAGTCATAATAGTACAGCTGAAT----
-----------GAAACTCTAAAA---------ATTAATTGTACAAGACCCAACAATAATACCAGGAAA-----
-AGTATACATATG------------GGACCAGGCCAGGCA---TAT------TGGGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGAGATA---
AAATGGAATAACACTTTAATACAAATAGTTAAAAAATTAAGA---------------GAACAATTTAAG----
-----------------------------------GATAAAAAAATAATCTTTGAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGTTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAATAKTAGTTGGAGT-----------------
----------------AAGAGTTGG---AATAGATCTTTGGATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGATAATTACACATACACAATATAC---
AACTTACTTGAAGCATCGCAAAACCARCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AAGAGAGTCAGGCAGGGATACTCACCC------
TTATCGTTAGCTGTTAGCTTGCTCAATACCAMAGCAATAGTAGKAGCTGAA---
GGGACAGATAGAATTCTAGAAGCTTTGCAAAGRGCTGGTAGAGST----------------------------
--------GTTCTMAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGATA---TA- 
>KJ849771 
GCT---AAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCATTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---ATACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAATTTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATTAGTATATGGGATCAGAGCCTA---AAGCCATGTGTAGAACTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATGTAAGCATTACTAATGGCAACAGTAATAATAGCACCCAAA
CT-----------------------------------------------------------------------
-------------ACTAGCACCCCGACTAATAGCACCAGTAGACCGGTGGAAGAAGAAATGAAA---
AATTGCTCTTTCAATAGCACCACAGCCTTAAAA---------------------------
GATAAGGTGCAGAAACAATATGCAGTT---TTTTATACACTTGATATAGAGGAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTAGTTATAGGTTAAGAAGTTGTAATACCTCAGTCATTAAACAA---
GCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAC---AATGAGACGTTCAAT------GGTACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAATATCAACT---
CAGTTGCTGTTAAATGGCAGTCTATCAAAACAAGGG------------
GTAAAGCTTAGGTCCGCCAATTTCTCGAACAAT---------GCTAAAAACATACTAGTACAGCTAGAT----
-----------CAAACTGTAGTA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGCAGAGTA---TTT------TATACAACAGGTGAG------
---------ATAATAGGAGATATA------------AGACAAGCACACTGT---AATATTAGTGGAAAA---
GAGTGGAAGAACACTTTATCAAAAATAGTTAAGAAGTTAAGA---------------GAACAATTTGAA----
-----------------------------------AATAAGACAATAGCCTTTAAG------
CAACCTTCAGGAGGGGACCCAGAAATTATA---ATGCACACCTTTAATTGTGCAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATTCCAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACTGGATTAATATAT---
AGTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAGCTATTGGAATTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGATTTGGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCAA---TAA 
>KJ849773 
ACT---GCA------------------------------------------
GGGAACTTGTGGGTAACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGATGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCAGGAATGCCAGTATTAGCACCACTAATAGTAGTAACACC-------
-------------------------------------------------------------------------
----------------------AATAGTAGTAACCAGGGACCAATGGGGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAGACATAAAT---------------------------
GATAAAAAAAGGAAGGAAAATGCACTT---TTTTATAAGCTTGATCTAGTACAACTAGATGAT----------
-------------------------------------------------------------------------
-------------------------
AATGATACCTATAGGTTGATAAGTTGTAACACCTCAGTAGTTACACAG---
GCCTGTCCAAAGATAAGCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGACGGCGTTCAAT------GGATCAGGAGTGTGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTTTTGTTGAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATAATTAGATCCAAGAATTTCTCGAACAGT---------GCTCAAGTCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATG------------GGACTAGGCAGAGTA---TTT------TGGGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGG---
CAATGGAATAACACTTTAAAACAAATAGCTATAAAATTAGGA---------------GAACAATTTAAG----
-----------------------------------AATAAAACAATAATCTTTGAT------
AAAAACTCAGGAGGGGACCTAGAAGTTGCA---ATGCACAGCTTTAATTGCAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTTGGGATTTGGG



GATGCTCTGGAAAACTCATTTGCACCACTACAGTGCCTTGGAATAATAGTTGGAGT-----------------
-------------------------AAGAATACAAGTCTAGATAACATTTGG------GGC------
AACATGACCTGGAAGCAATGG---GAAAGAGAAATTGATAATTACACAGATTTAATATAC---
ACCTTACTAGAAAACTCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
ATACTTTCTGTAGTG---------CATAGAGTTAGGCAGGGCTATTCACCA------
CTATCGTTCGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGGTTATAGAAGCCTTGCAAAGAGCGGGTGGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TA- 
>KJ849776 
GCT---GCA------------------------------------------
GAACAACTGTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGAG---------AATGTGACAGAACCATTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTGAATTAAAGAGGAACACCACTAGTGGT----------------
-------------------------------------------------------------------------
----------------------------GACGGAAGAAGAGTATTGGAGAAAGGAGAAATGAAA---
AATTGCTCTTTCAATTTCACCACAGGCATG------------------------------
GGTAGGATAAAGAAACAAAACGCACTT---TTTAATGACCTTGATATAATACCAATAAATGCTAAA-------
-------------------------------------------------------------------------
----------------
GCTAGTGATAATACCAGCTATAAGTTGATAAGTTGTAATACCTCAAGAGTTACACAG---
GCCTGTCCAAAGATAGCCTTTGAGCCAATTCCCATACACTATTGCGCCCCGGCTGGGTTTGCGATTCTAAAAT
GTAAT---GATAAGAATTTCAAT------GGAACAGGAGTGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCAGAAAATTTCTCAGACAAT---------GTTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-GGTATAAATATG------------GGACCAGGCAGAGCA---TTT------TGGGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAAGGAA---
AAATGGAATAACACTTTAAAAAGAATAGCTATAAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAGTTTTTACT------
CATTCCTCAGGAGGGGACCCAGAAATTATA---ATGCACACCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAATGACCAACGGCTCCTGGGGCTTTGGG
GATGCTCTGGAAAACACATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTAAGTCAAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGATAATTACACAGGCTTAATATAC---
AACTTAATTGAAGAATCACAAGTCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGCTATAGAAGCTTTGCAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TA- 
>KJ849777 
ACT---GCA------------------------------------------
GGAGGCCCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAAATTGGAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTACATTGCAATAATGCCACTAATACTAATACTAATGCCACT-------------
-------------------------------------------------------------------------



-------------------------AGCAACGAGACAGAAAAAGTAGGGGGAGGAGAAATGAAA---
AATTGCTCTTTCAATATCACCACAAACATGAAT---------------------------ATTAAGAGG---
AAGGAACATGCAATT---TTTTCTAATCTAGACATAGTACATCTGAGCAAT----------------------
-------------------------------------------------------------------------
----------------AATAGTTATAGATTGATAAGTTGTAATACCTCAGTCGTTACACAG---
GCCTGTCCAAAAATAAATTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAATTCAAT------GGAACAGGAACATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAAGTCTGCCAATCTCACAGACAAT---------GCTAAAAACATAATAGTACAGTTGAAT----
-----------CAAGCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGCAGAGTA---TTT------TGGGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAGAA---
AAATGGAATGAGACTTTAAAACAAATAGCAATAAAATTAAAA---------------GCACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTAAA------
CAAGCCTCAGGAGGGGACCCAGAAATTATA---ATGCACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTTGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTCAAATTTGG------GGG------
AATATGACCTGGCAAGAATGG---GAAAGAGAAATTGATAATTACACAGGCATAATATAT---
AACTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTT---
ATACTTTCTATAGCA---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTGTCGTTCGCTATTAGCTTGCTCAACACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGATTTGGTAGAGCT----------------------------
--------ATTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAA---TAA 
>KJ849778 
GCT---ACA---GAG---------------------------------
GAAGAGGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATAGAAATGAAA---------AATGTGATAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGATGATATA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTAATAGGACCCTACAGAAT-------------------------
-------------------------------------------------------------------------
----------------------------------------ATTACAATGGTGGGAGAACTAAAG---
AATTGCTCTTTCAATATCACCTCAAGTATAAAA---------------------------
GATAAGGTACAGAAAGGACATGCATTT---
TTTAATACACTTGATGTAACACCAATGGAAGAGGAAGAGAATAATAAGTCTAACTGTACTGGTGTTAGTACT-
--------------------------------
ACTACTGCTGCTAGTCCTAGAAACAGAAATAAGAACTATAGGAACTATAGGTTGATAAGTTGTAACACCTCAG
TAGTTACACAG---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAA---GATAAGAAGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACACGGAATTAGGCCAGTAGTATCCACT---
CAACTGCTGTTAAATGGCAGTCTATCAGAAGAAGAG------------
GTAGTAATTAGATCTGAGAATTTCACGGACAAT---------GCTAAAGTCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGAA---------ATTAATTGTACAAGACCAAGCAACAATACAAGAACA-----
-GGTATACATATG------------GGACCAGGCAGAGCA---TAT------TGGGCAACAGGAAAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAGCA---
AAATGGAATAACACTTTAAGACAAATAGCTGAGAAATTAAGA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CCATCCTCAGGAGGGGATCTAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAACTACCTAAAGGACCAACAGCTCCTGGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACCACTGTGCCTTGGAATAAGACCTGGAGTAATAGA---AAT-----
----------------------------CTGAGTGAACTTTGGGGTAGTAAC------AGT------
AGCCTAACCTGGCAGCAATGG---GAAAAAGAAATTGATAATTACACAAGCTTAATATAC---



ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGAAATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCC------
TTATCGTTAGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAATTATAGAAGGGTTGCAAAGAGTTGGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KT427816 
GTT---ACA---GGG---------------------------------
GACGGGGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAC----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAAATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
AGTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGCATTGATGCTAACACCACTAGAGCCAACACCACT-------------
-------------------------------------------------------------------------
-------------------------AGGGGAGCCAATAGAACAGAGGAGGGAATAGGAATGAAA---
AATTGCTCTTTCAATATCACCACAGACATGGGA---------------------------
GATAAGAAAAAAGGAGTGTATGCATAT---TTTTATAATCTTGATGTAGTACAACTAGAAGAG----------
-------------------------------------------------------------------------
----------------------
AATACTACTAACTATAGGTTGATAAGTTGTAACACCTCAAAAGTTACACAA---
GCCTGCCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGAT
GTAAC---AATAAGACGTTCAAT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GTTAAAGTCATAATAGTACAGCTGAAT----
-----------CAATCTGTAGCA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATAAATATG------------GGACCAGGCAGAGCA---TTT------TGGGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAAAA---
GATTGGAATAACACTTTAATAAAAATAGCTATAAAATTAAAA---------------GAACAATAT-------
-----------------------------------AATAAAACAATAATCTTTCAG------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGATTATATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTGATAATTACACAAGCTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAACTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGC
TATGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTGTT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTATCGTTCGCTGTTAGCTTACTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------CTTCTCCACGTA------CCTAGAAGAATAAGACAAGGCTTTGAAAGGGCTCTGCTA---TAG 
>KJ671534 
GCT---ACA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAGTTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGAACAAATGCATGCAGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTAATCATGGCAATGCCACTCAAAGCAAC----------------
-------------------------------------------------------------------------
-------------------------------AACACCCTGGGGGAGGAGCCAGGGGCAATAAAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGCGGAAAGTACATGCACTT---



TTTTATAAACTTGATATAGTACCAATTAATAATAATGAGAACAAC----------------------------
--------------------------------------------------
AATAGTGATAATAACAGCAGTGGAGAATATAGGTTAATAAATTGTAATACCTCAACAATTACACAG---
ACTTGTCCAAAAATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCAATCCTAAAAT
GTAAT---AACAAAACGTTCAGT------GGGACGGGGCCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAGTTGTTGCTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAACTATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGACAA-----
-GGTATACATATA------------GGACCAGGACAAGCA---TTT------TATGCAATGGGAGAC------
---------ATAATAGGAGACATC------------AGGAAAGCACATTGT---AATGTTAGTGGAATG---
CAATGGAATAAAACATTAGAAGGGGTAAAAGGAAAATTAAGA---------------TCTCTTTTCCCT----
-----------------------------------AATAAGACAATAAATTTTAAC------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATCTATCTCATGATCAAATTTGG------GGG------
AACATGACCTGGAAGAAGTGG---GAAGAAGAGATTAGCAATTACTCAAGTGAAATATAC---
ATGTTAATTGAAGAGTCGCAGTTCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTATTGGAATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTCGCTGTTAGCTTGCTCAATACCATTGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTTTTAGAAGCTTTGCAAACGCTTGGTAGGGCT----------------------------
--------ATCATCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACAA---TAA 
>KJ671536 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATTACAATGCAACCAATGCAACCACCCTGGAT----------
-------------------------------------------------------------------------
-------------------------ACAAACAGCACCCTGAATGAGGATCTAGGGACAATAAAG---
AACTGTTCTTTCAATATGACTACAGCAATAAGA---------------------------
GATAAGCAGCAGAAGGTACAGGCACTT---TTTTATAGACTTGACATAGTACCAATCAGCAATGAC-------
-------------------------------------------------------------------------
----------------
AGTGATGGCAGCGGCAGCTACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCAATCTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAATTGTTGCTAAATGGCAGCTTAGCAGAAGGAGAG------------
ATAATAATCAGCTCTCAAAATATCACAGATAAT---------ACAAAAACCATAATAGTACACTTTAAT----
-----------GAATCTATACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAATTG------------GGACCAGGACGAGCA---TTT------TATACAACAGGGGAA------
---------ATAATAGGAGACATC------------AGAAGAGCACATTGT---AATGTTAGTAGAGAA---
CAGTGGAGTAACATGTTAAGAAAGGTAAAGGAAAAGTTAAAG---------------CCTTATTTCCAG----
--------------------------------AATAATGCAACAATACAATTTAAC------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGACATTTGG------GGG------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTGGCAATTACTCAAAAGAAATATAC---
AGGTTAATTGAAGAGTCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC



TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAATACTACAGCAATAGTAGTAGCTGGG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAATTGGTAGAGCT----------------------------
--------CTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGAGCTTTGGTA---TA- 
>AY882421 
GCT---GTA------------------------------------------
GAACAACTGTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCGCTAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTAATTTGAATGAGACTGAGAGTGGTAAT----------------
-------------------------------------------------------------------------
----------------------------AGTACTACTAATAGTAGTAGCTGGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCTCAATCACAAGA---------------------------
GATAAGGTACAGAAGCAATATGCATAT---TTTTATAATCTTGATATAGTACAAATAGATAGC----------
-------------------------------------------------------------------------
----------------
GAAAGTAATAGTACCAAATATAGGTTAATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGCCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGTCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATAATTAGGTCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------AAATCTGTAGTA---------ATTAATTGYTCAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGCAAAGCA---
CAATGGGATAAAACCTTAAGACAAGTAGCTGGCGAATTAAGA---------------AAACAATTTGAG----
--------------------------------GAAGATAAAACAATAAGCTTTAAC------
AAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATTTGG------AAT------
AACATGACCTGGATGGARTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AATTTAATTGAACAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGC
TRTGGTATATAAGAATATTTATAATGATAATAGGAGGTKTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCKATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGTTTGATATAATAGCAATAGCAGTAGCTAAC---
TGGACAGATRGAGCTATAGAAATAGTGCAAAGAATTGGTAGGGCT----------------------------
--------TTTCTCAACATA------CCTACAAGAATAAGACAAGGCTTGGAARGAKCTTTKCTA---TAA 
>KR019770 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGACCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTTCCCATAATGTGAGCATAATCAATGCCACCCAGGTCTCTAACATCA
CCAATGGCCCT--------------------------------------------------------------
-------------------------AAACCTAAAGACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACTACAGAACTAAGA---------------------------
GATAAGACACAGAAGATCAATGCACTT---TTTTATAGGCTTGATATAGTGCCAATTGATAGT----------
-------------------------------------------------------------------------
-------------
AATGATAATAGTAGTAAGGAATATAGGCTAATAAATTGTAATACCTCAGTCATTAAGCAG---



GCTTGTCCAAAGGTAACCTTTGATCCAATCCCTATACATTATTGTACTCCAGCGGGTTATGCGATTCTAAAAT
GTAAT---GAKAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACTTTAAT----
-----------AAATCTGTAGTG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGCA-----
-AGTATAAATATA------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCCTATTGT---GAGGTTAATACAACA---
GAATGGAAGGAAGTTTTAAAACAGGTAGCTGGAAAACTAAAT---------------GAACACTTT-------
-----------------------------------AATAATACAATAGTCTTTCAA---
CAACCACCCCCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTCAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTTCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAGACCAGATATTT---
CAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACAA---TAA 
>KR019771 
GCC---TCA------------------------------------------
AACAACTTGTGGGTCACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACCTTAAATTGTACCAACGTAACCAACGTCTTTAATGCAACCATCTTTAATACA----
-------------------------------------------------------------------------
-------------------ACCAAGGACCTTGACAAAATAGGAAATATAACAGATGAAATAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAAAAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTGCCAATTAATGTG----------
-------------------------------------------------------------------------
-------------
ACTAGTAATAATAGTGGGGAGTATAGGCTAATAAATTGCAATACTTCAGTCATTACGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTWTGCGATKYTAAAAT
GTARW---GATRAGAAKTTCAAT------GGGACAGGGCCATGTAGCAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAAAA-----
-AGTATAGGTATA------------GGACCAGGACAAGTA---TTC------TATAGACCAGGAGAC------
---------GTAATAGCAGATATA------------AGAGCAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAACACAGGTAGCTAAAAAATTAAAA---------------AAGCACTTTAAC----
-----------------------------------AATAAGACAATCTACTTTCAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCACCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAATAGAACTTGGAGT-----------------
----------------------------GATAAATCTCTTGAAGAGATTTGG------GAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGGTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGTAGTCCAAAGAGCCTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KR019772 
GCC---TCA------------------------------------------
AACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAAGAACAACATAACCTATGTCTCTAACAACATAACCAATGTCTCTA
ACAACATAACCAATGTCTCT-----------------------------------------------------
-------------AACACAACCAATGACCTTAACAGCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATAACCACAGAACTAAAA---------------------------
GATAAGAGGCAGAAGGTTAGTGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAATAATAAA----
-------------------------------------------------------------------------
----------------
AATAATGGTAGTGAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTCTAACTATA------------GGACCAGGACAAATA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACG---
GAATGGCATAAAGTTTTAACACAGGTAGCTGAAAAATTAAAA---------------AAGCATGTT-------
-----------------------------------AATGGGACAATAAACTTTCGA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
CAGATACTTACAGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGAATTGTTGGAGTTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTCCAAAGAGCCTGGAGAGYT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MN187303 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGAAA---------AATGTAATAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACCATGAATTGTACTAATGCTAGTTTCATTAATGCTACTTCCAATAAT----------
-------------------------------------------------------------------------
-------------------------AGCTCTATAGAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTCATGTGACCACAGAAATAAGA---------------------------
GATAAGAAGCGGAAAAGCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAGTGAT----------
-------------------------------------------------------------------------
-------------
AATAACAATAATAGGAGTGAGTATAGGATAATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGGA---------ATCAATTGTACCAGACCCAGCAACAATACAAGAACA-----
-GGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
GAATGGGGGGAAGTTTTAACACAGGTAAAGAAAAAATTAGAA---------------AAGCACTTTAAC----
-----------------------------------
AATAAGACAATAGTCTTTCAACCACAACCACCCTCAGGAGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
GCAATACTTACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTGGCTGTTTCTTTGCTTGATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGCAGGAGCACAAATAGCTTGGAGAGCT----------------------------
--------TTTATTCACATA------CCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTG---TAA 
>MN187302 
GCT---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTATGAATTGTACTAATGTTACTCTCACTAATGCTAATTTCACTACTGCTACTTCCA
AT-----------------------------------------------------------------------
----------------------AATAGCTCTATAAATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAAATAAGA---------------------------
GATAGGAAGCGGGAGAGCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAGTGGT----------
-------------------------------------------------------------------------
-------------
AATGACAGTAATGGGAGTGAGTATATGATAATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGTAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAGTTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAGCAACAATACAAGAACA-----
-AGTGTACCTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
GAATGGGGGGAAGTTTTAACACAGGTAAAGAAAAAATTAGAA---------------AAGCACTTTAAC----
-----------------------------------AATAAGACAATAGTCTTTCAA---
CCACCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------GGA------
AACATGACATGGATACAATGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
GCAATACTTACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTAGCTGTTTCTTTGCTTGATACTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGCAGGAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTATTCACATA------CCTGTAAGGATAAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 



>KX673820 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGTT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACACATTACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACG---TATGCCTGTGTACCCCCAGAT---
CCCAATCCACAAGAAATATTCCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGGAAAACAGAATGGTAGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACTGATAAGATCAATGTGGCCAATGCTACTTTTACC----------
-------------------------------------------------------------------------
----------------------------AATAACACAATAGGAAATATAACAGATGACGTAAGA---
AACTGCTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAACATCAGAAGGCCTATGCTCTT---TTTTATAAGCTTGATACAATACCAATTGAAGAA----------
-------------------------------------------------------------------------
-------
AATAGTAAGAATAGTACTTATAGGGAATATAGGTTAATAAATTGTAATGCTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTAATCCGATCAAAAAATATCTCAAACAAT---------GTCAATACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGGCCCTCCAACAATATAAGAACA-----
-AGTATACATCTA------------GGACCAGGACATGCA---TTC------CATAGACTAAGAGGC------
---------ATAACAGGAGATATA------------AGGAGAGCACACTGT---GAGATTAATGGAACA---
GTATGGAATGAAACTTTAAAACAGGTAGTTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AACAAGACAATAGTCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCCTATGATGAGATTTGG------AAC------
AACCTGACATGGACAGAATGG---GAGAGAGAAATTAGTAATTTCACAAGCATAATATTT---
AGCATACTTACAGAATCGCAGGACCAACAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAGCTGGATAAATGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCA----------------------------
--------ATTCTCCATATA------CCCACACGAATCAGACAGGGCTTTGAAATAGCTTTGCAA---TAA 
>KU161143 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTCTTTTGTGCATCAGATGCCAAAGCACATTCAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAACAGATGCAGGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCAATAAGGTTGAGCCCCACAATACCACTTTCAACAACACA----
-------------------------------------------------------------------------
-------------------------GAAAATAGACTAATAGGAAATATAACAGAAGACCTAAAG---
AACTGCTCTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAGAAGAATGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATGAG----------
-------------------------------------------------------------------------
----------------
AAGAAGGATAATAATAGTTATAGGTTAATAAATTGCAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAAAATTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTTTAGCAGAAGATGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----



-----------GAATCTGTAGCA---------ATCAACTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAGGCA---TTC------TATCCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AATATTAGTGAAACA---
GAATGGGCTGAAGCTTTAGAACAGGTAGCTGAAAAATTAAGA---------------AAGCACTTTGAT----
-----------------------------------AATGCAACAATCAACTTTAAA------
CCACACTCAGGAGGAGATGTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACCTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGATGACATTTGG------GAA------
AATATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAGATATAC---
CAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGCATTAGATAAATGGACAAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGCAGCGGAG---
TGGACAGATAGGGTTATAGAAGTAGTACAAGTAGTTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU161144 
GCC---TCA------------------------------------------
GACAACTTGTGGGTGACAGTATATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTCTTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAGAGTTTA---AAGCCATGTATAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCGAGGTCCAGAACAATGACTCTGGGGTGGTCCAGAACAATACCT
CTAGCGAAGTA--------------------------------------------------------------
-------------------------GGAAATGTGGAAATAGGAAATATAACAGATGAAGTAAGG---
AACTGCTCTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAGGCAGAAAGTCTATGCACTT---TTCTATATGCTTGATATAGTACAGATTGATAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAGGACTTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGACAAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAGCTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGC---AAAATTAATGGAGCA---
ACATGGACTAAAGTTTTTGAACAGGTAAAAGAAGAATTAAAA---------------AAGCACTTTCCT----
-----------------------------------AAAAAGACAATAAAATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGC-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GCGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTAGATAAATGGACAAATCTGTGGAATTGGTTTGGCATATCAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCCTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCTGCACAAGTAGTTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGGCAGGGCTTAGAAAGGATTTTGCTA---TAA 
>MH986016 
GTG---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCGGTGTGG---AAAGAAGCAAAA---



ACAACYCTATTTTGTGCCTCAGACGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGAGGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAYAATGACATGGTAGAGCAGATGCAGCAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGCACAAAGGCAAAGGTTACCAGCAGTAACAGCACTGCTGTTAACAGTA
CT-----------------------------------------------------------------------
----------------------------------------------------GAGGAAATGAAA---
AATTGTACTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAAGGTACATGCACTT---TTTTATAGGCTTGATATAGTACCACTGGGTAAC----------
-------------------------------------------------------------------------
-------------------
ACTTCTAATAGTGAATATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCATGTCCAAAAGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCAGGTTATGCAATTTTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGGCCATGCGATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAGGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGTCTAGCAGAGAAAGAG------------
ATAATAATTAGATCTAAAAATCTAGCARACAAT---------GTCCAAACAATAATAGTACAGCTTAAG----
-----------GAACCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAGCAGGAGAC------
---------ATAATAGGAAATATA------------AGAGAAGCACATTGT---AACATTAGTGGAACA---
GCATGGAATAGGACTTTACAAAAAATAGGTGAAAAATTAGCA---------------CAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGCA------
GAACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTATGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGTGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAGATCTCTAGAGGACATTTGG------GAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGGCTTCATATAC---
ACCTTACTTGAAACAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTACAATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATACTACAAGGAATTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH986017 
GTG---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCGGTGTGG---AAAGAAGCAAAA---
ACAACCCTATTTTGTGCCTCAGACGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGTCCACAAGAAATAAAGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGAGCAGATGCAGCAGGATATA---
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGCACAAATGCTAACAGAAATGTTACCAGTACT----------------
-------------------------------------------------------------------------
-------------------------ATCAGGGAGAACGACTTTACCATGAAGGGAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGCAAACGAAGGTAAATGCACTT---
TTTTATAAGCTTGATATAGTACCACTGAATGACAATTCTAGTTATGATTCT----------------------
-----------------------------------------------------------
AAGAGCAATTATAGTGAATATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATCCCTATACATTATTGTGCTCCAGCAGGTTATGCAATTTTAAAGT
GTAAT---AATAAGGCATTCAAT------GGAACAGGGCCATGTAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTAAAAATCTAACAGACAAT---------ACCAAAACAATAATAGTACAGCTTACG----
-----------AAACCTGTACAA---------ATTACTTGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAGCAGGAGAC------
---------ATAATAGGAGATATA------------AGAGAAGCACAATGT---AACATTAGTAACGCA---



AAATGGAATGAGACTTTACAAGCAATAGGTGAAAAATTAGCA---------------CAGTACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
CAACACTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTATGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAGATCTGTAGATGAAATTTGG------CAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGACAATTACACAGACWTCATATAC---
CAATTACTTGAAACATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTAGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAATACAAAGAACTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU820825 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGTAAAA---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTATGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTACATTGTACAAATGTTAGCAGTAGCAGTACTGACACT----------------
-------------------------------------------------------------------------
-------------------------------------------------------GAGATGAGA---
AATTGCTCTTTCAATACAACCACAGTATTAAAA---------------------------
GATAGGAAGCAGTCAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAGAATAAGACC-
-------------------------------------------------------------------------
----------------------
TCTAATGAGAGATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAAACGTTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGAAGCCTAGCAGAAGGAGAT------------
ATAATAATTAGATCTGAAAATATGAGCGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAAATGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAAT---
AACTGGAATAAAACTTTACAAGGGGTAGGTGAAAAATTAGCA---------------AAATACTTCCCT----
-----------------------------------AATAAAATAATAAAATTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTGAAAGAGAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAATTAGTAATTACACAGATACAATATTC---
AATTTGCTTGAAGAATCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCGCATA------CCTACAAGAATAAGACAAGGCTTAGAAAGATCTTTGCTA---TAA 
>KU820829 
GCC---CTA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GCGCACAAC----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATCAGGATGTA---
ATCAGYTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTAACTTTAMAMTGTGGGAATGTTACATCCAACAATATAACTAGGTACTCT----------
-------------------------------------------------------------------------
-------------------ACCAAAGACAATGACATAATAGGAAATATAACGGATGAAATGAGA---
AATTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAAAAGAAGCAGGTCCATGCACTT---TTTTATAGGCTTGATTTAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
----------------
AATAGTAATAAGAGTGAGTATATGTTAATAAATTGTAATACTTCAGCCATTAGGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCCATACATTACTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GAGAGCAATTTCAAT------GGGACAGGGTCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAA------------
ATAATAATTAAATCTGAAAATATCACAGACAAT---------GCCAAAAATATAATAGTGCATCTTAAT----
-----------GAATCTGTACAG---------ATCAATTGTACCAGACCTGCCAACAATACAAGAGAA-----
-AGTATGACTGTA------------GGACCAGGACAAGTA---ATC------TATAGAATGGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAGTA---
AAATGGTATAAAGTCTTAAAAGGAGTAACTAAAAAATTAAAA---------------GAGCAATTTGGG----
-----------------------------------AATAAGAACGTAAGCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAATATATTTGG------AAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGTAATTACACAAACATAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
ATAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATCATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCGTTTGCTATTTCTTTGCTTGATTCCACAGCAATAGCAGTAGCGGGA---
TGGACAGATAGAGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>MF373153 
GCC---ACA------------------------------------------
GAAGACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAAAACAGAA---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAACTAGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAAATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAACTGT------GTTACCAATGTCACTAATAAT-------------------
-------------------------------------------------------------------------
-------------------------------------------ATCACTGAGATAGGGATGACA---
AACTGCACTTTCAATGTAACCACTGAATTAAAA---------------------------
GATAAGAAGAAACAAGAATATGCACTT---TTTTATAAGACTGATGTGGTAAAAATAGATGGT----------
-------------------------------------------------------------------------
----------------------
AATAATAATAGCTATAGACTAATAAACTGTAATACCTCAGCCATTACACGG---
GCGTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAAT
GTAAT---GATAATGAGTTCAAT------GGGACGGGCCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAATTGTTGTTGAATGGAAGTCTAGCAGAAGGAAAG------------
GTAATAATCAGATCTGAAAATATCACAAACAAT---------GCTAAAAACATAATAATACAACTTGAC----
-----------AAACCTGTACAA---------ATTAATTGTACCAGACCTAACAATAATACAAGAAAA-----
-GGTGTACCTATA------------GGACCAGGACAAGCA---CTC------TATGCAACAGGAGCC------
---------ATAATAGGGGATATA------------AGACAAGCTCATTGT---AATGTCAGTAAATCA---
GAATGGAATAAAACTTTACGAGAGGTAGCCAACCAATTAAGA---------------ACATACTTT-------
-----------------------------------AACACAACAATAATCTTTAAT------
AGCTCCTCAGGAGGGGATCTAGAAATAACA---ACACATAGTTTCAATTGTGGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GGTGCTCTGGAAGACATATTTGCGCCACCAATGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATAAGATTTGG------CAG------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGCTAATTACACAGGGTTAATATAC---
AACTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGAATTGGACAAATGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTATTGATTTGTTTGATACCACAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGGAATAGGACAAAACCTTTGTAGA-------------------------------
------------------------------------------AGAGCTTAGAAAGGGCTTTGCTA---TAA 
>KU992936 
GCT---GGG------------------------------------------
AAAAACTTATGGGTCACAGTCTATTATGGGGTACCAGTATGG---AAAGAGGTAAAC---
GTCCCTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAAAGCTGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTATATGGGATCAAAGTTTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGTTAGCAGTAGTAGTAATAGTACCCCC-------------
-------------------------------------------------------------------------
-------------------------------------------CAGGGGGAAATGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAAA---------------------------
GATAGGAAGCGGAAAGTGAATGCACTT---TTTTATAAACTTGATATAGTACCACTTAAGGAG----------
-------------------------------------------------------------------------
----------------
AAGAACTCTAGTGATTATTATAGGTTAATAAACTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCGCTTCTAATGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACGTTAGTGTTAGT---
AAATGGAATGAAACTTTACAGAGGGTAAAGAGTAAATTAGGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTGATTACACATCCACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCGTTGAACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGTTTAATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAGTGCATACAAAGAATTTATAGAGGT----------------------------
--------ATCTGCAACACA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KU992928 
GCT---GGA------------------------------------------
GAAAACTTATGGGTCACAGTCTATTATGGGGTACCGGTATGG---AAAGAGGCAAAC---
GCCCCTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCACAAGAAAAGTTCTTGGGA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAGTATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTG---AAGCCGTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGCAATGTTAACAGTACTGGTAATGGTACAAAT-------------



-------------------------------------------------------------------------
-------------------------------------GTTAGCAATGGTACAATGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAATAGTAAAA---------------------------
GATAGGCAGCAGAAAGTGTGGTCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGAAGAAT----
-------------------------------------------------------------------------
----------
TCTAGTGGAAACTCTAGTGAGTATTACAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTTAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCGGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAA-------
--TGGAATGAAACTTTACAGAAGGTAGGTAGAAAATTAGCA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACATTTAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACACAAATATAATATAC---
AACTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTAGACAGTTGGAAAAATTTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGTTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGTTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAAGCATACAAAGAATTTTTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>KU992929 
GTT---GGA------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAGGCAAAA---
GCCCCTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGTTACCAGTAATAGTAGTACTGTTACC-------------
-------------------------------------------------------------------------
-------------CCCACAATTGTTAGCAATAGTATTAATGGTACCCTAAAGGAACAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAAA---------------------------
GATAGGAAGCAGAAAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATGAAAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTGGGAACCATAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGCATGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGCCCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AATGTTAGTACTAGT---
GCATGGAAGGAAATGTTACAGAATGTAAGTAGAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAACACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGCAGAGATTTGG------AAG------



AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACACAACCATAATATAC---
AATTTGCTTGAAGAGTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAAGCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU992931 
GCT---GGA------------------------------------------
AAAAACTTATGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGTCAATTATAATGGTACCCGTAATAGTACCCAA-------------
-------------------------------------------------------------------------
-------------------------------AACATTACTGGTACCCAAGAAATGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAAGTGACTGCACTT---TTTTATAAACTTGATATAGTACCACTTAAGAAC----------
-------------------------------------------------------------------------
----------------------
TCTAGTAGGCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAGGAGAT------------
ATAAGAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGGGAA------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AATATTAGTAGAGGT---
AACTGGAGTGAAACTTTAAAGAGGGTAGCTATAAAATTAAGA---------------GAACACTTCCCT----
--------------------------------AATAAAACAATAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGACGAGATTTGG------AAG------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACACACACACAATATAC---
AGTTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTGGCGTTGGACAGTTGGAAAAATCTATGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAACGCATACAAAGAATTTGTAGAGCT----------------------------
--------ATTGGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KU992932 
GCT---GGG------------------------------------------
AACAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAAAA---
GCCCCTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCTTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGTTACAATTAATAGTACAAATGTTACTAATACA-------
-------------------------------------------------------------------------
-------------AATGGTAGCAGTAGTGGTAATGGTACCCACAATGAAGAAATGGGAATGAAA---
AATTGCTCTTTCAATGTAACCACAGAAGTAAAA---------------------------



GATAGGCAGAAGAAAGTGAATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAAGAGAATAAC----
-------------------------------------------------------------------------
----------
TCTAGTGGGAACTCTAGTGAGCATTATAGATTAATAAATTGTAATACTTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATCATAGGAAACATA------------AGACAAGCACATTGT---AACGTTAGTAAA-------
--TGGGATGAAACTTTACAGAAGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCCGTCCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACCATATAC---
AGGTTACTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGTTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAACTCATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTA---TAA 
>KU992934 
GCT---GTA------------------------------------------
GAAAACTTATGGGTCACAGTGTATTATGGGGTACCTGTATGG---AAAGAGGCAAAC---
GCCCCTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTGTGAAA---------GATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCTTGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGTTAGCAGAAGTACAAATGTTAGCAGT-------------
-------------------------------------------------------------------------
----------------------------AGTGATAATAGTATCCCCAAAGAAGAAATAATGAAA---
AATTGCTCTTTCAATGCAACTACAGTAGTAAAA---------------------------
GATAGGAAGACAAAAGTGACTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AAAAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTAACAACT---
CAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAAGCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AAATGGAATGAAACTTTACAGAAGGTGGGTAAAAAATTAGCA---------------GATCTCTTCCCT----
-----------------------------------AATAAAACAATAGAATTCAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAAATCAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAT---
GAGTTGCTTGAAAAAGCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------



AAAAATGAAGAAGAATTATTAGCGTTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAACTCATACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGTAGCTTTGCAA---TAA 
>KX582250 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTCCCTGTGTGG---AAAGAAGCAAAA---
ACTGCATTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTCAAATTAAAATGTAGAAATGATAGCAATAGTAATGTTA
GCAATAGGAATTGTACTGTTACTGTTAGCAAT-----------------------------------------
-AGTACTGCTAGCATTAATGGCACCCAAGATGATACCTCATATGAGGACTACAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAACGGCAAGTGTATGCACTT---TTTTATAGAGTTGATTTAGTGCCACTTAAGGGGGAG-------
-------------------------------------------------------------------------
----------------
GGGAACTCTAACGTGTCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAAAAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAGAATCTGACAAACAAT---------GTCAAAACAATAATAGCACATCTTAAT----
-----------GAATCTGTAGAA---------ATCACTTGTATAAGACCCGGCAATAATACAAGAAGA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGACAA------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---AACATTAGTGAAGGA---
AAATGGAATCAAACTTTACAAAGAGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAATATTTAAC------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTAAAGAAGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTGGCATTGGACAAGTGGAACAATCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCGTTTGCTGTTAGCTTGCTCAATGCCACTGCTATAACAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAGCACAAAGAGCTTACAGAGCT----------------------------
--------ATCATCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>KX582251 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACGCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGAAAAATGACATGGTGGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTACAGATTATAATGGCACTAGTAATGGTACCTAT-------------
-------------------------------------------------------------------------
-------------AATGGTACCTATAATGGTGCCTACAATGAGACCTACAAGGAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAGA---------------------------
GATAAGAAACAGAAAGTGTCTGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAT----------
-------------------------------------------------------------------------
-------------------------



AACTCTAGTTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTATCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAACAGGG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGAAGCA---
AAATGGAACAAAACTTTACGAAGGGTAGGTGAAAAATTAGCA---------------GAACAATTCCCT----
-----------------------------------AACAAAACAATAAAATTTAAT------
GCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTAAAGAAGCAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTCTAAGAATAATTTTTGTT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAACTTGTTCAATGTCACGGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATCATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCAA---TAA 
>KC898992 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGAATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTTACCTACAATAGTACCCAC-------------------
-------------------------------------------------------------------------
----------------------------------------------------AATGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAAA---------------------------
GATAAGAAGCAGACAGTGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGTAATGAT-------
-------------------------------------------------------------------------
----------
AGTACCTCTAATGGGACTGGGACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GACAAGACATTCAAT------GGGACAGGACCATGCAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AACATTAGTGAAAAT---
AATTGGACTGAAATTATGCAGAGGGTAAGTAGAAAGTTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
GCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTGCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGGCGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAAAACAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATACAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGATCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTTGTTTGCTATTTCTGTGCTTGATACTACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATACACTTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF250408 
GTG---GGA------------------------------------------
GAAGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTCTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATAGAATGGTGGATCAGATGCATAAGGATGTA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGATTGTAGAAATGTAACTGCTGCATACCATGGTACCTACAATGGTACC----
-------------------------------------------------------------------------
----------------------------------------------------CAGGAAATGAAA---
AATTGCTCTTTCAATGTCACCACAGAATTAAAA---------------------------
GATAAGAAAAAGAACGAGTTTGCACTT---
TTTTATAGACTTGATATAGTACCACTTGATAATAATAAGACTGGGCAG-------------------------
-----------------------------------------------------------
TATAATGAGACTAGGCCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGAACATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCTTATCAGAAGGAGAA------------
ATAGTAGTTAGATCTGAAAATCTGACAGACAAT---------GCTAAAACAATAATAGTACAGCTTAAT----
-----------CGATCTGTAGAA---------ATTGTATGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAA---
AAGTGGAATGAAACTTTACAGTGGGTAGGTAAAAAGTTAGCG---------------GAACATTTCCCT----
-----------------------------------AATAGAACAATAAACTTTAAC------
GCATCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTGCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGACGAGATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTAGAATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTGCTATTTCTTTGCTTAATACTACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGGTTATACACGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC898979 
GGG---GGA------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAATGTTAGCAATGATACCAACAGTAATAGTACCAGCTAT----
-------------------------------------------------------------------------
-------------------AGGACCTACAATGGTACCGATAAGGAGGCCTACAAGGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAAA---------------------------
GATAAGCAGAAGTCAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGATAGTAAGCCACTTAATGAGAGT-------------------
--------------------------------------AAGCCACGTAATGATAGTAACCAT---
AGTAGTGAGCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------



-GTTAGC---TCAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAGGAAGAC------------
ATAATAATTAGATCTGAGAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATTTTAAT----
-----------CAATCTGTAGAC---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AACATTAGTGGA-------
--TGGAATGAAACTTTACGTAGGGTCTCTAAAACATTACAA---------------GAACACTTCCCT-----
----------------------------------AATAAGACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGATGAGATTTGG------GGA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTACTTACACAAACACAATATAC---
GGTTTGCTTGAAGAATCGCAACACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTGTTGATTTGTTCAATACCACAGCTATAGTAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCCTTGAATTAGCTTTGCAA---TAA 
>KY628216 
GCT---GCA------------------------------------------
GAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAACAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAATTGGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCAGTGATGTGATGCCTAATAATACTGATATTAAT-------------
-------------------------------------------------------------------------
----------------------GGTAATACTAGTAAGGGGGAAGAAATGAAAGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAGGA---------------------------
AACAAGATGCAAAAAGAATCTGCACTT---TTTTATAAACTTGATGTAGCACCAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGAAGCTATGCATTGAAAAGTTGTAACACCTCAACCCTCACGCAG---
GCCTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGACAACT---
CAGCTGCTGGTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAATCTCTCGGACAAT---------GCTAAAAGCATAATAGTGCAGCTGAAG----
-----------GACCCTGTAGAA---------ATTACTTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGCTGGGGGAGGGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AACCTTAGTGAGGCA---
AAATGGAACAACACTCTAATACAAGTAGTTGAAAAATTAAGA---------------GAATACTTT-------
-----------------------------------AATAGAACAATAGCCTTTAAT------
CAATCCTCAGGAGGAGACCCAGAAATTGTA---ATGTACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGTACTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAAGGTACATATAC---
ACTTTACTTGAAGAATCGCAGTTCCAACAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAACTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTTAACTTCACAGCAATAGCAGTAGGTGAA---
GGGACAGATAGGATTATAGAAATAGCACAAACAATCTTTAGAGCT----------------------------
--------ATCCGCAATATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 



>KY628219 
GCT---ACA------------------------------------------
GATAATTTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTAGACCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATATTATTAATAATAATACTAATAATAGTAGT----------
-------------------------------------------------------------------------
----------------------CAAGGGGGAGAGATGGAGGGAAAAATGAAGGGAGAAATGAAA---
AACTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATACTACAAGCTATACATTGATAAGTTGTAACACCTCAGTCATTACGCAG---
GCTTGCCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGAAGTTCAAT------GGTACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGACAACT---
CAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTGCCAATTTCTCGGACAAT---------ACTAAAAACATACTAGTACAGCTGAAC----
-----------ACATCTGTAGAA---------ATTAATTGTACAAGGCCCCACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATGTAACAGGAGAG------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTGGGGAA---
AAATGGAACAACACTTTAAGACAAATAACTGAAAAATTAAAA---------------GAACAATTTAAT----
--------------------------------AAAAATAAAACAATAGTATTTAGT------
CAATCCTCAGGAGGAGACCCAGAAATTACA---ATGCACAGTTTTATTTGTGGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTCAGATTTGG------GAT------
AGCCTAACCTGGATGGAGTGG---GAGAAAGAAATTGACAATTACACAGAATTAATATAC---
ACCTTACTTGAAGATTCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTCTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCGTTCGCTGTCAACTTGCTTAATACCATCGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAATAACCTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTGCAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTA---TAA 
>HQ912711 
GTT---GTG------------------------------------------
GGGAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---ACAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAGGTGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAACTGTGATAATGTAAATCTAACCAGGGGAAATGGAACCCATAAC-------
-------------------------------------------------------------------------
----------------------AACAGCACTATCAGTCCGACGATGGGGACAGGAGAAATGCAA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGG---------------------------
GACAGAAAAAGGAAAGTACATGCACTT---TTTTATAGACTTGATATGATACCAATTGATAGTAAGAATGAT-
-------------------------------------------------------------------------
-------------
AGTAATAGTAGTAATCATCAGTATAGGCTAATAAATTGTAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTCTCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCCAAGAATCTGACAGACAAT---------GCTAAAATAATAATAGTACAGCTCAAT----



-----------GAATCTGTAAGA---------ATTGAGTGTAGGAGACCTAACAACAATACAAGAGAA-----
-AGTATACGTATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---CAAATTAATAGAAGT---
AAATGGGAAAACACTTTACAAAAGGTAGCTGGAAAGTTAAGA---------------GAACATTTCAAG----
-----------------------------------AATAAGACAATAAAGTTTGAG------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTGGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATGATATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTAACAACTACACAAAAACAATATAC---
CAGTTGCTTGAGGAAGCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGACAGTTGGGCAGATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTAATTTCTGTAGTA---------AAGAGAGTTAGGCAGGGATATTCACCT------
TTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGGTTTTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>KY392767 
GTT---GCA------------------------------------------
GGGAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGAGAGGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCACATACAACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAGGTAGTTTTAGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTGGATCAGATGCATGAGGATATA---
AAAAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAACTGCAAGAATGCG-------------------------------------
-------------------------------------------------------------------------
-------------------------------------------ATGGAGCCAGGAGAGCTGAAA---
AACTGTTCTTTCAATATAACCACAGAAATAAGG---------------------------
GACAAAATAAAGAAAGTACATGCACTT---TTTTATAGACTTGATGTAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
----------------
AATAATGATAATAGTAGTTATAGGCTAATAAATTGTAATACCTCAGCCATGACACAA---
GCTTGTCCAAAGGTCACCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAGT------GGGACAGGACCATGCGCAAAT-----------------------
-GTCAGC---ACAGTGCAATGCACACATGGAATTAAACCAGTGGTGTCAACT---
CAGCTACTGTTAAATGGCAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGGTCTAAGAATCTGACAAACAAT---------GCTAATACAATAATAGTACAGCTCAAT----
-----------GAATCTGTAAGT---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGAAAAGCATATTGT---CAAATTAATGGCAGC---
AAATGGGACAGCACTTTGCAAAAGGTAGCTGAAAAGTTACAA---------------GAACATTTCAAG----
-----------------------------------AATAAGACAATAAGGTTTGAA------
TCAAGCTCAGGAGGGGACTTAGAAATTACA---ACACATATGTTTAATTGTCAAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTACTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTCCCGGATATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GATAGAGAAATTGACAATTACACACAAACAATATAC---
CAGTTGCTTGAAGAAGCGCAGAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTGTTGGCATTGGACAGTTGGGCAAGTTTGTGGAGTTGGTTTGAAATATCAAGGTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTAGTTGCT---
GTAATTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTATCATTTGCTATTAGCCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACTGATAGGATTATAGAAATAGTGCAAAGATTTTTTAGAGCT----------------------------
--------ATCATTAATATA------CCTAGAAGAATAAGACAGGGCCTAGAAATAGCTTTGCTA---TAA 
>KU168263 
GTT---GTG---GGG------------------------------------
AACAACCTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---



ACTACTCTATTTTGTGCATCAGATGCCAAATCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAGGTGGTTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTACTTTAAATTGCACTAATGCAGAGATGAATACAAGTCTAACCGGAATAAATAAAACC-
--------------------------GGTAACTCT---AGC--------------------------------
----------------------ACGCCGGCACCACCGCCGACGATGGAGCCAGGAGAAATGAAA---
AACTGTTCTTTCAATGTAACCACAGAAATAAGG---------------------------
GACAAACACAGGAGAGTACAGGCACTG---
TTTTATAGATTTGATGTAGTACCACTTAATGATAGTAACAGTAGTAATGAT----------------------
-----------------------------------------------
AAGAATCAGACTGGTGGTAATTATAGTCAGTATGTACTAATACATTGTAATACCTCAACCATGACACAA---
GCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AGTAAAACATTCAAT------GGAACAGGGCCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGCAGCTTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAGAATCTGACAGACAAT---------GTTAAGACAATAATAGTACACCTCAAT----
-----------GAATCAGTAAGA---------ATTGAGTGTAGAAGACCTGGCAACAATACAAGAGAA-----
-AGTGTACGTATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGGAAAGCATACTGT---CTAATTAATAGAACT---
GAATGGAACAACACTTTACAAAAGGTAAAAGTAAAGCTACAA---------------GAACATTTC-------
-----------------------------------AATAAGACAATAACGTTTCAA------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGGGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCTACATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGACAAGCATACAAAAACAATATAC---
CATTTACTTGAAGAAGCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGACCTATTGTCATTGGACAGTTGGGCAAATTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGATGTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTTGCCATTAGTCTGCTTGATTACATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGGTTTTAGAGCT----------------------------
--------ATACTCCACATA------AATAGAAGAATAAGACAGGGCTTGGAAACGGCT-----A---TAA 
>MG518477 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---TACGCCTGTGTACCCACAGAT---
CCCCACCCGCAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACCTTAAATTGTACCAATGCTAAATTGACCACTAAGATAGCTAATAATAGCAATGACA
CA-----------------------------------------------------------------------
----------------------AAAGGTATCTCTATAGTAGGAAATATGACAGATGAAGTAAGA---
AACTGTTCCTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGATGCGGAAGGTCCATGCCCTT---TTTTATAAGCTTGATATAGTATCACTTAATGGGAATAAT----
-------------------------------------------------------------------------
----------
AATAATAGTAGTGAATATAGTGAATATATGTTAATAAATTGTAATACTTCAGTCATTAGGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCACT------GGGACTGGGGAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGCCTAGCAGAAGAGGAG------------
ATAGTAATCAGATCTGAAAATCTCACAGACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCGGTACAA---------ATCAATTGTATCAGGCCCTCCAACAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGCA---TTC------TATGGAACAGGAGAC------
---------ATGATAGGAGATACA------------AGAAAAGCATACTGT---AAGGTTAGTAGAACA---



GAATGGAATAAAGCTTTAGAACAAGTAGTTGGAAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AATGAGACAATAATCTTTAGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCCGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCCTATGAAGAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAGACATAATATAT---
GGTATAATTACGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTGGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGACTAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTGATGCTATAGCAGTAACAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGACGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MH479275 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGCAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTGACTTTGAAAAAAATGATACTAGTACCAAT-------------
-------------------------------------------------------------------------
----------------------------AATAGTAGTGAGAGAATAGAGAGGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGTAGAAGA---------------------------
GGTAAGTTGCAGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGTACCAATAACTGAGGAAAAT----
-------------------------------------------------------------------------
----------------------
AATAGTTATAGCTATAGGTTGGTGAGTTGTAACACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAATCTCAACT---
CAACTACTGTTAAATGGCAGTCTGGCAGAAGAAGAT------------
GTAGTAATTAGATATAAAAATGTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACCTATG------------GGACCAGGGAGAGCA---GTT------TATGCAACAGGAGAC------
---------ATAATAGGGAATATA------------AGACAAGCACATTGT---AACCTTAATGGAACA---
AAATGGAAAAACACTTTAAGAAAGGTAGCTGAAAAATTAAAA---------------GAACAATTTAGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAAACCACAGGAGGGGACCCAGAAGTTGTA---ATGCACAACTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GGTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTAGCAATTACACACAAGTAATATAC---
ACCTTAATTGAAAATTCGCAGAGCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTACATAAAAATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTGGCTATTAGTTTACTTAATGCAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGTTTATAGAAGTAGGACAAAGAGCTTTAAGAGCT----------------------------
--------TTACTTCACATA------CCTAGAAGAATAAGACAGGGGTTGGAAAGAGCTTTGCAA---TAA 
>MH986014 
GCT---AAA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGG---AARGAAGCATCC---
ACCCCTCTATTTTGTGCATCAGATGCTAAAGCAGTTAGCACAGAG---GTACATAAT----------------
--------------GTKTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCTAACCCACAGGAAATGATGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTATGAATTGCACTAATGTGAATACTACTAATACCAACAATGCTACTAATAGCAAT-
-------------------------------------------------------------------------
-------------------------AATAGTACTGTGGAAAAAGAGATGGAGGGAGAACTGAAA---
AACTGCTCTTTCAAGGTCACCACAAACATAGGA---------------------------
AGGAAGATGAAGAAAGAATATGCACTT---TTTTATACACTTGATGTAGTAGCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTTTACGCTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCGTGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAAGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGAGAACA---TTT------TTTGCCACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACCTTAGTGGAGAA---
GCATGGGAAAACACTTTAAAGCAGGTAGTTACAAAATTAAGA---------------GAACAATTTAAA----
-----------------------------------AATAATATAACAGTCTTTACT------
CAATCCTCAGGAGGGGACCCAGAGATTATA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAGCAATTACACAGACCTAATATAC---
ACATTGATTGGAGACGCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTACAATTGGATAAGTGGGCAAGCTTGTGGAGTTGGTTTAACATATCAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTATTAGCTTGCTTAATGCTACAGCTATAACAGTAGCTGAG---
GGAACAGATAGAATCATAGAAGTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTATTG---TAA 
>MG989550 
GCC---TCA------------------------------------------
GACAGATTATGGGTTACAGTGTATTATGGGGTTCCTGTGTGG---AGAGACGCAGAT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---AAGCACAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAGGGCTAATTTGACCAATTTTAATAACACAAACATA-------
-------------------------------------------------------------------------
-------------------------ACCAAGAGCCTTATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATGTGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGGAAAG----------
-------------------------------------------------------------------------
----------------
AATACTAGTAGTACAGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTCTTAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACAAA------------
ATAGTAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAGCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTATCAGACCCTCCAACAACACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATACTGT---ACAATTAATGGAACA---
GAATGGAGTGAAACTTTAAAACAGGTAGCTGAAAAATTAAAC---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTAAA------
CCAGCCTCAGGAGGAGATCTAGAAATCACA---ACGCATCATTTTAATTGTAGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATAAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATAATACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCGCAGAAAGGGCTTTGCTA---TAA 
>KC990127 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAATTGTTCCAATGCTAAGTTGAATGCTAACTTGACCAATTTCAACAAG----
-------------------------------------------------------------------------
-------------------AACGCAACCCCTAACGGAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTATCA---------------------------
GATAGGAAGCAGAAGGTCCATGCACTT---
TTTTATAAGCTTGATATAGTACCAATTAATAGTAATGAGTCTAAG----------------------------
-----------------------------------------------------------------
TCTAGTGGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACGAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCCTATTGT---GAGATTAATGAAACA---
AAATGGAATGAAACTTTGAGACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAAGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGAATTTATTAGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGTTTTGGTA---TAA 
>KC833436 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGAGGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGATCAAATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACGCCTCTTTGCGTTACTTTAGATTGTACCAATGCTAAGTTAGACATAAACATAACCACT-------------



-------------------------------------------------------------------------
-------------------GTCAACAATAACTATGACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAAAGA----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATATATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGGTCTGAGAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGTAAAG---------ATCAATTGTACTAGACCTTCCAACAATACAAGAACA-----
-AGTCTAAGCATA------------GGACCAGGCCAAGTG---TTC------TACAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGATTAATGGAACA---
GAATGGAAGAAAACTTTAGAAAAGGTAGCTGCAAGATTAAGA---------------GAGCACTAT-------
-----------------------------------AATAAGACAATAATCTTCCAA------
CCACCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTATTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCTTGAAGAGATTTGG------GAC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATCTAT---
GAGCTACTTACAGAATCGCAGAACCAGCAAGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGGACAGAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU051564 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAGCCCACAAGAAATATTATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAAATCAGATGCATGAAGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAGTATTAATAATGCTACCAATAATGCTACC-------------
-------------------------------------------------------------------------
-------------------------------------------AACAATGAGGAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCTCAGAAGTAAAA---------------------------
GATAGAGAGAAAAAAGTATATGCACTT---TTTTATAGACTTGATATAGTACCACTTTCTGAGAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATCCACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATATGAAGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGGAAAAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTAGAAAT---
GCATGGACTAACATGTTACAAAGGGTAAGTAAAAAATTAGAA---------------GTACACTTCCGG----
-----------------------------------AATAAAACAATACGCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGATATTTGG------AAT------



AACTTGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGATCTATTAGAATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTATTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTTTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTAAGAGGACTTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ184176 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAGCCCACAAGAAATATTATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAAATCAGATGCATGAAGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAAAAATATTAAAAATGATACCAACAAT-------------------
-------------------------------------------------------------------------
-------------------------------------------------------GGAATGAAA---
AATTGCTCTTTCAATGCAACCTCAGAAGTAAAA---------------------------
GATAGAAGGAAGAAAGTATATGCACTT---TTTTATAGACTTGATATAGTACCACTTCCTGAGAAGAACTCT-
-------------------------------------------------------------------------
-------------
AGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATCCACTATTGCGCCCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATATGAAGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTGAAAAG---
GCATGGACTAACATGTTACAAAGGGTAAGTAAAAAATTAGAA---------------GAACACTTCAGG----
-----------------------------------AATAAAACAATACGCTTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
GAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATATTTGCT---
GTACTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGCACAGAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>KJ184180 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAACTACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAACTGTACCAATGCTACTTTGACCAATGCTACTTTGACAAATACA-------
-------------------------------------------------------------------------
-------------------ACCAATGGCAACTCTAGCATAGGAAATACAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------



GATAAGCAGCAGAGGGTCTATGCACTT---TTTTATAGGCTTGATATAGTACCTATGGGACAA----------
-------------------------------------------------------------------------
-------------------
AATAATAGTAGTGAATATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATACGATTTTTAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---GCAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATATTACAGACAAT---------ACCAAAAACATAATAGTGCACCTTAAC----
-----------AAAACTGTAAAG---------ATCAATTGTACCAGACCCTCCGACAATAGAAGAGAA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAGAGCACGTTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAAGCAGGTAACTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------GGA------
AACATGACATGGATACAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTACGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGATTGATACCATAGCTATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAATTAGTAAGAGGACTTGGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>KJ778897 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGAATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTACAAATGTTACCAGTAATAGTAATAGTAGTGGTAATAGT-------
-------------------------------------------------------------------------
-------------------AATAGTAGTGGTAATAGTAATACCCTTGAGATGCAGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGTAGTAAGA---------------------------
GATAAGAAGGAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAGTAAGAACTTT----
-------------------------------------------------------------------------
-------------
ACTGAGAATTCTAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCTCGTTTGACCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCAATTTTTAAGT
GTAAT---GATAAGAGGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCTGGCAACAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GATTGGGAGGAAACTTTACATAATGTAAGTAAAAAATTAGCA---------------GAGCACTTCCAA----
-----------------------------------AATAAAACAATACAATTTGAA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAGATCTCAAAAAGAGATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAGTTACACAGACACAATATAC---
AGTTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------



AGAAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATCTCTTTGTTTAATGCTGGAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCA----------------------------
--------ATCCGCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGTTA---TAA 
>KM974719 
GCC---TTA------------------------------------------
GAAAACTTGTGGGTTACAATTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACACACAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACAACTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAACTTGTACTAACCTTACCAATGCTAACCTTACTGGAAAGGTCAAT-------
-------------------------------------------------------------------------
-------------------GTCAGCAATAGCAATGGCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTAAAAATGGAAGGG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATACCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAACG---TTC------TATGGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAACAAAACTTTAACACAGGTAGCTGCAAAATTAAAA---------------AAGCACTAT-------
-----------------------------------AATAAGACAATAAGATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTGTA---ATGCACCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTTGGAGGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATCTAT---
GAACTACTTACGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>KM974720 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACCTGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACTTGGGA---------AACGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAAAGCTAATTTGACTAACAACACAACCAAT-------------
-------------------------------------------------------------------------
-------------------------GACTACAAAAACATAGGAAATATTACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAAA---------------------------
GGTAAGCAGCAGAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACAAATGAGAAAG----------
-------------------------------------------------------------------------
----------------------



AATAGTAATGAATATAGGTTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTCAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAACT---------ATCAATTGTACCAGACCCTCCAACAATACAATAACA-----
-AGTATAAGAATA------------GGACCAGGCCAACTG---TTC------TATAGAACAGGAGAC------
---------ATAAAAGGAGATATA------------AGGAAAGCTTATTGT---GAGGTTAATGGAACA---
GAATGGAATAAAACTTTAAATCAGGTAATTAAAAAATTAAAA---------------GAGAACTTT-------
-----------------------------------AATAAGAAAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGCTTCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATCACACAAACAAAATCTAT---
GAACTACTTATGAAATCGCAGGACCAACAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAGGATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTGTACAAATAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH029899 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAGGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCACTGCCAATTTAATCAATACCAACAACAACACG----------
-------------------------------------------------------------------------
-------------------GCCACTGTCTCTAATGGAATAGGAAATTTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTATCA---------------------------
GATAAGAAGAAGAAGGTCTATGCACTT---TTCTATAAGCTTGATATAGTGCCAATTACAGAT----------
-------------------------------------------------------------------------
-------------------
AGCAATGGTAGTGAGTATAGGTTAATAAATTGTAATACATCAGTCATTAAGCAG---
GCTTGTCCAAAGATAAACTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAAT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GTCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTACCTATG------------GGACCAGGACGAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAAATTAATGGAGCA---
AAATGGAATGAAACTTTAAGACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAAACTTATGAAGACATCTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAGACACAATATAC---
GAGTTGCTTGAAGACTCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGGACAAATGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------



TTGTCGTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGGACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT619126 
GCT---GCA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGAATGGTAAATCAGATGCATGAAGATGTA---
ATCGGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTGACAGTAAAAATGTTAGCAGTAATGGTACCACCAAT-
-------------------------------------------------------------------------
----------------------------------------------------GATGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAGGAATCAGAGAGTGCACGCACTT---TTTTATAGACTTGATATAGTACCACTTAACTCT----------
-------------------------------------------------------------------------
----------------
AGTGGGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGTGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTGCAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCTTATCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTAACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGAGTGTACAAGACCTAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGA---
CAATGGAAGGAAACTTTACAAAGGGTAAGTAAAAAATTAAAA---------------GAGCACTTCCAG----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTACATGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAATAATCTATGGAATTGGTTTGATATAACAAGTTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTCGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGGAGAATAAGACAGGGCTTTGAAGCAGTTTTGCAA---TAA 
>KX434794 
GCA------------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTTTTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTGTGCGTTACTTTAAATTGTACCAATGCTAATTTAACCAAGGGAAATACAACA-------------
-------------------------------------------------------------------------
----------------------GATGGAGCAAACAACTTAGGAAATGTAACAGGAGAAGTAAAA---
AACTGCACTTTTAACATGACCACAGAGATACAA---------------------------
GGTAAGCAACAGAAGGTCCATGCACTT---TTTTATACGCTTGATATAGTACCTATGAATGCT----------
-------------------------------------------------------------------------
----------------------
ACTACTAAGGAATATAGGTTGATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAA------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAATACATCTTAAT----
-----------AAGCCTGTAGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGGA---
GATTGGGAGGAAACTTTACATAATGTAAGTAAAAAATTAGCA---------------GAACACTTCCAA----
-----------------------------------AATAAAACAATAAACTTTACA------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTTCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCAAAATCTAT---
GGCCTACTTATAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACCAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATCATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT592380 
GCT---GCA------------------------------------------
GGAAACTCTTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACAACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---AGGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATTATGGTAATAGCCGTAATAGTAATAATAGT----------
-------------------------------------------------------------------------
-------------------------------------ACCCTTGAGAACGGGCAGGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAGGTGCATGCATTG---TTTTATAGACTTGATATAATACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTGAGTATAGACTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCACTTCTTAAGT
GTAAT---GATAAGAGCTTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
GTAATAGTTAGATCTGAAAACCTGACGAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCTAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAGA---
GATTGGGAGGAAACTATACATAATATAAGTAGCAAATTAGCA---------------GAACWCTTCCAA----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAATCAGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACATAATATAC---
AAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTGTTTCCTTGATTGATACTTTAGCAATAACAATAGCGGGG---
TGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 



>KX185086 
GCC---TCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACAACGTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTTAAAAGTAATAGCACAAATGTTAACAGTAGTAGTAGCA
GTAATGGCAGT--------------------------------------------------------------
----------------------GATAGTATAGTAACATTACCCATGAGGAAAGGGAAGAACAGA---
ACCTGCTCTGTCACTGCAACTACAGGAGAAAAA---------------------------
GAGAAGCAACTGCATGCGCTGTCACAT---
ATTTTAAGACTAGAACCACTACCTGTGGATACTAACTCTAAGTCTAGTTTG----------------------
-----------------------------------------------------------------------
AATGAATATAGATATTGTAATAGCACAACCACATCCCTAACCGGT---
CCCTGTGCCCCGGTTGCTCTAGATCCTATTCCTCCTCGCTATCGTGCTCCTGCTGCTTTTCTTATTCGTAAGT
GTAAT---GAGAAAGAGGTCACC------GGGACAGGGACATGTGTAAAT-----------------------
-GGCGTA---CCAGGAACACGTGCAATTGAACCAATACCATCAGTGTCATCT---
CTGTTACTGGTAAATGAAGCACAAGAAGAAAAAGAA------------
GTAGATATAGTTAAAACAAACCTGGCAGACAAT---------GCCAAAACCAATAATAATACATACATC----
-----------AAATCTATAGAT---------ATTGTATGTACAAGACCTACACCTAACACTAAAACA-----
-AGAAAAAGGATAAGA------ACAGGACCAGGACATCAG---CTT------ACTGCAACAGGAGAG------
---------ATAATAGGAGACAGTAAG---------AACCAAGCACATTGT---AACATGATTATTGAA---
AGTGCTGGGGATGGAAATTTAGGAAATGCAAGAACAAAATTA------------GCAGAACACTACCCA----
-----------------------------AATCACAACTACATAAACTTTACCTCA---
TCCTCATTCATCAGGAACGAGACCACAACTACA---AGCCACAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGG
GTTGCTCTGGAAAAATCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAGACGAGATTTGG------GAT------
AACTTGACCTGGATGCAATGG---GATAAAGAAATTAATAATTACACAGACACAATATAC---
AAGTTGCTTGAGGTCTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCAGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCT----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGGTA---TAA 
>KY950610 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAGGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTTCCAATGCTAATTTGACCGATGTCAACAAGACCAAT----------
-------------------------------------------------------------------------
-------------------GCCGATGTCTTTAAAGAATTAAGAAATGTAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTAACA---------------------------
GATAAGAAGCAGAAGATTCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGTAAC----------
-------------------------------------------------------------------------
-------------------
TCTAGTAGTAGTAGTTATAGGTTAATTAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGATTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTTTTGTTAAATGGTAGTCTAGCAGAAGACGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----



-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAACA---
AAATGGAATGAAACTTTAGAACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTTGCT----
-----------------------------------AATAAGACAATAGAATTCCTG------
CCACACTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTAACAAAATCATCTGCACCACTAATGTGCCCTGGAATACCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAAAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGTAATTACACAAGCCAAATATAT---
GAGTTGCTGATAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAACTTGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAGTAATTTTTGCT---
GTGTGCTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCT------
TTGTCGTTGGCTATTAGTCTGATTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGGACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MH715978 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAAGGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGTGTTACTTTAAATTGCACCGCTGCTAATTTTACAAGAATCAATAGCAACAGTAGCATAGGAA
AT-----------------------------------------------------------------------
-------------------------ATAACAGATAACATAGGAAATATAACAGGTGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATACAA---------------------------
GGTAAGCAGCAGARGGTCCATGCACTT---TTTTATACACTTGATATAGTATCTATAAATAAGAAT-------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAATATAGGATGATAAATTGTAATACTTCAGTCATCAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGCTCTGAGAATATCACAAACAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAATA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGGTTAATAGAACA---
GCCTGGAATGAAACTTTAAGTCAGGTAACTAAAAAATTAAAA---------------GAGTATTTT-------
-----------------------------------AATAAGACAATAGACTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAGCTATA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCAAAATCTAT---
GACCTACTTATGGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTGTCGTTAGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGGACAAAGGCTTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCCAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KY019257 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGG---AAAGAGGCAACC---



ACAACTTTATTCTGTGCATCAGATGCTAAAACATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTCTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAACTGTACAAATGTTAACAATAATAGTAGCAGTAATAGCAAT----------
-------------------------------------------------------------------------
-------------AATAGTATTAGTGGTAATAATAATAGTACCCTTGAGGACATACAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTAGTAAGA---------------------------
GATAAGAAGAAGAAAGAGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAGTATAGATTAATAAATTGTAATACTTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCGCTCCTGCTGGTTTTGTAATTCTTAAGT
GCAAT---GATAAAGAGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---CAAA--
CTACTATTAAATGGTAGCCTAGCAGAAGAA---------
GAAATAATAGTTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAATACATCTTAAT-
--------------AAATCTGTAGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA--
----AGTATAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC---
------------ATAATAGGAGACATA------------CGACAAGCACATTGT---AACATTAGTGAAAGA-
--GATTGGAATGAAACTTTACATAAGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCA--
-------------------------------------AATAAAGCAATAAAATTTACA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGAAGGGGAA---
TTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTTCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAGTCTCAAATAGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCACAAAACCAGCAGGAA----------------------------------------
---------------------------A-
GGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGCATAACAAATTGGCT
GTGGTATATAAAAATATTCATAATGATAGTAGGAGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTTCTTTGCTTAATGCTGTAGCAATAGCAGTAGCAGAG---
TGGACAGACAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCGCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX434796 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAGGAGGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACACAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGACAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTACAAATGTTAATAGTACTAGGAGCAGTAATAGTAGTAGTACT----
-------------------------------------------------------------------------
----------------------------AGTAATAGTACCCTTGGGAACATGCAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAGCAGCGAGCGTATGCACTC---TTTTATAGACTTGATATAGTACCACTTAACTCTGAT-------
-------------------------------------------------------------------------
----------
ATTAACTCTAGTAATATTAATGAGTATAGATTAACAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCATTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCAATTTTTAAGT
GTAAT---GATAAGAGGTTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACT---
CAACTATTGTTGAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTAAAAATCTGACAGACAAT---------GTTAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCTAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGAA---



GATTGGAAGAATACCTTACATAAAGTAAGCAAAAAATTAGCA---------------GAACACTTCCAA----
-----------------------------------AATAAAACAATAAGATTTAAC------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------GAG------
AATATGACTTGGATGCAATGG---GATAAAGAAATTGGTAATTACACAGACACAATATAC---
ATGTTGCTTGAAATCTCGCAAAAACAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAAGATCTGTTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTACCTCTTTGCTTGATACTATAGCAATAACAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>MF084205 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTAATTTTAAATTGTACCAATGCTAACCTCGATAATTCAACCTATATTGACAAT-------
-------------------------------------------------------------------------
----------------------AGTACAATAGATAAAATAGGAAATATAACAGATGATGTAAAA---
AACTGTACTTTCAACATGACCACAGAGATAGTA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTGCCACTTAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTAGTATCAACT---
CAATTACTATTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTGAGAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAAACTGTAAAA---------ATCAGTTGTATAAGACCCTCCAACAATACAAGAACA-----
-AGTACGAGAATA------------GGACCAGGCCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGCAAGCATATTGT---GAGGTTAATGGAACA---
GAATGGAATGAAACTTTAAAACAGGTATCTAAGAAATTAAAA---------------GAGCACTTTTAT----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCACCCTCAGGGGGAAATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAT------
AACCTGACATGGGCAGAATGG---GAGAGAGAGATTAGCAATTACACAAACCAAATATAT---
GAGCTAATTACAAAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGTATTATAGAAGTAGCACAAGTAGCCTGGAGAGCA----------------------------
--------GTTCTTCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCATTGCTA---TAA 
>MF073269 
GCC---TCA------------------------------------------
RAAAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGGGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATACAACTGGAA---------AACGTAACAGAAAATTTTAAC----------------



--------------------------ATGTGGAAAAATAAAATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAAGGCTGAATTTACCAGTACCAACATAACC-------------
-------------------------------------------------------------------------
----------------------AATGACAACATTAGCATAGGAAATTTAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGCGATAAGA---------------------------
GGTAAGCAGCAGAGGGTACATGCACTT---TTTTATACGCTTGATATAGTACGCCAAGGAAAC----------
-------------------------------------------------------------------------
----------------------
AGTAGTAATGAATATATATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGTTATACGATTTTAAAGT
GTAAT---GATAGGAAGTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------GAATCTGTACCA---------ATCAAGTGTATCAGACCCTCCAACAATACGAGACAA-----
-AGTACAAGAATA------------GGACCAGGCCAAGTG---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GCATGGAATAACACTTTAAGACAGGTAATTGGAAAATTACAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTAAA---
CCACCATCCCCAGGAGGAGATCTAGAAACTACA---ATGCATCATTTTACCTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATTTGCACCACTAATGTGTCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GGA------
AACATGACATGGATACAATGG---GAGAAAGAAATTAACAATTACACAAATACAATCTAT---
GACCTACTTACAGAATCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATCTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGAG---
TGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGTAGAGCC----------------------------
--------ATTCTTCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGACTTTGATA---TAA 
>MH377336 
ATT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAGTGGTCTTGGAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAAATCAAATGCAAGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGCGTCACTTTAAACTGTATAAATACAAATAGTAGTAGTAATAATAATAGTACCCCT-------
-------------------------------------------------------------------------
-------------------------------------------GAGAACATGCAGGAAATGAAA---
AATTGCTCTTTCAATATAACCTCAGTAGTAAGA---------------------------
GATAAGAAGCAGAAAGCGTATGCACTT---TTTTATAGACTTGATATAGTACCACTGAATTCT----------
-------------------------------------------------------------------------
----------------
GATGATAACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCATTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTTTGCGATTCTTAAGT
GTAAT---GATAAGAGGTTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATTAAACCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTAAATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCC---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAAA---
GATTGGAAGGAAACTTTATTTAATGTAAGTAAAAAATTAGCA---------------GAACACTTCCAA----
-----------------------------------AATAAAACAATACAAGTTGCA------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGGGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTGTTGATGACATTTGG------GGC------
AACATGACATGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCACAATCTAT---
GATCTACTTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATCTGTTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTTGCTATTTCTTTGCTTGATGCTGCAGCAATAGCAACAGCGAGG---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGACTTTGGTA---TAA 
>MH801989 
GCC---TCA------------------------------------------
AACGACTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGG---AGAGATGCGGAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACTACTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTAATTTGAAGGGCAACAAGACGAGCAACGAAACC----
-------------------------------------------------------------------------
-------------------------AGCCATACAGAAATAGGAAATGTAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACATTATTAGAA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTACAGAT----------
-------------------------------------------------------------------------
----------
AGCAATAATGGTAGTAGTGGGGAGTATAGGTTAATCAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCACCAATGTAAGAACA-----
-AGTATACCTATG------------GGACCAGGAAGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
CAATGGAATGAAACTTTAAGACAGGTAAAGGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAGAATTCCGG------
TCACCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAACAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCGTGGAGT-----------------
----------------------------AATAGATCTGTTGATGAGATTTGG------GAG------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAATAATTACACAGACATAATATAC---
AGACTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAGGATCTATTAGCATTGGACAGGTGGAAAAATCTATGGAACTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGGTTATAGAGTTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATATATCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCGTTGCAA---TAA 
>MK634699 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTCTTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCATGACA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGCGTTACGCTAAACTGTTTCAAAGCTAATTTGACGAACACAACCGAT----------------



-------------------------------------------------------------------------
-------------------------GGCAACAGTAGCACAGGAAATATAACAAATGAAATAAAA---
AACTGTACTTTTAACACGACCACAGAGATAACA---------------------------
GGTAAGCAGCAGGGGACCTATGCACTT---TTTTACACGCTTGATATAGTACAGATGGAAGAG----------
-------------------------------------------------------------------------
----------------
AATAATACTAATAATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAGAAGTTTAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAAACATAATAGTGCACTTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCACATTGT---AATATTAGTAGAACA---
AAATGGAATGAARCTTTAAATAAGGTAACTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AAGAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAACTACA---ATGTTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCAAAATCTAT---
GACCTACTTATAGAATCGCAAGGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAGTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGATACTATAGCAGTAGTAGTAGCGGGG---
TGGACAGACAGGGTTATAGAAGCTGCACAAACAGCTTGGAGAGCT----------------------------
--------TTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTG---TAA 
>MH220193 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACACTATTTTGTGCATCAGATGCCAAAGCACATGCGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGGAG---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACTCCTCTCTGTGTTACTTTAACATGTACCAATGCTAATCTGACCAATGCTAATGTGACCAAT----------
-------------------------------------------------------------------------
-------------CTCAAAGCGAACGTCTCTAAAGGATTAGGAAATATAACAGATGATGTAAGA---
AACTGCTCTTTTAATATGACCACATTACTATCA---------------------------
GATAAAAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTACAGAT----------
-------------------------------------------------------------------------
-------------
AGGAATGATAGTGAAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAGTTGTACCAGACCCTCCAATAATACAATAACA-----
-AGCATAAATATA------------GGACCAGGACGAGCA---TTC------TATAGAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGACAAGCCTTTTGT---GAAATTAATGGAGCA---
AAATGGAACAAAACTTTAGGACAGGTAGCTAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGAATTCCAG------
CCGCCCTCAGGGGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATTTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------



AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATCACACAAACCAAATATAC---
CAAATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGAACTTGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTCTCGCTATTTCTTTGGTTGATGCTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATTAGACAAGGCTTAGAAAGGGTTTTGCAA---TAA 
>MK474158 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAGGAGGCAACC---
ACAACTTTGTTCTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGACTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTACAGATGTTACCAGTAATAGTAGCAGTAATAGCAATAGTAGTAGT-
-------------------------------------------------------------------------
----------------------GATAAGAGTAATAGTACCCTTGAGAACATGCAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTATTGAGA---------------------------
GATAAGAAGGAGAAAGTGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTACCTCT----------
-------------------------------------------------------------------------
----------------
AGTGGAAACACTAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCAATTCTTAAGT
GTAAA---GATAAGAGGTTCAAT------GGGACAGAACCATGCCAGAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAAGCTGTAGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTGAGAAA---
GATTGGAGCAGCACTTTATCTAATGTAAGTAAAAAATTATTG---------------GAACACTTCCCA----
-----------------------------------AATAAAACAATACAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAAGTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTACACAGAGATTTGG------GGT------
AACATGACCTGGAGGCAATGG---GATGAAGAAATTAGTAATTACACAGACCTAATATAC---
GGGCTGCTTGAAGTCTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATCTCTTTGTGTGATGCTATAGCAATAACAATAGCGGGG---
TGGACAGATAGCGTTATAGAAATTGCACAAAGAGCCTGGAGAGCT----------------------------
--------TTCACCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MN336526 
GTT---GCA------------------------------------------
GGAAACTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGGACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACCCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACGCCCCTTTGCGTTACTCTAAATTGTACCGATAAAATAGCAGTCAATAATGACACAATCAAT----------
-------------------------------------------------------------------------
-------------------------GGCAACGATACCATAGGAAATATAACAGCTGAAGTAAGA---
AACTGTACCTTTAACATGACCACAGAAATAAGA---------------------------



GATAAGAAACAGAAGGTCTCTGCACTG---
TTTTATAAGCTTGATATAGTAAAAATGGAAGAACAAGAAAATAAG----------------------------
--------------------------------------------------------
AATAGTAGTGAGTATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCCTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---GATAAGAAATTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTGCAGTGCACGCATGGAATTAAACCAGTGGTATCAACC---
CAATTGCTACTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAGTCAGATCTGAGAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCATCTCAAT----
-----------GAATCTGTAGGA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGCATA------------GGACCAGGACAAATG---TTC------KATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAGGGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATGAAACCTTAAAACAGGTAGCTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAATCTTTCAA------
CCACATTCAGGAGGAGATCTAGAAGTTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCATGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GGA------
AACATGACATGGATAGAATGG---GAAAGGGAAATTAGCAATTACTCCAACACAATTTAT---
GAGCTACTTACAGAATCACAAAGCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGAACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTACATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAGTAGGACGAAGGCTTTGCAGAGCT----------------------------
--------ATCTATAACACA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MK650464 
ACT---GAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTGGTCTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTGAAATGTACAAATGTTAATGTTACCAGTAATAGTAGCAGTAGT----------
-------------------------------------------------------------------------
-------------------------AATAGTAGTAATAGCTTTGAAAACATGCCGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGTAGTAAGA---------------------------
GATAAGAAGCAGCAAGTGTATGCACTT---TTTTATAGACTTGATGTAGTACCACTTAATAAC----------
-------------------------------------------------------------------------
----------------------------
TCTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACACTATTGCGCTCCCGCTGGTTATGCACTTCTTAAGT
GTAAT---GATGAGATGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAATAATTAGATCTGAAAACTTGACAAACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAAAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
ATTTGGAGGGAAACTTTAAAAAATGTAAGTAAAAAACTAGCA---------------GAACATTTCCAA----
-----------------------------------AATAAAACAATAAAATTCGAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGCAGACATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AGGTTGCTTGAGGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------



AGCAATGAGAAAGATTTATTGGCATTAGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTTCTTTGCTTGATAATACAGCCATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACTA---TAA 
>MH684584 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGATGCAACC---
ACAACTTTATTCTGTGCATCAGATGCCAAAGCACACAGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACCAATGCTAACCTAACCAATGCTAAC-------------------
-------------------------------------------------------------------------
-------------------------CTAACCAATGCTAACCTCAATATAACAGGTGAAGTAAAA---
AACTGTACTTTTAACATGACTACAGAGATAAGA---------------------------
GATAAGAATCAGAAGGTCTTTGCACTG---
TTTTACAAGATTGATATAGTACAAATGGAAGGAAATAATGTAAATAAT-------------------------
-----------------------------------------------------
AGTAATAGTAGTAAGTATAGGTTCTATAGGTTAATAAATTGTAATAATTCAGTCATTAAGCAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGGATAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAACCAGTGGTATCAACC---
CAGTTGCTGCTAAATGGCAGTCTAGCAGAAGAGGAA------------
ATAATAATCAGATCTGAGAATCTCTCAAACAAT---------GCCAAAAACATAATAGTGCATCTTAAT----
-----------AAATCTGTAAGT---------ATTAATTGTACCAGACCCTCCACCAATGTAAGAGTA-----
-AGTACAAGAATA------------GGACCAGGTCAAGTG---TTC------TATAGAACAGGATCC------
---------ATAACAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAACCAGGTAGCTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------
AATAAGACAATAATCTTTCAACCACAACCACCCACAGGAGGAGATCTAGAAATTACA---
ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGATGAGATTTGG------AAG------
AACATGACATGGATAGAATGG---GAGAGGGAAATTAGCAATCACACAAACAAAATTTAT---
GAGCTAATTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGGATAATTTTTGCA---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATCTCTTTGTTTGATACTATAGCAATAGCAACAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGGGCTTGGAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAATAGTGTTGCAA---TAA 
>KF541292 
GCT---TCA------------------------------------------
AACAACAGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAA---
GCTACTCTATTCTGTGCGTCAAATGCTAAAGGATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATATGGGATAATGATATGGTGGATCAAATGCAAGAGGATGTA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAACTTATAAGGGCAATGGGACTTTTAATGACACTCTTAAT----
-------------------------------------------------------------------------
-------------------AGTACCCGCAATGGGAACTTCAGTGATAACGGGCAGGAGGTAAAA---
AATTGCTCTTTCAAAGCAACCACATTATTAAGA---------------------------
GATAGGAAGGAGAAAGTGGCTGCACTT---
TTTTATAGACTTGATCTAGTACCCCTTAATGATAAGAAAAACTCT----------------------------



-----------------------------------------------
AGTAATGGAAACTCTAGTGAGTATGATAGTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATATACTATTGCACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---TCGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTTCTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATCAAATCTAAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAATGCT-
--------AATACATCTGTAAAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATCATAGGAAACATA------------AGACAGGCACATTGC---AGCATTAATAAACAG---
GCCTGGAATAAAACTTTAGAGATGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAAATTTAAC------
AATGCCTCAGGAGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTTATCTGTACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
-------------------------AACAAATCTGACACAGACATTTGGAAT------AGT------
AGCATGACCTGGAATCAGTGG---GATAAGGAAATCAGTAATTACACTGACACAATATAC---
AGGTTGATTGAAATCTCACAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGCAAGATTTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCAGAG---
TGGACAGATAGGGTTATTGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY371170 
GCA---GCA------------------------------------------
GATAATTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGACGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTACACAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCTGACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTACAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCCTGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAAAGCTAATTTCACCAAGGCTAATCTCACC-------------
-------------------------------------------------------------------------
-------------------------AACGCTAATGAAACAATAGAAATGGAAAAAGCAGTAAGA---
AACTGTTCTTTTAAGATAAACACAGAATTAAGA---------------------------
GATAAGCGGCAGAAGGTCCATGCACTT---TTTTATAATGATGATATAGTGTCACTTGGTGGA----------
-------------------------------------------------------------------------
-------------------------
AATAATACTTATAGATTAATAAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGACTTTCAAT------GGAACAGGGCCATGCAACAAC-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCAAAAATCATAATGGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCACTTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGAATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGAAAGCATATTGT---GAGATTAATGAAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAACAAATTAAGA---------------GATCACTTTAAG----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCATCCTCAGGAGGAGATCCAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCCTCTGCACCACTAATGTGCCTTGGAATATCAGTTGGAGT-----------------
----------------------------AACAAATCGTATGAAGAAATTTGG------AAC------
AATATGACATGGATAGAATGG---GATAGAGAAATTAACAATTATACAAACCAAATATAT---
GAGCTACTTACAAAATCGCAGGACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGACTTGTTAGCATTGGATCATTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGT
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---



GTACTCAATATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTCGCTATTAGTTTGCTTAACACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATATACATAGTACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTTAATATA------CCCAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>KF835546 
GCC---TCA---AAA---------------------------------
CAAGAACAATTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAA---
ACCACCCTCTTTTGTGCATCGGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTGGATTGTAGTCACCAGGTCAATATCACTGATGTCACTAAATCGGCC-------
-------------------------------------------------------------------------
-------------------CATGGCAATGACTCTCACATAGGAAATCTAACAGAGGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGAAGCAGTTCCATGCACTT---TTTTATAAGCTTGATATAGTAGACATGGGAAAC----------
-------------------------------------------------------------------------
----------------------
AATAAGAGTGAGTATAGATTAATCAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAGTTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATACCTATA------------GGGCCAGGACAAGTA---TTC------TATCAAACAGGAGAA------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGGTTAATGGAAAA---
AAGTGGAATGAAACTTTAAGACAGGTAACTGAAAAATTAAAA---------------GAGCACTTTATT----
-----------------------------------AATAAGACAATATCCTTTGAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGCAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCACATGACGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
ACAATACTTACAGAATCACAGAACCAGCAGGAT----------------------------------------
-----------------------------
AGAAATGAACAGGAGTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTTGCTATTTCTTTGTTTGATGCTATAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCCTAGAAAGAGCTTTGCTA---TAA 
>KF859773 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGG---AGAGATGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACCCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACGACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAAATGTGTCACTGCTAATTTGACCAATATCAACACGACCACT----------
-------------------------------------------------------------------------
-------------------------GTCTCTAACAGAATAGGAAATGTAACAGATGATGTAAGA---
AACTGTTCTTTTAATATGACCACATTACTGACA---------------------------
GATAAGAAGAAGCAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTACAGAT----------
-------------------------------------------------------------------------
-------------
AGCAATGATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT



GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGGTCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTATAGAA---------ATTAATTGTACCAGACCATCCAACAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TACAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAACACTTTAAGACAGGTAACTAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAAATTTCCAG------
CCACATTCAGGGGGAGATTTAGAAGTTGTA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAATTAGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAGGCATAGAGGCAGCACAAAGAATTGGTAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU501256 
GCCTCTTCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGGCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAACCCGCAAGAAGTACTCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACGCCTCTTTGCGTTACTTTAAATTGTATCAATGCTCAGTTGAACACAACCACTGTCAAC-------------
-------------------------------------------------------------------------
-------------------------AATACCCATAACATAGAAAATATATCAGATGAAGTAAGA---
AACTGTACTTTTAACATGACAACAGAGGTAAGA---------------------------
GATAAGAAGCAGCAGGTTCATGCACTT---TTTTATAAGCTTGATATAGTAGAAATGGGAAAA----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTCTTAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTAACAAACAAT---------GCTAAAACCATAATAGTGCAACTTAAT----
-----------AAATCTGCAGAG---------ATCAATTGTACCAGACCTTCCAACAATACAAGAACA-----
-AGTATACGAATA------------GGACCAGGCCAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAAGGAAACTTTAAAACAGGTAAGGGCAAAATTAAAA---------------GAGCAATTT-------
-----------------------------------AATAGGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGACCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACGACACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGGAGATCTGG------CAC------
AACATGACTTGGGTAGAATGG---GAGAGAGAAATTAGCAATTACACAAATAAAATCTAT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGCTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCCTTGGTTGATACTATAGCAATAACAGTAGCGGGG---



TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK158946 
GCC---TCA------------------------------------------
GACCAATTATGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------GTATGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGACAGTGCAGACGCAGGAGGATGTA---
ATCAGTGTATGGGATCCAAGCCTA---AATACATGTGTA----------------------------------
-----AATCTTACTAATATCAGCGTCGCCTTCAATAGTAGCAACACT-
GTCAATAACTTGACCTTCGTCAATGT-----------------------------------------------
-------CTCTGCATCACTCTATGTCTCTGTATCACTA--ATAACTATAGCAGAGGAACTAAGA---
ACCTGTACTTTTAACACGGACACAGAAATTAGG---------------------------
GATAAGAAACAGCAGGTCCATGCTCTT---
TGTCATAAGCTTGATGTAGTAGAAATAAAAGATAGTAATGGTAAT----------------------------
-----------------------------------------------
AGTAGTACTAATGGTAGTAATAGTGCTGAGTATATATTAGTCAATTGCAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAAT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGACAAG------------
ATAATAATCAAATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAGAA-----
-AGTGTACATATA------------GGGCCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGGGATATA------------AGGCAAGCATTTTGT---GAGATTAATGGGACA---
GTATGGAATAACACTTTAGAACAGGTAGCTGGAGAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGAGTATATACTTTGGA------
CCACACTCAGGTGGAGATCTAGAAATTACG---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAGAATCATTTGCACCACTGCCGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AACAAATCATTTGAGGAGATTTGG------GAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GCAATACTCACAGAATCACAGAGCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGAGTTGATGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGAG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGAGCTTTGATA---TAA 
>MH615836 
GCT---ACA------------------------------------------
AACAATTTGTGGGTCACGGTCTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGGAGCCAGAA---ATGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCATGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAGATGCAGGAAGATGTA---
GTCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACGCCCCTTTGCGTTACTTTAAATTGTTCCACTGCTAAATTGAATAACACATTGAATAGCACA----------
-------------------------------------------------------------------------
-------------GACACTGTCAATGATACCCTGAACATAGGAAATATGAAAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAGATAAGA---------------------------
GATAAAAAGGAGCAGGTTCATGCACTC---TTTTATAAGCTTGATATAGTAGAAATGGGAAAC----------
-------------------------------------------------------------------------
----------------------
AATACTAGTAACTATAGGCTAATAAATTGTAATACTTCATTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCACCTGGTTATGTGATTTTAAAGT
GTAAT---GATGAGAACTTTAAT------GGTACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAKYACAATGCACACATGGAATTAAACCAGTGGTATCAACT---



CAATTGCTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAGAATATCACAAATAAT---------GCCAAAAACATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------CATGGAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
GAATGGAGTGAAACTATAAAACAGGTAACTGCAAAATTAAAG---------------GAGCACTTT-------
-----------------------------------AATAAGACAATACTCTTTCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTCAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAACGTGCCCTGGAACAACACTTGGAGT-----------------
----------------------------AATAAGTCTTATGACGATATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATCTAT---
GAGCTACTTTTGATATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGAGTTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGYTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTGGCTATTACCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTATAGAGCT----------------------------
--------GTTATTAACATT------CCTACAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MK850457 
ACC---TCA------------------------------------------
GACAATTTGTGGGTTACAATTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCTTCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTATATCTAAAA---------AATGTAACAGAACATTTTAAG----------------
-----------------------------TGGAAAAATAACATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCGATGCTAATTTTAACCAAACTATGATTAATAAC----------
-------------------------------------------------------------------------
----------------------CAAACTATAGCTAAAAACCAAACTATAGCAGATGAAATGAGA---
AACTGTACTTTTAACATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAATTAAAGGG----------
-------------------------------------------------------------------------
----------GAATAGTACA--
AATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCATTACAATGCACACATGGAATTAGACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGCACCAGACCTGCCAACAATACAAGAACA-----
-GGTATAACCATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAT------
---------ATAATAGGAGATATA------------AGGAAAGCATTTTGT---GAAATTAATCAAACA---
GCATGGAAGGGAGTTTTAAAACAAGTAACTAAAAAATTAAAA---------------GAGCAATTTAAT----
-----------------------------------GCTACGGAAATAATTGTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTCTTGAAGAGATTTGG------AAT------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAAAACAATCTAT---
GATCTAATTACGGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
CAAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGGGGTATAATAGGTTTAAGAATAATTGTTGCT---
GTGTTATCTTTAGTA---------AATAGAGTCAGGCAGGGATACTCACCA------
TTGTCTTTCGCTATATCTTTGCTTGATATTACAGCAATAGCAATAGCGGGG---
TGGACAGATAGAATTATAGAAGTAGCACAAGGAGCTTGGAGAGCA----------------------------
--------ATTCTCCACATA------CTTAGAAGAATCAGACAGGGGTTAGAAAGGGCTTTGCTA---TAA 
>MN654104 



GCC---TTA------------------------------------------
GAAAATTTGTGGGTTACCGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAAACAGAA---AAGCACAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAAATGCAGGAAGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACGCCTCTTTGCGTTACTTTAACTTGTAGCAATGCTAAGCTCAATGACACAACCAATAACAATACAACCCCT-
-------------------------------------------------------------------------
-------------------------GTCGACCATACCATAGGAAATCTAACAGATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAATTTAAA---------------------------
GACAAAAAGCAGAAGGTCTATGCACTA---TTTTATAAGCTTGATATAATACAAATGGAGGGA----------
-------------------------------------------------------------------------
----------------
GACAATAGTAGTAGTATGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GATAAGACGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAC----
-----------AAATCTGTAGAA---------ATCAACTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGCC------
---------ATAACAGGAGATATA------------AGAAAAGCATTTTGT---CAGATTAATGGTACA---
GAGTGGAATGAAACTTTAAAACAGGTTACTGCAAAATTAAAA---------------GGGCACTTTAAT----
-----------------------------------AATAGGACAATAATCTTTAAA------
CCCCCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGGAAATTTGG------GGC------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCAAAATTTAT---
GAACTACTTACCGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGGATTAGGGAGGGGTACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAGTAGYAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGTACAAGCAGCTGGAAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MN124512 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGCGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------ATCTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAACGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGAGGCCAATTTGACCAACGTCAATGACACCAATGTCTCTGTA-
-------------------------------------------------------------------------
-------------------------GGAAATATAACAGTAGGAAATATAACAAATGAAATAAGA---
AACTGTTCTTTTAATATGACCACAATACTAACC---------------------------
GATAAGATGCAGAAGGTCCATGCACTT---
TTTTATAGGATAGATCTAGTAGAAATAGACAACAAAAATAAAAAT----------------------------
-----------------------------------------------------------------
AATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATGATAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCGGAAAATCTCACAGACAAT---------GCCAAAATTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCGGTAGAAGAAAAACA-----



-AAAGTAACTTTC------------GGACCAGGAAAAGTA---TAC------TATCAAACAGGAGAA------
---------ATAATAGGAAACATA------------AAAGCAGCATATTGT---ATGATTAATGGAACA---
AAATGGAATGAAACTTTAACACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTGGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AATATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAAATACTTACAGAATCACAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATACTTTTTGCT---
GTGATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAACAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>MN654106 
GCC---TTA------------------------------------------
GAAAATTTGTGGGTTACCGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAA---AAGCACAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACGCCTCTTTGCGTTACTTTAAATTGTACTAATGTTRAGTTCAATAGCACAACCTCTAACAAGACACCCACT-
-------------------------------------------------------------------------
-------------------------GTCAACAATACCATAGGAAATCTAACAGATGAAGTAAGA---
AACTGTACTTTTAACAYAACCACAGAATTAAAA---------------------------
GACAAAAAGAAGCAGGCCTATGCACTA---TTTTATAAGCTTGATATAGTACAAATAGGGGGA----------
-------------------------------------------------------------------------
----------------------
GGCAATAGTAGTTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGCTTTGCGATTTTAAAGT
GTAAT---GATAGGATGTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTRCTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAAACATAATAGTGCACCTTAAC----
-----------AAATCTGTAGGA---------ATCAGATGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAA------
---------ATAACAGGAGATATA------------AGAAAAGCATTTTGT---GAGATTAATGGTACA---
GAATGGAATGAAACTTTAARACAGGTAACTGCAAAATTAAGA---------------GGGTACTAT-------
-----------------------------------AATAAGACAATAATCTTTGAA------
CCCCCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGATATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCAAAATTTAT---
GACCTACTTACCGAATCGCAAGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAGAGGGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTATTTGATACTACAGCAATAGTAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAGCAGCTGGAAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTAAAT---TAA 
>MN654107 
GCA---------------------------------------------------
AATTTGTGGGTTACTGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAAACAGAA---AAGCACAAT----------------



--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTCCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAACAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACGCCTCTTTGCGTTACTTTAAATTGTAGCAATAAAGTTGAGTTCAAGAACAACACCATTAACAATACAACCA
CTGTCAAATCTACCATAGACCCT--------------------------------------------------
-------------ACCATAGGAAATCTAACAGATACCATAGGAAATCTAACAGAAGAAGTAAAA---
AACTGTACTTTTAACATAACCACAGAATTACAA---------------------------
GACAAAAAGAAGCAGGTCTATGCACTA---TTTTATAAGCTTGATATAGTACCAATGGAGGGA----------
-------------------------------------------------------------------------
-------------------
AGCAACAGTAGTAAGTATATATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGATGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAC----
-----------AAATCTGTAGCA---------ATCAGCTGTATCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGCATA------------GGACCAGGCCGAATG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAGTATA------------AGAAAAGCATTTTGT---CAGATTAATGGTACA---
GAATGGAATGAAACTTTAAAACAGGTAATTACAAAATTAAAA---------------GGGCACTTTACT----
-----------------------------------AACAAGACAATAAACTTTAAA---
CAACCCCCATCAGGAGGAGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCTTGAGGAAATTTGG------AAC------
AACATGACATGGGTAGAATGG---GAAAGAGAAATTAGCAATTACACAAGCCAAATTTAT---
GAACTACTTACCGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAGAGGGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGATTGATACTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGCAGCACAGGGAGCTGGAAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGATA---TAA 
>AB859012 
GCC---TCA------------------------------------------
GACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACTCCTCTCTGCGTTACTTTACATTGTACCAATGTCTCTTTAAATAGTACCAATGCAAATTAT----------
-------------------------------------------------------------------------
-------------------ACCAGTGACTCTAAAGGAATCGGAAATATAACAGATGAAGCAAGA---
AACTGTTCTTTTAATATAACCACAGAATTAATA---------------------------
GATAAGAAGCAGAAAGTTTATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGGAGATAAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTACTGCTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACTAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACGGATA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAACGGAACA---
CAATGGAATGGAGTTTTAAAACAGGTAGCTGGAAAATTAGAA---------------GAGCACTTT-------



-----------------------------------AATAATACAATAAACTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACCGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAGGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAACTAGTAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGGC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATAGCTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATACTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTGTAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MN187301 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTGAAA---------AATGTAATAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTATGAATTGTACTAATGCTGTTTTCACTAATGTTACTTCCAATAAT----------
-------------------------------------------------------------------------
-------------------------AGTTCTATAAAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTCATACGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGAGCTATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAGTGAT----------
-------------------------------------------------------------------------
-------------
AATGACAATAATAGGAGTGAGTATAGGATAATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCACTTTTAAAGT
GTAAT---GATAAGAATTACAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAGCAACAATACAAGAACA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
GAATGGGGGAAAGTTTTAACACAGGTAAAGAAAAAATTAGAA---------------AAGCACTTTAAC----
-----------------------------------
AATAAGACAATAATCTTTCAACCACAACCACCCTCAGGAGGAGATCCAGAAATTACA---
ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCAAAGGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
GCAATACTTACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTGGCTGTTTCTTTGCTTGATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGCAGGAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTATTCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTG---TAA 
>AB646691 
GCA---GCA------------------------------------------
GAAGAAACATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACATTATTTTGTGCATCAGATGCTAAAGCCTATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTACTGGAA---------AATGTGACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCGTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCTCTGATGTAAATGTCACTACTGGAACCAATAATAATACT-------
-------------------------------------------------------------------------
----------------GAAGCCAGTAATAATACTAGTTTAAGGATGGAACAAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAACATAAAA---------------------------
AAGCAGGTGCGGAAAGAATATGCGCTT---TTTGATAGAAATGATGTAGTACTAATAGATTCA----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGGTAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTATAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCGGTAGTGTCAACA---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
GTAATACTTAGCTCTGACAATATCACGAACAAT---------GCTAAAACCATAATAGTGCATCTAAAT----
-----------GAATCTGTAGAA---------ATTACTTGTATAAGACCTAACAACAATACAAGAAAA-----
-AGCATACCTATA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCCTATTGT---AATATTAGTGGAGAA---
AACTGGAATAACGCTTTAAGAAAGATAGTTACAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------AATAATAAAACAATAAACTTTAGT---
CAACCAATCCCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGCTAGCATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGGCAATTACACAAACACAATATAT---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACCGATAGGATTATAGAAGTAGTACAAAGAACCTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCAAGAAGACTAAGACAGAGCTTAGAGCAAAGG--CTTT---TAA 
>MK577481 
GCT---GCA------------------------------------------
GAAAAATCGTGGGTCACCGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCATAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTGAATTGTAGTAATGTGAGGAATAATACTACTACCAGTAGGAATAATACTACTA
CC-----------------------------------------------------------------------
----------------------AGTAATAGTAGTGGGGGAGTGATGGAGGAAGGAGAAATGAAA---
AACTGCTCTTTCAATGTTACCACAAACATAAGG---------------------------
AATAAGGTGCAGAAAGAATATGCTCTT---TTTTATAAACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCTATACGTTGATAAATTGTAACTCCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACGTTATTGTACCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGTTTA------------GGACCAGGGGGAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAACAACACTTTAAAACAGCTAGTTATAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGCCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATCTGG------AAT------
AACATGACCTGGATGGAGTGG---GACAGGGAAGTTAACAATTACACAAGCTTAATATAC---
ACTTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCT----------------------------
--------ATCCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AB097865 
GCT---GCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTATGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCGCA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAACTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAACTGTACCACTGCTAACTTGACCAATGGCACTACCACAGCC----------
-------------------------------------------------------------------------
----------------------GATGTCTCTGACGGAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACTACAGAGATAAGA---------------------------
GATAAGACGAAGAAGGTCCATGCACTT---TTCTATAAGCTTGACATAGTACAAATGGGAGAT----------
-------------------------------------------------------------------------
----------------
AATAAGAGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCGAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATCCTTAAAT
GTAAT---GATAAGAATTTCAAT------GGAACAGGGCCGTGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAATATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-CGTATGACTATA------------GGACCAGGACATGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAAATCAATGGAACA---
AAATGGAGTGAAGCTTTAACACAGGTAGAGAAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAACCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGAAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTATAGATGACATTTGG------AAT------
AATATGACTTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCA---
GTACTTTCAATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
GTGTCATTAGCTATTAGCTTGCTCAATACCACAGCAGTAACAGTAGCTGAG---
GGGACAAATAGGATTATAGAAATAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KU820835 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATTCACCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAATCTGAAA---------AATGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAACTGTACCAATGCTACTTTGACCAATTCGACCAATGTCAATGAC-------



-------------------------------------------------------------------------
-------------------ACCAGTGTCCCTACCAGTGTCCCTAAAATAGGAGATGAAGTAAAA---
AACTGCTCTTTTAATATGACTACAGTAATAAAA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGGCAAT----------
-------------------------------------------------------------------------
-------
ATTACTAGTGAGAGTAATTATAGTGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATCTTAAAGT
GTAAT---GATAAGAATTTCACG------GGGATAGGGAAATGTAAAAAT-----------------------
-GTCAGC---TCAATACAATGCACACATGGAATTAGGCCAGTGGTATCAACC---
CAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATTTCACAGATAAT---------GTCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGGCCCTCTAACAATACAAGAAAA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---GAGGTTAATAAAACA---
AAATGGAATGAAACTTTACAGCAGGTAGCCAGAAAATTAAAA---------------GAGCACTATAAT----
-----------------------------------AAGACAACAATAATCTTTGCA------
CCACACTCAGGAGGAGACCTAGAGATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTCATGATGAGATTTGG------GGC------
AACCTGACATGGGCACAATGG---GAGAAAGAAATTAGCAATTACACAAACCACATATAT---
GGGATACTTACAGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAAGTTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCCATTTCTCTGCTTGATGCTGTAGCAGTAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCT----------------------------
--------GTCATCCACATA------CCCAGAAGAATCAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>DQ366666 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTTTGCTCAGGAACAATAGCACAACCAATGTCTCTAGCA
TAACA--------------------------------------------------------------------
----------GGAAATATCACAGATGAAGTAGGAAACTTAGGAAATATATCAGAGGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAATACTAACT---------------------------
GATAAGAAGCAGAAAGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGGAAAA----------
-------------------------------------------------------------------------
-------------------
AATGATAATAATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
ATAATAATCAGCTCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCTAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GTGATTAATGGGACA---
AAATGGAATAGAACCTTAGAACAGGTAACTAAGAAATTAAAA---------------GAGTACTTT-------
-----------------------------------AATAAAACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------AAG------



AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAGATATAT---
GACATACTTACAGAATCGCAGAATCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGTACAAGTAGTTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGTCTTTGCTA---TA- 
>EF495062 
GCT---GCA------------------------------------------
GACCACTTGTGGGTCACAGTTTATTATGAGGTCCTGGTGTGG---AAAGATGCACAA---
TACCCCCCATTTTGTGGCTCAGACGCTAGAGCTTATGATGAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTATTGGTA---------AATGTGACGGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATAGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATCAGATGAAAGTTTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTGTAAATTGTACCCAATTTGTACCCAATGCTAGTTCGACCAATGTCAATGAC----
-------------------------------------------------------------------------
----------------ACAGTCAATGTCTCTAGCATAATAGGAAATATAACAGATGAAGTGAAG---
AACTGTTCTTTTAATGTAACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAGGTCCGTGCACTT---TATTATAAGCTTGATATAATACCAATTAGAAATAATAGC----
-------------------------------------------------------------------------
-------------
AGTAATAGCAATAGTGGTGAGTATAGGTTAATAAATTGTAATGCTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGGG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGTA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATACGTATA------------GGACCAGGACAAGCC---TTC------TATAGAACAGGAGGC------
---------ATAATAGGAGATATA------------ACGAAAGCATATTGT---GAGATTAATGGAACA---
GCATGGAATGAAACTTTAAAACAGGTATCTAGAAAATTAAGA---------------GAGCACTAT-------
-----------------------------------AATAAGACAATAAACTTTCAG------
CCACCATCAGGAGGAGATCTTGAAGTTACA---ACGCATCATCTTAATAGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCGGGAGGACATTTGG------AAG------
AATATGACTTGGATGGAGTGG---GAGAGAGAAATTAGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGAAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATA------------GTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTGGCAGGG---
TGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EU031914 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACTCACAGAC---
CCCAACCCACAAGAGATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAGATTGTGCCAATGCTACTTTTACCGAAAACGATAACTACACT----------
-------------------------------------------------------------------------
----------------------AAAATCGAGGGACTAGAGGGAAATATAACAGATGAAATAAGG---
AACTGTTCTTTTAATATGACCACAGAGATAAGA---------------------------



GATAGGAAGCAGAAGATCTATGCACTC---TTTTATAGGATTGATACAGTACAAATTGACAAT----------
-------------------------------------------------------------------------
----------------------
AGTAGTACTGAGTATAGGTTGATAAATTGTAATACTTCAGAAATCAGGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTTAAGT
GTAAT---GATAAGAAGTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTGAACGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGCACCAGACCCTTCAACAATACAAGAACA-----
-AGTTTCAGGATA------------GGACCAGGACGAGCA---TTC------CATAGAACAGGAACC------
---------ATAACAGGAGATATA------------AAGACAGCATATTGT---GAGGTTAATAGAACA---
AAATGGAATGAAACATTAAAACAGGTGGCTAAAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AGTAGTACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTGCA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAAGCGAAATATAC---
ACCTTAATTGAAGAGTCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGACAAGTGGTCAAATTTGTGGAATTGGTTTTCAATATCAAACTGGC
TGTGGTACATAAGAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTGGCAGGG---
TGGACAGATAGAGTTATAGCAGTAGCACAAGGAGCTGGGAGAGCT----------------------------
--------ATTCTTCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>KJ206289 
GCT---TCA---ACA------------------------------------
AACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGGACAATCCCATGGTACAACAGATGCATGACGATGTC---
ATCAGTTTATGGGATCAAAGCCTG---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTAATTGGACTGCTAATTCGACTACTAATAATTCGACTGGTACTA
ATGTG--------------------------------------------------------------------
-------ACTACTGCAAAGCCCCCTACGACTGCTACTCCTAATACGATAGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATACAA---------------------------ACTAAGGTG---
GCAGACCATGCACTT---TTTCATAAGATTGATATAGTACCAATAGATGAT----------------------
-------------------------------------------------------------------------
-------GGTAATACTACCAAATATAGGTTGCTACAATGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGATTCTWAAGT
GTAAC---AATAAAACGTTCAGT------GGAAARGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAAWGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------GCTAAGATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAAAA---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATTTA------------GGACTAGGACGAGCA---TGG------TATGCAACAGAACGA------
---------ATAACAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTACATCA---
GAATGGAACAACGCTTTAAAAAAGATAGTTAAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAACCCTCAGGAGGGGACCCAGAGATAGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTGCGATTTGG------GAC------
ACCATGACTTGGATGGAGTGG---GAAAAAGAAATTGGCAATTACACACAAGAAATATAC---
ACCTTACTTGAAGAATCGCAGAWCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGACTTATTAAAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAGCATATCAAAATGGC



TGTGGTATATAAAAATCTTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTAGCTTGCTTAATTTYACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATYATAGAAGTAGTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGGTA---TAA 
>MH327744 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAACAAAATGGCAGAGCAGATGCAGGAGGATATA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTATGAATTGTACTAATGCTAATATCAATAATACTTCTTTCAAT-------------
-------------------------------------------------------------------------
----------------------AATAGCTCTATAAGAATAGGAAATATAAGTGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGATCTACGCACTT---TTTTATAAGCTTGATATAGTACCAATTAGTGAT----------
-------------------------------------------------------------------------
-------------
AATAACAATAATGGGAGTGAGTATAGGATAATAAATTGTAATAGTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAGCAACAATACAAGAACA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAGTAGGAGAC------
---------ATAATAGGAGATACA------------AGAAAAGCATATTGT---GAGGTTAATAAAACA---
AAATGGGGGGAAGTTTTTACACAGGTAAAGAAAAAATTACAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTGAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTTCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGAAATTACACAGGCCAAATTTAT---
GAGATACTTACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATTATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAATAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATC------CCAACTAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KY658692 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACG---CATGCCTGTGTACCTACAGAC---
CCTAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAACAAAATGGCAGAGCAGATGCAGGAGGATATA---
ATCAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTATGAATTGTACTGATGCTAAAATCACTAATGCTTCTTATAGT-------------
-------------------------------------------------------------------------
-------------------------AGCTCTATAGAAATAGGAAATATAACAGATGAAATAAGA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAAAAGCAGAAGATCTACGCACTT---TTTTATAAGCTTGATATAGTACCAATTAGTGAT----------
-------------------------------------------------------------------------
-------------
AATAACAATAATGGGAGTGAGTATAGGATAATAAATTGTAATAGTTCAGTCATTAAGCAG---



GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAGTAATTAGATCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAGCAACAATACAAGAACA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAGTAGGAGAC------
---------ATAATAGGAGATCCA------------AGAAAAGCATATTGT---GAGGTTAATGAAACA---
AAATGGGGGGAAGTTTTTACACAGGTAAAGAAAAAATTACAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTGAA------
CCACCCTCAGGAGGGGATCTAGAAATTACA---ATGCTTCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTTCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGAAATTACACAGGCCAAATTTAT---
GAGATACTTACAGAAGCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATTATTGTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------GTTCTCCACATC------CCAACTAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH078564 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AAAGAAGCAAAG---
ACCACCCTATTTTGCGCATCAGATGCCAAAGCACAGGAGTCAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTTCTATGACTTGTAGTAATGTTAATGTCAATAATGCTTCT-------------------
-------------------------------------------------------------------------
-------------------------ATAGTAGGAAATATAGGAAATATAACAGATGATATAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAATA---------------------------
GACAAGAAGCAGCAGGTCTATGCACTT---TTTTATAAGCTTGATACGATGTCAATCAACAATGGA-------
-------------------------------------------------------------------------
----------------------------
ACTGAATATACATTAATAAATTGTAATTCTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGTTATGCACTTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATTAGGTCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------AAATCGGTAGAA---------ATCAATTGTACCAGACCCAACAACAATACAAGAATA-----
-CGTGTAACCACG------------GGACCAGGACGCGTA---TAC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GAGGTTAATGCAACA---
AAATGGAAGGCAGTTTTAGAACAGGTAAACAAAACATTATCA---------------AAGCACTTTGTT----
-----------------------------------AATAAGACAATAGAATATAAA------
CCACCATCAGGAGGAGACCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAACAACTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATATGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCCCTTGATGAGATTTGG------AAC------
AAAATGACATGGATACAGTGG---GAAAGAGAAATTAGCAATTACACAGGCCAAATTTAT---
GACATACTTACAGAAGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCT---
GTGATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATACTATAGCAATAGCAGTAGCAGGG---



TGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTTAATATA------CCTAGAAGAATTAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY358073 
GCT---GCA------------------------------------------
GAAGACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGG---AGGGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACAGGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGTYTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACGTTAAATTGTACCAATGCTACGTCGACCCAGGGAATTAAC----------------
-------------------------------------------------------------------------
----------------------------TCAACTGGAGGAGTAAATGAAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAAAA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGATAAG----------
-------------------------------------------------------------------------
----------------
AATAGTACTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACC---
CACTTGTTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCAACAACAATACAAGAACA-----
-AGTTTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAGAGCGTATTGT---GAGATTAATAAGACA---
AAATGGCATGAAACTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTGGAAGAAATTTGG------CAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY358072 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGACATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAGGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTATTAATGCTAATTTGACCAAGTTCAATAACACAACC----------
-------------------------------------------------------------------------
----------------------GATGTCCCTGACAAAATAGGAAATATAACAGATGAAATAAGT---
AACTGTACTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAAAAGCAAAGGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGGAAAT----------
-------------------------------------------------------------------------
-------------------
AGTAGTAGTGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAG---GATAAGAATTTCAAT------GGGACAGGGTTATGTGAAAGT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAG------------
ATAATAATCAGCTCTGAAAATATCACAGACAAT---------GTCAAAACCATAATAGTGCGCCTTAAT----
-----------AACTCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATAAAAGAACA-----
-AGTATGACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAAATATA------------AGGCAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAGTTTTAAAACAGGTATCTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
-------------------AATAGA---ACTTTTGATGAGATTTGGAAAAAC------GAC------
AACATGACATGGATAAAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGTTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGGCAGGGCTTAGAAAGGGCTCTGCTA---TAA 
>JN248319 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGTACTGACGAGGCCAATAGTACA-------------------------
-------------------------------------------------------------------------
----------------------------------------------------------ATGAAA---
AATTGCTCTTTCAATATCTCTACAAGAATAAAA---------------------------ACTAAGGTG---
AAAGACCGTGCACTT---TTTTATAGCCTTGATGTAATACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------ACTAGCTATAGGTTAAGACATTGCAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCCTGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
GTAGTACTTAGATCTAGCAATTTCACAAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAG----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAATACAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGAGATA------------AGACAAGCACATTGT---AACCTTAGTAGCGCA---
AAATGGAATAACACTTTAAAACAAATAACCGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAGACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATTTGG------GAT------
AATATGACTTGGATGGAGTGG---GAAAGAGAAATTAGTAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCTTTCGCTACTTCTTTGGTAGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>JN248322 



GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAGACCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAGGATGTA---
ATCGGTTTATGGGATCAAAGTCTG---AAGCCATGTGTAAAGTTA---
ACTCCCCTTTGCGTTACCTTAAATTGTACCAATGCTAATTTTACCAATGCTAATTTTATCAATGCTGTCAAAG
TCAATGGCACA--------------------------------------------------------------
----------------------------GGCAATGTCCTGAGAAATATGACAGATGAAGTAAGG---
AACTGTACTTTTAATATGACCACAGAAATAAGG---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTAAAAATTGGAAGT----------
-------------------------------------------------------------------------
-------
CCAAATAATGGTAGTGATAGTGGTGAATATAGACTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGT
GTAAA---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGAAGTCTAGCAGAAGATGAG------------
ATAGTAATCAGGTCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCGGCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGGCAAGCATATTGT---GAGATTAATCAAACA---
ACATGGAATGAAACTTTAAGACAGGTAGCTAAGAAATTACAA---------------GAGCACTTTCCT----
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGGGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACCAAATATAT---
GATATACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN248323 
GCC---TCG------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGACGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAATACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTTCATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACTCCTCTTTGTGTTACTTTAAACTGTACCAAGGCTAATTTAATCAATAACAGTACCAATAACAGTACCGAG-
-------------------------------------------------------------------------
----------------------------GGCCCTAACATAGGAAATATAACAGAGGAAGTAAGC---
AACTGTACTTTTAATATAACCACAGAACTAAGA---------------------------
GATAGGAAGCAGAAGGTCCATGCACTT---TTTTATAAGATTGATCTAGTACAAATTAAAGAT----------
-------------------------------------------------------------------------
----------
AATGATAATAGTAGTAGTGAATTATATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAATAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATTGATTGTACCAGACCCCCCAACAATACAAGAACA-----



-AGTATACCTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAARGCATATTGT---ATAATTAATGGAACA---
AAATGGAATAAAACTTTAGAACAGGTAGCTGAAAAATTAAAA---------------AAGCACTTTAAT----
-----------------------------------AATAAGACAATAAGGTTTCAA------
CCACCCTCAGGAGGAGACCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTYTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTAGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAACAATTACACAAACCAAATATAT---
GAGCTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACCGCCATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATAGTGATAAGAGTTTCTAGAGCT----------------------------
--------ATTCTCCACATT------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN248326 
GCT---TCA------------------------------------------
GACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAACC---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATGTTCCAGAG---GCACATAAT----------------
--------------GCTTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGCGAAGAATACTACTAATACCACT----------------
-------------------------------------------------------------------------
----------------------------------------GTTATAGACAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATTACCACAAACATAAGA---------------------------ACTAAGGTA---
AAAGATTTTGCACTT---TTTAATAGATTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------AGCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATCACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGATTATAAAGT
GTAAC---AAGAAAGGGTTCAAT------GGAACAGGGTCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATTAGGCCAGTAATATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTACTTAGATCTAGAAATTTCACAGACAAT---------ACTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATAAAAGAAAA-----
-AGTATACCTCTA------------GGACCAGGGAAAGCA---TGG------TTTGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACCTTAGTAGCACA---
AAATGGAATAACACTTTAAAACAGATAACTGAAAAATTAAGA---------------
GAAATTGAACAATTTAGG---------------------------------AACAAAACAATAGTCTTTGAG-
-----CAACCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAAATCATCTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAGTGAGATTTGG------GAT------
AACATGACTTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACACAAGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATCTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATTGAAATAGTACAAGTAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JN248332 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---



CCCAACCCACAAGAAATACACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTGCCAATGCTAATTTGACCAATGTCACTATAACC-------------
-------------------------------------------------------------------------
-------------------------AATGACCCTAAAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATGGAAAAT----------
-------------------------------------------------------------------------
----------------------
AATAATAGTGAATATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGACAGGGGCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGAAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTATAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCTAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTATAACTATA------------GGACCAGGACAGGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
AAATGGAATAAGGTTTTAAAACAGGTAACTGAAAAATTAAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGAAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGACGAGATTTGG------AAC------
AACATGACCTGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GGGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTATTAAAATTGAAAAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGATTAATAGGCTTAAGAATAATTTTTGCT---
GTGATTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTATCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JN248340 
GCC---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTATGG---AAAGACGCAACC---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCAATCCACAAGAAGTAGTATTA------------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTCAGATTA---
ACCCCATCCTGTGTTGTTTTAAATTGCACTGATTATACTCCTAATGCTACTAAGACTAATAATACCAGT----
-------------------------------------------------------------------------
----------------------AGAGAGAGTAACAGTACGGTGGAGGACAAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGCATTG---TTTAATAAAGTTGATGTAGTACCAATAGAAAAT----------------------
-------------------------------------------------------------------------
----------GATACTACCAGCTATAGGTTAAACTATTGTAACACCTCAGTCATTACACAA---
ACTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACAAGACCCAACAATAATACAATAAAA-----
-AGTATACCGCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGATCAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGCAAA---
GATTGGAATAACACTTTAAGACAGATAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
--------------------------------GGGAACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAGATTACA---GTGCACAGTTTTAATTGTGGAGGGGAA---



TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAAACTCATGATGATATTTGG------AAT------
AATTTGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCGATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTGATACTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGTTTTTGCTA---TAA 
>JN248350 
GCT---GAA------------------------------------------
AACCACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACGCTATTTTGTGCCTCAGATGCTAAAGCATATGACCCAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGACA---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATATCATTAACAGTACTAGCACTAACGGG-------------
-------------------------------------------------------------------------
----------------------------AGCGAGGAAATAGGGGAGATGAGAGAAGAAATGAGA---
AACTGCTCTTTCAATATCACAACAAGCATAAGG---------------------------
GATAAGGTGCGGAAAGACTACGCGCTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAC---GATAAGCAGTTCAAT------GGATCAGGAACATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAATCATAATAGTACAACTGAAT----
-----------GAAAATGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAATGGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAATAACACTTTAAAACAGATAGCTAGAAAATTAAGT---------------AGACAATTTAAT----
-----------------------------------AATAAAACAATAGCTTTTAAC------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTGAGTGCTATCTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAAAGAAATTGAAAATCACACAAGTACAATATAT---
ACCTTACTTTTAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTTTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACTAGAATAAGACAGGGCTTTGAAAGGGCTTTGTTA---TAA 
>JX448016 
GCC---TCA------------------------------------------
GAGAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAAGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAATTTGTGGGATCAAAGTTTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACTAATTATATTAATAGAGGTCAAGGAAATATAACAGATAGCGTAG



AAGTAGGAGGT--------------------------------------------------------------
-------------------------AGAAAAGTAAACATAGGAAATTTAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAACTAACA---------------------------
GATAAAAAGCAGAAGGTCCATGCACTT---TTCTATAAGCTTGATATAGTACCAATTGGTAATAATAATCAG-
-------------------------------------------------------------------------
----------------
GATAATCAGAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GACAAGAAATTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GTCAAGACCATAATAGTGCACCTTAAT----
-----------CAATCTGTAGAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-AGTACATCTATG------------GGACCAGGACGAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---CTCATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCTGGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAGCTCTTGGAGT-----------------
-------------------------AATAAATCTTATGAAGACATTTGGGAG------AGC------
AACATGACATGGACACAATGG---GAGAGAGAAATCAGCAATTACACAGACCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGCTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTCCGCTATTTCTTTGCTTGATGCTATAGCAGTAACAGTAGCAGGG---
TGGACAGATAGGGTCATTGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATAATCAACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>EU743762 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAGTAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAACTGCAGTGAGGTGAATACCAATACTACTAAAAAT----------------
-------------------------------------------------------------------------
-------------------------------ATTAGTAGCTGGGAAGGGAATGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACAACAAGCCTAAGA---------------------------GATAAAGTG---
CGAGGATACGCGCTT---TTTGATACACTTGATGTAATAAAAATAAATAAT----------------------
-------------------------------------------------------------------------
----------------ACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTCAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGCAAT
GCAAT---GATAAGAAGTTCAAT------GGATCAGGATCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
GTAATAATTAGATCTGAAAATCTCACAGACAAT---------GCCAAAATCATAATAGTACAGTTGAAT----
-----------GACTCTGTAGAA---------ATTAATTGCACAAGACCCAATAATAATACAAGAAGA-----
-GGCATACATGTA------------GGACCAGGGAAAGCA---TTA------TAT---ACAACAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGGAGGAAACTTTAAAACAGGTAGCTAGAAAATTAAGT---------------GAGCAATTTAAT----
-----------------------------------AGTACAAAAATAGTTTTTAAT------
CAATCCTCAGGAGGGGACCTAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGGATGAGATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAACAATTACACAGGCATAATATAT---



TCTTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAAAATTAGATAACTGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGGTTTTCGCTATATCTTTGTTTGATGCTGTAGCAATAGCAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAATAGCGTGGAGAGCC----------------------------
--------ATTCTTCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTA---TAA 
>JX446927 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACA---
ACTACCTTATTTTGTGCATCAGATGCTAAAGCACATAAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---TATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAGTAGTTTTAGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAAGTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATATAAAGAATGAGACTAAGACCAATAGTACAATGAAGGAA-
-------------------------------------------------------------------------
----------------------GAAGGAGATACTAAGACAATGGAGGGAAGAGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAACAATGAGA---------------------------ACTAAGGCG---
AAAGACTATGCACTT---TTTTATAAACTTGATCTAGTACAAATAGATGATAAT-------------------
-------------------------------------------------------------------------
----------AATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCGTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAATAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGCATCAACT---
CAGCTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTAGCAATTTCACGAGCAAT---------GTAAGAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTACTTGTGAAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACAAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AGCCTTAATGCCACA---
AAATGGAATAACACTTTAAGACAGGTAGCTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAGACAATAGTCTTTGAG------
AAATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AATATGRCTTGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATTAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAACAGTAGCGGGG---
TGGACAGACAGGGTTATCGAAGTAGCACAAACAGCTTGGAGAGCC----------------------------
--------TTTCTCCATATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTCTGCTA---TAA 
>JX447000 
GCC---TCA------------------------------------------
AACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACAGGAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGGA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTCTATGGGAGCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAACACGTGGACCTATAACAAAACAGGGAATGTGACA----------
-------------------------------------------------------------------------
-------------------------GATAATGTAGATATAGGAAATTTAACAGGTGAAGTAAAA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGCCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTGATAAT----------
-------------------------------------------------------------------------



----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATCTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTTAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTTACAGACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCGCCAACAATACAAGAACA-----
-AGTGTACCTATA------------GGACCAGGACAAGTA---TTC------TATAAAAGAGGAGAA------
---------GTAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AGATGGTATAAAGTTTTAAAACAGGTAAAAGATAAATTACAC---------------AAGCACTTTGGT----
-----------------------------------AATAATACAATAAGCTTTCAA------
CCACCCTCAGGAGGAGATCTGGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCRCCACTGCTGTGCCCTGGAACTCCAATTGGAGT-----------------
----------------------------AATAAATCTTATGACCAGATTTGG------GAA------
AATATGACATGGATACAATGG---GAGAGAGAAATTGGCAATTACACAGACCAAATATAT---
GCTATACTTACAGAATCGCAGAACCAGCAGGAT----------------------------------------
-----------------------------
AGAAATGAACAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAAAAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>JX447668 
GCT---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGGACATGAGACAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTGGAA---------AATGTAACAGAATATTTTAAT----------------
--------------------------GTGTGGACAAGTAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTACCGAGGCTAAGTTGAACAAGACCGAG-------------------
-------------------------------------------------------------------------
----------------------------------GGCGACAACAACATAGCAGATGAAGTAAGA---
AACTGTTCTTTTAATATGAACACAGAACTAAGG---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTACAAACTGGAAGT----------
-------------------------------------------------------------------------
----------------------
GATAATAGCAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGT
GTAAT---GATAAGAATTTCACT------GGGAAAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCGGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------ACCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATCACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATACA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AACTGGAATAAAGTTTTAAAACAGGTAGCTGAAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAGGACAATAATCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTGAGTGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTCAACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGAG---
TGGACAGATAGGGTCATAGAAGCAGCACAAAGAACTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>JN860762 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAGGCACATGATACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATACCTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAAGAGGATGTG---
ATCAGTTTGTGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGCGTTACTTTAAATTGTGTGAACGCCAATATCTCTAACACAGTAGGAAAT-------------
-------------------------------------------------------------------------
----------------------ATGTCAGATAACACAGTAGGAAATATGTCAAATGAGGTAAGA---
AACTGTTCTTTTAATATGACCACAGAAATAAGG---------------------------
GATAGGAAGCAACAGGTCTATGCACTT---TTTTATAAGCTTGATACAGTACAAATTAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAATGAGTACATGTTGATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCACT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAATACATCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTACCTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATTGGAGATATA------------AGAAAGGCATATTGT---GAGGTTAATGGAACA---
AACTGGTATAAAGTTTTAAAACAGGTAACTGGAAAATTAAGC---------------GAGCACTTTGGA----
--------------------------------AAGAACAGAACCATAATCTTTGCA------
CCACCCTCAGGAGGAGATATAGAAATTACA---ATGCATCACTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGGAAAATCATCTGCACCACTAACGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATTTGG------AAC------
AACATGACATGGACACAATGG---GAAAAAGAAATTAGCAATTACACAGACCAAATATAT---
GGAATACTAACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTGTTAGCTTGCTCAACACCACTGCCATAGTAGTAGCTGAA---
GGGACAGACAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGGTA---TAA 
>GQ916570 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGTTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCACCCCAATAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTATGAATTGCACTGATTTGAATGTTACTAAAACCAATAAC----------------
-------------------------------------------------------------------------
----------------------------AGTAGTATAGATGGAGGACGGATACATGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAGGA---------------------------AATAAGGTG---
AAAGACTATGCATTT---TTTTATAACCTTGATATAGTAAAAATAAAGGAG----------------------
-------------------------------------------------------------------------
----------GATAATGTCAGCTATAGGTTGATAAATTGTAACACCACAGTCATTAAACAA---
GCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---AATAAAAAGTTCAAT------GGGACAGGACTATGTACAAAT-----------------------



-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGG------------
GTAGTAATTAGATATAAAAATATCTCGAAAAAT---------GATGACGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAGG-----
-AGTGTACATCTA------------GGACCAGGGCAAGCA---TTG------TAT---ACAACAGAA------
---------ATAATAGGAGACATA------------AGACGAGCATATTGT---ACCCTTAATAGCACA---
AAATGGAATAACACTTTAAAATTGATAACTGACAAACTAAGA---------------GAACAATTT-------
-----------------------------------AACAAAACTATAATCTTTACT------
CAACACTCAGGAGGGGACCCAGAGGTTACA---ATGCACAACTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACAAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAGATTGCTAATTACACAAAAGAAATATAC---
ACCTTAATTGAACAATCGCAGAGCCAACAGGAG----------------------------------------
-----------------------------
AACAATGAACTAGAATTATTAAAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAGAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGACTCAGACAAGGCTTAGAAAGGGCTTTGTTA---TAA 
>MG989586 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATAAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAATAAGATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCGGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCAGTGAAAATTGGAAGATTAATTCTACCAATAACAGCACGCATCCTA
CTACTAATCAT--------------------------------------------------------------
----------------------------AGCAGCATAAACGAAATAGAGAAAGGAGAAGTAAAA---
AATTGCTCTTTCAATATTACCACAAATATAAGA---------------------------
GATAAGGTGAAGCAACAACATGCACTT---TTCTATTCACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGCAATACTAGCTATACATTGATAAGTTGTAACACCTCAGTCATTAAACAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAGT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTGAATGGCAGTCTAGCTGAAGAAGAG------------
ATAGTGGTTAGATCTGAAAATTTCTCGGACAAT---------ACTAAAACTATAATAGTACATCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACGTTTC------------GGACCAGGGGCAGCA---TTT------TATGCAACAGGAGCA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGCA---
AAATGGTACCAGACTCTAACAAGCGTAAGGGAAAAATTAAAG---------------GAAGAATATAAG----
-----------------------------------AACAAAACTATAAAATTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAAATCTAAGTCAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAGACATAATATAC---
AATTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAACTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTCAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAGTAATACAAAGAGCTGGTAGAGCT----------------------------
--------ATACTCCACATA------CCTAGAAGAATAAGACAGGGTTTGGAAAGGACTTTGGTA---TAA 



>MG989493 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTCTGTGCATCAGATGCCAAAGCATATGAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCATGTGTACCCACGGAC---
CCCAACCCACAAGAAATATTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTCTAAATTGTACCAATGTCGATTTGACCAATGGCTCTATGCCC-------------
-------------------------------------------------------------------------
-------------------------AGTGGCACTGGAATAGGAAATATAACAGATGAAATAAAA---
AACTGTACTTTTGCTGTGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAGGTCTCTGCACTT---
TTTTATAAGCTTGATATAGTGCAAATGGAAAATAATAATAATAGT----------------------------
--------------------------------------------------------
AATAGTACTGACTATGCTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCGCAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAATA---------ATCAATTGCACCAGACCCTCCAACAATACAAGAAGA-----
-AGTATAACTATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAACAGGAGATATA------------AGAAAAGCATATTGT---GAAATTAATGGAACA---
ACTTGGTATAAAGTGTTAACAAAGGTAAAAGAAAAATTAAAC---------------GAGCACTTT-------
-----------------------------------AATAAAAGTATAAGCTTTCAA------
TCACCCACAGGAGGAGATCTGGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GATGCTCTGGAAAAATCATCTGCACCACTCCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGGTAGAAYGG---GAGAGAGAAATTAGCAATTACACAAATATAATATAT---
GGGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTTCTTTGCTTGATACTATAGCAATAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>MG989598 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCATATGAGACAGAA---GTGCACAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAGCAGATGCAGGAAGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACGCCTCTCTGCGTTACTTTAAACTGTACAAAGGCTAATTTGAACAGC-------------------------
-------------------------------------------------------------------------
----------------------AGTGCAACCGGTGACCTAGGAAATATAACAGATGAAGTAAAA---
AACTGTTCATTTTATATGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGAAGGCATATGCACTT---TTTTATAAGCTTGATATAGTACAAATGAGTAGC----------
-------------------------------------------------------------------------
----------------
AATGGTAATGTAAGTAAATATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAAT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCRATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTATAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACTATAATAGTGCACCTTAAT----



-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTTCAACAATACAAGAAGC-----
-AGTGTGCATATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGGGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGAAACA---
AAATGGAATGAAACTATACAACAGGTATCTAGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAATCAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCTCCACTGCTGTGCCCTGGAACTCCACGTGGAGT-----------------
----------------------------AATAAGTCTTATGAGGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GACATACTTACAGAAGCGCAGAACCAGCAAGAT----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGCTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGTTTGCTCAATACCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAGATTTTATAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>MG989491 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACTACCCTATTTTGTGCATCAGATGCCAGAGCACATAAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTACATGGTAGAGCAGATGCAAGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTGAAGTTA---
ACTCCTCTCTGTGTTACTTTAAACTGTACCAATGCTAATTTTACAGCTAATAGAACCAATATAACAGAAAACA
AT-----------------------------------------------------------------------
-------------------------ATAACAGATAGCAATATAACAAATGAAGTGGAAGTAAGC---
AACTGTACTTTTAATGTAACCACAGATCTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGAAAAT----------
-------------------------------------------------------------------------
----------
GGTAATAATAGTAATAGTGGTAAGTATATGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAC------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTATACAA---------ATTAATTGTACCAGACCCTCCAATAATACAAGAACA-----
-AGTGTACATATA------------GGACCAGGACAAGCA---TTC------TTTAAAACAGGAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCATTCTGT---AAAATTAATGGAACA---
AAATGGAATGAAACGTTACAACAGGTAAAGGCAAAATTACAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACACTCAGGAGGAGACCTAGAAATTACA---ACACATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACCAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCCTTTGATGAAATTTGG------AGC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAGACCAAATATAT---
GATTTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
GTGTCTTTCGCTGTTAGCTTGCTTAACGCCACCGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAACCTTTAGAGCT----------------------------
--------ATTCTCCACATT------CCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG989533 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACTGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCTGAT---



ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---
ATCAGTTTGTGGGATCAAAGCCTA---CAACCATGTGTAAAATTA---
ACCCCACTTTGTGTTGCGTTAAATTGCACTGATGAGTTGAAAAATGTTACTTGGCAGAATGATACT-------
-------------------------------------------------------------------------
-------------------------CTAAGTAATGATACTTACATGGAGCAAGGAGAAATAAAA---
AACTGCTCTTTCAACATGACCACCGAACTGAGA---------------------------
AATAAGAAGCAGCAGGTCTATGCACTT---TTCTATAAGCTTGATCTAATACAAATAGATAAA----------
-------------------------------------------------------------------------
-------
CATAATAATAAAACTAATAGTAGTAAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GCTAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTTAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAATATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAACTGTACCAGACCCACCAACAATACAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGTGAA------
---------ATAATAGGGGAGACA------------AGGAGAGCATATTGT---GAGATTAATGGAACA---
ATATGGAATAAAACTTTAAAACAGGTAACTGAAAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAAAATTTCAA------
CCACCCTCAGGAGGAGATCCAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCATATGAAGAGATATGG------GAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAAGCCAAATATTT---
AACATACTTTTAGAATCGCAAAACCAGCAAGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACATTGGC
TGTGGTATATAAGACTATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGATTGATACTGCAGCAATAGCAGTAGCTGAG---
TGGACAGATAGGGTTATAGAAGCATTACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAATTTTGCAA---TAA 
>MG989555 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAAGTAGTTTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTATTTTAAATTGCACTGATTATGTTGGAAATACCATTGAGACCAAT-------------
-------------------------------------------------------------------------
-------------------------------------AGGACAGTGGCGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATACCACCACAAGCATAAAA---------------------------ACTAGAGTG---
AAGGATCATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTAATACTAGTTATATGTTGAGATATTGTAACACCTCAGTAATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GACTCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATATCGATA------------GGACCAGGGAGAGCA---TGG------TTTGCAACAGGAGAA------
---------ATAATAGGAGATATC------------AGACAAGCACATTGT---AACCTGAGTAGCACA---
AAATGGAATAACACTTTAAAACAGGTAACTGAAAAATTAAGA---------------GAACAATTTGGG----



-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACTTAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCATGATGACATTTGG------AAC------
AATATGACTTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAGGGAAATATAC---
ACTTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTAGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAATAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAGAGGGCTTTGCTA---TAA 
>MG989576 
GCT---GCA------------------------------------------
GAACAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATGAGAGAGAG---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCTAACCCACAAGAAATATTCATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGGAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAGGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAATTGTACCAATGCTAACTTTAATAATTCGACCAAGGTCAAT----------
-------------------------------------------------------------------------
-------------------------AACAACACTGAAATAGGAAATTTAACAGAGGAAATGAGA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGCAGCGGAACGTCCACGCACTC---TTTTATAAGCTTGATATAGTACCAATTGGAGAG----------
-------------------------------------------------------------------------
----------------
AAAAATAATAGTGATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAGGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGATAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATATTACAGACAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------GAATCAGTAGAG---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACG-----
-AGTATACCTATA------------GGACCAGGACAAGTG---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGATGTTTTAACACAAGTAGCTAAAAAGTTAAGA---------------GGGCACTTT-------
-----------------------------------AATAAGACAATAGTCTTTCAA------
CCACCATCAGGAGGAGATCTAGAAATTATG---ACGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GGA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACTCAAGTCAAATATAT---
GACATACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTTGCTGTTAGCTTGACCAACGCCATCGCTATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCAGGGAGGGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGATTTTTGCAA---TAA 
>MG989585 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATTCGAGAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTCCACATGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAACCCTGTGTAAAGTTA---
ACTCCTCTTTGCGTTACTTTAAATTGTACTAATGTAACCACGGTAAACAATGGCACCGATGGAAAC-------
-------------------------------------------------------------------------
----------------------CATGTCACTAACATAACAGAGGACATGATAAATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAGGGTTTATGCACTT---TTTTATAGGCTTGATTTAGCACATATGGGAGAT----------
-------------------------------------------------------------------------
-------------------
AACAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATGTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGT
GTAAT---GAGAACAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAACAATCAGTTCTGAAAATATCACAGACAAT---------GCCAAAACCATAATAGTGCGCCTTAAT----
-----------ACATCTGTAGAA---------ATCAATTGTACCAGACCAAACAACAATACAAGAACA-----
-AGTGTAAGAATA------------GCACCAGGACAAGCA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---GAGATTAATGGCACA---
AAATGGAATAAAACTCTAAAACAGGTAGTTGAAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATACTACAATAGTCTTTCAA---
CCACCAGCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTACTTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACGGCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGTAATTACACAAACCAAATATAT---
GATATACTCACAGAATCACAAACCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGACAAATCTGTGGAATTGGTTTAGTATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTGGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>MG989526 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGG---AGAGATGCAGAT---
ACTACCCTATTCTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTACACCTGGAA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAGAGTGTATCCAGGCTGAGTTGACCAATGTCAGTAACTATGAC----------
-------------------------------------------------------------------------
-------------------------ATAACAGGAAATATAAGAAATATAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACTACAGAATTAAGA---------------------------
GATAGGCGGCAGAGGGTCCATGCTCTT---TTTTATAGGCTTGATATAACACCAATTGATAGT----------
-------------------------------------------------------------------------
-------------------
AGTAATCATAGTAAGTATAGGTTAATAAATTGCAATACTTCAGTCATTAGGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAACTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTTAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCAACTTAAT----
-----------AAATCTGTAGAG---------ATCAATTGTACCAGACCCTTCAGCAATACAAGAGAA-----
-AGTATACATATA------------GGACCGGGACAAGCA---TTC------TATAAAATGGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAAAACTTTAGGACAGGTAGCTGAAAAATTGAAA---------------GAGCACTTT-------
-----------------------------------AATAGATCAATAATCTTTCAA------
CCACCCTCAGGAGGAGATTTAGAAATTACA---ATGCATCATTTTAATTGCAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG



GCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTATGACGAGATTTGGGGCAACAGC------
AACATGACATGGATAAAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGAATTGTTAGAATTGGATAAGTGGACAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGCTAGGCAGGGCTACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTAATGCCACAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTCATAGAAGTAGCACAAGGAGCTTGGAGAGCA----------------------------
--------ATTCGCCATATA------CCTAGGAGAATCAGACAAGGCTTAGAAAAGGCTTTGCTA---TAA 
>MG989540 
GCA------------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACAGCAACCAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAGAATTTTGAC----------------
--------------------------ATGTGGAAAAATTACATGGTAGAACAGATGCAAGAGGATGTA---
ATCAATTTATGGGATCAAAGTCTA---AAACCATGTGTAAAGTTA---
ACTCCTCTTTGCGTCACTTTAAACTGTACCGAAGCTATATTCAATAATGTGACAGAGGAC-------------
-------------------------------------------------------------------------
-------------------------AACAACAATACCATAGGAAATATAACAGATGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAAGTAAGA---------------------------
GATAAAAAGCAGCAGGTCCATGCACTG---TTTTATAGGCTTGATATAGTACAAATTAATAAT----------
-------------------------------------------------------------------------
-------------------
AGTAGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GAGAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCATCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATCAAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAGAACAGGTAACTAAAAAATTACAA---------------GAGCACTTTATT----
-----------------------------------AATAAGTCAATAAGCTTCCAA------
CCACCTTCAGGAGGAGACCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTAATGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAGTTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGCATTAGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTCGCTGTTAGCTTGCTTAACGCCACCGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCCTATAGAGCT----------------------------
--------GTTCTCAACATC------CCTACTAGAATAAGACAGGGCTTAGAAAGGGCGTTGCTA---TAA 
>MG989605 
GCC---GCT------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCGTCAGATGCTAAAGCATATATTCCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATACAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGACGCCCATGCCACTAAT-------------------------
-------------------------------------------------------------------------



-------------------------AGTAGTAATGGGAATGATACCTTGTTCTCTAATATGAAA---
AATTGTTCTTTCAATGTTACCACAAGCATAAGG---------------------------
GATAAGGTGAAGAAAGAAGGTGCACTT---
TTTTATAGACTTGATATAGTACCAATAGATGATGATAAGAATAGT----------------------------
-----------------------------------------------------
AATAGTACTCCTAACTATACTAAATATAGGTTGATAAATTGTAACACCTCAACCATTACACAA---
GCCTGTCCAAAAGTATCTTTTGAGCCCATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCGATTATAAAGT
GCAAT---GACAAGAAGTTTAAT------GGAACAGGTCCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTATTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGAGCTAAGAATATCTCAGAAAAT---------GATGAAATTATAATAGTACATCTAAAT----
-----------AAATCTGTACAA---------ATTAATTGTACAAGACCTAGCAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGAAGAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTGGAACA---
GAATGGAATGACACTTTAACAAAGGTAGTTAGCAAATTAAAG---------------GAGCAATTTAAA----
-----------------------------------AATAAAACAATAGTCTTTAAT------
ACATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTATTTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGATCAAATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAAAGAGAAATTGATAATTATACAGAAACAATATAC---
TCCTTGCTTGAAAAATCGCAGACCCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGACTTATTGGAATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCT------
CTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAGTAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGAATTCTAATA---TAA 
>MG989557 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAAGGAAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATTTCATGGTAGAGCAGATGCAAGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTCACTTTAAACTGTACCAAACCTGATTTTACTAATTTGACTAAAGCTAATTCTACTGTGA
ATACCACTGCC--------------------------------------------------------------
-------------------TATCCAACTGGGAATCTAAAAGGGAATCTAACAGAGGAAATGAGC---
AACTGTACTTTTAATATGACCACAAATCTAAGA---------------------------
GATAAGCAGCAGAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACCAATTAATGTT----------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAAAGGTTCAAT------GGGACAGGGCCATGTAATAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGGATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATTATAGTGCACCTTAAT----
-----------GAATCTGTAATA---------ATCAATTGTACCAGACCCTCCAACAATATAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAA------
---------ATAGTAGGAAATATA------------AGAAGAGCATTTTGT---CTAATTAATGAAACA---
CAATGGAATAAAACTTTAGAACAGGTAACTAGAAAATTAAGA---------------GAGCAATTTAAT----
-----------------------------------AATAAGACAATAATCTTTRGA------
CCACCCTCAGGAGGAGATCTAGAGATTATA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAGACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAC------
AACATGACATGGAATGACTGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---



GGGCTACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAACAAGATTTGTTAGCATTAGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGCTTAACGCCACCGCCATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAATAATACAAAGAGCCTATAGAGCT----------------------------
--------ATTCTCCACATT------CCTACTAGRATAAGACAGGGCTTGGAAAGGGCTTTGCTG---TAA 
>MG989560 
GCC---TCA------------------------------------------
GAAAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCCAAGCACATAAGACAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATACCTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCACTCCTAATTGGGCCAATAACTCTAGAATAGTAGAAAATATA-
-------------------------------------------------------------------------
-------------------------ACAATAGGAAATCTAGGAAATCTAACAGAGGAAATAAGA---
AACTGTTCTTTTAATACGACCACAGAAATAAAA---------------------------
GATAAGAAGCAGGGGACATATGCACTT---TTTTATAAGATTGATCTAGTAGAAATTAAACCA----------
-------------------------------------------------------------------------
----------
AATGATAACAACAATACTGGAAAGTATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCGATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAART
GTAAT---GATAAGAATTTTAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAAAA------------
ATAATAATCAGGTCTGAGAATCTCACAAACAAT---------GCCAAAATCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAT---------ATCAATTGTACCAGGCCTTCCAATAATATAAGAACA-----
-GGTATACATATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATAGGACA---
GAATGGCATAAAGTTTTAAAACAAGTAGCTGAAACATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAAAACATAACCTTCCAG------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCCTATGAACAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAAAGAGAAATTAGCAACTACACAAGTCAAATATAT---
AGTATACTCACAGAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTGTTAGAGTTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAACATATCAAATTGGT
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATARTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCAGGG---
TGGACAGATAGAGTTATAGAGGTAGCACAAGCAGCTTGGAAAGCC----------------------------
--------CTTATCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAA---TAA 
>MG989618 
GCT---GTA---------------------------------------
AAAGAAAAAACGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAC---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCACATGTGACAGAA---GTACACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGRGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACCTTAAATTGTACCGATGCTACACTGAGCGGAGGCACTTTCAAT-------------
-------------------------------------------------------------------------
-------------------------GACACCAAAGGCATAGGAAATGTAACAGATGAAATAAAA---
AACTGTACTTTTAATATGACTACAGAGATAAGA---------------------------
GATAAAAAGAATAAGGTCCAGGCACTC---TTTTATAGGCTTGATATAGTGCAAATTGGTAATGGC-------



-------------------------------------------------------------------------
----------------------
AATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTTAAGT
GTAAG---GATAAAAAATTCAAT------GGAACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AGATCAGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAGGTATA------------GGACCAGGACAGGTA---TTC------TATAAAACAGGAGAC------
---------ATAATTGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAAGGAAGTTTTAGGACAGGTAGCTGCAAAATTGAAA---------------GAACACTTT-------
-----------------------------------AATAAGACAATAGTCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATAACATTTGG------GGT------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTAACAATTACACAGGCTTAATATAC---
AGCTTACTAGAAGAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTTGCTGTTAGCTTGCTTAATACCGTAGCTGTAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAGCACAAAGAACCTTTAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTA---TAA 
>MG989512 
GCC---TCA------------------------------------------
GAAAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATACTCCTGAAG---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGCAGATCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---CAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCATTACCTTAAATTGTACCAATGTTACCTTGGCCAATGTCACTAAA----------------
-------------------------------------------------------------------------
-------------------------ATAGATAATACAATAGGAAATATAACAGATGAAATAAGT---
AATTGTACTTTTAATATGACCGCAGAATTAAGA---------------------------
GATAAGAAGCAGCAGGTCTCTGCACTT---TTTTACAAGCTTGATCTAGTACCAATTGGTAATAAG-------
-------------------------------------------------------------------------
----------
AATAATAAGAATAATAGTGATAAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---AATAAGAATTTCAAT------GGGACAGGGCCATGTAACAAT-----------------------
-GTAAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CATTTGCTGTTAAATGGCAGTCTAGCAGAAGGTGAG------------
ATAATAATCAGGTCTGAGAATCTCACAGATAAT---------GCTAAATCCATAATAGTACACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-GGTGTACATATG------------GGACCAGGACAAATA---TTA------TATAAGACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAGAGCATATTGT---GTAATTAATGGAACA---
AAATGGAATGAAACCTTAGAACAGGTAAAAAGAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAGTAACCTTTGGA------
CCATCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGATGACATTTGG------GGA------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTGCACAGGTCAAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTGACATAACAAACTGGC



TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCTTTCGCTGTTAGCTTATTTAATACTACAGCTATTGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAGCGGGGAGAGCC----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAATTTTGCTA---TAA 
>MG989545 
GCC---TCA------------------------------------------
GAAAAGTTGTGGGTTACGGTTCATTATGGGGTTCCTGTGTGG---AAAGATGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTAACCCACAAGAAATAGTACTGAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATGACTTGAGAAATACTACTAAAACAAAT-------------
-------------------------------------------------------------------------
-------------------------AGTGGTAATGGGCTAGAGATAGAGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCACAAAA---------------------------GAAAAGAAG---
AGCGCATATTCACTT---TTTTATAAACTTGATGTAGTACCAATGGACAATGAAAATAATGGTACA-------
-------------------------------------------------------------------------
----AATGGGACCTATAACAGGTATAGGTTGTTAAAGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTACTGCGCCCCGGCTGGTTTTGCGATTCTACAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGAAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAACTGTAATA---------ATTAATTGTACAAGACCCAACAACAATACAAGGAAA-----
-AGTATACATATG------------GGGCCAGGAAAAGTA---TTT------TAT---ACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAAAGCA---
GCTTGGGAAAACACTTTAAAAAGGGTAGCTAAAAAACTTATG---------------GAGAAATGG-------
-----------------------------------AATACAACAATAGTCTTTAAC------
AGCTCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTTTCATTTGG------AAT------
AACATGACATGGATGGAGTGG---GAGAGAGAAATTGACAATTATACAGACACAATATAC---
AAATTGATTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAACTGTTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCT---
GTTATTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAGTAACAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCGCAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGATTAGAAAGGATTTTGTTA---TAA 
>MG989616 
GCC---TCA------------------------------AACAACTCA---
AACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATATACCTGAAA---------AATGTGACAGAAGATTTTAAC----------------
--------------------------GTATGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTG---
ATCAGTTTGTGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTAAATTGTGCCCATAATGTCACTCTGAATAACACTGTAAATAATAAC-------
-------------------------------------------------------------------------
-------------------------------------------ACAGTAGCAGATGAGGTAAGA---
AATTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGAAGCAACAGGTTTATGCACTT---TTTTATAAGCTTGATACAGTACAAATTAAAAAA----------
-------------------------------------------------------------------------
----------------------------
AATGAGTATATGTTAATAAACTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCGATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT



GTAAT---GATAAAAATTTCACT------GGGAAAGGGCAATGTAGAAAT-----------------------
-GTTAGC---TCAGTACAGTGCACACATGGAATTAAGCCAGTGATATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATCTCACAGACAAT---------GCCAAAACCATAATAGTACATCTTAAT----
-----------AATTCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAACATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAGTAGGAGATATA------------AGAAAGGCATATTGT---GAGATTAATGGAACA---
AACTGGACTAAGGTTTTAAAACAGGTAGCTGGAAAATTACAA---------------GAGCACTTT-------
-----------------------------------AATAAGACCACAACCTTTGGA------
CCACCAGCAGGAGGAGATCTAGAAATTACA---ACGCATCACTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAGAGGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAACACCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAACAGATATGG------GAC------
AACATGACATGGACACAATGG---GAAAGAGAAATTAGCAAGTACACAGACCAAATATTT---
GGGGTACTTACAGAATCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTGTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAATTAGCACAAAGAGCTTGGAGGGCC----------------------------
--------ATCCTCCATATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGATA---TAA 
>AY167123 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTAATGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACC-------------------
-------------------------------------------------------------------------
----------------------------------AGTAGTACGATGGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATGTAGTACCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------GATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGACAAT---------GTTAAAACCATAATAGTACAGCTGAAT----
-----------GCATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAAAAAAAGAAAA-----
-AGGATAACTAAG------------GGACCAGGGAGAGTA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAGTAGAGCA---
CAATGGGATAACACTTTAAAACAGATAGTTACAAAATTAAGA---------------GAACAATTTGAC----
-----------------------------------AATAAAACAATAGTCTTTGCT------
CCATCCTCAGGAGGGGACCCAGAAATTGTA---CTTCACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATATGATTTGG------AAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCGCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTA---TAA 



>DQ354121 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAAGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGAATTGAGGAATGCTAATAATACCAGTAGTAATAATACCAGTA
GTAATAATACC--------------------------------------------------------------
----AGTAGTGCTAATACCACTAGTACTAATACCAGTAGTATAATAGAGGGAGGAGAAATGACA---
AACTGCTCTTTTAATATCACCACAGACATGAGA---------------------------ACTACGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATGTAATGTCAATAAATAAT----------------------
-------------------------------------------------------------------------
----------GATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAC---GATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTTTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGAACAAT---------GCTAGAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATATCTCTA------------GGACCAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAGTAGGAAATATA------------AGACAAGCATATTGT---AACCTTAGTAGCACA---
GAATGGAATAACACCTTAGAACAGATAACTAAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAGT------
CCATCCTCAGGAGGGGACCCAGAGATTGCA---ATGCACAGTTTTAACTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCCCTGAATGAGATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTCACAATTACACAAGAGATATATAC---
ACCTTAATTGAACAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAATTCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>AY358042 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGAGGCTAAAGCACATGAAAGAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATATACCTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTCTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACGTTAAATTGTACCAATGCTAATGTGACCAATGCCACTTACCCAGCC----------
-------------------------------------------------------------------------
----------------------AATGTCTCTAGTATAATAGGAAATATAACAGATGAAGTAAAG---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATAGATAGTAGTAAC----
-------------------------------------------------------------------------
-------------
AATAGTAGTGAGCATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCTATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCGGCAACAATACAAGAACA-----



-GGTGTAACTATA------------GGACCAGGACAAATA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAGTTTTAACACAGGTAGCTAAAAAATTAAAA---------------GAGCAATTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCATCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATAAGCAATTACACAAATCAAATATAT---
GAGATACTTACGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGTAGCACAAGGAGCTTGGAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAGTCAGACAGGGATTAGAAAGGGCTTTGCTA---TAA 
>DQ354123 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCCAGAGCACATGATACAGAA---GTACACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTCACTTTAAATTGTACCAGTGCTATTTTGAGGACTAATTTGACCACAAACAGA-------
-------------------------------------------------------------------------
-------------------ACCGATGACGGTATAAACATAGGAAATATGACAGATGAAGTAAGA---
AACTGTTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAGTAAGAAGGTCTATGCACTT---TTTTATAAACTTGATGTAATACAAATAGATAGT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAAAACAGGAGAC------
---------ATAATAGGAGATATC------------AGAAAAGCATATTGT---AAGATTAATGGAACA---
AAATGGAATGAAGTTTTAAAACAGGTAACTAAAAAATTAAGA---------------GAGCACATTGGA----
-----------------------------------AATAAGACAATAAGATTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACTTACAGAATCGCAAGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGAATTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGACTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTGTTAGTTTGCTCAATACCATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGTCTTTGCTA---TAA 
>MK867585 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------



--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAAAC---
CCCAACCCACAAGAACTAGTTTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAATCTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAGTGGAAATACC-------------------------
-------------------------------------------------------------------------
-------------------------ACTGGGACCAATAGGACAGTGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACCACAAGCATG---------------------------
AAAAGGAAAGTGAGGGATCATGCACTT---TTTTATAGCCTTGATGTAGTACCAATAGAAGAT----------
-------------------------------------------------------------------------
----------------
GATAGGAGTAATACTAGCTATAGGTTGAGATATTGTAACTCCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAG----
-----------GAAGCAGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGCATACCGATG------------ACACCAGGGAAAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAATA---
AAATGGAATAACACTTTAGGACAGGTAGCTAACAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAAAAATAGTCTTTAAT------
CAATCCTCAGGAGGAGACCTAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGATCTCATGATGACATTTGG------AAC------
AATATGACTTGGATGCAGTGG---GAAAAAGAAATTGACAATTACACAAAAGAAATATAC---
ACTTTAATTGGAGAATCGCAGAGCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTACTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGTACAAAGATTTTGTAGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGCTA---TAA 
>AY444812 
GCC---TCA------------------------------------------
GATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGTGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATATATCTGGAA---------AATGTAACAGAAAATTTTAAG----------------
-----------------------------TGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAACGTTG---
ACTCCTCTCTGCGTTACTTTAAATTGTACCAATGCTCATCTGACCAATGTCGCTAACATAACC----------
-------------------------------------------------------------------------
-------------------------AATGTCACTAACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAAAAGCATAAGGTCCATGCACTT---TTTTATAAGCTTGATATAGTACAAATTGAAGAT----------
-------------------------------------------------------------------------
-------------------
AATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAACAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCAATTGTACCAGACCCTTCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
CAATGGCAGGAAGTTTTACAACAGGTAACTGTAAAATTAAAA---------------GAGTACTTT-------



-----------------------------------AATAAGACAATAGTCTTTCGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCACCAATTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAGATTAGCAATTACACAAACAAAATCTAT---
GAGCTACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGGG---
TGGACAGATAGGGTCATAGAAGTAGCACAAGGAGTTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF835517 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCACATGATCCAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAT---
CCCAACCCGCAAGAAATATACCTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTTGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTACTTTTAACAATATCAAGAACAACACC----------
-------------------------------------------------------------------------
-------------------------AGTGGCCCTAGAATAGGAAATATAAAAGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAGGCATCAGAAGGTTTATGCCCTT---TTTTATAAGCTTGATATAGTGCAAATTAATGGGGATAGTAAA-
-------------------------------------------------------------------------
----------
AATAGTAGTAAAAATAGTGAAGAATATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGACCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATAAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATCATTTGTACCAGGCCTTCCAACAATACAAGAACA-----
-AGTACACGTATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATACTGT---CAGATCAATGGAACA---
AAATGGAATGAAACCTTAAAACAGGTAGCTGGAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACACTCAGGAGGAGATCTAGAAATTACA---ATGCACCATTTTAACTGTAGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTGAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAATTCCACTTGGAGT-----------------
----------------------------AATAAATCCTTTGAACAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAACACAATATTT---
GAGATACTTACGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGCTTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTTCTTTGCTTGATACTACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCAGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835520 
GCC---TCA------------------------------------------
GACAACTTGTGGGTGACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATAAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAACTACACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCAGGAGGATGTA---



ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTATAAAATTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTATTTTCAATAATACAACCAATGTC-------------
-------------------------------------------------------------------------
----------------------------AATAACACAATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAATTAAGA---------------------------
GATAGGAAGCAGAAGGGCTATGCACTT---TTTTATAAGCTTGATCTAGTACCAATTGAAAAT----------
-------------------------------------------------------------------------
-------------------------
AATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAGTTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCTACT---
CAATTACTGTTAAATGGTAGTCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTAGAAAATTAAGA---------------AAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACACTCAGGAGGAGATCTAGAGGTTACA---ATGCATCATTTTAACTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACTAACCAAATATAT---
CAGATACTTACAGAATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTGAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTGGGAGGGCT----------------------------
--------GTTATCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF835537 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATCTTTCAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACACCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATAGTAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAACTTGTACCGATGCTACTTGGAACAAGACCAAGACAAATGGTACTACTACAA
CCACTACCCCT--------------------------------------------------------------
----------------AGCACAACCAATGTCCCTAACATAGGAAATATAACAGATGAAGTAAGA---
AACTGTTCTTTTAATATAACCACAGAACTAATA---------------------------
GATAAACAGAAGCAAGAATATGCACTT---TTTTATAGGCTTGATATAGTACCAATTGGAAAT----------
-------------------------------------------------------------------------
----------
AATAATAATAATGATAATAGTAAGTATAGGTTAATAAATTGTAATGCTTCAGTCATTAAGCAG---
GCTTGCCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGCTTTTAAAAT
GTAAT---GATAAGAGATTCAAT------GGGACAGGGCCATGTAGAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGGAGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAGTA---------ATCAATTGTACCAGACCCTACAAAAATATAAGAATA-----
-AGTACAAGGATA------------GGACCAGGACGAGTA---TTC------TATAAAACAGGGGAC------
---------ATGATAGGAAATACA------------AGAAAAGCATATTGT---CAGATTAATGGAACA---
AAATGGAATAAAACTTTAGAACAGGTAGCTAGAAAATTAAAG---------------GAGCACTTTAAC----
-----------------------------------AATAAAACAATAATCTTTAAA------
CCACCCTCAGGAGGAGATCTAGAGATTACA---ATGCATCATTTTATCTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG



GCTGCTCTAATAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAAATTTGG------AAC------
AACATGACATGGATAGAATGG---GAAAGAGAAATTAGCAATTACACAAACACAATATAT---
GAAATACTTACAAAATCACAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAAGATTTGTTAGAATTGGATCACTGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTCTCGCTATTTCTTTGCTTGACGCTGTAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGGAGGGCT----------------------------
--------GTTATCCACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KF803580 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGGGATGCTGAT---
ACCACCTTATTTTGTGCATCAGACGCCAAAGCACATGAGAGGGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAAATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAATTTGTTCCAGCAATATCACAACCCAGGCTAATAACATAACCAAT-------
-------------------------------------------------------------------------
-------------------GTCACTTACATAGGAAACCTAGAAAATATAACAGAGGAAGTACGA---
AACTGTTCTTTTAATGTAACCACAGAAATCAGA---------------------------
GATAAGAAGCAGAAGATCCGTGCACTT---TTTTATAAGCTTGATTTAGTACAAATGGGGGAA----------
-------------------------------------------------------------------------
-------------------
AATGGGAGCAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTCAAT----
-----------AAGTCTGTAGAA---------ATCAATTGTACTAGACCCTCCAACAATACAAGAACA-----
-GGTGTAACTATA------------GGACCAGGACAAGTA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCATATTGT---GAGATTAATGGAAAA---
AATTGGAATGAAGTATTAATACAAGTAGTTGGAAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAATACAATAAAATTTCAA------
CCACCCTCGGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAGATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAAATATAT---
GAGATACCTACAGAATCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCAGCGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTGTAGCAATAACAGTAGCGGGG---
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------TTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAGGGGCTTTGCTA---TAA 
>KJ184177 
GCC---TCA------------------------------------------
AACAATTTGTGGGTTACAGTATATTATGGAGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACGGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TACGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACATTTGAAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTGGAGCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAACGCTACTTCGGTCAATACGGTCAATACC-------------
-------------------------------------------------------------------------



-------------------------------ACAATCGGGGTCAATACCACAGATGAGATAAAA---
AACTGTTCTTTTAATATGAGCACAGAACTAGAA---------------------------
GATAAGAAGCAGAAGGTCCATGCCCTT---TTTTATAAGCTTGATGTAGTACAAATTAACAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAATGAATATAGGTTAATGAGTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCGATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTATAGCAGAAGGGGAC------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAACCTGTAGAA---------ATTGAATGTATAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AACATTAGTAAGGAA---
AAATGGACTGAAACTTTACAAAGGGTAAGTAAAAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCAGCCTCAGGGGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGC-----------------
----------------------------AATAAATCCTTTGAAGAGATTTGG------GAC------
AACATGACATGGATACAATGG---GAGAGAGAAATTAGCAATTACACAAACACAATATTT---
CAGATACTTACGGAGTCACAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAGAAAGATTTGTTGGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCAGAG---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTCGAAAGGGCTTTGCTA---TAA 
>KF250407 
GTG---GGA------------------------------------------
GGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAACAATTACATGGTGGATCAGATGCAAGAGGATGTA---
ATCAGTCTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTAAATTGTAGCAATAAAGTTAATGTGAACAATGCAACTTACCTA----------
-------------------------------------------------------------------------
-------------------ACCAATAACCATAGCATAATAGGAAATGTAACAGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGTAATAAGA---------------------------
GATAAGCAACAGAGTGTCTATGCACTC---TTTTATAAGCTGGATATAGTACCAATTGAAGAA----------
-------------------------------------------------------------------------
-------------
AATAAAAATAATAATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTCACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAAAA---------ATTGTATGTACAAGGCCAAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTGAAGCT---
AGATGGACTGAAACTTTACAAAGGGTAGGTAAAAAATTGGCA---------------GAAAAATTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
CCATCCTCAGGAGGGGACCTAGAAATCACA---ACCCATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAATTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGAGATTTGG------AAT------
AACATGACATGGATGCAGTGG---GATAAAGAAATTACTAATTACACAGACACAATATAC---



AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
CAGAATGAGAAGGATCTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATCATAGAATTGTTACAAGGAATTGGCAGAGCT----------------------------
--------ATCCGCAATATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAG---TAA 
>KU501257 
GCT---GCA---------------------------------------------
CAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAACAACT---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---TATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAATCTTGGGA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGACAAATGACATGGCAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAAAACTAATAATACCAGTAATAAT-------------
-------------------------------------------------------------------------
-------------------------------AACAGTGTTACAACAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCACAAACACAGAA---------------------------GATAAGGTA---
AAAGATTATGCACTT---TTTTATAAACTTGATATAATACCAATAAATAAC----------------------
-----------------------------------------------------------------
AGTGGTAACAGCAATAGCAGTAGTAACAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTTTTAAAGT
GTAAC---AATGAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAG------------
GTAATGATTAGATCTAGCAATTTCACAGACAAT---------GCTAAAGTCATAATAGTGCAGCTGAAT----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATACATCTA------------GGACCAGGGAGAACA---TGG------TTTACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACCTTAGTAGTATA---
CAATGGAATAACACTTTAACACAGATAAGTGAAAAATTAAGA---------------AAACAATTTGGG----
--------------------------------AACAACAAAACAATAATCTTTAAT------
TCATCTGCAGGAGGGGACCTAGAGATTGTA---ATGCACACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAAGTCTGAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGAAGAAATATAC---
ACCTTGATTGAACAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
CAGAATGAACTAGAACTATTGAAATTGGATCAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTGGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCT---
ATACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATCGAAGTAGTACAAAGAATTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAAGGCTTCGAACGGGCTTTAGTA---TAA 
>KP170487 
GCC---TCA------------------------------------------
GGCAACTTGTGGGTTGCAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAG---AGTCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACGCCTCTTTGCGTTACTCTAGATTGTACCAATAACATAACAGTCAAAACAGTCAAAAACAAT----------
-------------------------------------------------------------------------
-------------ACCATTGGCAACAATACCAATGACATAGGAAATATAATAGATGAAATAAGA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAGGAAGCAGAAGGTCTTTGCACCG---TTTTATAAGCTTGATACAGTACAAATGGAAGGAAATGAGGGG-
-------------------------------------------------------------------------



----------
AATAGTAGTAATAGTACTAGATTCTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTGTAAAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAA------
---------GTAACAGGAGATATA------------AGAAAAGCATATTGT---GAGGTTAATGGAACA---
GCATGGAATGAAACTTTAAAACAGGTAGCTATAGAATTAAAA---------------AAGCACTTTAAT----
--------------------------------AATAAGACAATAATCTTTCAACCA---
CAACCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAA------
AACATGACATGGATAGAATGG---GAGTGGGAAATTAGCAAGTACACAAACAACATTTTT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGAATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCA---
GTGCTTTCTATAGTA---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATACTGCAGCAATAGCAACAGCGGGA---
TGGACAGATAGGGTTATAGAAATAGCACAAGGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX378999 
ACC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAG---
ACCACTCTGTTTTGTGCATCAGATGCCAAAGCACATAAGACAGAA---GTACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGAAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTAGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGAGCAAAGTCTA---AAGCCATGTGTAACGTTA---
ACTCCTCTCTGCGTTACTTTAAACTGTTTCAATGCTGTGTTCAACAATACAAAAAGATCTAACGCATCTAGCA
CAACA--------------------------------------------------------------------
----------------------------AATATAACAGAGGAAAATATAAAAGATGAAGTGAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAGGCTTGATATAGTATCAATGGATACA----------
-------------------------------------------------------------------------
----------------------
AATGGAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGCTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCGGAGAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAACA---------ATCAATTGTACCAGACCCTCTAACAATACAAGGGTA-----
-AGTACAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
GATTGGAAGGAAACTTTACATAAGGTAAGTAAAAAATTAGCA---------------GAACACTTCCAA----
-----------------------------------AATAAAACAATACACTTTACA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------GGC------
AACATGACATGGATACAATGG---GAGAAAGAGATTAGCAATTACACAAACACAATCTAT---
GACCTACTTGTGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGAATTATTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGGATAATTTTTGCT---



GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTATATGATACCATAGCAATAGCAGTAGCGAGG---
GGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTGGGAGAGCA----------------------------
--------ATTCTCAACATA------CCCAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTA---TAA 
>KX379000 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACAGGAGACCGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---TATGCTTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACACATGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATGTG---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCCCTCTGTGTTACTTTAAATTGTGCCAATGCTAATTTGACCAATATCAACAAGACCACT----------
-------------------------------------------------------------------------
-------------------------GCCTCTAACGGAATAGGAAATATAACAGAGGATGTAAAA---
AACTGTTCTTTTAATATGACCACATTACTATCA---------------------------
GATAAGAAGCAGAGGGTCTATGCACTT---TTTTATAAGCTTGATATAGTACCAATTATAGAGAGCCAGAAT-
-------------------------------------------------------------------------
----------------
GATAATACTAGTAGTGAGTATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------GCCAAAACCATAATAGTGCAACTTAAT----
-----------AAAACTGTAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTATAAATATA------------GGACCAGGACAAACA---TTC------TATAGAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCCTATTGT---GAGATTAATGGAACA---
AAATGGAATGAAACTTTAAGACAGGTAGCAAAAAAATTAAAA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAAAATTCCAG------
CCGCCCTCAGGGGGAGATCTAGAGATTACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGCAAAATCATCTGCACCACCGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGACGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATCACACAACCCAAATATAT---
GAGATACTTACAGCATCGCAGGACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGAACTTGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGTTTTCTATAGTA---------AGTAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTCGCTATTTCTTTGTGTAATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTGGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KP668994 
GTT---ACA------------------------------------------
GGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGCAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGTAGCAATGCTAGGTTCCAAAAGGCAAACTCAACC-------------
-------------------------------------------------------------------------
-------------------------------------GTAGAAAATATAACAGATGAAGTGAAA---
AACTGTACTTTTAACATGACCACAGAGATAAGA---------------------------
GATAAGAAGCAGCAGGTCCATGCACTT---TTTTATAAGCTTGATGTAGTACCAATGGGGAATGAA-------
-------------------------------------------------------------------------
----------------------
AATAGTAATGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCACTTCTTAAGT



GTAAT---GATAAGAGGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGCACACATGGGATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTGGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGA-AA-----
-AGTATAAGGATA------------GGAYCAGGGCAAACA---TTT------TATGCAACAGGAGAC------
---------ATAGTAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAA---
GATTGGGAGAAAACTTTACATGATGTAAGTAAAAAATTAGCA---------------GAACACTTCCAG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTGGCAATTACACAAACACAATATAT---
GAGCTACTTCTGAAATCGCAGAACCAACAGGAC----------------------------------------
-----------------------------
GAGAATGAAAAGCAGTTGTTAGAATTGGATAAATGGGCAGGCCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCTCTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAGGCAGCACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MF379808 
GCC---TCA------------------------------------------
GGCAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAACACACCTGAAA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAAGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTATGCGTTATTTTAACTTGTACCGATGCTAAATTTAACATAACCAATAACAAC-------------
-------------------------------------------------------------------------
-------------------------------AATAGCATAGGAAATATAACAAATGAAGTAAAA---
AACTGTACTTTTAACATGACCACAGAGATAAAA---------------------------
GGTAAGCAGCAGACGGTCCATGCATTG---TTTTATACACTTGATATAGTACGTATGGGAGGGAAT-------
-------------------------------------------------------------------------
----------------------
AAGAGTGAGCAGTATAGGTTAATAACTTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTTCTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATACAAAGTTCAAT------GGGACAGGGCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTRCATCTTAAT----
-----------RAACCTGTAGAA---------ATTGCATGTACAAGACCTGGCAATAATACCAGACAA-----
-AGTATAAGGATA------------GGACCAGGACAAAMA---TTT------TATGCRACAGGAGAA------
---------ACAATAGGAGACATC------------AGACGAGCACATTGT---AACATTAGTGGAGGA---
GATTGGAATAACACCTTATATACTGTAAGTAAAAAATTAGCA---------------GAATACTTCCAA----
-----------------------------------AATAAAACAATACGATTTACA------
TCGTCCTCAGGAGGGGACCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTTAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATCTGG------GAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GACCTACTTACAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCTTTCGCTATCTCTTTGCTTGATGCTACAGCAATAATAATAGCAGGG---



GGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGGCAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>KX010453 
ACC---TCA------------------------------------------
GACAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGG---AAAGATGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAAATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTAACAATAATAGTAGCAGTAATAGCAGT----------
-------------------------------------------------------------------------
-------------AATAGTAGTGGTAATAGTAGTAGTACCTTGGAGAAAATGCAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTAGTAAGA---------------------------
GATAAGAAGGAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGAGGTAAT-------
-------------------------------------------------------------------------
----------------------
AACTCTAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGATCCAATCCCTATACACTATTGCACTCCTGCTGGTTATGCAATTCTTAAGT
GTAAT---GATAAGATGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAAAGAAT---------GCTAAAACGATAATAGTACATCTTAAT----
-----------AATTCTGTAGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAGA---
GAGTGGGAGCAAACTTTACATAATGTAGGTAAAAAATTAGCA---------------GAACACTTTGGA----
-----------------------------------AATAAAACAATAAACTTTACA------
ACATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAAATCTGG------GAT------
AACATGACCTGGAGGCAATGG---GATGAAGAAATTAGTAATTACACAGATACAATATAC---
AGGTTGCTTGAAGTCTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGCAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTTCTTTGCTTGATACTATAGCAGTAGTAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGTACAAAGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTA---TAA 
>MG064457 
ACC---TCA------------------------------------------
GGCAACTTGTGGGTTACAGTTTATTATGGAGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAGAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACTGAC---
CCCAACCCACAAGAACTGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAATTCCTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTCACTTTAAATTGTACAAATGTTAATGGTAGCACTAATGGTAACTTT-------------
-------------------------------------------------------------------------
-------------------------AGTATGGAAAATTGTAGTGATATGAAAAATTGCATGAAA---
AATTGCTCTTTCAATGTAACCACAATCATAAGA---------------------------
GATAAGACAAAGGTAGAGCATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
----------------
GAATCTAATACAAGCAATTATAGATTAATAAATTGTAATACCTCAACCTTAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCACTTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---



CAGCTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTTCAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGTCCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAGT---
AAATGGAATGAAACTTTACAAAGGGTAGGAAAAAAGTTAGAA---------------CATCACTTCCCG----
-----------------------------------AATAAAACAATAAAATTTACA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------AAT------
AACATGACATGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
AGTTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGTTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGACTATTTCTTTGCTTAATACTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGCCTTATAGAAGCAGCACAAGGAGCTGGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>MH051842 
GCC---TCA------------------------------------------
GACAAATTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGG---AAAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACATGAGACAGAA---GTGCACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACCCCTGGTA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAAATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACACCTCTTTGTGTTACTCTAAGTTGTACCAATAACATAACAGTCAATAACACAGTCATT-------------
-------------------------------------------------------------------------
-------------------GGCAACAATAACAATAATATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGAGATAAGA---------------------------
GATAAGAATCAGAAGGTCTCTGCACTG---TTTTATAAGCTTGATATAGTACAAATGGGAGGG----------
-------------------------------------------------------------------------
-------------------
AGTAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCCTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GCAAT---GATAAGAAGTTCAAT------GGGACAGGGCTATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACGCATGGAATTAAACCAGTGGTATCAACC---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAGAATCTCACAAACAAT---------GCTAAAACCATAATAGTGCACCTTAAT----
-----------GAATCTATAGAA---------ATCAATTGTACCAGACCCTCCAACAATACAAGAACA-----
-AGTGTAAGAATA------------GGACCAGGCCAAATG---TTC------TATAGAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAGGCATATTGT---GAGGTTGATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAGCTGCAAAATTAAAA---------------GAGCACTTT-------
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ACGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGC-----------------
----------------------------AATAAATCTTATGATGACATTTGG---------------------
-------------------------------------------------------------------------
-------------------------------------------------------------------------
-------------------------------------------------------------------------
------------------
TATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCA---
GTGTTTTCTATAGTA---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCTTTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAATCATAGAGGCAACACAAAGCATTGGTAGAGCT----------------------------
--------ATTCTC------------------CGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KP455640 



GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTCGTGCATCAGATGCCAAAGCACAGGAGGCAGAA---GTGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCACCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGCAGAGCAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTGAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTACCAATGCTAATGTTACAAATGCTAATTCGACC-------------
-------------------------------------------------------------------------
-------------------------------------ACAGTAAATACAACAGATGAAGTAAGA---
AACTGCTCTTTTAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGGAGAAGGTCTATGCACTT---TTCTATAAGCTTGATATAATACAAATGAATGATGGGAATAAT-
-------------------------------------------------------------------------
----------------
GCTAGTAATTATAATGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGATTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACGGGAGAC------
---------ATAATAGGAGGCATA------------AGAAAAGCACATTGT---AACATTAGTAGAGAG---
ACATGGAATAAGACTTTACAAATGGTAAGTAAAAGATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACA------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATTTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAAATTTGG------GAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACAAGCCAGATATAT---
GACATACTTATAGAATCTCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTGTTAGAATTGGATAAATGGTCAAGTCTATGGAATTGGTTTGACATATCAAGATGGC
CGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGGGCT----------------------------
--------GTTCTACACATA------CCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTATTA---TAA 
>KU820827 
GCC---CTA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAAAK---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACAWGAGACAGAA---GCGCACAAC----------------
--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGAAA---------AACGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATCAAGATGTA---
ATCAGCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTAACTTTAAAATGTAGGGATGCTGCATTCAACAGTACAACTAAAAAC-------------
-------------------------------------------------------------------------
----------------------------AATGACACAATAGGAAATGTAACAGGTGAAATAAAG---
AAATGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAAAAGAAGCAGGTCTATGCACTT---TTTTATAAGCTTGATTTAGTACCAATTGGAAAT----------
-------------------------------------------------------------------------
-------------
AATAATAATAATAATAGTGAGTATATGTTAATGAATTGCAATACTTCAGCCATTAGGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAACAACTTCAAT------GGGACAGGGTCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAAATCTGAAAATATCACAGACAAT---------GCCAAAAATATAATAGTGCATCTTAAT----
-----------GAATCTGTACAG---------ATCAATTGTACCAGACCTGCCAACAATACAAGAAAA-----



-AGTATGACTGTA------------GGACCAGGACAAGTA---ATC------TATAGAATGGGAAAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATATTAGTAAAGAA---
AAATGGAATAAAGTCTTAAAAGGGGTAACTGAAAAATTAAGA---------------GAGCACTTT-------
-----------------------------------AAGAAGAACATAAGCTTTCAA------
CCATCCTCAGGAGGAGATCTAGAAGTTACA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAAACTTATGAATATATTTGG------AAC------
AACATGACATGGGCGGAGTGG---GAGAGAGAAATTAGTAATTACACAAACACAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATCATTTTTGCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGGAGGGATACTCACCT------
TTGTCATTCGCTATTTCTTTGCTTGATTTCGTAGCAGTAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAACAGCACAAAGAGCTTGGAGAGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU820830 
GCC---CTA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATAGTACAGAA---GGGCACAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AACGTAACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCATCTCTGTGTTACTTTAAACTGTACTGATAATGTTAGATTTAACAATACAACCAATGAC----------
-------------------------------------------------------------------------
----------------------------AATACTAYAATAGGAAATATAACAGRTGAAATAAGA---
AACTGTTCTTTTAAGATGACCACAGAAATAAGA---------------------------
GATAAAAAGAAGCAGGCCCATGCACTT---TTTTATAGGCTTGATTTAGTACCAATTGGAAATAATAATGGA-
-------------------------------------------------------------------------
-------------
AATAATAGTAGTTATAGTGAGTATATGTTAATAAATTGTAATACTTCAGCCACTAGGCAG---
GCTTGTCCAAAAATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTAAAAAC-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAA------------
ATAATAATTAAATCTGAAAATATCACAGACAAT---------GCCAAAAATATAATAGTGCATCTTAAT----
-----------GAATCTGTGCAG---------ATCAATTGTACCAGACCTGCCAACAATACAAGAGAA-----
-AGTATGACTGTA------------GGACCAGGACAAGTA---CTC------TTTAAAATGGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATATTAGTAGAACA---
GAATGGCATAAAGTCTTAAAAAGGGTAACTAAAAAATTAAAA---------------GAGCACTTTGAG----
-----------------------------------AATAAGAACATAAGCTTTCAA------
CCATCCTCAGGAGGAGATCTGGAAGTTACA---ATGCATCATTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGG
GCTGCTCGGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGACTCTATTTGG------AAC------
AACATGACATGGGCAGAATGG---GAGAGAGAAATTAGCAATTACACAAACATAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATAAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTTCTTTGCTTGATTCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCA----------------------------
--------TTTCTTCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KU820841 
GCC---CTA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AAAGATGCAAAT---
ACCACCTTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAA---GCGCACAAT----------------



--------------GTCTGGGCAACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATCCCTGCAA---------AACGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATCAGGATGTA---
ATCRRCTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTAACTTTAAACTGTACGGATGTTGCATTCAACAATGCAACTATGAACCCT----------
-------------------------------------------------------------------------
-------------------GCCAAAGACAATGACACAATAGGAAATATAACAGGTGAAATAAAA---
AATTGTTCTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAAGAGAAGAAGGTCAATGCACTT---TTTTATAAGCTTGATTTAGTACCAATTAATAATAGG-------
-------------------------------------------------------------------------
----------------------------
AGTGAGTATATGTTAATAAATTGTAATACTTCAGCCATTAGGCAG---
GCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAAT
GTAAT---GATACCAATTTCAAT------GGGACAGGGTCATGTAAGAAT-----------------------
-GTCAGT---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAA------------
ATAATAATTAAATCTGAAAATATCACAGACAAT---------GCCAAAAATATAATAGTGCATCTTAAT----
-----------GAATCTGTACAG---------ATCAATTGTACCAGACCTGCCAACAATACAAGAGAA-----
-AGTATGACTGTA------------GGACCAGGACAAGTA---ATC------TATAAAATGGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATATTAGTAGAGAA---
AAATGGAATAAAGTCTTAAAAGGGGTAACTGAAAAATTAAGA---------------GAGCACTTTGAG----
-----------------------------------AATAAGAGCATAAGCTTTCAA------
CCATCCTCAGGAGGAGATCCAGAAGTTATA---ATGCATCATTTTAATTGTAAAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACACCACTTGGAGT-----------------
----------------------------AATAGAACTTATGACTATATTTGG------AAA------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGTAATTACACAAACATAATATAT---
GATATACTTACAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATCATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTATTTCTTTGCTTGATTCCACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGGGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AB097868 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGATACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACATCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAGCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGCGTTACTTTAAATTGCACCAATGCTAATTTGACCAGTATCAATGCCACAACC----------
-------------------------------------------------------------------------
-------------------------AGTGACCCTAGAATAGGAAACATAACAGAAGAAGTAAAA---
AACTGTACTTTTAATATGACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAGGTCCATGCCCTT---TTTTATAAGCTTGATATAGTACCAATTGAAAAG----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAATTTCAAT------GGGATAGGGCAATGTAAAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
ATAATAATCAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATCAATTGTACTAGGCCCTCCAACAATACAAGAACA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATAGAACAGGAGAC------
---------ATAACAGGGGATATA------------AGGAAAGCATACTGT---CAGATTAATGGAACA---
AAATGGAATGAAACTTTAAAACAGGTAACTGGAAAATTAAGA---------------GAGCACTTTAAG----



-----------------------------------AATAAGACAATAATCTTTAGA------
CCACCCTCAGGAGGAGATCTAGAAATTACA---ATGCATCATTTTAACTGTAGAGGGGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTTTGAAGAGATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAGAGAAATTAGCAATTACACGAGCCAAATATAT---
GAGATACTTATGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGAATACTCACCT------
TTGTCTTTCGCTGTTAGCTTGCTCAATGTCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTATAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTGGAAAGGACTTTGCTA---TAA 
>MG989536 
GCC---TCA---------------------------------------------
AACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCACAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGCACTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGCAGAGCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTTTCTGCGTTACTTTAAATTGTTCCAATGCAACAGCAACAAATAATACA-------------------
-------------------------------------------------------------------------
-------------------------------------ATAGAGGAACCAAAAGATGAAGTAAAA---
AACTGTTCTTTTAATACAACCACAGAACTAATA---------------------------
GATAAGAAGCAGAAGGTCCAGGCACTT---TTTTATAAGATTGATCTAGTACAAATGGAGAATAATAGCAAT-
-------------------------------------------------------------------------
----------
GATAGCAATAGTAACTTTGGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGGCCTTGTAGAAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTGCACCTTAAT----
-----------AAATCTGTAGAA---------ATTAATTGCACCAGACCCAACAACAATACAAGAACA-----
-AGTGTACGCATA------------GGACCAGGACAAATA---TTC------TATAGACCAGGAGAG------
---------ATAATAGGAAACATA------------AGGAAAGCATATTGT---GAGATTAATGGAACA---
GAATGGAATGAAACTTTAAATCAGGTAACTAGCAAATTAAAA---------------GAGCACTTTAAT----
-----------------------------------AATAAGACAATAATCTTTCAA------
CCACCCTCAGGAGGAGATATAGAAATTACA---ACGCATCATTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAATACATTTGG------AAC------
AACATGACATGGATAGAATGG---GAGAAAGAAATTAGCAATTACACAAACAAAATCTAT---
GAACTACTTACGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATCTCCTTGCTTGATACTATAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------ATTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAA---TAA 
>HM138656 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGG---AGAGATGCAGAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCACAAAGTCCAGAA---GCGCACAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACTCCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCAGGAGGATATA---



ATCAGTTTATGGGATCAAAGTTTA---CAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTAAATTGTTCCAATGCTGAGTGGACCAATGTCAATATCACAACC----------
-------------------------------------------------------------------------
----------------------AATGGCAATAATAGCATAGGAAATATAACAGATGAAGTAAGA---
AACTGTACTTTTAATATGACCACAGACCTAAAA---------------------------
GATAAGCAGCAGACGGTCCATGCACTC---TTCTATAAGCTTGATATAGTAAACATGGGAAATAAT-------
-------------------------------------------------------------------------
----------------
AGAAATAATAGAAGTGAGTATAGGTTAATAAATTGTAACACCTCAGTCATTAAGCAG---
GCTTGCCCAAAGATAACCTTTGATCCAATTCCAATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGAAGGGACCATGTAACAAT-----------------------
-GTCAGC---TCAGTACAATGCACTCATGGAATTAAGCCAGTAGTATCAACT---
CAGTTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAA------------
ATAATAATCAGATCTGAAAATCTCACAAACAAT---------ATCAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTAGAA---------ATCAATTGTACCAGACCCTTTAAAAGTATAGGAAGA-----
-AGAACAAGTATA------------GGACAAGGACAAGTA---CTC------TATAGAACAGAAACC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---GAGATTAATGGAACA---
AAATGGAATAACACTTTAAAACGGGTAGCTGAAAAATTAAGA---------------GAGCACTTTAAG----
-----------------------------------AATAAGACAATAATCTTTAAA------
CCACATTCAGGAGGAGATCTAGAGATCACA---ATGCATCATTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTCTTGAAGAGATTTGG------GAC------
AACATGACATGGACACAATGG---GAGAGAGAAATTAGCAATTACACAAACCAAATATAT---
GAAATACTTATGGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAGGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTGTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAACAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGCAGCACAAAGAGTTGGGAGGGCT----------------------------
--------TTTATCCATATA------CCCAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>KJ778895 
GCC---TCA------------------------------------------
AACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGACCCAGAA---GTGCACAAC----------------
--------------GTCTGGGCCACG---TATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAATACCCCTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACTTTAAAATGTACAAATATTACCAGTAATAATAGCAGTAATAGCAGTAATAGT----
-------------------------------------------------------------------------
-------------------AGTAGTAATAGTAATGGTACCCTTGAAGACATGAAGGAAATGAAG---
AATTGCTCTTTCAATACAACCTCATTAGTAACA---------------------------
GATAAGAAGGAGAAGGTCTATGCACTT---TTTTATAGGCTTGATATAGTACCAATTAAAGAT----------
-------------------------------------------------------------------------
----------------
GACAATGATAGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAG---
GCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAGGT
GTAAT---GATAAGAATTTCAAT------GGGACAGGGCCATGTACAAAT-----------------------
-GTCAGC---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATATGACAAACAAT---------GCCAAAACAATAATAGTACATCTCAAT----
-----------GAATCTGTAGAA---------ATTACATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TTTGCAACAGGAGCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTTTCAGT---
AATTGGAACAAAACTTTACATAATGTAAGTAAAAAATTAGCA---------------GAATACTTCCCA----
-----------------------------------AATAAAACAATACAATTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG



GCTGCTCTAACAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAGGCCAAATATTT---
GCAATACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTTCTTTGGTTGATGCTGTAGCAATAGCAGTAGCAGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGGGAGCC----------------------------
--------CTTCTTCACATA------CCTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT321211 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGG---CAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGCAATAGAGCTGGTA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCTTGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAAGTGTGCCAACGTTAATCTAACCAATGCTAATATAACCCAA----------
-------------------------------------------------------------------------
-------------GACAACACAACTAGTGCCCTTGAAATAGAAAATGTAAAAAATGAAGTAAAA---
AATTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------
GATAAGCAACAGAAGGCCTATGCACTT---
TTTTATAAGCTTGATATAGTACCAATTGAAGATGATGTTAGTAATAGTAGTAGTCCTAATGTTAGT-------
-----------------------------
AATAGTAGTAGTACTGATGTTAGTAATAGTAGTAGTAATAGTAAGGATTATATATTAATAAATTGTAATACTT
CAGTCATTAAACAG---
GCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAAT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTAGAA---------ATTAACTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAGT---
AAATGGAACAAAACTTTACACGAAGTAAGTAAAAAGTTAGCA---------------AGTTACTTTCCT----
-----------------------------------AATAAAACAATAAATTTTAAT------
TCATCCTCAGGAGGGGATCTAGAAATTACC---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTGAGCATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTGATTACACAGACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGACAAATCTATGGAATTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATCTCTTTGCTTGATGCTACAGCAATAGCAGTAGGGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAACGAGCTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGAACTTTGCAA---TAA 
>KY200516 
GCC---TCA------------------------------------------
GACAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCCAAAGCACATGAAACAGAA---GTGCACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCAAGAAATACTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCCCTCTGTGTCACTTTAACCTGTACAAATGTTAGCAGCAATAGTAATACTAGTAGTAATAATAGTACCC



CT-----------------------------------------------------------------------
-------------------------------------------GAGAACTGGCAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAGTAAGA---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTTATAGGCTTGATATAGTACCACTTAGTAGTGATAACTCT-
-------------------------------------------------------------------------
----------------------
AGCTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCGTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACAGGACCCTGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAA------------
ATAATAGTTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATCATAATACATCTTAAT----
-----------AAATCTGTGGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TTTGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AACATTAGTAAAAGA---
GATTGGGAGGAAACTTTACATAGTGTAAGTGAAAAATTAGCA---------------GAACACTTCCAG----
-----------------------------------AATAAAACAATAAAATTTAAC------
GCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATTATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGAGATTTGG------AAC------
AACATGACATGGACAGAATGG---GAGAGAGAAATTAGCAATTACACAAACAAAATCTAT---
GAGCTACTTACAGAATCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTGTTAGCGTTGGACAAATGGGACAGCCTGTTGAATTGGTTTAACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTTCTTTGTTTGATACTATAGCAATAGCAGTAGCRGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTGCACATA------CCTAGAAGAATCAGACAAGGTTTAGAAAGAGCTTTGCAA---TAA 
>MK371104 
GCC---TTA---------------------------------------
AATAACAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATACATAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGGCCTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTGAACTGTACAAATGTTGCCAGTAATAGTAGCAGTAGCAGCAATAATAGTAGT-
-------------------------------------------------------------------------
-------------------------GTTAATGGTAATAGTAGCCTTGAGACGCAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTAGTAAGA---------------------------
GATAAGAATCAGCAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAGAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCACTTCTTAAGT
GTAAT---GATAAGGGGTTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGGATCAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGCC------
---------ATAATAGGAAACATA------------AGACAAGCATATTGT---AACATTAGTGGAAAA---
GATTGGAATGACACTTTATATAATGTAAGGAACAAACTAGCA---------------GGATACTTCCCA----
-----------------------------------AATACAACAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGGGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AACAAATCTCAAAATGAAATTTGG------AAT------



AACATGACTTGGATGCAATGG---GATAAAGAAATTAATAATTACACAGAAACAATATAC---
ACGTTGCTTGAGGTCGCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAGAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTTGCTATTTCTTTGCTTGATGCTATAGCAATATCAGTAGCGGGG---
TGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTTGCCACATA------CCCAGAAGAATCAGACAGGGTTTAGAAAGAGCTTTGCAA---TAA 
>KU820822 
GCC---TCA------------------------------------------
AACAATTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAAATGCTAAAGCATATGAGAAAGAA---GTGCACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCGACCCGCAAGAAATGAAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACTCCACTCTGTGTCACCTTAACCTGTACAAATGTTACTAATAACCAGACCTCC-------------------
-------------------------------------------------------------------------
----------------------------ATTGGGAACCTGACCTACAATGGGGAGGAAATAAAA---
AATTGCTCTTTCAATGTAACCACAGAAGTAAAA---------------------------
GATAAGAAAAAAAGAGTGCATGCGCTT---TTTTATAGACTTGATATAGTACCACTTGATGAC----------
--------------------------------------------------------------------
CTTAGTAGGAATAGTAATGACTCTAGTACAAATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAG---
GCTTGTCCAAAGGTTAATTTTGATCCAATTCCTATATACTACTGCACTCCTGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATGAGACATTCAGT------GGGAAAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTGCACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAGGGAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTCCATCTTAAT----
-----------GAATCTGTAGAA---------ATTAACCGTACAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGCGAA---
AAATGGAATGAAATTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACTCTTCCCT----
--------------------------------AATAGTAGTGCAATAAAATTTGCA------
CCGCACTCAGGAGGGGACCTAGAAGTTACA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGATGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAAATGAAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACATAATATAC---
TACTTGCTTGAGGACTCGCAAAACCAGCAGGAC----------------------------------------
-----------------------------
AGGAATGAACAGGAGTTGTTAAAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGATATAACACGCTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCTCCT------
TCGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG---
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCT----------------------------
--------TTTCTTCACATA------CCTAGAAGAATCAGACAGGGTTTAGAAAGAGCTTTGCAA---TAA 
>AY262830 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACGCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTGTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGCAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACTCCTCTCTGTGTTACTTTAAATTGTATCAATGCTAATTTGACCAATGGCAATAACACAACC----------
-------------------------------------------------------------------------
----------------------AATGGCTCTAACATAAACAGAATAGGGATTGATGAAGTAAAA---
AACTGTTCTTTTAATATGACCACAGAAATAAGA---------------------------



GATAAGAAGCAGAAGGTCTATGCACTT---TTTTATAAGCCTGATGTAGTACAAATTGAAAAG----------
-------------------------------------------------------------------------
----------------------
AATACTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTTAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGTGAG------------
ATAATAATTAGATCTGAAAATCTGACTGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCCACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCGGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAGAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACATCTCTCAAGAAAAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGATAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTTCTTTGTTTGATGCTACAGCAATAGTAATAGCGGGG---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCC----------------------------
--------CTTCTCCACATA------CCTAGGAGAATCAGACAGGGCTTAGAAAGGGCCTTGCTA---TAA 
>KU168268 
GCT---TCA------------------------ATT---AAC---AAT------
AACCTGTGGGTAACAGTCTATTATGGAGTGCCTGTGTGG---GAAGAAGCAGAT---
ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATGCTACTGAA---AAGCATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCCCTGGAA---------AATGTAACAGAAACTTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
ATCAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAATTGTACTAATGTAACCTCTAGCAATAGCACTTTAAGAGAA----------
-------------------------------------------------------------------------
-------------GACAATAGCACTTTAAGAGAAAGCAATAGCACTTTAAAAGAAGAAATGAGA---
AACTGCTCTTTTGATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAATACGCGCTT---TTCTATAAACTTGATGTAGTACCAATTAATACA----------
-------------------------------------------------------------------------
-------------
AATAGTACTAATAGTAGTGAGTATATATTAATAAATTGTAATGCCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGAGTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GAAAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAATTACTGCTGAATGGCAGTTTGGCAGAAGAAGAA------------
ATAATCATAAAATCTGAAAACCTCACAAACAAT---------GCCAAAATCATAATAGTGCAGCTTAAT----
-----------GAATCTGTAGAA---------ATTAACTGTACCAGACCCGGTAACAATACAAGAAAA-----
-AGTATATCCCTT------------GGACCAGGGCAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAAACATA------------AGAAATGCTCATTGT---AATGTTAGTAAACAA---
GTTTGGAATTCTACATTACAGAAGGTGATTGCAAAACTAAAA---------------GGACTCTTTACG----
--------------------------------------AGGAACATAACCTTTAAT------
GGATCTACAGGGGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTAGAAAGATACCTAATGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTTAATGAAATTTGG------GAC------
AACTTGACCTGGGCAGAATGG---GATAGGGAAATTAACAATTACACACGACAAATATAC---
ACTCTGCTTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------



AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGACAAGTTTGTGGAGTTGGTTTGACATCTCACACTGGC
TATGGTACATAAGAATATTTATAATGATAATAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTGGCTATTAATTTAGTTGATACAGTAGCAATAGCAGTAGCTAAC---
GGGACAGATAGGGTTATAGAAGTAGCACAAGGAATCTTTAGAGCT----------------------------
--------TTTCTTCATATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTACTA---TAA 
>KU168301 
GCC---TCA------------------------------------------
AATAACATGTGGGTCACAGTCTATTATGGGGTGCCTGCGTGG---GAAGATGCAGAG---
ACCATCCTATTTTGTGCATCTGATGCCAAAGCATATAGTACTGAA---AAGCATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCGACCCACAAGAAATAAGACTGGCA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAACTG---
ACCCCTCTCTGTGTTACTTTACGTTGTACTAATGTCAACAGTACTGCTGCAAGCAACCATACAACT-------
-------------------------------------------------------------------------
----------------------------GGAAATGCAACTGTAATAGATAAAACAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGGAAGAATACGCGCTT---TTCTATAAACCTGATATAGTACAAACTGGTAAC----------
-------------------------------------------------------------------------
-------------------------
AACAACACATATACATTAGTAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACTTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGAATCAAGCCAGTAGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAGGAA------------
ATAATAATTAAATCTGAAGACATCACAGATAAT---------ACCAAAACCATAATAGTGCAGCTTAAT----
-----------GAGTCTGTAACA---------ATTATATGTACCAGACCCAATAACAATACAAGAAAA-----
-AGTATACACATA------------GCACCAGGACAAGCG---TTC------TATGCAACAGGTGCC------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AATGTTAGTAAACAA---
GATTGGAATAATACATTAAACAAAGTGACTGCAAAACTACAA---------------AAGCTCTTT-------
-----------------------------------AATAAGACCATAGAATTTGGG------
CCACATACAGGAGGGGACCTAGAAATTACA---ACGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACCTGAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGAGGAAATTTGG------GAT------
AATATGACTTGGATACAATGG---GATAGGGAAATTGACAATTATACACAACAAATATAC---
AGCCTAATTGAGCAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACCAGTGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGC
TATGGTACATAAGAATCTTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTATAATC---------AATAGAGTTAGGCAGGGATACTCACCC------
CTATCGTTGGCTATTAACTTAGCTGATGCAACAGCAATAACAGTAGCTAAT---
TGGACAGATAGGGTTATAGAAGCAGTACAAAGATTTTTTAGAGGT----------------------------
--------CTTCTTCACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>AB286853 
GCC---TCA------------------------------------------
GAGCAACTGTGGGTCACAGTCCATTATGGGGTGCCTGCGTGG---GAAGATGCAGAC---
ACCATTCTATTTTGTGCCTCTGATGCTAAAGCATACAGTACTGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACGAGAAATACCTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATCAGATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTGTGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAAATGTACTAATGTAACTGTCAATAATACTAATGTAAATGTAAGCAACAATA
CT-----------------------------------------------------------------------
-------------ACTATCAACAATACTACTACTGCATCCCCTAATAGCCTCCAAGAAATGAGA---
AATTGCTCTTTCAATATAACCACAGAAATAAGG---------------------------
GATAAGAAAAAGACAGAATACGCGCTT---TTCTATAAACTTGATGTAGTATCAACTGGGGAT----------
-------------------------------------------------------------------------
----------------------



GATAATACTACTTATACATTAATAAATTGTAATGCCTCAACCATTAAACAG---
GCTTGCCCAAAGGTGACTTTTGAACCAATCCCAATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GAGAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAAGA------------
ATAGTAATTAGATCTGAAAACCTCACAAACAAT---------GCCAAAATCATTATAGTACAGCTTAAT----
-----------AAGTCTGTAGAA---------ATTATGTGTACTAGACCCAGTAACAATACAAGAAAA-----
-AGTATACCCATT------------GGACCAGGGCAAGCG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGAAATATA------------AGACAAGCTCATTGT---AATGTTAGTAAGAAA---
GAGTGGCATAAACTATTACAGAATGTGACTGCAGCACTACAA---------------GAACACTTT-------
-----------------------------------CATAAGAACATAACTTTTAAT------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAGACTTTTAATGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GATAGGGAAATTAACAATTATACACAACACATATAC---
AACCTACTTGAAGAATCGCAAACTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGAAATATCAAACTGGC
TATGGTACATAAGAATCTTTATAATGATAGTAGGAGGCCTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTGGCTATAAGTTTAACTGATACAATAGCAATAGAAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTATTAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAAGGATTAGAAAGAGCTTTGCTA---TAA 
>AJ508596 
GCC---TCA------------------------------------------
AATAACATGTGGGTCACTGTCTATTATGGGGTGCCTGCGTGG---GAAGAGGCAGAT---
ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACGGAC---
CCCAACCCACAAGAAATATCTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTGTTAACATCACTAATAATACT-------------------------
-------------------------------------------------------------------------
-------------------------------------GCTGTGGATGGCACACAAAATATGACA---
AGCTGCTCTTTCGATATCACCACAGAAATAAGA---------------------------
GATAAGACAAAGGCAGAATACGCGCTT---TTCTATAAACTTGATGTACTCCAAATGAATAGT----------
-------------------------------------------------------------------------
----------------
AATGATAATAATAGTACTTTTAGGCTAATAAATTGTAACTCCTCAAACATTAGACAA---
GCTTGCCCAAAGGTGACTTTTGACCCAATTCCCATTCATTATTGTGCTCCAGCTGGTTTTGCGATCTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTAAATGGCAGTTTAGCAGAAGAAGAC------------
ATAATAATTAAATCTGAAAACATCTCAAACAAT---------GCCAAAACCATAATAGTGCAGTTTAAT----
-----------AAATCTGTAGAA---------ATTATATGTACCAGACCCAGTAACAATACAAGGAGA-----
-GGTATACACTTG------------GGACCAGGGCAAACG---TTC------TATGCAACAGGTGCT------
---------ATAATAGGAAATATA------------AGACAAGCTCATTGT---AATGTTAGTAGAACA---
GACTGGAATTATGCATTACAGAATGTGACTGCAAAACTAAAA---------------CAACTTATT-------
-----------------------------------AATAAAACCATAACCTTTAAT------
TCATCTGCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTATTTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAACAGTCCTGGCGTTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTAACGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATGATGAAATTTGG------TAT------
AATATGACCTGGATAGAATGG---GATAGGGAAATTGACAATTACACACAACAAATATAC---
AACCTAATTGAACAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TATGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AGGAGAGTTAGGCAGGGATACTCACCT------



TTATCGTTGGCTATTAGTTTAGTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTTTAGAAGTAGTACAAAGAGCTATTAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MN486004 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTATATTATGGGGTACCAGTGTGG---GAAGATGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCCAGAGCATATAGAACAGAA---AAACATAAT----------------
--------------GTTTGGGTCACA---CATGCCTGTGTACTCACCAAC---
CCTGACCCACAAGAGATATTTTTGGTA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGCTTGTGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTAGTACTTTAACTTTAAACTGTAGTGCTTTAAACTGTAGTACTAGCG
ATAACACAACT--------------------------------------------------------------
----------------------------------------------------------ATGAAA---
AACTGCTCTTTCCATACGACCACAGAATTAAAA---------------------------
GATAAGACGAAAAAGGAATATGCACTT---TTCTATAGATCTGATGTGGTACCACTGGATGGTAAT-------
-------------------------------------------------------------------------
----
AGTAATAATAGTAGTAATAATAGTAGTTTTTATAGGCTAATAAATTGTAATGTCTCAGCCATTAAACAA---
GCTTGTCCAAAGGTATCTTTTGAGCCAATACCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTYTAAAGT
GTAAT---GATGAGGAGTTCAAT------GGAACAGGAAAATGTGGAAAT-----------------------
-GTCAGT---TCAATACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTAATACTAAATGGCAGTCTGGCAGAAAAAAAG------------
ATAATAATTAGATCTGAAAATATCACAGACAAT---------GCTAAAACTATAATAGTACAATTAAAC----
-----------GAGACTGTAATG---------ATTAATTGCACCAGACCTGACAACAATACAAGAAAA-----
-AGCATACGTATA------------GGGCCAGGGCAAACA---TTC------TATGCATATGGTGAA------
---------ATAATAGGGAATATA------------AGACAAGCATATTGT---AATGTCAGTAAAAGG---
GACTGGAAAAAAACTTTAGAAAGGGTATCTATAGAATTAGGG---------------AAGCTCTTT-------
-----------------------------------AACAAAACCATAATCTTTACT------
AATTCCTCGGGAGGGGATTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCCTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAAGGAAATTTGG------GAC------
AACATGACCTGGATGGAATGG---GAAAGGGAAGTCAGCAATTACACACAAACAATATAC---
AGCCTAATTGAAGAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTATGGAGTTGGTTTGACATATCAAAATGGC
TATGGTATATAAGAATATTTATAATGATAATAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAATAACACAAAGAGCTGGTAGAGCT----------------------------
--------TTTCTCAACATA------CCTAGAAGAATCAGACAAGGCTTAGAAAGGACTTTGCTA---TAA 
>JN882654 
GCT---GAC------------------------------------------
GAACAAGGGTGGGTYACAGTCTATTATGGGGTGCCGGTRTGG---AAAGAAACAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAATACAGAA---GCACACAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGGTATTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGCATATGGGATCAAAGCYTA---AAACCATGYGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAACTGTACTAATTTGAATGATAAAAATAATGTCACTAATGCCACT-------
-------------------------------------------------------------------------
-------------------------GGTAGTGAAGAGGAAAGGACAGTGAAAGAAGAAATGAAA---
AACTGCACTTTCAATGTCACCACAAGCATAAGA---------------------------
GATAAGAGACAGCAGGAATATGCAATT---
TTTTATAAGTATGATATAGTACCAATAGATAGAGATAATAATAAC----------------------------
--------------------------------------------------
AGCAATAGTAATACCAACTATACCAACTATAGGTTGACAAAGTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCACTTCTAAAGT
GTAAC---AATAAGACATTCAAK------GGAAAAGGACCATGCACAAAT-----------------------



-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTCATTAGGTCTGAAGATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GACCCTGTAAAC---------ATTACTTGTACAAGACTCTACAACAATACAAGAAAA---
AGCATACATGTAGGACAT------ACAGGACCAGGGAGAGCA---ATT------TATACAACAGGAGGC----
-----------ATAATAGGAAATCTA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA--
-GACTGGAATAGCACCTTAGAAAAGCTAGTTGCCAAATTAGGA---------------GAACAATTTAAT---
------------------------------------AAAACAGAAATAGTCTTTAAT------
CGCTCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTATGAATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGCATAATATAC---
AACTTACTTACAAATTCGCAGCTCCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTGTTGGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATATTACAAAGTGCTTTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCGCAGAAAGGGCTTTTCTA---TAA 
>KU168303 
GCA---GCA------------------------------------------
GATCAGTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
GCCACTCTATTTTGTGCATCAGATGCTAAAGCAACTAAAGCAGAA---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAATCCTCAAGAAATAGAATTGAAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGGACAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCAGTGAGGTGACAATGAACAACAGCAGCTTAGGAAACAACAGCAGCT
TAGGAAACAACAGCAGCTTAGGAAAC-----------------------------------------------
-------------------------AGCAGCAGCTTAGGAGATRTGAAAGAGCGAGATATGAAA---
AACTGCTCTTTCAATATAACCACAATGTTAAGA---------------------------
GATAAGAAGAAGCAAGAATATGCACTT---TTTTATAGACTTGATATAGTAGAAATAGGTAATCAG-------
-------------------------------------------------------------------------
----------------------
GCTAATAATACTTATAGGTTAATAAATTGTAATACCTCAACCATTACACAA---
GCTTGTCCAAAGATAAGCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAACAGTTCAAT------GGAACAGGCCCATGCACAAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCAACT---
CAACTTCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATAATTAGATCTGAAGATCTCACAAACAAT---------ATTAAAAACATAATAGTGCAGTTTAAT----
-----------GAATCTGTAACC---------ATTACCTGTGTAAGGAACAACAACAATACAAGAAGA-----
-AGCATACATATA------------GGACCAGGGCAGGCA---CTC------TATGCAACAAACAAC------
---------ATAATAGGAAACATA------------AAAGAAGCACATTGT---AATATTAGTGGA------
AAATGGAATAACACTCTACGACAAGTAGCAAAAAAATTAGGA---------------ACACTGCTTAAC----
-----------------------------------AAGACAAAAATAATTTTTAAA------
CCATCCTCAGGGGGAGACCTAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAGTGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGACTATATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGACAATTACACAGGTTTAATATAC---
AACTTAATTGAAGACTCACAACTCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACTAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
CTATCATTCGCTATTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAATAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGAAGAATAAGACAGGGTTGCGAAAGGGCTTTGCTA---TAA 



>AJ276596 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCAGAT---
ACCACTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
TCCAACCCACAAGAGATACCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGATCAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAACCTGTACTAATGTAAACTGTACTAATAATAGTACCAGGGAAATC-------
-------------------------------------------------------------------------
-------------------AGAGGGAAAAACTGCTCTTTAGACACAGAAGTAGGAGAACTGAAA---
AACTGCTCTTTCAATATAACCACAGAGTTAAGA---------------------------
GATAAGAAAAAGACAGAACATGCGCTT---TTTTATAGACCTGATGTAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATAGTTCTTATATGCTAATAAATTGTAATAGCTCAACAATTAAACAG---
GCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAGGT
GTAGG---GATAAGAAGTTCAAT------GGAACAGAACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATTTCACAAACAAT---------GCCAAAGTCATAATAGTGCAACTTAAA----
-----------GAACCTATAGAA---------ATTAATTGTACCAGACCCAACAACAATACAAGGAAA-----
-AGTATAGGGCTC------------GGGCCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTGGAAAA---
GACTGGGGTAAGATGTTACAAGAGGTAAGTAGACAACTGAAA---------------AAATTCTTTAAT----
-----------------------------------AATAAGACCATATTCTTTAAC------
TCATCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGATATTTGG------AAT------
AACATGACCTGGATAGAATGG---GAAAGAGAGATCAGCAATTACACACAACAAATATAC---
AACCTACTTGAGGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAGCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAGTAGTTTTTGCT---
GTGCTTAATGTAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAAC---
TGGACAGACAGGGTTATAGAAATAGGACAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KX389632 
GCT---TCA------------------------------------------
ACTAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTATGG---GAAGAAGCAGAT---
ACCCCTTTATTTTGTGCATCTGATGCTAAGGCTTATAGTACTGAA---AAACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTAGAA---------AATGTAACAGAACCGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCGTGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGCACTGATGTCCCTACTTGTAAGAATGGGAGTGATGCTGAGAACGACA
AT-----------------------------------------------------------------------
-------------AGTACTGTGAACAACATTACGTGTGTCTCAAAAGACGCACAAGGCTTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAATA---------------------------
GATAGAAGGAAAAAAGAACATGCACTT---TTCTATAAACTTGATGTAGTACCAATTGATAATGAT-------
-------------------------------------------------------------------------
-------------
AGTACTAATACTACAAAGGAGTATAGGCTAATAAATTGTAATATCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGATCCAATTCCTATGCATTATTGTGCTCCAGCTGGGTTTGCAATTTTAAAGT
GTAAG---GATAAAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTAAATGGTAGTTTAGCAGAAGAAGAC------------
ATAGTAATTAGAACTGAAAACATCTCAGACAAT---------GCCAAAATCATAATAGTACAGCTTAAT----



-----------GAAACTATAGAA---------ATTAATTGTACCAGACCTGGCAACAATACAAGGAAA-----
-AGTATAAGAATT------------GGACCTGGACAATCG---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATAAGTGGAGAA---
AAATGGAGTGAGATGTTAAAAAAGGTAAAAATACAACTAAGA---------------
AGGGCCTTTAATATAAGCCAT------------------------------GAAAAAAACATAACCTTTGAC-
-----TCATCCACAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATCATATCTGG------AGT------
AACATGACCTGGATAGAGTGG---GACAGGGAAATCGACAATTACACACAACAAATATAC---
ACCCTCATTGAAGAAGCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGTCATTGGACCAGTGGGCAAGTTTGTGGAACTGGTTTGACATATCACGTTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTCGCTATTAATTTGCTTAATACAACAGCAATAGCAGGAGCCAAC---
TGGACAGATAGGGTTATAGAAGTAACACAAACAGCTTGTAGAGCT----------------------------
--------ATTCTCAACGTA------CCTAGAAGAATAAGACAAGGCTTTGAAAGAGCTTTGCTA---TAA 
>KX389627 
GCC---TCA------------------------------------------
GAAAACTTGTGGGCCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAACT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTCCTGAA---AAACATAAT----------------
--------------GTATGGGCCACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAGATAAGTCTGGAA---------AATATAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTTTGCGTTACTTTAGACTGTAGTAATGTAACAAGAAGTAATATAGGGAATAGCACTGGGAATAATA
ATACTGTA-----------------------------------------------------------------
----------------------------AGGAATAGCACTGTGAATAATAACCAAGAAATGAAA---
AACTGCTCTTTTAATATAACCACAGAATTAAGA---------------------------
GATAAGACGAAGAAAGAATACGCGCTT---TTCTATAAACTTGATATAGTACCACTTAATAGT----------
-------------------------------------------------------------------------
-------------
AGTAATAATAATGACAGTAGTTATAGGCTAATAAATTGCAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAGCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAG------GGAACAGGAGCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTGAATGGCAGTTTAGCAGAGGGAGAA------------
ATAATGATTAGATCTGAAAACATCACAGACAAT---------ACCAAAATCATAATAGTGCAGCTTAAT----
-----------AAATCTATAGAA---------ATTAACTGTACCAGACCTGGTAACAATACAAGAAGA-----
-AGCATAAGAATC------------GGACCAGGACAGTCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---ACTGTAAATAAAAGA---
AACTGGACTGAAATGTTACAGGGGGTAAGAACACAGCTAAAG---------------GATTTACTAGAG----
-----------------------------------AACAAAAATATAAGCTTTAAC------
TCATCCACAGGAGGGGACCTAGAAATCACA---ACACATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACCAATGTGCCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTGAGGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GACAGGGAAGTCAGCAAATACACACAAGAAATATAC---
AACCTGATTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTAGCATATCAAACTGGC
TATGGTATATAAGAATATTCATAATGGTAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------GTTCTCAACGTA------CCTACAAGGATAAGACAAGGCTTTGAAAGGGCTTTGCTA---TAA 
>KX389623 
GCC---TCA------------------------------------------
AAGGACTTGTGGGTCACAGTCTATTATGGAGTACCAGTATGG---GAAGATGCAAAT---



ACCCCTCTGTTTTGTGCATCTGATGCCAAAGCATATAGCCATGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCTAACCCACAAGAAATACCTTTAGAA---------AATGTAACAGAACCTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACCTTAAATTGTACTGAGGTCACCTGTAGTAACAGTACTAAGAAT-------------
-------------------------------------------------------------------------
-------------------AGCACTGCTGGGAACGATACATGTGAAGGAAAAGATAACTTTAGA---
AATTGTTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAGGAAAAAGACAGAGTATGCGCTC---TTCTATAAACTTGATGTGGTACAAATTAATGCT----------
-------------------------------------------------------------------------
-------------
ACTGATGCTGATAATTCTAGTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAA---
GCTTGTCCAAAAGTGTCTTTTGAACCAATTCCCATACATTACTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCACT------GGAACAGGAGACTGTAAAAAT-----------------------
-GTCAGT---TCAGTGCAGTGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTACTAAATGGTAGTTTAGCAGAAGAGGAA------------
ATAGTAATTAGAACTGAAAACACCACAGACAAT---------GCCAAAATCATAATAGTGCATTTTAAT----
-----------GAAACTATAGAA---------ATTAATTGCACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATC------------GGACCTGGACAAACG---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATGTAAGTAGAACA---
AAATGGAGCAATATGTTAGAGAAGGTAAAGCAACAACTAAGA---------------
AAGGTCTTTAATATTACT------------------------------AATAACAGAAGCATAACATTTAAC-
-----TCATCCACAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTGAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAAGACATTTGG------GAT------
AACATGACCTGGCTAGCATGG---GATAGGGAAGTCAGCAATTACACACAACAAATATAC---
ACCCTGATTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTAATATATCAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTTCT---
GTGCTCTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATCTGCTTGATACAACAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCT----------------------------
--------GTTCTTCACATA------CCTAGAAGGATAAGACAAGGCTTAGAAATAGCTCTGCAA---TAA 
>U88825 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGACGCAGAT---
ACCCCTCTATTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAACTCTGGAA---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACCTTAAACTGTACTAATGTCAATTGTAACAGTAATGTGACCAGCACTGGGAACAGT-
-------------------------------------------------------------------------
----------------GCTGGGACCAACGCTACGTGTAACATAGAAGAAGCAAACAACTTAAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGACAGAATATGCGCTT---TTCTATAGACTTGATGTGGTACCAATCGATGGTAAT-------
-------------------------------------------------------------------------
----------------
AATAATGTCTCAAATAACTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAA---
GCTTGTCCAAAGGTGTCTTTTGACCCACTTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGT
GTAGG---GGTAAGAATTTCACT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTACTAAATGGTAGTCTAGCAGAAGGAGAA------------
ATAGTAATTAGATCTGAAAACCTCACAGACAAT---------GCCAAAGTCATAATAGTACAGCTTAAT----
-----------AAAACTATAGGA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATC------------GGACCTGGACAAGCG---TTC------TATGCAACAGGTGAA------
---------ATAATAGGA------------------------------------------------CAA---



GAATGGCAGGAGATGTTACAGAAGGTACAGGCACAACTAGAA---------------CAGGTCTTT-------
-----------------------------------AACAAAAGTATAACCTTTAAC------
TCATCCGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GAAAGGGAAGTCAGCAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATTTGATTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>AJ293865 
GCC---TCA------------------------------------------
GATAACATGTGGGTCACGGTCTATTATGGGGTGCCTGCGTGG---GAAGATGCAGAC---
ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATACTCCTGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATACAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTATTCTGTACTAACATAACCAAAAGTGCTACTCAGGAAAAC-------------
-------------------------------------------------------------------------
----------------------------AGAACTGGCACTGTAGAGGGTGGGGAAGAAATAAAA---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGACTAAGAACGAATACGCACTT---TTCTACAAGCTTGATATAGTATCAATTAGTAAT----------
-------------------------------------------------------------------------
-------------------------
GATAGTACTTATACATTAATAAATTGTAATGCCTCAACCATTAAACAG---
GCTTGCCCAAAGGTGACTTTTGAACCAATCCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTTTAAAGT
GTAGG---GATAAGAATTTCAAT------GGAACAGGACCATGTAAGAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAATAATTAAATCTGAAAACCTCACAAACAAT---------GCCAAAATCATAATAGTGCAGCTTAAT----
-----------AAGTCTGTAGAA---------ATTACGTGTACCAGACCCAATAACAACACAAGAAAA-----
-GGTATACATATT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AATGTTTCTAGAGCA---
GATTGGCAGGAGATGTTACGGAATGTGACTGCAAAACTAAAA---------------GGACTCTTTAAT----
-----------------------------------AATAAAAGCATAACCTTTAGT------
TCGGCTGCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGTCCCACTAATGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAGTGAAATTTGG------GAA------
AACATGACCTGGATAGAATGG---GATAGGGAAATTAACAATTACACACAACAAATATAC---
AGCCTAATTGAAGAATCGCAATATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGT
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGTTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTAGCTGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGGG---
TGGACAGATAGGGTCATAGAAACAGGACAAAGAATTTGGAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGGATTAGACAGGGCTTCGAAAGAGCTTTGCTA---TAA 
>KR425429 
GCA---TCA------------------------------------------
GAGAACATGTGGGTCACAGTCTATTATGGGGTACCTGCGTGG---GAAGATGCAGAT---
ACCATTCTATTTTGTGCATCTGATGCTAAAGCATATAGTGAGGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCATAGAC---
CCCAACCCACAAGAAATACCTTTAGAA---------AATGTAACAGAAAATTTTAAT----------------



--------------------------ATGTGGAAAAATCGTATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAGCTTAGACAATACTCAGGGAAATGCTACTCAGGGA-------
-------------------------------------------------------------------------
----------------------AACAACACTGGCACTGTGAATGAAGGCGGGAAATTAATGACA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGCAAAAGGCAGAATACGCGCTT---TTCTATAAACATGATGTAATACAGGTTAATGAT----------
-------------------------------------------------------------------------
----------------------
AATAGTAGTACTTATAGATTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAGG---GATAAGGGATTCAAT------GGAACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACGGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAAAT------------
ATAACAATTAGATCTGAAAATCTCACAAACAAT---------GTCAAAACCATAATAGTGCAGCTTGAT----
-----------AAGCCTGTACAG---------ATTAATTGTACCAGGCCCAGTAACAATACAAGAAAA-----
-AGTATAAGTTTT------------GGACCAGGACAAACA---CTC------TATGCAACAGGAGAC------
---------ATAATAGGGGATATA------------AGACAAGCACATTGT---AATGTCAGTAGAAGA---
TTATGGAGGGACACTTTAAACAAGGTAGCTGAACAATTAGGA---------------AAACACTTTAAC----
-----------------------------------AACAAAACAATAAACTTCACT------
AACCCCTCAGGAGGGGATTTAGAAATTACA---ACCCATAGCTTTAATTGTCGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCCCCACTAACGTGCCCTGGAACAGCAGTTGGAGT-----------------
----------------------------AATAAAACTTTTGAACAAATTTGG------GAG------
AATATGACCTGGATAGAATGG---GAGAGGGAAATTAACAATTACACTCACCAAATATAC---
AGCCTACTTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGAAAGTTTGTGGAGTTGGTTTAGCATATCAAGCTGGC
TATGGTACATAAGGATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATAAGTTTAGTTAATGCAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGCAGTAGGACAAAGAGCTTGTAGAGCT----------------------------
--------TTTCTTAACATA------CCTAGAAGAATAAGACAAGGCGCAGAAAGAGCTTTGCTA---TAA 
>GU481608 
GCC---TCA------------------------------------------
AGGGAACTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGG---GAAGATGCAGAT---
ACCATTTTATTTTGTGCATCTGATGCTAAAGCACATAGTACTGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATAAGTTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTCTAAACTGTACGAATGCACCCATTAATAGTACT----------------------
-------------------------------------------------------------------------
----------------------------------CTGCAGAGAGACAATATCACTGAAACAACA---
AACTGCTCTTTCGATGTAACCACAGAAATAAGA---------------------------
GATAAGACAAAGAAAGAATACGCGCTT---TTCTATAAACTTGATGTAACACCAATTGAGGGTAAAAAT----
-------------------------------------------------------------------------
-------------
AATAATAGTAATAGTAGTGCTTATATGTTAATAAATTGTAATGCCACAACCATTAAACAG---
GCTTGTCCAAAGGTGACTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGA---GACAAGAATTTCACT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTCACAACT---
CAATTGCTGCTAAATGGCAGTTTAGCAGAAGAAAGT------------
ATAATAATTAGATCTGAAAACATCACAGACAAT---------ACCAAAACCATAATAGTGCAGCTTAAT----
-----------CAAGCTGTAAAC---------ATTACATGTACCAGACCCTATAACAATACAAGAAAA-----
-AGTATACACATT------------GGACCAGGACAATCG---TTT------TATGCAACAGGTGCC------
---------ATAATAGGAGATATA------------AGACAAGCTCATTGT---AACATTAGTGGAGAA---
AGATGGAATGAGACGATACATAAGGTGACAGAAAAACTAAAG---------------GAATCCTTTCCT----
-----------------------------------AATAGGACCATAACCTTTGAG------
TCACCGGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---



TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACATAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTAACAATTACACAGCACATATATAC---
ACCCTAATTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATCTTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTGTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAATCTGATAGATACCATAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTCATAGAAATAGGACAAAGATTTGGTAGAGCT----------------------------
--------ATTTGTAACATA------CCTAGGAGAATCAGACAGGGCGCAGAAAAGGCTTTGCAA---TAA 
>AP005207 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGCAGTAGTGGTAATGGTACCTAC-------------
-------------------------------------------------------------------------
----------------------------AATAAGACCTACAATGAGAGCGTGAAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATAGCCTTGATATAGTGCCATTTACTGAG----------
-------------------------------------------------------------------------
----------------
AAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCATTTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATCATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGAATGAAACTTTACAGAGGGTAAGTAAAAAATTAGAA---------------GAACACTTCCCT----
-----------------------------------AACAAAACAATAGAATTTGCA---
TCACCCTCCCCAGGAGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAGATTTGG------GAT------
AACATGACCTGGATACAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGGA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGCCTGGTCGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAA---TAA 
>AY371168 
GCC---TCA---------------------------------------------
AAATTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGG---AAAGAAGCAGAT---
ACCACACTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAAAATTGGCC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAAATGCACTGATGTTTACAACACAGTTAACTGCACTAACAGCACAGTTAACG



ACACACAA-----------------------------------------------------------------
----GGTAACTGCACAGAAAGTAATCTGACCAACAGCAGCACAGACGTGAGCACAGACATGAAA---
AACTGCTCTTTCAATATAACCACAATATTAAGA---------------------------
GATAAGCAGAAGAAAGAATATGCGCTT---TTTTATAGACTTGATGTAGTAGAAATAGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTACGTATAGGTTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGATAGACTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAACAGTTCAAT------GGAACAGGCCCATGCACAAAT-----------------------
-GTTAGT---TCAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATCATAATTAGATCTGAAAATCTCACAGACAAT---------ATCAAAAATATAATAGTGCAGTTTAAT----
-----------GAGACTGTAAAC---------ATTACTTGTGTGAGGCCCAACAACAATACAAGACCA-----
-AGTACACATATA------------GGACCAGGGCAGGCA---CTC------TAT---ACTACAAAA------
---------ATAATAGGAGACATA------------AGAGCAGCACATTGT---AATGTTAGT---ACA---
AAATGGAATAACACTCTACGACAGGTAGCAGCAGAATTAGGA---------------AAGCTTCTTAAC----
-----------------------------------AAAACAGAAATAATTTTTAAT------
CCATCTTCAGGGGGGGACACAGAACTTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGG
GTTGCTATGGAAAACACATTTGCACCACTAGTGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTAGATGATATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGACAATTATACAGGGATAATATAC---
AGCTTAATTGAAGACTCGCAATTCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGAATTATTAGAATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTAGCATATCTAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTGCT---
GTGCTGTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
CTATCATTCGCTATTAGCTTGCTTGACGCCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACTAAGAGCTTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCCACAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>KM606631 
GCC---TCA------------------------------------------
ACGAATCTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGG---GAAGAGGCAGAT---
ACCATTTTATTTTGTGCATCTGATGCTAAAGCACATAGTACTGAA---AGTCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAGATGCATGAGGATATA---
ATAAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTCTACACTGTAAGAATATAACTAATAATGGTACTAGTGAGGAA-------------
-------------------------------------------------------------------------
----------------------------ACCAATTCCACTGTGAGTAACAAAGAAGAAATGACA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAAGAATACGCGATT---TTCTATAAACTTGATGTAATGCCAATCAATAAG----------
-------------------------------------------------------------------------
----------------------
AGTAGTCATGCTTATATATTAATAAATTGTAATGCCACAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTATAAAAT
GTAGA---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTACTGCTAAATGGCAGTTTAGCAGAAGAAAAT------------
ATAATAATTAGATCTGAAAACATCACAGACAAT---------ACCAAAACCATAATAGTGCAGCCTAAT----
-----------AAATCTATAGAA---------ATTATATGTACCAGACCCAATAATAATAAAAGAAAA-----
-AGTATACGCATT------------GGACCAGGGCAAGCG---TTT------TTTGCAACAGATGAA------
---------ATAATAGGAGATATA------------AAACAAGCTAATTGT---AAAATTAACAAAACA---
CAATGGAATGAGATGTTAGGTAATGTGAAAGCAAAACTAAAT---------------GAATCCTTTCCT----
-----------------------------------GGTAAGAGCATAACCTTTAAT------
CCATCGGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACGTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCTTGAAGAAATTTGG------GAT------



AACATGACCTGGATAGAATGG---GAAAGAGAAATTAACAATTACACATCATATATATAC---
ACACTAATTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTAGCATTGGACAAGTGGGAAAGTCTGTGGAGTTGGTTTAAAATCTCAAATTGGT
TGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
ATGTCATTGGCTATAAATTTACTTGATACAATAGCAATAGCAACAGCTGAC---
TGGACAGATAGAGTTATAGAAGTAGGACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTTAATATA------CCTAGAAGAATAAGACAAGGATTAGAAAGACTTTTGCTA---TAA 
>KM606637 
GCC---TCA------------------------------------------
AAGGGCCTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGG---AGAGATGCAGAG---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTACACAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAA---
CCTAACCCGCAAGAAATAATTTTGGAA---------AATGTGACAGAAGAATTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAAACAGATATA---
ATCAGTCTCTGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACTTTAAATTGTGCTGAACCCTCTAGCTCTAACAACAGT-------------------
-------------------------------------------------------------------------
-------------------------AGTGTTAACAGCAATAATAGCTTGTTTAAAGAAATGAAA---
AACTGCTCTTTCAACATGACCACAGAACTAAGA---------------------------
GATAAAAAGAAAACTGTACAGTCACTT---TTTTATAAACTTGATATAGTATCAATTGATAGTAAT-------
-------------------------------------------------------------------------
----------------------
GGTAGTGGGCAGTATAGACTAATAAATTGTAATACATCAACCATGACCCAG---
GCCTGTCCTAAGGTAACTTTTGAGCCAATTCCTATATATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GCAAG---GATACAAACTTTACT------GGAACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAATGATTAGATCTAAAAATATTACAGACAAT---------GGCAAAATCATAATAGTGCAGCTTACT----
-----------GAGCCTGTAAAC---------ATCACTTGTATCAGACCATATAATAATACAAGAAAA-----
-AGTATACACATT------------GGACCAGGGAAAGCG---TTT------TTTGCAACAGGTGAC------
---------ATAATAGGAGATCCA------------AGACAAGCTCATTGT---AACATTAGTGGAGCA---
CAATGGAATAAGACGTTAGAGAAGGTGAGGGCAAAACTAAAG---------------GAATACTTTCAT----
-----------------------------------AATAAGACAATAACCTTTAAT------
TCATCGGCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACGTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGAAATTTGG------GAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTAACAATTACACATCACATATATAC---
ACCCTAATTGAAGAATCGCAAATTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGCATTAGACAAGTGGGCAAGTTTGTGGGATTGGTTTAAAATATCAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATATTCACCT------
GTGTCATTAGCTATAAATTTATTTGATACCATAGCAATAGCAGTAGCTGAC---
TGGACAGATAGAGTTATAGAAGTAGGACAAAGAGTTTTTAGAGCT----------------------------
--------TTTCTTAATATA------CCTAGAAGAATAAGACAAGGATTAGAAAGAGCTTTGCTA---TAA 
>KM606635 
GCC---TCA------------------------------------------
AAGAACCTGTGGGTCACAGTTTATTATGGGGTACCTGCGTGG---GAAGATGCAGAT---
ACCATTTTATTTTGTGCATCTGATGCTAAAGCACATAGTCCTGAA---AGTCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAAATACCTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATCACATGGTAGAACAAATGCATGAGGATATA---
AAAAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTACAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACAAATATAACCACCACTAATAATACT-------------------
-------------------------------------------------------------------------
----------------------------AGTAGAGAAGCCAACGTCACTAAAGAAGAAATGACA---
AACTGCTCTTTCGATATAACCACAGAAATAAGA---------------------------



GACAAGAAAAAGAAAGAATACGCGCTT---
TTCTATAAACTTGATGTAATGCCAATTAAGGATAAAAATAATAAT----------------------------
-----------------------------------------------
AGTAATAGAAATGATAATAATAGTAATGCTTATATATTAATAAATTGTAATGCCACAACCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGA---GATAAGAATTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACT---
CAATTACTGCTAAATGGCAGTTTAGCAGAAGAAAGT------------
ATAATAATTAGATCTGAAAACATCACAGACAGT---------ACCAAAACCATAATAGTGCAGCTTAAT----
-----------AAATCTGTAGAA---------ATTATATGTACCAGACCCTCTAATAATACAAGAAAA-----
-AGTATACACATT------------GCACCAGGGCAAGCG---TTT------TTTGCAACAGGTGAA------
---------ATAATAGGAAATATA------------AGACAAGCTCATTGT---AACATTAGTGGAAAA---
AATTGGAGTGATGTGTTACATGAGGTGAAAGCAAAACTAAAG---------------GAATCCTTTGGT----
--------------------------------------CAGAACATAACCTTTAAT------
TCATCGGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACATAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTTTTGAAGAAATTTGG------AAT------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTAACAATTACACAACACATATATAC---
ACCCTAATTGAAGAATCGCAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCATACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AAGAGAGTTAGGCAGGGATACTCACCT------
GTGTCATTGGCTATAAATCTATTTGATACAATAGCAATAGCAGTAGCTGAC---
TGGACAGATAGAGTAATAGAAGTAGGACAAAGAATTTTTAGAGCT----------------------------
--------TTTCTTAATATA------CCTAGAAGAATAAGACAAGGATTAGAAAGAGCTTTGCTA---TAA 
>JF683774 
GCT---GCA------------------------------------------
GGAAATCTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAGGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAATTTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATACAGATATA---
ATCAGCCTATGGGACCAAAGCCTC---AAGCCATGTGTTAAGTTA---
ACCCCTCTCTGTGTTACTTTAAATTGTAGTGACTTTGTCAGCAATAGCACCAATAGC----------------
-------------------------------------------------------------------------
-------------------------------ACCATCCCCAATGAAATGAAAGGAGAAATAAAA---
AATTGCTCTTACAACATAACCACAGAACTAAGG---------------------------
GATAGGAAACAGAAAGTATATTCACTT---TTTTATAGACTTGATATAGTACAAAATAATGAT----------
-------------------------------------------------------------------------
----------------
AGTGATAATAATAGCGGTTATAGATTAATAAATTGTAATACCTCAACCGTGACACAG---
GCTTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGGATTTCAAT------GGAACAGGACTATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAATAGG------------
ACAATGATTAGGTCTCAAAATATCACAGACAAT---------ACTAAAAACATAATAGTACAACTTGTC----
-----------AAGCCGGTAAAC---------ATTACTTGTATCAGACCTAGCAACAATACAAGAAAA-----
-AGTGTACGTATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAC------
---------ATAACAGGGGATATA------------AGACAAGCACATTGT---AATGTCAGTAAAGCA---
GCATGGAATGACACTTTACAAAAAGTAGTCACACAATTAAGA---------------ACATACTGG-------
-----------------------------------AACAAAACAATAATCTTTAAT------
AGCTCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACTTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTAGATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAGGCTTAATATAC---
AGCCTAATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------



AAGAATGAGCTAGAATTATTGGAATTGGATAAGTGGAACAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AACAAGGTTAGGCAGGGATACTTACCA------
CTGTCATTCGCTGTTAGTTTGTTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAACACAAAGAATTTGGAGAGCT----------------------------
--------ATTCGCCATATA------CCTACCAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>JF683800 
GCT---GCA------------------------------------------
GAAAAGCTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGACACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAAATTTGGAA---------AATGTGACAGAAGAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGAATACAGATATA---
ATCAGTCTATGGGACCAAAGCCTC---AAGCCATGCGTTAAGTTA---
ACCCCTCTCTGTGTTACTTTAAATTGTATAGACTATGTCAACAATAGCACCAATAGCACC-------------
-------------------------------------------------------------------------
----------------------------ACCAATAACTCCACTGAAATGAAAGGAGAAATAAAA---
AATTGCACTTACAACATAACCACAGAACTAAGG---------------------------
GATAGGCAACAGAAAGTATCTTCACTT---TTTTATAGACTTGATATAGTACGAAATAATGAT----------
-------------------------------------------------------------------------
----------------
AGTAATAGTAATAGCAGTTATAGATTAATAAATTGTAATACCTCAGCCGTGACACAG---
GCTTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGGATTTCAAT------GGAACAGGACTATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAAATAGG------------
ACAATGATTAGGTCTCAAAATATCACAAACAAT---------GCCAAAAACATACTAGTACAACTTGCC----
-----------AAGGCGGTAAAC---------ATTACTTGTATCAGACCTAACAACAATACAAGAAAA-----
-AGTGTACGTATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAA------
---------ATAATAGGGAATATA------------AGACAAGCACATTGT---AATGTCAGTAAAGAA---
GAATGGAATAACACTTTGAAAGAAATAGTCACACAATTAGGA---------------ACATACTTTAAG----
-----------------------------------AACAAAACAATAATCTTTAAT------
AGCTCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACTTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTCAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGACAATTACACAAACTTAATATAC---
AACCTAATTGAAATATCGCAAGACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAGTTATTGGAATTGGATAAGTGGAACAATCTGTGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAAGGTTAGGCAGGGATACTTACCA------
TTGTCATTCGCTGTTAGTTTGTTTAATGCTATAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCCATATA------CCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC113007 
GCT---ACA------------------------------------------
GACAATAAGTGGGTCACAGTCTATTATGGGGTACCTGTTTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAATTGGAA---------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATAAGGAAACTAATACAACTGAGAATGCTAATACAACT-
-------------------------------------------------------------------------
----------------------GAGAATGCTACAATGCTTGAGAATATTACAAGGATGGCAAAA---
AACTGCTCTTTCAATACTACCACAGGCATAAGA---------------------------
GATAAGATACAGAGAGAATATGCAATC---TTTTATAAGGATGATTTGGTAACAATAGATAGT----------
-------------------------------------------------------------------------
-------



AGTAATAATACCAATAATTTTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAC---AATAAGAAGTTCAAT------GGAACAGGACCATGTAACAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTCTAGCARAARAAGAG------------
GTAGTAATTAGGTCTGCAAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGGCCCAACAATAACACAAGAAAA-----
-AGTATACATATA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAACAGGAAATATA------------AGACAAGCACATTGT---AACATCAGTGGAGAA---
AAATGGAATAATACTTTAAGACAGATAGTGGAAAAATTAAGA---------------AAGCAATTTGGA----
--------------------------------GACAATAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCRGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATGAAAGTTGGAGT-----------------
----------------------------AGTAAATCTCTAGATGATATTTGG------AAT------
AACATGACATGGATGGAGTGG---GAAAGAGAAATTGACAACTACACAGACGTAATATAC---
ACCTTACTTCAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AATAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTATTGTCTATAATA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTCTTACAAAGAATTAGTAGAGCT----------------------------
--------ATTATACACATA------CCTACAAGAATCAGACAAGGCTTGGAAAGGGCTTTAGTA---TAA 
>KC911635 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCTGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATGTTTTTAAAA---------AATGTAATAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGATATGGTAGACCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTACACTGTAGTAATATTACCACTAATGAGACTACC-------------------
-------------------------------------------------------------------------
----------------------------AGTAATATTACCATTAAAAATACTGATGAAATGAAA---
AATTGTTCTTTTAATGTAACCACATTATTAAGA---------------------------
GATAAGCAGGAGCAAACGTGGGCACTT---
TTTTATAGACTTGATATAGTACCACTTGATAGTAATAATAGTAGCAAG-------------------------
-----------------------------------------
AACAACTCTAGTAGTGATGAGAACAACCCTAGTAATTATGTATTAATAAATTGTAATTCCTCAACTGTAGCAC
AA---
GCCTGTCCAAAGGTCAGTTTCGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGCTCTAAAAATCTGACAGACAAT---------ACCAAGACAATAATAGTGCATCTTAAT----
-----------GAATCTGTAGAC---------ATTTTGTGTGTAAGACCCAACAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAACAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAATACT---
AATTGGACTAAAACTTTACAAGAGGTAAGTAAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAAATATAAGCTTTAGA------
CCATCCTCAGGGGGAGACCTAGAAATTACA---ATGCATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAGAATATATTTGG------AAA------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTACTCAGACACAATATAT---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTACTGGCATTGGACAAATGGGCAAATCTGTGGAATTGGTTTAGCATAGCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---



GTGCTCTCTGTAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGGC---
TGGACAGATAGAATTATAGAAATAGCAGTAGGAATTGGTAGAGGT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGCGCTTTGCTA---TAA 
>KT175211 
GGG---GGA------------------------------------------
GAAAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CACAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAATTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCATTCTAGAATGTAATAAGACCAGAGTGGTTAATGGGACCAAAGAT-------------
-------------------------------------------------------------------------
----------------------------GGGAGTAATGTTACCTACAAAGGGGAAGACATAAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAAGACACAGAAAGTGACTGCACTT---
TTTTATAGACTTGATATAGTACCACTTGATAATGAGAATGAGAAC----------------------------
-----------------------------------------------------
AACTCTAGTAACTCTAGTGTGCCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAATTTAAT----
-----------GAATCTGTAGGA---------ATTGTGTGTACAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCT---
GACTGGAATAGAACTTTACAAGAGGTAGGTAAAAAATTAGCA---------------GAACTTTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGACAGTTGGAGT-----------------
----------------------------AACAGATCTCTAACAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAGTTAGTAATTACACAATCACAATCTAC---
AGGTTGCTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGTTATTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGCATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KY580534 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACAACTCTGTTTTGTGCATCAGATGCCAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCGCATGAAATGGAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGACCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTATTTTACACTGTAGTAATGTTACTGCCCACAACAGTACCCACACTAAT----------
-------------------------------------------------------------------------
----------------------------GTTACCTACAATAACACCATGGGAGAAGAAATAAAA---
AATTGTACTTTCAATATGACCACAGAAATAAGA---------------------------
GATAGAAAAAAGAACGTACATGCACTT---TTTTATAGGGTTGACATAGTTCCACTTAAAGAGAAG-------
-------------------------------------------------------------------------
----------------------
GATGATAGTAGCTATAGATTAATAAATTGTAATACCTCAGCCTTAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCAGGATATGCGATTCTAAAGT



GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAAAACAAGAG------------
ATAATAATTAGATCTGAAAATATAACAGATAAT---------GTCAAAACAATAATAGTGCAGCTTAAG----
-----------ACATCTGTACCA---------ATTAATTGCACAAGACCTAACAATAATACAAGAAAA-----
-AGTATAGGGATA------------GGACCAGGACAAGTG---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---ACCATTAGTAAGGAA---
AAGTGGAACGCAACTTTACAAGGAATAAGTAAAAAGTTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CAAGCCTCAGGAGGAGACCTAGAAATTACA---ACACACAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACTTAAAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAAACTAAAGAGGAGATTTGG------GAA------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGTAATTACACAGACATAATATAC---
ACGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAGAAAGATTTACTAGCATTGGACAAGTGGAGCAATTTGTGGAGTTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGGATAGTTTTTGCT---
GTGCTTGCTGTAATA---------AATAGAAGTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAATTTGATAGATACTATAGCAATAGTAGTAGCTGGC---
TGGACAGATAGGATTATAGAACTAGGACAAAGAATTGGTAGGGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATCAGGCAGGGATTAGAAAGAGCTTTGCTA---TAA 
>MF373194 
GGA------------------------------------------------
GAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGATGCAAAA---
GCCCCTCTATTCTGTGCATCAGATGCTAAAGCATATGCTAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGTTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAGAATGTAATGATGTCACTATTAATAATACTATTGGCAAGAATACTGGTGTTA
CTGCCACTCCT--------------------------------------------------------------
----------------GCTAGTAATAAGAATAGTACTTACAATGATAATAATGTTGTAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAAT---------------------------
GATAAGAAGAACAAAGTACGTGCACTT---TTTTATAAACTTGATGTAGTACCACTTAAGAAT----------
-------------------------------------------------------------------------
----------------
GGGAATAACAACAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACGG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCTTGTAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAGATCTGAATAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAACCTATAAAA---------ATTATATGTACAAGACCCAACAATAATACAATGAAA-----
-AGTATAAGAATA------------GGACCAGGACAATCG---TTC------CATGCAACAGGCGCC------
---------ATAATAGGAGACATA------------AGACAAGCATACTGT---AACATTAGTGAAAAG---
GCCTGGAACAAAACTTTACAAATGGTAAAAATAAAATTAGAA---------------AAATACTTCCAT----
-----------------------------------AACAAGAACATAAGCTTTGCA------
ATACACTCAGGAGGAGACCCAGAAATTACA---GCACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACCAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGCAGATATTTGG------GCT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGATAATTACACAAGCACAATATAC---
ACATTGCTTGAGGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAGTCTGTGGAGTTGGTTTGAAATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---



GGAACAGATAGAATTATAGAATTAATACAAGCATTTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGGAGACTCAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MF373195 
GTGGGGGGG------------------------AAT---GGG---AAC------
AACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGACAGAGAG---GTGCATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTCATAATATTACTAGAAAAGTTAATAATGGTACT----------
-------------------------------------------------------------------------
----------------------------ACCAATAAAAGTGAGGAACTGTACAAGGAAATAAGA---
AACTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAAGTACATTCACTC---TTTTATAAACTTGATGTATTACCAATAGATAAA----------
-------------------------------------------------------------------------
----------------
GCTAATAATAATAGTGGGTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAT---GACAAGAATTTCAGT------GGAAAAGGGGAATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATCAAACCAGTAGTATCAACT---
CAACTGTTACTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATGATTAAATCTGAAAATCTCACAAGCAAT---------AGTAAAAACATAATAGTACAGCTAAAT----
-----------GAATCTGTAACA---------ATTACCTGTATCAGACCTGGCAATAATACAAGAACA-----
-AGTGTACGTATA------------GGACCAGGACAAACA---TTC------TAT---ACAAATGAT------
---------ATAATAGGGGATATA------------AGAAAAGCGCATTGT---ACTGTCAGTACAGGA---
GACTGGAACAGCATGTTACAAGGGGTAGCTAGACAATTAAGG---------------CAGCACTTT-------
-----------------------------------AACAAAACAATATCCTTTGAG------
GAACACTCAGGAGGGGATATAGAAGTTACA---ACACATAGTTTTAATTGTGGAGGAGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------GAG------
AACATGACTTGGATGCAATGG---GATAGAGAAATTGATAATTACACAGGCATAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAAGATTTACTAGCATTGGACAAATGGCAAGGTCTGTGGAGTTGGTTTGACATAACACAATGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTATCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTAAC---
GGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGGAGAATT----------------------------
--------CTCCTTGAGATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAG---TAA 
>KX907369 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGG---AGGGAAGCAAAA---
GCTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTTCCCACAGAC---
CCCAACCCACAAGAAATAATTTTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAGATGTGACAGTTAATGGTACTATTGTGAAAGTTAATAGTACT-
-------------------------------------------------------------------------
-------------------------------------------------------GGAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAAAAAGAAAGTGCACTT---TTTTATAGACTTGATATAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
----
AGTAGTGACAGCTCTAGCAACTATAGTGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGATTAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GACTCTGTACCA---------ATTACGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGCATGAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTACTAGAAAT---
AAGTGGAATGAAACCTTAGAAAGAATAAAGAGAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATARAATTTAAA------
CCATCCTCAGGAGGGGATCCAGAAATTACA---ACACATAGTTTTAATTGTAATGGAGAA---
TTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAAAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGGACAATTTGTGGAGTTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGTTTGATACCATAGCAATACACGTAGCTGAG---
GGAACAGATAGGATTATAGAATTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTGTAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907427 
GGA---------------------------------------------------
AACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AGAGAAGCAAGT---
CCCCCTCTATTTTGTGCATCAGATGCTAAAGCAGTTAAGACAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATTAGTTTATGGAGTCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTTACTTTGGAGTGTAGTGAGCCTATCATTATTAGTAATGCTATCACTAGTACTACCAGT-
-------------------------------------------------------------------------
----------------------AGTAGTACTACCATAAATAAAGAAATAAAGGAAGAAGTAAAA---
AATTGTTCTTTCAATATGACCACAGAGGTAAGA---------------------------
GATAAGAAAAATAAGGTACATGCACTT---TTTTATAGACTTGATATAACACCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
GATAATAGTAGTAAGGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGCCTAAAGGTCTCTTTTGAACCAATTCCTCTATATTTTTGTGCTCCTGCGGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAA---GAC------------
ATAATAATTAGATCTGAAAATATCAGCAGCCAG---------TTTAAAAACATAATAGTACAACTTAAC----
-----------AAGTCTGTAGAA---------ATTGATTGTATAAGACCCAATAACAATACAAGAAAA-----
-AGCATAAGGATA------------GGACCAGGACAAACA---TTT------TTTGCAACAGGAGCC------
---------ATAATAGGAAATATA------------AGAAAGGCACAGTGT---ACTGTCAATGGAACA---
GAATGGAAAACAACTTTAAAAAAGGTAGCTAAGAAATTATTA---------------AAGCACTTCCCT----
-----------------------------------AATAGGACAATAACATTTGCA------
CCATCCGCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACGGATATATGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATCACACAAGCATAATATAC---
CAGCTACTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
CGAAATGAAAAGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGATATATCACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAACTTGCTTGATACCACAGCAATAGCAGCAGCTGAA---
GGAACTGATAGGATTATAGAAGTCACACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907360 



GTA---GAT------------------------------------------
GGAAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTAGAA---------AATGTAACAGAAAACTTTGAC----------------
--------------------------ATATGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATTGAATTATGGGACCAAAGTCTA---AAGCCATGTGTAACATTG---
ACCCCACTCTGTGTTACGCTAAATTGTACGGAGGTTACTAACAGTACAGGAACTAATAAC-------------
-------------------------------------------------------------------------
----------------------------AGAACAGTAAGGGTAGACATGAGGGAAGAAATAAAA---
AATTGTTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGGAAAAGAAAATGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAGTCCACCTAGTGGGAAGGAC-------------------------
-----------------------------------------------------
AGTAAGAATAGTAATTATAGTGAGTATAGGTTAATAAATTGTAATACCTCAGCCATAGCACGA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAAAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAGCCTGTAGAA---------ATTACGTGTACAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAGACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGCAAAAAT---
AACTGGAATCACACTTTACAAATGGTAGGCAAAAAATTAGCA---------------GAACGCTTT-------
-----------------------------------AATAGAACAATAACATTTAAC------
AGTTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGCGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTAATAAACTCATCTGCACCACTACTTTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATCTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGGAATAATATAC---
AGATTGCTTGAAGACTCGCAAATCCAGCAGGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTGTTAGCATTGGACAGTTGGAACAGTCTGTGGACCTGGTTTGATATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HQ615973 
ACT---ACA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAG---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATACTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTAGTGATCAGATCAGTAATACCTACAATGCA----------------
-------------------------------------------------------------------------
----------------------------ACAGAGAGAATCAGTTCCAACAATACAGCAATGAGA---
AATTGCTCTTTCAATGCAACCACAGAAATAAAG---------------------------
GGTAAAAAACGAACAAGGTATTCACTT---TTTTATAAACTAGACCTAGTAGGACTTGATAAC----------
-------------------------------------------------------------------------
----------------
AGCAACAACAGTAGTGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTTCTTTTAACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAAGAATTCAAG------GGGAAAGGACTATGCAGTAAT-----------------------
-GTCAGC---CCAGTACAATGTACACATGGAATTAAGCCCGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATGATCAGATCTGAAGATCTGAAAGACAAT---------ACCAAAACCATAATAGTACAACTTAAC----
-----------GAATCTGTGGAA---------ATCAATTGTACCAGACCTAACAACAATACAAGAACG-----



-AGTGTGCGTATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGTGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ACTGTCAATAGAACA---
GAATGGAATAACACCTTACAAAAGGTAAGGGTACAATTAGGA---------------AAACACTTCTTT----
-----------------------------------AACAAATCAATAAATTTTGCT------
GGCCCCTCAGGAGGGGATCTAGAAATCACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTTACAGCGAGATATGG------AAC------
AACATGACCTGGCTGCAGTGG---GATAAGGAAATTGACAATTACACACAAGTAATATAT---
AGCCTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGATTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGCTACTCACCT------
TTGTCTTTCGCTATTAGCCTGCTTGATACCATAGCAATAGTAGTAGCTGGC---
TGGACAGATAGGGTTATAGAAATAGGACAAGGAATTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF361878 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGGATATGAGAAAGAA---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CTCAACCCACACGAATTTGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTACAAATGTTAACAGGACAGAT-------------------------
-------------------------------------------------------------------------
----------------------------------------AATGATACGAAGGGAGAAATAAAA---
AAGTGCTCTTTCAATGCAACCACAGAAATAAAA---------------------------
GATAGGAAACAGAATGTGTCTGCACTC---TTTTATGCCCTTGATATAGTACAACTTGGAGGG----------
-------------------------------------------------------------------------
-------------------
AAAAACAACAACACCTATAGATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTGAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGATATCAACT---
CAACTACTGTTAAATGGAAGCTTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTAAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAGTCTGTGGAA---------ATTACGTGTACAAGACCTAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCTACAGGTGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTGCAGAT---
AAATGGAATAGAACTTTACAGATGGTAGGAGAAAAATTAGGA---------------AAATTCTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGAA------
CCAGCCTCAGGAGGGGATTTAGAAATCACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAGGCACAATATAT---
AGGTTGCTTGAAGACTCGCAAATCCGGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGACAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTCTAGAAGTGATACAAAGAATTTGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KT022397 
GCT---ACA------------------------------------------
GAAGATTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---AAAGATGCAGAG---
ACCACCTTATTTTGTGCCTCAGATGCTAAAGCATATAAGACAGAA---AAGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGCATTTAGAA---------AATGTCACAGAAAGCTTTAAC----------------
--------------------------ATGTGGAAAAATCCCATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCAGTGCCCCTAATGTCACCACCATTAATGGCACCACCATTAATAGC-
-------------------------------------------------------------------------
-------------------------------------------ACTGGGGGCCCAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAAA---------------------------
GATAAGAAAAAACAAGCGTATGCACTT---TTTTATAGACTTGATATAGTACCAATAGATGATGAT-------
-------------------------------------------------------------------------
----------------
AGTAGTACTAATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGGTAAGCTTTGAGCCAATTCCCATTCATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGAGGTTCAAT------GGAACAGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACT---
CATTTGTTGCTGAATGGCAGTCTCGCAGAAGAAGAG------------
ATAATAATCAGATCTGAAAATATCACAAACAAT---------GCCAAAACTATACTGGTACATCTTAAC----
-----------AAGACTGTAAAA---------ATTAATTGTACCAGGCCTAGCAACAATACACGAACA-----
-AGTGTGCCTATA------------GGACCAGGACGAGCA---TTC------TATGCAACAGGTGCC------
---------ATAACAGGGAATATA------------AGACAAGCACATTGT---AATGTCAACAGATCA---
GAATGGAATATAACTTTACGAAAGGTAGCTGAACAATTAAGA---------------AAACACTTTGGG----
-----------------------------------AATAAAACAGTCAGATTTGCT------
AAACCCTCAGGAGGGGATCTAGAAATCACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAGTTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTACTGTGCACTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAGATTTGG------GGT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGTTTAATATAT---
AACTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAACTATTGGAATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGCA---------AATAGAGTTAGGCAGGGATACTCACCC------
CTATCATTTGCTATTAGCTTGTTTAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATATTAGAAATAATACAAGGAGTTGGTAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATCCGACAGGGCTTGGAAATAGCTTTGCTA---TAA 
>KT022398 
GCT---GCA------------------------------------------
GACAATCTGTGGGTAACAGTGTATTATGGAGTACCTGTGTGG---AAAGAAGCATCA---
CCTCCTCTATTTTGTGCATCAGATGCTAAGGCATATAGTACAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACCATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTAACTTTAAACTGTACTGATAGAATAGGGACCAATAACACCATAGGGACCAATAACACC-
-------------------------------------------------------------------------
----------------------------------------------------ATAGGAATAAAA---
AATTGTACTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGATGAAGAAAATATGGGCACTT---
TTTTATAAACTTGATGTAGTGCAAATAGATGGTAATAATAATACT----------------------------
--------------------------------------------------
AATAGTACTAATGCCAACTATACCAACTATAGATTAATAAATTGTAATACCTCAACAGTAACACAA---
GCCTGTCCAAAGATCTCTTGGGAACCAATTCCGATATATTATTGTGCTCCAGCGGGTTTTGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATCACAGATAAT---------GTAAAAACCATAATAGTACACCTTAAT----
-----------GAGTCTGTAACA---------ATTATTTGCACAAGGCCCAACAATAATACAAGAAAA-----
-GGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGCGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTACTAAAGCA---
CAATGGAATAAAACTTTAAAAGGGGTAAGTGACAAATTAGCA---------------AAGCACTTCCCT----



-----------------------------------AACAAAACAATACAATTTGGA---
CCACCATCCCCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTTCAGACGAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACCACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTTTCAATGACATTTGG------GGA------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGATAATTACACAGACTTAATATAT---
GACTTAATTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAGTTACTAGCATTGGACACGTGGTCAAGTTTGTGGAATTGGTTCAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCA---
GTAGTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATCAGCTTGCTTAACACCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGGACAAAGAATTGGCAGGGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGGCAGGGCTTTGAAAGGGCTTTAATA---TAA 
>KT022415 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACAACTTTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGATTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAGAGTTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTTTGTGTTACTTTAAACTGTACAGATGCGGGTGCTACTAATGCTACTAATGCTACT----------
-------------------------------------------------------------------------
-------------------------------------------ATTACACCTGAAGAAATAAAA---
AATTGTACTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGAAAAAGAAGGTATCGGCACTT---TTTTATAGGCTTGATATAGTACCACTTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AACAGTACTTATAGATTGATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---GATAATAAATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAAATGAG------------
ACACTCATTAAAGCTGAAAATATAACAGACAAT---------GTTAAAACAATAATAGTACATCTTAAG----
-----------GACCCTGTAGAA---------ATTAACTGTACGAGACCCAACAATAATACAAGTAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGAAAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGGC---
AAATGGAATAAAACTATAAACGAAGTAAAGGAAAAATTAAGA---------------AATCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCTGCAGGAGGGGACCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGTACCACTGCCGTGCCTTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGGGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATCTAC---
CAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATTTGTGGACTTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCC------
TTGTCGTTTGCTATTAATCTGCTTAATAGTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ208443 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCCGTGTGG---AAAGAAGCAAAC---
CCTACTCTATTCTGTGCATCAGATGCTAAAGCATATAGTACAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATCAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGTAAGAATGCTAATACTACCTAC-------------------------
-------------------------------------------------------------------------
-------------------------------------AATAATACCATGGAGGGAGAAATAAAA---
AATTGTTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGAGAAAGAAGGTACATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGAGGGGAATAACAAC----------------------------
--------------------------------------------------
TCTAATGAGAGTAACCATTCTGTTGACTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATATATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAAAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAGT---------GGTAAAACAATAATAGTACATCTTAAG----
-----------ACTCCTGTAAAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAGGCACATTGC---AACATTAGTGGAACA---
GAATGGAATAAAACTTTACAAGATGTGGGTAAAGAATTAGCA---------------AAGCACTTCCTT----
-----------------------------------AATAAAACAATACAATTTAAC------
CAATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGATGAAATATGG------GGG------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAGCAATTACTCACAAATAATATAT---
AACCTACTTGAAGAATCGCAGTACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAGCTATTTATAATGATAGTAGGAGGCTTAATAGGAGTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGGTACTCACCT------
TTGTCGTTTGCTATTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGGG---
GGGACAGATAGGGCTATAGAAATAGTACAAAGAGCTGTTAGAGCT----------------------------
--------GTTCTTAACATA------CCCACACGAATAAGACAGGGCTTGGAAAGGGCTTTACTA---TAA 
>KX907404 
GTA---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAATCCTACTCCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAA---GTGCATAAT-----------------------------
-GTTTGGGCTACA---CATGCCTGTGTACCCACGGAC---CCCAACCCACAAGAAATAGTTTTGGAA------
---AATGTAACAGAAAATTTTAAC------------------------------------------
ATGTGGAAAAATGGCATGGTGGACCAGATGCATGAGGATGTA---ATCAGTCTATGGGATCAAAGCCTA---
AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTGTGAATATTACTAATGGTAATGTTACTGCTAATGGT----------
-------------------------------------------------------------------------
-------------ACTACTGTTAAGGGTACTAATGGTAATGTTACCGATAATGGAGCAATGAAA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAGGATGGTACATGCACTG---TTTTATAGACTTGATATAGTGTCACTTGGTGAG----------
-------------------------------------------------------------------------
----------------
AAGAATTCTAATGATAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAAACATTTAAT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTAACATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAAAAAACAAT---------GCTAAAATAATAATGGTACATCTTAAT----
-----------GACTCTGTAGAA---------ATTAACTGTACGAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGC---AATATTAATGGAACA---
AAATGGAATAGTACTTTACAAAAGGTAAAGGAAGAATTAAAA---------------AAGCATTTCCCT----
-----------------------------------GATAAAGAGATAAAATTTGCA------
CAACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTTGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACCTCAGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAAGAGGAGATCTGG------AAA------
AACATGACCTGGATGCAATGG---GAAAAAGAAATTGATAATTACACAGACACAATATAT---
AAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTACTAGAATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGATATAACAAATTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATCTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTCAGGCAGGGATACTCACCC------
TTATCGTTGGCTATTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAATACAAAGACTTGGTAGGGGT----------------------------
--------ATTCTCAATATA------CCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KX907402 
ACT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---ATGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AAGGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTTTATGGGATGATGCTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATAATAAAAATCTCACT-------------------------
-------------------------------------------------------------------------
-------------------------------------------------GCGGCAGGAATGACA---
AACTGCACTTTCAAGATAACCCTGAATAGAAGA---------------------------
GATAAGAAAAAGTCACAGTATGCACTT---
TTTAATAGACTTGATATAGAACCAATGGATGCTAATAACCAGAGT----------------------------
-------------------------------------------------------------------------
-------AGATTAATAAATTGTAATACCTCAGTCATTACACAG---
GCGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAC---GATAAGACTTTTAAT------GGGAAGGGTCCATGCAAAAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACT---
CAACTATTGTTGAATGGCAGTCTAGCAGAAGAGGAA------------
GTAATGATTAGATCTGAAAACTTCTCAAATAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAGCA---------ATTAATTGCATAAGGCCCTCCAATAATACAAGACAA-----
-AGTACACATCTG------------GGACCAGGGCGAGCA---CTC------TATACAACAAAC---------
---------ATAATAGGAGATATA------------AGGAAAGCATATTGT---AATATTAGTGGAGAA---
GAATGGAATAAAACTTTACAACAGGTAGCTAAGAAATTAGGA---------------GACTTTTTTAAC----
-----------------------------------CTGACAGAAATAAATTTTAAA------
CCCTCCTCGGGAGGGGACCCAGAAATTACG---CATCATAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGCTACCTAAGAGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCTTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGACAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATAGACAATTACACAGGTTTAATATAC---
AGCTTAATAGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAAAAAGACCTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGCCTGCTTGACTTTGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATCATAGAATTCATACAAAGAATTTGCAGAGCT----------------------------
--------ATTCGCAACGTA------CCTAGCAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTA---TAA 
>KU168311 
GCA---ACA------------------------------------------
GATAATTTGTGGGTTACAATATATTATGGGGTGCCTGTATGG---AAAGAAGCAAGT---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATGAACCAGAG---GCGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAATCCACAAGAAATAGAACTAAAG---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGACCAGAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTAAACTGCAAGAATACTACATGGAACAGCAACATTAGT----------------
-------------------------------------------------------------------------



----------------------------------------------------GAAGAAATGAGA---
AACTGCTCTTTCAATATAACCACAGTAGTAAGG---------------------------
GATAGGAAAAAGCAAGAACATGCACTT---TTTTATAGACTTGATACAGTAGGAATAGATGAA----------
-------------------------------------------------------------------------
----------------------
TCTAAGAATACTTATAGGTTAATAAATTGTAATACCTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGCCAATGCTCAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATGATTAGATCTGAAAATTTCAAAGTCAAT---------ACTAAAAACATAATAGTGCAATTTAAC----
-----------AAATCTGTAGAA---------ATTAAGTGTATAAGGCTTGGCAACAATACAAGAAAA-----
-AGTATACATTTT------------GGACCAGGGCAGGCA---CTC------TATGCAAAT---CAC------
---------ATAATAGGAAACATA------------AGAAAAGCATATTGT---GAGATCAATGGA------
ACCTGGAATGACACTCTACAAAAAGTAGCTAAAAAATTAGAA---------------AAACTCTAT-------
-----------------------------------AACAAAAGCATAGTTTTTGAA------
CCAGCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGGAAACACATTTGCACCACCACTGTACCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AGTAGATCTCTAGATGATATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTGAAAATTACACAGGTGTAATATAC---
ACCTTAATTGAAGAATCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGAATTATTAGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACTAAATGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATGGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
CTGTCATTTGCTGTTAGTTTGTATAACGCCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAATAGCACAAAGAGTTTGTAGGGCT----------------------------
--------ATTCTTAATATA------CCCAGAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>DQ912823 
GCT---GCA------------------------------------------
GACAACTTGTGGGTTACTGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAKATGCTAAAGCATATAAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACGAGAAATACAACTAGAA---------AATGTTACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATGTA---
ATTAGTCTATGGGACCAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTCTGCGTTACCTTAGAATGTTCTAATGTCAGAAATRACACCGTCAAAAAT----------------
-------------------------------------------------------------------------
----------------------------GGCACCGTTGACAGGGACATGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATGACCACAGAAATARAG---------------------------
GATAAGAAACAGAAAATACATGCATTG---TTTTATAAACTTGATGTGGTACAAATAGATGATATTAATAAT-
-------------------------------------------------------------------------
----------
ACTAGTTCTAATACTACTAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGGACGGGTCCATGCAGAAAC-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATGATTAGATCTGAAAACCTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTTACG----
-----------GAGGCTGTGACA---------ATTAATTGTACCAGACCTGGCAACAATACAAGAAAA-----
-GGTATACATATG------------GGACCAGGAAAAGTA---TTC------TATGCAGCAGATGAC------
---------ATAGTAGGGGATATA------------AGACAAGCACATTGT---AATATTAGTGAAGCA---
AAATGGAATGCAACTTTACAACAGGTAGCTAAAAAATTAGGA---------------GAACACTTTACC----
-----------------------------------AATGCAACAATAATTTTTAAA------
CCSTCCTCGGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGGGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACATCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCCTGGAACTCTACCTGGAGT-----------------
----------------------------AATAAATCTTABGAGGAGATWTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGGGATAATATAC---



AGCTTAATTGAAGGAGCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAMAAGAATTATTGGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTGTTAGCTTGTTTAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAGTTAATACAAAGAGCTATTAGAGCT----------------------------
--------ATTCTTCACATA------CCCACACGAATAAGACAGGGCTTAGAAAGGCTTTTGCTA---TAA 
>KT022404 
GCT---GCA------------------------------------------
AACAATTTGTGGGTTACTGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAGAG---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAA---ATGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATATTTGGAA---------AATGTGACAGAACAGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATACCGATGTA---
ATCAGTCTATGGGACCAAAGCCTA---AAACCATGTGTAGAACTA---
ACCCCTCTCTGCGTCACTTTAAATTGTAGCAACAAGGTCAATGTCAATGGCACTGTCATTGATACGAAT----
-------------------------------------------------------------------------
-------------------------------------------GGCACAGAGAGCAACATGAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATATAAAGAAGCAAGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATTAATAAT----------
-------------------------------------------------------------------------
----------------------
AATAGCAATGAGTATATATTAATAAATTGTAATACCTCAGCCATTAAACAA---
GCATGCCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGTCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGAGGTTCAAT------GGGACAGGTCCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAATTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCAAAAACCATAATAGTACAGCTTAAT----
-----------CAGTCTGTAGCA---------ATTAATTGTACCAGACCTAGCAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACGAGCA---TTC------TATACAACAGGAGAA------
---------ATTATAGGAGATATA------------AGACAAGCACATTGT---AATATCAGTAGATCA---
GATTGGAATAGAACTTTAAAAGAGGTAAGAGAACAATTAAGA---------------AAAGCTTTTAAT----
-----------------------------------AACAAAACAATATACTTTAAT------
AGCTCCTCAGGAGGGGATCCAGAAATCACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAGTTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCTTGGAACGCTAGCTGGAAT-----------------
----------------------------AATAAATCTCTAGATTATATTTGG------CAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAGTTTAATATAC---
AACTTAATTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAATGGACAAATTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGATTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATCAATTTGCTTGATACCATAGCAATAGTAGTAGCTGGC---
TGGACAGATAGGGTCATAGAAATAGGACAAACAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KT022405 
GTT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAGGAAGCAAAT---
GCCACTCTATTCTGTGCATCAGATGCTAAATCATATAGCACAGAG---GCACACAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGAACTA------------AATGTGACAGAAGACTTTAAC----------------
--------------------------ATGTGGAAAAACAATATGGTGGACCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCAGTGACCCTGTTAATGCTACCAATATTACTAGT-------------
-------------------------------------------------------------------------
-------------------ATCAATAATGAAACTATTGTTGGTGGTACCGATAGTGACATAAAA---
AACTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGCAGAAGAAAGTATATGCACTT---TTTTATAGACTTGATGTGGTACAAATAGATGGTTCTAAT----



-------------------------------------------------------------------------
-------
AGTTCTAATAGTTCTAATAGTTCTAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCATGTCCAAAGATAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAAGT
GTAGA---GATAATAAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACT---
CAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAATGATTAGATCTGAAAATCTCACAAATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------AAGTCTGTAGAA---------ATTAATTGCACAAGGCCCAACAATAATACAAGAAAA-----
-GGTGTACACATG------------GGACCAGGGCAAGCA---CTT------TATGCAACAAAC---------
---------GTAGTAGGAGACATA------------AGAAGAGCATATTGT---ACTATTAATAAAACA---
GAATGGAATAAAACTCTACAACAGGTAGCTATAAAATTAGGA---------------ACCCTTTTTAAC----
-----------------------------------AAAACAATAATAAAATTTAAC------
TCATCCGCAGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGACCAACAGCTCCTAGGAGCCTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACACTAGCTGGAGTGGTAGA---TGGAGA--
----------------------------AATAAAAATTTAAATGACATTTGG------ACT------
AACATGACATGGATGCAGTGG---GAAAAAGAAATTGAAAATTACACAGGTCTAATATAC---
ACTTTAATTGAAGAATCGCAAGTCCAGCAAGAA----------------------------------------
-----------------------------
GACAGTGAGAAAAAACTATTGCAATTGGACCAATGGGACAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTC---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTGTTAGCTTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGACAGGATTATAGCACTAGGACAAAGATTTGGTAGAGCT----------------------------
--------ATTCTTAACATA------CCTAGAAGAATCAGGCAGGGCGCTGAAAGGGCTTTAGTA---TAA 
>KT022416 
GTG---GCA---GAA------------------------AAA---CCA---
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACT---
ACCACTCTATTTTGTGCCTCAGATGCCAAAGCATATGAACCAGAG---GCACATAAT----------------
--------------ATATGGGCTACA---CATGCTTGTGTACCAACAGAC---
CCCAACCCACAAGAAATGGAACTGAAA---------AATGTTACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACGTTAAACTGCACCGACTATAGCAACAACAGTACAAGTAATAGTACT----------
-------------------------------------------------------------------------
-------------------------------------AAAATAAAGGAAGAAGAAAAAATGAAA---
AACTGTTCTTTTAATGTAACCACAACAGCAAGA---------------------------
GATCAGCTTAAGAAAGAACATGCACTT---TTTTATAGACTTGATGTGGAACCGTTAGGTAATAATAATACC-
-------------------------------------------------------------------------
----------------
AGTAATGATAGTAACAGTTATATATTAATAAATTGCAATACCTCAACCATTACACAG---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGATTTGCGATCCTAAAGT
GTAGG---GATAAAGAGTTCAAT------GGAACAGGGCCATGTAAGAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATCAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAATAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAAACATAATAGTACAATTTAAC----
-----------AAGAGTGTAAAC---------ATTAGTTGTATCAGACCTAACAACAATACAAGGAAA-----
-AGTGTACGTATA------------GGACCAGGACAAGCA---TAC------CAGTTCTATGGTGAA------
---------ATAATAGGGAATATA------------AGACAAGCATATTGT---AACATTAGTAGAACA---
GACTGGAATACCACTTTACAGCAGATAGCTAAAAAATTAGGA---------------AACCTTTTTGAG----
-----------------------------------AATAAGACAATAGTTTTTAAT------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACCTCTGTGCCCTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAGTCCTTCAATGAAATCTGG------AAT------
GTAATGACCTGGATACAGTGG---GAAAAAGAAATTGACAATTACACAGGGGAAATATAC---
AGATTAATTGAGGAATCACAAATCCAGCAAGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGAACTTTTAGAACTGGACAAATGGACAAGCTTGTGGAGTTGGTTTAGCATAACAAACTGGC



TGTGGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCC------
CTATCATTTGCTGTTAGTTTGTTTGATACCCTAGCAATAGTAATAACTGGC---
TGGACAGATAGGGCTATAGAGATAGGACGAGGAATTGGTAGAGCT----------------------------
--------ATCCTCAACATA------CCTAGAAGAATCAGACAGGGCCTCGAAAGGTCTTTACTA---TAA 
>KT022417 
GTG---GCA------------------------------------------
GAACATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GTACATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAATAGGACTGGAA---------AATGTGACAGAAAACTTCAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGACTGCACTCATAGCATCACAGTTAACAACACTCATAAC-------------
-------------------------------------------------------------------------
-------------ATCACAGTTAGCTCTAACAACACAGATAACCCGGAGGAAGGGGAGAGGAAA---
AACTGCTCTTTCAATATAACCACAGAGGTAATA---------------------------
GATAAGAAGAAGCAAGTATATGCACTT---TTTTACAAACCTGATATAGTACCAATAGACAAT----------
-------------------------------------------------------------------------
----------------
AATAATAGCAATAGCAATTATAGGTTAATAAATTGTAATACCTCAACCATTACACAA---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTATGCAATTCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACA---
CAACTGCTGTTGAATGGCAGTTTAGCAGAAAAAGAG------------
ATCATAATTAGATCCGAAAATCTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------GAATCGGTGGCA---------ATTAATTGTACAAGGCCCTACCGCAAGATAATACAA-----
-AAGACACCAATA------------GGATCAGGGCAAGCA---CTT------TTTACAGCCAGAAGA------
---------ATAGTAGGAGACATA------------AGACAAGCACATTGT---ACCATTAGTGAAGCA---
GACTGGAAAGCCACTTTACAAAGGGTAGCTATAAAATTAGGA---------------AACCTTCTTAAT----
-----------------------------------AAAACAATAATAGAGTTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAACTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACCGTGCCCTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAGGTCTCTAGATGATATTTGG------CAG------
AACATGACTTGGATGGAGTGG---GAAAGGGAAATTGACAATTACACAGGCTTAATATAT---
AGCTTAATTGAAGAATCGCAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAGTTGTTGCAATTGGACAAGTGGGCAAGCTTGTGGAACTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTC---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTAGCTATTAGTTTGCTTGATACCATAGCAATAGCAATAGCTAGC---
TGGACAGATAGGGTTATAGAAATAGGACAAGAAATTGGTAGGGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGTTTGGAAAGAGCTTTGCTA---TAA 
>KF716468 
GTT---GCA---------------------------------------------
GAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAAGC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCACATAAAGCAGAG---GCTCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAT---
CCCAATCCACAAGAAATAGAATTGGAA---------AATGTTACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACATTAGACTGCACTGATGTTGTACCTGGAAATGGTACTGAC----------------
-------------------------------------------------------------------------
-------------------------------------------CAACTGCAGGGAGAAATGAAA---
AATTGCTCTTTCAACATGACCACAGTATTAAGA---------------------------
GATAAGCGACAGAAAGTACAGGCACTT---TTTTATAGACTTGATGTAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------
AGTACTAATAATAATAGTAGGCATTATAGATTAATAAATTGCAATACCTCAGTCATTACACAG---



GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAGAGGTTTAAT------GGAACAGGCCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACGCATGGGATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTGAATGGCAGTTTAGCAGAAGAGGAG------------
ATAATAATTAGATCTGAAAATCTCACAAAAAAT---------ACTAGAAACATAATAGTACAGCTTAAG----
-----------GAGAATGTAACA---------ATTGATTGTATAAGGCCCAACAACAATACAAGACAA-----
-AGTACACATATA------------GGACCAGGGCAAGCA---CTC------TATACAACA---GAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAAAAAC---
AGCTGGGATAATACTTTACGAGAGGTAGCTACAAAATTAGGA---------------AACCTTCTTAAA----
-----------------------------------CTGGGAACAGTAAGATTTGAA---
CCACCACCCCCAGGAGGGGACCCAGAAGTTACG---ACACATAGTTTTAATTGCAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAGTCTGGG
GTTGCTCTGGAAAACACATTTGCACCACCAATGTGCCCTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAGGTCTCTAGAGGAGATTTGG------GAT------
AACATGACCTGGAGGGAGTGG---GAAAGAGAGATTGACAATTACACAAGCTTAATATAC---
AGCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGAAATTGGACCAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTATTAGTTTGCTTGATACCATCGCAATAGTAGTAGCTGGC---
TGGACAGATAGGATTATAGAAATAGGACAAAGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAGTCAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>KU921748 
ACT---GCA------------------------------------------
GAAAACTTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGA---AAAGATGCAGAG---
ACCACCTTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGGC---
CCCAACCCACAAGAAATACGTTTGGGA---------AATGTGACAGAAGAGTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATACRGATGTA---
ATTAGTCTATGGGACCAAAGCCTA---AAGCCCTGTGTAAAGTTA---
ACCCCTCTCTGTGTTACTTTGAATTGTACCAATGCCCGTGTCAATGTCACGAGCAACTTC-------------
-------------------------------------------------------------------------
-------------------------------ACGGGGGAATTGGAAAAGGGAGAAAACATAAAA---
AACTGCTCTTTCAATATGACCACAGAGCGAAGA---------------------------
GATAAAACAAGGAAAATATATTCACTT---
TTTTATAGACTTGATCTAGTACAAATTAGTGACAGTAGTACAAATAACAGT----------------------
-----------------------------------------------
AGTGACAATAAGACAAAGGAGTATGAGAAGTATGTATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATCCTAAAGT
GTAAG---GAGAGCAATTACACT------GGAACAGGGCCATGCAGAAAT-----------------------
-GTCAGC---TCAGTCCAATGCACACATGGAATCAAGCCAGTAGTATCAACT---
CAACTGCTGTTGAATGGCAGTCTAGCAGAAAAAGAG------------
ATAATGATTAGATCTGAAAATATCACAAACAAT---------GCCAAAAATATATTAGTACAATTTGTA----
-----------AATCCTGTGGAA---------ATTAATTGTACCAGACCTAATAACAATACAAGACAA-----
-GGTGTACATATG------------GGACCAGGACGAACA---TTC------TTT---ACAAGTAAC------
---------ATAATAGGGGACATA------------AGGAAAGCATATTGT---AATGTCAGTAGATCA---
CAATGGAATGAAACTTTATCCCAGGTAGCTGTACAGTTAAGA---------------AGACACTTTAAG----
--------------------------------AACGAAACAACAATAATATTTACT------
AGCTCCGCAGGAGAGAATCTAGAACTCACA---ACACACAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCGAGAATCCTGGCTGTGGAAAATTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGAAATTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAAGAGATTTGG------GGT------
AACATGACCTGGCAACAATGG---GAAAAAGAAATTGGCAATTACACAGAATTAATATAC---
AGTTTAATTGAAGCATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGACTTATTAGAATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGAGATACTCACCT------
TTGTCGTTCGCTATTAATCTACTTGATACCATAGCAATAGCAACAGCTGAG---



GGGACAGATAGGGCTATAGAAATAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTTAATATA------CCCAGACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>FJ866126 
GTT---ACA------------------------------------------
GGACAGTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTGCCAACAGAT---
CCCAACCCACAAGAAATAAAACTAGGA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAATTA---
ACCCCACTCTGTGTCACTTTACACTGCACTAACTGGAATAGCACTGAAGGGAGGAATTGCACTGAAGGGAGGA
AT-----------------------------------------------------------------------
-------------TGCACTGGACAGAATTACACTATACAGGGGAATGATGACTTAGGAATGAAA---
AACTGCTCTTTCAATATAACTACAGAGATAAAA---------------------------
GATAAGAAGAAGCAAGAATATGCACTT---TTTTATAGGCTTGATGTGGTACCAATAGGTGAT----------
-------------------------------------------------------------------------
----------------
AATAATAGTAATAATAGCTATAGATTAATAAATTGTAATACCTCAGTCATTACACAG---
GCGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGTCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAGACGTTCAAT------GGAACAGGGCCATGCACGAAT-----------------------
-GTCAGC---TCAGTACAATGCACACATGGAATCATGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGCAAT---------
AAGGCAATGATTAGATCTGAAAATCTCACAGACAAT---------GCCAAAAACATAATAGTACAATTTGCC-
--------------AAGCCCGTACAA---------ATTAATTGTACCAGGCCTAGCAACAATACAAGCAAA--
----AGTGTACATATG------------GGACCAGGACGAGCA---TTC------TATGCAACAGATAAA---
------------ATAACAGGGGATATA------------AGAAAAGCATATTGT---ACTGTTAAGGAAACA-
--GAATGGAATAACACTTTGCAAGAGGTAGCCCAACAATTAAGA---------------CAACACTTTGGA--
-------------------------------------AACAAAACAATAATCTTTGCT------
AACTCCTCAGGAGGGGATTTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCCGTGGAAAGCTACCTCAAGGATCAACAGCTCCTAGGAATATGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAGAAAATTTGG------AAT------
AACATGACCTGGAGGGAATGG---GAAAGAGAAATTGACAATTACACAGGTTTAATATAC---
AGTTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAAAACTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGGTATTCACCT------
CTGTCGTTTGCTATTAGCTTACTTGATACCATAGCAATAGTAGTAGCTGAC---
TGGACAGATAGGGTTATAGAATTAGGACAAACAATTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATTAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>HQ698035 
GCT---CAA------------------------------------------
GAAAAATTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGG---AAAGATGCAGAG---
ACCACCTTATTTTGTGCATCAGATGCGAAAGCATATAAAACAGAA---GTGCATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAATAAAACTAGAA---------AATGTTACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTGATGTCAATACCAATGTCAAGGTCAAT----------------
-------------------------------------------------------------------------
-------------------------------GCCACTGTCGCTGACAACAGCACAGAAATGAAA---
AACTGCTCTTTCAATATGACCACAGAATTAAGG---------------------------
GATAAGAGAAAGCAAGTGTATTCACTT---TTTTATAGACTTGATATAGTACAAATGGATACAGAT-------
-------------------------------------------------------------------------
----------------------
AATAGTAGTCAGTATAGATTAATAAATTGTAATACCTCAACCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GATAAGGAATTCAAT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACT---



CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAGTTAGATCTGAAAATATCACAAATAAT---------GCTAAAGTCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAGCA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATGCGTATA------------GGACCAGGACAAACA---TTC------TATGCAATGGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AATATTAGTGGAATA---
AGCTGGAATAAAACTTTACAACAGATAGCTAAAAAATTAGGA---------------ACCCTTTTGAAT----
-----------------------------------AAGACAACAATAATTTTTAGA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---ACACATACTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGATATTTGG------GAT------
AACATGACCTGGATACAGTGG---GAAAGAGAAATTGACAATTACACAAGTGTAATATAT---
AGCTTACTTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTCAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAGCTTGCTTGATACCATAGCAATAACAGTAGCTGGC---
TGGACAGATAGGGTTATAGAACTAGGACAGAGACTTGGTAGAGCT----------------------------
--------CTTTTACACATA------CCTAGAAGAATTAGACAGGGCTTCGAAAGGGCACTATTA---TAA 
>KF716481 
GTT---ACA------------------------------------------
GGAAAGCTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTTTATTTTGTGCATCAGATGCTAAATCATATAACCCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAAGTAGAACTAAAA---------AATGTCACAGAATACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAATGTCACTGTCACTAATGCTACTACCACT-------------
-------------------------------------------------------------------------
-------------------------------------------GATAGGGACACAGGGATGACA---
AACTGCTCTTTCAAAGTAACCACAGAACTAAGA---------------------------
GATAAGCAGAAAAAAGTACATGCACTT---TTTTATAAACTTGATGTGGTACAAATAAATGATAAT-------
-------------------------------------------------------------------------
----------------------
GATAGTAACAGCTATAGACTAATAAATTGTAATACCTCAACCATTACACAG---
GCGTGTCCAAAAGTAAACTTTGAACCAATTCCTATACATTACTGTGCCCCGGCTGGATTTGCAATTCTAAAAT
GTAAT---AATGAGACGTTCAAT------GGAATGGGCCCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAGGCCAGTGGTGTCAACT---
CAGTTGTTGTTGAATGGCAGTCTAGCAGAAAAAGAC------------
ATAATAATTAGTTCTGAAAATCTCACAAATAAT---------GCTAAAAACATAATAGTAAAGTTTAAT----
-----------AAGGCTGTAACA---------ATTGAATGCATAAGGCCCGCCAACAATACAAGACAA-----
-GGTATACACATA------------GGGCCAGGGCGAGCG---TTC------TTT---ACAGAAAAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTGAGTAAAAGA---
GACTGGAGGAACATTTTAGGGCAGGTAAAGAAAGAATTAGAC---------------AAACTTCTT-------
-----------------------------------AACAAAACAGTAGAATTTAAT------
CAATCCTCGGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAGCTTGGG
GATGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTGTAGAGGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGTCTAATATAC---
ACCTTAATTGAAGAATCGCAACTCCAGCAAGAC----------------------------------------
-----------------------------
AAAAATGAAAAAGACCTATTGCAATTGGACAGTTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTATCATTTGCTATTAGCTTGTTAAATACCATAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAATTAGGGCAAAGACTTGGCAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATTAGACAGGGCGCCGAAAGGGCTTTACTA---TAA 
>EF575459 



GGT---GCA------------------------------------------GAAAAG---
TGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACTGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTGCCAACAGAC---
CCCAACCCACAAGAAATAGAACTGCAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATTATAAGATGAATGAAACTAGCAATAATAATGTCACT----
-------------------------------------------------------------------------
----------------AATGATAATGTCACTGATCCGATGAAGATGGACAAAGGAGAAGTAAAA---
AACTGCTCTTTCAATGTAACCACAGTAATAAGA---------------------------
GATAAGCAGACGAAAGTACATGCACTT---TTTTATAAACTTGATGTGGTACAGATAAATAATGATAAT----
-------------------------------------------------------------------------
-------------
AATAGTAAGGACAATACCAGTTATAGATTAATAAATTGCAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATCCTAAAGT
GTAGA---GATAAGAAGTTCAAT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAATTTCTGTTGAATGGCAGTCTAGCAGAAGAAGAC------------
ATCATAATTAGATCTGAAAATCTCACAAACAAT---------GCTAAAACCATAATAGTACATCTTAAT----
-----------AAGCCTGTAGAA---------ATTAGGTGTATAAGGCCCAGCAACAATACAAGACAA-----
-GGTACACATTTA------------GGACCAGGGCAAGCA---CTC------TTTACAACAGCAAAG------
---------ATAATAGGAGACATA------------AGAAAAGCACATTGT---AATATTAGTAGAACA---
GACTGGAATAACACTTTAAAAAAGGTAGCTGAAAAATTAGGA---------------GACCTTTTCAAC----
-----------------------------------AACAAGACAATAATTTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTACA---ACACACAGCTTTAATTGCGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGG
GTTGCTCTGGAAAACACATTTGCACCACCACTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATGAGATTTGG------AGC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATAAACAATTACACAGGTTTAATATAC---
AACTTGATTGAGGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAACTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCATTAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
CTGTCGTTTGCTGTTAGCTTACTTGATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTGTAGAGCT----------------------------
--------ATTCTTAACATA------CCCAGACGAATAAGACAGGGCTTTGAAAGGGCTTTACTA---TAA 
>KC473845 
ACT---GCA---GAT------------------------------------
AATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAG---
ACCACTCTATTTTGTGCATCAGATGCTAAATCATATAGCACAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACGGAC---
CCCTATCCACAAGAATTAGAACTAAAA---------AATGTTACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACACCACTCTGTGTCACTTTAGACTGCAGTAATGTTACTGTTACTAATGGTACTGTTACTAAT----------
-------------------------------------------------------------------------
-------------GGTACTACAGTGAGTAACAACAGCTTAGAATACTTAAGAGATGACATGAAA---
AACTGCTCTTTCAATGTAACCACAATACTAAGG---------------------------
GATAAGAAAAAGCTAGAATATGCACTT---TTTTATAGACTTGATATAGTAGAAATAGATAAGAAT-------
-------------------------------------------------------------------------
----------
AGTAGTAATAAGAATAGTAGTAATTATAGGTTAATAAATTGTAATACCACGACCATTACACAG---
GCTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGCGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAAAAGTTCAAT------GGAACAGGCCTATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGGATCAAGCCAGTGGTGACAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAAAA------------
ATCATGATTAGATCTGAAAATATTTCAGACAAC---------ATTAAAACCATAATAGTACAGCTTAAT----
-----------GAAACTATAAAC---------ATCACTTGTGTGAGGCCTGGCAACAATACAAGAAGA-----



-GGGATACATATG------------GGACCAGGGCAGGCA---CTT------TATGCAACAGGCAAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AATATTAGTAGATCA---
GCATGGAATAACACTTTGAGAAAGGTAGCTAAAGAATTAGAA---------------AAATTGATTGGG----
--------------------------------AACGGAACAACAATAAATTTTAAA------
CCATCATCAGGAGGGGATCCAGAAATTACA---ACACACAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACGCTAGAGGATATTTGG------CAA------
AACATGACCTGGATGCAATGG---GAGAGAGAAATTGACAATTACACAGGTTTAATATAC---
AACTTAATTGAAGAATCGCAACTCCAGCAAGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGAACTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAAGTAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGTTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCATTTGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAT---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTTTAGAGCT----------------------------
--------ATTCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTA---TAA 
>KU168306 
GCC---TCA------------------------------------------
AATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGG---GAAGATGCAGAT---
ACTACTCTATTTTGTGCATCTGAGGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACTCCTAAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAACATGGTAGAACAGATGAATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTC---AAACCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACARATATAACTAGTAGTGGAGGAAATACTASTAGT----------
-------------------------------------------------------------------------
----------------------GGAGGAAATACTACTGTAAGCCCTGAAGRAGAACAACTAAAA---
AACTGCTCTTTCAATGTAACCACAGAAATAAGG---------------------------
GATAGAAAAAGCAAAGAATACGCGCTT---TTCTATAAACTTGATATAGTACAAATGRRTGAG----------
-------------------------------------------------------------------------
----------
RRTAGTAAKRATAGTACAARTAATTATAGGCTAATAAACTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTACTGTGCCCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATACAAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTCTAGCAGCAAAAGAA------------
ATAATGATTAGATCTGAAAACATCAGTGACAAT---------GCCAAAACCATAATAGTACAACTTAAC----
-----------CAGTCTGTAGCA---------ATTAATTGTACCAGACCTAACAACAATACAAGGAAA-----
-AGTATACCCATA------------GGACCAGGACAAGCG---ATC------TATGCAACAGGTGAA------
---------ATAATAGGCAACATA------------AGACAAGCACATTGT---AATGTCAGTAGAGCA---
GATTGGAAGAAGACTTTACAAGAAGTACGCACACAACTAGGA---------------AAACATTTTAAG----
-----------------------------------AACAAAGCAATATACTTTAAT------
AGCTCCTCAGGAGGGGATATAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGAGATTTGG------AAT------
AACATGACCTGGATACAATGG---GAAAGGGAAATTAGCAATTACACACAACAAATATAC---
GATCTGCTTGAAGAATCGCAAAACCAACAGGAG----------------------------------------
-----------------------------
AGAAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTCGCTGTTAATTTACTTGATACCATAGCAATAGTAATAGCTGGC---
TGGACAGATAGGGTCATAGAAATAGGACAGAGAATTTGTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGGATAAGACAAGGATTTGAAAGAGCTTTGCTA---TAA 
>EU513190 
GCC---TCC------------------------------------------
TCGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGG---GAAGATGCAAAT---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATAGTACAGAA---AGACATAAC----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGCTATCTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGCTG---
ACCCCTCTCTGTGTTACTTTATCCTGTGCTACAGTAAATAGCACTAAAACCAACAAT----------------
-------------------------------------------------------------------------
----------------------------ACCAGTGGGAATATAACAGGATCAGAACAAATGAGA---
AACTGCTCTTTCAATATGACCACAGAAGTAAGC---------------------------
GATAGGAAGAAACAGGAATATGCACTT---TTTTATAAACTTGATATAGTAAAAATGGATGAT----------
-------------------------------------------------------------------------
----------------
AAAAGTAATGATAGTTTGTATAGGATGATAAATTGTAATGTCTCAACCATAAAACAG---
GCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTACAGT
GTGAG---GATGCGGAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGCTGAATGGCAGTTTGGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAACATCACAGACAAC---------ACCAAAACCATAGTAGTGCAGTTAATG----
-----------AAGCCTGTACAT---------ATTACTTGTATCAGACCTAGCAATAATACAAGAAGA-----
-AGTATAAGTTCG------------GGACCAGGACAAGTG---TTC------TATACAACAGGTGAA------
---ATAATA---GGAGGACGAGTA------------AGACAAGCACATTGT---AATATTACAAAAAAG---
GACTGGGATAGTATGATAAAAAATGTAACTGCAAAACTAAAT---------------GAAACACTAGGAGGA-
--------------------------------AACTATACGAACATAACCTTTCAG------
CCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTAGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGACATTTGG------GAG------
AACATGACCTGGATAGAATGG---GAAAGAGAAATTAGCAATTATACACAGCAAATATAC---
AGCCTAATTGAACAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTAATATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTATTAATTTGGTTGATACAGTAGCAGTAGCAGTAGCTAAT---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCT----------------------------
--------TTTCTCAACGTA------CCTAGAAGGATAAGACAAGGCTTCGAAAGAGCATTGCTA---TAA 
>GQ862780 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGACGCAGAT---
ACCTCTCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAG---AGCCATAAT----------------
--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCTAGTCCACAAGAGATACATCTGGCA---------AATGTAACAGAAAATTTCAAT----------------
--------------------------GTGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAGGTTA---
ACCCCTCTCTGTGTTACTTTAACCTGCACTAATGTAAATGTAACTAATGCAACCAACAGTAGT----------
-------------------------------------------------------------------------
----------------------CCTAACAATGACACTGTGCAAAACCCAGGAGGAGAAATAAAA---
AACTGCTCTTTCAATGTAACCACAGAGATAAGA---------------------------
GATAAAAGGAAGCAAGAATACGCGCTT---TTCTATAGACTTGATATAGTGCCAATTAAGGAT----------
-------------------------------------------------------------------------
-------------------
GGTAGTAATAAGAGTTATAGGCTAATAAATTGTAATGTCTCAGCCATTAAACAA---
GCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAAT
GTAAT---GATAAAAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGAA------------
ATAGTGATTAGATCTGAAAACTTCACAAACAAT---------GCTAGAACCATAATAGTGCAGCTTAAT----
-----------GAAACTATAAAG---------ATTAATTGTACCAGACCCAACAACAATACAAGGAAA-----
-AGTATAAGAATT------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGATATA------------AGACAAGCAGAGTGT---GAGGTTAATAGAACA---
GAATGGAAGAGGATAATACTTAATGTAAAAGAAAAACTAAAA---------------



CAAAAGCTAAAAGAACAATAC------CCAGAGAAAAACATA------ACCTCTATGAACATAACCTTTATG-
-----CCACCCGCAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCTCATCTGTACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATAATGAAATTTGG------GAC------
AACATGACCTGGATAGAATGG---GAGAGAGAAATTGACAATTACACAAAGCAAATATAT---
AGCCTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTGTTTACT---
GTATTTTCTCTAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAATTTGGTTGATACAGCAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAATAATACAAAGAACTTGTAGGGCT----------------------------
--------TTTCTCAACGTA------CCTAGAAGGATAAGACAAGGCTTCGAAAGAGCATTGCTA---TAA 
>AF076474 
GCC---AAA------------------------------------------
GAAAACTTGTGGATCACAGTATATTATGGGGTACCTGTGTGG---AGAGACGCAAAA---
ACCTCTCTATTTTGTGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATAAATCTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATACAGATATA---
ATCAGTCTATGGGATCAAAGTCTA---AAACCATGTGTACAGATA---
ACCCCACTCTGTGTTACTCTAGAGTGTAGTAAGATAAATATAACCAATAACAGTACAGAT-------------
-------------------------------------------------------------------------
----------------------------AAGGCAAATGTAACCAATAATGATGCAGAGATGAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAGGAAAAAGAAAGAATATGCACTT---TTTTATAAACATGATTTAGTGCCAATTACCAAT----------
-------------------------------------------------------------------------
----------------------
GAAACCAAAACCTTTATACTAATACATTGCAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAG---GATAAAGCGTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTGGTAACAACT---
CAACTGCTGCTAAATGGCAGTCTAGCAGAGGGAGAG------------
ATAATAATTAGGTCTGAAAATATCACAGAGAAT---------ACAAAAAACATAATAGTACAGCTTAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGGCCAAACAACAATACAAGGAAA-----
-GGTATACGTATA------------GGACCAGGAAGAGTG---ATT------TATGCAACAAGTGCC------
---------ATAACAGGAGACATA------------AGACAGGCACATTGT---AACATCAGTAAAGAA---
CAATGGAATAGGACTTTAGAAAGGGTAAAGGAAAAATTAGGA---------------AGACACTTTAAG----
-----------------------------------AATAAAACAATAACATTTAAA------
CCAGCCTCAGGAGGGGACCCAGAAGTTACA---ATGCATATTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCCTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGACATTTGG------AGC------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACACAAACACAATATAC---
TGGTTACTTGAAGAATCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCGAGTCTGTGGAGTTGGTTTGACATATCAAAATGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTGATAGGCTTAAGAATATTTTTTGCT---
GTTCTTTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCTTTTGCTATTAGTTTGCTTGATGCAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGATT---TAA 
>KP718933 
GTT---GCA------------------------------------------
GGACAATTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGG---AAAGATGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAGGCATATAAGACAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGGTCCTGGAA---------AATGTAACAGAGAACTTTAAT----------------
--------------------------ATGTGGGAAAATGACATGGTAGATCAGATGCATACAGACATA---



ATCAGTTTATGGGATCAAAGCTTA---CAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTTACTTTAAAATGTACAAACGCTACTAGTACCAAC-------------------------
-------------------------------------------------------------------------
-------------------------------AGTAGCAACGTGGAGAACATAGGAGAAATAAAA---
AACTGCTCTTTCAATATAACTACAGAAATAAGA---------------------------
GATAAGAGACAGAAAGAATACGCGCTT---TTCTATAAACTTGATATAGTACCACTTAATGAAAAT-------
-------------------------------------------------------------------------
----------------------
GATGGTACAGAATATAGGCTAATACACTGTAATACCTCGGTCATTACGCAA---
GCTTGCCCAAAGATAGACTTTGAACCCATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GCAAC---AATAAAACATTTAAT------GGAACAGGACCATGCAGGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGATATCAACT---
CAACTACTGCTAAATGGAAGTCTAGCACAAGGACAG------------
GTCATAATTAGATCTAAAAACATCACAGACAAT---------ACTAAAAACATAATAGTACAGCTTAAT----
-----------GAGACTGTAGAA---------ATTAACTGTACCAGGCCTAATAATAATACGAGAACA-----
-GGTGTACATATA------------GGACCAGGACGAGCA---TTC------TATGCAACAAGTGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AGCATTAGTAAAACA---
GCATGGAACAAGACTTTAGGCCTTGTAGTTGAACAATTAAGA---------------AAACATTTTGGCCAG-
-----------------------------------GATAAAACAATCATTTTTAAT------
CCATCCTCAGGAGGGGATATAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCACGAATCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCGGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGCTGGAGT-----------------
----------------------------AATAAATCTTACGATGACATTTGG------AAC------
AACATGACTTGGATGGAATGG---GAAAGACAAATTGACAATTACACAGAGGTAATATAC---
AATTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGAGCAAATGGGACAGTCTATGGAGTTGGTTTAGTATAACAAACTGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATCTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAATAGGACAAAGAGTTCTTAGGGGT----------------------------
--------ATTCTCCACGTA------CCTAGAAGAATTAGACAAGGCCTAGAAAATTTTTTGCTA---TAG 
>MN486016 
GCT---GCA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCAGCAGATGCTAAAGCATATGATACCGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAAAACTACTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTG---AAACCATGTGTAAAATTA---
AYCCCACTATGTGTTRCYTYAAATTGTACTGATKRGAGAAGAARTAATACTAATGTCACTTATAAT-------
-------------------------------------------------------------------------
-------------------------ACTAATGTCACTGGTACGATAGAAAATGGAGAAATAAAA---
AACTGCTCCTTCAATGTCACCACAGATGTAAGA---------------------------
GATAAGGTAAAGAAAGAATATGCACTT---TTTAATAAACTTGATGTAGTACCAATTGATAAT----------
-------------------------------------------------------------------------
-------------------------
AGTAGTGAGTATAGATTAATACATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACGTTCAGT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCGACC---
CAACTGTTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAGTAATTAGATCTGAAAATATCACAAATAAT---------ATAAAAAACATAATAGTACAACTGAAC----
-----------AACTCTGTACAA---------ATTAATTGTACAAGACCCRGTAACAATACAAGAAAA-----
-GGTATACATATA------------GGGCCAGGGAGAGCA---TTT------TATGCAACAACAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AATATTAGTAGATCT---
GCATGGAATAAAACTTTAAACCAGGTAGTTGCAAAACTACAG---------------GAACACTTTAAG----
-----------------------------------AATAAAACAATATTTTTTCAG------
CCATCTTCAGGAGGGGATCCAGAAATTACT---ACTCATAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTCTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGAATTTGGG



GTTGCTCTGGGAAACTCATCTGCACCACTACCGTGCCCTGGAATGTTAGTTGGAGC---------AAT-----
----------------------------AATAAATCTTACGATGACATCTGG------AAT------
AATATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
AACTTGCTTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTGGCATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTARCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCT---
GTGCTTACTGTAATA---------AAGAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTACTAGTTTGCTTGATACCCTAGCAATAGTAATAGCTGGC---
TGGACAGACAGGGTTATAGAAATAGGCCAAAGAATTTGGAGAGCT----------------------------
--------ATTTGCAACATA------CCTAGAAGAATCAGACAAGGTTTAGAAGGGGCTTTGTTA---TAA 
>MH746256 
GTC---ATA---GGA------------------------------------
GAATCGTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCAACAGAC---
CCCAACCCACAAGAGATACTTCTAGAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAACCATGTGTAAAAATA---
ACCCCACTCTGTGTCACTTTACACTGCACTAACGTGACAAATACCACTAATGCCACTAATGCCACTGCT----
-------------------------------------------------------------------------
-------------------------------------------AAGGGAGAAATAGGAATGACA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAAGCATATGCACTT---TTTTATAAACTTGATGTGGTCCAAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GAGGATAATACCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCATGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAAAT
GTAAT---GATAACAAGTTCAAT------GGGACGGGTCCATGCAAAAAC-----------------------
-GTCAGC---ACAGTACAGTGTACGCATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAAAAGAAGAC------------
ATAATAATTAGATCTGAAAATCTCACAAAGAAT---------GATAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGCACAAGACCCCATAACAATACAAGACAG-----
-GGTATACATATG------------GGACCAGGGAGGGCA---CTC------TTCACAACA---GAT------
---------ATAGTAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTGGAATA---
AGTTGGAATAGAACCTTACAACGAGTAGCTAAAAAATTAAGA---------------GACCTTCTTAAC----
-----------------------------------AAGACAACAATAAATTTTAAA------
CCATCTTCGGGAGGGGACCTAGAAATTACA---ACACACAGCTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAACTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTATAGAGCAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATCGACAATTACACAGGATTAATATAT---
AGCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AGGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTCTGCT---
GTACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTCTCGTTTGCTATTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTGTTAGAGCT----------------------------
--------GTTCTTAACATA------CCCAGACGAATAAGACAGGGCGCAGAAAGGGCTTTAGTA---TAA 
>AY371166 
GCC---TCA------------------------------------------
AATAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---GAAGATGCAGAT---
ACCACTCTATTTTGTGCCTCTGATGCTAAAGCATATAGCACTGAA---AGTCATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCTACAGAC---
CCCAACCCACGAGAATTGACTCTGCCA---------AATGTAACAGAAACTTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGACATA---
ATCAGCTTATGGGATGAAAGTCTA---AAACCATGTGTAAAGCTC---
ACCCCTCTCTGTGTTACTTTAACGTGTAAGGATCTAAATGTAACCAGCAGTAGCAATACCAGC----------
-------------------------------------------------------------------------



-------------------------AATAATACTAGTACTGTGGTGGAAAAACAAGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGAAGTAAGA---------------------------
GATAAGCGTAGGCAAGAATACGCGCTT---TTCTATAAACTTGATATGGTACAAATTAATGAT----------
-------------------------------------------------------------------------
----------------
GATAATAATACTAGTACTTATAGGTTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGCCCAAAGGTGTCTTTTGAACCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GCAAC---GATCCCGAGTTTAAT------GGAACAGGGCCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGTTGTTAAATGGAAGTCTAGCAACAAATCAG------------
ACAATGATCAGATTTCAAAATATCTCAGACAAT---------GCCAAAAGCATAATAGTACAGCTTAAA----
-----------GAGCCTGTAAAA---------ATCAACTGTAGCAGACCAGGCAATAATACAAGAAAA-----
-AGTATACGTATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGCAGCA---
GAATGGACTAAAACTTTAGATGAGGTAGCTGAACAATTAAGA---------------GAACACCTAAAC----
-----------------------------------AAAAGCGCAATAAATTTTGAA------
CCAGCTTCAGGAGGAGACATGGAAATTACA---ACACACATGTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGTCCCACTAATGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AACAAATCCTTTAGTGAAATTTGG------GAT------
AACATGACTTGGATAGAATGG---GAAAGGGAAATTAACAATTACACAAACCACATATAC---
AGCCTAATTGAAGAGTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCGTTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTGAG---
TGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCAGGAAGAGCT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTG---TAA 
>MH705159 
GCT---ACA------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAG---
ACCACTTTATTTTGCGCATCTGATGCTAAATCATATAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCAAACCCACAAGAGATAACACTGGAA---------AATGTAACAGAAAACTTTAAT----------------
--------------------------ATGTGGGAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTGTATGGGATGAAAGCTTA---AAACCATGTGTAAAATTG---
ACCCCTCTCTGTGTTACTCTAAATTGTACTGATGCAATATCCAGTAATAATAGCAACAATTCTAATAGTTCTG
CTAACTCTCCT--------------------------------------------------------------
----------------------------------------------------GTTGAGATGAAA---
AACTGCTCTTTCAATATAACCACAGAAATAAGG---------------------------
GATAAGAGGAAGAAAGAATACGCGATG---TTCTATAGACAAGATGTAGTACCAATTAATAGT----------
-------------------------------------------------------------------------
----------------
AATAATAGTGCTACTGATTATATTCTAATAAATTGTAATACCTCAGTCATTAAACAG---
GCTTGTCCAAAGGTGTCTTTTCAACCAATTCCCATACATTATTGCGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GACAGGGAGTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTACTAAATGGCAGTACAGCAGAAGGAGAA------------
ATAATAATTAGATCTAAAAATATCTCAGACAAT---------GCTAAAACCATAATAGTACAATTTAAT----
-----------AAAACTGTAGGA---------ATTAATTGTAGCAGACCTGGCAATAATACAAGAAAA-----
-GGTATACACTTA------------GGACCAGGACAAGTG---CTC------TATGCAACAGGGGAA------
---------ATAATAGGAAATATA------------AGACAAGCTCATTGT---AACATTAGTAAAACA---
GACTGGAATAACACTCTAAGTAAGGTAGTTGCAAAACTAAGA---------------GAATACTTT-------
-----------------------------------AATACAACAATAGAATTTCGA------
CCATCCTCAGGAGGAGACCAAGAAATTATG---ACACATAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGATGAGATTTGG------GAA------
AACATGACCTGGGTAGAATGG---GAGAGAGAAATTGACAATTACACAGGAATAATATAC---



AATCTAATTGAAGAAGCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACATGACTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCATTGGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTGGG---
TGGACAGATAGGGTTATAGAAATA------------GGAAGAGCT----------------------------
--------TTTCTACACATA------CCTAGAAGAATCAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>GQ365652 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTAAACTGCAGTAATGCTAACAGAACTAGTACCCACAGTACCTCCCTTACTAAC-
-------------------------------------------------------------------------
----------------GGAACTAGTAACCACAGTATCGACAATGGTGCCATGGAAGAAATAAAA---
AATTGCTCTTTCAATATGACCACAGTACTACAA---------------------------
GATAAGAGACAGAAGGTACATGCACTT---TTTTATAAAATTGATGTAGTGCCACTTGATGATGAGACT----
-------------------------------------------------------------------------
----------
TCTGGTAATGAAACTTTTGGTAATTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAGT------GGAAAAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACC---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATATAACAGACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAACA---------ATTACTTGTACAAGACCCAACAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAATAGAACA---
GCATGGAATAACACTTTACAAAGGGTAAAGGATAAATTAAAA---------------GAACACTTCCCT----
-----------------------------------AATAAAACTATAACCTTTACA------
AGTCACTCAGGAGGGGACTTAGAAGTTACA---ACACATAGCTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATARAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGGTCTGAAGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGATTGCTTGAAGCCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAAGATTTATTAGCATTAGACAAATGGAAAAATCTGTGGTCTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAATTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAG---TAA 
>GQ365650 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGACGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCATGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTCTTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAACCTGCACTGATTTGAAGAATGCTACTAACACCACTAGTACT----------
-------------------------------------------------------------------------
----------------------AGGGCACAGGGGAGAGAGGAGAAAATGAAAAGTGAAATGAAA---
AATTGCTCTTTCAATATTACCACAGACCTAAGA---------------------------
GATAAGGTAAAGAAAGAATATGCATTG---CTTTATAAACTTGATATAACACCAATAGACAAA----------



-------------------------------------------------------------------------
----------------
GATAGTAATAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTGATTAGATCCGCCAATTTCACGGACAAT---------GCTAAAATCATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATCAATTGCACCAGACCCAACAACAATACAAGAAGA-----
-AGTATATCTATA------------GGACCTGGCAGAGCA---TTT------TATGCAACAGGAGGC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAACA---
AAATGGGATAACACTTTAAGACAGATAGTGGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTATTTAAT------
CAGTCCTCAGGAGGGGATCCAGAAATTGTA---AAGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTTCAGTACCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTAGTAATTACACAGATACAATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTCTGCTTGATACTTTAGCAATAGCAGTAGGTGAA---
GGAACAGATAGAATTATAGGAGTAATACAAAGAATTTGTAGAGGT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAGGCAGCTTTGCAA---TAA 
>JN692478 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAATGGTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAACCTGTAGTAACGCGAATACCACTGGTGCTACTAAGAATGTCACTAGT----
-------------------------------------------------------------------------
-------------------GGTACTAATAGTACTAGTTGGGAAAAGATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGTATAGGA---------------------------
AAAAAGGTAAAGAAAGAATATGCATTG---TTTAATAGACTTGATGTAGTACAAGTAGATGAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATAAGTTGTAACACCTCAGTCCTTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GCAAT---GATAAGAAATTCAAT------GGATCAGGACCATGTACAAAT-----------------------
-GTCAGC---ACGGTACAATGCACACATGGAATTAGGCCGGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTTTGGCAGAAGAAGAG------------
GTAGTAGTTAGGTCAAAAAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGTTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGA---------------GAACACTATGGG----
-----------------------------------AATGGAACAATAGTCTTTAAT------
AAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTCAATTGTGGAGGGGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCGTGGAACGAAAGTTGGAGT-----------------
----------------------------AATAAATCTCTTAAGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAAGTACACAACCACAATATAC---
CAGTTGCTTGAAGACTCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAGATCTATGGAATTGGTTTAGCATAACAAATTGGC



TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTCAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGCACAAGGAATCGGGAGAGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC596068 
GCT---GAA---GAA------------------------------------
AACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGAATTGGAA---------AATGTGACAGAACCATTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTC---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTTTAAACTGCAGTAATTGGAAGAACAATAGTACAAATACCAATGGTACTACTAAT-
-------------------------------------------------------------------------
----------------------AATAATAATAGTAGTTTGAGAATGATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGTATAGGG------------------------
AAAAAGGGGGTGCGGAGGGAACATGCACTT---TTTAATAAACTTGATGTAGTACCAATAGAAGAT-------
-------------------------------------------------------------------------
-------------------------
GATAATAGTAGTTATATGTTGGTAAGTTGTAACACCTCAGTCATTACAAGT---
GCCTGCCCAAAGGCATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTATTAT
GTAAG---GATAAGAAATTCAAT------GGAACAGAAATATGTAAAAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTGAATGGCAGTTTAGCAGAAGGAGAG------------
GTAATGGTTAGATCTGAAAATTTCTCGCAGAAT---------CATAAAATCATAATAGTACAGTTGAAC----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGGAAA-----
-GGGATACATCTG------------GCATGGGGAAGAACA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGCA---
AAATGGAACAAAACTTTAAAACAGATAGCTATGAAATTAGGA---------------GGACAATTTAAT----
-----------------------------------AATAAAACAATAATCTTTGAG------
CCCTCATCAGGAGGGGACCCAGAAATTGCG---ATGTACAGTTTTAATTGTGGAGGGGAA---
TTCAAACAACTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAAATCTGG------GAT------
AACATGACCTGGATAGAGTGG---GAAAGACAAATTGACAATTACACAGTAGAGATATAT---
AACTTACTTGAAAAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCT---
ATAATCTCTATAGTA---------AGAAGGGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCCATTAGTCTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGGGCT----------------------------
--------ATCTGCAACATA------CCTACCAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KJ849795 
GCT---GCA------------------------------------------
GACAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAGCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AGGCCATGTGTACAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATAATCTTTCTAATGCCACTATTAATGCC-------------
-------------------------------------------------------------------------
-------------------------ACTAGAAATTGGAAACTAGAGGAAAAAGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCACAAGCATAACA---------------------------
GATAGGATTCGGAAAGAATATGCACTT---TTTTATAAACTTGATGTAGAACCAATAGATAATAATATT----
-------------------------------------------------------------------------
----------
AACAGTACTAACAATTATACCAGCTATAGGTTGACAAAGTGTAACACCTCAGTCATAAAACAG---



GCCTGTCCAAAGGTATCATTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGG------GGAAAAGGAGAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
GTAGTAGTCAGATCTAAAAATTTCACGGACAAT---------GCTAAAATCATAATAGTACAGCTAAAT----
-----------GAGACTGTAAAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAAGA---
GACTGGAATGACACTTTAAAAAAGGTAGTTATAAAATTAAGA---------------GAACAACTTGAG----
-----------------------------AAGAAGAACACAACAATAGTCTTTAAT------
CATTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATGACATCTGG------GGT------
AACATGACCTGGATGCAATGG---GACAAGGAAATTAACAATTACACAAACTTAATATAT---
AGCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAACTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTGTAGTG---------AAAAAAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTCAGCTTGCTTAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAGGGAGCTTGCAGAGCT----------------------------
--------GTTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT427778 
GTG---GCG------------------------------------------
GGGACATTGTGGGTCACAGTATATTATGGAGTGCCTGTGTAT---AGAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAA---GTGCACAAT----------------
--------------GTTTGGGCTACA---CATGCTTGTGTACCCACAGAC---
CCCAATCCACATGAAATGTTTTTGGAA---------AATGTAACAGAAAGTTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGAGCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTTTAAACTGCACGGACGCGAATACGACCATGAGTACCAATGAT-------------
-------------------------------------------------------------------------
-------------------------------------------ACCATGAAGGGAGAAATAAAA---
AATTGTACTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGCAGGTACATGCACTT---TTTTATAGGCTAGATGTAGTACCACTTACTGAT----------
-------------------------------------------------------------------------
-------------
AATAAGAACACTTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAG---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCAGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATATAACARACAAT---------GTCAAAACAATAATAGTRCATCTTAAG----
-----------GAACCTGTAGAA---------ATTAATTGTACGAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGARCC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTACTAAAGCA---
GCATGGAATARAACATTACAAGATGTAGGTAGAAAATTAGCA---------------AAGTACTTTAGT----
-----------------------------------AATAAAACAATACAATTTMAA------
GAACACTCAGGAGGAGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGAGATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAGAGAAATTAATAATTATACAGACATGATATAC---
AGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAATGGCAAGGCCTGTGGAATTGGTTTAACATAACACATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---



GGAACAGATAGGATTATAGAAGTAATACAAACAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KT427760 
GCC---GAG------------------------------------------
GAACGATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCCACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAGTAGTAATGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATAAGGATATA---
ATTAGTTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTATGTCAATGGTACCACGAGTAGTAATGCTACT-------
-------------------------------------------------------------------------
----------------------AATACCAATAGTAGTTTGAACATAGAGGAGGGAGACATGAAA---
AACTGCTCTTTCAAT---ACCACAAACATAGTA---------------------------
AATAAGATGAAGGAAGATTATGCACTT---TTTCATAAACTTGATGTAGTACCCATAGAAGAAAAAGAA----
-------------------------------------------------------------------------
----------------------
AATAATACAAGCTATATGTTGATAAGTTGTAACACCTCAGTCAGTACACAG---
GCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATATATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGAAAATTTCACGGAGAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTACTTGTATAAGGCCCGGCAATAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGGAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGGA---
AAATGGGAAAACACTTTACGAAAGGTAGCTAGGAAATTAGGA---------------GAACAATTTGGC----
-----------------------------------AATACATCAATCATCTTTAAT------
CAATCCTCAGGTGGAGATCCAGAGGTTGTA---AGCCACATTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTAATGTACCTTGGAACCTCAGTTGGAGTGAGAGT---
TGGAATGGGAGA---------------------------AATCTATCA---GATATTTGG------GAC----
--AATATGACCTGGATGCAGTGG---GATACAGAAATTAATAATTACACACAAACAATATAC---
CGGTTGCTTGAAGAATCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATCTATTAGCACTGGACAGTTGGAATAACTTATGGAATTGGTTTAGCATATCAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACTACAGCAATAGTAGTGGCTGAG---
GGAACAGATAGAATTATAGAATTAGTACAAAGAATTTATAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>MG571985 
GCT---GCA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAACC---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATGCCACAGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGAATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTACAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATCTTAATAATGTTAATGCCACTAGGAAT-------------
-------------------------------------------------------------------------
----------------------------GTCACTAAGAATTTAGAGGAAAAAGGAGACATAAAA---
AACTGCTCATTCAATGCCTCCACAAGCATAACA---------------------------
GATAGGGTTCGGAAGGAATATGCATTT---TTTCATACACTTGATATAGAACCAATAGATAAT----------
-------------------------------------------------------------------------
-------------------
ACTAACAGTACCAGTTATAGGTTGACAAAGTGTAACACCTCAGTCATAAAACAG---
GCCTGTCCAAAGGTATCATTTGATCCAATTCCCATACATTATGGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGACATTCAGT------GGAAAAGGAGAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACT---



CAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAGTCAGATCAAAAAATTTCTCGGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAGACTGTACAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAACTATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAG------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATCTTAGTAGAGAA---
GCATGGAGTGACACTTTAAAAAGGGTAGCTACAAAATTAAAA---------------GAACAACTTAAG----
--------------------------------AACACCACAACAATAGTCTTTAAT------
CCTTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACCAGTTGGAGT-----------------
----------------------------AATAAATCTTTCAATTACATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAGGAAATTAACAATTACACAGGATTAATATAT---
AAATTACTTGAAGAATCGCAGAACCAACAAGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAACTTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTCAGCTTGCTTAATACCACAGCTGTAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAGAGAGCCTACAGAGCT----------------------------
--------GTCCTCCACGTA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>HM100716 
GTA---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATATA---
GTTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTACAATGCTACTAACACTAATAGT----------------
-------------------------------------------------------------------------
-------------------------------AGCATGGGAACCATGGAGRGAGGAGAAATAAAA---
AATTGCTCTTTCAATGTCACCACAAGAATAAGA---------------------------
GATAAGGTGCAGAAAGAATATGCANTT---TTTTATAAACTTGATGTAACACCAATAAGAAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTGCAATGCACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCCGCCAATTTCACGAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAGAACA---
GCATGGGGAAAAACNCTACGAGAGGTAAGTAGAAAATTAGCA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ACGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTTGAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAGGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGACTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTTGCTATTAGTCTGCTTGATACTACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>AP005206 



GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAGATCAGATGCAGGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAAAATGTGGAAATGTTAGCAGTAATGGTACTGGT-------------------
-------------------------------------------------------------------------
-------------------------------ACCTACAATGAGACCTACAATGATGAGATAAAG---
AATTGCTCTTTCAATGCAACCACATTATTAACA---------------------------
GATAGGAAGAATACAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCCCTGGATGATGAGAACTCTGGT----------------------------
--------------------------------------------------
AAGAACTCTAGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGGTATGCGCTTCTAAAGT
GTAAA---GATAAGGCATTCAAT------GGGACAGGACAATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTCAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGGCAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAT---
AAATGGAATGAAACTTTACAGAGGGTAGGTAAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAACTACACAGACACAATATAC---
AGTTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTACAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC898976 
GCT---GAA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACC---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGCTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAAATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTAACTGTTAATGTTAGCAATGCAAATGCTAGCAGTGTAA
AT-----------------------------------------------------------------------
-------GTTAGTAATAATAGTACTGGTAATGAGACCTACCAGAAGAGCATGGAGGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGTATTAAGA---------------------------
GATAGGAAGCAGACAGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGAGACTAACTCT-
-------------------------------------------------------------------------
-------------
AGTAAAAACGGTAGTGATTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATCCTAAAGT
GTAAT---GATAAGGCATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGGTCTGAAAATCTGACAAACAAT---------GCCAAGACAATAATAGTGCATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACGCTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGAACTCAAAAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACAAACACAATATAC---
GAGTTGCTTGAGGAATCGCAACACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGGAGAA---
GGAACAGATAGGATTATAAACATAGTACAAGGACTTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC898977 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAAAGTTAACAATAAGGTTGTTACCTACAATGGGACCTAC----
-------------------------------------------------------------------------
-------------------------AATGATGGGATCTACAATGAGAGTGTGCAGGAAATAAAA---
AATTGCTCTTTCAATACAACCACAGTATTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCGCTT---TTCTATAGACTTGATATAGTACCACTTAATGAGAAGAAATCT-
-------------------------------------------------------------------------
-------------
AGTGACAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATATAACAAACAAT---------GTCAAAACAATAATAGCACATCTTAAA----
-----------GAACCTGTAGAG---------ATTATATGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAATACAGAG---
AAGTGGAATAAAACTTTACAAGGGGTAGAAGACAAATTAAGA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAGATTTGCA------
TCAGCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGGAGAAATTTGG------GAT------
AATATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCCATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTTTGCTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCCTCAGCATA------CCTAGAAGAGTAAGACAGGGCTTGGAAGCAGCTTTGCAA---TAA 
>KC899006 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------



--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAGATGTTAAAAATGTTGATGTTAAAAATAGTAGCAGTAAAAAT-
-------------------------------------------------------------------------
-------------GTTAGCAGTAATAGTAATAGTACCTACAATGAGAACATGGAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAATATTAACA---------------------------
GATAGAAAGCAGACAGTGTATGCACTT---
TTTTATAGACTAGATATAGAACCACTTAATCAGAAGAACTCTAGTGAG-------------------------
--------------------------------------------------------
AATTCTAGTGAGTATGAGTATTATAGATTAATAACTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACGTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---GATAAGGCATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTGAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAGTAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------GAATCTGTAGAA---------ATTGTCTGCACAAGACCCAACAATAATACAAGAAAA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCT---
AAATGGAATCAAACTTTACAAAGGGTAAGTAACAAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
GCAGCCTCAGGAGGGGATCTAGAAATTACA---ATGCATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTACAATGAGATTTGG------GAC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
AGGCTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGGCATAACAAAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTTTGCTCAATACTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KC898978 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGAATCAGATGCAGGAGGATGTA---
ATTAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAGCAGGAATAGTACTGGTACCTACAAT----------
-------------------------------------------------------------------------
-------------------------------------------GAGAATGGGAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAATATTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATGGACTTGATATAGAGCCACTTAATAAG----------
-------------------------------------------------------------------------
----------
TCTAGTAAGAATTCTAGTGAGTATTATAGATTAATAACTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACGTTTGATCCAATTCCTATACATTACTGCGCTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAA------------
ATAGTAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACAGCTTAAG----
-----------GAACCTGTAGGA---------ATTGTGTGTACAAGACCCAACAATAATAAAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAATGGAAGT---
AAATGGAATGAAACTTTACAAAAGGTAGGTAAAAAATTAGCA---------------GAACATTTCCCT----



-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGATCTAGAAGTTACA---ACACATAGCTTTAATTGCAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGATGAGATTTGG------GGC------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTTTGCTCAATACCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCAA---TAA 
>EU363841 
GTG---AAA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTGAAAACAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------GGGAGCTACACTGAGATAAAA---
AATTGCTCTTTTAATACAACCACATTCTTAAGA---------------------------
GATAGACAGAAGACAATGTATGCACTT---TTTTATAGACTTGATATAGTACCCCTTAATGATAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTGAGAACTCTAGTGAGTATTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACGTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAAATCTGAAAATCTGACAAACAAT---------GCCAAAACAATACTGGTACATCTTAAT----
-----------CAGTCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
AAATGGAATGAAGCTTTACAGGGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAGGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGACTATTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACATAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>EU363838 
GTG---AGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATAGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGATCAGATGCATGAGGATGTA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTAAATGTTACCCACAATGTAACCCAC-------------
-------------------------------------------------------------------------
----------------------------GACAATGCAACCCACGATGAGATGGAAGAGATAAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGCAGAAGACAGTGTTTGCACTT---TTTTATAGACTTGACATAGTACCACTTAATGAT----------
-------------------------------------------------------------------------
----------------
AGTAACTCTAGTAGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGAAAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCAGAGAATCTGACAGACAAT---------GCCAAAACAATAATAGTGCATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAGCT---
AAATGGAATGAAACTTTACAGAAGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACCCAACAAGAGATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAGTTATTAGCATTGGATAGTTGGAAAAATTTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTATTATTAGGCTGATTGATACCCTAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAAGCATAGGACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAA---TAA 
>HQ700003 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGCTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAGTGTAGAAATGTTACCTACAAT----------------------------
-------------------------------------------------------------------------
-------------------------------------------GAAAGCATGGGGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACCT---TTTTATAGACTTGATATAGCACCACTTGATAAGGAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
ACCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATGAGACATTCAAT------GGGACAGGACCATGTCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACGAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAC---
AAATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAGACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTAAAGAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835521 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCCAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTAAAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACAAATTTGACTGCTAATAGTACTACCAATAAT-------------
-------------------------------------------------------------------------
----------------------------------------AAAATAGAGGTAGGAGAGATGAGG---
AACTGCTCTTTCAATATCACCACAACCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGCATAT---TTTTATAATCTTGATTTAGTACAAATAAATAAG----------------------
-------------------------------------------------------------------------
-------AGTGATAATAGTACTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACAAACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------AAGTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACAAGGGAAAGCT---TGG------TATGCAACAGGAGAC------
---------ATAATAGGGGACATA------------AGACAAGCACATTGT---AACATTAGTAGAAAC---
AAATGGAATGAAGCTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACAGTTCCCT----
-----------------------------------AATAAAACAATAAAATTTACA------
TCATCCTCAGGAGGAGATCTAGAAATTACA---ACACATAGCTTTACTTGTGGAGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCTAGATCAGATTTGG------AAT------
AATATGACATGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGATATATCAAATTGGC
TGTGGTATATAAAAATGTTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
CTATCGTTAGCTGTTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTTTAGAGCT----------------------------
--------ATTCTGCACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTACTA---TAA 
>KF835525 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGACCAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACATTAGAATGTGGAAATGTTAATCAGACCTCCAATAACACTCGGACCTCC-------
-------------------------------------------------------------------------
-------------------------AATGAGACCTCCAATAATGTGACCTACAATGAAATGAAA---



AATTGCTCTTTCAATGCAACCACAGTATTAAGA---------------------------
GATAGGGAGCAGAAAGTGTATGCACTT---
TTTTATAAACTTGATATAGTACCACTTAATGAAAACTCTGGGGAGAAC-------------------------
--------------------------------------------------------
TCTAGTAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACGTTCAAT------GGAACGGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAGTGTACGCATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------ACCAAAACAATAATAGTACATCTTAAG----
-----------GAATCTGTAGAA---------ATTGAATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---ATCATTAATAAAACT---
GAATGGAAGGAAACTTTA------GTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
--------------------------------AATGCAACAGAAATAGAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCACGAGTGCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCGAGCAGAGATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGGCATAATATAT---
GGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATACAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATCTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>KF835526 
GTG---AGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGAGGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGATCAGATGCATGAAGATGTA---
ATTAATTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAGAATGTAGAAATGTTAGCAATAATGATACCTAT-------------------
-------------------------------------------------------------------------
----------------------------------------------------GGGTCCATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAGGAGACAGTCAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAGAAT-------
-------------------------------------------------------------------------
----------
TCTAGTGACAACTCTAGTGGATATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
TCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCTATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTGTAAGACCCAACAATAATACAAGAAAG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------GTAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGAAGAT---
AAATGGAAGGAAACTTTACAAAGGGTCAGTAAAAAATTAGCA---------------GAACACTTCCCC----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACACGAGTGCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAGGAAATTTGG------GGT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAT---
AAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------



-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTTGTTTACTATTAGTCTATATGATAGCACAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACATAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF835540 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAAGACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCTTGTGTGCCCACAGAC---
CCCAACCCACAAGAGATAGTTATGGAA---------AATGTAACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAGAATGATATGGTGGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAATTCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGCTAATATTACCCACAATGGTACCACCTAC----------
-------------------------------------------------------------------------
-------------------------------------------AATGAGACCAATGAGGTAAAA---
AATTGCTCTTTCAATACAACCACATTATTAACA---------------------------
GATAGGAAGGAGAAAGTGTATGCACTT---
TTCTATAGACTTGATATAGTACCACTTAAAGAGAACTCTGGTAAGAAC-------------------------
-----------------------------------------------------
TCTAGTGAGAAGTCTAGTGAGGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGAAAATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTAAAAATTTGTCAGACAAT---------ACCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTATAAGACCCGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGGCAAGCA---TTC------TATGCAACAGGAGAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTAGAGAA---
AAATGGAATGACACTTTAAAGAGGGTAAGTGAAAAATTAGAA---------------GAGCACTACCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCCTCAGGAGGAGACCCAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAAATTTGG------GAA------
AATATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAATTACACATACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAA---
GGAACAGATAGGATTATAGACATAGTACTAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTAATA---TAA 
>KF835544 
GGG---GAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAGGCAAAC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAATTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATTATACTAGTAATAGTACCCATAAAAATAGTACA-------
-------------------------------------------------------------------------
----------------------------------------------------AGGGAGATAAAA---
CAGTGCTCTTTCAATACAACCACATTAGTAAGA---------------------------
GATAAGAAGAAGAAAGAGTCTGCACTT---TTTTATAGACTTGATCTAGTACCACTTGATGGT----------
-------------------------------------------------------------------------



----------------
AAGAACTCTAGTGGGCATTATACATTAATAAATTGTAATACCTCAGCCATAACACAT---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGATGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATCAGTAAAGGT---
AATTGGACTGAAGTTTTACGTAAGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAGACAATAAACTTTACA------
TCACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACCAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCTAGATGACATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAGGAGTTATTAGCATTGGACAGTTGGAGTAATCTATGGAATTGGTTTAGCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------CATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTAGCTATTAGTCTAGTTGATGCCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGACTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC899007 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAAATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGCTAATAATACAAATATTACTGGT----------------
-------------------------------------------------------------------------
----------------------CCCAACAATATGACCCACAATGATGACGGGATGGGAATAAAA---
AATTGCTCTTTCAATGCGACCACAGAAATGAGA---------------------------
GATAAGAAGCAAAAAGTGTATGCTCTT---
TTTTATAGACTTGATATAGTACCACTTAATGAGGAGAACTCCAGT----------------------------
-----------------------------------------------------------------
AATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTTACTTTTGACCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTGGCAGAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGCACAAGACCCAACAACAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTACTAAA-------
--TGGAATGAAACTTTACAAAGGGTAAGTGCAAAATTAAAA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATAGAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATGAGATTTGG------AAT------
AATATGACTTGGATGGAGTGG---GAAAAAGAAATTGGTAATTACACAAGAGAAATATAC---
AATTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---



GTGCTTTCTATAATA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCCTGTAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGATA---TAA 
>EU363834 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATCCAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAGATGGTAAATCAAATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTCTAGAATGTAGCAATGTTACCTCCAATGTTACCTCC-------------------
-------------------------------------------------------------------------
----------------------------------AATGGTACCTCCAATGAGACGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAGGCGGCAGACAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTCCTGGGAACTCT----
-------------------------------------------------------------------------
-------------
AGTAAGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAACAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCCACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGCT---
AACTGGACTGAAACTTTACACAAAGTAAGTGAAAAATTAAAA---------------GAACACTTCCAG----
--------------------------------AATAAAACAATAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCTAGATCATATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAGAGGAGCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGGTTGATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCTATAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM215401 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACCCTATTCTGTGCGTCAGATGCGAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGATTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAGAATGTAAGGATGCGAATGCTACCAGAAACCAT-------------------
-------------------------------------------------------------------------
-------------------------------ACGATTGCCAATGAGACACAGGGGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAAGTAAAA---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATGGC----------
-------------------------------------------------------------------------
----------------
AAATCTGATACGTATACGTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT



GTAAA---GATAAGACATTCAAT------GGGATAGGATCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGTGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAATA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AGCATTAATGCAGGA---
AAATGGGATGAAACTTTACAAAGGGTAAGTGAAAGGTTAAAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTTGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCTAAGTGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAGATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAG----------------------------------------
-----------------------------
CAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTGGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAGGTAGTACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCTGCTTTGCAA---TAA 
>HM215404 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTGTTTTGCGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAAATGCAAGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAATAATACAAAT-------------------------
-------------------------------------------------------------------------
-------------------------------------GTTACTAGTGACGAAATGGGAGTAAAA---
AATTGCTCTTTCAATGCGACCACAGCAGTAAGA---------------------------
GATAAGAAGCAAAAAGTGTATGCATTT---TTTTATAGACTTGATATAGTACCACTTAATAAGGAG-------
-------------------------------------------------------------------------
-------------
TCCAGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCTTGTCCAAAGGTTACTTTTGACCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGTAGCCTGGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGATAGT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGCACAAGACCCAACAACAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGACATA------------AGACAAGCACATTGT---AACATTACTAAA-------
--TGGAATGAAACTTTACAAAGGGTAAGTGCAAAATTAGAA---------------GAACACTTCCCT-----
----------------------------------AATAAAACAATACAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGAGATTTGG------GAT------
AATATGACTTGGATGGAGTGG---GAAAAAGAAATTGGTAATTACACAAGAGAAATATAC---
ACTTTAATTGAAGAATTGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTCAATGTCACAGCGATAGCAGTAGCTGAG---



GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCCTGTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGATA---TAA 
>HM215414 
GCT---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCGCAGAC---
CCCAACCCACAAGAAATGCTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTG---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAACTGTACAAATGTTAAAATAAATAGTACCAGCAATGAGACCTGCATT----
-------------------------------------------------------------------------
----------------GATAGCGGGAATAATAGTACCTGCAATGAGACCTACAAGGAAATGAGA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGCAGCAGAAAATGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAACTCTGGCTAT----
-------------------------------------------------------------------------
-------------
AAAAACTCTAGTGATGAAACATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACCCCTGCTGGTTATGCACTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTAAAC---------ATTACATGTGAAAGGCCCAACAATAATACTAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGAGAAGCACACTGT---AACATTAGTAGAAGT---
CAATGGAATAAAACTTTACAGGGGGTAGGTGAAAAATTAGCA---------------GAACTCTTCCCT----
-----------------------------------AATAAAACAATAGTATTTAAA------
AATTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACAACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAACAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAGACATAATATAC---
AGGTTGCTTGAGGAATCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AACAATGAAGAAGATCTATTAGCATTGGACAGTTGGAAAAATTTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCCGAA---
GGAACAGATAGAATTATAGAATTAATACAAGGACTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>HM215425 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAGAATGTACCAACAATGTAACCTACATTAATGTTACCAGCAAT----------
-------------------------------------------------------------------------
-------------------------GGGACCTACCATATGAGTGTGAATGAGACGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAAA---------------------------
GATAGGAAGCAGGCAATGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAGAAAAGC----
-------------------------------------------------------------------------
----------
CCTAGTGAGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAGAATGTGACAAACAAT---------GTCAAAACAATAATAGTGCATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAAAT---
AGATGGAATGAAACTTTACAAAGGGTAAGTAGAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAGAACAATACAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGAAGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGAAGATTTGG------GAT------
AAAATGACTTGGATGGAGTGG---GAAAGAGAGATTGACAATTACACAAAAGAAATATAC---
AACTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCAGAG---
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAACCTTTAGAGCT----------------------------
--------ATTATCCACATA------CCTAGAAGAATCAGACAGGGCCTTGAAAGAGCTTTGTTA---TAA 
>GU362013 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACCACTCTATTCTGTGCATCAGATGCTAAAGCATATAAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCCTGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAATGTTAGCAATAGTAAT-------------------
-------------------------------------------------------------------------
-------------------------------GATACCTACAATGGGCCCTACCAGGAAGTAAAA---
AATTGCTCTTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAATGGGAAC----
-------------------------------------------------------------------------
----------
TCTAGTAAAAACAGCTCTAGAGAATATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACAGTTTAAC----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCCATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTGAAAAATTAGCA---------------AAACACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTATA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGATGCGATTTGG------AAT------
AATATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAACACAATATAC---
AGGTTACTTGAAGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGCTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTGTTAGCTTGCTTAATACCACAGCTATAGCAGTTGCTGAA---
GGAACAGATAGGATTATAGAAATAATACAAGGAGCTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGCTGCAA---TAA 
>KC898984 



GTA---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAGA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAAAGGGAA---GTGCATAAC----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAAACCACAAGAATTAGTTTTGGGA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGCATAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCATTTTAAACTGTAGTAAGGCAAATGTAAATGTTACCTACAATGAGACCAAC-------
-------------------------------------------------------------------------
----------------------------------------------------AATGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGG---------------------------
GATAAGAAGCAGAAAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGATCATAAAAATTCT-
-------------------------------------------------------------------------
----------------
AGTGGGAACTTTAGTAATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAC---------ATTGTATGTACAAGACCTGGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGGGACATA------------AGAGAAGCACATTGT---AACATTAGTAAA-------
--TGGAATGAAACTTTACAAAGGGTAAGTGAAAAATTACAA---------------GAACAATTCCCT-----
----------------------------------GATAAACCAATATACTTTGCA------
CCAGCTTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCGGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGACGAGATTTGG------AAG------
AAAATGACCTGGATGCAGTGG---GACAAAGAAATTAATAATTACACAGACATAATATAC---
GGGTTGCTTGTAGAATCACAAGACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAGCAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAATAGTACAGAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KC898986 
GTG---GGA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAACTGTAGCAATTACAATTTTAGTAGCAATGTTACCTAC-------------
-------------------------------------------------------------------------
-------------------------------------------AATGAGACCGATGAAGTAAAA---
AATTGCACTTTCAATGCAACCACAGAAGTAAAA---------------------------
GATAGAAAGCAGAGAGTGTCTGCACTT---TTTCATAGCCTTGATATAGTACCACTTAAGAAT----------
-------------------------------------------------------------------------
-------------------------
TCTAGTAAGTATAGATTAATAAGTTGTAATACCTCAACCATAGCACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTCCTATTAAATGGTAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAAGCTGTAGAA---------ATTGTATGTACAAGACCCAGCAATAATACAAGAAAA-----



-AGCATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGACATA------------AGACGAGCACATTGT---AACATTAGTAAAGAT---
AAATGGAATGAAACTTTACAGGAGGTAGGTAAAAAATTGGCA---------------GGACACTTCCCT----
-----------------------------------AATAGAATAATAAGCTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAGGAGATTTGG------AAT------
AATATGACCTGAATGCAGTGG---GATAGAGAAATTAATAATTACACAGACACAATATAC---
AGGTTGCTTGAGGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAACCTATGGAATTGGTTTGGCATAACAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTGTTAGTCTGTTTGATAGCATAGCCATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACATAGAATTTGTAGAGCC----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC898987 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAGGCATATGAAACAGAG---GTACATAAT----------------
--------------GTATGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAGAATGTAGAAATATTACCAGAAATATTACCAGTGGAAACAGTACTAATGGAA
ATAGTACCATT--------------------------------------------------------------
----------------GGAAATTTTACCAGTGGAAATGTTACCAACAATGGGCAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAAC---------------------------
GATAAGAAGGAGAAAATGCAAGCACTT---TTCTATAGACTTGATATAGTACCACTTGGTAAGGAAAACTCT-
-------------------------------------------------------------------------
----------------
AGTGTGAACTCTAGTTATTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAATACATTCAAT------GGGACAGGACCATGCACTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAT------------
ATAAAGATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------CACTCTGTAGAG---------ATTAAATGTGCAAGGCCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAATGG---
AATTGGACTAAAACTTTGCAAATGGTAAGTAAAAAATTAAGA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACAATTTAAA------
CCATCCTCAGGAGGGGACCTAGAAATTGCA---ACACACAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGACCTTATGATCAGATTTGG------GAC------
AACTTGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAGACATAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGTCTATGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCAGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGCAATAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCATATA------CCTGCAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTA---TAA 
>KC898989 
GTG---GGG------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGAGGCAAAA---
ACTACTCTATTCTGTGCCTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGTAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGACTGTAGAAATGTTAGTAAGGAGAATGAAACAACCCACAAT----------
-------------------------------------------------------------------------
-------------------------------------GGGACCTACAACAATGATGAGATCAAA---
AATTGCTCTTTCAATGCAACCCCAGAAGTAAAA---------------------------
GATAGGAAGGAGAAAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAG----------
-------------------------------------------------------------------------
-------------
AACTCTAGTAACTCTAGTGTATATAGGTTAATAACTTGTGATACCTCAGCCATAACACAA---
GCCTGCCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGT------------
ATAATAATTAGATCTCAAAATCTGACAGACAAC---------GCCAAAACAATAATAATACATCTTAAT----
-----------GAACCTGTAGAA---------ATTGTATGTACAAGACCCAGTAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAGGCACATTGT---AACATTAGTAAA-------
--TGGAATGAAACTTTACAAAGGGTAGCTGAAAAATTAGCA---------------AAACACTTCCCT-----
----------------------------------AATAAAACAATAAAATTTGCA------
CCACCTGTAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAACTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCGTCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGACGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTAGTAATTACTCAAACACAATATAC---
TGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTACTAGAATTGGACAGTTGGAACAATCTATGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTATTAGTCTGTTTGATAGCACAGCCATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTACTTAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAAGGCTTTGAAGCAGCGTTGCAA---TAA 
>KC898993 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AGAGACGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGATTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAGGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGCTAATAGAACTGTT-------------------------
-------------------------------------------------------------------------
----------------------CGCAGTATTAATGGCTACAATGAGAGCGTGGAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAAA---------------------------
AATAAGAAGCAGAAAGTGCGTGCACTT---TTTTATAAACTTGATATAGTGCCAATTAATGAG----------
-------------------------------------------------------------------------
-------------
AGCGATAACTCTAGTAAACTTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACATTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---AATAAGACATTCAAT------GGGACAGGACCATGTTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTAAAAATATGACAAACCAT---------TTCGAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAATAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAAAAC---
AAATGGAGGGAAGCTTTACAAAAGGTAAGTAAAAAATTAGCA---------------GAATACTTCCCT----



-----------------------------------AATAACACAATAGAATTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTGCA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGGTCTGAAGAATACATTTGG------GGT------
AGCATGACCTGGATGCAGTGG---GATGAAGAAATTAGCAATTACACAGAAACAATATAC---
AAGTTACTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTGGCTGTTAGTTTGTTCGACGCCACAGCTATAACAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC899003 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTGTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGAATTGGTC---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTAGAGATGTTAGCAATAATATTAGCACTACTGATGGTGTTAGT----
-------------------------------------------------------------------------
----------------------ACTGATGGTGTCAATGTTAATGAGACCCGCAATGAGATAAAA---
AATTGCTCTTTCAATGCAACCACACTATTAAAA---------------------------
GATAAGAAACAGTCAGTGTATGCACTT---
TTTTATAGACTGGATATAGTACCACTTAATGAGAATAACAATAAC----------------------------
-----------------------------------------------------
TCTAGTGAGAACTCTAGTGATTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACGCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAA---GATGAGACATTCAAT------GGGACAGGACCATGCAGTAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATAC------
TCACTACTGTTGAATGGTAGCCTAGCAAAAGAAGGA------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGAATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATTTTGT---AAAGTTAATAAAACT---
GCATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AACAGCACAATAAAATTTGAA------
CCACCCTCAGGGGGGGACCTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAAATGAGATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGATAGCTGGAACAATCTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGTTTGATGCCACAGCCATAACAGTAGCTGAA---
GGGACAGATAGGATTATAAACTTAGTACATAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC899015 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATATTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATGTA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAAT----------------------------------------
-------------------------------------------------------------------------
-------------------------------------------GAGACCCTAAATGGGATGAGA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAAA---------------------------
GATAGGAAACAGAAAGTGGATGCACTT---TTTTATAGACTTGATATAGTACCCCTTGATAAG----------
-------------------------------------------------------------------------
----------------
AAGAACTCTAGTAATTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATATACTATTGCACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GATGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGGAGAG------------
ATAATAATTAGATCTGCAAATCTGTCAGACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTATAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACATGGACAA------
---------ATAATAGGAAACATA------------AGAGAAGCATATTGT---AACATTAGTAAAAGT---
CAATGGAATGAGACTTTACAAAAGGTAGGCAAAAAATTAGCA---------------GAACACTCCCCT----
--------------------------------AATAAAACAATAATAAGATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCGATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAAATCTCACAATGAGATTTGG------GAG------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAGATACAATATAC---
AGTTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTGTTAGCTTGCTCAATACCACAGCAGTAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGGATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTA---TAA 
>KC807942 
GCT---GTA------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAAATGCTAAAGCACATGATCCAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAAACCACAGGAAATACTTTTGGCA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACCTTAAAATGTGGAAATGTTAGCAGTCATAGAAATGCTAGCAGTCATAGT-------
-------------------------------------------------------------------------
-------------AATATTACCAACAATAGTAATATTACCAACAATGATATGGAGGAAATGAAA---
AATTGCTCTTTCAATGCAACTACAGAATTAAGA---------------------------
GATAAGAAGAAGCAAGAGTATGCACTT---TTCTATAGACTTGATATGGTACCGCTTTCTAGGGAGAACGTT-
-------------------------------------------------------------------------
----------------
AGTCAGAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTTAGC---TCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAAAAGGAGAC------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAATACACCTTAAT----
-----------CAATCTGTAGAA---------ATTACATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTACTAGAGCT---
AACTGGACTGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTCAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAGATGAGATTTGG------AAC------
AAAACGACCTGGATGGAATGG---GATAAAGAAATTAGTAATTACACAAACAAAATATAC---
GAGTTGCTTCAAGACTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGCTATTAGTCTAGTAGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC807969 
GCT---GCA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGG---AAAGATGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAATCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTTACCACCAATGTTACCGCCAATGGGACC----------
-------------------------------------------------------------------------
-------------------------------------TACAGTAAGGGCGCAGAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAAGAAGCAGAAAGTGTCTGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAGGAAAACTCT-
-------------------------------------------------------------------------
-------------
AGTAGGAACTCTAGTGAGCAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGT
GTAAT---GAGAAAAGATTTAAT------GGGACAGGACGATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTGACAAATAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGC---AACATTAGTAAAGGT---
GAATGGAATGAAACTTTACAAAATGTAAGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAGAACAATAAAATTTACA------
TCACCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACGCCAGTTGGAGT-----------------
----------------------------AACAAGTCTCAAACAGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATGCAGAAATTAATAATTACACATACACAATATAC---
AAGTTGCTTGAAGAATCACAAATGCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAAGATCTATTAGCATTGGACAGTTGGGAAAATCTATGGAATTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACGAGCATTTTGTAGAGGT----------------------------
--------ATCTACAACATA------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KC807943 
GTG---GTA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AGAGAGGCAGTC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAAAATGGTAGATCAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAATACCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAACTGTTAAAAATACTACTAATGGTACCGAT-------------
-------------------------------------------------------------------------



-------------------------------------------GAAAGCATAAATGAAATAAAA---
AACTGCTCTTTCAATGCAACCACAGTACTAAAT---------------------------
GATAGGAAGCAGAAAGTGTTTGCACTT---
TTTTATAGACTAGATATAGTACCACTTAATGAGGAGAACCCTAGTAAG-------------------------
--------------------------------------------------
AACTCTACTGGGAACTCTAGTGAGTTTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACCCCAGCTGGTTATGCGCTTCTAAAGT
GTAAT---GATAAGAATTTCACT------GGGATAGGACCATGCTATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATCTGACAGACAAT---------GTCGGAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGAATGTATAAGACCCAACAATAATACAAGAAGG-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTAGAGAA---
AAATGGCATGAGACTTTACTAAGGGTAGGTAAAAAATTAGCA---------------AAACACTTT-------
-----------------------------------AATAAAACAATAACATTTACA------
AATTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTACCTTGGAACACCAGTTGGAGT-----------------
----------------------------AACAAAACTCTAAACGATATTTGG------GAT------
AATATGACCTGGATGGAATGG---GATAAAGAAATTAGTAATTACACAAACACAATATAC---
AGTTTGCTTGAAGAATCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTATTAGCATTGGACAATTGGAAAAATCTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGCCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGGGCT----------------------------
--------ATCTACAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF250397 
GTG---AGA------------------------------------------
GGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGCAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCATGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAGAAATGACATGGTGAATCAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAAATGTAGTAGTGGCAATTTTAGCAGTAATGGTACT----------------
-------------------------------------------------------------------------
----------------------------GGGGTGACCTACAATGGGACCTACAATGAAATGAAA---
AATTGCTCTTTCAATACAACCACAGAAGTAAGA---------------------------
GATAGGAAACGGACAGAGTCTGCCCTT---TTTTATAGACTTGATATAGTATCAATTGAAAAGAATAACTCT-
-------------------------------------------------------------------------
-------------
AGTAACAATTCTATTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGGAAAA---
AATTGGAGTGAGACTTTACGAAGGGTAAGCATAAAATTAACA---------------AAATACTTCCCT----
-----------------------------------AATAAAACAATAACATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGGAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCACCAAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAACTACACAAACACAATATAC---



AGATTGCTTGAAGACTCGCAAAGCCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAGTCTATGGAATTGGTTTAACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCCATTAGTCTGCTTGATACCGTAGCCATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGACTTAGTACTTAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAACAATTTTACAA---TAA 
>KF011493 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAATGTAAAAATGTTAGCAGAAATGGTACCTACAAT----------------
-------------------------------------------------------------------------
----------------------------------------------------GAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAGGAAGCAAACAGTGTCTGCACTT---TTTTATGGACTTGATATAGTACCACTGAATGAG----------
-------------------------------------------------------------------------
----------------
AGGAACTCTAGTGAGCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTATTGTTAAACGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGGAAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTATATGTACAAGACCCAACAATAATATAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAAGGGAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
GCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAAGAAGATATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAGACACAATATAC---
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTGGTTGTTAGTCTGTTTGATAGCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACTTAGTACACAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF250406 
GTA---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGGATATGAGAGAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTTTTA------------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTACAAATGTTACCAGTAATAGTAGTAAAAATGGTAGC----------
-------------------------------------------------------------------------
-------------------------AGTAGTGGTACCGACAATGGGACCTACGATGAGAGGAAA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAGGAAGCATAAGGTATCTGCACTT---TTTTATAGACTTGATATAGTACCACTTGAGGGG----------



-------------------------------------------------------------------------
-------
AACTCTAGTACGAACTCTAGCCAGTATTATAGGTTGATAAATTGTAATACCTCAGCCATAACCCAG---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAA---GATAAGACATTTAAT------GGGACAGGACCATGCTATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAATAATTAGATCTAAAAATCTGACAGACAGT---------GCCAAAATAATAATAGTACATCTTAAT----
-----------AACCCTGTAGAA---------ATTATATGTACAAGACCCGACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAAAGCT---
GGATGGAATGCAACTTTACAAAAGGTAGGTAAAAAATTAACA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAATTTTACA---
TCAGCAGTCCCAGGAGGGGACCTAGAAGTTATA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AACAAATCTCAAACAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACAGACACAATATAC---
AAGTTGCTTGAAGACTCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
ATAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAATATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF250409 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTACGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACTGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGCTTTTGGAA---------AATGTAACAGAAAATTTTGAC----------------
--------------------------ATGTGGAAAAATGAAATGGTGGATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAAAGTTAATGTTAACAGTAATGAAACTACTTATAGTAGCAGT-
-------------------------------------------------------------------------
-------------------------------------------AATGTAACTGAGGAAATGAAA---
AATTGCTCTTTCAATGTAACCACAGTAGTAAGA---------------------------
GATAAGAAGCAGACAGCGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGTGAG----------
-------------------------------------------------------------------------
----------------------
AACTCTAGTTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGT
GTAAT---AATGAAACATTCAAT------GGGACAGGACCATGTTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAGCTACTATTAAATGGTAGCCTAGCAGAAAAGGAA------------
ATAATAATTAGATCCAAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------CAATCTGTAAAA---------ATTGTATGTACAAGACCTAACAATAATACACGAAAA-----
-AGTATAGGGATA------------GGACCAGGACAAACA---TTA------TATGCAACAGGAGCT------
---------ATAATAGGAGACATA------------AGGCAAGCACATTGT---AATATTAGTAAAAGT---
GAATGGAATGAAACTTTACAAAGGGTAGGTGAAAAGTTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAAGAAAATAAAATTTGAA------
AGTTCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCATGCAGACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGCAATTACACAGAAACAATATAC---
AAGTTGCTTGAAGACTCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACAGCTGGAAAAATTTATGGAATTGGTTTAATATATCAAATTGGC



TGTGGTATATAAGAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTCAGCTTATTTGATGCCACAGCAATAGCAGTAGCTGAG---
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAAGTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF250410 
GCT---GCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCAAACCCACAAGAAATGTTGTTGGTC---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTAGATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAGTGTAGAGATGTAAATAATGGTACC-------------------------
-------------------------------------------------------------------------
-------------------------AATGTGACCTTTTATGATAGCATGGAGAAGGAAATGAAA---
AATTGCTCTTTCAACACAACCACAACATTAAGG---------------------------
GATAAAAAGCAGAAAGTTAATGCATAT---
TTCTATAGAGTAGATATAGTACCACTTAATAATAATGAAGCTAGTAAGAATTTTAGTAAGTATAATTCTAGT-
--------------------------
AATTGTAGTAAGTATAATTTTAGTAATTGTAGTAAGTATAATTCTAGTGAGTATATATTAAGAAATTGTAATA
CCTCAACCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTTGTATCAACT---
CAGCTATTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAATAATTAGATTTGAAAACCTGACAAACAAT---------GCTAAAACAATCATAGTACATCTTAAT----
-----------AAATCTGTAGAA---------ATTGAGTGTATAAGACCCAACAATAATACAAGAACA-----
-AGTGTAAGGATA------------GGACCAGGACAAACA---TTC------TATGCACCAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGGACAGCT---
AATTGGAGTGAAACTATACAAAATGTAAAAAGAAAATTAGAA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAACATTTAAA------
CCCTCTTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGGGAAATTAGTAATTACTCAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTGGCATTGGACAGCTGGAACAGTCTATGGAGTTGGTTTACAATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTACTATTAGGCTGATTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGTAGTACAAAGACTTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAACAGCTTTGCAA---TAA 
>KU886698 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAAATATTTTTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCAAGAAGATGTA---
ATCAGTTTATGGGATCAAGGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCACTTTAGAGTGCAAGCCACTCTGTGTCAATGAGACCAATGTCAATGAGACCAACAGAG
AGATGAAAAAT--------------------------------------------------------------
-------------TGCTCTCTCAATGCAACCGCAGAATTGGAGACCTACAAAGAGCAGATGACA---
AATTGCTCTTTCAATACAACCACAGAATTAAGA---------------------------
GATAAGAAACAGAAAGTGAATGCACTT---
TTCTATAAAATTGATATAGTACCACTTGATGAGAAGAACTCTAGTAAG-------------------------
--------------------------------------------------------



AACTCGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCTACAGT
GTAAT---GAGGAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTTAGT---ACTGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAAAGGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACAGCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCGGGACAAGCA---TTC------TATGCAACAGGGGAC------
---------ATAACAGGAGACATA------------AGACAAGCACACTGT---AATATTAGTAAAAAG---
AACTGGATTGAAACTTTACATAACATAAGTAAAAAATTAGCA---------------GAACACTTCCGG----
-----------------------------------AATAGAACAATAAAGTTTACA------
GCATCTTCAGGAGGGGACATAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCAAACAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAGGAAATTAGTAACTACACAAACACAATATAC---
AGTCTGCTTGAAGACTCACAAAAACAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAATCTATGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTAGTAGTCTGTTTGATAGCATAACAATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGTACAAGGATTTTGTAGAGCT----------------------------
--------ATCTACAATATA------CCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>AY967804 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCGAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ACCAGTATATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGCAATAATGGTAATGTTACCTAC-------------
-------------------------------------------------------------------------
----------------------------AGTAAGACCTACAATGAGAGTGTGAAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTAATGAGAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTGAGAACTCTAGTGAGCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAGTGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTATATGTATAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGT---AACATTAGTGAAAAT---
CAATGGAATGAAACTTTACAAAAGGTAAGTAAAAAATTAGCA---------------GAATACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTACTTGGAGT-----------------
----------------------------AATAAATCTCATGATTATATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------



TTGTCATTAGCTGTTAGCTTGCTCACT------------GCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAATAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AY967803 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGAATCACTGGTGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTGTTTTGGAAA------------ATGTCAGAAAATTTTAAC----------------
--------------------------ATGTGGAAGAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGCAGTAACAGTAATAGTACTTAC-------------
-------------------------------------------------------------------------
----------------------------AATGAGACCTACCATGAGAGCAGGAAGGAAATGAAA---
AATTGCTCTTTCAATGCAACCACAGTAGTAAGA---------------------------
GATAAGAAGCAGACAGTGTATGCACTT---TTTTATAAACTTGATATAGTACCACTTGAGGAAAACCCT----
-------------------------------------------------------------------------
-------------
AGTAAGAACTCTAGTGGCCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCATGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAGATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAAG---CACAGTACAATGTACACATGGGATTGGCCAGTGGTATCAACT---
CAACTACTGTTAGATGGTAGCCTAGCAGAAGGAGAA------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTATAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCATATTGC---AACATTAATAAAGAT---
GCATGGAATAACACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCG----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCATGATGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGCAAGTTTGTGGAATTGGTTTGACA---
TCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTG
CT---GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTGTCATTAGCTGTTAGCTTGCTCAAT------------GCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AY967805 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGTTGTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGCAGTAATGGTACTGGTGCCTAC-------------
-------------------------------------------------------------------------
----------------------------AATAAGACCTACGATGAGAGCATGAAGGAAATGACA---
AATTGCTCTTTCAATACAACCACAGTAGTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAAGAAGAAC----
-------------------------------------------------------------------------
----------
TCTGGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------



-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAC---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGGGAAGAT---
GCATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCAGCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCT--------------------------------------------------
-------------------------------------------------------------------------
---------------------------------------------------- 
>AF268277 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAGCAGTAATGGTACC----------------------
-------------------------------------------------------------------------
-------------------------------------TACAATGAGACCTACAATGAGATCAAA---
AATTGCTCTTTCAATGCAACCACAGTATTAAGA---------------------------
GATAGGAAGCAGACAGTGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTAATAAGAAGAAC----
-------------------------------------------------------------------------
----------
TCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGCCATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACATTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAAGAAGAGATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTACTAGCATTGGACAATTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 



>EU000511 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACA---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCCTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAGATTA---
ACTCCACTCTGTGTTACTTTACATTGCACCAATTATACGGGGAATAATACCAAT-------------------
-------------------------------------------------------------------------
----------------------------------AATAATTATTACCAAATTATAGAAATGAAA---
AACTGCTCTTTCAAAATCACCACAAGCATAAAT---------------------------ACTAAGGTG---
AAAGACCATGCTCTT---TTCTATAAAGGTGATATAGTATCAATGGGTAGGAAGAATATGACT----------
-----------------------------------------------------------------
ACAATAGATAGGAAGAATATGACTACCAGATATAGGCTGATACATTGTAACAACTCAGTCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACC---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGGGGGG------------
GTAGTAATTAGATCTAGCAATTTCACAGACAAT---------GCCAAAGTCATAATAGTGCAGCTGAAA----
-----------GACCCTGTAGAA---------ATTAAGTGTACAAGACCCGGCAACAATACAAGAAAA-----
-GGTATATATATG------------GGACCAGGGAGAGCA---TGG------TATACAACAAGAAGA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGCAGCACA---
AAATGGAATAGCACGTTATACCAGATAACTGAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CCATCCTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GTCGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGACATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAACAATCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GCGCTTTCTATAGTG---------AAGAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGCCTGCTTAATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAGTTAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>FJ515879 
GGG---GGA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAACTGGATTTGGAA---------AATGTAACAGAATACTTTAAC----------------
--------------------------ATGTGGGAAAATGGCATGGTGGAGCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAACATTACTAAAAATGTTAGCAGTGATAAA-------
-------------------------------------------------------------------------
----------------------AATGCTAGCAGTGATAATAGGACCTACAGCGGGGAAATGAAA---
AATTGCTCTTTTAATGCAACCACAGAAATAAAA---------------------------
GACAGGAAGCGGAACGAGTATGCACTT---TTTTATAGACTTGATATAGTGCCACTTGATGAGAAGAAC----
-------------------------------------------------------------------------
-------------
TCTAGTGGGAACGCTAGTCATTATAGATTAATAAATTGTAATTCCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCCATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAA---AATAAGACTTTCAAT------GGGACAGGACCATGCCAAAAT-----------------------
-GTTAGC---ACAGTACTATGTGCACATGGAATTAAGCCAGTGGTATCCACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGGG------------
ATAATAATTAGATCTAAAAATCTGACAGAAAAT---------GCCAACACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTATGTGTACAAGACCCAGCAATAATACAAGAAAA-----



-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGCT---
AATTGGACTAAAACTTTACAAAGGGTAAGAGCAAAATTAGAA---------------GAGTACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATCAGATTTGG------GAT------
AACATGACTTGGATGCAGTGG---GAAAGAGAAATTGAAAATTACACAGACTTAATATAC---
AACTTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACAATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTGTTAACTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG---
GGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGAAAAGGCTTTTGCTA---TAA 
>HM598635 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTGGATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCCCAGAC---
CCCAACCCCCAAGAAGTAAAATTGGAA---------ATGTAACAGAAAATTTTAACA----------------
-----------------------------TGTGGAAAATGACTTGCGAATCAAATGCGGGAAGATGTA---
ATCAGTTTATGG---ATCAAGCCA---AAGCCATGGGAAAAGTTG---ACCCCCCCC-------
CTTTAAAATGTAAAAATGTTACCTACAAT--------------------------------------------
-------------------------------------------------------------------------
---------------------------GAGAGTATGCAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCACAGATTTAAGA---------------------------
GATAGGAAGCAGACAGTGCAGGCACTC---TTTTATAAACTTGATATAGTATCACTTAATGAG----------
-------------------------------------------------------------------------
----------------
AAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATCCCTATACATTATTGTACTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GAGCAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAATAATTAGATCTGAAAATTTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATGGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGCAGGA---
AAATGGGATGACACTTTACAAAGGGTAGGTAAAAAATTATCA---------------GAACAAATCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGGAAACTCATCTGCCCTACTGCTGTACCTTTGAACTCCCGTGAGTA------------------
----------------------------AATAGAACTATGAAGGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCACAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGGTAATAGGAGGCTTGGTAGGTTTAAAAATAATT-TTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAAGGTTACTCACCA------
TTGTCATTAGCTGAAAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGTACGCAGAGCTTTTAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>EU000516 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGCTACCTGTATGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAACATATGAGACAGAG---GTACATAAC----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAAGATATA---
GTCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTACTTTATATTGCACTAATGTGAGTAATGCTATTAAGAACAATACCAGTAAT-------
-------------------------------------------------------------------------
-------------------AGTACTACTAATACCAGTAGTGTGAGGGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCACAGGC---------------------------GCTAAGGTG---
ACAGACTATGCACTT---CTTTATAAGCGTGATATATTACCAATAAGTAAT----------------------
-------------------------------------------------------------------------
-------AATACTGAGACCAGCTTTAGGTTGATACATTGTAACACCTCAACCATTACACAA---
GCTTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTAAGCAGAAAAAGAG------------
GTAATGATTAGATCTAGCAACTTCTCAGACAAT---------GCTAAAGTCATAATAGTACAGCTGAGT----
-----------GAGACTATAGCA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAAGTCTA------------GGACCAGGGCGAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTATCACA---
AAATGGAATGACACGTTAGGAAAGATAGTTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAGATTGTA---AGACACAGTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAACTTATTCAGAGATTTGG------AAT------
AACATGGCTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTGGCTGTTAGCTTGCTTAACGCCACAGCTATAGCGGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACACAGAGCTGTTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ404010 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCCAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAGAATGTGGAAATGTTACCCAAAATGGTACC----------------------
-------------------------------------------------------------------------
----------------------------------TACAATGATGAGAGCAATAAGGAAATAACA---
AATTGCACTTTCAATACAACCACAGAAATAAGA---------------------------
GGTAGGAAGCAGAAAGTGTATGCACTC---TTTTATAAACTTGATATAGTACCAATTAGTGAG----------
-------------------------------------------------------------------------
----------------------
ACTAGTAATCAGTCTAGATTAATAAGTTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTACTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACCATGCCGTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCAAAAACTATAATAGTACATCTTAAT----
-----------GAATCCATAAAA---------ATTGTATGTACAAGACCCAACAATAACACAAGAAAA-----
-AGTATAAGGATA------------GGGCCAGGACAAGCA---TTC------TATGCAACAAACGGC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAATCT---
AACTGGACTAAAACTTTACAAGAGGTAGGAAAAAAATTAGCA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAAGTTTCAAC------



CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAGATCTCAACAAGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAACTACACAGGCACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGCGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU820852 
GGG---GGA------------------------------------------
AAAGACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGGAAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTATTTTTGAAG---------AATGTGACAGAAAAGTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGAATCAAATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGCTG---
ACCCCACTCTGTGTCACTTTAAATTGTAGCAATTATAATGGTACTCTCAATGTTACTAGGACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------ATGAGCGTGGAGGAAGTAAAG---
AATTGCTCTTTCAATGCAGCCACAGAAGTAAAA---------------------------
GATAGAACGCAAAAAGTGTATGCACTT---TTCTATAGCCTCGATGTAGTACCACTTGATAAC----------
-------------------------------------------------------------------------
-------------------------
TCTAGTGAGTATAGATTAATCAGTTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATCCACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTTAAT------GGGACAGGGCCATGTCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTACTGTTAAATGGTAGCTTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GGCAAAATAATAATAGTCCATCTTAAT----
-----------CAATCTGTACGA---------ATTGAATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATACAACAGGAGAA------
---------ATGATAGGAGACATA------------AGACAAGCACATTGT---AACATTACTAAC-------
--TGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT-----
----------------------------------AATGCAACAATAAACATTACA------
TCATCCGCAGGAGGGGACTTAGAAGTTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
-------------------------------AACAGAACA---GACATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTATACAGACATAATATAC---
ACGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTACTATCCATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTGTTAGTCTGTTTGATAGCATAGCCATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAACATTAGTGCATAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU820851 
GGG---GGA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTCTGTGCGTCAGATGCTAAGGCATATGATCCAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAA---
CCCAACCCACAAGAAATGTTTATGGAA---------AATGTAACAGAAGATTTCGAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCAAGAGGATGTG---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---



ACCCCACTCTGTGTCACTCTAGAATGTAAAAATGTTAATGTTAGCAGTAGAAATGATACTAATGTTAGCAGTA
GAAATGGTACT--------------------------------------------------------------
-------------------AATAGTGGCAATAAGACTTACAATGGGGAAGGGGAGGAAATGAAA---
AATTGCTCTTTCAATATAACCACAGTAGTGAGG---------------------------
GATAAGAAGAAGCAAGTGCATGCACTG---TTTTATAGGCTTGATATAGTATCACTTAATAAC----------
-------------------------------------------------------------------------
----------------
TCTATTAACTCTAGTGAATATAGATTGATAAATTGTAATACCTCAATCATGACACAG---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGCGCTCCAGCTGGTTATGTGATTCTAAAGT
GTAAT---AATAAGACATTCGAT------GGGACAGGGCCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CATCTACTGTTAAATGGTAGCCTAGCAGAAGAGGAG------------
ATAATAATTAGCTCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTACATGTATAAGACCCAACAATAATACGAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACG---TTC------TATGCAACAGGAGAT------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTGAGGAC---
AAATGGAATAAGACTTTACAAAGGGTAACTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTAAT------
TCATCTTCAGGAGGGGACCTGGAAATCACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGTTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTACTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTAAAAAATATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTGATAATTACACAGACATAATATAC---
AGTTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AACAATGAAAAGGATTTATTAGCACTGGACAAGTGGAATGATCTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATCTTTGCT---
GTGCTTGCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATCAGTCTGTTTGATACCCTAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATACAATTATTACAAGGAATTTGTAGAGCT----------------------------
--------ATCTGCAGCATA------CCTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAA---TAA 
>AB097869 
GCT---GCA------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAGGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATCCAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGCTCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTGGAAATGTTACCCGCAATGAGACC----------------------
-------------------------------------------------------------------------
-------------------------------------TACCAGGAGAATGTGAGGGAAATAAAA---
AATTGCTCTTTCAATACCACCACAGTAGTAAGA---------------------------
GATAAGAAGAAGAAGGAGTATGCACTT---TTTTATAGACTTGATATAGTACCACTTGATAAGAATAAC----
-------------------------------------------------------------------------
----------
TCTGGTGGGAACTCTAGTGGGCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGT
GTAAT---AATGAGACATTCAAT------GGGACAGGACCATGCCATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGGTAAATGGTAGCCTAGCAGAAAAAAGA------------
GATATTATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTCCAAGACCCAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAAAGAT---
AAATGGGAGGAAACTTTACAAAGGGTAAGTAAAAAATTAGAA---------------AAACACTTCCTT----
-----------------------------------AATAAAACAATAGAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTGGGAATGCTAGTTGGAGT-----------------



----------------------------AATAAATCTCTAAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAAAGAAATTAGCAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAGTTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
CTGTCATTAGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACCGATAGGGTTATAGAAGTAGTACAAAGAGTTTATAGAGCT----------------------------
--------ATTCTCCATATA------CCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTACTA---TAA 
>JN235957 
GTA---AGG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACTGAC---
CCCAATCCACAAGAACTGTTTTTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACGTTAACCTGCAGTAATGCTAGCAGTAATGCAGGTAATGCTAGCAGTAATGCT----
-------------------------------------------------------------------------
----------------ACCAGTCATGATAACAAAACTTTTGATAGCATGATGGGAGACATGAAA---
AATTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAAAAGAAGGCATATGCACTT---TTTTATAGACTTGATATAGTACCACTTGGGGAGGAG-------
-------------------------------------------------------------------------
-------
GGTAATAGCACGAATGGTACTGAAACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAG------------
ATAATAATTAGATCTAAAAATCTAACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAG----
-----------GAACCTGTAGTA---------ATCAATTGTACGAGACCCGGCAACAACACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAATAGGAGATACA------------AGACAAGCACATTGT---AACATTAGTGGAACA---
GAATGGGAAAAAATGTTACAAGAGGTAGGCAGAAAATTAGCA---------------GAGCACTTTCCC----
-----------------------------------AATAAAATAATAAACTTTACA------
AAACACTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATTATAGTTGGAGC-----------------
----------------------------AATAGATCTCAAGAAGATATTTGG------AAT------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAAGCACAATATAC---
ACGTTACTTGAAAAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAACAGGACTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGACTTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAA---
GGAACAGATAGGATCATAGAAGTCATACAAGAGATTTGGAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAA---TAA 
>HM623558 
GGG---GTG---GGG------------------------------------
GACAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCATTGGAA---------AATGTGACAGAGAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGATCAGATGCATGAAGATATA---
ATTAGTCTATGGGATCAAAGCCTA---AAGCCCTGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTCACTAAGAATGATACCAATGCC----------------
-------------------------------------------------------------------------
-------------------------------AACAATACTGCTGAGGGAAAGGAAGAAAGAAAA---



AATTGCTCTTTCAATGCAACAACAGAATTAAGA---------------------------
GATAAGAATCGGAAAGTGTATGCCCTT---TTTTATAAACTTGATATAGTACCACTTAACCCT----------
-------------------------------------------------------------------------
-------
AGTAACAATAGTAACAGCTCTGGACAGTATAGATTAATAACTTGTAATACCTCAGTCATAACACAG---
GCCTGTCCAAAGATCATTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTGGTTTCAACT---
CAACTACTGTTAAATGGTAGCCTGGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATCATAGTACACCTCAAT----
-----------GAATCTGTAATG---------ATTAATTGTACAAGACCAGGCAATAACACAAGGAAA-----
-AGCATAAGGATA------------GGACCGGGACAAACA---TTC------TATGCACCAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTATAAAT---
CAGTGGAACAACACGTTACAAAAGATAGCTAAAAAATTACAA---------------ACACGGTTC-------
-----------------------------------AATAGACCAATAAAATTTGAA------
CCACATTCAGGAGGGGATCTGGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGACTTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTCTGAATATGATCTGG------GAT------
AACATGACCTGGATGGAATGG---GAAAGAGAAGTTAGCAATTACACAGACATAATATAC---
AGCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
ATGAATGAAAAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCC---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCAATTAGCCTGCTTAATACTATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTCTAGAAATCATACAAGGAATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>KF725902 
GTG---ATA------------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTCTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGACCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTCACTTTAAACTGTACTGAGGTAAAGAGTAATACT-------------------------
-------------------------------------------------------------------------
----------------------------AGTACTTTCGATAATGCCACAAGAGAAGAAATAAGA---
AATTGCTCTTTCAATATAACCACAGAACTAAGA---------------------------
GATAAGAAAAAGAATGAATATGCTCTT---TTCTATAAACTTGATATAGTACCACTTGATGAC----------
-------------------------------------------------------------------------
-------------
AATGACAATAACAAAACATATTATAGATTAATTAATTGTAATACCTCAGCCATGACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGGCCATGCAATAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGAACTGAAAATCTGACAGACAAT---------GCCAAAACAATAATAGTACATCTTAAA----
-----------GAATCTGTAGAA---------ATTGTGTGTACAAGGCCCTCCAATAATACAAGGAAA-----
-AGTATGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGGAGAG---
AAATGGAATAAAACTTTACAACAGGTAGGGAGAAAATTAGCA---------------ACATACTTCCCT----
-----------------------------------AATAAAACAATAATATTTAAC------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTCAACAAGAAATTTGG------GAG------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAATTACACAGGAATAATATAC---
ACCTTGCTTGAAGTCTCACAGAACCAGCAGGAG----------------------------------------



-----------------------------
AAAAATGAACAAGATTTATTGGCATTGGACAAATGGGCAAATCTATGGAATTGGTTTGACATATCAAAATGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTGGCTATTGGTCTGTTCGATTACATAGCAATAAGAGTAGCTGAA---
GGAACAGATAGAATTTTAGAAATAGTACAAAGGCTTTGCAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>DQ383754 
GCT---GCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGGGATGCAATC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAAACTTGACG---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACCTTAAATTGCACTGATGTGACAAATGCTACTAGAACCACTAGCAGTAACACCACT-
-------------------------------------------------------------------------
-------------AACAGTAGCACCAATAGTAGTATTGAGAAAATGATGGAGGGAGAAATAAAA---
AATTGCTCTTTCAATATTACCACAAGCATAAGA---------------------------
GATAAGGTACAAAAAGAATTTGCACTT---
TTTTATAAACTTGATATAGTGCCACTTAATGAGGAGAGTAATAAC----------------------------
-----------------------------------------------
AACACTTGTAGTAATAACACTTGTGGTGATTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---AATAAGGAGTTCAAT------GGGACAGGAAAGTGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGGG------------
ATAGTACTTAGATCCAAAAATTTCACAGATAAT---------GCTAAAACCATAATAGTGCATCTGAAT----
-----------GATTCTGTAGAA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCAGGTAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACGAGCACATTGT---ACCCTTGATGGAACA---
CACTGGAATGACACCTTAAGACAAGTAGTTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAG------
CAACCCGCAGGAGGGGATCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAGGACTCACGAAGACATTTGG------ACG------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAACAATTACACAAACACAATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGACATGGTTTAACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTGTCGTTCGCCATTAGCTTGTTTAATACCATAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTGTGCAAAGAGCTAAT----------------------------------
----------TCTTAACATA------CCTAAAAGAATAAGACAGGACTTGGAAAGGGCTTTGCTA---TAA 
>KT427793 
GTT---ACA------------------------------------------
GGACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAACGCAGTTAAAGAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAGTAGTGTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAACAGCATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGCGTAAAATTA---
ACCCCACTCTGTGTGAAGTTAAACTGCACTGATGTGAATATTCCTACCAATAGCAGTAGTACT----------
-------------------------------------------------------------------------
-------------ACCAATAGCACTAGTAGCAACATAGAGAACATAGAAAATGGAGAAATAAAA---
AACTGCTCTTTCAATATC---ACAAGAATAGGA---------------------------
CATAAGAGATATAGAGAATATGCATTG---TTTTATAAACCTGATGTAATGCAAATAGATGGG----------
-------------------------------------------------------------------------



----------------------
GATAGTACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTACCAAT-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAATCATAATAGTGCAACTGAAT----
-----------GAAACTATAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAGA-----
-AGTATACATATA------------GGGCCAGGCAGAGCA---TTT------TTTGCAACAGGAGAT------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---GAAATTAATGCAACA---
AGTTGGAAAAGAGCTTTAAACCTGGTAGCTATAAAATTAAAA---------------GAACAGTTT-------
-----------------------------------AACAAGACAATAAGCTTCAAA------
AACTCCTCAGGAGGGGATCCAGAAATTGTA---ACGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCARCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGT-----------------
----------------------------AATAAATCTTTGAATGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GACAAAGAAATTAACAATTACACGAGCATAATATAT---
AACTTAATTGAACAAGCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGATATATCAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTGGGAGGCTTAGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCGTTCGCTGTTAGTTTGTTGAATGCCATAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGATTATAGAAGTAGGACAAAGACTTGGTAGAGCT----------------------------
--------ATTATCCACATA------CCTGTAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>MH234642 
GCT---GCA------------------------------------------
GAACAGATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATCTGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTTGAGAAATGATACTAATAGTGGTAATGCCACT-------
-------------------------------------------------------------------------
-------------------------AGTAGTAGCTGGGGAAAGATGGAGAGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAAGGTGCAGAAGGAATATGCAATT---TTTTATAAGCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGGTCTGAAAATTTCAGGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-AGTATAAATATA------------GGACCAGGGAGAGCA---TTT------TATACAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATGACACCTTAAAACAGATAGTTGACAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATAAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAGGCTTAATATAC---
ACCTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---



GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCTA---TAA 
>DQ383750 
GCT---GAA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTTTTTTGTRCATCAGATGCTAAAGCATATAGCACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAAAC---
CCTGCCCCGCAAGAAGTAGTATTGGAA---------AATGTAACAGAGAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCACGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACTCCACTCTGTGTTACTTTAAATTGCACTAATGCTAATAACAATAGTACCAAT-------------------
-------------------------------------------------------------------------
----------------------------------GCTACTGTTACTGATAAGGAAGAAATAAAA---
AACTGCTCTTTCAATATAACCACAGGCATAGGA---------------------------
AAACAGGTGAGGAGGGAATATGCATTT---TTTAATAAGCTTGATGTAGTACCAATAAATAAT----------
-------------------------------------------------------------------------
----------------------
GATAACACAAGCTATATGTTGATAAGTTGTAATACCTCAGTCCTTACACAG---
GCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCTTAGCAGAAGGAGAG------------
GTAATAATTAGATCTGAAAATCTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------AAAACTGTAGAA---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATG------------GGATGGGGAAGAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGTA---
GAATGGAACAACACTTTAAAACAAATAGTTATAAAGTTAAGA---------------GAACATTTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTATA---ATGCATACTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTTCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGTGATCAACGGTTCCTAGGGATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAATCTTTAAAAGGAATTTGG------GAC------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAACAGTAGCAGAG---
GGGACAGATAGGGTGATAGAAGYAGTACAAAGACTTGGCAGAGCT----------------------------
--------ATTATCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAA---TAA 
>KY658687 
GGG---AAA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATCCAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAT---
CCCAATCCACAAGAACTAGATCTACCA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGAACTTAAGGGCAATACAACTAGCAAT----------------
-------------------------------------------------------------------------
----------------------------CAAAATAGCACCGTGCCGAAAGGTTCAGGACCACAA---
AACTGTTCTTTCAATGTGACCACAGAAATAAGA---------------------------
GATAAGAAGCAAAAAGTATATGCACTT---TTTTATAGACCTGATATAGTACCAATTGATAAC----------
-------------------------------------------------------------------------
-------------
AGTAATGGTAGCAGTAAAACATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGT



GTAAG---GATAAAAATTTCAAT------GGGACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGTTGTTAAATGGTAGCCTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTCAAAATCTCTCAAATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACACAGTAATAATACAAGAAAA-----
-AGTATACACTTT------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AAGGTTAGTAAAGCA---
CAATGGAATAAAACAGTAGACAGGGTAAAGGAAAAGTTAAGG---------------TCTCTTTTC-------
-----------------------------------AATAGAACAATAAAATTTAAT------
CCATCCTCAGGAGGGGACCTAGAAGTCACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAAATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTGTGAATGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAGATTAGCAATTACTCAGGGGAAATCTAC---
AGGCTAATTGAAATATCGCATTACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTACTGGAATTAGACTCATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCT------
TTGTCTTTGGCTATTAGTCTGCTTAACACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTCTAGAAGTTTTGCAAAGAATTGGTAGAGCT----------------------------
--------GTTTTCCACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>AF408632 
GCT---ACA------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAATCATATGAAAGAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATACCATTGGTA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAACAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGATA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATTACAAGAATGCCACTGCCACCAATGGCATT----------
-------------------------------------------------------------------------
-------------------------CAAGATAGCACCCTGAAGGAAGAGCCAGGTGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAACA---------------------------
GATAAGCAGCTGAAAGTAAGTGCACTT---TTTTATAGACTTGATATAGTACCAATCAGCAAT----------
-------------------------------------------------------------------------
-------------------
AGCAGTAATGGAACATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATACAAAGTTCAAT------GGGATGGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAACTATAATAGTACACCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATCCAGTTA------------GGACCAGGAAGAGCA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATGTTAGTGGAATA---
CAATGGAATAAAACATTAGAACGGGTAAAGGCAAAGTTACAG---------------GCTCATTTCCCT----
--------------------------------AATGCAACAGCAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AATAAATCTCAGGCAGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTATTCAAATGAAATATAC---
AGGTTAATTGAGGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---



GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGTTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY037277 
GCT---ACA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTATTGAAG---------AATGTGACAGAAGATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTTGAGACTAACACCACTAGTTCGAACAATGCTAATATCA
CC-----------------------------------------------------------------------
-------------AATAGTACCAATAGAGGTAGCTGGGAACCGATGGAGAAAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAGTCATAAGA---------------------------
GATAAGGTGCAGAAAAAAGAGGCATTG---TTCTATAAACTTGATGTAGTACCAATAGAAAAT----------
-------------------------------------------------------------------------
----------------------
AGTACTAATAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTGCCAACTTCACAGACAAT---------GCTAAAAGCATAATAGTACAGCTGAAT----
-----------GAGTCTGTAAGA---------ATTGAATGTAAAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GGATGGAAGAACACTTTAAGACAGATAGCTATAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAGTCTTCAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATTATATCTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGACATTAGATAAATGGGCAAGTCTGTGGAATTGGTTCAGCATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTATCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCACAACAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAATTGGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCAA---TAA 
>DQ085875 
GCT---TCA------------------------------------------
CAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGACACAAAG---GCACACAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTGGTATTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATGTA---
ATCAGTCTATGGGAACAAAGCCTA---AAGCCATGTGTACAATTA---
ACCCCACTCTGTGTTACTTTACATTGCACTAATTACAATGGTATTAGTGCCACTGATACCAATGGTAATCATA
CCAATGCC-----------------------------------------------------------------
-------ACTGATACCAATGGTACCAATAGTAGTAGTTGGGAAAAGATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
GATAAGGTGAAAAAAGAATATGCACTT---TTTAATGCACTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
GCAAACTATATGTTGGTAAGTTGTAACACCTCAGTCATTACTCAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---AGTAAGACGTTCAAT------GGAACAGGACCCTGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---



CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCTCGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACATATA------------GGACCTGGGAGAGCA---GTT------TATGCAACAGATAGA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAACACCACTTTAGAACAGATAGTTAAAAAATTAGGA---------------GAACAATTTAAT----
--------------------------------GAAGCAAATACAATAACCTTTAAG------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAGATCTCTGGACAGCATTTGG------GAA------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATTGAGAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAGGAATTATTGGCATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGAATCATAGAAGTAGCACAAAGATTTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTATAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>DQ358799 
GCT---ACA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTCTGTGCATCAGATGCGAAAGCATATGAATCAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGGA---------AATGTGACAGAATATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAATAATGCTACTAGGTTGAGCAATGCT----------
-------------------------------------------------------------------------
----------------------CCTACTACCAATAGTAGTGGTTTGGAGGAGGGAGACATGAAA---
AACTGCTCTTTCAATGTCACCACACGCATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------------
GATAATAAAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAACAGTATCCACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGGAGAG------------
ATAGTAGTCAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACATTTGAAC----
-----------GAATCTGTAGTA---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-GGTATACATTTA------------GGACCAGGGGGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAGTAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAAAACA---
GAATGGAACAACATTTTAGGACAGATAGCTGCAAAATTAAAA---------------GAAAAATTTGAA----
-----------------------------------AATAAAACCATATCCTTTAAG------
AGTGCCTCAGGAGGGGACCCAGAAATTGTA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAAAAGATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GAGAGAGAAATTGACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCACGATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGGGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCGGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTGTAGAAGTTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>JN692448 



GCT---GCA------------------------------------------
GAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGG---AAAGAGGCAAAC---
CCCACCTTATTTTGTGCATCAGATGCTAAAGGAGTTAACACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATGGAATTGAAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
AAAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATGTGCCGTTAAATGGAACTATAAATGGCACTACTACTGATG
GG-----------------------------------------------------------------------
-------------ACTAATATTAATGGGACTCATGATTGGGAAAACATGAATGGAGAAATAAAA---
AACTGCTCTTTCAATGTC---ACAAGCATAGGA---------------------------
AATAAGATGCATAAAGAATATGCACTT---TTTTATAAATCTGATGTAGTAACAATAGAGGAG----------
-------------------------------------------------------------------------
----------------------
AATAGTACAAGCTATACACTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAG---GATAAGAAATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CGACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCTCAAAATTTCTCAGACAAT---------GCTAAAATCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATATG------------GGATGGGGGAGAACA---TTT------TATGCAACAGGACAA------
---------ATAATAGGAAATATA------------AGACAAGCATATTGT---AACATTAGTAGAGCA---
AAATGGAACAAAACGTTAGAACAGGTAGCTAAAAAATTAGTA---------------
GAACAACTTAACAAAATAGAA------CTA------------------CTTAACAAAACAATAATCTTTAAT-
-----CACTCCTCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTTACGACACAATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGCATAATATAT---
AGCTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAATCTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCAGAG---
GGGACAGATAGGATTATAGAAGTAGTACAAAGAACTGGTAGAGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>EF637055 
GCT---AAA---GAT------------------------GCT---AAA---
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAACCAACA---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---ATGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTACAATTGAAA---------AATGTGACAGAAACGTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTAAATTGCAATAACATCACTATCACTAACGATACTAGTGGTAACAATACT----
-------------------------------------------------------------------------
----------------AGTGGTAACGCTACTAATGGTATCGGGGAAATGAAAGAAGAAATGAGA---
AATTGCTCTTTCAATATCACCACAAACATAAGA---------------------------
GATAAGGTAAAGACAGAATATGCACTT---TTGTATAAACTTGATCTAGTACAAATAGAAGATGAAGATACT-
-------------------------------------------------------------------------
-------
AATAATACGACTAAAAATATTACTAAATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAGGAAGTTCAAT------GGATCTGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAT------------
GTAGTAATTAGATCCAGCAATTTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAA----
-----------GAATCTGTAAAC---------ATTACTTGTGTAAGACCCAACAACAATACAATAAAA-----



-GGCATACATATG------------GGACCAGGCAAAGCA---TTC------TATACAACAGGACAG------
---------ATAGTAGGAGATATT------------AGAAAAGCATACTGT---AACATTAGTAGAACA---
GCATGGAATAACACTTTAAAACAAATAGTTACAAAATTAAAA---------------GAACAGTTTAAG----
-----------------------------------AATAAAACAATAGTCTTTAGG------
CAACATTCAGGAGGGGACCCAGAAATTGCA---ATGCACAGTTTTAATTGTGGAGGAGAG---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGC-----------------
----------------------------AATAGATCTCTAAATGATATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGTACAATATAC---
AGATTAATTGAGGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTCACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCAGAG---
GGGACAGATAGAATTATACAAGCTTTGCAAAGAACTGGTAGAGCT----------------------------
--------ATCCTTAATATA------CCTAGAAGAATAAGACAGGGCCTTGAAATTGCTTTGCTA---TAA 
>JF804805 
GCT---ACA------------------------------------------
GATAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCATATTCCAAAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGGATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGACGAAAGCCTA---AAGCCATGTGTAAAAATA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAAGTTGAGTAATATTACTACTACCGATAATGTCACTAATACCA
CTGGG--------------------------------------------------------------------
-------------AGCAATGCCACTAATACCACTGGGAGCAAGGGGGAGGAGGGAGAAATGAGA---
AACTGCTCTTTCAATATCACCACGCAAATAAAA---------------------------
CAAAAGGTGCGAACAGAGTACGCCCTT---TTTTATAAGCATGATGTAGTACCAATAGATAGT----------
-------------------------------------------------------------------------
----------------------------
ACAAGTTATATGTTGATAAGTTGTAATACCTCTACCATTACACAA---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAGA---GATAAAAAGTTCAAT------GGAATAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAACTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAACCATAATAGTACATCTAAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACACCAATACAAGAAAA-----
----ATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAATAGGAAGC------
---------ATAACAAGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGGATAACACTTTAAAACAGATAGTTAAAAAATTAAGT---------------GAACAATTTGAG----
--------------------------------AATACAACAACAATATTCTTTAAG------
CAAGCCTCAGGAGGGGACCCAGAAGTTGTA---ACGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------CAG------
AACATGACCTGGGTGGAGTGG---GAAAGAGAAATTAATAATTACACAGGTTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTTTGCTAACAGCTGGTAGAGCT----------------------------
--------GTCCTCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTA---TAA 
>JF804813 
ATT---GCT---GCT---------------------------------
GCAGATCAATTGTGGGTCACAGTTTACTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACCACTCTCTTTTGTGCATCAGATGCTAAAGCAGTTGAAACAGAG---GCACATAAT----------------



--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAAACCACAAGAGGTAGTATTGGTA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAATTGCACTGATTGGAATGCAACTATCACTGGAAATTATACTTGG-------
-------------------------------------------------------------------------
----------------------GTCCGTAATAGTAGTTTAAAAATTAGGGAGGGAGAAATGAAA---
AACTGCTCTTTCAATGTCACCGCAGGCATAAGA---------------------------
AATAAGATGAAAAAAGAATATGCACTT---TTTCATACACTTGATACAGTACCAATAGATGGG----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACACTGATAAGTTGTAACACCTCAGTCATTACACAT---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAG---GATAAGAACTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACC---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTCATGGACAGT---------GTTAAAAACATAATAGTACAACTGCAT----
-----------GAAGCTGTAGTT---------ATTAATTGTACAAGACCCAACAACTATACAAGAAAA-----
-GGTATACATCTA---------GGAGGAGTAGGGAGAGCA---TTC------TATGTAAAAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACGTTAGCAGAGAA---
AAATGGAAAAGCACTTTACAACAGATAGCTACAAAATTAGGA---------------AAACAATTTAAG----
-----------------------------------AACAATACAATAATCTTTAAG------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGCTGGAGT-----------------
----------------------------AATAAATCTTTAGACAAAATTTGG------AAT------
AACATGACATGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACTTTAATTGAAGAAGCGCAAAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGCAATTGGATATGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTGAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTGGAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAAGGATTAGAAAGGGCTTTGCTA---TAA 
>MH938677 
ACT---GCA------------------------------------------
GAAAAGTTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCAACTAGCGAAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAATAAAATTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTGTACGGAAAGTAACAGTCAGTGTAATATCCAGACAAAGC
CTACTGTGACA--------------------------------------------------------------
----------ACTACTACTTCAACAAATAATAATGCTTCGGCAAAGGATGAGGAAGGAATGAAA---
AACTGCTCTTTCTATGTATTTGACAGTATAAGG---------------------------
AATAAGAAAAATAAAAATTATGCACTT---TTTTATGCACTTGATTTAAAACAAATAAATGAGAAT-------
-------------------------------------------------------------------------
----------------------
GATACTGCAAACTATACACTGATAAGTTGTAACACCTCAATCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAAT
GTAAT---AATAAAACATTCAAT------GGAAAAGGACCATGTAACAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATTTCTCAGACAAT---------GCTAAAACCATAATAGTACAGCTGAAA----
-----------GAAGCTGTACAA---------ATCAACTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGACCG-GGGGCGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATA------------AGACAAGCACACTGT---AAACTTAATGGAACA---
GCATGGAATAGCACCTTACAACAGGTAGCTGTAAAATTGGGA---------------GAACAATTTAAT----



-----------------------------------AAGACAACAATAGTCTTTAAT------
CAGTCCTCAGGAGGAGACCTAGAAGTTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCAACACTAATGTGCCTTGGAATAATACTTGGAGT-----------------
----------------------------AATAAGTCTTATAATCAGATTTGG------GAT------
AATATGACTTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAAATGAAATATAC---
AAATTAATTGAAATATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
ATTAATGAGCAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGGATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAAAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGCTTAATACAACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTCTAGAAACTTTGCAAATAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ849793 
ACT---GCA------------------------------------------
GGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACGAGAAATGCAATTAAAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGAGCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTGCTGCCAATGTCACCGGAGTAAAT-------------------
-------------------------------------------------------------------------
-------------------------------GACACCCTGAAGGAAGAGCAAGGGGCAGTACAA---
AATTGTACTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGCAGAAGAAAGTACAGGCACTT---TTTTATAAACTTGATATAGTACCACTCAGCAATAAT-------
-------------------------------------------------------------------------
-------------
GATAATGGTAGCAATACTGAATACAGGCTAGTAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GACCAAGAGTTCAAT------GGGACAGGGAAATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAGACCAGTAGTATCAACT---
CAATTGTTGCTAAATGGCAGCCTAGCAGAAGGAGAT------------
ATAAAAATCAAATCTCAAAATATCTCAGATAAT---------GCAAAAACTATAATAGTACACTTTAAT----
-----------CAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACAGGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAGGGCACATTGT---AATGTTAGTAGAACA---
CAATGGAAGAACATGTTAGACAAGATAAAGGAAAAGTTAAAA---------------TCTCATTTCTCT----
-----------------------------------AATAAAACAATAAACTTTACC------
TCATCCTCAGGAGGAGATCTAGAAATTACA---GCACATATGTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATCTGGG
GTTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGGACTTATGATGACATTTGG------GCT------
AACCTGACCTGGAAGCAATGG---GAACAAGAGATTAGCAATTACTCAGATGAAATATAT---
AGGTTACTTGAAGTATCGCAACACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAAAAAGAATTATTGGAATTGGACAAATGGGCAAGCCTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCGTTCGCTGTTAGCTTGTTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTCTAGAAGCTTTGCAAGCAGCTGGTAGAGCT----------------------------
--------TTCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>KJ849802 
GCT------------------------------------------------
GACAATTTGTGGGTTACAATCTATTATGGGGTACCTGTGTGG---AAGGAAGCAGTC---
ACCACTTTATTCTGTGCATCAGATGCTAAAGCAGTTAAAACAGAG---GCGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAACTAGTATTGGAA---------AATGTGACAGAAGAATTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGACATTA---
ACCCCGCTCTGTGTTACTTTAAATTGCACTGATCATAGGAACGCTAGTACAAATTAT----------------
-------------------------------------------------------------------------
----------------------------ACCAGTGAGGATGGGGGCATGAGAGGAGAACTAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAT---------------------------
GATAAAAGGCAGAAACAATATGCAATT---TTTAATAAACTTGATGTAGTACAAATAGAGGAA----------
-------------------------------------------------------------------------
-------------------
AATAACAGTTATAGTTATAGGTTGATAAGTTGTAATACCTCAGTCGTTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAGAAAAATTTCAAT------GGGACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTATTGTTAAATGGCAGTCTAGCAGAAGAGGAG------------
GTAGTAATTAGATCTCAAAATTTCTCAAACAAT---------GCTAAAGTCATAATAGTACATCTAAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACATCTG------------GGACCAGGAAGATCG---TTT------TATGTAACAGGAGAA------
---------ATAATAGGAGATATA------------AGAAAAGCATATTGT---AACATTAGTAGAACA---
AAATGGAATACCACCTTAGAAAAGATAGTTACAAAATTAAAA---------------GAACAATATGGA----
-----------------------------------AATAAATCAATAGTTTTTAAT------
CAATCTTCAGGAGGGGACCCAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAGGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGACCTTATATAC---
ATCTTACTTGAAAAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGCTTTTACT---
GTACTTTCTATGATA---------TATAGAGTTAGGCAGGGATATTCACCA------
TTGTCATTCGCTGTTAGCTTACTCAATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGCTTTACAAAGAGGCGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATAAGACAAGGCTTAGAAAGGGCTCTGCTA---TA- 
>KT427668 
GCT---GCA---GAA------------------------AAG---CCA---
GAAAAGTCGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCTACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTAACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCTACAGAC---
CCTAGTCCAAGGGAAATAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATCAGGATATA---
ATCAGTCTATGGGATCAAAGTCTA---AAACCATGTGTAAAATTA---
ACTCCACTATGTGTTACGTTAGATTGCACTAATATTAATATTACTGTTACTAACAGTTCTGACAGCGCTGATA
AT-----------------------------------------------------------------------
----------------------GCTACTGACAGTAATTTGAAAAAGATGGCTGAAGAGATGAGA---
AACTGCTCTTTCAATGTC---ACAGGCATAGGA---------------------------
GATAAGAAGCATAAGGAGTATGCGCTT---TTTTATAAACTTGATGTAGTAGCAATGGATAAT----------
-------------------------------------------------------------------------
----------------------
GGTACAACAAACTATACATTAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACTAT
GTAAG---GATAAGAACTTCAAT------GGAACAGGACTATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTGATCAAATCTGAAAATTTCACGGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTATAAAA---------ATTAATTGTACAAGACCCGGCAACAATACAAGAAAA-----
-AGTATAAATATA------------GGACCTGGGAGGGCA---TGG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGC---AACATTAGTAGAAAA---
CATTGGGAAAAAGCTTTGAAACAAATAGCCATAAAATTAAGA---------------GAGCAACTTAGT----
--------------------AACAATAAC---ATAAACTTCACTAATATAACCTTT---
GACAAACCCTCAGGAGGGGACCTAGAAATTCAA---ATGCACACTTTTAATTGTGGGGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGG



GTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCTGTGACTGATATTTGG------AAT------
AACCTGACCTGGATGCAGTGG---GAGAGAGAAATTGAAAATTATACAGGCATAATATTT---
GACTTACTTGAAGAATCGCAAATCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGACTTATTACAATTGGATAAGTGGGCAAGTTTGTGGAATTGGCTTGGCATATCACAATGGA
TAAGGTATATCAAAATATTCATAATAGTAGTAGGGGGCTTAATAGGTTTAAAAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGGTACTCACCA------
ATATCGTTCGCTGTTAGTTTGCTTAACGCTACAGCCATAGCAGTAGCTGAA---
GGGACAGATAGATTTATAGAAGTAGTACAAGGGATTTGCAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427746 
ACT---GCA------------------------------------------
GAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAAATGCTAAAGCATATCACACAGAG---GTACATAGT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAG---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACACCACTCTGTGTTACTTTGAATTGCACTGATTATAATGCCACTAGTAACAATCAGACTACT----------
-------------------------------------------------------------------------
-------------------------------------GACAAGGGGATGGTGGGAGAAATAAAA---
AACTGCTCTTTTAATATCACCACAGGTATAGGC---------------------------AATAAGGTG---
CAAGAATATGCACTG---TTTAGTAGACTTGATGTAATACCAATAGGTGCATTA-------------------
-------------------------------------------------------------------------
----GAGGGTAATGAGACAAAATATATGTTGATAAATTGTAACACCTCAGTCATCAAACAG---
GCCTGTCCAAAGGTATCTTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGATGGGGGCAAACA---ATT------TATGCAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AATCTTAGTACAACA---
AAATGGAACAACGCTTTAAAACAGATAGTTATAAAATTAAAA---------------
GAACAACTTAATGAAACA---------------------------------GTAAAGAGAATAATCTTTAAC-
-----CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCATACTTTTAATTGTGGAGGGGAA---
TTCAAACAGCTCCAGGCAAGAATCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAAACTCAGAGTAAAATTTGG------AAT------
AACATGACATGGATGGAGTGG---GAGAGAGAAATTAACAATTACACAGGCTTAATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTACAATTGGATAAGTGGGCAAATTTGTGGACTTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGGGTTAGGAAGGGATACTCACCC------
TTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCA----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGATTCGAAAGGGCTTTGCTA---TAA 
>KT427789 
GCT---ACA------------------------------------------
GGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAAGCCACAAGAAGTAGTGCTAAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAAATGCATACAGATATA---
GTTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTAATGCTGACAATAGCAATAGCACTCAAAAC-------------
-------------------------------------------------------------------------
-------------------------CAAAACATCAACCTGAGGGAAGAGTTAGGGGCAATACAA---



AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGAAACTGAAAGTAAATGCACTT---TTTTATAAACTTGATCTAGTACAAATCAGCAAT----------
-------------------------------------------------------------------------
-------
AACAGTGGCAGCAATAATAGTGAAATATACAGACTAATAAATTGTAATACCTCAACCCTTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---GACAAGAAGTTCAAT------GGGACAGGGCCTTGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGCTAAATGGCAGCCTAGCAGAAAAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAACCATCATAGTGCACTTTAAT----
-----------GAATCTGTACCA---------ATTACTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATATA------------GGACCTGGACAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGGAAAGCACATTGT---AATGTTAGTGCAGCA---
AACTGGACTAACACGTTAAGACAGGTAAGGGAGAAATTAAAG---------------TCCCACTTCCCT----
-----------------------------------AATAAAACAATAGAATTTAAA------
TCGCCCTCAGGAGGAGACCTAGAAATTGTA---ATGCATATGTTTAATTGTCAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTGAGGATGATATTTGG------AAC------
AACATGACCTGGATGCAATGG---GAAAGAGAGATTGGCAATTACTCAGATGAAATATAC---
AGGCTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGCATTTGACCAATGGGCAAGTCTGTGGAATTGGTTTAGCATCTCAAAGTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCACTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGCTTGTTCAATACCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTTTTGCAAATAGTTGGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGGCTTGAAAGGGCTTTGCAA---TAA 
>KT427782 
GCA------------------------------------------------
GAAAACTTGTGGGTCACAGTATATTATGGGGTACCGGTGTGG---AAGGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGGATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCTGATCCACAAGAAATGGAATTGACG---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTCTAAACTGTAGCGATGCCACTAATAGTACTGCCAATGTGACT-------------
-------------------------------------------------------------------------
-------------------------------------CTGAAGGAAGAGTCAGGGACAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTGAGA---------------------------
GATAAGCAGCAGAAAGTACGTGCACTC---TTTTATAAGCTTGATATAGTACCAATCAACAATGAC-------
-------------------------------------------------------------------------
----------------
AACAATAGCGGTAACTATTATAGGTTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAGG---GATAAAAAGTTCAAT------GGGACGGGGCCATGCAAGAAT-----------------------
-GTCAGC---ATAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACT---
CAATTGTTGTTAAATGGCAGCTTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAACA-----
-AGTATACATATA------------GGGCCAGGACAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGATATC------------AGAAAGGCACATTGT---AATGTTAGTGCAGCA---
CAATGGAATACAACATTAGAAAGGGTAAAAGCAAAGCTAAAG---------------CAGCTCATT-------
-----------------------------------AATAAGACAATACAATTCAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATTCCTAGCGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCAACACTATAGTGCCCTGGAACTCTACTTGGAGT-----------------
----------------------------AATAGAACTTATGACAATATTAGG---------------
AACATGACCTGGATGGAATGG---GAAAAAGAGATTAGCAATTACTCATTTGAAATCTAT---
AAGTTAATAGAAGAATCGCAGCAGCAGCAGGAA----------------------------------------



-----------------------------
AGGAATGAACAAGAATTATTGGCACTTGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTCAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGCTTGCTTAATGCCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGAATTGTAGAAGTAGTACAAACAATTGGTAGAGGA----------------------------
--------ATCCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KT427652 
GCT---GCA------------------------------------------
GATAACTTATGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGACGCAAAC---
ACCACTCTATTTTGTGCCTCAGATGCTAAAGGATATATCCCAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAATAGAATTGAAA---------AATGTGACAGAAACTTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCAGACAGACATA---
ATCAGTTTGTGGGATCAAAGCTTA---AAGCCATGTGTGAAATTA---
ACCCCGCTCTGTGTTACCTTAAATTGTACTAATGCTGTCAATGCCACTAATGCTACTGAAGCC----------
-------------------------------------------------------------------------
----------------------------ACTGGTACCCTGAAGGAAGACTCAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCTCAGAAGTAAGA---------------------------
GATAAGCAGAAGAAAGTAAATGCACTT---TTTTATAAACTTGATATAGTACCACTTAGTAAT----------
-------------------------------------------------------------------------
-------------------------
AATGGTACATACAGACTAATAAATTGTAATGCCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATAAGATCTCAAAATATATCAGATAAT---------ACAAAAAACATAATAGTACATCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTTCAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACATTAGTGAAGAA---
CAATGGAATAAAACAGTAACACGAGTAAAGGAAAAGTTAAAG---------------TCTTATTTTAAG----
-----------------------------------AATGCAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCGACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCTTGATGACATTTGG------CAC------
AATATGACCTGGATACAGTGG---GAGAGAGAAATTAGCAATTACACACAAGAAATATAC---
AATTTAATTGAAATAGCACAGATCCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAAGAAGAATTATTAAAATTAGACAATTGGGCAAGTCTGTGGAGTTGGTTTGGCATATCAAAGTGGC
TGTGGTATATACAGATATTCATGATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTGTGCT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAATTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGATTGTAGAATTTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTTCACATA------CCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAA---TAA 
>KT427828 
GCT---GCA------------------------------------------
GAACAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACTACTTTATTTTGTGCATCAGATGCTAAAGCAGTTGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAATTAGAATTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTCTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTGGCTTTAAATTGCACTGATTTAAAAAATAGCACTAATAGCACTACGGAA----------
-------------------------------------------------------------------------
----------------------CCAAAGGTTAGTGTGGAAAAACAGATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCTCAAATATAGGA---------------------------
AATAGGAAGCATAAAGAGTATGCACTC---TTTTATAGACTTGATGTAACCCCAATACCTGGA----------
-------------------------------------------------------------------------



----------------------
GATAATACAAGCTATATACTGATAGCTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGATGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCACTTCTAAAAT
GTAAT---GATAAGAAATTCAAT------GGATCCGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTATTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAGTAATTAGATCGCAAAATTTCACAGACAAT---------GCTAAAACCATAATAGTACAGCTAAAT----
-----------GAAACTGTAGAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACATCTA------------GGATGGGGGAGAGCA---TTT------TATGCAGCAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAAAGAC---
AAATGGGACAACACTTTAAAAAGGATAGCTATAAAATTAGAA---------------GAACAATTTAAG----
-----------------------------------AACAAAACAATAGTATTTAGT------
CAATCTACAGGAGGAGACCCAGAAATTGTA---TTGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTACAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AACAGATCTTATAATCAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAAAAAGAAATTGATAAATACACAGACACCATATAC---
AACTTACTTGAAATATCACAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTAGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTACATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCATTAGTA---------AACAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGCTTGTTTGATGCTATAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATAGTACAAGGAATTGGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427823 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCGTCC---
ACCACTCTATTTTGTGCATCAGATGCTAGAGCAATTGACAAAGAG---GCGCATAAC----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATAGTATTAGAG---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAGAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACCAATGTGAGTAATGAAACTTTGAGGAATGCTACTATTAATAGTA
AT-----------------------------------------------------------------------
----------GCTGGGAATGCTACTAATGCTACTGTGTACAAAGAGATGGAGGGAGAAATAAAA---
AACTGCTCTTTTAATACCACCACAAGCAGAAGA---------------------------
GATAAGATGCAGAAAGAATATGCACTT---TTCTATAAATCTGATGTAAGTTCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------------
AAAACTTATACATTGATAAGCTGTAACACATCAGTCATTACACAG---
GCTTGTCCAAAGATAAATTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAGGTTCAAT------GGAACAGGACAATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATTTAACGGATAAT---------GCTAAAACCATAATAATACAACTGAAC----
-----------AAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGAATAACTATG------------GGACCAGGCAGAGTA---TTG------TATACAACAGGAGAA------
---------ATAATAGGGGATATA------------AGACGAGCACATTGT---ACCCTTAATAGAGAG---
AAATGGGAGAATACTTTAAAACAGATAGCTAGCAAATTAAGC---------------GAACAATTTAAA----
-----------------------------------GGTAAAAATATAACCTTTAAA------
CAATCCTCAGGAGGGGACTCAGAAGTTACA---ACACACAGTTTTAATTGTGCAGGGGAA---
TTCAAGCAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGTGCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAACAAGATTTGG------GAT------
AACATGACCTGGATGGAATGG---GAGAGGGAAATTGACAATTACACAGGCTTAATATAC---
ACCCTAATTGAACAATCACAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAAGCTTAATAGGATTAAGAATAGTTTTTGCT---



GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTGGCTATTAGCTTGCTTGATGCCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAATAGCCTTACAAAGAGTAGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAAGGAGCAGAAAGGTGTCTTGTA---TAA 
>KT427820 
GCT---GCA------------------------------------------
GGAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAA---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAGGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGAAGACATA---
ATAAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAGTTGCACTAATAATATTACTAAAATGAATAATACTGGGGTGGATAATAGTA
ATACCACAGGTAATGATACTGCCAAAGGT--------------------------------------------
-------AATAATAATAGTACTACCAATAGTAGTTTGGATGATATGCCCCAGGGAGAAATAAAG---
AACTGCTCTTTCAATGTCACCACAAGCATAGGA---------------------------
AATAAGATGCATAAAGAGTATGCACTT---TTTTATAAGCTTGATGTAGTACCAATAGCTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATATGTTGATACATTGTAACACCTCAGTCCTTACACAA---
GCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAATAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAAGCTGTAAGA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GCACCGGGGAGAGCA---TTT------TATGCAACAGGAGGA------
---------ATAGTAGGAGATATA------------AGAAAAGCACATTGT---ACCCTTAATGGGGCA---
GAATGGAACAACGCTTTAAAACAGATAGTTAACAAATTAAGA---------------GAGCCATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAG------
CAATCAGCAGGAGGGGACCCAGAAATCACA---ATGCATAGTTTTAATTGTAGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTACCTTGGAATGATAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAAAACGATTTGG------GAT------
AACATGACTTGGATGGAATGG---GAGAGGGAAATTGACAATTACACAGGCTTGATATAC---
AACTTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTATCGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGTAATACAGAGAGCTTGTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KT427809 
GCT---GAA------------------------------------------
GACAAGTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AGAGAAGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACATGAAATGATACTAGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTAACTTTAAATTGTAGTAATTATAGGGACAATACAACCAATAGTAGTAATTATAGGGACA
ATACTACCAATAGT-----------------------------------------------------------
----ACCTCTGCCCCACCCAATAGTACTGCTAACCTCTTGAAGGAAGATACAGGGGCACTACAA---
AATTGTTCTTTCAATGTGACCACAGAAGTAAGA---------------------------
GATAAGCAGCGAAAAGAATATGCACTT---TTTTATAAACTTGATATAGTATCAATCAGTGGC----------
-------------------------------------------------------------------------
----------------
CAAAATGACACAGGCACATACAGGTTAATAAATTGTAATGCCTCAACCATTAAACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATCCCCATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAGAT



GTAAT---GAAAAAGGGTTCAAT------GGGACGGGGCCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAGTTGTTGTTAAATGGTAGCCTAGCAGAAGAAGAC------------
ATAGTAATTAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACATTTCAAT----
-----------GAGTCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAA------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AATATTAGTGCAATG---
CAATGGAACACAACATTAGAAAAGGTAAGGAACAAGTTAGAA---------------GCTCTTTTCCCT----
-----------------------------------AATAAGACAATAACATATGAC------
CAACACTCAGGAGGGGACCTAGAAGTTACA---ACGCATAGTTTTAATTGTGCAGGAGAA---
TTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGATTTTGGG
GTTGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAATGATATTTGG------CAA------
AACATGACCTGGATGCAGTGG---GACAAAGAGATTAGCAAGCACTCAAATGAAATATAT---
AGTTTAATTGAAGAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGAGTTATTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGA
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTACCGTTCGCTATCAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAACTTTGCAAAGAGTTGGTAGAGCT----------------------------
--------TTGCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>KJ849810 
GCT---CAA---AAA---------------------------------
CAAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCGACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCGACCCACAAGAAATACCATTAAAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGTCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATGTACAGAACAGTACTAATAGTAATGATACCACCAGT----
-------------------------------------------------------------------------
----------------GGTGGTCACAATAGGACTGTGTCGTACGAGATGAGAGAAGAAATAAAA---
AACTGCTCTTTCAATGTTACCACAGGCATAGGA---------------------------
AATGAAAAGCAGAAAGACTATGCACTT---TTTTATAACCTTGATTTAATACACAGATACAAT----------
-------------------------------------------------------------------------
----------------------------
GATACATATGTATTAAAAAGTTGTAACACCACAACCATTACACAG---
GCCTGTCCTAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTGAAGT
GTAGA---GATCCGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTACTGCTAAATGGCAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCTGAAAATCTTACGGACAAT---------GCTAAAACCATAATAGTACAGCTGAAG----
-----------GAACCTGTAAAC---------ATTACTTGTATAAGACCCAACAACAATACAAAAAAA-----
-AGTGTGCATTTT------------GGACCTGGGGGGGCA---ATG------TATGCAACGGGAGAC------
---------ATAATAGGAAATATA------------AGACAAGCACATTGC---AACCTTAGTAGAACA---
GAATGGAACCAAACTTTAGGACAGATAGCTATAAAACTAAGT---------------AAAAAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAA------
AACTCCTCAGGAGGGGACCCAGAAATTGTA---AGGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTGAGAACCAAATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAGAGGGAAATTGACAATTACACAGACTTAATTTAT---
AACTTAATAGAAGCATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACT---
ATATTTTCTCTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATACCATAGCTATAGCAGTAGCTGAG---



GGGACAGATAGGATTATAGAAGTAGGACAAAGATTTTGTAGAGGT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>KJ849816 
GCT---AAA------------------------------------------
GAAGACTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAGGCATATGAAAAAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGATCTGGAA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAACCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCAAGGCCAATGGTACTGAAAACAGT-------------
-------------------------------------------------------------------------
-------------------------ACTACAAATAGCACCAAGGAAGACCGAGGGGAAATAAAA---
AACTGTTCTTTCGAGATGACCACAGAAGTAAGA---------------------------
GATAAGAAGCGGCAAGTACAGGCACTT---
TTTTATAGGCTTGATATAGTACCAATCAGCAATAGTAATAATAGTAGTGAAGAC-------------------
--------------------------------------------------
AGCAATAGCAGCAATAGTAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAAGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGT
GTAAG---GATAAACAGTTCAAT------GGGACGGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAT------------
ATAATAATCAGAAGTCAAAATATCACAGATAAT---------GCAAAAACCATAATAGTGCACCTTAAT----
-----------GAATCAGTGCAG---------ATTAGTTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGCATACACATA------------GGACCAGGGCAAGCA---TTT------TATGCAACAGGAGAT------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACATTAGTAAAACA---
CAATGGAATCAAACGATAGAAAGGGTAAAGACAAAGTTAAAA---------------TCTCATTTCCCT----
-----------------------------------AATGCTACAATACAATTTCAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGTAGGAAT---
AGGAATAGA---------------------------TCCAATGGCTATGACTACATTTGG------GAG----
--AATATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAAATGAAATATAT---
AATCTAATTACAAAGTCGCAAATCCAGCAGGAA----------------------------------------
-----------------------------
GAAAATGAAAAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGACTGTTTATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATCAGCTTGTTTAATGCTACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGCTGTGCAAAGAGTGGGCAGAGGT----------------------------
--------GTTCTTAACGTA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KX181924 
GCTGCTACA------------------------------------------
GAACCATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTAACA---------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCACTAGCACCAATGGCACTCAAAACAGA----------
-------------------------------------------------------------------------
-------------ACCAATGACACTCAATACAACGCCACCCTGGAAGAGCCAGGGGAAATACAA---
AACTGTACTTTCAATGTGACCACAATAGTAAGA---------------------------
GATAAACAGCAGAAGGTACATGCACTT---TTTTACAGGCTTGATATAGTACCAATGAACAAA----------
-------------------------------------------------------------------------
----------
AGCAGTAATGAAAGTGGAAATTATTACAGACTAATAAATTGTAATGAATCAATCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---AATAAAACGTTCAAT------GGGACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---



CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGAAAAGCA---TTT------TTTGCAACAGGAGAA------
---------ATAGTAGGAGACATT------------AGAAAGGCACATTGT---AATGTTAGCAGAACA---
CAATGGAATACAACGTTAAACCGGGTAAAGGCAAAGTTAAAG---------------GCTCATTTCCCT----
--------------------------------AATACAACAATAATAAAATTTAAC------
TCAGCCTCAGGAGGGGACCTGGAAGTAACA---ACGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGACGGAGATTTGG------GGG------
AACATGACCTGGATGGAATGG---GAAAAAGAGATTAGTAATTACTCAAAGGAAATATAT---
AAGTTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGATTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCCATTAGCTTGCTTAATACCATAGCAATAGTAGTAGCAGAG---
GGGACAGATAGAGTTATAGAAGCGTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGGAGCTTTGCTA---TAA 
>MK041577 
GCT---ACA------------------------------------------
GAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACACGAAGTAGTATTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGTGCTGAATTGAATATTACTAGGAATGCTACTAGTAACAATAGTAGTG
TTGTTAATACCACTAGTGCTCCCAGCAGTAAT-----------------------------------------
----------------AGCAGTAATGTTGCTTATAATATTAGCGGGATAGAGAAAGAAATGACA---
AACTGCTCTTTCAATGTCACCACAGGCATAAGA---------------------------
GATGATGTGCAGAAACAATATGCACTT---TTTTATAAACTTGATGTAGTATCAATAAAGAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACTACCTTTAGGTTAATGAGTTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGCGCCCCAGCTGGTTTTGCAATTCTAAAGT
GTAAT---GATAAAGAGTTCAAT------GGAAAAGGACCATGTAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGGATTAGACCAGTAGTGTCAACC---
CAGTTGTTGTTAAATGGCAGTCTAGCAGAAAAAGAG------------
GTAGTAATTAGATCTGACAATTTCTCGGACAAT---------GCTAAAACCATAATAGTACAGCTGACA----
-----------GAACATGTAAAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAGA-----
-AGTATACCTATG------------GGACCAGGGGCAGCA---ATG------TATGCAACAGGAGAT------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTAGAGAA---
AGTTGGAATAAAACTTTAGTACAGGTAGCTGAAAAATTAAGA---------------AAACAATTT-------
-----------------------------------AATAAAACAATAGCTTTTGAG------
CAATCCTCAGGAGGGGACCTAGAAATTGTA---ACACACATTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGACGTATATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAAGAGATTAGCAATTATTCAGATGAAATATAC---
AGGTTACTTGGAGAGGCGCAGAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAG---
TGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACACA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>MG572011 



GCA------------------------------------------------
GAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGAGAG---GCGCATAAT----------------
--------------GTATGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAGTAGTTCTGGAA---------AATGTAACAGAAGATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTGAAGTTA---
ACCCCGCTCTGTGTTACTTTAAATTGTACTGGTGTCAACACCACTAGCTACAAT-------------------
-------------------------------------------------------------------------
-------------------------------GGCACCCTGCAGGAAGAGCAAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAGGTAAGG---------------------------
GATAAGAGGAAGAAAGTACATGCACTT---
TTTTATAGGCTTGATATAGTACCAATCAGCAGTGGCAATGATAAC----------------------------
-----------------------------------------------------------
AATAGTAGTAATGTAACATACAGGCTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTGTCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCTACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAATAATAAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTATACAG---------ATTAATTGTACAAGACCCAACAACAATACCAGAAAA-----
-AGTATACATATA------------GGACCAGGACAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACATTAGTGGAGCA---
CAATGGAATAAAACATTAGTACATGTAAAGGAAAAGTTAAAG---------------TCTCATTTCCCT----
-----------------------------------AATGCAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACGCATAGTTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAGATCTCAGAATGAGATTTGG------GAG------
AACATGACATGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAGAAGGAATATAC---
AGGTTAATTGAACAGTCTCAGATCCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACACATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
ATACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTCTGCTTAATGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAGTAGTACAAAGAGGTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTACTA---TAA 
>MK041574 
GCT---ACA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------GTCTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAAAATTAGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAGGATATA---
ATTAGTTTATGGGAACAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTGAATTGTACCAATGTGAATAATACTAACATCACT-------------------
-------------------------------------------------------------------------
-------------------------AATAGTAGTGAGGAAGTGTTGGAGGGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
GATAAGGTGCAAAGAGAATATGCACTG---TTTCATAAACTTGATGTAATACCAATAGGGGAA----------
-------------------------------------------------------------------------
----------------
AATAATAGTAGTAGTAGTTATAGGATGATACATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATCAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGCTATTAAATGGTAGTCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTCTCAGACAAT---------ACTAAAGTCATAATAGTACAGCTGAAT----
-----------GACACTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----



-GGTATACCTATA------------GGACCAGGCAGAGCA---TTT------TATACAACA---GAA------
---------ATAATAGGAAATATA------------AGACAAGCACATTGT---AATGTTAGTAAAGAC---
AAATGGGAAAACACTTTAGAACAAATAACTATAAAATTAGGA---------------GAAAAACTTAAT----
-----------------------------------GCTACAAAAATAGCCTTTAAT------
CGATCCTCTGGAGGGGACCCAGAAATTATA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTACAGGATCAACAGCGCCTGGGGATTTGGG
GTTGCTCTGGCAAACTCATCTGCACCACTGCCGTGTCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AACAAAAATCTGACTCAGATTTGG------GAT------
AAAATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTATACAGACAAAATATAC---
CAATTACTTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGAACTAGATAAATGGGCAAATTTGTGGAATTGGTTTACCATAACACACTGGC
TGTGGTACATAAAAATATTCATAATGGTAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTATTCACCA------
CTATCGTTCGCCATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATACAAGCTTTGCAAAGAATTGGTAGAGCT----------------------------
--------ATTTGCAATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAATTTTGATA---TAA 
>MK041585 
GCT---ACA------------------------------------------
GATCACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGCGCATCAGATGCTAAAGCATATGATACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CACGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAATATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCGCTCTGTGTCACTTTAAATTGTACTGATTGGAGTAATAATACCAACAGTAGTAATAACACCACT----
-------------------------------------------------------------------------
-------------AATAGCACCAATGGGAGTGGAGACAGAACGTTGGAGGGAGGAGAAATAAAA---
AATTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
GATAGGGTGCAGAAAGAATATGCACTA---TTTTATAGACTTGATGTAGTACCAATAGAAGAG----------
-------------------------------------------------------------------------
----------------
AATAAGAATAATAATAGCTATAGGTTGATAAACTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATCAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACT---
CAACTGTTATTAAATGGTAGCCTAGCAAAAGAAGAG------------
GTAGTAATTAGATCCAGCAATTTGTCAGACAAT---------GCTAAAGTCATAATAGTGCAGTTGAAT----
-----------GAAACTGTACAA---------ATTAATTGTACAAGACCTGGTAACAATACAAGAAGA-----
-GGTATACATATA------------GGACCAGGCAGAGCA---TTT------TATACAACAGGA---------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTACAGAA---
AAATGGGAAAACACTTTAAAACAAATAGTTATAAAATTAGGA---------------GAAAAATTTAAG----
-----------------------------------GCTACAAACATAACCTTTAGT------
CCATCCTCTGGAGGGGACCCAGAAATTACA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTACAGGATCAACAGCGCCTGGGGATTTGGG
GTTGCTCTGGCAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AGCAAAAATCTGACTCAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GAAAGAGAAATTGATAATTACACAGACATAATATAT---
GACTTACTTGAAAATTCGCAAAACCAACAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGGATAAGAATAGTTTTTTCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGTTATTCACCA------
CTATCGTTCGCCATTAGCTTGTTTAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGGATTATACAAGCTTTGCAAATAATTGTTAGAGCT----------------------------
--------ATTCGCCATATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAACTTTGGCA---TAG 
>AY455781 
GCT---GCA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGAAAGAGAG---GTACATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAACCCACAAGAAGTAGTTCTGAAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGTTTA---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACCTTACATTGTGATAATGCCAATGCCACCAATGGCACTCTAAACAGC----------
-------------------------------------------------------------------------
-------------------------GCAAACAGCACCCTGGAGGAAGAGCCAGGGGCAATACAA---
AACTGTTCTTTCAACATGACCACAGAAGTAAGA---------------------------
GATAAGCAGATGAAAGTACATGCACTT---TTTTATAGACTTGATATAGTGCAAATCAACAAT----------
-------------------------------------------------------------------------
-------------------
GGCAGTAATAACAGGTACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAACAAGTTCAAT------GGGACGGGGCCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGGT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------ACAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACAATTA------------GGACCAGGACGAGCA---TTT------TATACAACGGGAGAT------
---------ATAATAGGAGACATC------------AGAAAGGCACACTGT---AACGTTAGTGGAGGA---
CAATGGAATAAAACGTTAAAACAGGTAAAGGCAGAGTTACAG---------------TCTCATTTCCCT----
-----------------------------------AATGCAACAATAGAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGAGAGGATTTGG------GAG------
AACATGACCTGGATGGAGTGG---GAAAAGGAGATTAGCAATTACTCAGATGAAATATAC---
AGGTTAATTGAAAAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCCTAATGGTAGTAAGAGGCTTGATAGGCTTAAAAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAG---
TGGACAGATAGAGTTATAGAAGCCTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TA- 
>AY455779 
GCT---ACA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAAATGGATCTGGAA---------AATGTAACAGAAGATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAAGTTG---
ACCCCACTCTGTGTTACTTTAAATTGTACTGATGCCACTAATACCACTGCCACCAATAATGCCACTGCCACC-
-------------------------------------------------------------------------
----------------AATAACACTCAAAACAGCGACCTGAAGGAAGATCCAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAGCAGCTGAAAGTACATGCACTT---TTTTATAAACTTGATATAGTACCAATTAGCAAT----------
-------------------------------------------------------------------------
-------------------
AATAGTAGTGGAGGATACAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAG---GATAAAGAGTTCAAT------GGGACGGGGCCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCCACT---
CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAT------------
ATAATAATCAGGTCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATTTA------------GGACCAGGACAAGCA---TTT------TATGCAACTGGAGAC------
---------ATAATAGGAGACATC------------AGAAAGGCACATTGT---AACGTTAGTGGAGAA---
CAATGGAATAAAACATTAGAACGGGTAAAGGCAAAGTTAAAG---------------TCTTATTTCACT----



-----------------------------------AATGCAACAATAAAATTTAAC------
TCATCCTCAGGAGGAGACCTAGAAGTTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTGGGGGATATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAAATGAAATATAC---
AGGTTAATTGCAGAGTCGCAGAGCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTACTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY455783 
GCA---GAA---------------------------------------------
CAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAATCCACAAGAAGTAAATCTGACA---------GGTGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACAGATGTA---
ATTAGTTTATGGGATCAAAGCTTA---AAACCTTGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAACTGTACTAATGCCACTTCCTTCAATGCCACTTCCGTCAATGGCACCACTA
GCCAAAATGACACC-----------------------------------------------------------
-ACTAGCCAAAATAGCACCCTGAAGGAAAATAGCACCCTGAAGGAAGACCCAGGGGAAATACAA---
GACTGTACTTTCAATGTGACCACAGAAATAAGA---------------------------
GATAAGAAGCAGAAAGTACGGGCACTT---TTTTATTTACTTGATATAGAGCCAATCAACAATAAC-------
-------------------------------------------------------------------------
----------------
AGTACAGAATATAGGGAATATAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCCTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTATA---AATAAAGAGTTCAAT------GGGACGGGACCATGCAAGAAT-----------------------
-GTTAGT---ACAGTACGATGTACACATGGAATTAAACCAGTGGTATCAACC---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAT------------
ATAAGAATCAGATCTCAGAATATCTCAGATAAT---------ACAAAAAACATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATCAATTGTACAAGACCTAACAACAATACAAGAAAA-----
-GGTATATATTTA------------GGACCAGGACGAGCA---ATT------TATACAGCAGATAAA------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAGTGTAATA---
CAATGGAATAAAACTTTAGAGCAGGTAAGGGAAAAGTTAAAG---------------TCTTATTTCCAT----
-----------------------------------AATAAAACAATACACTTTAAC------
TCATCTTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGTTTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AACAGATCTCAGGATGAGATTTGG------AAA------
AATATGACCTGGATGCAGTGG---GACAAAGAGATTAGCAATTACTCAGACACAATATAC---
AGGTTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTAGCTATTAGCTTGTTTAATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAGGGGCTTTGCTA---TAA 
>AY771588 
GCT---GCA------------------------------------------
GATGATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGCCCACAAGAAGTGCTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGACCAAAGTCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAGATTGCACTAATTATAAGAAAAATGATACAAATACCACCAGGACT-------
-------------------------------------------------------------------------
----------------------AATAGTACTAGTATTGGGAAAAACATGCAAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAGGCATAGGA---------------------------
GAGAAAATGAAGAAAGAATATGCACTT---TTTAATAAACTTGATATAGTACAAACAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GGTAATACAAGCTATATGATAATAAATTGTAACACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGTACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATATCAAAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAC----
-----------AGCTCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATG------------GGATTTGGGAGATCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGAACAACACTTTAAAACAGATAGTTAAAAAATTAAAA---------------GAACAATTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAGTCTATGACTGAGATTTGG------GAT------
AACATGACCTGGATGGAGTGG---GAGAGAGAAATAGACAATTACACAGGCATAATATAC---
ACATTGCTTGAAAAATCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTTGCTATTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTA---TAA 
>AY771589 
GCT---GAA---GAA------------------------------------
GACAAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAGGCATATGATACGGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGCCAAATTGGAG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATGTA---
ATCAGTTTATGGGAACAAAGCCTG---AAGCCATGTGTAAAATTA---
ACCCCACTCTGCGTTACTTTAAATTGCACTAAGTATAATGCCACTAATATCAATAGT----------------
-------------------------------------------------------------------------
----------------------------ACTAGCACCAATAGTAGTAGTTTGGAAGAGATGAAA---
AACTGCTCTTTCAATATCACCTCAAGCATAAGA---------------------------
AATGCAGTGCGAAAAGAATATGCAATT---TTTAATAGCCTTGATGTAGTACCAATAGATGAT----------
-------------------------------------------------------------------------
-------------------
GATGATACTACCAGCTATATGTTGAGACATTGTAACACCTCAGTCATTACTCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATATACAATTTAAT------GGATCAGGACCCTGTAGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAG------------
ATAATGATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGGATAACTATG------------GGACCAGGGAGAGTA---TTG------TATACAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACGAGCACATTGT---AACCTTAGTAGAGCA---
AAATGGAATACCACTTTAAAACAGATAGCTATAAAATTAAGG---------------GAACAGTTTTAT----
--------------------------------AATACAACAATAATCAAATTTAAT------
CACTCCTCAGGAGGGGACCTAGAAATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG



GTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGGAGAAATTTGG------GAG------
AACATGACCTGGATGGAATGG---GAGAGAGAAATTGACAATTACACAGATGAAATATAC---
AACTTACTTGAAAAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGCA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAGGACAAAGATTTGGTAGGGCT----------------------------
--------ATCCTCAACGTA------CCTGTACGAATAAGACAGGGCTTAGAAAGGTGTTTGCTA---TAA 
>DQ085867 
GCT---ACA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCATCC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCAGTTGACAAAGAG---GCCCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------GTGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAAGTGCACTAATTTGAATGCCACTAAGTTAAACATTACTACT----------
-------------------------------------------------------------------------
----------------------ACTACCAATAATAGTAGTTGGGAGGAGGAGTTAGGAATGACA---
AACTGCTCTTTCAATGCCACCACAAGCAGAGGA---------------------------
GACAAGAAGCAGCAAGAATATGCACTT---TTCTATAAACTTGATGTAGTACAAATAGGTAAT----------
-------------------------------------------------------------------------
----------------------
GATAATACAAGCTATACGCTGATAAATTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---GATAAGAAATTCAAT------GGAAAAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCACTCTAGCAGAAGAAGAG------------
GCAGTAATCAGATCTGAAAATTTCACAAACAAT---------GCTAAAGTCATAATAGTCCAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAATTGCACAAGACCCAGCAACAATACAAGAAAA-----
-AGTATACATCTA------------GGATGGGGGAAAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAATGGAACA---
GAATGGGAAAACACTTTAAAACAGGTAGTTACAAAATTAGGA---------------GAACAATTTAAC----
-----------------------------------CTTACAGCAATAAACTTTACT---
CAACAGCCCCCAGGAGGGGACCCAGAAATTGCA---CTGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATGCTACTTGGAGT-----------------
----------------------------AATAAATCTCTGGCTGATATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAGAAAGAAATTGACAATTACACAGGCTTAATATAC---
ACCTTAATTGAAGAAGCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGCAATTAGATTCGTGGGCAAGTTTGTGGAGTTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATT------CCTACAAGAATAAGACAGGGCCTGGAAAGGGCTTTGCTA---TAA 
>DQ085868 
GCT---GGA------------------------------------------
GAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAGGCATATGATAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTATTAGCG---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACCTTAAATTGCACTGATGTAAAGGAGAATGTCACTGTGTCAAGTAATGGTACTACTA
AC-----------------------------------------------------------------------



----------AATGGTAGTAGTGGGAATACTACTATCGATAGTAGTGGTAGGGAGGAAATGAAA---
AATTGCTCTTTCAATATCACCCAAAACATAGGA---------------------------
AATAAGATGCAGAAAGAATATGCACTT---TTTTATAAACTTGATATAACACCAATAGACGGT----------
-------------------------------------------------------------------------
----------------------
GATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAA---
GCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AACAAGACGTTCAGT------GGAAAAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATCAGATCTGAAAATTTCACAAACAAT---------GTTAAAAGTATAATAGTCCAGCTGAAC----
-----------AAATCTGTAGAA---------ATTAGTTGTATAAGACCCTACGAGACTAAAAGAAAA-----
-AGGATACGTCTA------------GGATTGGGGAGATCA---TTT------TGGGCAACAAAT---------
---------GTAGAAGGAAATATA------------AGAAAAGCACATTGT---AAAATTAATAGAACA---
AAATGGGAAAATATTTTAAAACAGATAGTTCCAAAATTAGGA---------------GAACAATATAAT----
-----------------------------------AACAAGACAATAGTCTTTAAT------
CGATCCTCAGGAGGGGACCCAGAAATTGAG---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AGTAAATCCTATGATGACATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAGAATGAAATAGATAATTACACAGACTTAATATAC---
ACCTTAATTGAAGAATCGCAAAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCCACATT------CCTAGAAGAATAAGACAGGGTTTAGAAAGGAGCTTGCTA---TAA 
>AY771591 
GCT---GCA------------------------------------------
GAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCATCC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAG---GTGCATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAATCCACAAGAAATATTATTGGAA---------AATGTGACAGAAAGTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTACATTGCACTGAATTGAAAAATGATAATACTACTATTAAT-------------
-------------------------------------------------------------------------
-------------------------AATAGTAGGGATTGGATTGAGATGAAGAAAGTAATGAAA---
AACTGCTCTTTCAATATCGCCACAAGCATAAGA---------------------------
AATAAGATGCAAAGAGAATATGCACTT---CTTTCTAAACTCGATATAGTACCAATAGATAAG----------
-------------------------------------------------------------------------
----------------
GATAATAATAGTACAAACTTTACATTGATACACTGTAACACCTCAACCATTACCCAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GCTAAGAAGTTCAAT------GGAAAAGGAGAATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATTTCACAAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----
-----------AAATCGGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-GGTATACGTATA------------GGACCGGGGAGAGCA---TTT------ATTGCAACAGAAAAA------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGCAGGGCA---
GAATGGAACAATACTTTAAAACAGATAGTTGAAAAATTAGGA---------------GAACAATTTAAC----
-----------------------------------AAAACCAAAATAGACTTTAAG------
CCATCCTCAGGAGGGGACCCAGAAATTGAA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGGAGGATATTTGG------GAC------
AAAATGACTTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGATTTGATATAC---



ACCTTAATTGAAGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGACTTATTGGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGGG---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGTGGGTAGAGCT----------------------------
--------GTTCTTAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>GQ372989 
GCT---GAA---------------------------------------------
AATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATGATAAAGAG---GCACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAT---
CCCAATCCACAAGAGGAAGTTATGGGA---------AATGTAACAGAAAGTTTTGAT----------------
--------------------------ATGTGGAAAAATGACATGGTASAACAAATGCATACAGATATA---
ATCCCTTTATGGGATCCAAGTCTA---AAGCCCTGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCTACTGCCACTGCCACCGGCACTCAG-------------
-------------------------------------------------------------------------
----------------------------AATAGCACCCTGAAGGAAGAGCCAGGGGCAATACAA---
AACTGTTCTTTCAATATGATCACAGAAGTCAGA---------------------------
GATAAGCAGATGAAAGTACATGCACTT---TTTTATAGCCTTGATATAGTACCAATCAGCAAT----------
-------------------------------------------------------------------------
----------------------------
GGCACTTATAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGGACGGGGCCATGCACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGCTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATCTCAAAATATCTCAGATAAT---------GCAAAGACCATAATAGTACACCTTAAT----
-----------GAATCAGTACAA---------ATTAATTGCACAAGACCCAATAATAATACAAGGAAA-----
-AGTATACAGTTA------------GGACCAGGACGAGCA---TTT------TATGCAACAGGGGAA------
---------ATAATAGGAGACATT------------AGAAAGGCACATTGT---AATATTAGTGGAGTA---
CAATGGAATAAAACAATGCAACAGGTAAAGGCAAAGTTAGAG---------------GAGTATTTT-------
-----------------------------------AATGGAACAATAAAATTTAAT------
TCATCATCAGGAGGGGATCCAGAAATTACA---ATGCATAATTTCAATTGTAGAGGAGAA---
TTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTTACGATCAAATATGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGTAATTACTCAGATGAAATCTAC---
AGGTTAATTGAAAAATCGCAGAACCAGCAGGAG----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTACCATAACAAACTGGT
TATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCGTTCGCTATTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAA---
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAATAGGAAGAGCT----------------------------
--------TTTCTCCACATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGGTGTTTGCTA---TAA 
>JX140660 
GCT---ACA------------------------------------------
GAAAAGTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGG---AAGGAAGCAAAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACG---CATGCCTGCGTACCCACAGAT---
CCCAATCCACAAGAAACACCTCTGGAA---------AATGTAACAGAAAAGTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGCAGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTGAGGCTA---
ACCCCACTCTGTGTTACTTTACATTGTAAGGATTACAATGCCACTGCCAATGGTACTCAA-------------
-------------------------------------------------------------------------
----------------------------AGCAGCACCCTGAAGGAAGAGCAAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAAGTTACA---------------------------
GATAAACAACGGAAAGAAAATGCCCTT---



TTTTATAGACTTGACATAGTACCAATCAGTGAGAATGATAGGAAT----------------------------
--------------------------------------------------
GATAGTAGTGTAAATAAAGGTAGAGATTATAGGCTGATAAATTGTAATACCTCAACCATGACACAG---
GCTTGTCCAAAAGTATCTTGGGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAA---GATAAGAATTTCAAT------GGGACGGGGCTATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAGTTGTTGCTAAATGGTAGCCTAGCAGAAAAAGAT------------
ATAGTAATCAGATCTCAAAATCTCTCAGATAAT---------ACAAAAAATATAATAGTACACCTTAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAACACAAGAAAA-----
-AGTATACAGTTA------------GGACCAGGACGAGCA---TTT------CATACAACAGGAGAG------
---------ATAATAGGAGACATT------------AGGAAAGCACATTGT---AACATTAGTGGCACA---
CAATGGAAGAAGACACTAGAACAGGTAAAGGCAGAGTTAAAG---------------TCTCATTTCCCT----
-----------------------------------AATAGAAATATAACATTTAAC------
TCATCCTCAGGAGGAGACTTAGAAGTTACA---ATGCATATTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCCTGGAACGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCAGAAGGATATATGG------GAG------
AACATGACCTGGATGCAGTGG---GAACAAGAGATTAGCAATTACACAGGAGAAATATAC---
AAGCTAATTTCAGACGCACAGAGCCAGCAAGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGAATTATTGGAATTGGACACATGGGCAAGTCTGTGGAATTGGTTTGCCATATCAAAATGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATTGTTTTTTCT---
GTACTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTCGCTGTTAGCTTGCTCAATACCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAGTTATAGAGGTTTTGCAAAGAATTGGTAGAGCT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAAGCTTGCTT---TAA 
>KT276259 
GCT---ACA------------------------------------------
GAGAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACT---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---ATGCATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACAATTAGGG---------AATGTAACAGAAAATTTTAAT----------------
--------------------------GTGTGGAAAAATAGCATGGTAGAACAGATGCATGAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCTCTCTGTGTCACTTTGAATTGCACTGATGCTAACACCACTACTAATAACACTGGC-------------
-------------------------------------------------------------------------
-------------------------AATAGCTGGGGAAAGGTGATGGACAAAGGAGAAATAAAA---
AATTGCTCTTTCAATGTGACCACAAACATAAGA---------------------------
GATAAGTGGCAGAAAGTATATGCACTT---TTTTATAAACTTGATGTAACACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AACAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACACCTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGAAGTTTGAA------GGAAAAGGACAATGTAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACT---
CAACTGCTTTTAAATGGCAGTCTAGCAAAAGAAGAG------------
ATAGTCATCAGGTCTGAAAATATCTCGAACAAT---------GCTAAAACCATAATAGTGCAGCTGAAC----
-----------AAAACTGTAACA---------ATTAATTGTACAAGACCCAACAAAAATATAAGAAAC-----
-AGGATACATATA------------GGGCCAGGCAGAGCA---TTT------TACGCAACAAGG---------
---------AAAATAGGAGATATA------------AGACAAGCATACTGC---AATGTTAGTAGACAA---
GAATGGAATAGCACTTTACTACTAATATATAACAAACTAAAA---------------GAAAAATTTCCA----
-----------------------------------AATAAGACAATAAGCTTTAAA------
AACTCCTCAGGGGGGGACCCAGAGGTTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGGATCAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GAAACAGAAATTGACAATTACACAGGGTTAATATAT---
TCCTTGATTGAAAAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCC------
CTATCGTTCGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGTTTTGCAAAGATTTGGTGCAGCT----------------------------
--------CTTCTCCACATA------CCTAGAARAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>KT276269 
GCT---GAT------------------------------------------
GACAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACATTATTTTGTGCATCAGATGCTAAATCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACCGAC---
CCCAGCCCACAAGAAGTATTATTAAAA---------AATGTGACAGAGAGATTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGATCAAATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTGAAGTTA---
ACCCCACTCTGCGTTACCTTACACTGTATGAATTACAATGCCACCAATGCCACCAATGAT-------------
-------------------------------------------------------------------------
----------------------------TATAGCACCCTAAAAGAAGAGTCAGGAGCAATACAA---
AACTGTTCTTTCAATGCAACCACAAAAGTAAGA---------------------------
GATAAGAATCAKAAAGTAGTTGCACTT---TTTTCTAAACTTGATATAGTATCAATTAATACT----------
-------------------------------------------------------------------------
----------------------
AACAAAAGTGAATACAGGTTAATACATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCACCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGAGACTGCAATAAT-----------------------
-GTCGGC---ACAGTACAGTGTACACATGGAATTAGACCACTAGTGTCAACT---
CAACTGCTGTTAAATGGTAGTCTACCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATTTCACGAACAAT---------GCTAAAAACATAATAGTACATCTGAAT----
-----------AAATCAGTGCAA---------ATTAATTGTTCAAGACCTAACAACAATACAAGAAAA-----
-AGGATAACCATG------------GGGCCAGGAAGAGTA---KTC------TATACAACAGGAGAA------
---------ATAATAGGAGACATT------------AGAAAGGCACACTGT---AACATTAGTAGAACA---
CAATGGAATGAAACATTGAAACAGGTAAAGGAAAAGTTAAGG---------------GATCAGTTTCCT----
-----------------------------------AATAAAACAATACAATTTAAC------
TCATCCTCAGGAGGGGACCTAGAAGTTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTCAAGCAGCTCCAGGCAAGAGTGCTGGCTCTGGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGC-----------------
----------------------------AATAAATCTATAGGAGACATTTGG------AAT------
AACATGACCTGGCAGCAGTGG---GAAAAAGAGATTGACAATTATACAGACTTAATATAC---
AAATTACTTGAAACTTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
ATAAATGAACAAGAATTATTGAAATTGGACACGTGGGCAAGTTTGTGGAGTTGGTTTGATATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATATTCACCA------
CTATCATTTGCTATCAGCTTGTTCAACGCCACAGCTGTAACAGTAGCTGAA---
GGGACAGATAGGATTCTAGAAGTAATACAAGTAGTTTTTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTA---TAA 
>GU595151 
GCT---GCA------------------------------------------
GAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACGCTATTCTGTGCATCAGATGCTAAGGCATATGAGACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCGCAGGAAATACATTTAGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTAATAGCACTAATAGCATTGTGTATAATACTACTAGC-------
-------------------------------------------------------------------------
-------------------ACTAGTAATACTAGCACAATAATAGTAGGGAATGAAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------
AATAAGATGCAGAGGGAATATGCACTT---TTCTATAAATTTGATATAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
GATAGTACAAGCTATATGCTGATAAATTGTAATACCTCAGTCATTACACAG---



GCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---GMTAAGAAGTTCAAT------GGAACAGGACCATGTWAAAAT-----------------------
-GTCAGS---MCAGTACAATGTACACATGGRATTAGGSCMGTAGTGTCAACT---
CMACTGSTGKTAAWSGGCAGCCTMGCMGAAGAAGRA------------
GTGGTAATTAGATCTGCCAATTTCTCAGACAAT---------GCTAAAAACATAATAGTACAGCTGAAT----
-----------GAAACTGTAGTA---------ATTAATTGTACAAGACCCAACAACAATACAAGCAAA-----
-AGTATACATATA------------GGACCGGGGAGAGCA---TTC------TATGCAACAGAAAGA------
---------ATAGTAGGAAATATA------------AGAGAAGCACATTGT---AACCTTAGTAAAACA---
AAATGGGAAAGCACTTTAAAAAAGATAGTTACAAAATTAGGA---------------GAACAAGTTAAC----
-----------------------------------ACCACAACAATAACCTTTAAT------
AAATCATCGGGAGGAGACCTAGAAATTGTA---ATGCACACTTTTAATTGTGGAGGGGAA---
TTTAAGCAGYTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACACAATTAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAGTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAACCCTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTATTGTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTATCGTTCGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGWAGCACAAAGAATTGGTAGAGCT----------------------------
--------TTTCTCCATATA------CCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA---TAA 
>AB480299 
GCT---ACA------------------------------------------
GAAAAAATGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAGTGAG---GTACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCGATCCACAAGAAATAAAGCTA------------AATGTAACAGAAAATTTTGAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATACGGATATA---
ATTAGTTTATGGGATCAAAGCCTC---AAGCCATGTGTGAAGTTA---
ACCCCACTCTGTGTTACTTTGGATTGTACTGATGTCCCTGTCAATATAACCAAC-------------------
-------------------------------------------------------------------------
-------------------------------AGCACCCTGGATGAAGACAAAGGGGCAATAAAA---
AACTGCTCTTTCAATATGACCACAGAAGTAAGA---------------------------
GATAAACAGCAGAAAGTACAGGCACTT---
TTTTATAAACTTGATATGGTACCAATCAGTGATGACAGTACTCGTGAT-------------------------
-----------------------------------------------
AGCAATGTCAGTAGTAATGGCACTAGACAATACAGGCTCATACATTGTAATACTTCAACCATTACACAG---
GCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTTAT---GATACAGAATTCAAT------GGGACGGGGCCATGCAGGAAT-----------------------
-GTCAGC---ACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCCACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGGACCAGAG------------
ATAATAATCAGGTCTCAAAATATTTCAGATAAT---------GCAAAAACCATAATAGTACATCTTAGT----
-----------GAGTCTGTATGG---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGACGTGCA---TTT------CATACAACAGACAGA------
---------ATAGTAGGAGACATC------------AGAAAAGCACATTGT---AACGTTAGTAGAGGA---
GAATGGAGTAAAACATTAGGACAGGTAAGGAAAGCGTTAGGG---------------TCTCATTTCCCT----
--------------------------------AATGGAACAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAGTTACA---ATGCATATGTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGTTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGAAATTTGG------GAT------
AAGATGACCTGGATGCAATGG---GAAAAGGAGATTAGCAATTACTCAACAGAAATATAC---
AGGTTAATTGAAGAATCGCAGTACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGTCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTTAACACCACAGCAATAGTAGTAGCTGAG---



GGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTT---TAA 
>JN251900 
GCT---ACA------------------------------------------
AAAAAACTATGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAC---
ACTACTTTATTCTGTGCATCAGATGCTAAATTTTATGAAAAAGAG---GCACATAAT----------------
--------------GTCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAAGCCACGAGAAGTACCTCTGGGA---------AATGTAACAGAAGAGTTTAAT----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAAATGCATACAGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCACTCTGTGTTACTTTAGAGTGTACTGATGCCAATGTCACTAATAATAGCACCATC-------------
-------------------------------------------------------------------------
----------------------------AATAGCACCCTGAAGGAAGAGCCAGGGGCAATACAA---
AACTGTACTTTCAATATGACCACAGAAATAAGA---------------------------
GATAAGGAGAAGAAAGTACATGCACTT---TTTTATAAAATTGATATGGTACAACTCAACAGC----------
-------------------------------------------------------------------------
----------------
AACAATGGCAGTACAACATACAGGCTAATAAATTGTAATACCTCAACCATCACACAG---
GCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GACAAAAAGTTCAAT------GGGACGGGGCCATGCAGTAAT-----------------------
-GTCAGC---TCAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAATAATCAGATTTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACAYCTTAAT----
-----------GAATCTRTACAG---------ATTAATTGTACAAGACCCAACAATAATACAAGAAAA-----
-AGYATACAGTTA------------GGACCAGGAAAAGCA---TTT------TATGCAACAGGAGAC------
---------ATAATAGGAGATATC------------AGAAAGGCACATTGT---AACATTAGTGGAGCA---
CAATGGAATAAAACAATAGAACAGATAAAGGCAAAGTTAAGG---------------TTGCATTTCCCT----
-----------------------------------AATGCAACAATAAAATTTAAC------
TCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGTTTCAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCGCCTAGGGCTTTGGG
GCTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAGGAAGAAATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GAAAAGGAAATTAGCAATTACACACAAAAAATATAC---
ACGTTAATTGAAGAATCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCC------
CTGTCGTTTGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGAATTATAGAAGCTTTGCGAAYAGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTA---TAA 
>HQ236588 
GCT---ACA------------------------------------------
GCAAATCTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGAATTAAAA---------AATGTAACAGAACATTTTGAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTACTAATGCCACTAAGACCGAGGTTGCTGCGAACGCAACGCAGAATA
CT-----------------------------------------------------------------------
----------ACCCCCCAGAATACTACCCCCAGCACCCTGAAGGAAGAGGCAGGGGCAATACAA---
AACTGTTCTTTCAATATGACCACAGAATTAAGA---------------------------
GATAAGCAGAAAAGAGAATACGCACTT---TTTTATAGACTTGATATAGTACCAATTAGTGAGGGCAATAAC-
-------------------------------------------------------------------------
-------------
AGTAACAATAACAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACCCAG--
GCTTGTCCAAAGGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAG
TGTAAT---GATAAAGAGTTTAAT------GGGACAGGGCCATGCAGGAAT----------------------
--GTCAGC---ACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACT---



CAGCTATTGTTAAATGGCAGCCTAGCAGAACAAGAT------------
ATAATAATTAGATCTCAAAATATCTCAGATAAT---------GCAAAAACCATAATAGTACACCTTAAT----
-----------TCCTCTGTACAG---------ATTAATTGTACAAGACCCAATAACAATACAAGAAAA-----
-AGTATACAGTTA------------GGACCAGGACGAGTA---CTT------TATGCAACAGGGGAA------
---------ATAATAGGGGATATC------------AGAAAGGCACATTGT---AACCTTAGAGAAGAA---
CAATGGTATGGCATGTTAAACAGGGTAAAGAGAAAGTTAGGG---------------TCTTATTTCAAT----
-----------------------------------AATGCAACAATAGAGTTTAAC------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGGGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCATAAGGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAAAGAGATTAGCAATTACTCAAATGAAATATAC---
AGGTTAATTGAACAGTCACAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTAGCATTGGACAAATGGGCAAGTCTGTGGGATTGGTTTGAGATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTACTGTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTTGCTATTAGCTTGCTCGATACCATAGCCATAGCAGTAGCTGAG---
GGGACTGATAGAATTATAGAAGTACTACAGAGAGTTTGTAGA-------------------------------
--------------------------------AGAATAAGACAGGGCTTGGAAAGGGTTATATCA---TAA 
>MF373205 
GCT---ACA------------------------------------------
GACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAGGCAACC---
ACTACTCTATTTTGTGCATCAGAAGCTAAAGCATATAGTACAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAA---
CCCAAGCCACTGGAAATAGTTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAAATGCATGAAGATATA---
ATCAGCTTATGGGATGAAAGCTTA---AAGCCATGTGTAAAGTTA---
ACTCCACTCTGCGTTACCTTGCACTGTTCTAATGCGACTGGGAAAGGGAACCAG-------------------
-------------------------------------------------------------------------
----------------------------TCTACCGCCCAGATGGAAGAACCAGGGGCAATACAA---
AATTGTTCTTTCAATATGACCCCCGAAAGAGAA---------------------------
GACAAGAGGGGAAAGTCCTCGGCCCTT---TTT---------------
TTAAAACTTACTGGACTTCACCCCCAG----------------------------------------------
-----------------------------------------
GGGGATACTAGCCAGAGCTATAGAGAGATGAATTGTAATACCTGAACAATTACACAG---
GCTTGCGTAAGTGTTTCTTGAGTTCCAATCATCTTTCATTATTGTTATCCAGCTGAGTATGTTATGCTAAAAA
GTAGG---GAGATAGAGTTCAGT------GGGACTGGGGTGTGCAAGAAA-----------------------
-ATTAGC---TCAGTACAGTGCACACAGGGAATTAAGCCAGTAATATGAATT---
CAGAAATTGTGAAATGGCAGCCTAGCAGAAGAGGAG------------
ATAAATATTAGATCTCACAATATCTCAGATAAT---------ACAAAGACAATAATAGTACACCTTAAT----
-----------CAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAG-----
-AGTATACATCTA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGAAAGGCACATTGT---AACATTAGTGGGACA---
CAATGGAATGACACTTTAAAAAAGGTACGTACAAAGTTACAG---------------GAGTATTTCCCG----
-----------------------------------AACACAACAATAAAATTTAAC------
CAATCCTCAGGAGGGGACCCAGAAACTACA---ATGCACAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCCCAAGAGGAGATCTGG------GAG------
AACATGACTTGGATGCAATGG---GAAAAAGAGATTAGCAATTACTCAGACACAATATAC---
ATGTTAATTGAACAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCGCGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCT------
TTGTCATTGGCTATTAGCTTGCTCAACGCCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTCTAGAAGTTTTGCAAAGAGCTGGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGAATAAGACAGGGCGCTGAAAGGGCTTTGATA---TAA 
>AY536236 



GCT---GCA------------------------------------------
GACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACTCTATTTTGTGCTTCAGATGCTAAAGCATATGATACAGAA---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTAAAATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTGATTGGAAAGCAAATAGCACTGGGAATAATGTTACT-------
-------------------------------------------------------------------------
-------------------AGTACTACTAATGGTAGTTTGGAAAAGCTGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTCACCGCAAACATAAGA---------------------------
AATAAGATGCATAAAGAATATGCACTT---TTTTATAAACTTGATGTAATGCCAATAGATAAC----------
-------------------------------------------------------------------------
----------------------
AGTAATACAAGCTATACACTGATAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGGTGACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAA------------
ATAGTAATTAGATCTGAAAATCTCACAGACAAT---------ACTAAAACCATAATAGTACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGTACAAGACCCAGCAATAATACAAGAAAA-----
-AGTATACATATA------------GGACCGGGGAGAGCA---TTT------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTAGTAGAGAA---
AAATGGGAAAACACTTTAAAACAGGTAGTTACAAAATTAGGA---------------GACCAATTTGGC----
-----------------------------------AACAAAACAATAGTCTTTAAT------
CAATCTGCAGGAGGGGACCCAGAAATTATA---ATGCATAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACACAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGATTATATTTGG------AAC------
AACATGACCTGGATGCAGTGG---GAAAAAGAAATTGATAATTACACAGACTTAATATAC---
ACCTTACTTGTAGAATCGCAAACCCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTACAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTACTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATATTCACCA------
TTATCGTTTGCTGTTAGCTTGCTCAACGCCCTAGCCATAGCAGTAGCTGAG---
GGAACTGATAGGATTATAGAAGTATTACAAATAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTA---TAA 
>EU885760 
GCC---TCA------------------------------------------
AATGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AGAGACGCAACC---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCACACGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTACCATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACCCCTCTCTGTGTTACTTTAAACTGTACTAATGTAAACAGTACTAATGTGACCAACAATAGTAGT-------
-------------------------------------------------------------------------
----------------------GTAACCAACAATAACACTATAAAGTACAAAGAAGAACTAAGA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAAGAAGCAAGAATATGCGCTT---TTCTATAAACTTGATATAGTACCAATTACTGAT----------
-------------------------------------------------------------------------
----------------
AATGATAATAGTAGTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAAT
GTAGG---GATAAGAAGTTCAAT------GGAACAGGACCATGTAAAAAT-----------------------
-GTCAGT---ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAGAATTTTACAAACAAT---------GCAAAAATCATAATAGTACATTTGAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAGCAACAATACAAGAAAA-----



-AGTATAAGCTTC------------GGACCAGGGCAAGCG---TTC------TATGCAACAGGCGAA------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AATATTAGTGGAACA---
AAATGGAATAATACGATACATAATGTGTCTAAAAAACTAGAA---------------AAAATCTTT-------
-----------------------------------AACAAAACCATAACCTTTAAC------
CCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGTTTTAATTGTAAAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGGTGGAGT-----------------
----------------------------AATAAATCTATGGATGAAATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GAAAGAGAAATTGACAATTACACAGAATTAATATAC---
AACCTACTTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAATA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGCTATAGAAGAAGGGCAAAGAATTGGTAGGGCT----------------------------
--------TTTTTCAACATA------CCTAGAAGAATAAGACAAGGATTGGAAAGACTTTTACTA---TAA 
>MF614614 
GCT---TCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGATGCAAAT---
ACCACGCTATTTTGTGCATCTGATGCTAAAGCATACAGTACTGAA---AGCCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCTGACCCACAAGAGATACGTTTAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAATATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGCTA---
ACTCCTCTCTGTGTTACTTTACACTGTACTAATGTAAACAGAACTAAGGTAAACAATACTAATAGGACCAAAT
CCACCACTGCCACCACCACCACCAGC---------------------------------------------
ACCAGTGCCCCTACCTCTACCTCTACCCCTACCCCTACCACTGCAGGGGACAGAGGAGAACTAAAG---
AACTGCTCTTTCAATACAACCACAGAAATAAGA---------------------------
GATAAGGTGAAGAAAGACTATGCACTG---TTCTATAAACTTGATATAGAATCACTTGGTGATAAGRAT----
-------------------------------------------------------------------------
----------------
AATAGTATTAGTAGTGATTATAGACTAATAAATTGTAATGTCACAACCATTAAGCAG---
GCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTACCCCAGCTGGATATGCGCTTCTAAAGT
GTAAT---GATACTAAGTTCAAT------GGAACAGGAAAATGTACAAAT-----------------------
-GTCACC---ACAGTGCAATGTACACATGGAATTAGGCCGGTAGTATCAACT---
CAACTGCTGCTAAATGGCAGTTTGGCAAAAGGAGAC------------
ATAATAATTAGCTCTGAAAATGTCGCAAACAAT---------GCTAAAACCATCATAGTACATCTGAAT----
-----------GAAACTATAGAA---------ATCAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATACACTTA------------GGACCAGGACGAGCG---ATC------TATGCAACA---GAC------
---------ATAATAGGAGATATA------------AGACAGGCATATTGT---AATATTAGTGAAGTA---
AAATGGAAAGATATGATGAAAAAGGTAAAGGAAAAACTAAAA---------------GAAAGCTTTAAC----
-----------------------------ATTAGCGATCACAACATAACATTTAAC------
TCATCCTCAGGAGGGGACGTAGAAATAACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTCAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAATACTAGCTGGAGT-----------------
----------------------------AGTAGATCTCATGATGATATTTGG------GAG------
AACCTAACATGGGTACAATGG---GAAAGGGAAATTGGCAATTATACAGAACAAATATAT---
GACCTACTTGAAAAATCGCAGATCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTATCATTAGACCAGTGGGCAAGTTTGTGGAATTGGTTTGACATCTCAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGAAGGGATACTCACCA------
TTGTCATTCGCCATTAATTTGTTTGATACAATAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGGGCAAAGACTTGGTAGAGCT----------------------------
--------TTTCTCAACGTA------CCTGTAAGAATAAGACAAGGTTTAGAAGCAGCTTTGCTA---TAA 
>AF457085 
GGG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
CCTACTCTATTCTGTGCATCAGATGCTAAAGCATATAGTCCAGAA---GTGCATAAT----------------



--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAGATGCATCAGGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTATTACTTTAAACTGTACTACTTTCAACGGTACTACTTTCAACAGTACTACTTTCAACAGT-
-------------------------------------------------------------------------
----------------AGCGAGGCTAATGATACTGTTAATAATGAAATGAAGGAAGAAATAAAA---
AATTGTTCTTTCAACATAACCACAGAAATAAGA---------------------------
GATAAGAAAAAGGGGGTACATGCACTC---TTTTATAGACTTGATCTAGTACAACTTAATAAT----------
-------------------------------------------------------------------------
-------------------------
GACAGTGAATATACATTAATAAATTGTAATACCTCAGTCATAAAACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGT
GTAAT---AACAAGACATTCAAT------GGAACAGGACCATGTAATAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCTAAGACAATAATAGTACATCTCAAG----
-----------AACCCTGTTAAG---------ATTAATTGTACGAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCCACAGGAGAC------
---------ATAATAGGAAAGATA------------AGACAAGCACATTGT---AACATTAGTGAAACA---
GAATGGAATGAGACTTTAAAAGAGGTAAGTGACAAATTAAAA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATAATATTTGCA------
CAACCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAATTGTGGGGGAGAA---
TTTAAGCAGCTTCGGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTACAAGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAATGAGTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AAAAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGTTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGGACAGATAGGGTTATAGAAATAGTACAGAGAATTGCTAGAGCT----------------------------
--------GTTCTTAACATA------CCCAGACGAATAAGACAGGGCTTAGAAGGGGCTTTACTA---TAA 
>DQ208491 
GTG---ATG------------------------------------------
GGGGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACTACTCTATTCTGTGCATCAGATGCTAAATCATATAAAGAAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAAGAAGTGGTTTTGGAA---------AATGTAACAGAAACTTTTAAT----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAAATGCATGAGGATATA---
ATTAGTTTATGGGATCAAGGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGTAGTAACACAGGAGATGCCAATAGTAATAATACAGGTAGTAACACAG
GA-----------------------------------------------------------------------
----------GATGCCAATAGTAATAATACAGGAAATGGCACTATTGATGACACAGAAATGAAA---
AACTGCTCTTTCAACATAACCACAGAATTAAGA---------------------------
GATAAGCAGAAGCAAGTATATGCACTT---TTTTATAGACTTGATGTGGTACCAATGGACAAG----------
-------------------------------------------------------------------------
----------------------
AATGATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCATGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGATTTGCGATTCTAAAAT
GTAAC---GATAAGAAGTTCAAT------GGGACGGGTCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAAACTATAATAGTACAACTTAAT----
-----------GAGTCTGTACCA---------ATTCATTGCGTGAGACCCAGCAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGCGAA------
---------GTAATAGGAGATATA------------AGACAGGCACATTGT---AACATTAGTGAAGAA---
CGCTGGAATAGAACTTTAAAACAGGTAGCTAAAAAATTAAAA---------------GACCTTTTTAAC----



-----------------------------------CAAACAACAATAATTTTTAAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---TCACACACTTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAGTTTGGG
GTTGCTCTGGAAAACACATTTGTACCACTACTGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGGGGAGATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAGGGAAATTGGCAATTACACAGATATAGTATAC---
AGATTACTTGAAGAATCGCAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGGTTTTAGAAATATTACAAAGAGCGGGTAGAGCT----------------------------
--------GTACTTAACGTA------CCCAGACGAATAAGACAAGGCTTTGAAAGGGCATTACTA---TAA 
>KY112292 
GTG---GTA------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGG---AGAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCACAGAAGAGAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAGATGATATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAAGACATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGACTGTACTAATGTTAATGTTACTACCAGAAATGGTACTAATGATACT----
-------------------------------------------------------------------------
-------------------------GTCAGTACTGTCAACAATACCATGGAGGGAGAAATAAAA---
AACTGTTCTTTCAATGTAACCACAGAATTAAGA---------------------------
GATAAGAAAAAGATGGTATATGCACTT---
TTTTATAAACTCGATATAGTACCAATAAGTGAGGGGAGCAAAACT----------------------------
-----------------------------------------------------------------
AATTCAAGTAACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAG---
GCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAGA---AATAAGACATTTAAT------GGAACAGGACCATGCAACAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTGATAGACAAT---------GCCAAAACAATAATAGTGCAGCTTAAA----
-----------AACCCTGTAACA---------ATTGTGTGTATAAGGCCTAACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATAAAGCA---
AACTGGACTAACACATTACAAGAGGTAAGCGAAAAATTAGCA---------------AAGCACTTCCCT----
--------------------------------AATAGAACAAACATAAAATTTGCA------
CCATCCTCAGGAGGGGACCCAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTAATGTGCCTTGGAACCTTAGTTGGAGCGCTAAT---
CGGAGTGAAGGA------------------------------GCTCTTAGTGGAATATGG------GAT----
--AACATGACTTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAACCCAACAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAAGATCTATTAGCATTGGACAAATGGAACAATCTATGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KU341727 
GGG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
GCCACTCTATTTTGTGCATCAGATGCCAAAGCATATGAGAGGGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGGA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATGTA---



ATCAGTCTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCGCTCTGTGTCACATTAGAATGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAAT----
-------------------------------------------------------------------------
-------------------------------------------GGGAGCGTGGAGGAAATAAAA---
AATTGCTCTTTCAATGCAACCCCAGAAGTAAGA---------------------------
GATAGGAAGCAGAGAATGTATGCTCTC---
TTTTATGGACTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAG-------------------------
-----------------------------------------------------------------
AACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTGTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACATTAGTAGAGAT---
AAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCA---------------GAACACTTCCAT----
-----------------------------------AATAAGACAATAAAATTTGCA------
TCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCAAAGTGAGATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAGTTAGTAATTACACAAACATAATATAC---
AGCTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTCTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGTTTGATAGCATAGCAATAGTAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>KF716473 
GTG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCAAATGCTAAAGCATATGATACAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTGCCCACAGAC---
CCCAGCCCACAAGAATTGGTTATGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAAATGCATCAGGATATA---
ATTAGTTTGTGGGATCAAAGCCTA---AAGCCATGCGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAAACTGTAGCAATGCTAAAATTAATAATACTGGTATCAATAATACC-------
-------------------------------------------------------------------------
-------------------------------------CTTGCCATAAGGGAGGGAGAAATAAAA---
AATTGCTCCTTCAATATGACCACAGAACTAAGA---------------------------
GATAAGAAGGAAAAGGTATATGCACTA---
TTTTATAAACTAGATGTAGTACCACTTAGCAACTCTATTAATGGG----------------------------
--------------------------------------------------------
AATAATAGCAGTTCTGCTGAATATAGATTAATAAATTGTAATACCTCAGCCATTACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAGT------GGAACAGGACCATGCACTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTGCTATTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGATCAGAAAATCTGACAAATAAT---------GTCAAAACAATACTAGTACAGCTTAAG----
-----------AAACCTGTTGAA---------ATTGAGTGTACGAGACCCAGCAATAATACAAGAACA-----
-AGCGTAAGGATA------------GGACCAGGACAAACA---TTC------TTTGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGAAAAA---
GACTGGAATGAAGCTTTACAAGAGGTAAGTAAACAATTAAAA---------------AAGCACTTCCCT----
-----------------------------------AATAAAACAATACAATATCAA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAAATAGTATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GATAAAGAAATTAGTAATTACACGGGAGCAATATAT---
AAGCTGCTTGAAGACTCACAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATATTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGAAGGGATACTCACCC------
CTATCATTTGCTATTAATCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAGAAATACTCCAAAGATTTTGTAGAGCT----------------------------
--------ATCTGGCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TA- 
>MF373143 
ATG---GTG------------------------------------------
GGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAAAAAGCA---GGGCATAAT----------------
--------------GTTTGTGTTGCA---CCTGCTGCTGTAGCCTCGGAC---
CCAAAGTCCCAAGAAATTGTGATGGAA---------AATGTTAAAAGAAACTTAAAT----------------
--------------------------ATCTGGAATAATGACAAGGATGATCAGATGCATGAGGATCTA---
GTCAATATATGGAACCAATGCGTA---CAACTCTGTATAAAGTTG---------------
GTCACGTTGACTGTCAGTGTCAAAAGTGTAAATGGTACTGATAATAGTACTACCAGTAATACTACTAGTACGG
ATAGT---------------------------------------------------------
GAGACCTCTAATAATACTACCAGTGGGAATAATGTTACCTATAATGATGCCATGGAAATGACA---
AATTGCTCTTTCAATGCAACCACAGAAATACAA---------------------------
GATAAGAAAAAGAAAGTGCATGCACTT---TTTTATAGACTTGATGTAGTACCAATTGATGGG----------
-------------------------------------------------------------------------
----------------------
AGTAATGAGAGCTATAGATTAATAAATTGTAATACATCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAG------------
ATAATAATTAGATCTGAAAATATATCAAACAAT---------ATCAAAACAATAATGGTACAGCTTAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGATGAC------
---------ATAATAGGAAATATA------------AGAATAGCACACTGT---AATGTTAGCAGAGAA---
CAGTGGAAGAAAACTTTAAAAGGGGTAAGGGATAAATTAGCA---------------AAATACTTCCCT----
-----------------------------------AATACAACAATAAAATTTGAA------
CCACATTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATATGCACCACTGATGTGCCTTGGAACCTCAGTTGGAGT-----------------
----------------------------AATAGATCTTACAAAGATATTTGG------GAC------
AACATGACTTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATAC---
TGGTTGCTTGAAAACTCGCAAAACCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGATTTATTAGCATTGGACAAATGGCAAAATCTATGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTGGCTATTAGTCTGCTTGATACCCTAGCAATAATAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGTAGTACAAGGAATTGGTATAGCT----------------------------
--------ATCCTCAACATC------CCTAGAAGAATAAGACAGGGCTTAGAAGCAGGTTTGATA---TAA 
>HQ698001 
GTG---GTG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCCGTGTGGAAAGAAGCAAAACCTACTCCTACTCTCTTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAA---GCGCATAAT-----------------------------
-GTATGGGCTACA---CACGCCTGTGTACCCACAGAC---CCCAACCCACAAGAAATAGTGTTGGAA------
---AATGTAACAGAAAATTTTAAC------------------------------------------
ATGTGGAAAAACGGCATGGTGGATCAGATGCATCAGGATATA---ATTAGTTTATGGGATCAAAGCCTA---
AAGCCATGTGTAAAGTTG---ACCCCACTCTGTGTTACTTTAGACTGTACCAATGTTACTTTAAACCATACC-
-------------------------------------------------------------------------
----------------------------------------------------------------



CATAACGAAGAAGAAATGAAA---AATTGTTCTTTCAATGTAACCACAGAAATAAGA----------------
-----------GATAAGAAAAGGAGGGTAAATGCACTT---
TTTTATAAACTTGATATAGTACCGCTTGAGGGG----------------------------------------
-----------------------------------------------------
AATAACAGCTCTAGGGAGGGGAACTATATATTAATAAATTGTAATACCTCAGTCATAACACAA---
GCCTGTCCAAAGGTCACGTTTGAACCAATTCCTATATATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAAT
GTAAT---AATAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACCGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTATTGAATGGTAGTCTAGCAGAA---AAT------------
ATAATAATTAGATCTGAAAATCTGACAAATAAT---------GCTAAAACAATAATAGTGCATCTTAAA----
-----------GACCCTGTAGAA---------ATTAACTGTACAAGACCCAGTAATAATACAAGAACA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAG------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAAAA---
GCATGGAATAACACTTTACAAGAGATAAGGAAAAAATTACAA---------------GAGCACTTCCCT----
-----------------------------------AATAAAACAATAAACTTTACA------
CAATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGTTTTAACTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAACTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACAAATTTGTACCACTAGGGTGCCTTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAAATCTCTAGAGGACATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAAGGAAATTGACAATTACACAGGTTTAATATAC---
AGCTTAATTGAAGAATCACAAACCCAGCAAGAG----------------------------------------
-----------------------------
AAAAATGAACAAGAATTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGC
TGTGGTATATACAAATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGTTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCTATCAGCTTGTTTGATACCATAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGGTTATAGGAATAGTACAAAGAGCTGTTAGAGCT----------------------------
--------GTTCTTAACATA------CCCAGACGAATAAGACAGGGCTTAGAAACTACTTTAATA---TAA 
>KX907371 
GTG---ATG---GGA---------------------------------
AATGGGAACTTGTGGGTCACCGTATATTATGGGGTACCTGTGTGG---AAAGAGGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATATAAAAGAG---GCACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGCTTTGGAA---------AATGTAACAGAAAAATTTAAT----------------
--------------------------ATGTGGAAAAATGGCATGGTGGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGCGTCACTTTAAACTGCACTAATGCTACTAATGATAAGGTCAGTAGTGAA-------------
-------------------------------------------------------------------------
----------------------------------------------------TTGGAAATGAAA---
AACTGCTCTTTCTATATAACCACAGAAATAAGA---------------------------
GACAGGAGGAAGCAAGAATATGCACTT---TTTTATAGATCTGATGTGGTACAAATAAATGGT----------
-------------------------------------------------------------------------
----------------------
AATAATATCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTAAACAG---
GCGTGTCCAAAGGTAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAAAT
GTAAC---GGAGAAAATTTCAAT------GGGACGGGTCTATGCGAAAAC-----------------------
-GTCAGT---ACAGTACAGTGTACACATGGGATTAGACCAGTAGTGTCAACT---
CAACTGTTACTAAATGGCAGTCTAGCAGAAAAAGAG------------
ATAGTAATTAGATCTGAAAATATCACAAATAAT---------GCCAAAACTATAATAGTACAGCTTAAT----
-----------GAGACTGTAATA---------ATTAATTGCACGAGACCCAGCAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAACAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTGCAACA---
AAATGGATTAACACTCTACAACAGGTAGCTAATAAATTAAGA---------------GACCATTTT-------
-----------------------------------AATAAAACAATAGAGTTTCAA------
CCATCCTCGGGAGGGGACCCAGAAATTACA---GAACACACCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAGATCTCTAAAGACAATTTGG------GAG------
AACATGACCTGGATGCAGTGG---GAAAAGGAAATTGAAAATTACACAGATTTAATATAC---
AGCTTAATTGAAGAATCGCAAACCCAGCAAGAA----------------------------------------



-----------------------------
CAGAATGAACAAGAACTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTTATAGGTTTAAGAATAGTTTTTGTT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGCTTGATACCACGGCGATAGCAGTAGCTGAG---
GGGACAGATAGGGCTATAGAAATAATACAAAGAGTTGGTAGAGCC----------------------------
--------GTGATTAACATA------CCCACACGAATAAGACAGGGTGCGGAAAGGGCTTTCCTA---TAA 
>KX907408 
GTG---AGG------------------------------------------
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAGGAAGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAAGGAA---GTACATAAT----------------
--------------ATCTGGGCTTCA---CATGCCTGTGTGCCCACAGAC---
CCCAACCCACAAGAACTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAAATGCATGAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTG---
ACCCCACTCTGTGTCGCTATGAACTGTACCGATGTTAACAATACTAATAGTAATAATGATACCTCCTAT----
-------------------------------------------------------------------------
----------------------------------------------------AAAGAACTAACA---
AAATGCTCTTTCGTGGTAAACACAGGAATAAAA---------------------------
GGTAAGAAAAAGAATGAATCTGCACTC---TTTTATACACTTGATATAGTAAAAATTGATGGG----------
-------------------------------------------------------------------------
----------------------------
AATCAGTCCAGATTAATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GACAAGACATTCAAT------GGAACAGGACCATGCAATAAT-----------------------
-GTAAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGCTAAATGGCAGCCTAGCAGAAGGAGAG------------
ATAATAATCAGATCTGAAAATCTGACAAACAAT---------GTCAAGACAATAATAGTACATCTTAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGACCCAACAATAATACAAGACAA-----
-AGTATAAGGATA------------GGACCAGGGCAAACA---TTC------TATGCAACAAAAGAT------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACATTAGTAAAGAT---
GTATGGAGTAAAACCTTACAAGGGGTAGTTAAAAAATTAGGG---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAGAATTCAAA------
CCACCCTCAGGAGGGGACCTAGAAATTACA---ATGCATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AACAGATCTGTAAATGAGATTTGG------AAT------
AACATGACCTGGATGGAGTGG---GAAAGGGAAATTGATAATTATACAGACTTAATATAT---
AGCTTAATTCAAGAATCGCAAACCCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGCTTATGGAATTGGTTCAGCATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGCCTGTTTGATGCCACAGCAGTAGCAGTAGCTGAC---
TGGACAGATAGAATTATTRAATTAGGGCAAAGATTTGGTAGAGCT----------------------------
--------ATCCTTCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTA---TAA 
>HQ615978 
GTG---ATG------------------------------------------
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCAGTATGG---AGAGAAGCAAAT---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAATATTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGGCATGGTGGAGCAGATGCATCAGGATATA---
ATTAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACCTTAAACTGTACAGAGACTAATATTAACTGTACGAGGAATAATACCAACTGTAAGG
GGGAT--------------------------------------------------------------------
----------AATATTACCAATGGTACTCTCCATCACAATCAGACCATGAGGGAAGAAATGAAA---
AATTGTTCTTTCAACACAACCACAGAACTAAGA---------------------------
GATAAAAAACAGAAAGAATATGCACTT---TTTTATAAAATAGATCTAGTACCAACTGGAAAA----------
-------------------------------------------------------------------------



----------------
GGGAATAACAATACTAACTATATATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCAGGGTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAGT------GGAACAGGACCATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTGAATGGTAGTCTAGCAGAAAACAGA------------
ACAATAATCAGATCTAAAACTCTGACAAACAAT---------GCTGAAACAATAATAGTACAGCTTAAT----
-----------AAATCTGTAAGC---------ATTGTTTGTACGAGACCAGGCAATAATACAAGAAAA-----
-AGTATAGGGATA------------GGACCAGGACAAGCA---TTC------TATGCAACAGGAGAC------
---------GTAATAGGAAATATA------------AGACGAGCATATTGT---AGCATTAATGGAGAA---
GAATGGAATAAAACTTTACAAGAGGTAAGGGAAGAATTAAAA---------------AAGCACTTCAAT----
-----------------------------------AAAACAGAAATAAAATTTGCA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTCAAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------CATAAAACTCAAGAAGATATTTGG------AAT------
AACATGACCTGGATGCAATGG---GATAAAGAAATTAATAATTACACAAACACAATATAC---
AAGTTGCTTGAAGAATCGCAAACCCAGCAGGAA----------------------------------------
-----------------------------
CAAAATGAAAAGGATTTGCTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGTTTGATACCATAGCAATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTGGTACAAAGAGCTGTTAGAGCT----------------------------
--------TTGCTTAACATA------CCTGCACGCATAAGACAAGGCTTAGAAAGGGCATTACTA---TAA 
>AF361877 
GTA---GCA------------------------------------------
GGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAGTCATATGAACCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACT---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGATCAGATGCATGGGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTATACTGCACTGAATATAAAGGCAATAATACAAATAGCAATGAT----------
-------------------------------------------------------------------------
-------------------------ACAAATGTCAATAATACAATTGAGGACATAGGAATGAAA---
AACTGCTCTTTCAATACAACCACAGAAGTAAGG---------------------------
GATAAGAAGAAGCAAATGCATGCACTT---TTTTATAAACTTGATGTAGTACAAATAGATGATAAT-------
-------------------------------------------------------------------------
----------------
AATAAAGCTAATACCAGTTATAGATTAATAAATTGTAATACCTCAGCCATTACACAG---
GCGTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGGTTTGCAATTCTAAAAT
GTAAT---GATAAGAGGTTCAAT------GGGACAGGTCCATGCACAAAC-----------------------
-GTCAGC---ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACT---
CAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAA------------
ATAATGATTAGATCTGAAAACTTCACAAATAAT---------GCTAAAATCATAATAGTACAGCTTAAT----
-----------GAGTCTGTAACA---------ATTAATTGCTCAAGGCCCTACAAAAGGGTAAGACAA-----
-AGGACATCTATA------------GGACAAGGGCAAGCA---CTC------TATACAACACGTTCA------
---ACAAGCATAATAGGA---------------------CAAGCACATTGT---AATATTAGTAGAGCA---
GATTGGAATAATACTTTACAAAGGATAGCTAATAAATTAAGA---------------GCACAGAATGTA----
--------------------------------ACTTCCAAGAATGTGACTTTTAAA------
CCATCCTCGGGAGGGGACCCGGAAATTACA---ACCCACAGCTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAGACATATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAGATCTTTAGATGAGATTTGG------CAA------
AACATGACCTGGATAGAGTGG---GAAAGAGAAATTGACAATTACACACAAGTAATATAC---
AGCTTAATTGAAGAATCGCAAACTCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGCAATTGGACAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTT-TTGCT---



GTGCTTTCTTTAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCGTTTGCTATTAGCTTGTTCGATACAGTAGCAATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTAGTACAAGGAATTTGTAGAGAT----------------------------
--------ATCCGCAACGTA------CCTAGAAGAATAAGACAGGGCTTTGAGGTAGCTTTGCTA---TAA 
>KU749418 
GTG---TTG------------------------------------------
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGG---CAAGAAGCAAAA---
ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------ATCTGGGCCACA---CATGCCTGTGTACCCACAGAT---
CCCAGCCCACAAGAAATAGTTTTGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTAATGTTACCAACTGTGAAAATGTT-------------
-------------------------------------------------------------------------
-------------------------------------ACCCTCAACATGAAGGAAGAAATAAAA---
AATTGCTCTTTCAATATAACCACAGAATTAAGA---------------------------
GATAAGAAGAAAAAAGAAAGTGCACTT---TTTTATAGAATTGATATAGTACCACTTAATGAAAAG-------
-------------------------------------------------------------------------
-------
AGTAATAACTCTAATGGCTCTAGCGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAA---
GCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGAATAGGACCATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAACAATAATAGTACATCTTAAT----
-----------AAGTCTATAGCA---------ATTATGTGTACAAGACCCGGCAATAATACAAGAAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGT------
---------GTAATAGGAGATATA------------AGACAAGCATTTTGT---ATCATTAATGGAAGT---
AACTGGAATAAAACTTTACAAGAGGTAGAGGAAAAATTAAAA---------------AGACACTTTCCC----
--------------------------------AATGCAACAGAAATAAAATTTGAA------
CCATCTTCAGGAGGGGATCTAGAAGTTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGC-----------------
----------------------------AATAAATCTTACGCAGATATTTGG------AGT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAATAATTACACAAACACAATATAC---
AGGTTGCTTGAAGAATCGCAGAGCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTGACATAACACATTGGC
TGTGGTATATAAAAATATTCATCATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTTTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGTCTACTTGATACCCTAGCAATAACAGTAGCTGAA---
GGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCT----------------------------
--------ATATATAACATA------CCTACAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTA---TAA 
>KT427818 
GTG---AAG------------------------------------------
RGGAACTTGTRGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTTTGTGCATCTGACGCTAAGGCATATGATCCAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAGTCCACAAGAATTGAAGTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATGACATGGTGGATCAGATGCATCAGGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAACCATGTGTAAAGTTG---
ACCCCACTCTGTGTTACTCTAAATTGCACGAATGCTAACATCACGAATGCTAACAGCACGAATGCT-------
-------------------------------------------------------------------------
-------------AACAGAACGAATATCCACAATGATACCATAGAGATGAGGGAAGAAATAAAA---
AATTGCTCTTTCAATATAACTACAGAAATAAAA---------------------------
GATAAGAAAAGGAAGGTACATGCACTT---TTTTATAGACTTGATATAGTACCACTTGAAGGGGAT-------
-------------------------------------------------------------------------
-------------
AGTAATAATACTTTTAATGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTCTACATTATTGTGCTCCAGCGGGATATGCGATTCTAAAGT



GTAAT---GATAATACATTCAAT------GGAACAGGGCCATGCAGTAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACT---
CAACTACTGCTAAATGGTAGTCTAGCAGAAGGAGGG------------
ATAATAATTAGATCTAAAAATCTAACAGACAAT---------GCCAAAACAATAATAGTACAGCTTAAT----
-----------GAAACTGTAGAA---------ATTACTTGTACAAGACCCAACAATAATACAAGAGAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAATGGAACA---
AAATGGAATAAAACTTTACAAAGAGTAGGAGAAAAATTAGCA---------------CAGCTCTTCCCT----
-----------------------------------AATAGAACAATAAAATTTGCA------
AACCACACGGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTTCGGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAGTCTCTAGATCAGATTTGG------AAC------
GGAATGACCTGGATGCAGTGG---GATAAAGAAATTGAGAATTACACAGACACAATATAC---
AATTTGCTTGAAGTCTCGCAAATCCAGCAGGAG----------------------------------------
-----------------------------
AAAAATGAACAGGAGTTATTAGCATTGGACAAATGGAAAAATCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
ATGTTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTCGCTATTAATCTGCTTGATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATAATAGAAGCAGTACGGAGAATTTGGAGAGCT----------------------------
--------ATACTCAGCATA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA---TAA 
>MF381270 
GCT---AAA------------------------------------------
GAAAACTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAACC---
ACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGACAAAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGTTGTTGAAC---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAAATGCATACCGATATA---
ATCAGCTTATGGGATGAAAGTCTA---AAGCCATGTGTAAAGATA---
ACCCCACTTTGTGTTACTCTAAACTGTAGTAATGCCAAGGTCAGCAACGCTTCTGCCAATGTCAGCAGCGCTT
CT-----------------------------------------------------------------------
----------------------GCCAATGACAACAATACTCTGGAGGAACCGGGGACAGTGCAA---
AATTGTTCTTTCAATATGACCACAGAATTACGA---------------------------
GACAAAAAGAAGAAAGTATATGCACTT---TTTTATAGACTTGATCTATTACCACTCAATGGG----------
-------------------------------------------------------------------------
----------------
AACAATGACAGTAAGGAATACAGACTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAAGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGT
GTAGG---GAAAAAAATTTTAAT------GGGAAAGGGCCATGCGACAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAT------------
ATAGTAATCAGGTCTGAAAATATCTCAGATAAT---------ACAAAAACTATAATAGTAAGCCTCAAT----
-----------GAATCTGTACAG---------ATTAATTGTACAAGACCCAACAACAATACAAGAAGA-----
-GGTATACACTTA------------GGACCAGGACAAACA---TTT------TATGCAACAGGTGAA------
---------ATAATAGGAGATATA------------AGAAAGGCATATTGT---AACATTAATAGAACA---
CAATGGAATAAAACTTTAACACAGGTACGTACAAAATTAGAG---------------TCACTCCCT-------
-----------------------------------AATATAACAGTAATATTTAAT------
GCATCCGCAGGAGGGGACCTAGAAGTTACA---ATGCATAGTTTCAATTGCAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCCTACAATGAGATTTGG------GAC------
AACATGACCTGGATGGAATGG---GAAAGAGAGATTAGCAATTACTCACAAGAAATATAC---
AGGTTAATTGAGCAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTCTTTGCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGGAGGGATACTCACCT------
TTGTCCTTAGCTATTAGCTTGTTTAATTCCACAGCAATAGCAGTAGCTGAG---



GGGACAGATAGAATTATAGAAGCTTTGCAAACAGTTATTAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATAAGACAGAGCTTGGAAAGGGCTTTGATA---TAA 
>HM204593 
GGG---ATG------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAAAA---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAG---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAATTGGTTTTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAAATGCATGAGGAT-A----
ATCAGTTTATGGGACCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCGCTCTGTGTCACTTTAGATTGTAGCAATGTTAGTAAGAATAGGAGT----------------------
-------------------------------------------------------------------------
----------------------------------GACAACAGTAATGATGCCTGGGAACAAAAA---
AATTGCTCTTTCAATGCAACCACAGAAATTAGA---------------------------
GATAGGAAACATAAGGAGTATGCACTT---TTTTATAGACTTGATATAGTGCCATTGGGTAGTAACAAC----
-------------------------------------------------------------------------
-------------
AGCTCTAGTAATTATAGTAGTTATAGATTAATAAATTGTAATACCTCAACCCTAACACAG---
GCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTAACAACT---
CAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAG------------
ATAGTGATTAGATCTGAAAATCTGAAAAACAAT---------GCTAAAACAATAATAGTACATCTTAAT----
-----------GAATCTGTAGAA---------ATTAATTGTACAAGGCCAAACAACAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TTCGCAAACGGTGAC------
---------ATAATAGGAAACATA------------AGACAAGCACATTGT---AACATTAGTGAAGAT---
AAATGGAACAAAACTTTACAACAGGTAGAGAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATACGATTTGAG---
CCTCCAATCCCAGGAGGGGATCTAGAAATTATA---ACACATAGCTTTAATTGTGGAGGAGAA---
TTCAAACAGCTCCAGGCAAGAGTCCTAGCTCTGGAAAGATATCTACAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCATGGAATAGTACTTGGAGT-----------------
----------------------------AATAAATCTTTTAATAATATTTGG------GGA------
AACATGACCTGGATGGAGTGG---GATAGAGAGATTGACAATTACACAAATACAATATAC---
AGGTTGCTTGAGGAATCACAGATCCAGCAGGAG----------------------------------------
-----------------------------
AGCAATGAACATGAATTATTGAAATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTGACATATCAAGGTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCAGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAATACAAGGCATTTGTAGAGCT----------------------------
--------ATCCGCAACATA------CCTAGAAGAATAAGACAGGGCGCTGAAACAGCTTTGCTA---TAA 
>HM036960 
GTG---GTG---GCG------------------------------------
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---GTGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAGGAGATGGCCCTAGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCTCTCTGTGTTACTTTAAACTGTGTAAACGTAACCACTAATGGAACCAACACTACTGTA----------
-------------------------------------------------------------------------
-------------------------CCTAACAACGATACCCTTGTGACTAACATAGAAATGACA---
AACTGCTCTTTCAATATAACCACAGAAATAAGA---------------------------
GATAAGAGGAGACGAGAATACGCGCTT---TTCTATAAACTTGATGTAATACCAATTGAGAAA----------
-------------------------------------------------------------------------
----------------------
GAGAGTACAAGTTATAGGCTAATAAATTGTAATGACTCAACAATTAAACAA---
GCTTGTCCAAAAGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGT
GTAAT---GATAAAAGGTTCAAT------GGAACAGGACCATGTACGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT---



CAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGGG------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------GAATCTATAGAA---------ATTAATTGTACAAGAACCGGCAATAATACAAGAAGA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGGA------
---------ATAATAGGAAACATA------------AGAAAAGCATATTGT---AACATTAGCAGGGAA---
AGATGGAATAACACTTTAGAAAAGGTAAAGGAAAAATTAAGA---------------GAACACTTTAAT----
-----------------------------------AATAAAACAATAGAATTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTGTA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATATCTAAAGGATCAACAGCTCCTAGGACTTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCCTGGAACAATAGTTGGAGT-----------------
----------------------------AATAAAACTTATAGTGAGATTTGG------GAT------
AACATGACCTGGATGCAATGG---GACAGGGAGGTTAGCAATTACACACAACAAATATAC---
GACCTAATTGAAGAATCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAACAAGACTTATTAGCCTTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAGTTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCT---
GTGCTTTCTGTAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
TTATCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG---
GGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGAGCT----------------------------
--------ATCTGCAACATA------CCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCCA---TAA 
>HM068596 
GGG---GTG------------------------------------------
GGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAAAA---
GCTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAA---GTGCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGATATGGTGGATCAGATGCATGAGGATATA---
ATCAGCTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAAATTGTAATAAAGCTAAATATAACAGTACCTTCTCTAATGAG----------
-------------------------------------------------------------------------
-------------------------ACCTCAGAGCATGATAATAATACCATACCGGAAATGAAA---
AATTGCTCTTTCAATGCAACCCCAGAACTAACA---------------------------
GACAAAAGACGGAAAGAATATGCATTA---TTTCATAGTCTTGATATAGTACCACTTAATAAC----------
-------------------------------------------------------------------------
----------------------
AATTCTAGTGAGTATAGATTGATAAGTTGTAATACCTCAACCATAACACAA---
GCCTGCCCAAAGGTCTCTTTTGACCCAATGCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GCAAT---AATAAGACATTCAAT------GGGTCAGGACCATGTAATAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATAAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAT------------
ATAATAATTAGATCTGAAAATCTGACAAACAAT---------GCCAAAATAATAATAGTACATCTTAAC----
-----------GACTCTGTAGAA---------ATTGAGTGTGTAAGACCAAACAATAATACAAGGAAA-----
-AGTGTGAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGCC------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---ACCATTGATGGAGGG---
AAATGGAATACAACTTTACAAGGGGTAATAAGAAAATTAGAG---------------GAACACTTCCCT----
-----------------------------------GGTAAAACAATAAAATTTGAG------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGACAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGTTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGATATTTGG------AAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAGACACAATATTC---
AAATTGCTTGAGGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGGAATGAAAAGGATTTGCTAGCATTGGACCGTTGGCAAAATTTGTGGAGTTGGTTTAACATAACAAACTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATAATAGAAATAGGACAGAGAGCTTTCAGAGCT----------------------------
--------ATCCTCCACATA------CCTAGAAGAATCAGACAGGGCCTTGAAAGAGCTTTGCTA---TAA 
>KP718916 



GCA---GAT------------------------------------------
GATAACTTGTGGGTCACAGTGTATTATGGGGTGCCTGTATGG---AAAGAAGCAAAA---
ACCACTCTATTTTGTGCATCAGATGCCAAATCACATAGCACAGAA---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCGCTCCACAAGAAATAGAACTGAAA---------AATGTCACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTGGAGCAGATGCATGAGGATGTA---
ATCAATTTATGGGATCAAAGTCTG---AAACCATGTGTAAAATTA---
ACCCCACTCTGTGTCACTTTAAACTGCACTGATGTTAATGTTACCTCAGTGAACAACACC-------------
-------------------------------------------------------------------------
-------------------------------------------AGCTCAGGAAACGACATGAAA---
AACTGCTCTTTCAATATAACCACAGTAGTAAGG---------------------------
GATAAGAAGAAGCTAGAATATGCACTT---TTTTATAACCTTGATATAGTACAAATAGATAAT----------
-------------------------------------------------------------------------
----------------
AATAACAATAATGATAGTTATAGGTTAATAAGTTGTAACACCTCAGCCATTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAGCAGTTCAAT------GGAACAGGCCTATGCACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACTCATGGAATCAAGCCAGTGGTGTCAACT---
CAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATGATTAGATCTGAAAATCTCACAAATAAT---------ATTAAAAACATAATAGTGCAGTTTAAT----
-----------GCATCTGTAGAA---------ATTAAGTGTACAAGGCCTAGCAACAATACAAGAAAA-----
-GGTATACATCTA------------GGACCAGGGCAGGCA---TTT------TATGCAACAGGTGGC------
---------ATAATAGGAAACATA------------AGACAAGCATCTTGT---ACTATTAATGAAACA---
AGATGGAATAACACTCTACAACAGGTAGCTAAAAAATTAGGG---------------AAACTTCTGAAC----
-----------------------------------AAAACAAAAATAGATTTTAAG------
TCACCCTCAGGAGGGGACCCAGAAATTATA---ACACACACTTTTAACTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTCTAGATCATATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAGAAAGAAATTGAAAATTACACAGGGTTAATATAC---
AACTTAATTGAAGAATCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAAGAATTATTAGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTAACATAAGTAACTGGC
TGTGGTATATAAAAATATTCATCATGGTAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCC---
GTGCTTTCTATGGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTTGCTGTTAGCTTGCTTGACACAACAGCAATAGCAGTAGCTGAG---
AGGACAGATAGGATTTTAGAATTAGTACAAAGAGTCTTTAGAGCT----------------------------
--------GTTCTTCACATA------CCCAGAAGAGTAAGACAGGGTTTAGAAAGGGCTTTGCTA---TAA 
>FJ623495 
TCC---TCA------------------------------------------
AACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---GAAGAGGCAAAG---
ACCACTCTGTTTTGTGCATCTGATGCTAAAGCATATAGTACTGAA---AGCCATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAGATGGTTCTGGAA---------AATGTAACAGAAAATTTCAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAAAACAGATGCATGAGGATATA---
ATCAGCTTATGGGATGAAAGCCTA---AAACCCTGTGTAAAGTTA---
ACCCCACTCTGTGTTACCTTAAACTGTACTAACATTAATAAAACTGCAAATCATAATGAA-------------
-------------------------------------------------------------------------
-------------------------ACTACAAATGTTACTGTGAACAATGAAGAAGAAATAAAA---
AACTGCTCTTTTAATATAACCACAGAAATAAGA---------------------------
GATAAGAGAAGGAAAGAATACGCGCTT---TTCTATAAACTTGATGTAGTATCAATTGATGGT----------
-------------------------------------------------------------------------
----------------
AAAAAGAATAGTACTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAAATTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGT
GTAGG---GATGCGAACTTCAGT------GGAATAGGGTCATGTAAAAAT-----------------------
-GTCAGT---ACGGTACAATGCACACATGGAATTAAGCCAGTAATATCAACT---
CAATTACTTTTGAATGGCAGTTTAGCAGAAAGAGAA------------
ATAATGATTAGATCTAAAAATATCACAGACAAT---------ACCAAAATCATAATAGTGCAACTTAAA----
-----------GAACCTATAAAT---------ATTACATGTGTCAGACCCAGCAACAATACAAGAAAA-----



-AGTGTAGGAATC------------GGTCCAGGACAAACA---TTT------TATGCAACAGGTGAC------
---------ATAATAGGAAATATA------------AGACAGGCATATTGT---AATGTTAATAAAACA---
CAATGGGAAAACATGGTAAGAGAGGTAAAGGGAAAACTACAA---------------AAAATTTTTAAT----
-----------------------------------ACAACAAACATAATCTTTAAC------
AAATCTGCAGGAGGGGACCTAGAAATTACA---ATGCATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCCTGGAATAATAGTTGGAGT-----------------
----------------------------AATAGATCATATGATGAGATTTGG------GAT------
AACATGACCTGGATACAATGG---GAAAGGGAAATTGGCAATTACACACAACAAATATAT---
AAACTAATTGAAGAATCGCAGAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTAGCATTGGACAAGTGGACAAGTCTGTGGAGTTGGTTTGACATATCAAACTGGT
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCATTTGCTATTAATTTGCTTGATATAGTAGCAATAGCAGTAGCTAAC---
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCT----------------------------
--------ATTCTCAACATA------CCTAGAAGGATAAGACAGGGCTTGGAAAGAGCATTGATA---TAA 
>EU683891 
GCA---GCA------------------------------------------
AATAATTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATAAAGCAGAG---GCACATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACGGAC---
CCCAATCCACAAGAAATAGAACTAAAA---------AATGTCACAGAAAACTTTAAC----------------
--------------------------ATGTGGAGAAATAACATGGTGGAACAGATGCATGAGGATATA---
ATCAGTTTATGGGATCAGAGCCTA---AAACCATGTGTAAAATTA---
ACCCCACTATGTGTCACTTTAAACTGCACTAATGTTACATCGAGCAATAAT----------------------
-------------------------------------------------------------------------
----------------------------------GGTACAGTGGGCAACACTGAAGACATGAAA---
AACTGCTCTTTCAATATAACCACAATAGTAAGA---------------------------
GATAAGAAAAAGCAAGAATATGCACTT---TTTTATAGACTTGATATAGTAGAAATAAATCCT----------
-------------------------------------------------------------------------
----------------------
AATGATACTTCTTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAG---
GCTTGCCCAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAAT
GTAAT---GATAAAAAGTTCAAG------GGAACAGGCCCATGCTCAAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACT---
CAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATCATGATTAGATCTGAAGATTTCACAAACAAT---------GTTAAAAACATAATAGTGCAATTTAAC----
-----------AAATCTGTAGAG---------ATTGTTTGTATAAGGCCTGGCAACAATACAAAAAGA-----
-AGTATACATTTC------------GGACCCGGGCAGGCA---CTC------TATGCCTATAGC---------
---------ATAATAGGAGACATA------------AGAAACGCAAATTGT---ACTATTAATAAAACA---
AGCTGGCATGACACTCTACAAAAAGTAGAAAAAGAATTAGAA---------------AAAATCTAT-------
-----------------------------------AACAAAAAAATAAATTTTGAA------
CCATCCTCAGGAGGGGACCTAGAAATTACA---ACACACAGTTTTAATTGTGGAGGGGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACCACTGTACCCTGGAACTCTAGTTGGAGC-----------------
----------------------------AATAAATCTCTAGACGATATTTGG------CAG------
AACATGACCTGGATGCAATGG---GAAAAGGAAATTGAAAACTACACAGGTGTAATATAC---
AATTTAATTGAGGATTCACAAATCCAGCAAGAA----------------------------------------
-----------------------------
AAAAATGAAAAGGAATTATTAGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACTAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATGGTA---------AATAGAGTTAGGCAGGGGTACTCACCT------
CTATCCTTTGCTATTAGTTTGTATAACGCCACAGCAATAGCAGTGGCTGAG---
GGGACAGATAGGGTTATAGAACTAGTACAAAGAGCTTTTAGGGCT----------------------------
--------GTTCTTAATATA------CCCAGAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTA---TAA 
>KY392770 
GCT---AAA------------------------------------------
GATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAC---
ACCACCCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAG---GTACATAAT----------------



--------------GTCTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAAGTAGTTCTGGAA---------AATGTAACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGCAGATATA---
ATCAGCTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCCCTCTGTGTTACTTTAAATTGCACTGATACTTGTGAAAACAATACAAAATGCAATAGTAATAGTAGTG
AAGCTTCTAAT--------------------------------------------------------------
----------------------------GGCACTAACCTGAGGGAAGATAAGGGGGTAATACAA---
AACTGCTCTTTCAAGGTGAACACAGCAGTAACA---------------------------
GATAAGCAGAAGATAGTACATGCACTT---TTCTATAATCTTGATACAGTACAAATCAATGAA----------
-------------------------------------------------------------------------
-------------------------
AGTGGAGAATATAGGCTAATAAATTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAAT---GAGGAAAAGTTCAAT------GGGACAGGACCATGTAAGAAT-----------------------
-GTCAGT---ACAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACT---
CAATTATTGTTAAATGGCAGCCTAGCAGAAAAAGAT------------
ATAATAATCAGGCCTGAAAATATCACAGAAAAT---------GCAAAAAACATAATAGTACACCTTAAT----
-----------GAGTCTATATGG---------ATTAATTGTACAAGACCTAATAACAATACAAGACAA-----
-AGTATACGTTTT------------GGACCAGGACAAGCA---TTC------TATGCAACGGGTGCT------
---------ATAATAGGAGATATA------------AGAAAGGCACATTGT---AACATTAGTACAAAA---
CAATGGAACAAAACTTTAGAACGGGTAAAGGAAAAGTTAAGG---------------CTTCATTTCCCT----
-----------------------------------AATAGAACAATAAGTTTTAAC------
TCATCTGCAGGAGGGGACTTAGAAATTACA---AGGCATATGTTCAATTGTAAAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACACATCTGCACCACTAATGTGCCCTGGAATTCTAGTTGGAGT-----------------
----------------------------AATAAATCTATGAATGAAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---GAAAAGGAGATTAGCAATTACTCAAACACAATATAC---
ATGTTAATTGAACAATCACAGATCCAGCAGGAG----------------------------------------
-----------------------------
CAGAATGAAAAAGAATTATTGGAGTTGGACAAGTGGACAAATCTGTGGAATTGGTTTGCCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCT---
GTACTTTCCATAATA---------AATAGAGTTAGGAAGGGATACTCACCT------
GTGTCATTAGCTGTTAGCTTGCTTGATACCACAGCAATAGTAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGCTTTGCAAAGAATTGGTAGAGCT----------------------------
--------ATTTTCAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTA---TAA 
>AF076475 
GCT---GCA------------------------------------------
GAAGATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAAAT---
ACCACTCTATTCTGTGCATCAGATGCTAAACCATATGATACAGAA---GTACATAAT----------------
--------------GTCTGGGTTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTCTTTTTGCAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAGCAGATGCATGCAGATATA---
ATTAGTTTATGGGATCAAGGGCTA---CAACCATGTGTAAAGTTA---
ACCCCACTCTGTGTTACTTTAAATTGTAGTGAAAAAATCAATATCAATAGCACAGATCTCACCAACTGGGCAA
ATAAA--------------------------------------------------------------------
----------ACCAACAACTGGGCAAATGAAACCACCCTACTTAATATTACCACAGGGATGAGA---
AATTGCTCTTTCAATATAACCACAATGCTAAAA---------------------------
GATAAGAAAAAGAAACAGTATGCACTT---
TTCTATAGAGAAGATATAGTGCCAATTAACATTAAGAAGAATAATAAGACTAATAGTAATAGTAAG-------
-----------------------------------
AAGAATAATAATACTAGTAATAATAGTATTGAGAATAGTAAGTATAGATTAATAAATTGTAATACCTCTGCCA
TTACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GAAAAAGAGTTCAAT------GGAACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACC---
CAACTATTGCTAAATGGCAGCCTAGCAGAAAAAGAG------------
ATAATAATTAGATCTGGAAATATCTCAGACAAT---------ACAAAGAACATAATAGTACAGCTTAAT----
-----------GAAACTGTAGAA---------ATTGTGTGTATAAGACCAGGCAACAACACAAGAAAA-----
-AGTATTCGTATA------------GGACCAGGACAGACA---TTT------TATGCAACAGGTGAT------
---------ATAATAGGAGATATA------------AGACAGGCGCATTGT---AATATTACTGGAGAA---



AACTGGAATAAGACTTTAGAAGGAGTAAAGGCAAAATTACAT---------------GGATTCTTTACT----
-----------------------------------AATAAAACAATAATATTTAAA------
CCACACTCAGGAGGGGACCCAGAAGTTGTA---ATGCATACCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAGATCTCAGGATGAGATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAGAATGAGATTAACAATTACACAGGAATAATATAT---
CAATTGATTGAACAGTCACAAAATCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGATTTATTAGCATTGGACCAATGGGCAAGTCTGTGGAGTTGGTTTAACATAACGCAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCT------
CTGTCATTTGCTATTAACTTGCTTAATACCACAGCAATAGCAGTAGCCGAG---
GGGACAGATAGGATTATAGAAGTTTTCCAAAGGGCTGGTAGAGCT----------------------------
--------GTTCTCAACATA------CCTAGAAGAATAAGGCAGGGCTTCGAAAGGGCGTTACTA---TAA 
>GU329344 
GCT---ACA------------------------------------------
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGG---AAAGATGCAAAG---
ACCACTTTATTTTGCGCATCTGATGCTAAATCATATAGTACTGAA---GCCCATAAT----------------
--------------GTCTGGGCTACA---CATACTTGTGTACCTACAGAC---
CCAAGCCCGCAAGAAATGTTTCTAAAA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATATGGGAAAATGATATGGTAGAACAGATGCATGAGGATATA---
ATCAGTGTATGGGATGAAAGCTTA---AAGCCATGTGTGAAGATA---
ACCCCGCTCTGTGTTACTTTAGACTGTACAAAGGCAAATTTAACAAATGCAAATGTAACTAATATT-------
-------------------------------------------------------------------------
----------------------GAATATAGAAATGTAACTTTAAATAGTACTATTGAGATAAAA---
AACTGCTCTTTCAATATAAAAGATGATAATAAA------------------------------
AATAAGAAGTCAGAATACGCGCTT---TTCCATGAAACAGATCTAATAGCAAGTAATACA-------------
-------------------------------------------------------------------------
----------------AGTAATAATAAATCTTATATTCTAAAACATTGTAATGCCTCAGTCATTAAACAG---
GCGTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTTCAAT
GTAAT---GATAAAAAGTTCAAT------GGGACAGGACCATGTGGAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTGCTGTTAAATGGTAGTATAGCAGAAGAAGAA------------
ATAATAATTAGATCTAGAAATATCACAAACAAT---------GCTAAGACTATAACAGTACAACTTAAT----
-----------GAAACTGTAGAA---------ATTAAGTGTATCAGACCTGGCAACAATACAAGAAGA-----
-AGTATACGCATA------------GGACCAGGGCAAGTG---TTC------TATGCAACAAATGAT------
---------ATAATAGGAAACATA------------AGACAAGCACATTGC---ACCATTAATGAAACA---
AAATGGAAGAACACACTAAGAAAGGTAGCTGAAGAACTAGGA---------------AAATACTTTACT----
--------------------------------AATGCAAAAACAATAAGATTTGAA---
CCAGCAAGCCCAGGGGGGGACCCAGAAATTACA---ACACATACTTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGGAAATTTATCTGCACCACTACAGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAATCTTATGAGGACATTTGG------GGG------
AACATGACCTGGAGGGAATGG---GAGAAGGAAATTGACAATTATACAGGAATAATATAC---
AGTCTAATTGGAGAAGCACAAAACCAGCAGGAC----------------------------------------
-----------------------------
AAGAATGAACAAGAACTATTGGCTTTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTGGCTATTAGTCTGCTTGATGCCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATCATAGAAATAGCACAAAGAGCTTTTAGGGCA----------------------------
--------ATTCTTCATATA------CCTGTAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTA---TAA 
>KX389638 
ACT---GCA------------------------AAT---AAC---TTA---
AATAAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGG---GAAGATGCAGAT---
GCCCCTCTATTCTGTGCATCTGATGCTAAGGCATATAGTACTGAA---GAACATAAT----------------
--------------GTCTGGGCCACA---CATGCTTGTGTACCCACAGAC---
CCCAACCCACAAGAGATACCTCTGGAG---------AATGTAACAGAAACTTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAGGATATA---



ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAGTTA---
ACCCCTCTTTGTGTTACCTTGAACTGTAGCAATGCCACTTGTACTACTCAGAACAGTAATACTCAGAACAATA
AT-----------------------------------------------------------------------
-------------------ACTCAGAACAGTACATGTGAACCAGAAGAAGTAAGCAACTTAAAA---
AACTGCTCTTTCAATATAACCACTGAAATAAGA---------------------------
GATAGGATAAAGAAAGAATATGCGCTT---TTCTATAAATCTGATGTAGTGCCAATTGATGGGGAT-------
-------------------------------------------------------------------------
----------------------
AAAAATACAACTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAG---
GCTTGTCCAAAGGTAAATTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGT
GTAAC---AATAAGACTTTCAAT------GGAACAGGACAATGTACAAAT-----------------------
-GTCAGT---TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACA---
CAATTACTCTTAAATGGTAGTTTAGCAGAAGAACGA------------
ATAGTAATTAGAACTGAAAACATTACAAAAAAT---------ACCAAAGTCATAATAGTGCAGCTTAAC----
-----------AACTCTGTAGCA---------ATTAATTGTACCAGACCCAACAACAATACAAGAAAA-----
-AGTATAAGAATA------------GGACCAGGACAAGCG---TTC------TATGCAACAGGTGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTAAGTAGAGAA---
GAATGGAATAAGACATTAGAACAGGTGAAGGGGCAACTAAAA---------------GAGGTCTTTAAT----
-----------------------------------AAAAGTAATATAATCTTCAAT------
TCACCTGCAGGAGGGGACCTAGAAATTACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACAGTAGTTGGAAT-----------------
----------------------------AATAAAACTTATGAGGAAATTTGG------GAT------
AACATGACCTGGATACAATGG---GATAGGGAAATTAACAATTACACACAGCTAATATAC---
AGCCTAATTGAAGAATCGCAGACCCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGACAAGCTTGTGGGACTGGTTTAACATATCAAACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTCGCTRTTAGTTTATTTGATGCAATAACAATACAAGTAGCTAAC---
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCT----------------------------
--------ATTTGGCACATA------CCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTA---TAA 
>MN271384 
GCA---GCT---------------------------------------
CCACAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGATGCAGAA---
ACCACCCTATTTTGTGCATCAGATGCTAAGGCATATGAGAAAGAA---AAGCATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTAGTTCTGACA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAAAATGGTGGAGCAGATGCATGAGGATATA---
ATCAGTCTATGGGATGAAAGTCTC---AAGCCATGTGTACAGTTA---
ACCTTTCTTTGTGTTACTTTAAACTGTACTAATGGAACAACTAGGAATAACACA-------------------
-------------------------------------------------------------------------
-------------------------------------------------------GGAATGACA---
AATTGTTCTTTTAAAGCAACCACAGAACTACGA---------------------------
GATAGGAAAGAGAACAGACATGCACTT---TTTTATAAACAGGGTGTAGTACCACTTGATGAG----------
-------------------------------------------------------------------------
----------------------
AAGAATAATACTTACAGGCTAATAAATTGTAATACCTCAACCCTCACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAT---GAGAAGCAGTTCAAT------GGAACAGGAACATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACT---
CAGTTACTATTAAATGGTAGTATATCAGAAGAAGAG------------
ATAATAATTAGATCTGAAAATCTCACAAATAAT---------GCTAAAACCATAATAGTACAGTTTAAT----
-----------GAGACTGTAGAA---------ATGATTTGTGCCAGACCCAACAATAATACAAGAAAA-----
-GGTATACATGTG------------GGACCAGGACGAACA---TTC------TATGCAACAGGGGAC------
---------ATAATAGGAGACATA------------AGACAAGCACATTGT---AACCTTAGTGAGACA---
AAATGGAATGAAACTTTAAACAGGGTAGCTTCAGCATTAAGA---------------AAACACTTTAAT----
-----------------------------------AATAACACAATAGAATTTAGA------
CCATCCTCAGGAGGGGACCTAGAGATTACA---TCACTCAGTCTCAATTGTGCAGGAGAG---
TTTAAACAGCTCCGGGCAAGAATCCTGGCTGTGGAAAGATACCTAGAGGGTCAACAGCTCCTAGGACTTTGGG



GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATTCTAGCTGGAGT-----------------
----------------------------AATAAAACTCAGGAAGAAATTTGG------GAA------
AACATGACTTGGATGCAGTGG---GATAAAGAAATTAGCAATTACACAAACATAATATAT---
GGGTTAATTGAAGACTCGCAAAGACAGCAGGAA----------------------------------------
-----------------------------
CAGAATGAAAAAGAATTATTAGAATTGGATAAGTGGACAAATCTGTGGAACTGGTTTGACATATCAAGGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCT---
GTGCTTAATATAGTA---------AGGAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTGTTAGTTTGCTTAATACCATAGCAATAGTAGTAGCTGAG---
GGAACAGATAGGATTATAGAAATAGGACAAAGAATTTGCAGAGCT----------------------------
--------ATCCGCCATATA------CCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTG---TAA 
>AF457101 
GGT---GAA------------------------------------------
GAACAATCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGG---AAAGATGCAGAC---
ACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGAAAAAGAA---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTAGTTTTGGTA---------AATGTAACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTGGAGCAGATGCATGAGGATATA---
ATTAGTTTATGGGATCAAAGCCTT---AAGCCATGTGTAAAGTTA---
TCTTCTCTTTGTGTCACTTTAAACTGTACTGATGTAGGGACTAAC----------------------------
-------------------------------------------------------------------------
----------------------------------------AACACAGCTGCCAACGAACTAACA---
AATTGCTCCTTCGCAGTAACCACAGAACTAAAA---------------------------
GATAAGAAGAAGAATGTACATGCACTT---TTTTATAAACTGGATGTAGTGCCACTTAATGAGACA-------
-------------------------------------------------------------------------
----------------
AATAGTAGCTATGGGACCTATAGGCTAATAAATTGTAATACCTCAACCATCACACAG---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAAT
GTAAT---GATAAGGAGTTTAAT------GGAACAGGACCATGCAGAAAT-----------------------
-GTCAGC---ACAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACT---
CAATTACTATTAAATGGCAGTTTATCAGAAAAAGAG------------
GTAATAATTAGATCTGAAAATATCACAAACAAT---------GCCAAAACCATAATAGTACAGTTTAAT----
-----------GAGACTGTAAAA---------ATTAATTGTAGCAGACCCAATAATAATACAAGGCAA-----
-GGTATACATATA------------GGACCAGGACGAGTA---TTC------TATGCAACAAGTAAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACCTTACAAAATGG---
CAATGGAAGAGAGCTTTACAACAGGTAGCTGATGCATTAAGA---------------AGACACTTT-------
-----------------------------------AATAAAACAATAGTATTTAAC------
TCATCCTCAGGAGGGGACTTAGAAATTACA---ACACATAGCTTTAACTGTGGAGGAGAG---
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGGTCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTAGCTGGAGT-----------------
----------------------------AATAGATCCTTAAATGACATTTGG------GAC------
AATATGACCTGGATGGAGTGG---GATAAAGAAATTAGCAATTACACACAAATAATATAT---
GGGTTAATTGAAGACTCGCAAAAACAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGAATTACTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGT
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACT---
GTGCTTTCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCTTTCGCTATTAGTTTGCTTAATGCTACAGCAATAGTAGTAGCTGAG---
GGGACAGATAGGATTATAGAATTAGTACAAAGAGTTGGTAGGGCT----------------------------
--------ATCCTCCATATA------CCTAGGAGAATAAGACAGGGTTTCGAAAGGGCTTTACTG---TAA 
>MN617378 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTGTTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAATCTTGGGA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAACTA---
ACCCCACTCTGTGTCACTCTAAATTGCTCTAAGTTGGAGAAACCTACTAATACCAGTAATAGTACCAGTAGTA
CTACTAGTCCC--------------------------------------------------------------



-------------------------AGTACTACTAGTAGACCGACAGAGGGAGGAGAAATGACA---
AACTGCTCTTTCAATATCACCACAAGCATAAGA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTTATAAACTTGATCTAGTACCAATAAATGATGATAATCCAATAGGTGATAAT-
--------------------------------------------------------------------
AATACAACAGGTGGTAGTAATACTACCTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTTAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAG------------
ATAGTAATTAGATCTAGCAATTTCTCAGACAAT---------ACTAAAGTCATAATAGTACAGCTGAAT----
-----------GCATCTGTAGAA---------ATTAATTGTACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATATA------------GGACCAGGGCAAGCA---TGG------TATGCAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCATATTGT---AACATTAGTAGAACT---
ACATGGAATAACACTCTAGAACAGATATACAAAAAATTAAGA---------------GAATTATAC-------
-----------------------------------AACAAAACAATAATCTTTGAT------
CGACCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAATGG---GAAAGAGAAATTGAAAATTATACAGGAGAAATATAC---
AACTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAAAATGAACTAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCT---
GTGCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTAGCTATTAGCTTGCTTAACACCACTGCCATAGCAGTAGCTGAG---
GGGACAGATAGGATTATAGAAGCAGCACGAAGAGCTTTTTGGGCT----------------------------
--------CTTATCCACATA------CCTACACGAATCAGACAGGGTCTCGAAAGGGCTTTGCTA---TAA 
>MN617379 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGGA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGACCAGATGCATGAAGATATC---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTCTAAATTGCACTGATTTGAGGAATACTACTAATACCAGT----------------
-------------------------------------------------------------------------
-------------------------AGTAATACCAGTAGTATGGCAGAGGGAGGAGAAATGAAA---
AACTGCTCTTTCAATATCACCACAAGTATAGGA---------------------------ACTAAGGTG---
ACAGACTATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGAA----------------------
-------------------------------------------------------------------------
----------GGTAATACCAGCTTTAGGTTGATAACTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGAAGT
GTAAC---AATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCTCGGACAAT---------ACTAAAGTCATAATAATACAGCTGAAT----
-----------GAAACTGTAGAA---------ATTAATTGCACAAGACCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACAAGGACGATCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAGAGCA---
AAATGGGAGAACACCTTAAAACAGATAACTGAAAAATTAAGA---------------GAACAATTTGGG----
-----------------------------------AACAAAGCAATAATCTTTACT------
CAATCTTCAGGAGGGGACCCAGAGGTTGTA---ATGCACAACTTTAATTGTGGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGTTAGTTGGAGT-----------------
----------------------------AATAAATCTCTGAGTGAGATTTGG------GAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAAAAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------



AAAAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTGTCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGGAGTACAAAGAGCTTGTAGGGCT----------------------------
--------ATTCGCAACATA------CCTAGAAGAATCAGACAGGGCCTTGAAAGGTCTTTGCTA---TAA 
>MN617380 
GCT---GTA------------------------------------------
GAGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------ATTTGGGCCACA---CATGCCTGTGTACCCACGGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAT----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCAGGAAGATATA---
ATCAGTTTATGGGATCAAAGCTTA---AAGCCATGTATAAAATTA---
ACCCCACTCTGTGTTACTTTAAACTGCACTAATGTGAATACTACTGATACCAGTGATAATACCAGTAGTACGA
CCAGTAGTACG--------------------------------------------------------------
-------------------------------------------ATAGAGGGAGGAGAAATAAAG---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AGAGACTATGCATTG---TTTTATGAACTTGATGTAGTGCCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------------ACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------ACTAGGATCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGAA---------ATTAATTGTATAAGACCCAACAACAACACAAGAAAA-----
-AGTATACATATG------------GGACCAGGGAAAGTA---TGG------TATACAACAGGAGGA------
---------ATCATAGGGAAGATA------------AGACAAGCATATTGT---ACCCTTAATAGCACA---
AAATGGACTAACACTTTAAAACAGATAACTGAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCCGCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCCCACGATGAGATTTGG------AAG------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTAACAATTACACAAGAGAAATATAC---
ACCTTAATTGAAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCT---
ATCCTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCTGTAGCAGTAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 
>MN617381 
GCT---GCA------------------------------------------
GAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAACAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAAGTA---
ACCCCACTCTGTGTTATTTTACATTGCACTAATTTGACCAGTAGTAATACCAATAGGACG-------------
-------------------------------------------------------------------------
-------------------------------------------ACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAGCATAAAA---------------------------ACTAAGGTG---
AAAGACTATGCACTT---TTTAATGAACTTGATGTAATGCCAATAGATAAT----------------------
-------------------------------------------------------------------------
----------AGTACTACCAGCTATAGATTGATAAATTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGT



GTAAC---GATAAAACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAA------------
GTAGTAATTAGATCTAGCAATTTCACGGACAAT---------GTTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTACAA---------ATTAATTGTACAAGGCCCAACAACAATACAAGAAAA-----
-AGTATACATCTA------------GGACCAGGGAAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGAAAAGCACATTGT---AACCTTAATAGAACA---
CAATGGAATAATACTCTAGAACAGATAACTAAAAAATTAAAA---------------GAACAATTTGGG----
-----------------------------------AATAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAGAACTCTGGAAGAGATTTGG------GGT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGGAGAAATATAC---
ACCTTAATTGCAGAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAACAGCTGAG---
GGGACAGATAGGGTTATAGAAGTAGCACAAAGGGCTTTTAGGGCT----------------------------
--------ATCCTCAACATA------CCTACAAGAATCAGACAGGGCCTTGAAAGAATTTTGGTA---TAA 
>MN617361 
GCT---GCA------------------------------------------
GAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAAGCAACT---
ACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAGTAGTCTTGGAA---------AATGTGACAGAAAACTTTAAC----------------
--------------------------ATGTGGAAAAATGACATGGTAGAACAGATGCATGAAGATATA---
ATCAGTCTATGGGATCAAAGCCTC---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGAAGAATACTACTGATACCAGT----------------
-------------------------------------------------------------------------
-------------------------AGTAATACCAGTAGTGTGACAGAGGGAGGAGAAATAAAA---
AACTGCTCTTTCAATATCACCACAAACATGAGA---------------------------GGTAAGGTA---
AAAGACTATGCACTT---TTTTATAAACTTGATATAGTACCAATAGATGAG----------------------
-------------------------------------------------------------------------
-AATAAGAATGATAGTACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAA---
GCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAAC---AATAAAACGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT---
CAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAG------------
GTAGTAATTAGATCTATCAATTTCACAGACAAT---------ACTAAAGTCATAATAGTACAGCTGAAT----
-----------GAATCTGTAGGA---------ATTAATTGTATAAGACCCAACAACAATACAAGGAAA-----
-AGTATACCTCTA------------GGACCAGGGCAAGCA---TGG------TATACAACAGGACAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTAAAACA---
GAATGGAATAACACTTTAAAAAAGATAACTGAAAAATTAAGA---------------GAACAATATAGG----
-----------------------------------AACAAAACAATAATCTTTAAT------
CAATCTTCAGGAGGGGACCCAGAGATTGTA---ATGCACAGTTTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAAACTCTGGGTGATATTTGG------AAT------
AACATGACTTGGATGGAGTGG---GAAAGAGAAATTGAAAATTACACAAAAGAAATATAC---
ACCTTAATTGAAAAATCGCAGAACCAACAAGAA----------------------------------------
-----------------------------
AAGAATGAATTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCT---
GTACTTTCTATAGTA---------AATAGAGCTAGGCAGGGATACTCACCA------
TTGTCATTAGCTGTTAGCTTGCTTGACGCCATAGCCATAGCAGTAGCTGAG---
GGGACAGACAGGGTTATAGAAGTAGCACGAAGAGCTTGTAGGGCT----------------------------
--------ATTCTCAACATA------CCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTA---TAA 



>MN617385 
GCT------------------------------------------------
GAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAC---
ACCACCTTATTTTGTGCATCAGAGGCTAAAGCATATAGCACAGAG---AAACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAACCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAT----------------
--------------------------ATGTGGAAAAATAACATGGTAGAACAGATGCAGGAGGATGTA---
ATCAGTTTATGGGATGAAAGCCTA---AAGCCATGTGCAAAATTA---
ACCCCACTCTGTGTTACTTTAGATTGCACTAATTGGAAATCTAATACTACCAATAATAGTACCAGTCCAGGTA
CTACCAATACT--------------------------------------------------------------
-------------------AATACCAGTCAAATTAGTGGGGAAAATATGGAGGGAGAAATAAAA---
AACTGCTCTTTCAATGTAACCACACAAATAAGA---------------------------
AATAAAGTGCGAAAAGAACAGGCATTT---TTTAATAGTCTTGATGTAGTACCAATAGATAAT----------
-------------------------------------------------------------------------
----------------------
AGTAACTCTACATATATGTTGGTAAATTGTAATACCTCAGTCATTACACAG---
GCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGACATTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGT---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAT------------
ATAATAATTAGATCTGAAAATTTCACGAACAAT---------GCAAAAAACATAATAGTACAGCTGAAT----
-----------GACACTGTAGAA---------ATTAAGTGTATAAGACCCAACAACAATACAAGAAAG-----
-AGTATATCATTT------------GCAGGGGGGGGAACA---TTA------TATGCAACAGGAGAC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTACTGTAGAA---
AAGTGGAATAATACTTTAAAACAGGTAGCTATGAAATTAAGA---------------GACCAATTTAAA----
-----------------------------------AATAAGACAATAGTCTTTAGG------
CCACCATCAGGAGGGGATCCAGAAATTGTA---ATGCTCACACTTAATTGTGGAGGGGAG---
TTTAAGCAGCTCCAGGCAAGAGTCCTCGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGT-----------------
----------------------------AATAAATCCATGGATGAGATTTGG------AAA------
AACATGACCTGGATGCAGTGG---GAGAGAGAAATTGACAATTACACAGGGTTAATATAC---
ACTTTACTTGAAAATTCGCAGAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTAGCACAAGCAATTGGTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTA---TAA 
>MN617387 
GCT---GAT------------------------------------------
AACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGACGCAAAC---
ACCACTTTATTTTGTACATCAGATGCTAAAACATATGACAAAGAG---GCACATAAT----------------
--------------GTTTGGGCCACA---CATGCCTGTGTACCCACAGAC---
CCTAGTCCACAAGAAGTAGTATTGGAA---------AATGTGACAGAAAATTTTAAC----------------
--------------------------ATGTGGGAAAATAACATGGTAGAACAGATGCATGAGGATATA---
AAAAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTAAAATTA---
GCCCCACTCTGTGTTACTTTAAATTGCACTAATAGGAATACTAGTATT-------------------------
-------------------------------------------------------------------------
-------------------------ACCAATAGCAGTTTGACAACGGCGGAGGGAGACATAAAA---
AACTGCTCTTTCAATATCACCACAGGAATAAAA---------------------------
AAGAAGGTGCAACGAGAATATGCACTC---TTTAATACACTTGATATAGTAAAAATAGATAATGCT-------
-------------------------------------------------------------------------
----------------
ACAAATAGTACTGATAACTATATGTTAGTAAATTGTGACACCACAACCATTACGCAG---
GCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTATAAAGT
GTAAT---GATAAGAAGTTCAAT------GGAACAGGACCATGTACAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT---
CAATTACTGTTAAATGGCAGTCTAGCAGAAGAGGAC------------
ATAATAATTAGATCTGCAAATATCACGAACAAT---------GCTAAAACCATAATAGTACAGCTGAAT----



-----------GACACTATAAAA---------ATTAATTGTTCAAGACCAAACAACAATACAAGAAAG-----
-AGTATACATACG------------GGATGGGGGAGATCA---TTA------TATGTAACAGGAGAA------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AACATTAGTATGAAA---
CAATGGAATGACACCTTAAGATGGGTAGCTATAAAATTACAA---------------GAAGAATTCGCA----
-----------------------------------AATAGATCAATAAAATTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTGTA---ATGCACACATTTAATTGTGGAGGGGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTGAGAATGAGATTTGG------AAC------
AACATGACCTGGATGGAGTGG---GAAAGAGAAATTGACAATTACACAGAGTTAATATAC---
ATATTACTTGAAAAATCGCAGATCCAGCAAGAT----------------------------------------
-----------------------------
AAAAATGAAGAAGAATTATTAAAATTGGATCATTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTA---------AATAGAGTTAGGCAGGGTTACTCACCA------
TTGTCATTCGCTATTAGTTTACTTAATGCTACAGCTATAACAGTAGCTGAG---
GGGACAGATAGAATTATAGAGGCAGCACAAAGAATTGGTAGAGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA---TAA 
>MN617371 
GTT---GTA------------------------------------------
GGAAGCTTATGGGTCACAGTCTATTATGGGGTACCTGTATGG---AAAGAGGCAACC---
ACCACTTTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAG---GTACATAAT----------------
--------------GTTTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATGGTTTTGGGA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATGAAATGGTAAATCAGATGCATGAAGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGCTG---
ACCCCACTCTGTGTAACTTTAGAATGTGGAAATGTTAGCAGTAATAGCAGTAATAATACT-------------
-------------------------------------------------------------------------
----------------------------AACAATCAGACCTCCGAGGAGGGCGAGGAAATGAAA---
AATTGCTCTTTCAATGCAACTACAGTAGTAAGA---------------------------
GATAGGAAGCAGAAAGTGCATGCACTT---
TTTTATAGACTTGATATAGTACCACTCACTGAGAAGAACTCTAGT----------------------------
-----------------------------------------------------------
AAAAACTCTAGTGAGTATTATAGATTAATAAACTGTAATACCTCAGCCATAACACAA---
GCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGT
GTAAT---AATAAGACATTCAAT------GGGACAGGACCATGCTCTAAT-----------------------
-GTTAGC---ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAA------------
ATAATAATTAGATCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------CAATCTGTAGAA---------ATTGTATGTACAAGACCTGACAATAATACAAGGAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAGAC------
---------ATAATAGGAAATATA------------AGAAAAGCATATTGT---AACATTAGTGAAGAG---
AATTGGAATGAAATTTTACAAATGGTAAGTAAAAAATTAGCA---------------GAACACTTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCG------
CCATCCTCAGGAGGGGATCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAAACTCACGATGAGATTTGG------GAT------
AACATGACCTGGATGCAGTGG---GATAGAGAAATTAGTAATTACACAACCACAATATAC---
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAAGATCTCTTAGAATTGGACAGTTGGAACCATCTCTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACT---
GTATTTTCTATAGTG---------AATAGAGTTAGGCAGGGATACTCACCA------
TTGTCATTCGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG---
GGAACAGATAGAATTATAGAAGTAGCACAAGCAATTGGTAGGGCT----------------------------
--------ATTCTCCACATA------CCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTA---TAA 
>MN617367 
GTG---GGA------------------------------------------
GGAAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---



ACTACTTTATTCTGTGCATCAGATGCTAAAGCATATGACACAGAA---GTGCATAAT----------------
--------------ATCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTATAGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAATAATGATATGGTGAATCAGATGCATGAGGATGTA---
ATCAGTTTATGGGATCAAAGCCTA---AAGCCATGTGTAAAGTTG---
ACCCCACTCTGTGTCACTTTAGAATGTAGAAATGTTACCTACAATGACACT----------------------
-------------------------------------------------------------------------
----------------------------------------------------GAGGGGATAAAA---
AATTGCTCTTTCAATGCAACCACATTATTAAGA---------------------------
GACAGGAAGAAGACAGTGTATGCACTT---
TTTTATAGACTTGATATAGTACCACTTAATGATAAGAACGATGGTAAG-------------------------
-----------------------------------------------------
AATAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGTCATAACCCAA---
GCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGT
GTAAT---GATAAGACATTCAAT------GGGACAGGACAATGCCATAAT-----------------------
-GTTAGC---ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAG------------
ATAGTAATTAGCTCTGAAAATCTGACAGACAAT---------GTCAAAACAATAATAGTACATCTTAAT----
-----------AAATCTGTGGAG---------ATTGTATGTACAAGACCCAACAATAATACAAGAAAA-----
-AGTATAAGGATA------------GGACCAGGACAAACA---TTC------TATGCAACAGGAAAC------
---------ATCATAGGAGACATA------------AGACAAGCACATTGT---AACATTAATAGAACT---
GAATGGAATGAAACTTTATGGATGGTAAGTAAAAAATTAGCA---------------GAACAATTCCCT----
-----------------------------------AATAAAACAATAAAATTTGCA------
TCATCCTCAGGAGGAGACCTAGAAATTACA---ACACATAGCTTTAATTGTAGAGGAGAA---
TTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTTCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGT-----------------
----------------------------AACAAATCTCAACAAGAAATTTGG------GAA------
AACATGACCTGGATGCAGTGG---AATAAGGAAATTAGTAATTACACAAACACGATATAC---
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA----------------------------------------
-----------------------------
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGACTTGATGGGGTTAAAAATAATTTTTGCT---
GTGCTCTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTTACTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA---
GGAACAGATAGGATTATAAACACAGTACAAGGAATTTGCAGAGCT----------------------------
--------ATCCGCAACGCA------CCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACAA---TAA 
>KY392775 
GCT---AAA------------------------------------------
GAAGACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AGAGAAGCAACA---
ACCACTCTATTCTGTGCCTCAGATGCTAAGGCATATGACACAGAA---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGCGTACCCACAGAC---
CCCAACCCACAGGAAATAGTTTTGGTA---------AACGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAGAGCAGAAGGTAGAACAGATGCATAAAGATATA---
ATCAGCTTATGGGATGAAAGCTTA---AAACCATGTGTAAAGTTA---
ACCCCTCTCTGTGTCACTTTAGACTGTACTGATGCTAATGTAACCAACGTAACT-------------------
-------------------------------------------------------------------------
----------------------------ACTACCCCGGAACTTAGCATGAAAGGAGAATTAAAA---
AATTGCTCTTTCAACACAACCGCAGAAACAAAT---------------------------
GATAGGAAAAAGAAAGCATTTGCCCTT---TTCTACAAACTCGATGTAGTGCCAATTGATGAC----------
-------------------------------------------------------------------------
----------
AATAATAATAGCAGTAGCAGTAACTTTAGGCTAATAAGTTGTAATACCTCAACCATTACACAG---
GCTTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGCTTTGCGATTCTAAAGT
GTAAT---GATAAAAAGTTCAAT------GGATCAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT---
CAACTGCTGTTAAATGGCAGTCTAGCAGAAAATGGG------------
GTGATACTTAGATCTGAAAATTTCACAGACAAT---------GCAAAAAACATAATAGTACAGCTTAAT----
-----------GAAACTGTACAA---------ATTAATTGTACAAGACCAGGCAACAATACAAGAAAA-----
-AGTATCCCTGTG------------GGAACAGGAAGGATA---TTG------TATGCAACAGGTGCT------
---------ATAATAGGGGATATA------------AGACGGGCACATTGT---AACATTAGTAGGAAC---



CAATGGAATAGGACTTTAGAAATAGTAAAGGAAAAGTTAAGA---------------GAACAATTTAAT----
--------------------------------AATAGTAAGACAATAAAATTTAAT------
CACTCCTCAGGAGGGGACCCAGAAATTACA---ATGCATACTTTTATTTGTGGAGGTGAA---
TTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCGCCACTAATGTGCCCTGGAACACTAGCTGGAGT-----------------
----------------------------AATAAATCCAAGGATGAGATTTGG------AAT------
AACATGACCTGGCAGCAGTGG---GAACAAGAGATTAGCAATTACACAGGCACAATATAT---
AGGTTGCTTGAAGACTCACAAAACCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATCACAAATTGGC
TATGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCT---
GTGCTTGCTATAGTA---------AATAGAGTTAGGCAGGGATACTCACCN------
NNNNNNNNNGCTATTAACCTGCTTAATACCACAGCAATAGCAGTAGCTGAA---
GGAACAGATAGAATTATAGAAGGCTTGCAAAGAGCTGTTAGAGCT----------------------------
--------GTCCTCCACGTA------CCCAGAAGAATAAGACAGGGTTTCGAAAGGGCATTACTA---TAA 
>AJ401039 
GCT---GCA------------------------------------------
GACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGG---AAAGAAGCAACA---
ACCACTCTATTCTGTGCATCAGATGCCAAAGCATATAACACAGAG---GTACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCCACAGAC---
CCCAACCCACAAGAAATAGTTCTGGAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAACATGGTAAAGCAAATGCATGAGGATATA---
ATCAGTTTATGGGATGAAAGCCTA---AAACCATGTGTAAAGTTA---
ACCCCTCTCTGTGTCACTTTAGAGTGTACTAATGCTAATGCTAATGCT-------------------------
-------------------------------------------------------------------------
-------------------------------------AGTTTAGAAAACAAGGAAGAAATGAAA---
AACTGCTCTTTCAATATAACCACAGCAATAAGA---------------------------
GATAAGAAGACAAAGGAATATGCACTT---TTTTATAGACTTGATATAGTACCAATTGGTAAT----------
-------------------------------------------------------------------------
-------------------
AATAATACAGATGGATATAGGTTAATAAATTGTAATACCTCAACCATTAAACAG---
GCTTGTCCAAAGGTGAGTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGT
GTAAT---GATAAGGAGTTCAAT------GGAACAGGACCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT---
CAATTACTGTTAAATGGCAGTTTAGCAGAAAAAGAA------------
ATAATGATTAGATCTAAAAATATCACAGACAAT---------ACCAAGACCATAATAGTACAGTTTAAT----
-----------AAATCTGTGGAA---------ATCAATTGTACCAGACCAAGCAACAATACAAGAAAA-----
-AGTATACACATA------------GGACCAGGACAAGTA---TTA------TATGCAACAGGTGCC------
---------ATAATAGGAGATATA------------AGACAAGCACATTGT---AATGTTAGTAGAACA---
GCATGGAATGATGCTTTAAGTCAGGTAGCTGGAAAACTAAGG---------------GAGCAGTTT-------
-----------------------------------AATAAAACAATAATCTTTAAT------
TCATCTACAGGAGGGGACATAGAAATCACA---ACACATAGTTTTAATTGTAGAGGAGAA---
TTTAAACAGCTTCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAACAGCTCTTGGGGATTTGGG
GCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGT-----------------
----------------------------AATAAATCTTTTAAGGAGATTTGG------GAT------
AACATGACATGGATGGAGTGG---GATAGGGAAGTTAGAAATTACACAGAACAAATATAT---
CAGTTAATTGAGGAATCGCAGAACCAACAGGAA----------------------------------------
-----------------------------
AAGAATGAACAAGACTTATTGGCATTAGACAAGTGGACAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCT---
GTGCTATCTATAATA---------AATAGAGTTAGGCAGGGATACTCACCC------
TTGTCATTTGCTATTAGCTTGCTTAATACCACTGCAATAGTAGTAGCTGAG---
GGGACAGATAGAGTTATAGAAGTTTTGCAAAGAGTTGTCAGAGCT----------------------------
--------ATCCTTCATATA------CCTAGAAGAATAAGACAGGGCCTTGAAAGAGCATTACTA---TAA 
>FJ388921 
ACT---GCA---GAA------------------------AAA---GCA---
GAAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGG---AAAGAAGCAAAA---
ACTACTCTATTCTGTGCATCAGATGCTAAAGCATATAGCCCAGAG---GCACATAAT----------------
--------------GTCTGGGCTACA---CATGCCTGTGTACCTACAGAC---
CCCAACCCACAAGAAATAGTTTTAGAA---------AATGTAACAGAATATTTTAAC----------------



--------------------------ATGTGGAAAAATGATATGGTAGAGCAAATGCATAAGGATGTA---
ATTAGTTTATGGGATCAAAGCTTA---AAGCCATGTGTAAAATTA---
ACCCCACTCTGTGTTACTTTAGACTGTGTCAATATAACTGCTAATATAACTAGAGAT----------------
-------------------------------------------------------------------------
----------------------------AAGAATATTACCATAGAGGATAAAGATGAAATGACA---
AACTGCTCTTTCAATACGACCACAATATTAAGG---------------------------
GATGAGAAACAGAAAGTACATGCACTT---TTCTATAGACTTGATGTAGTACAAATTAGTGAT----------
-------------------------------------------------------------------------
-------------------
AAGAGTAATACACTGTATAGACTAATAAACTGTAATACCTCAGCCATTACACAG---
GCTTGTCCAAAAGTATCCTTTGAACCAATCCCCATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAAT
GTAGG---GATGTAAACTTCAAT------GGGACAGGGCCATGCAAAAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACC---
CAATTGCTGCTAAATGGCAGCCTATCAGAAGGAGAT------------
GTAATAATTAGATCTGAAAATATTTCAGATAAT---------ACAAAAAACATAATAGTGCAACTTAAT----
-----------GTATCTGTACCA---------ATTAATTGTATGAGAGTCAACAACAATACAAGAAAG-----
-AGCATACGCATA------------GGACCAGGACAGACA---TTC------TTTGCAACAGGTGAA------
---------ATAATAGGAGATATA------------AGACAGGCACATTGT---AATATTAGTAGAGAA---
GCATGGAATAAAACTTTACAACAGATAACTGAAAAGTTAGAA---------------GTCCACTTC-------
--------------------------------------AATAACATAACATTTCAA------
CCATCCTCAGGAGGGGACATAGAAATTACC---ACACATAGCTTTAATTGTGGAGGAGAA---
TTTAAACAGCTCCGAGCAAGAGTCCTGGCTCTGGAAAGATACCTGCAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAACTCTAGTTGGAGT-----------------
----------------------------AATAAAACTTATAATGACATTTGG------GAA------
AACCTGACCTGGATGCAGTGG---GATAAAGAGATTAGCAATTATACAGGTATAATATAT---
GGATTAATTGAAGAATCGCAAATTCAGCAGGAA----------------------------------------
-----------------------------
AAGAATGAAAAGGACTTATTAGAATTAAGCAATTGGGCAAGCCTGTGGAATTGGTTCGATATCTCAAACTGGT
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTTCT---
GTGCTTTCTATAGTG---------AAAAGAGTTAGGCAGGGATACTCACCT------
TTGTCGTTCGCTATTAGCTTGCTCGATACCACAGCAATAGTAGTAGCTGAA---
GGAACAGATAGAATTATAGAAATAGGACAAAGAATTTTTAGAGCT----------------------------
--------TTTATTAACATA------CCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTA---TAA 
>KC187234 
GGT---ACA------------------------------------------
GGAAACTTATGGGTCACAGTATATTATGGGGTACCGGTGTGG---AAAGAAGCAAAG---
ACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGATAAAGAA---AGTCATAAT----------------
--------------GTTTGGGCTACG---CATGCCTGTGTACCCACAGAC---
CCCAGCCCACAAGAATTAGAATTGAAA---------AATGTAACAGAAAATTTTAAC----------------
--------------------------ATGTGGAAAAATAGTATGGTGGAGCAGATGCACACAGATATA---
ATTAGTTTATGGGATGAAAGCCTA---AAGCCATGTGTACAGTTA---
ACCCCACTCTGTGTCACTTTGAACTGTACTGATAAATTAACCCTACACAATGCCACAAACTGT----------
-------------------------------------------------------------------------
-------------ACTAGTACTGATGACACAAAATGTATAGATATGCCGCAAGGGGAAATAAAA---
AACTGCTCCTTCAATCAGACCACAGAAGTAAGA---------------------------
GATAAGACAAAGAAAGCATATGCACTT---TTTTATAGGCTTGATGTAGTACAACTTGATAATAAT-------
-------------------------------------------------------------------------
----------
AGTAGCAATAGCAATTATAGCGACTATATGTTAATACACTGTAACACCTCAACCATTTCACAG---
GCCTGTCCAAAGGTATCCTTTGAACCAATCCCGATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAAT
GCAAT---GATGAGAAGTTCAAT------GGAACAGGGCTATGCAAGAAT-----------------------
-GTCAGC---ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACC---
CAACTGCTCTTGAATGGTAGCCTAGCAGTAAAAGAT------------
ATAATAATTAGGTCTGAAAATCTGACAGATAAT---------GCCAAAACTATAATAGTACAGTTTAAT----
-----------GACTCTGTAGAA---------ATTGATTGTACAAGACCCAATAATAATACAAGAAAA-----
-AGTATACGTATA------------GGGCCAGGACAGACA---TTC------TATGCAACAGGTGAC------
---------ATAATAGGAGACATA------------AGACAAGCATTCTGT---ACAGTTAATAAAACA---
AAATGGCAGACAATTTTAGGTCAGGTAGCAAAGGAACTACAA---------------AAACATTACCCT----
--------------------------------AACACAACAACCATGTACTTTAAT------
GCATCCTCAGGAGGGGACCCAGAAATTACA---ACACATAGTTTTAATTGTGGAGGAGAA---



TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGT-----------------
----------------------------AATAAATCTCAAGAAGAAATATGG------GAA------
AATATGACCTGGATGCAGTGG---GACAGAGAAGTTAGCAATTACACAAGGATAATATAT---
AACTTACTTGAAATTTCACAAAACCAGCAAGAA----------------------------------------
-----------------------------
AAGAATGAGCAAGACTTATTGGCATTGGATAGTTGGGCAAGCCTGTGGTCTTGGTTTGACATAACAAGTTGGC
TATGGTACATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCT---
GTGCTTTCTGTAGTA---------AATAGAGTTAGGCAGGGATACTCACCT------
CTATCGTTGGCTATTAGCTTGCTTGATACTGTTGCAATAGCAGTAGGTTCA---
GGGACAGATAGGGTTATAGAAATAATACAAAGAGGCTTTAGAGGT----------------------------
--------GTCCTCCACATA------CCTAGAAGAATAAGACAGGGCCTGGAAAGAGCTTTACTA---TAA 
>DQ373063 
GAT---------------------------------------------------
AACATGTGGGTGACAGTTTACTATGGAGTACCTGTCTGG---AGAGAGGCAGAC---
ACAACTCTGTTTTGTGCATCAGATGCAAAAGCACAGAACCCAGAA---GTGCACAAT----------------
--------------GTATGGGCTTCT---CAAGCTTGTGTATCCACAAAC---
CCTAACCCAGAGGAGATAGAACTAACA---------AATGTAACTGAATACTTCAAT----------------
--------------------------GCATGGGAAAACAATATGGTAGAGCAAATGCATGAGGATATA---
GTCAATCTTTGGGACCAGAGTGTA---AAACCATGTGTAAAATTA---
ATTCCTTTGTGTGTTACTTTAAACTGTTCACTGTTTAAATGCATTAAAGAAAATGGCAACACCACCAACTGCA
CTGTTCAAATTAGCACT--------------------------------------------------------
-------------GGTAATGATAGCACTGCTAACAACATTACGGTTGGCACAATAGACATGTAC---
AACTGTTCTTTCAATGCAACCACAGAATTAAGA---------------------------
GACAGAAAGAAACAGGTGTATTCATTG---
TTTTATAGGCAAGATCTTGAGCCACTAGAAGGAAATAAGCCACCAGAA-------------------------
-----------------------------------------------------------
GGAGATAAGAACGCCTTATATAGATTATATAATTGTAACACCACAGCCATGACTCAA---
GCTTGCTCAAAAGTCTCTCTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGATTTGCCCTCTTGAAGT
GTAAT---GATAAAAATTTTACT------GGGATAGGACAGTGTAAAAAT-----------------------
-GTTAGT---ACTGTGCATTGTACACATGGCATCAGACCTGTAGTCTCAACT---
CAGTTTCTTTTAAATGGAACCTTAGAAGAAAAGGTG------------ACAGTCCTAGATAGGAATGTCTCA-
--AATGAT---------ATGGACACTATAATAGTGAAATTAAAC---------------GAAACTGTACGT--
-------CTCAATTGCACTAGAACAGGAAATAACACAATAAAA------GGTATACCTATA------------
GGACCAAGTCAGATA---TTT------TATGGAATAGAAACT---------------GTAATAGGAGACACA-
-----------AGGCAGGCCTTTTGC---CAGTTGAACAAAACA---
GTATGGACTAATACATTTAAAAAAGTAAGGCACGCCTTAAAT---------------
GAAACATATAAGGGCTATCTC------GGA---------------------AATGAAACTATCACATTTGGA-
-----CCAAGCACGGGAGGTGACTTAGAGGTAACA---AACCTTCACCTCATCTGTGGAGGAGAG---
TTCAAACAGCTTCAGGCACGGGTTCTTGCTGTGGAGAGATACCTAAAGGATCAACAGCTCTTAGGACTATGGG
GCTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAACACTACCTGGACTAATAAA---TCT-----
-------------------------------------TATGATGATATTTGG------TAT------
AACATGACATGGATGCAATGG---GACAAAGAAGTTAGCAATTACACAGATGTTATCTAT---
AATCTATTAGAAAAGGCACAAACCCAGCAGGAA----------------------------------------
-----------------------------
AATAATGAAAAAGAACTCCTAGAATTAGACAAGTGGGCGAGCCTCTGGAATTGGTTTGACATAACATCATGGC
TGTGGTATATAAAAATATTTATCATAATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCT---
TTGCTTTCAATAGTA---------AATAGAGTTAGGCAGGGATATTCACCT------
CTGTCATTTGCCATAAGCTTGCTTGACACAACAGCTATAGCAGTAGCAGAA---
GGAACAGATAGAATTATAGAAATAGCACAGAGATTTGGTAGAGGC----------------------------
--------ATACTGAACATC------CCTAGAAGAATCAGACAAGGCCTTGAAAGAGCATTATTA---TAA 
>K03455 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTAGTTTAAAGTGCACTGATTTGAAGAATGATACTAATACCAATAGTAGTAGCGGGAGAATGATAATGGAGAA
AGGAGAGATAAAAAACTGCTCTTTCAATATCAGCACAAGCATAAGAGGTAAGGTGCAGAAAGAATATGCATTT
TTTTATAAACTTGATATAATACCAATAGATAATGATACTACCAGCTATAAGTTGACAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC



GATTCTAAAATGTAATAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGTCAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACACATCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGAATCCGTATCCAGAGAGGACCAGGGAGAGCATTTGTTACAATAGGA
AAAATAGGAAATATGAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAAACAGATAG
CTAGCAAATTAAGAGAACAATTTGGAAATAATAAAACAATAATCTTTAAGCAATCCTCAGGAGGGGACCCAGA
AATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGAATCACACGACCTGGATGGAGTGGGACAGAGA
AATTAACAATTACACAAGCTTAATACACTCCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACAA
GAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAA
AATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGATTTTGCTATAA 
>KF725913 
GTTGCAGAAAACTTGTGGGTTACTGTTTACTATGGGGTACCTGTGTGGAAAGATACAGAGACCACCTTGTTTT
GTGCATCAGATGCTAAAGCACATGAAGCAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGGTAAATGTGACAGAAAAGTTCAACATATGGAAAAATAACATGGTAGAG
CAGATGCAGACAGATATAATCAGTCTATGGGACCAGAGCCTAAAGCCATGTGTATCATTAACCCCTCTCTGCG
TTACTTTAGATTGTAGTCATAACATCACATCAACCAATGCAACCCTTAAAGAAATAGAAATGGCAAACTGCTC
TTTCAATACGACCACAGAATTAAGGGATAAGCAACAGAAAGTGTATTCACTTTTTTATAAACTTGATATAGTA
AAACTTAATAATAATAATGGTAGTAAGCAGTTTAGATTAATACATTGCAATACCTCAACCATTACACAGGCTT
GTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAA
CGAGGTAGGGTTCAATGGATCAGGACTATGCAGGAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCA
GTAATATCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGGAGAGGTACAAATTAGATCTGAAAATATCA
CAAACAATGCCAAAACCATAATAGTGCAATTTAATGAGACTGTAGAAATTAATTGTACCAGGCCTAATAACAA
TACATTGAGAAGGGTAAGTATAGGACCAGGACGAGCATTCTATGCAAGAGATAGAATAATGGGAGATATAAGA
CAAGCACATTGCAATGTCAGTAGAGGAAAATGGAATCAAACATTACAAAGGGTAGTCTTACAATTAGAAAAAC
ACTTTAAGAACAAAACAATAAAGTTTACTGAACCCTCAGGAGGGGACTTAGAAATTATGACACACAGTTTTAA
TTGTGGAGGAGAATTTAAACAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGAACATGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATA
AATCTATGAATGAGATATGGGATAACATGACCTGGTTACAATGGGATAAAGAAATTGATAATTACACACAAAT
AATATATGGGCTAATTGAAGAATCGCAGATCCAGCAGGAAAGGAATGAAAAAGATTTGTTGGCATTTGACAAA
TGGGCAAGTCTGTGGACATGGTTTGACATATCAAACTGGCTGTGGTATATAAGACTTTTTATAATGATAGTAG
GAGGCTTAATAGGATTAAGAATAATTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACC
TCTGTCGTTTGCTATTAATTGCTTAGATACCCTAGCAATAGCAACAGCTAACTGGACAGATAGGGTTATAGAA
TTAGTACAAAGCATTTGTAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCATCGAAAGGGCTTTGC
TGTAA 
>KY968401 
GCTGAAGATCAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTTTTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTAATGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAAGAACAATAATACCACCACCACCAATACTGCTGCCTCTCCTAGTAGTGG
GGGAGAAATAAAAAACTGCTCTTTCAATATAACCACAGGCATAGGAAAAAAGGTGAGGAGTGAATATGCAATT
TTTAATAAGCTTGATATAGTACCAATAGATAATGATAATACAAGTTATATGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAAACTTCCTTTAATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTCAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAAATGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGGTAATAATTA
GATCTGAAAATCTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTAC
AAGACCCACCAACAATACAAGAAAAAGTATACATATGGGATGGGGAAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGCAGTAAAATGGAACAACACTTTAAAACAGATAGTTA
GAAAACTAAAAGAACATTTTGAAAATAAAACAATAATTTTTAAACCATCCTCAGGAGGGGACCCAGAAATTAC
AATGTACACCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGTGATCAACGGTTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATA
ATAGTTGGAGTAATAAATCTCTGGAAACAATTTGGAACAACATGACCTGGATGCAGTGGGAGAAAGAAATTGA
CAATTACACACACTTAATATACACCTTACTTGAACAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTAATTTCTATAGTGAATAGAGTTAG



GCAGGGATACTCACCATTATCATTCTATTTTGCTCAATGCCACAGCTGTAGCAGTAGCGGGGACAGAGGTAAT
AGAAGTAGTACAAAGATTTGGAGGTATCCTCCACATACCACGAATAAGACAGGGCTTAGAAAGAGCTTTGCAA
TA 
>KY968403 
GCTACAAAAAATTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCTAACCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAACAATGCTACTAATGCCAATATTAGTCAAAGGATAGAGGGAGAAATGAA
AAACTGCTCTTTCAATGTCACCTCAAATATAGGAAATAAAATGCAGAAAGAATATGCACTTTTTTATAAACTT
GATGTAGTACCAATAGAAGGTGATAACACAAGCTATACTTTGATACATTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGATAATGAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGG
CCAATAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAATTAGATCTGAAAACC
TCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAGCAA
CAATACAAGAAAAGGTATACATCTAGCATGGGGGAGAACAATTTATGCAACAGGAGAAATAATAGGAGACATA
AGACAAGCACATTGTAACCTTACCAAAAGACAATGGGAAGACACTTTAAAAAAGGTAGCTATAAAATTACAAG
AACAATTTAAAAATAAAACAATAGTCTTTAACCACTCCTCAGGAGGAGACCCAGAAATTGTAATGCACACTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCTGGATGAAATTTGGAATAACATGACCTGGATACAGTGGGAGAGAGAAATTGACAATTACACAAA
CATAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGACTTATTGGCATTGGAT
CAATGGGCAAATTTGTGGAATTGGTTCAGTATATCGAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGCAGGCTTAGTAGGTTTAAAAATAGTTTTTTCTATAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTCTATCTTGCTCGATGCCACAGCTATAGCAGTAGCGGGGACAGAGATTATAGAAGTAGCACA
AAGGATTGGAGCTATCCTCCATATCCCAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATA 
>AY037269 
GCTGCAGAAAATAATAATACTAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCA
CCACTCTATTTTGTGCCTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTG
TGTACCCACAGACCCTGACCCACAAGAAATAAATTTGCCAAATGTGACAGAAAATTTTAACATGTGGAAAAAT
AACATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAA
CCCCACTCTGTGTTACTTTAAATTGCACTGATCTGAATGCTACTGAAATCAATATGAATAATGCTAATGCTAC
TGGGACCACTAATACCAATATCACCACCAAAGACATACAAAATATGAAAAACTGTTCTTTCAATATCACCGAA
GGCATAAAAAATAGAAGGAAGAAACAACATGCAATCTTTGATAAACTTGATGTAGTACCAATAGAGAATAATA
GTACAAGCTATATGTTGGTAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAACC
AATTCCCATTCATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAGAGATAAGAAGTTCAATGGAACA
GGACCATGTATCAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGT
TAAATGGCAGTCTGGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAAT
AGTACAGTTGAACCAAACTGTAAAAATTAACTGTACAAGACCCAACAACAATACAAGACAAGGTATACCTATA
GGACCGTTGGGTTCATTTTATGCAACAACAGAAATAATAGGAAATATAAGAAAAGCATATTGTAACGTGAGTA
AAAAAGATTGGAATGACACTTTAAGCAAGGTAGCTAAAAAATTAGGAGAACAGTGGAATCAAACAACAATAAT
CTTTGATCATCCATCAGGAGGGGACCTAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTCAAGCAG
CTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTGTGGATTACATCTGGAG
AAACATGACCTGGATGCAGTGGGAGAGAGAAATAGACAATTACACAGACCACATATACCTCTTACTTGAAAAT
TCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTTGATAAGTGGGCAAATTTGTGGAATTGGT
TCAACATATCTAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCATTTGCTGTTAGTTTG
CTTAATGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATAATAGAAGTAGGACAAAGACTTGGTAGAG
CTATTCTCCACATACCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGGTATAA 
>KY968394 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCCGCCCACAAGAAGTAGTATTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAYGAAGATATAATCAATTTATGGGATGAAAGCCTAAAGCCATGTGCAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTCACTATTAGTCCTAATACTGCTTGGAGTAATGTGACAATAAGAGAAGAAAT
GACAAACTGCTCTTTCAACATCACCACAAGCATAAGAGACAAGGTGACGAAGGAATTTGCACTTTTTTATAGA
GATGATGTAGTACCAATAGACAATAATTATACTAACTATAGGTTGATAAATTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCAGCTGGTTTTGCGATTCTAAA
GTGTAATAATAAGACATTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT



AGGCCAGTAGTGTCAACTCAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAGA
ATTTCACAGACAATGCTAAAACCATAATAGTACAGTTGAATGAATCTATAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATAATACTCTACAACTGATAGTTAACAAATTAA
GAGAACAATTTAAGAATAAGACAATACTCTTTAAGCCATCCTCAGGAGGGGACCCAGAAGTTGTAATGCACAC
TTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAATAAATCTTATGATCAGATATGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACAC
AGGTTTAATATACAATTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTG
GATCAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCCTGGTAGGTTTAAGAATAGTGCTTGCTGTAATTTCTGTAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTATCGTTGTATCTTGCTCAACGCTACAGCCATAGCAGTAGGAGGGACAGAGCTTATAGAAGTAGT
ACAAAGAATTTGAGCTATTTGCAATATACCAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATA 
>KY968407 
GCTACGGAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAARCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGRCACATAATGTTTGGGCCACACATACCTGTGTACCCACAGA
CCCTAATCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGYATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATGCTAATGGTACTGTTAACAATAGCAGTAATAGAACTACTAACGCAAGTTTGGA
AAAGATGGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGCAGAGGAAATGAGATGAAGAAAGAA
TATGCACTTTTTTATACATTTGATGTAGTACCAATAAATGATGATAATACAAGCTATATGCTGACACATTGTA
ATACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAGA
TAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATAAATCTGTAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGATTTGGAAGAGCATTGTATGCAACA
GGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTACAGAAAGCTGGAAAGAAACTTTAAAAC
AGGTAGCTGAAAAATTAAAAGAACAATTTGGTAATAAAACAATAGTCTTTAATCAATCATCAGGAGGGGACCC
AGAAATTACAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAA
AGTTACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTAC
CTTGGAACACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGGATAAAATGACCTGGATGGAGTGGGAAAG
AGAAATTGATAATTACACAGGCTTAATATACACTTTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGACTTATTGGCATTAGACAAATGGGCAGATCTGTGGAATTGGTTTAGCATAACTAATTGGCTGTGGTACA
TAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCACTATCATTCTGCTGTTTTGCTCAATGCCACAGCTATAGCAGTTGCGGG
GACAGAGATTATAGAAGTAGCACAAAGAATTTGAGCTATTATCCACATACCAAGAATAAGACAGGGCTTAGAA
AGGCTTTTGATATA 
>DQ383746 
GCTACAGACACAAACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTT
TATTTTGTGCATCAGATGCTAAAGCACATAATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCTAACCCACAAGAAATGGTAATGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGATGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTACCCTAAATTGCACTAATTGGAATAGTACTACTAATGCCACTGACATAACTACTAATGCCACTGA
CATGGGAGAAGGAGAAATAAAAAAATGCTCTTTCCAACCTAGAAGAGAAAAGGGGGTAAAAGAATATGCACTT
TTTCGTAAACTTGATTTAGAACTAATAAATAAGACCAGCAATAATACCAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATAACACAGGCATGTCCGAAGGTATCCTGGGAACCAATTCCTATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAACAGGACTATGTAGAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAATAGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAG
TAATTAGATCTAAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGCAGCTGTAGAAATTAA
TTGTACAAGACACGGCAACAATACAAGAAGAAGCATACATATGGGACCAGGGAGAGCATTTTATACAACAGGA
GAGGTAACAGGAGATATAAGAAAAGCACATTGTAAGGTTAGTAAAGCAAAATGGGAGAACACTTTAAAACAGA
TAGGTATAAAATTAAGAGAACAATTTCCAAATAAAACAATAGTCTTTAATCAATCATCAGGGGGGGACCCAGA
AATTACAATGCACATTTTTAATTGTGCAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTTTGGATAAAATTTGGGATAACATGACCTGGATGGAGTGGGAGAGGGA
AATTGATAATTACACAAGCTTAATATACACTCTACTTGAAGAATCGCAGTACCAGCAGGAAAAGAATGAACAA
GAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATCATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGATTGATGCCATAGCTATAGCAGTAGCTGAG



GGGACAGATAGGGTTATAGAAGTAGTACAAAGATTCTGTAGAGCTATCCTCCACATACCTACAAGGATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>KY968396 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAACTTGACAAATGTGACAGAACGTTTTGATGCGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTATAATGGGAATGTGACTGCTAATAATAGTAGCATCAATAATAGTAGTGGGGG
AAGAGAAATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGCAG
AAAGCAAATGCTCTTTTGTATAAGCTTGATGTAGTACCAATAGATAATGATACTAGCAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCAATTCTAAAGTGTAAAGATAAGAAGTTCAATGGGAAAGGAGACTGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGACAACTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAATAAATCTGT
AGAAATTAAGTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGGGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAAAGCAGAATGGAATAACACTT
TAAGAAAGGTAGCTATCAAATTAAGAGAACAATTTAAGAATAAAACAATAGCCTTTAATAAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGATGAGATTTGGAATAACATGACCTGGATGGAGTG
GGAAAAAGAAATTGACAATTACACAAACTTAATATACACCTTAATTGAAGAGTCGCAAAACCAGCAAGAAAAG
AATGAACTAGATTTATTGAAATTAGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTTGCTATCTTGTACAACGCAACAGCAATAGCAGT
AGCGGGAACAGAGGTTATAGAAATAGCAAGAAGATTTGTAGCTCTTCTCCACATACCAAGAATAAGACAGGGC
TTCGAAAGGATTTTGCTATA 
>DQ383748 
GCTGTGGAACAATTGTGGGTCACTGTCTATTATGGGGTACCTGTATGGAAAGAAGCTAACACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGAAACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAATGTGACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCAATGATACTGATACCCAGAATATCACTAGGGGGATAGAGAAATTAGAAATAAAAAACTGCTC
TTTCAATATTACCACAAGCATAAGAGATAAAGTGCAGAGAGAATATGCACTTTTTTATAAACTTGATGTAGTA
CCAATAGATAATAATAGTACTAGGTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCGA
AGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAATGTAAGGATAA
GAAGTTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTA
TCAACGCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATTTCTCAGACA
ATGCTAAAATCATAATAGTACAGCTGAATGAGTCTGTAGTAATTAATTGTACAAGACCCCACAACAACACAAG
AAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGGAATAATAGGAGATATAAGACAAGCA
CATTGTAACATTAGTAAAGCAAAATGGAATGAAACTTTAAAACGGATAACTACAAAATTAGAAGAGCAATTTA
AGAATAAAACAGTAGTCTTTAATTCCTCCTCAGGAGGGGACCCAGAAATTGAGATGCACAGTTTTAATTGTGG
AGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTACCTTGGAATACTAGTTGGAGTAATAAAACTT
TAAATGATATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAAGCCTGATATA
CACCTTAATTGAGGAAGCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCA
AATTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCCATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATC
GTTTGCTGTTAGCTTGCTCAACGCCGTAGCCATAGCAGTAGCTGGGGGGACAGATAGGGTTCTAGAAGTGTTA
CAAAGAATTGGGAGAGCTATTATCCACATACCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGTTATAA 
>DQ383751 
ACTGCAGAAGATGCAGGAAGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACA
CCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTG
TGTACCCACAGACCCCAGCCCACAAGAAGTATTCTTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAAT
GACATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAA
CCCCACTCTGTGTTACTTTAAATTGCACTGACTACGTAGGGAATACTACTAATGCTGGGAATACTACTAATAC
TACTAGTACTGTAAGCCCTACTGCTAGTACAGGAATGAAAAACTGCTCTTTCAATGTCACCACAGACCTAAGA
GATAAGGTGAAGAAAAATTATGCACTTTTTTATAGCCTTGATGTAGTACCAATAGAAAATGAAAATACCAGCT
ATAGATTGATAAGTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCTCCAGCTGGTTTTGCACTTCTAAAGTGTAACAATAAGACATTTAACGGAACAGGACCATGT
GGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA



GTCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATTTCTCAGATAATACTAAAACCATAATAGTACAGCT
GAACAAAGCTGTAAAAATTAATTGTACAAGGCCCAACAACAATACAAGAAGAAGTATACACATAGGACCAGGG
AGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGAGATGCACATTGCAACATTAGTAAAGCAGAAT
GGAATACCACTTTAAGACAGATAGCTATAAAATTAAGAGAACAATTCAAGAATACAACAATAGTCTTTAATAG
TTCTTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCG
AGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAACTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAACAATAGCTGGAGTAATAGATCTCTGGAGTCTATTTGGAATAACATGAC
CTGGATGCAGTGGGAAAAGGAAATTGACAATTACACAGGCTTAATATACAATTTACTTGAAAAGTCCCAGAAC
CAACAAGAGAAAAATGAACAAGAATTATTGGAGCTCGATAAATGGGCAAACTTGTGGAATTGGTTTAGCATAA
CAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGC
TGTAATTTCTATAGTAAAGAGAGTTAGGGAGGGATATTCACCTTTATCGTTTGCTGTTAGCTTGTTCAACGCT
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGCAGTGCAAGGAGCTTGTAGAGCTATCCTCA
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>KY968399 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGTATATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGCTTTACAGTGCACTAATGTTACTAATAAGAATGCTACTAATACCACTAGTGATGCTACTAGTACTCCTAG
TAGTAGCGAGGAAGTACAAATGAAAAACTGCTCTTTCAATGTTACCTCATTCATAACAAATAAGGTGAAGAAA
GAATATGCACTTTTTTATAGTCTTGATGTAGTACCAATAGCTAATGAGAATAACAGCTATAGGTTGATAAGTT
GTAATACCTCAATCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACACAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAG
AGGTGGTAATTAGATCAGCAAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAAAGAACCTGTAGA
AATTAATTGTACAAGACTCAACAACAATACAAGAAAAAGGATAACTATGGGACCAGGGAGAGTATATTATACA
ACAGGAGGAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAGAAAAATGGAATAGCACTTTAC
AAAAGATAGTTGAAAAATTAGGAGAACAATTTAAAAATAGAACAATAGTTTTTAGTAAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAGTACAATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAGGCTTAATATACACCCTAATTGAAGAATCGCAGATCCAGCAAGAAAAGAAT
GAACAAGAATTGTTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTATGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGGTACTCACCATTATCATTTAGTCTTGCTCAACGCCACAGCCATAGCAGTAGCGGG
GACAGAGATTTTAGAAGTATTACAAAGAATTATAGCTATTATCCACATACCAAGAATCAGACAGGGCTTGGAA
AGGGCATTGCTATA 
>KY658686 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGAAAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAGTTGCACTGATGCCAACAGGACTGAGAATACTAATATCACTAGACAAATGGATAAAGAAGAAAT
AAAAAACTGCTCTTTCAATGTCACCACAAACCTAAGAGATAAGGTGCAGAAAGAATATGCACTCTTTTATAGA
CTTGATGTAGTACCACTAGATAACAGTTATAGTAGCTATAGGTTGAAAAGTTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATGATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGCACACATGGAATT
AGGCCAGTAGTGTCAACTCATTTGCTGTTAAATGGCAGTCTAGCAGAGGAGGAGGTAGTAATTAGATCTAAAA
ATTTCACGGACAATGTTAAAAACATAATAGTACAGCTGAAGGAAGCTGTACAAATTAATTGTTCAAGACCCGG
CAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTTTAGAACAGGAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAGTAGTGCAAAATGGAATGACACCTTAAAACAGGTAGTTACAAAATTAA
GAGAACAATATGGGAACAATACAATTATTGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTATAATGCA
CAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTT
GGAGCAATAAATCTTTGAAGACGATTTGGGATAACATGACTTGGATGCAGTGGGAAAAAGAAATTAACAATTA
CACAGACTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTATCA
TTAGATAAGTGGGCAAGTTTGTGGACTTGGTTTGATATATCAAATTGGCTGTGGTATATAAGAATATTTATAA
TGATAGTGGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGCTGTGCTTTCCCTAGTAAATAGAGTTAGGCAGGG
ATACTCACCACTATCATTTGCTGTTAGCTTGTTTAATGCAATAGCTATAACAGTAGCTGAGGGAACAGATAGG



GTTATAGAAGTAGTACAAAGATTTTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTATAA 
>KY658683 
GCTGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAACACCACTCTGTTTTGTG
CATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGACCC
TAGCCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAA
ATGCATAAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTACAATTAACCCCACTTTGTGTTA
CTTTACAATGCRCTAATTGGACAGCTGATAATAATACTAATAGTACTATCAGGAGGGAAATGGAGAGAAACAT
AAAAAACTGCTCTTTCAATATCACCACAGAGGTACAAGATAAGAGGAAAAAAGCCTATGCACTCTTTGATAGT
CTTGATATAGTACCAATAGATAATAATAATACAAACTATATGTTAATAAATTGTAATACCTCAGTCATTACTC
AAGCCTGTCCAAAGGTAACTTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAAGGATAAAAATTTCAATGGAACAGGACCCTGTACAAATGTCAGTACAGTACAATGTACACATGGGATT
AGGCCAGTAGTGTCAACTCACCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAA
ATTTCACAAACAATGCTAAAACTATAATAGTACAGCTGAATGAAACAGTAGAAATTAATTGTACAAGACCCAG
CAACAACACAAGAAAGAGCATACACATAGGGCCAGGGAGAACAATGTATGCAACAGGACAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGCACAAAATGGAACAACACTTTAGGAAAGGTAGTTAAAAAATTAA
GGGAACAATTTAATAAAACAAAAATAATATTTCAGCCATCCTCAGGAGGGGACCCAGAAATTGTGATGCACAC
TTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGA
GTAATAAATCCCTGAACGCAATTTGGGATAACATGACCTGGATGGAATGGGATAGAGAAATTAACAACTACAC
AAACATAATATACAGCTTGCTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAGGAATTGTTGGAATTG
GATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCTATAGCTATAGCAGTAGCTGAGGGAACAGATAGGATT
ATAGAAATAGTACAAAACATTGGTAGGGGTATCCTCCATATACCCAGAAGAATACGCCAGGGACTTGAAAGGG
CTTTGCTATAA 
>MH078530 
GTTACAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACCCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTATTTTAAGTTGCAGCAATTTAGTTAGTACTAACAATTTAAATAGTACTAATAACAGTACCAGTAATAACAG
TACCAGTAATAACAGTACCAGTGGGGAAGACTTAGACATGAATGAAGAACTAAAAAACTGCTCTTTCAATATC
ACCACAGGCATAGGAAATAAGATGAGGAGAGACTATGCAATTTTTAATAAACTTGATATAGTACCAATAGATG
GTGATGGTAGTAATAATAATACAAGCTATATGTTGATAAATTGTAATACCTCAGTCATTACACAGGCTTGCCC
AAAGGTAACATTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAATGTAAGGAC
AAGAAGTTCAATGGATCAGGATTATGTAAAAATGTCAGCACAGTACAATGTACACATGGGATTAGGCCAGTAG
TGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATATTTCAGA
CAATGTTAAAACCATAATAGTACAACTGAAAGAAGCTGTAAAAATTAATTGTACAAGACCCAACAACAATACA
AGAAAAAGCATACATATGGGACCAGGAGCAGCGCTCTATGCAACAGGAGAAATAATAGGGGATATAAGACAAG
CACATTGTAACCTTAGTAAAACAGAATGGTATAAAACTTTGAGACAGATAGCTGCAAAATTAAAAGAACAATT
TCAGAATAAAACAATAGTTTTTAATCACTCCGCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGT
GCAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGG
GGATATGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAGGAATAA
ATCTCTAGATTATATTTGGGGCAATATGACCTGGATGGAGTGGGAAAGAGAGATTGACAACTACACAGATTTG
ATATACACCCTAATTGAAGACTCACAGATCCAGCAAGAAAAGAATGAAAAAGATTTATTGGAACTCGATAAAT
GGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGAATAGCTGTTACTGTAATTTCTATAGTGAATAGAAGTAGGCAGGGATACTCACCA
TTATCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAGA
TAGGACAAAGCATAGGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGTGTAGAAAGAGCTTTGAT
ATAA 
>KY658685 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAGGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAATCATATATTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAAAATTGGAAAATGTGACAGAAGACTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTTTGTG
TTACTTTAGATTGCATTGATGTTCCCACGAATTGCACTAATACCGGTAATTGCACTAACTGGAAAATAAAGGA
GGGGGGAGAACTAAAAAACTGCTCTTTCAATATCACCACATACAGAACAGATAAAATGCAGAAAGGAAATGCA
TTGTTTTATAACCTTGATATAATAAAAATAGATAATGAAGGTAATAATAGCTATAGGTTGCTAAGTTGTAACA
CCTCAGTCATTACACAGGCATGCCCAAAGATATCCTGGGAACCAATTCCAATACATTATTGTACCCCGGCTGG



TTTTGCGCTTCTAAAATGTAATGATAAGAACTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGGAGACATAA
TAATTAGATCTGAAAATATCACGGACAATGCTAAAACCATAATAGTACAGCTGAATAAAACTGTAAGCATTAC
GTGTCAAAGACCCAACAACAATACAAGGAAAAGTATAAATATAGGACCAGGGAGGGCAATTTATGCCACAGGA
CAAATAATAGGAAATATAAGACAAGCATATTGTAACATTAGTAATGCAACGTGGCTAAACACGTTACAACAGG
TAGCTAAAAAATTACAAGAACATTTTAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACATGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ATGATAGCTGGAGTAATAAATCTCAGGATGACATTTGGGGAAACATGACCTGGATACAGTGGGAAAGAGAAGT
CAATAATTACACAAAATTAATATACAATCTAATTGAAATATCGCAAAACCAGCAGGAACAGAATGAACAAGAA
TTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGCTATGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGT
TAGGAAGGGATACTCACCATTATCGTTCGCTATTAGCTTGCTTAACGCCATAGCCATAGCAACAGCTGAGGGG
ACAGATAGGATTATAGAAGGAGTACGAAGGATTCTTAGAGCTTTTCTCCATATACCTAGAAGAATCAGGCAAG
GATTCGAAAGGGCTTTATTATAA 
>MH078533 
GGTGCAGAACAGTTATGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCTGATGCCAAGGCATATAAGGATGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGATATTGGAAAATGTGACAGAAAATTTTAACATATGGAAAAATGATATGGTAGAA
CAGATGCATCAGGATATAATCAGTTTATGGGATAGCAGCCTAAAGCCATGTGTACAGTTAACCCCATTGTGTG
TCACTTTAAATTGCACTGAGTTGAATAATACTACTAAGGTGAACAGGACTAGTATTAATACTGAAATAGACTT
GAAAAACTGTTCCTTCAATGTCACCTCAAACATAAGAGATAAATATCAGAAAGAATATGCAATGTTGTATAAG
CTTGATTTGGTACCAATAGATGGCGAGAATGCCAGCTATAGATTAATAAGTTGTAATACCTCAGTCATAACAC
AGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATCCACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGCAACAATAAAACATTTAATGGAAAAGGACCATGTACAAATGTCAGTACAGTACTATGCACACATGGAATT
AGACCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAGGAAATAGTAATTAGATCTGAAA
ATTTCACAGACAATGCCAAAACCATAATAGTACAGTTAAATGAAACTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACTAGGAAAAGTATTCATATAGGACCAGGGAGAACATTTTATGCAACAGGAGACATAATAGGAGAC
ATAAGACAAGCACATTGTAACATTAGTGCAGTAAAATGGAATAACACCCTAAGACAAGTAGCTAAAAAATTAA
GTGAACAATTTAATAATAGCATAATAATCTTTAAGAACTCTTCAGGAGGAGACCCAGAAATTACAACACACAG
CTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACGGGATCAA
CAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAAAACTTGGA
GTAATAGAACTTTCAAGGAAATTTGGGACAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAACTACAC
AGGCTTAATATACACTTTAATTGAAGAATCGCAGAAACAGCAAGAAAAGAATGAACATGAATTATTGGCATTA
GATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGA
TAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATA
CTCACCATTATCGTTCGCTGTTAGCTTGTGTAATACTATAGCCATTGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAATATTACAAAGAACTAGTAGAGCTATTATAAACATACCTAGAAGAATAAGACAAGGCCTTGAAAGGC
TTTTGATATAA 
>AY037268 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGTAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAATTGGATGAGGACAAATAATACCTTAAATAATACCTCAAATAATGCCACTAATCA
GGATATAACTAGAATCAATAATACGATGGAGAACGGAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAAC
ATGAAAGACAAGGTGCAGAAAAAATATGCACTTTTTTATGACCTTGATGTAGAACCAATAGACAATAGTAGTT
ATAGGATAAAAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAACATCCTTTGAGCCAATTCCTAT
ACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGAAATTGT
AAAAATGTCACCACTGTACACTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGACATAGTAATTAAATCTGCTAACCTCTCAGATAATACTAAAACCATAATAGTACAGCT
GAATGAATCTATAGCAATTAATTGTACAAGACCTGGCAACCGTACAAGAAGAAGGATAACTCTAGGACCAGGG
AGAGTATATTATACAACAGGAGAAATAATGGGAGATATAAGAAAAGCACATTGTAACCTTAGTAAAGCAGACT
GGAATAACACTGTAAGAAAGATAGCTATTAAATTAAGAGAAAATTTCAATAAAACTATAGTCTTTAATCAATC
CTCAGGAGGGGACCTAGAAATTGTAATGCACATTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAAATGATATTTGGAATTACACGACCTG
GATGCAATGGGAAAAAGAAATTGACAATTACACAAGCATAATATACAGCTTAATTGAAGAATCGCAAACCCAA
CAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGAAATATCAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT



ACTGACTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTAGCTGTTAGCTTGTTCAATGCAGTA
GCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAATAGCACAAAGAATCGGTAGAGCTATCCTCAACA
TACCTACAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY037282 
GCTACACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAATTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAGTTGATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTATGGATTGCACTGATTATAAAAATGCTACCAATACCACTAGTGGTAGTACCAATACCACTAGCTATGC
TACCGGGGGAGAAGAAATAAAAAACTGCTCTTTCAACATCTCCACAAGCATAAGAAATAAGGTACAGAAAGAA
TATGCACTTTTTTATAGCCTTGATGTAATACCAATAGATAATAGTAATACCTCCTATACTTTGAGAAGTTGTA
ACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTTTTGTGCCCCGGC
TGGTTTTGCGATTCTAAAATGTAATGATAAAAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCTACACAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGCCAATTTCTCGGACAATACTAAAACCATAATAGTACAGCTGAATGAATCTGTAGAAAT
TAACTGTACAAGGCCCAACAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACA
GGACAAGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAACACCTTAAACC
TGATAGTTAGCAAACTAAGAGAACAAGTCAAAAACAAAACAATAGCCTTTAAGCAAGCCTCAGGAGGGGACCC
AGAAATTGTGATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGGTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTTATAATGATATTTGGGATAACATGACCTGGATGCAGTGGGAGAG
AGAAATTGATAATTACACAGGCTTAATATACACTTTAATTCAAATATCGCAGATCCAGCAAGAAAAGAATGAA
CAAGAGTTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGCTGTGGTATA
TAAGATTATTCATAATGATAGTAGGAGGCTTAGTAGGGTTAAGAATAATTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTTAATACCATAGCTATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGGAGTACAAAGACTTTGTAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAAGGCTTAGAAAGGGCTTTACTATAA 
>FJ952154 
ACTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAGTATTATTGGAAAATGTGACAGAAGATTTTAACATATGGAAAAATAACCTGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTAGTTTAAAGTGCACTGATTTGAAGAATGATACTAATACCAATAGTAGTAGCGGGAGAATGATAATGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCGCCGCAAACATAAGAGATAGGGTGCAGAAAGAACATGCATTT
TTTTATAAACTGGATATAGTACCAATAGATAATGATACCAGTAGCTATAGATTGATAAGTTGTAACACCTCAG
TCATTAAACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAAACGTTCAATGGATCAGGGCCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTGATTA
GATCTGAAAATTTCACAGACAATGCTAAAAACATAATAGTACAGCTGAGTGTATCTATAAAGATTAATTGTAC
AAGACCCAACAACAATACAAGAARMAGTATAYCAATAGGACCAGGGAGAGCATTTTATGCAACAGGACAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGAGTGGAATAACACTTTACAAGAGGTAGCTA
AAAAATTAGAAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
TTAGTTGGAGTAATAAAAGTTTGGATGACATTTGGGGGAACATGACCTGGATGCAGTGGGAGAGAGAAATTGA
CAATTACACAGACTTAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
CTGGAATTAGATAAGTGGGGAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTAATTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>DQ676886 
ACCGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGTTACAGAGAAGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAGGTAGAATTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGRAGATATAAYCAGTTTATGGGAACAAAGCATGAAGCCATGTGTCAAATTAACCCCACTCTGTGTTA
CTTTAAATTGTACTGATGTTAAAGAGAGAAATGCTAATGATACCACTAGTACTACTAGTCCCCCTAATACTAG
TACCCCTAGTAATAGTAGTCTGGAAAATAATAGTGACATAAAAAACTGCTCTTTCAATATCACCACAAGCATA
AGAGATAACATAAAGAAAGAACATGCACTTTTCTATGCACTTGATGTAGTACCAATAGATAATAGTAGTAGCT
ATAGGTTGGYAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT



ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACCAGAAGGAGTTCAATGGAACAGGACCATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGATGTAGTAATTAGATCTGCCAATTTCACAGACAATACTAAAACCATAATAGTGCAGCT
GAATGAATCTATAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGCATACATATGGGACCAGGG
AAAGCATTTTTTGCAACAGGGGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGCAGAACAGAAT
GGAATAAAGCCTTAAACAGGATAGTTACAAAATTAGGAGAACAATTTAAAAATAGTACCGAAACAATAACCTT
TACGCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTGRGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAAACTTATGATAAGATTTGGAATAA
CATGACATGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGACCTAATATACACCTTAATTGAGGAATCG
CAGAACCARCAAGAAAAGAATGAACAAGACTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTG
ACATATCTCAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTC
AACGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTGCAAAGAGCTTGTAGAGCTA
TTCTCCACATACCTAGAAGGATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>AF042100 
GCTGCAGAACACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAACCACCACTCTATTCT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGCAGTAGCATTAGCAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAAGAATGCTACTAATACCAATAGTACTAATACCAATAATAGTAGCAGGGA
AATGATTGAGGAAGAAGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAAGAATAAGAAATAAGGTGCAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAGAACTAATAATACCAGCTATA
GGTTGGTAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTAAA
GGTGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTAAA
CGAAGCTATAGCTATTAATTGTACAAGACCCAGCAACAGTACAGGACAAAGTATACGTATAGGACAAAGGAGA
GCATTTTATGCAACAGGGAAAATAATAGGTGATATAAGACATGCACATTGTAACATTAGTGGAGCAAAATGGG
ATAACACCTTACAACAGATAGTTAATTTCTTAAAAGAACAATTTGGGAATTATAAAACAATAGTCTTTAATCA
ATCCTCAGGAGGCGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACCACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTAACAATTACACAAGCTTAATATACACCTTGATTGAAGAATCGCAAAAC
CAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAACTTGTTCAATGCT
ATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF042101 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTACTCAAAGAATGCTACTAATACCACTAGTAGTAGCGAGACAGTGATGGAGAA
GGGAGAAAAAGTGATGGAGAAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGGGGTAAG
GTGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAGTAGATAAGGACAATACTAGTTATAAGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATTTATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATGAAAAGTTCAATGGAAAAGGACTATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGGAGAGGTAATAATTAGATCTGAAAATATCACAAACAATGCTAAAACCATAATAGTACAGCTGAAAGA
TCCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCA
TTTTATGCAACAGGAGATATAATAGGAAATATAAGGCAAGCATATTGTACCCTTAATAGAGCAAGGTGGAATG
ACACTTTAAAACAGATAGCTGAAAAATTAGGAGAACAATTTAAGAATAAAACAATAGTATTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGACTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGGAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAACATGACCTGGAG
GGAGTGGGAAAAAGAAATTGACAATTACACAGACTTGATATACACCTTAATTGAACAATCGCAGAACCAGCAA
GAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACCAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTATTGTACT



TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGTCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTATAGAGCTATTATCCACATAC
CTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>AF538304 
GCTACAGAAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTAATACCACTAGTAGTACTAATACCACTAATGGTACTAATCCCACTATTAG
TGGCAGCAGAATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAACGTCACCACAAACATGAGAGATAAGATG
CAGAGAGCTTTTGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAAGAATAATGATAACAATAATACCA
GCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACCCAAGCCTGTCCAAAAGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACTCAACTACTGTTAAATG
GCAGCCTAGCAGAAGAGGTGGTAGTAATTAGATCTAGCAATTTCACAGACAATATTAAAAACATAATAGTACA
GCTGAACGAACCTGTAGAAATTAATTGTACAAGACCCAATAATAATACAAGAAAAAGTATACATATAGCACCA
GGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGCAACATTAGTAGAGAAA
AATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGAGAACAATATGTGAATAAAACAATAGTCTTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAACAATCACAA
ATCCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTT
TTCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGCTTAAT
GCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTGCAAAGAGCTTATAGAGCTATTA
TCCACATACCTAGAACAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>AF538306 
GCTGCAGAACAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACGACCACGCTATTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACCTTAAATTGCAATAATGCTAAGCTCAATAATACTAATACCACTAAGGAATGGGAAAAGATGGAGGAAGG
AGAAATGAAAAACTGCTCTTTCAACACCACCACAAGCATAAGAGATAAGATGCAGAAAGAATATGCGCTTTTT
TATAAACTTGATGTAGTACAAATAGATAATAACAATAACAATACTAATACCAGCTATAGGTTGATAAATTGTA
ACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATCCATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAATGTAACAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGG
TAGTAATTAGATCCAGCAATTTCACGGACAATGTTAAAACCATAATAGTACAGCTGAACCAATCTGTAGCAAT
TAATTGTACAAGACCTAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGATATAATAGGAAATATAAGACATGCACATTGTAACATTAGTAGAAAAGAGTGGAATAACACTTTAAAAT
TGATAGTTGAAAAATTAAGAGAACAATTTGGAGAGAACAAGACAATAGTCTTTAATCACTCCTCAGGAGGGGA
CCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TACCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAAGATTTGGGATAACATGACCTGGATGGAGTGGGA
CAAAGAAATTAGCAATTACACAAACTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGA
GAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTATTACAAGCAAGTTATAGAGCTATTATCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF042103 
GCGGCAGAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATACCATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTACTAAAACCAATAATAGTAGCGGGGGTACTAAAACCAATAATAGTAGCGG
GGGAGCGGTGGGGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATGAGAGATAAGGTGCAG
AAACAATATGCTCTTTTTTATAAACTTGATGTAGTACCAATAGACAATAATAGTACTAATACCAGCTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTA



TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAAAAGGACTATGTAAAAAT
GTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAG
CAGAAGAAGAGGTAGTGATTAGATCTGACAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTAAAAGA
ATCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAAAGCA
TTTTATGCAACAGSAGAAATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGAGTAGACTGGAATG
AGACTTTAAGACAGATAGCTATAAAATTAGGAGAACAATTTAAGAAGAACACAATAGTCTTTAATCCATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAACGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTAGAGAAGATTTGGAATAACATGACCTGGAG
GGAGTGGGAAAGAGAAATTCACAATTACACAAAATTAATATACTCCTTAATTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGACAATTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAAT
TTCTATAGTGACTAGAGCTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCC
ATCGCAGTAGCTGAGGGGACAGATAGAGTTCTAGAAGTATTACAAAGAGCTTATAGAGCCATTCTCCACATAC
CTAGAAGAATAAGACAGGGCCTCGAAATGGCTTTGCTATAA 
>AF042104 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAGCCACCACTCTATTTT
GTGCATCGGATGCTAAAGCATATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCTCTTTAAATTGCACTGATTATGTGGGGAATGCTACTAATACCACTAGTAGTAGCGAGGAAGCGATGGAGAG
AGGAGAAATAAAAAACTGCTCTTGCAATGTCACCACAAGCATGAGAGATAAGGTGCAGAAAGAATATGCATTT
TTTTATAAACTTGTTGTAGTACCAATAGATAATAATAATAATAATACCAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTCTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGCTTCTAAAGTGTAACAATAAGACGTTCAATGGAAAAGGACCGTGTACATATGTCAGCACAGTACAG
TGTACACATGGCGTTAAGCCAGTAGTATCAACTCAACTGCTGTTATATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAGAGACCCTGTACAAATTAA
TTGTACAAGACCCGCCAACAATACAAGAGAAAGTATACACATAGGACCAGGGAGAGCATTTTATGCAACCGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACAGTAGTAGAGCAGAATGGATAAAAACTTTACAACAGGTAG
TTACAAAATTAAAAAAACAATTTGGGAATAATAAAACAATAGTCTTTAACCCATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACATTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGCTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGA
GATTGACAATTACACAAGATTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAA
GACTTATTGGTATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGTATATAA
AAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTACAATGCCACCGCCACAGCAGTAGCTGAG
GGGACAGATAGAGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTGTCCTCCACGTACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGGCTATGCTATAA 
>AF042105 
GCTGAAGAAGACAAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAATAGCATTGGAAAATGTGACAGAACATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATTTGGAGACTAAGAATACTACTATTACCAATAGTAGCCGGGAAAAGATAGA
AAAAGGAGAAATAAAAAACTGCTCTTTCAATATCGACACAGACATGGGTGCCAAGGCGCAGAAACACTCTGCA
GTTTTTAATAAACTTGATGTAGTATCAATAGATAATGATAATAAAACTACTGATAAAAGTAATGCACAAGGTA
ATAATAGTAAAACTATTACCAACTATAGGTTGATAAGTTGTAACACCTCAAAAATTACACAGGCCTGCCCAAA
GATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGAGGAG
GACTTCAATGGAACAGGACTATGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTAT
CAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGCAATTAGATCTGCCAATTTCATGGACAG
TAATAAAAACATAATAGTACAGCTGAACGAATCTGTAAAAATTAGTTGTATAAGACCCAACAACAATACAAGA
AAAAGTATGACTCTAGGACCAGGAAAGGTATTCTATACAACAGGAATAACAGGAGATATAAGAAAAGCACATT
GTAACATTAGTAGAAAAGAATGGAATAAAACTTTAGAACGGATAGCTATAAAACTAGGAGAACAATTTAAGAA
TAAAACAATAGTCTTTAAACCATCCGCAGGAGGGGACCCAGAAATTAAAATGCACAGTTTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAAAGTCCTGGCTGTGGAAAGATACCTAATGGATCAACAGCTCCTGGGAATTT
GGGGTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAGTAGTAAGAT
ACATTCTCTAGAAGAGATTTGGGGGAACATGACCTGGATGCAGTGGGAAAAAGAAATTCGCAATCACACAAAA
TACATATACTCCTTACTTGAAGAATCGCAGAACCAACAGGACAAGAATGAACAAGAACTATTGGAATTGGATC
ACTGGGCTAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTATGGTATATAAAAATATTCATAATGGTAGT



AGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGTTACTCA
CCATTGTCGTTTGCTGTTAGCTTGTTCAATGCCACCGCCATAGCAGTAGCTGAGGGGACAGATAGAGTTTTAG
AAGTATTACAAAGAGTTTATAGAGCTATTCTCCACATACCTAGAAGGATAAGACAGGGCCTAGAAATGGCTTT
GCTATAA 
>AF538302 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCAAAAGAAGTAGAATTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTACATTGCACCGATAATATCACTAGTAATGCTAATACCACTACTAGTCCTCCTACCACTAGTAGTGT
AGAGGAGGAGAAAGGAGAAGTAAAAAACTGCTCTTTCAATGTCACCTCAGGTATAAGAGATAAGGTGCAGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATGATAGTAGAAGCTATAGGATGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTTAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAG
AGGTAGTGCTTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAACTGAAAAAACCTGTAAA
CATTACCTGTATAAGACCCAGCAACAACACAAGAAAAAGTATAAATATAGGACCAGGAAGAGCATTTTATGCA
ACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCGGAATGGAATAACACTTTAA
AACAGATAGTTAAAAAATTAAGAGAAAAATTTGAGAACAAAACAATAATCTTTAATCAATCCTCAGGAGGGGA
CCCGGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAAGCAAGAATCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAGTCAGATTTGGGAAAACATGACCTGGATGGAGTGGGA
AAGAGAAATTAACAATTACACAGAAGAAATATACAACTTAATTGAAAAATCACAGAACCAGCAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGCTTTTACTGTACTTTCTATAGT
GAAGAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAATAATACAAAGAGCTTTTAGGGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY624305 
GCTACAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATATTGAAAAATGTGTCAGAATATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAGTGCACCAATGCTAAAAGTATCAATGCTACTAGTACCAATAATAATAACAGTACCAATAATAG
TAGTAGTTGGAAACTGCCGGAGGAGCCAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAACATGAGA
GATAAGATGCAGAAAGAATATGCAATTTTTTATAACCTTGATGTAGTACCAATAGATGATAATAAGAATAATA
ATAGTAGTAATAATAAGAATAATAATAGTAGTAATAACACATATAGGTTATATAGGTTGATAAGTTGTAACAC
CTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTCAGCCGATTCCCATACATTATTGTGCCCCGGCTGGT
TTTGTGATTCTAAAATGTAATGATAAAAGGTTCAATGGAAGTGGACCATGTACAAATGTTAGCACAGTACAAT
GTACACATGGAATCAGGCCAGTAGTGTCTACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAAT
AGTTAGATCTGCCAATTTCACGGACAATGCTAAAACTATAATAGTACATCTGAATGAATCTGTAGAAATTAAT
TGTACAAGACCCAACAACAATACAAGAAGAGGTATATATATAGGACCAGGGAGAGCAATTTATACAACAGACA
AAATAGTAGGAGATATAAGAAAAGCATATTGTACTATTAGTAAAGAAAATTGGAATAAAACTTTAGCACAGAT
AGTTATAAAATTAAGAGAACAATTAAAGAACGATACTAAAACAATAGTCTTCAAGCAATCCTCGGGAGGGGAC
CCAGAAATTGTAACACATAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTACAGGCAAGAGTCCTGTCTGTGG
AAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGT
GCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAGAAGATTTGGGATAATATGACCTGGATGGAGTGGGAA
AAAGAAATTGACAATTACACAGACCTAATACACACCTTACTTGCAGAATCGCAAAACCAACAAGAAAAGAATG
AACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTA
TATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTCAACGCTACAGCTATAGCAGTAG
CTGAGGGGACAGATAGGGTTATAGGAGTAGTACAAAGAGCTTGTAGGGGCATCCTCCACATACCTAGAAGAAT
AAGACAGGGCCTGGAGTGAGCTTTGATATAA 
>JN002002 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGAATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGAGGAATGATACTAATACCAATAATAATAGTAGTGAGAGAGTGATAGA
GATAGAGAAAGGAGAAATAAAAAACTGTTCTTTCAATGTCACCACAAGCATAAGAAATAAGATGCAGAAAGAA



TATGCATTTTTTAATAGACTTGATGTAGTAAAAATAGATAATGATAATACTAGCTATAGGTTAATAAATTGTA
ATACCTCAGTCATTACACAGGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAGATGTTCAATGGAACAGGAGCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGG
TAGTAATTAGATCTGAAAATTTCGCAAACAATGCTAAAACCATAATAGTACAGCTAAATGAATCTGTAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACA
GGGGAAAAAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGAAGCAAAATGGAATAACACGCTAAAAC
AGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCTGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAAACTCTAGAAAACATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTAGCAATTACACAGACATAATATACACCTTACTTGCAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAATTTCAATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGATTTTGCTATAA 
>JN002009 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGGAATGTGACAGAAGAATTTGACTTGTGGAAAAATTACATGGTAGAA
CAGATGCATGAGGATGTAATCAACCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTATGAGAGAAATGCTACTATGAAAAATGATACTACTAATACTAATACCAAGAA
TAGTAGTAAGTGGGGGGAAATGAAAAACTGCTCTTTCAAAATCTCCACAAACATAAAAGATAAGACACAGAGA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATGATAGTACTAGCTATAGGTTAATAAATT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAGTGGAAAAGGGCCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
GGGTAGTAATTAGATCTAGCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGCAGAAACCTATAAA
AATTAATTGTACAAGACCACACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGATATAGTAGGAGATATAAGAGAAGCACATTGTAACCTTAGTAGAACAGATTGGAATAATACTTTAAAAC
AGGTAGTTGAAAAATTAAGATTTGGGAATAAAACAATAGTCTTTAAAAAATCCTCTGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGGAAAAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAAT
TAACAATTACACAGGGATAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGATTTTGCTATAA 
>GU367406 
GCTGCAGGAACGTTGTGGGTCACAGTCTATTACGGAGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATCATACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATACTATTGGAAAATGTGACAGAATATTTTAATATGTGGAAAAATAACATGGTAGAC
CAAATGCAGGAAGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAGGAATATCACTGTGGGGAATAATACTCAGGGAGAAGAAATGAAAAACTG
CTCTTTCAATATCACCACAGTAGTAAGAGATAAGGTAAAGAAAGAGTATGCTCTTTTTTATAAACTTGATATA
GTACCAATAGATAATACAATAGATAATACTACCAATAGTACCACATATAGGTTGATAAATTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAGACATTCAATGGAAAAGGACCATGTACAAATGTCAGTACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGACAATTTCTCGGATAATGCTAAAATCATAATAGTGCAGCTGAACAAATCTGTAGAAATTAATTGTAC
AAGACCCAACGACAATAGAAGAAAAAGTATACAAGTAGGACCAGGGAGAGCACTTTATGCAACAGGACAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAAATTGGACTAACACTTTACAAAAGATAGTTA
AAAAATTAAAAGAACAATTTAAAAATAAAACAATAGTCTTTAATCCACCCTCAGGAGGGGACCTAGAAATTGT
AATGCACAGTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGTCCCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGGAGGTGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAACCCAACAAGAAAAGAATGAACTAGAGTTA



TTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGAACA
GATAGGGTTATAGAAGTAGGACAAAGAATTTGGAGAGCTTTTCTCCATATACCTAGAAGAATAAGACAAGGCT
TCGAAAGGGCTTTGCTATAA 
>GU367395 
GCTGCAGAGAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGAGACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAGTATTAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATGTGAAGAATAATGTTACTGCTGATAATACCACTACTAGTCCTTTAGGAGAAATAAA
AAACTGCTCCTTCAAAATCACCACAAGTATAAAAGATAAGAAGCAAGAAGAATATGCATTTTTTTATAAACTT
GATGTAGTGCCAATAGATAATGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACAATAAAACGTTCAATGGAAAGGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGATAGTGATTAGATCTGCCAATT
TCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATCAATTGTACAAGACCCAACAA
CAATACAAGGAAAAGTATACATATAGGTCCAGGGAAAGCATTTTATGCAACAGGAGAAGTAGTAGGAAATATA
AGACAAGCATTTTGTACCCTTGATAAAACAAAATGGGAGAACACTTTAAGACAGATAGCTATAAAGTTAAGAA
CACAATTTGAGACTGAGACAATAGTATTTAATCAATCTACAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAAAATCTAACTGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGATAACTACACAAG
TGTAATATACAATTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTAGCATTGGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCATTGGCTGTTAGCTTGCTCAACACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAATAGTACAAAGAGCTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGTTT
TGCTATAA 
>FJ653258 
ACTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGATACAGAGGTACATAATGTTTGGGCGACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTCAATAGTACTAGTACCAACACTACTAATACCAATAGTAGTAGTTGGGGGGA
AAAAGTGGAAAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGGTACAGAAA
GAATATGCACTCTTTTATAAACTTGATGTAGTATCAATAGATAATAGTAGTACTAGCTATAGGTTGATAAGTT
GTAACACTTCAGTCCTTACACAAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTATAAAGTGTAATGATAAAAGGTTCAATGGAACAGGATCATGCAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAG
AGGTAGTAATAAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGA
AATTAAGTGTACAAGACCCGGCAACAATACAAGAAAAAGTATATATATAGGACCAGGGAGAGCAGTTCATGTA
ACAGACAGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGGACACAATGGAAAAACACTTTAA
AAAGGATAGCAATAAAATTAAGAGAACAATTTAGGAATAAAACAATAGCCTTTAATAGATCCTCAGGAGGGGA
CCCAGAAATTGTGATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGATACCTAAGGGACCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATAATAGTTGGAGTAATAAGTCTCATACAGATATTTGGAATAACATGACCTGGATGGAGTGGGA
GAGAGAAATTGACAATTACACAGGCTTAATATACAACTTACTCGAACAAGCACAAAACCAGCAAGAAAAGAAT
GAACAAGAATTGTTGGAATTGGATCAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTGATACCATAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGTAGAGCAATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN485973 
GCTGCAGAHAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGTCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTCTGTG
TTACGTTAAATTGCACTGAGTTGAATGTTAATAGTACAGATAGTAATAGTAGCAGTATAGGTAATAGTAATAT
GAAAGGGGAAATAAAAAACTGCTCTTTTAATATCACCACAAGAATAGGAAATAGGCTGCAGAAAGATTATGCA



CTTTTTAATAAGCTTGATGTAGTACCAATAAATAATGATAATGAAAGCTATATGTTAATAAATTGTAATACCT
CAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGCTTCTGCAGTGTAATGATAAGAAGTTCAATGGAACAGGACCGTGCAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATTTTACGAACAATGTTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTG
TGTAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACTGGGGAGAGCATTTTATGCAACAGGAGAC
ATTATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAAAGAAGACTGGGGGAAGACTCTAGAACGGGTAA
GAATAAAATTAGAAGAACAATATAAGAATAAAACAGTAGTCTTTAATCAATCCTCAGGAGGGGACCAAGAAAT
TGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGTTAGCTGGAGTAATAAATCTATGGATAARATTTGGGATAACATGACCTGGATGGAGTGGGAGAGGGAAAT
TRAYAATTACACAGGCTTAATATATACCTTACTTGAAGAATCACAAAACCAACAAGAAAAAAATGAACAAGAA
TTAYTGGAATTGGATAAGTGGGCAAGTTTGTGGAAYTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATRRTAGTAGGAGGTTTAGTAGGTTTAAGAATAGTYTTTACTGTACTTTCTATAGTGAMGAGAGT
TAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGTCTGYTTAATGTTACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGTACAGAGGATTTTTAGAGCTATTATCCACATACCTACAAGAATAAGACAGG
GCTTAGAAAGGCTTCTGCTATAA 
>MN485981 
GCTGCAGGAAATCTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAATCCACAAGAAATAGTAATAGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTATTTTAACTTGTACTAATGTGCAAAATCGTACTAATGCGAATAATTATACTGTGGAAGAGGGGGTAGGAAT
AAAGAACTGCTCTTTCAATATCACCACAACAACAGGAAATAAGAGRAAGACGGAYTASSCACTTTTTAATAGY
TTTGATGTAGTACCAATARWTAATAYAAATAATAAAAGCTATATGTTGACAGCTTGTAACACYTCAGTTGTCA
CMCAAGCCTGTCCAAAGATATCCTTTRAACCAATTCCCWTMCATTATTGTGCCCCGGCTGGTTTTSCAATTYT
AAAATGTAWTAWTAAGMCATTTAATGGAMCAGGACCATGTAAAAATKTCASCACAATMCAATSCACACATGGG
ATTAGGCCAGTAGTATCAAYTCAGTTGYTGTTAAATGSCAGTYTASCAGAAGGAGAGATAATAATTAGATCTG
AAAATCTCACGAGCAATACTAAAAACATAATAGTACAGTTAAATGAAACTATACAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATAAACATAGGACCAGGAAGAACATTTTATGCAACAGGAGGAATAATAGGA
AATATAAGACAAGCACATTGTAACATTAGTGAAGCACAATGGAACAAAACTTTAGGACAGATAGTGAAAAAAT
TACAAGCACATTTTGAGAATAAAACAATAATCTTTAAATCCTCAGAAGGGGAMCCAGAAGTTGTAATGSACAC
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGA
GTAATAAATCTTATGAACATATTTGGCAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACAC
AGGCTTAATATACACTTTACTAGAAAAATCACAGATCCAGCAAGAACAGAATGAACAAGAATTATTGGCATTG
GATAAGTGGGCAAGTTTGTGGAATTGGTTCGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGGGGCATAGTAGGTTTAAGAATAGTTTGTAGTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTGTCATTCGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGCTGAGGGAACAGATAGGATT
ATAGAAATAGCACAAAGACTTTTTAGAGCTATCATCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGG
CTTTGCTATAA 
>MN485993 
GCTAAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAAACCACAAGAAATATTATTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAAGACATAAAAAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAAGTGTACTAATGTGACCAATACAAGCAAGGTTGACAATGCTACAAGAGAAGAACTAAGAAACTGCTC
TTTCAATGTCACCACAGTTATAAGAGATAAGAAAACTAAAGAACATGCATTATTTTATAGATCTGATATAGTA
CCAATAGATGATGGGAATAATGCCAGTTATAGGTTGATAAATTGTAATACATCAGTCATTACCCAGGCATGTC
CAAAGGTGACCTTTGAACCAATTCCCATCCATTATTGTGCCCCAGCTGGTTTTGCGATTTTCAAATGTAATGA
CAAGAGGTTTAATGGAACAGGACCATGTAAAAATGTAAGCACAGTACAGTGTACTCATGGAATTAGGCCAGTG
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGATAGTAATTAGATCTGAAAATTTCACAA
ACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAACTGTACAAGACTCAACAACAACAC
AAGAAGAGGCATACATATAGGACCAGGACAAGCATTTTATACAACAGGAGATATAGTAGGAGATATAAGACAA
GCACACTGTAACATTAGTAGAGGAAAATGGAATAACACTTTAAATCAGGTAGCTAAAAAATTAAGAGAAATAT
TTAGGAATAAAACAATATCCTTTAAGCAACCCTCAGGAGGGGACGCAGAAATTGTAATGCACAGTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTG
GGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAATAAAT
CTTATGAAGATATTTGGGATAACATGACCTGGATGCAATGGGAAAGAGAAATTGACAATTACACAGACTCAAT
ATACAAATTAATTGAAATATCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTGCTGGAATTGGATAAATGG



GCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCCTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATT
GTCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTGTAGAAGCA
TTACGCAGAGCTTTTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGCTGTTGCTAT
AA 
>MN485996 
GCTGTAAACACAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAGAGCATATGATAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCTGACCCACAAGAAGTAAAATTGGGAAATGTGACAGAAAATTTTAATGTGTGGAAAAATAACATG
GTAGAACAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTCACTTTAAATTGCACTAATGAGATTGCTGCGAATCATACCAACTATAATGAGACTATAGGAGAAAT
GAAAAACTGCTCTTTCAATATTACCACACACATAAGGGACAAGATACAGAAAGAGTATGCACTTTTTTATAAA
CTTGATATAGTACCAATAGATAGTGAAAATGATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACAC
AGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
ATGTAATAATAAGACATTTAGTGGAAAAGGATCATGTAACAACGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTTGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAGA
ATTTCACAAACAATGCTAAAACTATAATAGTACAGCTGAAGAATTCTATACAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACATATGGGACCAGGGGCAGCATTTTATGCAACAGGAGACATAATAGGAAAT
ATAAGACAAGCACATTGTAACCTTAGTAGAACACAATGGGATGACACTTTARAAAAGATAGTTAAAAAATTAA
GAGAACAATTTGGGAATAACAAAACAATAGTCTTTAAGCAATCTGCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAGCAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAGTCTCAGGATGATATTTGGAACAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAGAATTA
CACAGACCTAATATACACCCTAATTGCAGACTCGCAAAACCAACAAGAAAAGAATGAAAAAGACTTATTAGAA
CTTGATAAGTGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAACAGAGTTAGGCAGGG
ATACTCACCATTGTCATTCGCTGTTAGCTTGCTCAATGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGA
ATTATAGAAGCAATACAAAGAGCTGGAAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAA
GAAKTTTGCTATAA 
>MN485998 
GCTACAGAAAAGTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAATTTAGAAAATGTCACAGAAAACTTCAACATGTGGAAAAACAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTAATGTGACAAAAAGTTGCCTTAATAATACTTCTGATCCGACTAACAATTGCACTAG
TAATAATTACACGGTAGAACTGGATAACGGAATAAAAAACTGTTCTTTCAATATCACAACAAAAATGGAAGAT
AAGAAAAAGAAAGAATATGCATTTTTTAATGAACTTGATATAGTACCAATAGATAATGACACCACTAGCTATA
GGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATCTCCTTTGAACCGATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGTGTAAAGATAGGGATTTCAATGGGACAGGACTATGTAAG
AATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAAAGGTAGTAATAAGATCTGAAAATTTCACAGACAATGTTAAAATCATAATAGTGCAGCTGAA
AGACCCTGTAAACATTACTTGTATAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGA
GCATATTATGCACCAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAATGGGACAAAGTGGA
ATAATACTTTAAAACAGATAGCTAAACAATTAGGGGAGCAATTCAAGAATAAATCAATACGATTTCAGCCACA
CTCAGGAGGAGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGGAAACTCATTT
GCACCACTGCTGTGCCTTGGAATAATAGCTGGAGTAATAAAAATATGACACAAATTTGGGACAGCATGACTTG
GATGCAGTGGGATAAAGAAATTAGTAATTACACACAATTAATATACACCTTAATTGAAGAATCGCAAAACCAA
CAAGAAAAGAATGAAAAAGACTTATTGGAATTGGGTAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAC
ATTGGCTGTGGTATATCAAAATCTTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCCTTAGTGAATAGAGTTAGGCAGGGATACTCACCAATCTCGTTGGCTGTTAGCTTGTTTAATGCCATA
GCCATAACAGTAGCTGAGGGGACAGATAGAATCATAGAAGTAGCACAAAGAGCTTTTAGGGCCATCATCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>MN486009 
GCTGCAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAAGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAGATTGAAAAATGTGACAGARGATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTATCAGAAGAATAGTACTAATAGCAGTAATAGTACTAATGTTACTAATAGCAG
TAATAGTGCTCACGCTCTCACTGCTTCTCCTGGAGAAATACAAAATTGCTCTTTCAATATCACCACAAACATA



GGAGACAAGATGCAGAAAACATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATGATAATTATAATA
ATAATAGTGCTAATAATAATGAGAGCTATAGGGACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACA
ATCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAA
TGTAACAATGACACATTCACTGGAACAGGGCCATGTACAAATGTCAGCACAGTACAATGTACTCATGGAATTA
GGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAGAGAGATAGTAATTAGATCTGAAAA
TCTCACAGACAATGCTAAAAACATAATAGTACAACTGAAAGATGCTGTGCAAATTAATTGCACAAGACCCAAC
AATAATACAAGAAAAAGTATACACATAGGACCAGGGAGCACATTTTATGCAACAGGGGAAATAATAGGAGATA
TAAGACAGGCACACTGTAACCTTACTGCAGCAGATTGGAATAATACTTTAAGAGAGATAGTTAAAAAATTAGG
AGAACAATTTGGGAATAAAACAATAAAGTTTGAGCAACCCTCAGGAGGGGACCCAGAAATTGTACTGCACAGT
TTTAACTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAC
GGTTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAG
TAATAGAACTTACAGTGACATTTGGGATAACATGACCTGGATGCAATGGGAGAAAGAAATTAGCCAATACACA
GACACAATATACAACTTAATTTCCGAATCGCAGAACCAACAAGAAAAGAATGAACATGACTTATTAGAATTAG
ATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATAAT
AGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAGCAGAGTTAGGCAGGGATAC
TCACCATTGTCGTTTGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTA
TAGAAATAGTACAAAGGACTGGTAGAGCTATTATCCACATACCAGTAAGGATAAGACAAGGCTTAGAAAGGCT
TTTGCTATAA 
>MN486010 
ACTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACCATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTAATTTAACCTGCACTGATGATTTAAATTGCACTAGTGCCAATATTACTCAAAATTGCTCTAGTGCCAATAA
AACTGGTAATACTACCAGTTCTAATACTACCTCTCCTCCTTGGAGTATACTGGATAAAGGGGAAATAAAAAAC
TGTTCTTTCAATATCACAACAATGGGAGATATGAAGAGGAAAGAATATGCATTTTTTAATAGTCTTGATATAG
TACCAATAGATAACAATAATAATAATAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTG
TCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGTGTAAT
GATGAGGATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAGTGTACACATGGAATTAAACCAG
TGGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAAACGTAGTAATAAGATCTGAAAATTTCAC
AAACAATGCTAAAATCATAATAGTGCAGCTGAAAGACCCTGTAAACATTACTTGTATAAGACACAACAACAAT
ACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATATTATACACCAGGACAAATAATAGGAGATATAAGAA
AAGCATATTGTAACATTAGTGGGACAAATTGGACTGATGCTTTAAAACAGGTAGTTGAAAAATTAGGGAAACA
ATTCGATAATAAAACAATAATATTTAAGCCACACGCAGGAGGAGACCCAGAAATTGTAATGCACAGCTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCC
TAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGTAATAA
TAAAAATCTGACACAAATTTGGGACAACATGACTTGGATGCAGTGGGATAAAGAAATTAGTAATTACACACAA
TTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGACTTATTAGAATTGGATA
AATGGGACAGTTTGTGGAGTTGGTTTACCATAACAAATTGGCTGTGGTATATCAAAATCTTTATAATAATAGT
AGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCA
CCAATCTCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAG
AAGCAGCACAAAGAGCTTTTAGAGCTAYTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTT
GCAATAA 
>MN486013 
GCAGAAGAACGATGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAACCACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATGATACGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGATCC
CAACCCACAAGAAGTGGAACTGGTGAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAATATCAATAATACCACCAGTAATAATACCACTAGTGGATTAAGGAGAATGGAGCCAGA
AGAGATGAAAAACTGCTCTTTCAATATCACCACAACCATAACAGATAAGATAAAGAAATACCGTGCCCTTTTT
TATAAAGATGATGTAGTACAAATAAATAGTAATGAGAATAATAATACTAGTTATCCTAGCTATAGATTGATCA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGCTTCTAAAGTGTAAAGATAAGAATTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAATACAATGTACACATGGGATTAGGCCAGTAGTATCTACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAG
ACGAGGTAGTACTTAGATCTGAAAATTTCATGAACAATGCTAAAACCATAATAGTACAGCTGGATAAACCTGT
AGTAATTAACTGTACAAGACCCAACAACAATACAAGACAAGGTATACATCTGGGACCAGGGAAAGCATTTTAT
GTAACAGGAGACATAATTGGAGATATAAGACAAGCACATTGTAACATTAATGGTACACAATGGAATAATACTT
TACAAAAGATAAAAGAAAAATTAAAAGAACAATTTAAAAATAAAACAATAGCCTTTAATCACTCCTCAGGAGG
GGACCCAGAAATTGTGATGCACACCTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA



CTGTGCCCTGGAATGATACTTGGAGTAACAAAACTCGGGAACAAATTTGGGATAACATGACTTGGATGCAGTG
GGAGAGAGAAATTGACAATCACACAGGCATAATATACAAATTACTTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTCT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACACCACAGCCATAACA
GTAGCTGAGGGGACAGATTGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATCCTGCGTATACCTGTAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN486014 
GCTGCAGATCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCGAGTCCACAAGAACTAGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAACAATAGCATGGTAGAA
CAGATGCATGAAGATATAATCAGCCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAGCTGCACTAATGCTAACTTTACGAATGCTACTTTTGAGAGTGGCAATACTACTATGGAAACAAT
GGAGGGAGGAGAAGTAAAAAACTGCTCTTTCAATGTCACCACAGGCATAGGAAATAAATTACAGAAAACATAT
GCACTTTTTTATAAACTAGATATAGAACGAGTATCTGATAATGATACTAAAGAGTATGATAATTATACCAACT
ATAGGATGATACATTGCAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATGAGACGACATTCAATGGAACAGGACCA
TGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAAAAGAAGAGGTAAAGATTAGATCTCAAAATTTCTCGAACAATGCTAAAATTATAATAGTACA
GCTGAACACATCTGTACCCATTAATTGTACAAGACCAGGTAACAATACAAGAAAAAGTATACATATGGGACCA
GGGAAAGCATTTTTTGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAGACAAG
CCTGGAATAAAACTTTAGAACAGGTAGCAGGAAAATTAAGAGAACAATTTAGGAATAAAACAATAGTCTTTAA
GCAACCTTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACGATAGTTGGAGTAATAGGTCCTTGGATTATATTTGGAATAATAT
GACCTGGATGGCTTGGGAAAAAGAAATTGACAATTACACAAGCATAATTTATGGGTTAATTGTAGAATCGCAG
AACCAGCAAGAAAAGAATGAAAAAGACTTATTAGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACA
TAACAAAGTGGCTGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTT
TACTGTGCTTTCTATAGTTAATAGAGTTAGGAAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTCAAT
ACTACAGCTATAGTAGTAGCTGAAGGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTATAGGGCTATTT
GCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>MN486022 
GCTGTAGAACAATTTTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGACGCAAACACCACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTAATGGGCAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGTACTGATTATAAGGGGAATTTGACTGGGAATTCGACCGGCACCAATAATAGTAGCATCAT
GGAGGGAGGAGAAATAAAAAATTGTTCTTTCAATATCACCACAAACATAAGAGATAAGAGACAGAAAGAGTAT
GCACTTTTGTATAAACTTGATTTAGTACAAATAGATAATAGTGGAAATAATAACAGTAGCAATAGCAGTTATG
ACAGTTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTTTTGTACCCCGGCTGGGTTTGCGATTCTAAAATGTAACAATAAGAGGTTCAATGGAACAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGTTAA
ATGGCAGCCTAGCAGAAGAAGATGTAGTAATTAGATCTGAAAATATCTCGGAYAATGCTAAAAACATAATAGT
ACAACTGAAAGAGCCAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGA
CCAGGGCAAGCATTCTATGCAACAGGAGCAATAATAGGAGATATTAGACAGGCACATTGCAACCTGAGTTGGA
CAAAGTGGAATAAAACTTTGGGCAACATAGCTGGAAAATTAAGAGAACACTTTGGGAATAAAACAATAGTCTT
TCAGCGACACGCAGGAGGGGACCCAGAAGTTGAAATGCACAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AGCTCATCTGCACCACTGCTGTGTCTTGGAATGAAAGTTGGAGTAATAAATCTCAGGAGCAAATTTGGAATAA
CATGACTTGGATGGAGTGGGATAGAGAAATTAGAAAATACACAGGAAAAATATACTCCTTAATTGAAGAAGCG
CAGACCAAACAAGAAATGAATGAAAAAGAGTTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTG
ACATAACTAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCCTTGTCGTTCGCTGTTAGCTTGCTT
AATGCCACGGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGCACARAGGGTTGGGAGAGGCA
TCCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCAATAA 
>DQ313249 
GCTACAGAAAATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTTTAAATTGCACTGATTTGAGAAATGCTACTAATACCACTAGTAGTAGCGGGGAAACGATGGAGGGAGG
AGAAATGAAAAATTGCTCTTTTAATATCACCACAAGCATAAGAGATAAGCTGCAGAAAGTATATGCACTTTTT
TATAAACTTGATGTAACACCAATAGAAAATGATACTACTAGCTATAGGTTGATAAGTTGTAACACCTCGGTCA
TTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAGGATACAAAGTTCAATGGAACAGGACCATGTACAAACGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CCAGCAATTTCACGGACAATACTAAAGTCATAATAGTGCAGCTGAATAACTCTGTAGAAATCAATTGTACAAG
GCCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGCAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTGGAGCAAAATGGAATGACGCTTTAAAACAGATAGTTACAA
AATTAAGAGAACAATTTAAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAC
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTGTGGATTACATTTGGAAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAA
TTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAATACCAGCAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTACATAAAATTATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACTGAT
AGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCTACTCTCCACATACCTACACGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>L07421 
GCTGTAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAGAATAACATGGTAAAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAAGAGTGCTAATAGTACCAGTAATACCAATAGTAGTTTGGAGGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGTATAAAAAATAAGGTACAGACAGAATATGCACTTTTT
TATAAACTTGATGTAATGCCAATAGAGGATGATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCA
TTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACAT
GGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTCAAATGGCAGTCTATCAGAAGGAGAGGTAGTAATTAGAT
CTGAAAATTTCACTGACAATGCTAAAACCATAATAGTACAGCTGAATAAATCTGTAGTAATTAATTGTACAAG
ACCCAACAACAGTAAAAGAAAAACTCTACATATGGGACCGAAGAGGGCATTTTATGCAACAGGAGACATAGGA
GGATATACAGGATATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGACACTTTAAAACAGA
TAGTTAAAAAATTAAAAGAACAATTTGGGAGGAATAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCGTTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCCCTGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAG
AGAAATTGACAATTACACAGGCTTAATATACAGATTAATTGAAGAATCGCAGAACCAACAGGAACAGAATGAA
CAAGACTTATTGAAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATACAACTGCTATAGTAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCTGTTCTCCACATACCTAGAAGAATAA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>DQ313250 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTATGGAAAGAAACAGACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACAGAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGCTCCGAATGTTACCAATACCAATAATAGTACTAATACCAATAATAGTAGTTTGGA
CGAAGGAGAAATGAAAAACTGCTCTTTCAACATCACCACAAGCATAAAAGATAAGATACAGAGAGAATATGCA
CTTTTTTATAGACTTGATATAGTACCAATAGATGGTAGTAATAGCAGCTATAGGTTGACAAAGTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAA
TTAGATCTGAAAATTTCTCGGACAATGCTAAAAACATAATAGTACATCTAAATGAATCTGTAGAAATTAATTG
TACAAGACCCAGCAACAATACAAGAAAAAGTATACATATGGGACCAGGAGGAGCAATTTATGCAACAGGAAAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAAAAATGGGGAGAAGCTTTAGAAAGGATAG
TTAAAAAATTAAGAAAACAATATAACAACACAATAATCTTTACTCAACCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
CAGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATG



CTAGTTGGAGTAATAAATCTCTGGAAAAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGA
CAATTACACAAACTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGAATTA
TTGGAGTTGGGCAAGTGGGACAGTTTGTGGAGTTGGTTCGACATATCACAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTGGGAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCG
CGGAAAGGGCTTTGATATAA 
>DQ313253 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCCCAAGAAATAGTAATGGAAAATGTGACGGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCACGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTTTGTG
TTACTTTAAATTGCACTGATTTGGGGAATGGCCCTGATTTGGGGAATACTAATAGTAGCGAGAAACCAATGGA
AAAAGGAGAAATAAAAAACTGCTCTTTCAAAATCACCACAAGAATAAGAGATAAGATGCAAAAAGAATATGCA
GCTTTTTATAAACTTGACCTGGTACAAATAGATAATGATGATAATAATACCAGCTATAGTAATACCAGCTATA
GGTTATTAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCGATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAGTGTACACACGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTC
TAGCAGAAGAGGAGATAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAA
AGAAGCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAG
GCATTGTATACAACAGGAGAAATAATAGGAAAGATAAGACAAGCATATTGTAACATTAGTGAAGCAAAATGGA
ACAACACTTTAAGACAGATAGCTATACAATTAGGAAAACAATTTGGGAATAAGACAATAATCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCAGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTGGAAAAGATTTGGAATAACATGACCTG
GATGCAGTGGGAAAAAGAAATTGACAATTACACGAGCTTAATATACACCTTAATTGAAGAATCGCAAATCCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACTGT
ACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGCTTGCTCAACGCCACC
GCCATAGCAGTAGCTGAGGGGACAGATAGGTCTATAGAGGGATTACAAAGAGCTTTTAGAGCCTTTCTCCACA
TACCTACAAGAATAAGACAGGGCGCAGAAAGAGCTTTTCTATAA 
>DQ313252 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACCACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCGCAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCATAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGGGGTATACTACTAATACCACTAGTGATAGCAGGACAGGGATGGAGAAAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCGCTTTTT
TATAAACTTGATGTAGTACCAATAGATGACAATGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGCACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATCA
GATCTGTCAATTTCACAGACAATACTAAAACCATAATAGTACAACTGAATGAATCTGTAGAAATTAATTGTAC
AAGACCCGGCAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATCAGTAAAACAAAATGGAATGACACTTTAAGCCGGATAGTTA
AAAAATTAAGAGAACAATTTGAGAATAAAACAATAGCTTTTAAGCGACACTCAGGAGGGGACCCAGAAATTGT
GATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAA
CAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGAATTA
TTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATAT
TCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTATCCACATACCTGTACGAATAAGACAGGGCT
TGGAAAGGTTTTTGCTTTAA 
>EU191616 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTTTAAATTGCTCTGAGTTGAAGAAGAATGTTAGTTCTGCCAATAATACTGTTGGTTCTGCCAATAATAC
TGATAGTGATGCCAATAGTACTAGTTGGATGAGAGAAGAAATAAGAAATTGCTCTTTCAACGTCACCACAAAT
ATAAGAGATAAGATACAGAAAGAATATGCACTTTTTTCTAAGCTTGATGTAGTACCAATAGGTGATGATAAGA
ATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAAAAATTTCACGAATAATGCTAAAATCAT
AATAGTACAGCTGAACGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAGGTATACAT
ATAGGACCAGGAAGAGCATTTTATGCAACAACAGAAATAACAGGAGATATAAGACAAGCACATTGTAACATTA
GTGGAGAAAAATGGAATAGGACTTTAGAAAAGATAGTTACCAAATTAAGAGAACAATTTGAGAATAAAACAAT
AATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGCGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGGATCAGATTTG
GGAAAACATGACCTGGATGGAATGGGAAAGAGAAATTGGCAATTACACAAGCTTAATATACAACTTAATTGAA
GAATCGCAGAACCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAG
AATAGTTTTTGCTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCCATTAGC
TTGCTCAACGCTACAGCTGTAGCAGTAGCTGAGGGGACAGACAGGGTTATAGAAGTAGCACAAGGAGCTTTTA
GAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGTGTTTGATATAA 
>MH746266 
GTTACACCAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGAGGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAATGTGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAACCATGTGTAAAGTTAACTCCACTATGTG
TCACTTTAAATTGCACTAATTTGACTATTGGCAATAATACCAATAGTACGGAAGAAATGAAAAACTGGGCAAG
AGAAATGAAAAACTGCTCTTTCAATGTCACCACAGAATTAAGAGACAAAACAAAGAAAGAATATGCACTGTTT
TATAGACTTGATGTAGTACCAATAAATGATAATGATACAAGCTATACATTGATAAATTGTAACACCTCAACCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATCCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAATGTAATAATAAGACATTCAGTGGAAAAGGACCATGTAATAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCATCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGAT
CTGAAAATATCACAGACAATACTAAAACCATAATAGTGCAGTTGAATGAAACTATAGAAATCAATTGTACAAG
ACCCAACAACAATACAAGAAAGAGTATAAACATAGGGCCAGGGAGAGCATTTTATGCAACAGGAGCAATAACA
GGAAATATAAGACAAGCACATTGTAACCTTAGTGGATCAGCCTGGAATAAAACCTTACAAAAGGTAGTCATAA
AATTAAGAGAACAATTTAGGAATAAAACAATAATTTTTAAGCCACCCTCAGGAGGGGATCCAGAAATTGTAAT
GCACACCTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
CTTGGAGTAATAAAAATCTGAGTCAGATTTGGGACAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAA
TTACACAAGCATAATATACAACTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTGTTG
GAATTGGATAAGTGGTCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACCATACTTTCTCTAGTAAATAGAGTCAGGCA
GGGATACTCACCATTATCATTGGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGAT
AGGATCATAGGAATAGTACAAGGAGCTTGCAGAGCTATACGCCACATACCTAGAAGAATAAGACAGGGTGCAG
AAAGGCTTTTGCTATAA 
>MH746265 
GCTACAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGAGGCTAGAGCATATAAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTGCGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTTGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTAATTTGAACAATAGTAATAGTCAGAATAATACTACTATAGAGGGAGGAGCAAAAGG
AGAAATGAAAAACTGCTCTTTCAACACTTCCACAAGCATACAGGATAAAAGGCAGAAACAGTATGCACTATTT
TATAAACTTGATCTAGTACAAATAAATGAAGATGATAATGCCAGTTATACATTGATAAGTTGTAACACCTCAG
TCCTTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATACAAAGTTCAATGGAACAGGGCCATGTAAAAATGTCACCTCAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAATTA
GATCTGCCAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTAAATGAATCTGTAGTAATTAATTGCAC
AAGACCCAACAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGATCACAATGGAATAAAACTTTAGAACAGATAGTTA
CAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAACCAATCCTCAGGAGGGGATCCAGAAATTGT
AACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATA



CTAGTTGGAGTAATAAAACTCAGACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGACAGAGAAATCCA
CAATTACACACACTTAATATACTCCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTA
TTGGAATTTGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAAGTGGCTATGGTACATAAAAATAT
TCATAATGATTGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTTGCTACCAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAGGGGACA
GATAGGATTATAGAATTAGCACAAAGAATTTGTAGAGCTATTCGCCACATACCTAGAAGAATCAGACAGGGCG
CGGAAAGAGCTTTAATATAA 
>MH746264 
GCAGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTAATGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAGGAATGCTACTAATACTACTTTGGAAGGAGAAGTAAAAAACTGCTCTTT
CAATATAGCCACAAGCATAAAAGATAAGATGCAGAGAGAATATGCACTTTTTTATAAATATGATGTAGTACAA
ATAGATGAGGATAAGAATGGTACTAAGGATAATACTAGCTATACTAGCTATAGGTTGATAAATTGTAACACCT
CAGTCATTACACAGGCTTGTCCAAAGGTATCCTGGGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATAATGAGACGTTCAGTGGAAAGGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAACAGAGGTAATAA
TTAGATCTGAAAATTTCACAGACAATACTAAAACCATAATAGTACAGCTGGAGGAGGCTATAGTAATTAATTG
TATAAGACCTAGCAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTCTATACAACAGGAGAC
ATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGAACAGGATGGAAGGACGCCTTACAAAAGATAG
CTAAAAAGTTAGGAAACCAATATAATAAAACAAAAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAGT
TGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
CTAAAGGATCAGCAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGGATACAATTTGGAATAACATGACCTGGATGCAGTGGGAGAAAGAAAT
TGACAATTACACAAGCTTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAGCAAGAA
TTATTAGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTCTCGCTAGTGAATAGAGT
AAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTAGCACAAAGGGTTTTTAGAGCTTTTCTCCATATACCTAGAAGGCTGAGACAGG
GCTTGGAAAGGGCTTTACTATAA 
>MH746261 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGTTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTACTATTGGCGAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATCATCAGTTTATGGGATCAGGGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGAGGGGAATACTACTAGTGCCAATACTAGTAAGGGGGGTAATGGTACTAG
TACCAAGAATACTACTTGGGACACGATGGAGAAAGGAGAAATAAAAATCTGCTCTTTCAATGTCACCACAGAC
GTGGAAGATAGGAGAAAGAAAGAACATGCACTTTTTTATAAACTTGATATAGAACAAATGGAGAATAATAATA
ATGGTAGCTATAATAATAATAATAATGGTAGCTATAAGAACTATAAGTTGATAAGTTGTAAATCCTCAACCCT
TACACAGGCTTGTCCAAAGATGACTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGTGATT
CTAAAATGTAACAATGAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATG
GAATTAAGCCAGTAGTGTCAACTCAGCTACTATTAAATGGCAGTCTAGCAAAAGGAGATGTAGTAATTAGATC
TCAAAATATTACAAATAATGCTAAAATCATAATAGTACAGCTGAATGAGTCTGTAGAAATTAATTGTACAAGA
CCCAACAACAATACAAGAAAAGGTATACGTATAGGACCAGGGAGAGCATTTTTAGCAGCAGAAAAAATAATAG
GAGATATAAGGAAAGCACATTGTAATATTAGTGGAACAAAATGGACTGAGACTTTAGGAAAGATAGTTAGAAA
ATTAAGAGAACACCACTTTAAGAACAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTA
ATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAC
AGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCAGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGT
TAGTTGGAGTAATAAAAGTGAGGACCGGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGAC
AATTACACAGGCATAATATACAACTTAATTGAAAAATCACAGAAACAACAAGAAGAGAATGAACAAGAATTAT
TGGCATTGGGTAAGTGGGACAGTCTGTGGAGTTGGTTTGACATAACAAACTGGCTGTATTATATAAAAATATT
CATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGG
CAGGGATACTCACCCTTATCATTTGCTGTTAGCTTGCTTAATACCACAGCCATAGTAGTAGCTGAGGGGACAG
ATAGGGTTATAGAAGTAGTAAGAGGAATTTTTAGAGCTATCATCCACATACCTACAAGAATAAGACAGGGCTT
CGAAAGGGCTTTGCTATAA 
>MH746254 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACTGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAG



CAGATGCATGAGGATATAGTCAGTATATGGGACCAAAGCCTAACACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATGATTTGGAGAACCTTACTAGTACCAATAATACTAGTTTGGGAAACATAGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGTATAAGAGATAGGAAGCAGAGAGAATATGCACTT
CTCTATAGACTTGATGTAGTACCAATAGAGAATAATAATAGTACAAATAGTAGTTATAGCAGCTATAGGATGA
TACATTGTAATACCTCAGTCATTACCCAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTATAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAGAAATGTC
AGCACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAG
AAAAAGAGATAGTGATTAGATCTGAAAATTTCACAAACAATGCCAAAACTATACTAGTACAGCTAAATGTAGC
TGTACCAATTAATTGTACAAGACCCAGCAACAATACAAGTAAAAGTATACATCTAGGATCAGGGAGAGCACTT
TATGCAACAGAACGAATAATAGGAGATACAAGACAAGCACATTGTAATCTTAGTGAAAACGCATGGCATAACA
CTTTAGAGCAAGTAGCTAAAAAATTAAGAGAACAATATAATAACACAATAGTTTTCACACAATCCTCAGGAGG
GGACCTAGAAATCATGACGCACATGTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAACTCTAGTTGGAGTAATAGAACTCAGGATGATATCTGGAATCACACGACCTGGATGGAGTG
GGAAAGAGAAATTGATAATTACACAGAATTAATATACTCCTTAATTGAAAAATCGCAGAACCAGCAAGAAAAG
AATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTGATATAACAAATTGGCTGT
GGTATATAAAATTGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAACAGAGTTAGGCAGGGGTACTCACCATTGTCATTTGCTGTCAGCTTGCTTAACGCCACTGCTATAGCA
GTAGCCGAGGGGACAGATAGGATCATAGAAGTAGTAAGAAGGACTTTTAGAGCTGTTCTGCACATACCTACAA
GAATAAGACAGGGCCTTGAAAGAGCTTTGCTATAA 
>DQ358809 
GCGCAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAAATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CCTTAAATTGCACTGATGTAAATAAAAAGAATGGTACTAGCAACAATACTAAGGATTGGGAAAAGATGAAGGA
GGGAGAAATAAAAAACTGTTCTTTCAATGCCACCACAAGCATAAGAGATAAGGTGCGGAAAGAATATGCACTT
TTTTATAGACTTGATGTGGCACCAATGAAAACAGATAATACAAGCTATACATTGATAAATTGTAACACCTCAG
TCATTACGCAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAGGAGGTAGTAATTA
GATCTGAAAACTTTACAAACAATGCTAAAACCATCATAGTACAGCTGAATGAATCTGTACAAATTAATTGTTC
AAGGCCCAACAACAATACAAGAAAAAGTATACATATAGGACCGGGGAGAGCATTTTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAATCTTAGTACAGAACAATGGGAAAAAACTTTAAAGCAGATAGATA
CAAAATTAAAAGAACAATTCAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGATCCAGAAATTGTAAT
GCACAGTTTTACTTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAAAGTCTGGAACAAATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAA
TTACACAAGCTTAATATATACCTTAATTGAAGAATCACAAAACCAACAAGAAAAGAATGAAAAGGAATTATTG
GAATTGGATGAGTGGGCAAGCCTGTGGAATTGGTTCAGCATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAACAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGCCATAGCTGTAGCAGTAGCTGAGGGGACTGAT
AGGATTATAGAAATAGGACAAAGAATTTGTAGAGGTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>DQ358810 
GCTACACAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAATTAAAATTGGTAAATGTGACAGAATATTTTAACATGTGGAACAATAGCATGGTAGAACAG
ATGCATGAAGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAGCATTAACCCCACTCTGTGGTG
CTGCAAAGTGCACTGATGTGGGAAATGATACTACCATTAATGGTGCTAATAACGCTAATAGAACAATAGAGGA
TAAGATGGGGGAACTAATAAAAAGCTGCTCTTTCAATATCACCACAAGCATAGGAGATAAGAGGCAGAAAGAA
TATGCACTTCTTTATAAATATGATATAACGTCAATAGAGAATAATAGTACAAGCTATACATTGATAAATTGTA
ATACCTCAGTCATTAAACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAATGTAAGGACAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CTATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGACA
TAGTAATTAGATCTGAAAATTTCACGAACAATGCTAGAACCATAATAGTACACCTGAATGAATCTGTACAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATGGGACCAGGGAGAGCATGGTATACAACA
GGAGAAATAATAGGGGATATAAGACAAGCATATTGTAACATTAGCGAAAAAATTTGGGCACAAACTATAAAAA
GGGTAGCTATAAAATTAAAAGAACAATTTAATACTACAAAAATAGTTTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAA



AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCGCCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTTATGAAGAGATTTGGGATAACATGACTTGGATGCAGTGGGAGAA
AGAAATTGACCAGTACACAAACACAATATACACCTTAATTGAAGAATCGCAACGCCAACAAGAAAAGAATGAA
CAAGAATTATTAGCATTGGATTCGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JN692435 
GCAGAAAAGTTGTGGTTCACATTCTATTATGGGGTACCTGGGAGAAAAGATGCAACCACCATTCTATTCTGTG
CATCAGATGCTAAAGCACATCACACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAAAACAG
ATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGGGTTA
CTTTAAATTGCAGTGATTACAAGGGTACTACTACCAATAACAGTACGGATACTAACAATAATAGTAGTAAGGT
GGAGGGAGGAGAAATGAAAAACTGTTCTTTCAATGTAACCACAGGAATAGGAAATAAAATGCAGAAAGAATAT
GCAATTTTGTATAAACTTGATGTAACACAAATAGATAATACAAGCTATACATTGATAAATTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGACATCCTTTGTACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTACAGTGTAATGATAAAAAGTTTAATGGAACAGGAACATGTAAAAATGTCAGCACAGTACAGTGTACA
CATGGAATCAAGCCAACAGTGTCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGATGTAATACTTAGAT
CAGAAAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAAGGACCCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAGAAGTATAAATATAGGACCGGGGAGAGCATTTTATGCAACAGGAGCAGTAATA
GGAAATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAACACTTTAACACAGGTAGTTGAAA
AATTAAGAGAACAATTTAAGAATAAAACAATATCCTTTCATCAATCCTCAGGAGGGGACCCAGAAATTATAAT
GCACACTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCAACACTAATGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGACGACATTTGGAATAACATGACCTGGATGCAGTGGGACAAAGAAATTGACAA
TTACACAAAATTAATCTACACCTTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATATCACAATGGCTGTGGTATATAAGAATATTCA
TAATAATAGTGGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCCATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCATTTGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCAGAGGGGACAGAT
AGGATTATAGAAGTAGTACAAATAACTGGTAGAGCTGTTATCCACATACCTAGAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>JN692440 
GCTACAAAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTTTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAGGAAATAGTATTGGCAAATGTGTCAGAATATTTTGACATATGGAGAAACAACATGGTAGAA
CAAATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATTTGGGGAATGATACTAATACCAACAATAGTAGTGATGTAGGAGACATGGAGAA
AGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGAAGTGAAAGATAAAATGAAAAAAGAATATGCAACT
TTCTATAGACTTGATGTAGTACTAATAGATAAGGAAAATAAGAGTGATAATACTAGTAATACTCGCTATAGGT
TGATAAGTTGTAACGCCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATCCATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGATCATGTACAAAT
GTTAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTTTAG
CAGAAGAAGAGGTAATAATCAGATCTGACAATTTCTCGAACAATGCTAGAACCATAATAGTACAGCTGAATGA
AGCTGTACAAATTAATTGTACAAGACCCAACAACAGTACAAGAAAAGGTATACATATAGGACCAGGGAAAGCA
GTTTATGCAACAGAAAAAATAATAGGAAACATAAGAAAGGCACATTGTAACATTAGTGAATCAAGATGGAACA
ACACTTTAAAACAGATAGTTATAAAATTAAGAGAACAATTTAAGAATAAAACAATAAAATTTAACCACTCCTC
AGGAGGGGACCCAGAAATTGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTCTTGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATGTGGGGTTGCTCTGGAAAACTCATCTGCC
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTGAATAGCATTTGGGATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAGACTTGATATACACTTTAATTGCAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
ATCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTTGATACCATAGCC
ATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGGGTTACAAAGGGTTTTTAGAGCTATTCTCCACATAC
CTACAAGGATAAGACAGGGATTTGAAAGGGCTTTGCTATAA 
>JN692443 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCTCTCTATTTT
GTGCATCAGATGCTAAAGCATATAGCACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA



CAGATGCATGATGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCAGTAATGTGAATTTAAAGTGCAGTAATGAGAATTTAAATTGCAGTAATGACAATGCTAG
TAGGATAGAAATGGAGAGAGAAATAAAAAACTGCTCTTTCAACATCACCACAAGCATACAAAATAAGAATAGT
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCACTAGATAAGAATGATAATACAAGCTATATGTTAA
TAAATTGTAACACCTCAGAAATTACACAGACCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTGATTAGAGCTGAAAATTTCACAGACAATACTAAAACCATAATAGTACAGCTGAACGAAAC
TGTAGTAATTAATTGTATAAGACCCCACAACAATACAAGAAAAAGTATACCGGTGGTATGGAGGACATTATAT
GCAACAGGGGCTATAACAGGAAATATAAGACAAGCACATTGTAACCTTAACAGAACACAATGGAACAAAACTT
TAGGACAGATAGTAACAAAATTAAGGGAACAATTTGGAGATAAAACAATAATCTTTACCCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTTATAATGACATTTGGAATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTAACAATTATACAGGCTTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTCTGCTGTATTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTGTTAATTTGCTTAATGCCACAGCTATAGCA
GTAGGTGAGGGAACAGATAGGATTATAGAAGGATTACAAAGACTGGGTAGAGCTATTCTCCACATACCAAGAA
GAATAAGACAGGGCGCAGAAAGGGCTTTGCAATAA 
>JN692444 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGCCCCACAAGAAATAGAATTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATATCCCTGCCAATAAGAATAGTAGTGTGAATACCACTAGTTTAGGAGAGATGAA
AAACTGCTCTTTCAATATCAGCACAAAAATAAAAGATAAGGTAGAAAAGGTCTGGGCAACTTTTTATAATCTT
GATATAGTACAAATAGAAAATAATAATAGTTATATGCTGACAAGTTGTAATACCTCAGTCCTTACACAGGCCT
GTCCAAAGATGACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGTGTAA
CGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCA
GTAGTGTCAACTCAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTGATAATTAGATCTGAAAATATCA
TGGACAATACTAAAACCATAATAGTACAGCTAAATGAAACTGTGCAAATTAATTGTTCAAGACCCAACAACAA
TACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGGTATAATAGGAGATATAAGA
CAAGCACATTGTAACATTAGTGAAGCAGCTTGGAATAAAACTTTAGAACGAGTAGTTATAAAATTAAGAGAAC
ATTTTAAAAACAAAACAATAAACTTTACACAACCCTCAGGAGGGGATCCAGAAATTGTAACGCACAGTTTTAA
TTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGAAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCTAGGGATCAAATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGAATC
AATATACAGCTTAATCGAAAAAGCGCAAAACCAGCAAGAAAAGAATGAACAAGACTTATTATCATTAGATCAG
TGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTGTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
ATTATCATTGGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAA
GTAGTACAAAGGGCAGGTAGAGCTATTCTTCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGC
TATAA 
>JN692445 
GCAAAAGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTGT
TTTGTGCATCAGATGCTAAAGCTTATGTCACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAATCCACAAGAGGTAGTACTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAGAATGTAATGATGCAAAACTTAACAGTACAAAAACTAACAGTACAACTAACAGTACTGATCC
TAACAATAGTAACTTGGGGATAGAGGGAGAAATAAAAAACTGCACTTTCAATGTCACCAGCATGGGAAAGAGT
AGGAAAGAAAATGCAATTTTTAATAAACTTGATATAGTACCAATAGAGGATGATAGTAATAATAGTACTAGTA
ATAGTAGTAAAAGTTATATGTTGACAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAATGCAATGATAAGAAGTTCAAT
GGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAAT
TACTATTAAATGGTAGTCTAGCAGAAGAAGAGGTAATGATTAGATCTCAAAATTTTTCAGACAATGCTAAAAC
CATAATAGTACAGCTGAATGACACTGTACAAATTAATTGTACAAGACCCCACAACAATACAAGAAAAAGTATA
CGTATAGGACCAGGGGCAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACA
TTAGTAGAGCAGAATGGAACAAAACTTTAAAATTTATAGTAGCAAAATTACAAGAACAATTTAACATAACAAA
ATTAAATTTTAGGAACTCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGCTTTAATTGTGCAGGGGAATTT



AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGAATATTAT
TTGGGGTAACATGACATGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACAACTTGCTT
GAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAGACTTGTGGA
GTTGGTTTGACATAACACACTGGCTATGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTT
AAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCTGTT
AGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTG
GTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>JN692447 
GCTGCAGACCATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAACCCCCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATTATACAGAAATGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAAAAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGGAGAATAAGAATATTACGAATAATAATAGTAGCATGAATACAAATATTAT
AGAGAAAGGAGAAATAAAAGATTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGGTGCAGAAAGTATAT
GCACAATTTTATAAACTTGATGTAACACCAATAGGTGATGATAATAATAGTAATAATAATGGTAGTAGAAACT
ATACAAACTATAGATTGATAAATTGTAATACCTCAGTCATCACACAGGCCTGTCCAAAGGTGTCTTTTGAACC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGT
TAAATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTAGATCTAAAAACTTCACAAATAATGCTTACACCATAAT
AGTACAGCTAAATGAGACTGTACAAATTAATTGTTCAAGACCCGGCAATAATACAAGAAAAAGTATACATCTA
GGACCAGGGAGCGTATTTTATACAGGAGAAATAATAGGAGATATAAGACGAGCATATTGTAACATTAGTGGAA
AAGCCTGGAATAAAACTTTAAATCAGATAGCCACAAAACTAAGAGAACAATTTGAGAATAAAACAATAATCTT
TCAACCATCTTCAGGAGGGGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTC
CAGGCAAGACTCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACCGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTGGATACAATTTGGGATAA
CATGACCTGGATGCAGTGGGATAAAGAAATTGACAATTACACAAACTTAATATACTCTTTACTTGAAGAATCG
CAGTCCCAGCAAGAAAACAATGAAAAGAAATTATTAAAATTGGATCAGTGGGCAAGTTTATGGAATTGGTTTG
ATATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGGGTTAGGCAGGAATACTCACCTTTGTCATTTGCTATTAGCTTGCTT
GATGCCACAGCCATTGCAGTAGCTGGGGGGACAGATATAGTTATAGAAGCAGCAAGAATAATTTTTAGAGCTA
TTATCCACATACCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>EF637056 
GCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGACCAG
ATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTACAATTAACCCCACTCTGTGTCA
CTTTAGATTGTACTAACTATAATATTACTAGTAAAACTAATAGAACTAATGAAAATGATATTAGTTTGGAAAT
GGGAGAGGGAGAACTAAAAAACTGCTCTTTCAATGTCACCACAGGTATAAAAAATAAGGTAAAAAAGGAGTAT
GCAATTTTTAATAGACTTGATGTAGTACCAATAGATAGCAGTAATAGCAATAGTAGCTATATGATAATAAATT
GTAACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCC
GGCTGGTTATGCGATTCTAAAGTGTAATGATAAAACGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATCAGACCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGCTTAGCAGAAGAAG
ACATAATAATTAGATCTGAAAATCTCACAAATAATGCTAAAAACATAATAATACAGCTGAATGAAACTATAAA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATTTCGCACCTGGGCAGGCATTTTATGCA
ACAGGAGATATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTGGACAAGATTGGAACAGAACCTTAA
CACGGATAGCTAAAAAATTAAAAGAACAATTTAATAAATCAATACAATTTACAAAACACTCAGGAGGAGACCC
AGAAATTGAAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTTCCGTGC
CTTGGAATACTAGTTGGAGCAATAAAACTTGGAATGAGATTTGGAATAACATGACATGGATGCAATGGGAAAA
AGAAATTGACAATTACACAGGCATAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTACAATTAGACTCATGGGCAAATTTGTGGAGTTGGTTGGACATATCAAACTGGCTGAAGTATA
TAAAAATATTCATAATAATAATAGGAGGCTTAATAGGTTTAAAAATAGTTTTTACTGTAATTTCTATAGCAAA
TAGAGTTAGGCAGGGATACTCACCCCTATCGTTCGCTGTCAGCTTGCTTAATGCCACAGCAATTGCAGTAGCT
GAGGGGACAGATAGAATTATAGAAGTAGTACAAATAGCAGGTAGAGCTATTCTCAATATACCTAGAAGAATAA
GACAGGGCTTAGAAAGGGCTTTACTATAA 
>EF637054 
ACTGAAGAAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTGACCCACAAGAAGTAGTATTGGAGAATGTGACAGAAAACTTTAACATGTGGAAAAATAGCATGGTA



GAACAGATGCAGGAGGATATAATCAGTTTGTGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCACTCT
GTATTACTTTAAATTGCTCTAATACAGAGAGAAATGTTACAGGTATCAAGGCAGAGAAAAATATTACAGATAA
TAGTATAAAGGAAGAAATAAAAAACTGCTCTTTCAATGTCACAAGCATAGGGAATAAGGTGCGGAAAGAACAT
GCAATTTTTAATAAACTTGATGTAGTACCAATAAATGATAAGACAAATAATAATACAAACTATACAAACTATA
TGTTGATAAGTTGTAACACCTCAGTCGTCACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAGGAAATTCAAGGGATCAGGACCATGTAAA
AGTGTCAGTGTAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTT
TAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCACGAACAATGCTAGAACCATAATAGTACAGCTGAA
TGGAACTATACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATGGGACCAGGGAGA
GCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAAGACTGGA
ACAAAACTTTAGAACAGATAGTTAGAAAATTAAGGGAACAATTTGGTAATAAAACAATAAGCTTTAAGCAATC
CGCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAACAGGTCTTTGGATAACATTTGGCAGAACATGACTTG
GATGGAGTGGGAGAGAGAAATTGGCAATTACACAAAATTCATATACACCTTACTTGAAGAATCGCAGAACCAA
CAGGAAAATAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATAACAA
ACTGGCTGTGGTATATAAAAATTTTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGT
ACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTCGCTGTTAGTTTGTTTGATGCAATA
GCTATAGCAGTAGCTGAGGGGACAGATAGAGTGATAGAAGTGTTACAAAGAATTGGCAGAGCTTTTCTTAACA
TACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTATAA 
>EF637051 
GCTGCAGGGAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAGAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTTGACAAATAAAACTACCCCTACCAATAGTAGTCTTGAGAAAGGGATGGGGGG
AGAAAGAAAAAACTGCTCTTTCAATATCACCACAGGCATAAAAAATAAGGTGCAGAAAGAATATGCTACTTTT
TATAAACTTGATGTAGTACCAATAGATAATGATAATACAAGCTATATGTTGATAAATTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATCCCAATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGGGGTTCAATGGAACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAATTGCTATTAAATGGCAGCCTATCGGAAGAAGGGGTAGTAATTAGGT
CTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGAAATTCATTGTATAAG
ACCTGGTAATAATACAAGCAAAAGTATACACATGGGACCGGGGCGAGCATTTTATGCAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAATATTAGTAAAACAAAATGGGACAACACTTTAAACCAGATAGTTACAA
AATTAAGAGAACAATTTAATAAAACAATATCCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTACTACA
CAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTT
GGAGTAATAAATCTCTGGATACCATTTGGGGTAACATGACTTGGATGCAGTGGGAGAAAGAAATTGACAATTA
CACAGGCTTAATATACAACTTACTTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCA
TTGGATAACTGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTTTCACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTGTCATTCGCTGTTAATTTGCTTAATACTACAGCTATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGGATTACAAAGAATTTGTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCGCAGAAA
GGATTTTGCTATAA 
>EF637050 
GCTCCAAATAACTCGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCAACTACCACCCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
CCCTAACCAGCAGGAAGTAGAATTGGAAGATGTAACAGATAATTTTGACATGTGGAAAAAGAGCATGGTAGAC
CTGATGAATGAAGAGATAGTCAGTGTATGGGATCAAAGCGTAAAGCCATGTGTAAAATTAGCCCCACTCTGTG
TTACTCTAAATTGCACTAATTTGAATAATAGTGTTGATAAGATCAATACTAGTAGTAGTAGTGAGAACGAGAT
AAAGGAAGAAATAAAAAACTGCTCTTTTAATATCACCACAAGCAGAAGAAATAAATTGCGGAAAGAATATGCA
CTTTTTTATAAGCTTGATATAGTACCAATAGATAATGATAAAATAAGCAGTGATACAGGTAATACAAGCTATG
CAAGCTATACATTGATAAGTTGTAACACCTCAATCATTACCCAAGCCTGTCCAAAGGTATCCTTTGAACCAAT
TCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAATGTAATGAGAAGAACTTCACTGGAACAGGA
CCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAA
ATGGCAGTCTAGCAGAAGGAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGT
ACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGA
CCAGGGAGAGCATGGTTCACAACAGGAGAAATAATAGGAAATATAAGAGAAGCACATTGTAACCTTAGTAGAA
CAAAATGGAGTAACACTTTAAAACAGATAGCTATAAAATTAGGAAACTACTTTGACAACAAAACAATAATCTT
TACTAACTCCTCAGGAGGGGACCCTGAAATTGTAACTCACAGTTTTATTTGTGGAGGGGAGTTTAAGCAGCTC



CAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCTAGATTATATTTGGAATAA
CATGACTTGGATGCAGTGGGAAAAAGAGATTGACAATTACACAGAGGTAATATACAACTTAATTGAAAAATCG
CAAAACCAGCAAGAAAAGAATGAACAAGACTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTG
ACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGT
TTTTACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGCTT
AATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAGTACAAAGAACTGGTAGAGCAA
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>EF637048 
GCTAATGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGATTGTAGCCATAATGTTGATAGTATCAATGGTAGCCATAGTGTTACTACTATCAATGGGACCAA
TAATGTTACTACTACCCTTGCGCAGGAGGAGAGGGAAATAAAAAACTGCACTTTCAATATCACAACAGGCTTA
AAAGATAGGGTGAAACAAGACTATGCACTTTTTAATAGCCTTGATGTAGTACCAATAGGCAAGAACAATACAA
GCTATATGTTGGCAAGCTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATCCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTTAATGGAACAGGGCCA
TGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGATAGTAATTAGAACTGAAAATTACACAAACAATGCTAAAATCATAATAGTACA
GCTGAATGAATCTGTAATAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCAATGGGACCG
GGGAGAGCCATGTATGCAACAGGAGGCATAGTAGGAAATATAAGACTAGCACATTGTAACATTAGTGGAGAAA
AGTGGAATGACACTTTAAGACGGATAGCTATAAAATTACATAAACAATTTAATAAAACAATAGTCTTTAATCA
ATCCTCAGGAGGAGACTCAGAAATTATAATGCACACTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGTAGCAAATCAGAGAAAGACATTTGGAATAACATGAC
CTGGATGGAGTGGGAGAAAGAAATTGACAACTACACAGACTTAATATACAACTTACTTGAAAAATCGCAAATC
CAGCAAGAAAAGAATGAACAAGACTTATTGTCATTGGATAAGTGGACAAATTTGTGGTCTTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTAC
TGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCA
ACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAGGATTTGGTAGAGCTATCCTTC
ACATACCTAGAAGAATAAGACAGGGATTAGAAAGGGCTTTGCTATAA 
>EF637047 
GCTGCAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGATCCAAATGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTCTATGGGATGAGAGCCTAAAGCCATGTGTGAAATTAACCCCCCTCTGTG
TCACTTTAAATTGCACTGATGTGTGTGACAATAATACTCAAACTAATTGTTCTACTATTAATTCAGAAATGAG
AAACTGCTCTTTCGATATTGACACAAAAATAGGAAATATACGAAAAGAACATGCAATTTTTAATAAACTTGAT
ATAGTACCAATAGAGCAAGAAGAACCGCATAGAAGATATATGTTGAGAAATTGTAACACCTCAGTCATTACGC
AGGCCTGCCCAAAGACATCCTTTGAACCAATTCCTATACATTTCTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATAATAAAACGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGGTCTGAAA
ATTTCACGGACAATGTTAAAAACATAATAGTACAGCTAAATGAGTCTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAGAGCATACATATGGGATGGGGAAGAGCATTTTATGCAACAGGAAAGATCATAGGAAAT
ATAAGACAAGCATATTGCAACATTAGTAGAACAAAATGGAGTGACACTTTAAAAAGAATAGCTATAAAATTAA
GAGAACAATTTAAGAATAAAACAATAGTTTTTAATTCATCCTCGGGAGGGGACCCAGAAATTGTAACACATAG
TTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGAAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATATGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGA
GTAATAAATCTCAGGATAACATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATAGACAATTACAC
AAATACAATATACAGGTTACTTGAAGAATCGCAGAACCAACAAGACAAGAATGAACAAGAGTTATTAGAATTG
GATAAGTGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGA
TAGTAGGGGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTGATTTCAATAGTGAATAGAGTTAGGAAGGGATA
CTCACCATTATCATTCGCTGTTAGTTTGCTTAATGTCACAGCTATAGTAGTAGCTGAGGGGACAGATAGACTT
ATAGAAGCAGCACAAGGAGTTGGTAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>EF637046 
GCTACAAAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTAT
TTTGTGCATCAGATGCGAAAGCATATGAAACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTG



GACCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCAATCT
GTGTTATTTTACATTGCACTAATTATACTAATACTAGTGCTAATACCTTTAGTAGTCCTCTTACCAATGATAG
CAGGTGGGAAGATATGAAGGAAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGCATAAAAGATAAGGTG
AAAAAAGAACATGCACTTTTTAATAGACTTGATGTAGTACCAATAGATAATGCAGAGAATGGTAGTAGGACAA
GCTATATGTTAAGAAATTGTAACACCTCAATGATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACATTCAATGGATCAGGGCCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCCACTCAACTGCTGTTAAATG
GCAGCCTAGCAGAAGAGGAGATAGTAATTAGATCTAAAAATTTCACGGACAATGCTAAAATTATAATAGTACA
ACTGAATACATCTGTAGAAATTAAGTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGATGG
GGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAATATTAGTGGAACAA
ATTGGACTAACACTTTAAGGCAGGTAGCTCAAAAATTAGAAGAATTTAATAATAAAACAATAGTCTTTAGTCC
ATCTTCAGGAGGGGACCCAGAAATAGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTTGAGTGAGATTTGGGATAACATGAC
CTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATACTCCTTACTTGAAGACTCGCAAAAC
CAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTAC
TGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTATTAGTTTGCTTAATTAC
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATCATAGAAGTAGTACAAAGAACTGGTAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JN692450 
GCTACAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTAGCAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATTGGAATGGTACAAATACCACTAGTTCTAATACCACCACTATTGAGGATAAAAT
GAGGGAAGAAATACAAAACTGCTCTTTCAACATAACCACAGGGATAGGAAAAAAGGTGAGAAAAAACTATGCA
TTTTTCAATAAACTTGATATAGTACCAATAGAGGATGATGATAATAATAATACTAGCTATATGTTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTTTTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACGTTCAATGGAACAGGACCATGTAATAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGTAGTTTGGCAGAAGAAG
AAATAATAATTAGATCTGAAAATATCTCAGACAATGCTAAAAACATAATAGTACAGCTGAAAGAAACTGTGCA
AATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACCTATGGGATTTGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATAATACTTTAA
AACAAATAAGTAGAAAATTAAGAGAATATTTTAATCATAATACAACAATCTTTGCTAATGCTTCAGGAGGAGA
CCCAGAAATTATAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTG
TGCCTTGGAATGATAGTTGGAGTAAAAGCAATGTAACTACAATCTGGGATAACCTGACCTGGATGCAGTGGGA
GAGAGAAATTGACAATTACACAGGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGATTTATTGGCCTTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTAGCAGTTAGTTTGCTCAACGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGGTAATAGAAATAGTACAAAGAATTGGCCGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN692451 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGACACGGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGACAAATGTAACAGAAAAGTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTTTAATACTACTAATACCAATAATAGTACTGCTTCTAATACCAATAATAGTAC
TAGTACTAGTTGGAAAGAGATGGAGGCGGGAGAAATAAAAAACTGCTCTTTCAATGTCACTGCAAGCATAGAT
AAGAAGGTGCGAAAAGACTATGCACTTTTTAATAAACTTGATGTAGTACCAATAGATAATGATAGTAATAATA
CAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGATATCCTTTGAACCAAT
TCCCATACATTATTGCACCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGA
CCATGTAAAAATGTCAGCATAGTACAATGTACACATGGAATTAGGCCAGTAATGTCAACTCAGCTGCTGTTAA
ATGGCACCTTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATATTTCAGACAATGTTAAAACCATAATAGT
ACAGCTAAATGAAACTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAGAGTATACAGCTGGTA
GGGGGGAGAACACTTTATGCAACAGGAAAAATAATAGGAGAGATAAGACAAGCACATTGTAACATTAGTGCAA
CAAAGTGGACTAACGCTTTAAACCAGACAGTTACAAAATTAAGAGAACAATTTAATAAAACAATAATCTTTAC
TCAATCTTCAGGAGGGGACCCAGAGATAACAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAG



GCAAGAGTCCTGGCTGTGGAAAGATACCTAATGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAAC
TCATTTGCCCCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATCAGGCTATTTGGAACAACAT
GACATGGATGCAATGGGAAAAAGAAATTGACAATTACACAGAATTAATATACAGCTTACTTGAAGAATCGCAA
AACCAACAAGAAAAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCTCTA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTGTTAGTTTGCTTAAT
TTCATAGCTATAGCAGTAGCTGAAGGGACAGATAGGATTATAGCAGTAGTACAAAGAGCTGGTAGAGCTTTTC
TCAACATACCAAGGAGAATAAGACAGGGACTCGAAAGGGCTTTGCTATAA 
>JN692452 
GCTGAAAAAGATTTGTGGGTCACGGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGGCTATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAACTAGAATTGAAAAATGTAACAGAAGACTTTGACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTATTAATTGGACTAGTACCAATATCAATAGTAGTAATGTGTGGGCCAATAGTAGTTTGAA
ATTTAAGGAGGGAGAAATAAAAAACTGCTCTTTCAATATCTCCACAAGCATAGGAAATAAGATGCAGAAAAAC
TATGCACTTTTCAATAAACTTGATGTAGTTCCAATAGATAATACAAGTTATATGTTGGTAAATTGTAACACCT
CAGTCATTACACAGTCTTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAAAAATTCAATGGAAAAGGACAATGTAAAAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAACATCACAAACAATGCTAAAACCATAATAGTACATCTGAATAAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCGGGGAGAACATTTTATGCAACAGGACAA
ATAATAGGAGATATAAGACAGGCACATTGTAACATTAGTGGAGGAAAATGGAATAACACTTTAAAACAGATAG
TTATAAAATTAGGAGAACAATTTAAGAACAAAACAATAGTCTTTAATCAGTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGGTGCTCTGGAAGACTCATTTGCACCACTAATGTGCCTTGGA
ATAGGACTTGGAGTAATAAATCACGTGAGGACATTTGGGGTAACATGACTTGGATGCAGTGGGAGAAGGAAAT
TGACAATTACACAGACATAATATACACATTACTTGAAACATCGCAACACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTATGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTCGCTGTTGGTTTGCTCAACGCCACAGCTATAGCAGTAGGTGGGGGG
ACAGATGGGATTATAGAAGTAGTAAGAAGACTTTGTGGAGCTGTGCTCAACATACCTACAAGAATAAGACAAG
GCTTAGAAAGGGCTTTGCTATAA 
>JN692453 
GCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGATCC
TAACCCACAGGAAGTGGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATGTAAAGAATAATGGTACCAACAATAGTAGTATTGTTAATATTACCACTAGTAATAA
TAGGGAAGAGATGAAGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGAATAGGAGGTAAAATGCAG
AAAGAATATGCAGTTTTCTATAAACTTGATGTAGTACCAATAGATAATGATAATACAAGCTATACATTGATAA
GTTGTAACACCTCAGCCACTACACATGCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTGAATGGTAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCTCGGATAATGCTAAAACCATAATAGTACAGTTGAACAAATCTGT
GGAAATTAATTGTACAAGACCCAATAACAATACAAGAAGAAGTATACCTATAGGACCAGGGAGAGCATTGTAT
ACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAAACAAAATTGGACAGAAACTT
TAAGACAGATAGCTAGAAAATTAAAAGAACAATTTAACAGCACAAACATAATCTTTAAGCAATCCTCAGGAGG
GGACCCGGAACTAGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATAATAGTTGGAGTAAGAATAAATCTCTGGACAACATTTGGAATAACATGACCTGGATGCA
GTGGGAGAGAGAAATTGACAATTACACAAACTTAATATACACTTTGCTTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTATGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCCATAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACATAGGGCTTGTAGAGCTATTCTCCACATACCTA
GAAGAATAAGGCAGGGCTTAGAAAGGGCTTTAATATAA 
>JN692457 
GCTGAAAAAGACAACTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCGCCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAATTAAAAATGGAAAATGTGACAGAAAATTTTCACATGTGGAAAAATAGCATGGTA



GAACAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTT
GTGTTACTTTAAATTGCAGTAATAGTGTAAATGCCACTATTAGTGCTAGTGAGAACAGAACTTTTGATTGGGA
ACAAGGGATGGAAAAAGAAATACAAAACTGCTCTTTCAATGTAACCACAAGCATAGGACAAAAAGTGCGGAAG
GAACATGCACTTTTTAATAGACTTGATATAGTGCCAATAGATAATAGTACAAACACAAGCTATATATTGATAA
GTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATATATTATTGTGT
CCCGGCTGGTTTTGCGATTCTCAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAGAATGTCAGC
ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAG
AAGAGGTAATAATTAGATCTGAAAATATCACAGACAATACCAAAAACATAATAGTGCAGTTGAATGATACCGT
ACAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGGAGTATATCTATGGGACCGGGGAGAGCATTTTAT
ACAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGCACCCTTAGTAGAGCACACTGGAACAACACTT
TAAAACAGATAGTTATAGCATTGAAAAAACACTTTAATAAAACAATAAAATTTAATCAATCCGCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTG
GAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCCG
TGCCTTGGAATATTAGTTGGAGTAACAGGACAAATTTGACTGCAATTTGGAATAACATGACCTGGATGCAGTG
GGAGAGAGAAATTGACAATTACACAAACATAATATACAACCTACTTGAGGAATCGCAAGTCCAACAGGAAAAG
AATGAACAAGAATTATTGGAATTGGACAAATGGGCAAGCTTGTGGACTTGGTTTGACATAACAAATTGGCTGT
GGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGTTTAATGCCACAGCTATAGTA
GTAGCTGAGGGGACAGATAGAGTAATAGAAGTAGTACAAAGAATTGGCTTAGCTTTTCTCCACATACCTAGAC
GAATAAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>FJ195090 
GCTGCAGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAACACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATAGCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACTGAAAATTTTAACATGTGGAAAAATGACATGGCA
GAACAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGAATTGAGTATTACTACTTGTACCAATAGTAGTACCAATAGTAGCAATAGTGC
TGGTAGTAATAATACTTGTATAGATGAACAGATGAGGGGGGAAATAAAAAACTGCTCTTTCAATATCACCACA
AGCATAAAGAATAAAATGCAGAAGGAATATGCACTTTTTTATAAACTTGATATAGCACCAATAGATGATGATA
ATACAAGCTATACATTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAACC
AATTCCCATACATTATTGTATCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATACAGTGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGT
TAAATGGCAGTCTAACAGAAGAAGACATAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAATTATAAT
AGTACACCTGAACGAGTCTGTAGAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATG
GGATGGGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTA
AAGCAAAGTGGGAAACCACTTTAAAAAGGGTAGCTATAAAATTAAGAGAACAATATAACAAAACAATAGCCTT
TAATAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAACTGTGGAGGGGAGTTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
GACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAGTAATATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGGCAATTACACAGAATTAATATACAGTTTAATTGAAGAATCG
CAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCCGATTTGTGGAATTGGTTTG
ACATATCAAAATGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGT
TTTTACTATAATTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAATTTGTAT
AATACTATAGCTATAGCAGTAGCTGAGGGGACAGATTGGGTTATAGAAGTAGTACAAAGACTTGGCAGAGCTT
TTATCCACATCCCTAGGAGAATAAGACAGGGCTTAGAAAGAATTTTGCTATAA 
>JN692459 
GCTACACAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCTCAAGAAATAAACCTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGTTTTAAATTGCACTGATGCGCAAGATGGTATTATTGCAAAAAATGATAATAGTACTACTAATAGGACTTT
TAAGGAAGGGATGAATAAAGAAATAAGAAACTGTTCTTTCAATATCTCCACAGGCATAGGAAACAAAGTAAGG
GAAGATTATGCACTTTTTAATCTGCTTGATGTAGTACCAGTAGAAAATAATAATAGAAGCTATATATTGAAAA
ATTGTAACACCACAGTCATTACACAGGCATGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGCTTTGCGATTTTAAAATGTAATAATAATACGTTCAGTGGAACAGGGCCATGTACAAATGTCAGT
GTAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAG
ATGAGGTAGTAATTAGATCTGAAAATTTCACCAACAATATTAAAAACATAATAGTACAGCTGAACAAAACTGT
AGTAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATACATATAGCCCCAGGGAGAGCATTTTAT
GCAAGAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAGCAGACTGGGGTAGGGCTC
TAACAAAGGTAGCTAAAAAATTAAGAGAAAAATTTAAAAATAAAACAATAATTTTTACAAATTCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCT



GTGAAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTAGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGCTGGAGTAATAAAAATCTAAGTGCAATTTGGGATAATATGACCTGGATGCAGTG
GGAGAAAAAAATTGACAATTATACAGAACTAATATACTCCTTACTTGAAAAATCGCAAAACCAACAAGAAAAG
AATGAGCAAGAATTATTGAAATTGGATAAGTGGGCAAACTTGTGGAACTGGTTCGACATATCAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAGTTTTTACTGTACTTTCTAT
AGTAAATAAAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAGCTTGCTTAATGCTACAGCTATAGCA
GTAGCTGAGGGGACAGATAGGATCATAGAAGCAGTACAAAGAATTGGTAGAGCTATTCTTCACATACCCAGAA
GAATCAGACAGGGCTTAAAAAGGCTTTTACTATAA 
>JN692460 
GCTACAAAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGACGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATATGTAAAGTTAACCCCACTTTGTG
TTACTCTAAATTGCAGTAATGTAATTTGCACTGGGAATAGCACTAGTAATAGTAATTGTAGTAGCGCTGGTAT
TGATACTGGTATGAAAAATAGTAGCGCTGGTACTGATACTGGTATGAAAAACTGCTCTTTCAACATCACCACA
CCCATAAGAGGTAGGGTGCGAAAGGAATATGCAATTTTTGACAAACTTGATGTAGTGCCAATAAATGAAAATA
ATAATAATGATAGTAAGGCAGAATATATGTTGGTAAATTGCAACACTTCAGTCATTACACAGGCCTGTCCAAA
GATATCCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAATGTAATGAAAAG
ACGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGT
CAACTCATCTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAGATAGTAATTAGATCCGAAAATCTCACAAACAA
TGCTAAAACCATAATAGTACAGCTGAACGAAACAGTAGACATTAATTGTACAAGACCCAACAACAATACACAA
AGAAGTATAAATATAGGACCAGGGAGAGCATGGTATACAACAGGAGCTATAATAGGAGATATAAGACAAGCAT
ATTGTACAGTTAATAAAACAAAATGGGAAAACACTCTAAAACAGATAGTTATAAAATTAGCAAAACAATTTCC
TAATAAAACAATAGGCTTTAAGCAACCCTCAGGAGGGGACCCAGAAGTTACAATGCACACTTTTAATTGTGGA
GGAAAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTTGGGA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCT
AGATGACATTTGGAAAACAAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTATACAGTCGAAATA
TACAAATTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAGTGGG
CAGGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTAATAGGTTTAAGAATAGTTTTTACTGTACTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCT
GTTAGCTTGCTTAATACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATCATAGAAGGAGCACAAACCA
TTGGTAGAGCCATTCTCCACATACCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAATAA 
>JN692463 
ACTGCAGAACAACTATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGCGTACCCAC
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAGGTTTGACATGTGGAAAAATAACATGGTA
GAGCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACCTTAAATTGCAGTAATGCTAATTTCACTAATTCTAATAGTACTAATAATAATAGTAGTATTAAGAT
GGGGGAGGGAGAAGTAAAAAACTGCTCGTTCAATATCACTGCAGGCATAAGAGATAAGATACAGAAAGAATAT
GCACTGTTATATAAACTTGATATAGTACCAATAGATAATAGTAGTACTAGCTATAGGTTAATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGCGGTTCAATGGAACAGGACAGTGTAAAAATGTCAGCACAGTACAG
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTCCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAACATCACAGACAATGGTAAGAACATCATAATACAGCTGAACGAAACTGTAATAATTAA
CTGTACAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGAAGCTTGGAATAACACTTTATACAAGG
TAGTTAAAAAATTAAGAGAACAATTTAATAAAACAATAATCTTTAACTCATCCTCAGGAGGGGACCAAGAAGT
TGTAATGCACAGTTTTAATTGTGCAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCTTGGA
ATTCTAGTTGGAGTAATAAATCTCTAAATTATATTTGGGATAACATGACTTGGATGGAATGGGAAAGAGAAAT
TGATAATTACACAGGATTCATATACACTTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAC
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATGTAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTATTACAAAGACTTTTTAGAGCTATTCTCAACATACCTAGAAGGATAAGACAGG
GCCTCGAAAGGGCTTTGCTATAA 
>JN692467 
GCTGCAGAAAAGTTGTGGGTCACAGTTTATTATGGAGTGCCTGTGTGGAAAGATGCAAACGCCACTCTATTTT
GTGCATCAGAGGCTAAATCAGTTGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCTCAGA
CCCAAACCCACAGCAGATAGTCTTGGGGAATGGGACAGGATCTTTTAACTATGTGAGAAAAACAACATGCTGG



AGCAGATGCAGGTGGTTAGGATCAGTTTATGGGATCAAAGAGAAAAGCCAAGAGCAAAAGGAACTACGGTATG
TGTTACTCTTTTGGCACCAATGGTGGAATACTACTGCGAATACTACTGCCAATACTACAGACAATATTATTCG
GGTGGAAAAAATGGAGGAGGGAGAAATAAAAAACTGCTCTTTCAATCTCTCCTCAAACATAGGAAATAGGAGG
CATAGAGAATATGCACTTTTTTATAGACTTGATGTAATGTCAATAGCTAATGATAGTACAAGCTATACACTGA
TAAATTGCAACACCTCAGTCATTACACAGGCCTGTCCAAAGATAACTTTTGAACCAATTCCCATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGATCAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTATTGTTAAATGGCAGTCTAGCAG
AAGAAGAAGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAAACATAATAGTACAGCTGAAAGAAAC
TGTAGAAATAAATTGCACAAGACCTAATAACAATACAAGAAAAAGTATACATCTAGGGCCAGGTAAAGTATTG
TATGCAACAGGGGAAATAATAGGAGATATAAGAAAAGCACATTGTAGCCTTAATAGAACAAAATGGAATAACA
CTTTAGAACAGATAATTAAAAAACTAGGAGAACAATTTAAGAATAAAACAATAACCTTTAAGCCTTCCTCAGG
AGGGGACCCAGAAATTGAAACACACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTG
GCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTTTGAATGACATTTGGGATAAATTGACCTGGATGGA
GTGGGAGAAAGAAATTGATAATTACACAGGCCTAATATACACCTTACTTGAAGAATCGCAAAACCAGCAAGAA
AAGAATGAACAAGATTTATTGCAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCTGTATTTTC
TATAGTGAGTAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTATA
GCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGTGCAAAGATTTTGTAGAGCTATTCTCCACATACCTA
CAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>JN692475 
GCTGCAGAACAATTATGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAACAACCACCACTTTATTTT
GTGCCTCAGATGCTAGAGCATATGACACAGAGGCACATAATGTTTGGGCCACATCTGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAGTAATGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAAGCTAAAGCCATGTGTAACATTAACCCCATTCTGTG
TTACTTTAAATTGCACTAATGCTAATAGTACTCATGCTAATAAGACCAATACCACTGCTCCTACTACTACCAC
TGCTGTAGGTGAAGAAATAAAACACTGCTCTTTCAATGTCACAGATAACATAGGAAAGGTACGAACAGAACGT
GCATATTTTAATAAGCTTGATGTAGTACCAATAGATAATGATAATAATAATGGTAGTGGAAGATATATGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGACCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAATGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACACTGTACACATGGAATTAGGCCAGTAGTATCAACCCAGTTGTTATTAAATGGCAGTCTAGCAG
AAGAAGAGATAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGTTGAACAAAAC
TGTAGTAATTAATTGCACAAGACCCAACAACAACACAAGAAAAAGTATACATATGGGACCAGGGAAATCATTT
TATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTAGCATGAAGTGGACTAACA
CCTTACAACAGATAGTGATAAAATTAGCAGAACAATTTAATATAACAGGACAAGATAATAAAACAATAAGCTT
TAATCGATCCGCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTAATGTGCCTTGGAATACTACCTGGAGTAAGAAATCTCTGAATGAAATTTGGAATAA
CATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAGGCTTAATATACAACTTACTAGAAGAATCG
CAAATCCAACAAGAAAAGAATGAAAAAGACTTACTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTG
ACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGT
CTTTACTGTACTCTCTATAGTAAGAAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAATTTGCTG
AATTGCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAACTGGTAGAGCTA
TTTGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>FJ195091 
GCTGCAGACAAATTATGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAAGTACATAATGTGTGGGCCACACATGCTTGTGTACCCACAGA
CCCTAACCCACAGGAAATGGTATTGGCAAATGTGACAGAGAATTTTAACATGTGGAAAAATGACATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAATTCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTTCTACTTTGAGTACAAAGTGCAATAATACTGGTACTAATAATAGCCGTTGCGAAGAAAT
GAAAAACTGCACTTTTAATATCACCACAGGCATAGGAGGTAAGATGAAAAAAGAATATGCACTTTTTTATACA
GGTGATATAGTATCAATAGAGGGAGGTAATAAGACTAGCTATATGTTGATAAATTGTAATACCTCAGTCATTA
AACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTTT
AAAGTGTAATGATAAGAAGTTTAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGATCTG
AAAATTTCACGGACAATGCTAAAAGCATAATAGTACAGCTGAATAAAACTGTAGTAATTAATTGTACAAGGCC
TAACAACAATACAAGAAAAAGTATACATATGGGATGGGGAAGAACATTTTATGCAACAGGAGACATAATAGGA
GACATAAGACAAGCACACTGCAATCTCAGTAGAGCAGACTGGAACAGCACTTTACAACAAATAACTGCAAAAT
TAAAAGAACAATTTAAGAATCAAACAATAGTTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAAGCA
CAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT



CAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTT
GGAGTAATAGAAACTTGAGTAAGATTTGGGATAACATGACCTGGATGCAATGGGAAAAAGAAATTGACAATTA
CACAGACATAATATACCAATTGCTTGAAAAATCGCAAAACCAGCAAGAAAAGAACGAACAAGAATTATTGGAA
TTGGATAAATGGGGAAGTTTATGGAATTGGTTTGACATAACAAACTGGCTATGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAATAAAGTTAGGCAGGG
ATACTCACCATTGTCGTTCGCCATTAATTTGCTTAACACAATAGCTATAGCAGTAGCTGAGGGGACAGATAGA
ATTATAGAAGTAGGGCAAAGAATTGGTAGAGCTATCATTCACATACCTAGAAGAATAAGACAAGGCGCAGAAA
GGGCTTTGCAGTAA 
>FJ195088 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACGTATGCCTGTGTACCCGCAGA
CCCTAATCCACAAGAAGTAGTACTGGAAAATGTGACAGAATACTTTAACATGTGGAAAAATACAATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCGCTCTGTG
TTACTTTAAATTGTATTAATGCTAATAAGACTGCTGACAATAGTAGTAGTAGTGGGGAAAATCTGAAGGAAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAACAGAAGAACTAAGGTACAAAGAGAGTATGCATTTTTTAAT
AGACTTGATGTAGTACCAATAGATAATAGTAATACAAGCTATATGTTGATACATTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCT
CAAGTGTAATGATAAAAAGTTCAAGGGAACAGGACCATGTACAAACGTCAGTACAGTACAATGTACACATGGG
ATTAAGCCAGTAGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGGAGAGATAGTAATCAGATCTG
AAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAACAAGTCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACATCTAGGATGGGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGA
AATATAAGACAAGCATCTTGTAACCTTAGTGGAACAGACTGGGAGAGCACTTTAAAACAGATAGTAGAAAAGT
TAAGAGAACAATTTAAAAATAAAACAATATCCTTTAATCAATCCTCAGGAGGGGACCCAGAAATAGTAATGCA
CAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATGCTAGCT
GGAGTAATAAATCTCTGAATATGATTTGGGATAACATGACCTGGATGGAGTGGGAGAAAGAAATTAACAATTA
CACAGGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TGGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCGATAGTGAATAGAGTTAGGAAGGG
ATACTCACCACTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGG
ATTATAGAAATAGTACAAAGGACTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>FJ195089 
GCTAAAGAAGAAGAAGATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACGTGCCTGTGTACC
CACAGACCCTAAACCACAAGAAATAGTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCAA
TTTGTGTAACTTTAAAATGCACTAATGTGACGTTGAATAATAACAGTACAGAGAATAATAACAGTACTATAGA
CTTGGAAGAGGTAAGAAACTGCTCTTTCAATATAACAAGAGGCATGGGAGGAAAGGTGCGGAAGGACTATGCC
ATTTTTAATAAACTTGATATAGTACCAATAGGTGGTAGTAATAATACAAGTTATATGTTAATAAATTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTGTAAAGTGTAATGATAAAAGTTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAGGGAGATGTAA
TAATTAGATCTGAAAATTTCACTAATAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAT
TTGTATAAGACCCCACAACAATACAAGAAGGAGTATACATATGGGATGGGGGAAAACGTTCTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTTTTACAAAATGGAATAACACTTTAAAACAGA
TAGTTAGAAAATTAAGGGAACAATTTAATAAAACAATAATCTTTAATTCATCCTCAGGAGGAGACCTAGAAAT
TGTAATGCACACTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAGTCTTATAATCAGATTTGGAATAACATGACCTGGATGCAGTGGGAGAAAGAAAT
TGACAATTACACACAACAAATATACACCTTACTTGAAGAATCGCAGTTCCAACAAGAACACAATGAACAAGAA
TTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACACAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTAATTTCTTTAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTGATAGAAGTATTACAAAGAATTGGCAGAGCAGTACTCCACATACCTAGAAGAATAAGACAGG
GCTTAGAACTAGCTTTACAATAA 
>JN692479 
GCTGCAGAACAGTTGTGGGTTACAGTCTATTATGGGGTACCCGTGTGGAAAAATGCAACCACCACTCTATTTT
GTGCATCGGATGCTAAGGCATATCATCCAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAAACTTGCAGAATGTGACAGAATATTTTAACATGTGGAATAATAACATGGTAGAA



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TCACTTTAAATTGCACTGATGCTAACACTACTACTAGTACCAATAGTAGTAGGACCAATAGTAGTGAAAAACT
AAAAATGGAGAAGGGAGAAATGAAAAACTGCTCTTTCAATATCACCGAAAGCATAAAAAATAGGGTGAAGAAA
GAATATGTACTTTTTGATAGACTTGATATAGTCCAACTAGATAGTGATGATAATACAAGCTATGCATTAAGAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGCAC
CCCAGCTGGTTTTGCGATTCTAAAGTGCAATGATAAAAACTTCAAGGGATCAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
GAGGAGAAGTAGTACTTAGGTCAAAAAATTTCACAGACAATACTAAAACCATAATAGTACAGCTGCATAACAA
TGTAACAATTAATTGTCTAAGACCTAACAACAATACAAGAAAAAGTATACACATAGCACCAGGGAGAGCATTT
TATGCAACAGGAGCTATAATAGGAGATATAAGACGAGCACACTGTAACATCAGTAAAAAAGCTTGGAATGACA
CTTTAAGACTGGTAGCTAACAAACTAAGAGAACAATTTAATAATAAGATAATAGTCTTTAACCACTCCTCAGG
AGGAGACCCAGAAATCGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGACAGCATTTGGGGTAACATGACCTGGATGGA
TTGGGATAGAGAAATTAGCAAGTACTCACAATCAATATACACCTTAATTGAAAAATCGCAAAACCAGCAGGAA
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAATTTGCTTAATACCACAGCTATA
GCAGTAGCAGAGGGGACAGATACGATTATAGAAGTAGCACGGACAATTGGTAGAGGTTTTCTCCACGTACCTA
GAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>HQ377443 
GCTGAAGAAGACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGAGGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAGCCCACATGAACAAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTA
GACCAGATGCATGAAGATATAAAGAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTAAATTGCTCTAATTATTTGAAGAATGTTACAAATACCACCAGTACCAACAATATTACTGGTTT
GGGAAATATGGTGGGAGAAATAAAAAACTGCTCTTTCAATGTCACTACAGGCATAGGAAACAAGGTAAAGAAA
GAACATGCACTTTTTAATAGACTTGATATAGTAAAATCAGACAATGATAGTACAAGCCATATATTGGTAAATT
GTAACACCTCAGTCCTTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGCTCTGATCCAAAGTTTAATGGAACAGGACCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTTTAGCAGAAGAAG
AGGTAATAATTAGATCTGAAAATATCTCAAACAATGCCAAAACCATAATAGTACAGCTGAACAGCTCTGTAGA
AATTAACTGTACAAGACCCAATAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTATGCA
ACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGCACAGCTTGGAACAACACTTTAA
AAAAGATAGTCGAAAAATTAAGAGAACACTTTAATAAAACAATAATCTTTAGTCCTCCTGTCACAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAGTAAAACTCATGATGAAATTTGGAGTAACATGACCTGGATGCAGTGGGA
GAGAGAAATAGACAATTACACAGACATAATATATGGGTTACTTGAGAAATCGCAAAACCAGCAAGAAAAGAAT
GAACAGGAATTATTGGAATTGGATAAGTGGACAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGGGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGC
GAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTATTAGCTTGCTCAATACCACAGCAATAGTAGTA
GGTGAGGGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTATTCTCCATATACCTAGAAGAA
TAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>HQ377487 
GCTACAGAGGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTTTATTTT
GTGCATCGGATGCTAAAGCATATGGCACGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACTCACAAGAAATAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGAAAAATGGTACTGATGTCAATAATGCTAGTGCTACAACCCCTCCTAC
GTCTACGTCTACCACCAGTAGTGCTTTGAGAAATAGGGCGGAAGAAATAGATTTGAAAAATATGACGGGAGAA
ATAAAAAACTGCTCTTTCAATATCTCCACAAGCATAAAGAATAAGATACAAAAACAGTATGCACTGTTTAATA
TACTTGATGTAGTGCCAATAGAGAATAATACTACAGAATATATGTTGATAAATTGTAACACCTCAGTCATTAC
ACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTA
AAGTGTAATAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAA
TTAAGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAGTAATTAAATCTGA
AAACTTCACGAACAATGCTAGAGCCATAATAGTACAGTTGAATGAAACTGTAGGAATTAATTGTACAAGACCC
GGCAACAATACAAGAAAAAGTATACCTATAGGACCGGGGAGAGCATTTTATGCAACAGGAGATGTAATAGGAG
ATGTAAGAAAAGCACATTGTAACATTAGTGGAGGAAAATGGGAAGAAACTTTAAAAAGGATAGCTACAAAATT
CACAGAACAATTTAATAAGAGCACAATAATATTTAAACAATCCTCAGGAGGGGACCCAGAAATTGTAATGCAC



AGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATC
AACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGTAGTTG
GAGTAATAAATCTCTGGATAAAATTTGGGATAACATGACCTGGATGGAGTGGGAGAAAGAAATTGACAATTAC
ACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGCAT
TGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATCAGAATATTCATAAT
GATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGA
TACTCACCCTTATCATTCGCTATTAGTTTACTTAATGCCACAGCTATTGCAGTAGCTGAGGGAACAGATAGGG
TTATAGAAGTAGTACAAAGAACTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAAGGATTTGAAAG
AGCTTTGCTATAA 
>JN687739 
GCTCACGAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGR
CCCTAATCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAAATAACCCCAATCTGTG
TTACTTTAAATTGCATTAATTGGAATAGTACCAATAGTACCAGTAATGCCACTAGTAGGGTGGGAAACATAGT
GGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGGCATAGGAGATAAGGTGAAAAAAGACTATGCGCCT
TTTAATATAATTGATATAGTACCAATAGATAATGTAAGTTTTATGTTGATAAATTGTAACACCTCAGTCATTA
CACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATAATAAGGAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGA
ATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTATCAGAAGGGGAGGTAATAATTAGATCTG
AAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACGGTAGACATTAATTGTACAAGACC
CAGCGACAATACAAGAAAGAGTATACATATGGGATGGGGGAGAGCATTTTATGCAACAGGAGAAATAACAGGA
GATATAAGACAAGCACATTGTAACATCAGTAGAGCAAAATGGAACAATACCTTAAGACAGATAGCTATAAAAT
TAAGAGAACAATTTAGGACTAATATTACTACAATAATCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGT
AACACACAGTTTTAATTGTGCAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGAACAACAGCTCCTAGGACTTTGGGGTTGCTCTGGGAAAATCATTTGCACCACCGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGAATGAAATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAGATTGA
CAATTACACAGGCTTAATATACAGCTTACTTGAAGAATCGCAAAACCAACAAGACAAGAATGAAAAAGAATTA
TTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATATTCACCATTGTCTTTCGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGGTGAAGGGACA
GATAGGGTTCTAGAAGGGTTACAAAGAATTGGTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>JF680907 
GCTGCACTAGCAGCACCAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCA
CCCTGTTTTGTGCATCAGATGCTAAAGCATACAAAACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGT
ACCCACAGACCCCAACCCACAGGAAGTATTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAC
ATGGTAGACCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCC
CACTTTGTGTTACTTTAAATTGCACTGATGATTTGAAGAATGATACTGGTGCCCAGAATACTAGTAATAGTGC
CACTAATAGTAGTTGGGGACATATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGTATA
AGAGGTAAGATAAAGAAGGAACATGCTCTCTTTTATAGACTTGATGTAGTACCAATAAAAGAAAATAGTGATA
ATACTAGTTATAGATTGATAAGTTGTAATACCTCAGTCATTACCCAAGCCTGTCCAAAGGTAACCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAACA
GGACCATGCACAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAAAGGAGGTAGTGATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAAT
AGTACAGCTGAATGAATCTGTAGCAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATA
GCACCAGGGAAAGCATTTTATGTAACAGGAGAGATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTA
GAAAACAATGGAATAAAACTTTAGAAAAAATAGTTGAAAAATTAAGAGAACAATTTAATAACACAAAAATAAT
CTTTGAGCCATCTTCAGGAGGGGACCCAGAAATTGTGACTCACAGTTTTAATTGTGGAGGAGAATTCAAACAG
CTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATATGGGGTTGCTCTG
GAAAACTCATTTGCACCACTAACGTGCCTTGGAACACTAGTTGGAGTAAGAATAAATCTCTGGATGACATTTG
GCAAAATATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAAGCTTAATATATAACTTACTTGAA
GAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATT
GGTTTACCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAG
AATAGTTTTAGCTGTACTTTCTATAGTAAATAGGGTTAGGCAGGGATACTCACCAGTATCATTTGCTGTTAGC
TTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTGTAGAAATAGCACAAAGAATTTTTA
GAGCTTTTCTTCACATACCTACAAGAATAAGGCAGGGCTTAGAAAGGGCTTTACTATAA 
>KU749389 
GCTACAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGACAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTATAATGGTACTAGTACTAATACCACTAGTAATGCCACTAATACCACCAACAC
TGCCTCCCCCAATGTTGCCACTGATAAGATAGAGAGACAAGAAATGAAAAACTGCTCTTTCAATGTCACCGCA
GACACAAGAGATAAGATAAAAAAAGAATATGCAGTTTTCTATAAACTTGATGTAGAGCCAATAAATAATGATA
GTACCAGCTTTAGATTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGATGTTCAATGGAAAA
GGACTATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTCTCAACTCAACTGCTGT
TAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTAAATCTGAAAATTTCACAAACAATGCCAGAACTATAAT
AGTACAGCTGAATGAATCTGTAACAATTAATTGTACAAGACCCAACAACAATATAAGAAAAGGTATACATTTA
GGACCAGGGAGTGTATTTCATGTACACCAAAAAGTAATAGGAGATATAAGGAAAGCATATTGTAACATTAGTA
GAGCAGAATGGAATAAAACTTTAGAACAAATAGTAAAAAAATTAAGAGAACAATTTAAGAATAAAACAATAGT
CTTTAACCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAAGATATTTGGGA
CAACATGACCTGGATGGACTGGGAAAAAGAAATTGATAATTACACAGGCATAATATACTCTTTGCTTGAAAAA
TCGCAAAACCAACAAGAAAAGAATGAACAAGATTTATTGGCACTAGATAAATGGGCAAATTTATGGAATTGGT
TTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGCTTG
CTCAATACCATAGCCATAGTAGTAGCTGAGGGGACAGATAGGGTCATAGAAATATTACAGAGGGCTTTTAGAG
CTATCCTTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT427690 
GCTGATGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAAGCAGTTGATAAGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGCTTATGGGACCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGACTTTAGAGTGCAGTAATATAACAGGTAATATTAGTGAGGAAATGAGGACAGAAATAAAAAACTGCTCTTT
CAATATCACCACAAGAATACAGGATAAGGTGCAAAAACAGAATGCAATTTTCAACACACTTGATCTAGTACAA
ATAGAGAATAATAGTAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAGGCATGTCCAAAGGTAA
CTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAATT
CAATGGAACAGGAACATGCACCAATGTTAGCACAGTACAATGTACACATGGCATTAGGCCAGTAGTGACAACT
CAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAATAATCAGATCTGAGAACATCACGAACAATGTTA
AAACCATAATAGTACAGTTGAACGAATCTGTAGAGATTAATTGTACAAGACCCAGCAACAATACAAGAAAAGG
TATACATATGGGATTTGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAGGCACATTGC
AATCTTAGTGGTGCACAATGGGAAAGAACTTTAAAACAGGTAGCAAAGAAGTTGAGAGACCAATTTAATAATA
AAACAATAATCTTTAATCAATCTGCAGGAGGGGACCTAGAAATTGTAACACACACTTTCAATTGTGGAGGGGA
ATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAACAAATCTTATGATA
TAATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAAGAGATTAGCAAGTACTCAGGCATAATATATGGGTT
AATCGAAGACTCGCAGATCCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTG
TGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAG
GCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGC
TGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAACTAGTGCAAAGA
ATTTTTAGAGCTTTCCTCCACATACCTAGAAGAATAAGGCAGGGCCTCGAAAGGGCTTTACTATAA 
>KT427688 
ACTAAGGAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGTATATGACACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAGCCCACAAGCAATACATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGCTTTAAATTGCACTGATGTTTCTAATACCAATGCTACTAGTAATAATAGTATAGAAGGGAAGATAAGAGA
AGAAATGAGAAACTGCTCTTTCAATGTCACCACAAACATAGGAAATAAGATGCACAAAGAATATGCACTTTTG
TATAAGCTTGATATAGTATCAATAGATAATGATAATACAAGTTATACATTGATAAATTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAGGTGTAATAATCAGACATTTAATAGAACAGGACCCTGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGACCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGATGTAGTAATTAGAT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTAAATGTATCTGTAGAAATTAATTGTACAAG
ACCAGGCAACAATACAAGAAGAAGTATACCTCTAGGACCAGGGAGAGCATTTTATGCAACAGGGAACATAATA
GGAGATATAAGAAAAGCACATTGTAACATTAGTAAAGACAAATGGGAGAGCACTTTAAAACAGGTAACCATAA
AATTAAAAGAACAATTTGGGAGGAACAAAACAATAGTCTTTAAGCCACACACAGGAGGGGATCCAGAAGTTGT
AATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTA



AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATG
CTAGTTGGAGTAATAGATCTCTAGAAATGATCTGGGATAATCTGACCTGGATGGATTGGGAGAGAGAAATTGG
CAATTATACAAACACAATATACAACTTACTTGAACAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTA
TTGGCGTTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAAAATAT
TCATCATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTGTTGCTATACTTTCATTAGTAAATAGAGTTAG
GCAGGGATACTCACCCTTATCATTGGCTATTAATTTGCTTAATACCACAGCTATAGCAGTAGCTGAAGGGACA
GATAGGATTATAGAAATAGTACAAAGAATTTGTAGAACTATTCTCCACATACCTAGAAGAATAAGACAAGGCT
TAGAAAGACTTTTGCTATAA 
>KT427686 
GCCACAGAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCCTCAGACGCTAAAGCATATTCCACAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCTAACCCACAAGAAATGGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTCCTGCACACTGTATAAATGGTACTTTGAACAATAATGAGTCGCTATGTAATACAAC
CAATAACAGTACTTTTTATAGTAGTGACATGAGGAACTGCTCTTTCAATTTCACCACAAGCATAGGTAAGATG
CAAAAAGAATATGCAGCTTTTCATATATCTGATTTAGTATCAATAGATGATAGTAGTGCAAATAGTACAGATA
AAAGTACAAATAGTAGTACAAATAGTACAGATAATACAAAATATTATAAGTTAATAAGTTGTAATGCCTCAGT
CGTTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGTG
CTTCTAAAGTGTAAGGATAAGAATTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACAC
ATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGACATAGTAATTAG
ATCTGAAAATTTCTCAAACAATGCTAAAACCATAATAGTACAGCTGAACCAATCTGTAATAATTAATTGTACA
AGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGAAAAGCATTTTTTGCAACAGGAGACATAA
TAGGAGACATAAGACAAGCACATTGTAACATTAGTGGGACACAATGGAACAATGCTTTACAACAGATAGCTAT
AAAATTAGGAGAACAATTTAATAAAACAAAAATAGTCTTTAATCAGTCATCAGGAGGGGACCCAGAAGTTGTG
ATGCACACTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAA
AGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGGAGACTCATTTGCACCACTGCTGTGCCTTGGAATAC
TAGTTGGAGTAATAGGTCTCTGGATGAGATTTGGAATAACATGACCTGGATGGATTGGGAGAGAGAAATTGAC
AATTATACAGGCTTAATATACTCCTTAATTGAAAAATCGCAAAACCAACAGGAAAAGAATGAACAAGAATTAT
TAGAATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTCAGCATAACACAATGGCTGTGGTATATAAAAATATT
CATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTATACTTTCTATAGTGAATAGAGTTAGG
CAGGGATACTCACCATTGTCATTCGCTATTAGTTTGTTTGATACTATAGCTATAGCAGTAGCTGGGGGGACAG
ATAGGGTTATAGAAGTAGCACAAAGAGTCTGTAGGGCTATCCTCCACATCCCTGTAAGAATAAGACAAGGCTT
AGAAAGGCTTTTGGTATAA 
>KT427685 
GCTAAAGAAAAATATTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACCCAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TCATCTTAAATTGCACTAATTCTACAAATAGCAATGCTACTGTCACTTCTAATAATAGGAAGGAAGAAATGAA
AAACTGCTCTTTCTACATCTCCACAGGCATAGAAGAGAAGAAGAAAGACTATGCACTTTTTAATAGACTTGAT
TTAGTACCAATAAAAAATAATGATAGTTATATGTTAGTAAGCTGCAACACCTCAGTCCTAACACAGGCATGTC
CAAAGACAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAATGA
TACAAAGTTCAATGGAACAGGACTATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTA
GTGTCAACTCAACTGCTATTAAATGGCAGTTTATCAAAAGGAGAGGTAATGATTAGATCTGAAAATATCTCAA
ACAATGCTAAAACCATAATAGTACAGCTAAATGAACCTGTAAAAATTAATTGTACAAGACCCGGCAACAATAC
AAGAAAAAGTATACATATGGGATGGGGAAGAGCATTTTATGCAACAGGAGACATTATAGGAGATATAAGACAG
GCACATTGTAACCTCAGTAAAGGAGAATGGAACAACACATTAACACAGGTAGTTAAAAAATTAAAAGAACTAG
AACTATTTAAGAATAAAACAATAATCTTTGATCAACCCTCAGGAGGGGACTCAGAAGTTGTACTGTTCAATTT
TAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAATGGATCAACAG
CTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATTTGCAACACTAATGTGCCTTGGAATAATACTTGGACTA
AGGGTAATAGAACTTCAAATCTAACAAAAATTTGGGATAACATGACCTGGATGGAATGGGAGAGAGAAATTGA
CAATTACACAAACTACATATACACTTTACTTGAAGAAGCGCAGAACCAACAAGAAAAGAATGAACAAGAGTTA
TTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAATTAT
TCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTACTGTAATTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATCGCAGTAGCTGAGGGGACA
GATAGGGTAATAGAAGCAGTACAAGGATTTGGTAGAGCTGTCCTCCACATACCTAGAAGAATAAGACAAGGAT
TAGAAAGGGCTTTGCTATAA 
>KT427683 
GCTACACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCAGTTGATAAAGAGGTACATAATGTTTGGGCTACACATGCTTGTGTACCTACAGATCC



TAGTCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAACAG
ATGCATCAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAACTGCACTGATTATTATGGAAATAATACTAGTGAAAGAAATCATAGTGATATGAAGGGAGAAATGAA
AAATTGCTCTTTCAATATCACTAACAGAATAAGAAATACGATGCACAAAGAATATGCACTTTTATATAAACTT
GATTTAGAACCACTAGGAAGGGATAATACAAGCTATACATTGATAAACTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAAGTAACCTTTGAACCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTTAGTACAGTACAATGCACCCATGGAATTAAG
CCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTGAAAATA
TTACAAACAATGCTAAAACTATAATAGTACACCTGAAGGAAGCTGTACAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACATATGGGATGGGGAAGAGCATTTTATGCAACAGGAGAAATAATAGGAGACATA
AGACGAGCCTATTGTAACATTAGTAAGGCACAATGGGAAAACACTCTAAACCAGACAGTTGAAAAACTAAGAG
AACAATTTCCTAATAAAACCATAATTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTGT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGG
CTCCTAGGGCTTTGGGGTTGCTCTGGAAAACACATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCTAGACCAGATTTGGAACAACATGACTTGGATGCAGTGGGAGAAAGAAATTGACAATTACACACA
ACTGATATACAACTTAATTGAAGAATCACAGACCCAGCAGGAAAAGAATGAAAAAGAATTATTGGAATTGGAT
AAGTGGGCAGACTTGTGGACCTGGTTTAGCATAACAAAATGGCTGTGGTACATAAGATTATTCATAATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTTCGCTGTTAGCTTGCTTAATACTATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTAGTACAAAGAACTGGTAGAGCTATCCTACACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGATTT
TGCTATAA 
>KT427682 
GTTACATCACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAAAACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAGGAAATAGTTTTAGAAAATGTGACAGAAGAATTTGATGCATGGAAAAATGACATGGTAGAA
CAAATGCACAAGGATATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTGTTTTAAATTGTACTAACTGGAATGCTAATGCTACCAATGGGAATGCTACTGCTACCAATGGGAATGGTAC
TGCTACCAATGAGACTAATCCTGCTAACAGTACTAATCCTGCTAACAGTAGTAAGGTGGAAAATTTGGGGGAA
GACGAGGTAAAAAACTGCTCTTTCCATACCAATAACAGGATGAGAAAGGGAATGCAGACAGAATATGCACTTT
TTTATAAGCTTGATGTAATGTCAATAGATAATAACAGTTACACATTGGTAAATTGCAACACCTCAGTCATTAA
ACAGACCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTA
AAGTGTAATGATAAGGAGTTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTGCAATGTACACATGGAA
TTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAGACGGTAATTAGATCCAA
AAATTTCTCAAACAATGCTAACACCATAATAGTTCAGCTGAATGAAACTATAATAATTAATTGTACAAGACCC
CACAACAATACAAGAAAAAGTATACATTTGGGACCAGGGGCAGTATTATATGCAACAGGAAAAATAATAGGAG
ACATAAGACAAGCACATTGCAACCTTAGTAAAGCAGGTTGGCAGAAAACTTTAAAACAGGTAGCTATAAAATT
AAGAGGAAAATTTGAGAATAAAACAATAGCTTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCAT
ACTTTTAATTGTGGAGGGGAATTCAAGCAGCTTCAGGCAAGAGTGCTGGCTCTAGAAAGATACCTAAGGGATC
AACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTG
GAGTAATAAATCTCTAGAAGCGATTTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTAGCAATTAC
ACAAACTACATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGAAT
TGGATAAATGGGCAAATTTGTGGAATTGGTTTTCCATATCAAACTGGCTGTGGTATATAAAAATATTCATAAT
GATAGTAGGAGGCTTAATAGGTCTAAGAATAGTTTTTGCTGTACTTTCCATAATAAATAGAGTTAGGCAGGGA
TACTCACCATTGTCGTTCGCTGTTAGTTTGATTAATACTATAGCCATAGCAGTAGCTGAGGGAACAGATAGAG
TTTTAGAAGTAGCACAAAGACTTGTTAGAGCCATTCGCCATATACCTAGAAGAATAAGACAGGGTGCAGAAAG
GGCTTTGCAATAA 
>KT427680 
GCCACAGACAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAATTGAAACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAAGCCACAAGAAGTAAGATTGGTAAATGTAACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTA
TTAGTTTAAATTGCACCGATTATAATGGTACTACTAATAATAGTACATTGGGAGACATGGTGGGAGAAATAAA
AAACTGCTCTTTCAAGTTAAGTCAAGGGATAGGTAAGATGCAGAAAAACAATGCACTTTTTTATAAACTTGAT
TTAATGCAAATAAATGAGGAAAATAATACAAGATATACATTGATAAACTGTAATACCTCAATCATTAAACAGG
CCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGA
CCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGCTAGTAATAAGATCTGAAAATT
TCACGGACAATACTAAAAACATAATAGTACAGCTGAACGAAACTGTAAAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATAAGTATAAGACCAGGGGCAACATTTTATGCAACAGGAGACATAATAGGAGATATA
AGACAGGCATATTGTACACTTAATGGGACAGAATGGGAAAAAACTTTAACACAGATAACTGAAAAATTAGGAG



AACAGTTTAATACAGCAAATATAGTCTTTAATCAATCTACAGGAGGAGACCCAGAAGTTGTAATGCATAATTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTGCAGGATCAGCAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCTAGATAGCATTTGGGGTAACATGACCTGGAGACAATGGGAGAAAGAAATAGATAATTACACACA
AGAAATCTACAACTTACTTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTACTAGAATTAGAT
AAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATCATAGTGG
TAGCAGGCTTAGTAGGTTTAAGAATAGCTTTTATTGTATTTTCTATAGTCAATAGAGTCAGGCAGGGATACTC
ACCACTATCATTCGCTATTAGTTTACTTAATGCCACAGCTTTTGCAGTAGCTCAGGGGACAGATAGGATTATA
GAAGTAGCACAAATAATTGGGAGAGGCATCCTCAATATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTT
TGA 
>KT427675 
ACTGCAGGACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATGTTACTAATGTTAATGCCACTAGTGGTAATACTAATGCCACTAGTAGTAATAC
TACTATAACAGATAATATGGAGGGAGAAATAAAAAACTGCTCGTTTAATATCACCTCAGGCATAAGAGATAAG
GTACAGAAAGAATATGCACTGTTATATAAACTTGATGTAGTACCAATAGATAATAGTAATACTAGCTATAGGT
TAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTA
CTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACAGTGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGAAAACTTCACGAACAATGCTAAGACCATAATAGTACAGCTGAACAA
AACTGTAATAATTAATTGTACAAGACCTAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCA
TTTTATACAACAGGAGACATAATAGGCGATATAAGACAAGCACATTGTAACCTTAGTAAAGAAGATTGGGAAG
ACACTTTAGATAAGGTAGCTAAAAAATTAAGAGAACAAGTTGGGAATAAAACAACAATAATCTTTAATGCATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGATCTGGGGCTGCTCTGGAAAGCTCATCT
GCGCCACTAATGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTACAGTATATTTGGAATAACATGACCTG
GATGGAATGGGAAAAAGAAATTGATAATTACACAGAATTCATATACACTTTACTTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGT
ACTTTCTATAGTGAATAGGGTTAGGAAGGGATATTCACCATTATCGTTGGCTATTAGCTTGCTCAACGCCACA
GCAGTAGCAGTAGCTGAAGGGACAGATAGGGGTATAGAAATATTACAAAGAATTGTTAGAGCTGTTATCCACA
TACCTAGAAGGATAAGACAGGGCCTCGAAAGGGCTTTGCAATAA 
>KT427671 
GCTAAAGAAGATTGGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTTTATTTT
GTGCATCAAATGCTAAAGCATATGACCCAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAATAGCATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGTCTAAAACCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGTACTGATTGGAATGGTTGGAATGCTACTTCCAACACAAACACGACCCAGTCTAGCACTAC
CCCCTCTAATAGTAGTATCTGGGAAAACATAAGGGGAGAAGTAAAAAACTGCTCTTTCAATATCTCTACAAGC
ACAGAAGAGAAAAAGAAAGAATATGCAACTTTTTATACACTTGATGTAGTAAAAATAAATAATGATAGTAGTT
ATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAGGCTTGTCCAAAGACAACCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTTAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATCACGAATAATGCTAAAACAATAATAGTACAGCT
GAACGAAACTGTAGTGATAAATTGTACAAGACTAGGCAACAATACAAGAAGAAGTATACATATGGGACCAGGG
AGAGCATTTTACACAACAGGAGAGATAATAGGAGATATAAGAAAAGCATACTGTAAAATTAATGCAGCAGCAT
GGACAGACACTTTAAGACAGGTAGCTATAAAATTAAGAGAACAATTTAATAATACCATAGTCTTTCAGAATTC
CTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACCTCTGTGCCCTGGAACACTAGTTGGAGTAAAAATAAAACTCTAGAGGATATTTGGAATAACATGAC
CTGGATGCAGTGGGAGAGAGAAATTGATAATTACACAGACTTAATATATAACTTAATTGAAAAATCGCAAAAT
CAGCAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAA
CAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTTTAAGAATAATTTTTAG
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTTAATGCC
ATAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAGCACAAAGAGTCGGTAGAGCTATTCTCC
ACATACCTACAAGAATAAGGCAGGGTTTAGAAAGGTCTTTGCTGTAA 
>KT427745 



GCTACAAAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAAGGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAATTGCAGTGATGTAACTTGCAATAATAGTAGTTGTGATGGGAAGGAACAAATGACAAACTGCTC
TTTCAACATCACCACACCCATAAGAGGTAGTAGGAAAAAAGAACATGCAATTTTTGATAAACTTGATGTAGTG
CCAATAGATAATGATAATAATAGGAATAATACAGAATATATGTTGGCAAATTGCAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGATATCCTTTGAACCAATCCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTACA
GTGTAATGAAAAAATGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATT
AGGCCAGTGGTGTCAACCCATCTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAGATAGTAATTAGATCTGAAA
ATATCACAAACAATGTTAAAACCATAATAGTACAGCTGAACGAAACAGTAGTAATTAATTGTACAAGACCCAA
TAACAATACAAGAAAAAGTATAAATATGGGACAAGGGAGAGCATGGTATGCAACAGGAGATATAATAGGAGAT
ATAAGACAAGCACATTGTAATGTTAGTGAAACAGCATGGAACAACACTCTAAAACAGATAGTTATAAAATTAG
CAAAACTATTTCATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTACAATGCACAC
TTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAA
CAGCTCCTTGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATGATAGTTGGA
GTAATAAATCTATAGATGACATTTGGAATTCAAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTA
TACAGGCATAATATACAAATTACTTGAAGAATCGCAAACCCAACAAGAAAAGAATGAACAAGACTTATTGTCA
TTGGATAAGTGGGCAAGTCTGTGGGATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTCAGGCAGGG
ATACTCACCATTGTCATTCGCTGTTAGCTTGTTGAACGCCACCGCTATAGCAGTAGCTGAGGGGACAGATAGG
ATCATAGAATTAGCACGAACCATTGGTAGAGCCATTCTCCACATACCTAGAAGAATAAGACAGGGCGCAGAAA
GGGCTTTGCAATAA 
>KJ849788 
GCTGCTCAACAATGGTGGGTCACAGTCTATTATAAAGTACCTGTATGGAGAGAAGCAGACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATAAGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTGGTATTGGAAAATGTGACAGAAGAGTTTAACATATGGAAAAATAATATGGTAGAA
CAAATGCATAAGGATATAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAATTGCACTGACTTGAAGAATATTAGTAGTACAGATAAAGGAGAAATAAAAAACTGCTCTTTCAA
GGTCACCACAAGCATAAAAGATAAGGAGGTGAAAGAATATGCTCTTTTCTATAAACTTGATGTAGTACAAATA
AATGATGATGATAGTAATACAAGCTCTAGTAATTATACAAACTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTAGTTTTGCGAT
TCTAAAGTGTAACAATAAGACATTCAGTGGAAAAGGCACATGTAACAATGTCAGTACAGTACAATGCACACAT
AGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGCTATAGTGCTTAGAT
CTGACAATTTCACAAATAATGCTAAAACCATAATAGTACAGTTGAAAGAACCTGTAAAAATTAATTGTACAAG
ACCCTTCAACAATACAAGAAAAGGTATACATATAAGACCAGGGAGAGCATTTTATACAACAGGAGACATAATA
GGAGACATAAGACAAGCACATTGTAATATTAGTGGAGCAGAATGGACTAAAACTTTAGAACAGGTAGCTACAA
AATTAAGAGAACAATTTGAAAATAAAACAATAGCCTTTAATCCCTCCTCAGGAGGGGACCCAGAGATTGTAAC
ACACAGTTTTAATTGTGGAGAGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAATTCATCTGCACCACTTCTGTGCCTTGGAATGCTA
GTTGGAGTGGGAATAGATCTCTGCCAGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGA
TAATTACACAGACATAATATACAGCTTACTTGAAAAATCGCAGAACCAACAGGAGAAAAATGAACAAGAATTA
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTGTAGTAAATAGAGTTAG
GCAGGGATATTCACCATTATCGTTCGCTGTCAGCTTATTCAACACCACAGCTGTAGTAGTAGCTGAAGGAACA
GATAGGGTTATAGAAGTAGCACAAAGAATTTTTAGAGCTATTATCAACATACCTAGAAGAATAAGACAGGGCT
TGGAACGTGCTTTGCTATAA 
>KT427740 
GCTACAGAACCACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAGGAAGTACTATTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACCAATAATGTTACTACTACCAATAGTAATAGTACTAGAATGGAAGGAAAAGAAGAGAT
AAAAAACTGCTCTTTCAATATAACCACAAGCATAAACAATAAGGTAAAACTAGACTATGCACTTTTTAATACG
CTTGATGTAGTGCCAATAGATACTGATAATACAAGCTATATGTTAACAAGTTGTAACACCTCAGTCATTACCC
AGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAA
GTGTAATGATAAGAAATTCAATGGATCAGGACCCTGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAA
ATTTCACAAACAATGCTAAAACCATAATAGTGCATCTCAACACAACAGTAAATATTACTTGTGTAAGACCCAA
CAATAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGACAAATAATAGGAGAT



ATAAGAAAAGCACATTGTAACCTTAGCAAAGCAGACTGGGAAGACACTTTAAAAAGGGTAGCTAAAAAATTAA
GGGAACACTTTAGTAAAACAATAAGCTTTAAGCAGTCCTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTGT
TAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAGTGTACCTTGGAATGCTAGTTGGAGTA
ATAAAACTGTAGAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAAAGAAATTGACAATTACACAGG
TTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACAAGAATTATTGGCATTGGAT
CAGTGGGCAAATTTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCCTAGTAGGTTTAAGGATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTC
ACCATTATCATTCGCTGTCAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATA
GAAGTAGTACAAAGAATTGGTAGAGCTATCCGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAAGAAGTT
TACTATAA 
>KT427739 
GCTACAAAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTGTTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAATTGCAGTGATGTAACTTGCACTGGAAATAGCACTAATAGTAGTGCTAGTAATAGCACTAATAG
TAGTTGTAATGGACAGGAGGGGACATTGAAGGGAGAAATGAAAAACTGCTCTTTCAACATCACCACACCCATA
AGAGGTAGGGTGCGAAGCGAATATGCAATTTTTGATAAACTTGATGTAGTGCCAATAAATGATAATAACAATA
ATAATAGTGAGTATATGTTGATACATTGCAACACCTCAGTCATTACACAGACCTGTCCAAAGATATCCTTTGA
TCCAATCCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAAAAGACGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCATCTGC
TGTTAAATGGCAGTCTGGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCAT
AATAGTACAGCTGAACAAAACAGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACAT
ATAGGACCAGGGAGAGCATGGTATACAACAGGAGCTATAATAGGAAATATAAGACAAGCACATTGTAACGTTA
GTAAAACAGAATGGGAAGACACTCTAAATAAGATAGCTATAAAATTAGCAGAACAATTTCCTAAGGGAACAAT
AGCCTTTAAACAATCCTCAGGAGGGGACCCTGAAGTTACAATGCACACTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTTGGGATTTGGGGTTGCT
CTGGGAAACTCATTTGCACCACCTCTGTGCCTTGGAATAATAGTTGGAGTAATAAGTCTCTAGATGACATTTG
GAAAACAAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTATACAGGCATAATTTACAAATTACTT
GAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAGTGGACAAGTCTGTGGA
ATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTT
AAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCATTTGCTGTT
AGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGGGGGGACAGATAGGATCATAGAAATAGCACAAGGCATTG
GTAGAGCCATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>KT427738 
GCTGTAAATAAGACGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAGGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGCTCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCTCAAGAAATAGAATTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGATTGCAAAAATATAAGTAGAAATGCCACTGCTGWAAGTAAAAATACCACTAGTGTAAATAATAC
TATTAAGGAGGATGGAGACATGAAAAACTGCTCTTTCAATGTCACCACAATAGGAAGAAGCAAGGTAAAGACA
GAATATGCATTTTTTAATAAACTTGATATAGTACCAATAGATAATAGTGATACACAATATACATTGATAACCT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACACTATTGTGCCCC
GGCTGGATTTGCGATTCTAAAGTGTAATGATAATGACTTCAATGGAACAGGAAAATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTGTCTACTCAATTACTGTTAAATGGTAGTTTAGCAGAAAAAG
SAGTAGTAATTAAATCTGAAAATTTCACAAACAATGCTAAGAATATAATAGTGCAGCTACCGGCCCCTGTAGT
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGCAGACATTCTATGCA
ACAGGACAAATAATAGGAGACATAAGAAAAGCACATTGTACCATTAATAAGAACAGTTGGAACAACACTTTAG
GACAGGTAGCTRAAAAATTAAGAGAACAATTTAAGAATAAAACAATAATCTTTAATCAGTCCTCAGGAGGGGA
CCAAGAAATTATAACGCACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCAACACTAATG
TGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGAGTACAATCTGGGATAACATGACCTGGATGGAATGGGA
CAAAGAAATTAACAATTACACAAGCATAATATACACCTTAATTGAAAAATCGCAGATCCAGCAGGAAAAGAAT
GAACAAGAATTATTGTCATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACTAGATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGAATAGTAGGTTTAAGAATAGTTTTTACTGTAATTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTACTAAGAATAATTGGGAGAGGTTTTTTCCACATCCCTAGAAGAA
TTAGACAGGGCTTTGAAAGAGCTTTGCTATAA 
>KT427735 



GCTACAGAAAAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTTTGTG
TTACTTTAAATTGCACTGGGGTTGAGATAAATAAGATAAGTAATACCAGTAGTAGTAGTAATTTTACTATGGA
TGGTAAAGATGAGTTAACGAACTGCTCTTTCAATGTCGCCTCAATCATAAGAGATAAGGTGAGGAAAGAATAT
GCACTTTTTTATAAATCTGATGTAGTACCAATAGAAAATAATAAAACCTATACATTAATACATTGTAACACCT
CAGTCATTACACAGGCCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAGTTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAA
TCAGATCTGAAAATTTCACAAACAACGCTAAAACCATAATAGTACAGCTGAAAGAGTCTGTAGTGATTAATTG
TACAAGGCCCAACAACAATACAATAAAAAGGATACATATAGGACCAGGGAGAGCATTCTATGCAACAGGACAA
ATAATAGGAGACATAAGAAAAGCACATTGCAACATTAGTGGTACAGAATGGGACAAAACTTTAAAACAGGTGG
CTAGGAAACTCAGTGCACAGTTTGGAAATAAAACAATAGCCTTCAAAAACTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACCTGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTATACAGACTTAATATATAACTTAATTGAAGTATCGCAGAACCAGCAGGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAGTGGGCAAGTTTGTGGARTTGGTTTGATATAACAMAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTRTCCATAGTGAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCCAYAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTAGCACAAAGAATTGGTAGGGCTTTTCTCCACATACCTAGAAGAATAAGACAAG
GCTTAGAAAGGATTTTGCTATAA 
>KT427734 
GCTGCATCAGAATCAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TGTTTTGTGCATCAGATGCTAAAGCATACAAAACAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAGGAAGTATTCTTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAATTAACCCCAC
TCTGTGTTACTCTCAATTGCACTAATCCTCAGCTTAATTGCACTGATTCTAAGTGTAAGAACATTACGATTAC
AGTAGAAGGAGATGTAAAAAACTGCTCTTTCAATAGCACCACAGAGATAAGAGACAAGTGGCGGAAAGAATAT
GCTCTCTTACATAAACTTGATATAGTACAAATAGAGAATAATCAGACTGGTAACTATAGTAGTTATAGATTGA
TAAGTTGTAATACCTCAGTCATTACTCAAGCCTGTCCAAAGGTAACATTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAAAGGTTCAATGGAACTGGAATATGTAGAAATGTC
AGCACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGGGATAGTACTTAGATCCGAAAACTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGCACACACC
TGTACAAATTAATTGTACAAGACCTGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTC
TATGCAACAGGAGACATAATAGGAGATATAAGAGAAGCACATTGTAACCTTAGTGAGACACAGTGGAAGAACA
CTTTACAAAACATATCTGAAGAATTAAGAAAACAATATAATAAGACAATAATCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTCTTAATTGTGGAGGGGAATTTAAACAGCTCCGGGCAAGAATCCTGGCT
GTGGAAAGATACCTGGCGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTTAGACTACATTTGGGGAAACATGACCTGGATGCAGTG
GGAAAGAGAAATTAACAATTACACAGGCTTAATATACAACCTAATTGAAGAATCGCAGAACCAGCAGGAAAAG
AATGAACAAGAATTGTTAGAATGGGATAAGTGGGCAAACTTGTGGAATTGGTTTGACATAACAAACTGGCTGT
GGTACATAAAAATTTTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTGCTGCACTTTCAAT
AATAAATARAGTTAGGCAGGGATACTCACCAATATCATTTGCTGTTAGCTTGTTTGATGCCACAGCAATAGCA
GTAGCTGAAGGGACAGATAGAATTATAGAAGCAGCACAAAGAATTTTTAGAGCTTTTCTTCACATACCAGTAA
GAATAAGGCAGGGCTTAGAAAGGGCTTTACTATAA 
>KT427733 
GCTACAGAACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGAGATGCAAACACCACGCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCTCAAGAAGTAAAATTGGAAAATGTGACAGAAAAGTTTAATATGTGGAAAAACAATATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAATTGCAGTGATTTGAATAATACTAATTTGAATAATACTAATAGCAACAATAGTAGACATGATAT
GGAACAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCAACCAGATAAAAAATAAGTTACAGAAGGAATAT
GCACTTTTGTATAAGTCTGATCTGATGGCAGTAGATAATAAGAGTTATACGTTGATAAATTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTATCCTGGGAACCAATTCCAATACATTTTTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAATAAGTTTAATGGAACAGGACCATGTAAAAATGTTAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGTTTAGCAAAGGGAGAAGAGGTAGTAA
TTAGAGTTGAAAACTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATCAATCTGTATGGATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTCTATGCAACAGGAGAC



ATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGCAGCGACGATTGGAATAAAACTTTAGATTGGATAG
TCAAAGAAGTAAGAAAACAATTTCAATTAGATAATAAAACAATAATCTTTAATGGGTCCTCAGGAGGGGACCC
AGAAATTGTATTTCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGCAATAGATCTCTGAAAACAATTTGGGACAACATGACCTGGATGGAGTGGGACAG
AGAAGTTAACAATTACACCGGCCTAATATACACCTTACTTGAAGAATCGCAGAATCAGCAGGAAAAGAATGAA
CAAGAATTATTGGAACTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAGATTATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGTATAACGCCATAGCTATAGCAGTAGCT
GAGGGAACAGATAGAATTTTAGAAGTAGTACAAATAATTGGGAGAGCTTTCCTGCACATACCTAGAAGAATTA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ849803 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATAAACTTGGACAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAACGCCAACGACACTGCTGCCAACGCCACTGTCACAAATAGTAGTTTGAG
TATGAAGGGAGAAATGAAAAACTGCTCTTTCAATATCACTGAAAGCATAGGAAATAAGAGGCGAAAAGAATAT
GCACTGTTTAATAAACTTGATGTAATATCAATAGATAATAATGATAATACAAGCTATATGATAATAAACTGTA
ACACCTCAGTCATTAGACAGGCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGGATTTCAATGGAACAGGACCATGCAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACAAACAATGCTAAAACTATAATAGTACAGCTAAATAAAACTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATTGGACCAGGGAGAGCATTCTATGCAACAGGA
GACATAACAGGAGACATAAGAAGGGCACATTGTACCCTTAGTAGGGAAGATTGGAATAACACTCTAAGACAGA
TAGCTAAAGTATTAAGAGAACAATTTGGGGAGAATAAAAAGATAGCCTTTAATCAGTCCTCAGGAGGGGACCC
AGAAATTATACTGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAA
AGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCAGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTATGGATGACATTTGGAATAACATGACCTGGATGGAGTGGGACAG
GGAAATTAATAATTACACAAGATTAATATATAGCTTACTTGAAGAATCGCAAAACCAACAAGACAAGAATGAA
AAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCTAATTGGTTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTGTTTACCATACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACTGATAGAATTATAGAAGTAGGACAAGCAATTGGTAGAGCTATTATCCACATACCCAGGAGAATCA
GACAGGGCTTAGAAAGGACTTTGCTATAA 
>KT427730 
GCTACAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATACGACACAGAGGCACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAAAAATAATAGTACCACTAATATTACTGAAAATATAGAAATGAAAAACTG
CTCTTTCAATGTCACCAACAGAATAAGAAACACATTACAGAAAGAATATGCTGTTTTTTATAAACTTGATATA
GAACAAATAGATAAGGATAATGTAAGCGATGCAGGCAATAAAAGCTATGAAAGCTATGTGTTGACAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAATAAGTTCAATGGAACAGGACCATGTACAAATGTTAGCACCGTA
CAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGGAGGAG
AGGTAGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACCATTATAGTACAGCTGAAGGAACATGTAAG
AATTAATTGTACAAGACCTAATAACAATACAAGAAAAAGTATACATTTCGGACCAGGACAAGCATTATATGCA
ACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGCAGGGAAGATTGGAATAAAACTTTAA
GACAAATAGTTCCAAAATTAAGAGAGCAATTTGGGAATAAAACAATAATCTTTAATCAGGCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAACAACTCCAGGCTAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGAACAGATTTGGAATAACATGACCTGGATGGAGTGGGA
CAGAGAAGTTAGCAATTACACAAAGTTAATATACTCCTTAATTGAAGAATCGCAGAACCAACAGGAAAAAAAT
GAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGAAATATCAAACTGGCTGTGGT
ATATAAAAGTATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCCATATTTTCTATAGT
GAATAAAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAATAAGAGCAATTGGTAGAGGCTTTCTCCATATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTAATATAA 
>KT427728 



GCTACAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCAGTTGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
TCCTGACCCACAAGAAATAAAATTGAAAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAGGAATGCTACTGGTGCTAATAGCACTGGTATTAATGGCACTAATGGTAC
TAGTAACAGTAGTGTGAAATATGTGGGGGGGGACATGAAAAACTGCTCTTTCAATATCACCACAAACATAGAA
AATAAGATGAAGAAAGAACGTGCACTTTTTTATACATCTGATGTAGTAAGAATAGATGACAATGACAATGGTA
CAAGTTATAAATTAACAAGCTGTAACACCTCGGTTGTTACACAAGCTTGTCCAAAGATATCCTTTACTCCAAT
TCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGATCAGAA
ATATGTACAGATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGT
ACAGCTGAACAGGTCTATAGCAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATCCATATGGGA
CCGGGAAAAACATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAA
CACAATGGAATGAAACTTTAGGACAAATAGTAGACAAATTAAGAGAACACTTTCCTAATAAAACAATAATTTT
TAACCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGGA
AACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGCTGGAGTAGTGATAGAACTAATGAAAATCTCAGTCA
GATCTGGGATAATATGACCTGGATGCAATGGGAGAAAGAAATTGACAATTACACAGGCTTAATCTACAATTTA
CTTGAAAAATCGCAAATCCAACAAGAAAAAAATGAACAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGT
GGAATTGGTTTGACATCTCAAATTGGCTGTGGTATATAAGATTATTCATAATAATAGTAGGAGGCTTAGTAGG
TTTAAGGATAGTTTTTAGTGTAATTTCCTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCT
ATCAGCTTGTTTAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACTAAGAA
TTGGAAGAGCTATTCGCCACATACCTACAAGAATAAGACAGGGCTTCGAAAGGGCATTGCTATAA 
>KT427727 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATAACACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAGTAAGATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCAATCTGTG
TTACTTTAGAGTGCAAAAATGCTACTTTTAATTGCACAAATTTGAGAGACAATACCACTAGTGAAAATTGCAC
AAATGTGAGAAACGATACTTATATCGCTAGTGGGGAAATGAAAAACTGCTCTTTCAATGTTACCACAAACATA
AAAAATAAGATGAAAAATGAATATGCACTTTTTTATAGCCTTGATATAGAAAAAATAGATAATACAAGCTATA
CATTGAGAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCGTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAARTGTAATGAMAACAAGTTCARTGGAAMAGGRCCATGTAAM
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTT
TAGCAGAAGAARGAGAGGTAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCT
GAAGAACCCTGTAAAAATAAATTGTACAAGACCCAATAACAATACAAGAAGAAGTATACMTMTAGGACCAGGG
RSAGCATTCTATGCAACAGGAGACATAATAGGAGACATAAGGCAAGCACATTGTAACCTTAGTAGGAAAGATT
GGAATAACACTTTAAGAGAGATAGCTATAAAACTAAGAGAACAATTTAAGAATAGAACAATAATCTTTAATCA
GTCCTCAGGAGGGGACCCAGAAATTGTACTGCACACCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCT
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCTWTGACCARATTTGGARTAACATGAC
CTGGATGGAGTGGGACAGAGAAGTTAGCAATTACACAAAATTAATATACAMCTTAATTGAAGAATCGCAGAAC
CAACAGGAGAAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAA
CAAATTGGCTGTGGTATATAAGAATATTCATAATARTAGTAGGAGGATTAGTAGGTTTAAAAATAGTTTTTGC
WATACTYTCTATAGTRAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGTTTGCTTAACGCC
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCATTACAAGCAGTTGGTAGAGCTTTTCTCC
ACATACCTAGAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT427725 
GCTGTAGAACAATTCTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAGTATTRGRAAATGTTACAGAAAACTTTAACATGTRGAAAAATGACATGGTGGAA
CAGATGCATCAGGATATAATCAGTTTATGRGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGCACTAATTATTCAAATAGTACTARTAATGTCACTATTGATGAGGMGGCGCGGGGAGAAAT
AAAAAACTGTTCTTTCAATATCACCACAAACATAAGAGATAAAGTGAAGAAAGAATATGCACTTTTTTATACA
ATGGATGTAGTACAAGTAAAGGATGAGGATAATAATAATAGAAATAGTACCAGCTATAGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACAATAAGACGTTCAATGGATCAGGACCATGTACAAATGTTAGCACAGTACAATGCACACAT
GGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTGGCAGAAGAAGATGTAGTAATTAGAT
CTGCCAACTTCTCAAATAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGCAATAAATTGTACAAG
ACCTAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAGATAATA



GGAAATATAAGACAAGCACATTGTAACATTAGTGAAGTACAATGGAACAAAACCTTAAAACTGATAGTTGGAA
AACTAAAAGAACAATTTAACAAGACAATAATCTTTAATCACTCCTCAGGGGGGGACCCAGAAATTGTAATGCA
CACTTTTAACTGTAAAGGGGAATTTAAACAGCTCCGGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAAACTCAAAATGACATTTGGGAGAACATGACCTGGATGCAATGGGAAAGAGAAATTGAGAATCA
CACAGGCACAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTTGCTGTTAGCTTGCTYAATGCCACAGCAATTGCAGTAGCTGAAGGGACAGATAGG
GTCATAGAAGTAGCACAAAGAGCTTGTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAAGGCCTTGAAA
GAATTTTAGTGTAA 
>KT427724 
GCTAAACAAGAAGGGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAACCACCACTCTAT
TTTGTGCATCGGATGCTAAAGCATATAAACCAGAAGCACATAATGTGTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAATTACCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTA
GACCAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTATTTTAAAGTGCACTAATTTGACAATTAATGCCACTGCTAATGCGAATAATGCCACTGCTCCAACTAT
TGGTTCAATAGAGGAAGAAATGAAAAACTGCTCTTTCAATGTCTCCGCAGGCATAGGAAAACGGGTGCGAAAA
GAATATGCACTTTTTAATAAATTTGATGTGATACCAATAGATAATGATAAGAAGAATAATAGTACAACATCTA
ATAGTACAGACTATATGTTGGTAAATTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGACATCCTTTGA
ACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGTGCAATGAGAAGAACTTTAATGGA
ACAGGGCCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACCCAACTGC
TGTTAAATGGTAGTTTAGCAGAAGATGAGGTAATGGTTAGATCTAAAAATTTCTCAGACAATACTCAAACTAT
AATAGTACAGCTAAATAATACTGTAAAAATGAATTGTACAAGACCCGGCAACAATACAAGAAAAAGTGTACAT
ATGGGACCTGGGGGCGCAATTTATGCAACAGGACAAATAATAGGAGATATAAGAAAAGCACACTGTAACATTA
GTAGGGCAGATTGGATCGGAGCTTTAAATCAGGTAGCTGTAAAATTAAAAGAACAATTTAAGAATAAAACAAT
AAAATTTGACAAATCCTCAGGAGGGGACCCAGAAGTTGAAATGTTCAATTTCAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTACTTGGAGTAATAAATCTATAAATGACATTTG
GGGTAACATGACCTGGATGGAGTGGGACAGGGAAATTCAAAATTACACAGGATTAATATACACCTTAATTGAA
GAATCGCAAATCCAACAGGAAAAGAATGAACTAGACTTATTGAAATTGGATGAATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTTTAAG
AATAGTTTGTACTGTACTTTCTATAGTAAATAGAATTAGGCAGGGATACTCACCATTGTCATTCGCTATTAGT
TTGCTTAATACCACAGCTGTAATAGTAGCAGAAGGAACAGATAGGATTATAGAAGCAGTACAAAGAATTGGCA
GAGCTATCCTCCACATACCTAGAAGGATCAGACAGGGCTTAGAAAGGGTTTTGCTATAA 
>KT427723 
GCTACAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTACAAAGAAGCAACCACCACTCTATTCTGTGCAT
CAGATGCTAAAGCATATGTCTCAGAGGCCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCCTAA
CCCACAAGAAACAAGGTTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAGATG
CATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTGTTACTC
TAAATTGCCATAATGTAACTTGCAACAGTACTAGTAACAGCAATAGTACTAGTAATAGCAATAATAGTTGTTC
TGGGAAGGGAGAAATGACAAACTGCTCTTTCAACATCACCACACCCATAAAAGGTAGGGTGCGAAAAGAATAT
GCAATTTTTGATAGACTTGATGTAGTGCCAATAGGTAATAATAATAATAATGATAGTGGTGCAGAATATATGT
TAGTACATTGCAATACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAACCAATCCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAAAAGAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACACAGCTGCTGTTAAATGGCAGTCTGG
CAGAAGAAGAGATAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATGA
AACAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCA
TGGTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTGGAACAAAATGGGAGG
AAACTCTAAAACAGATAGTTATAAAATTAGCAAAACAATTTCAGAATAAAACAATAGCCTTTAGGCAACCCTC
AGGAGGGGACCCAGAAGTTACAATGCACACTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTTCCGTGCCTTGGAATGCTAGTTGGAGTAATAAAAATCTGACTCAGATTTGGGATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTATTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGTATTATCAGAGCAGTACAAATAGTAGGTAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KT427720 



GCTAGAGGACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATAGCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACACGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAACTGCACTGATTATAATAATACCAATAATAGTACTTTGGATAAGAATATGAAGGGAGAAATAAA
AGAATGCTCCTTCAATATCACCACAAGCATAAAAGATAGGGTACAAAAACAAACTGCACTTTTTAATAGACTT
GATATAGTACCAATAGATGATAATAATAGTACAAACAATAATAGTGCAAACTATATGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATAACAAAACGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATTTCTCGGATAATGCAAAAACCATAATAGTACAGCTGAACCAATCTGTAGTAATTAA
TTGTACAAGACCCGGCAACAATACAAGCAAAAGTATAAATATGGTAGGGGGAAAATTCTTTGCAACAGGAAGA
ATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTGAAACAGACTGGAGAAAAACTATAAAACAGGTAA
AGGAAAAATTACACAGACAATATAATAAAACAATAATCTTTGATCACTCCTCAGGAGGGGACCCAGAAGTTAT
ACTGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCACTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
ATAGTTGGAGTAATAAATCTCTGGATGAAATTTGGAATAACATGACCTGGATGGAGTGGGAGAAGGAAATTGA
CAATTACACAGGCATAATATACAGATTACTTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGACTTA
TTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GAAGGGATACTCACCATTGTCGTTCGCAGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAGGGAACA
GATAGGGTTATAGAAGTAATACAAAGAATTGGTAGAGGCTTTCTTCATATACCTAGAAGAATAAGACAGGGCT
TAGAACGAGCTTTGCTATAA 
>KT427716 
GCAGAGCAGTTGTGGGTCACAGTCTATTATGAGGTACCTGTGTGGAAAAAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATCAAACAGAAGCACATAATGTTTGGGCTACACATGCCTGTGTACCTACAGACCC
TAACCCTCGAGAGGCAAAATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATAGTAGAACAA
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCATTAATGCAACTATTAAGAATAAGACAAATAAGAATGCAACTATTAGGAATAAGATAAATAA
TAATGCGACAGAACAGCTAGAGCAGCCAAGAAACATGCAAAACTGCTCTTTCAACATCTCCACAATAAGAAGG
AGCAAGAATAACTATGCAATTTTTTCTAGTCTTGATATAGTACCAACAGATGAGGATAATAGTAGTACAAGCT
ATATGTTGAGAAGTTGTAACACCTCAGTCATTACTCAGGCATGTCCAAAGATATCCTTTGAACCAATTCCCAT
ATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAATAATTTCAATGGATCAGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATAGGATTAAGCCAGTGGTGTCAACACAACTGCTGTTAAATGGCA
GTCTAGCAGAGGGAGGAGATGTAATAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACA
GCTGAATGAATCTGTAACAATTAATTATACCAGACCTAACAACAATACAAGAAAAAGTATACATCTAGGAGCA
AGGAGAGCACTCTATACAACAGACATAGTAGGAGACATAAGAAAAGCATATTGTACCATTAATGAGACAGAGT
GGAAAAACACTTTAGAAAAGGTAGCTAAAAAATTAAAAGAACAATTTAATACGTCACAAATAGCCTTTAATCA
GTCCTCAGGAGGGGACTTAGAAATTACAATGCACACTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCT
AGAGTCCTAGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTAGGGAAGACATTTGGAATAACATGAC
CTGGATGGAATGGGACAGAGAAATTAACAAATACACAAGAGAAATATACTCATTGCTTGAAAAATCGCAGAAC
CAACAGGAAAAGAATGAACAAGACTTATTGGAATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGACATAT
CAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTGTTT
CACACTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCA
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGGCTTATAGAAGCAGCAAGAAGAATTGGGCTAGCTGTTCTCC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ849767 
GCTACAGAAAAATTATGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATCATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCTCAAGAAATAAATTTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAA
CAAATGCATCAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACAGATTTCAATGGTAACGGTACTAACACCAGTAGCACACAGCCTACTACCACTAGTAG
TACCAGTAATAGTAACATTAGTTTGGAAATGGAAGTAGGAGAAATAAAAAACTGCTCTTTCAATGTCACAAGA
GGAGGAGACAAGTATCAGAAAGAATATGCACTTTTTTACAAACTTGATTTAGTAACAACCAATGATAAGGATA
ATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGAAAAACTTCACTGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGT
TAAATGGCAGTTTGGCGGAAGAAGAGGTAGTACTTAGATCTGCAAATTTCTCAGACAATACTAAAACCATAAT
AGTACAGCTGACAAAACATGTAAATATTACTTGTATGAGGCCCAACAACAATACAAGAAGAGGTATACATATA



GGACCAGGGAGAGCATTCTATGCAGCAGGAGACATAATAGGAAACATAAGACAAGCACACTGTAACCTTAGTA
GAGTAGAATGGAATAACACTTTAAAACAGATAGCTATAAAATTAAAAGAACAATTTAATAAAACAATAGTCTT
CAATCAGTCCTCAGGAGGGGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTC
CAGGCCAGAATCCTGGCTGTGGAAACATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGTAATAAAACTCTGAATACCATTTGGGATAA
CATGACCTGGATGCAGTGGGACAAAGAAATTAGCAATTACACAGGCATAATATACACTTTACTTGAAGAATCG
CAGAACCAACAGGAAGACAATGAGAGAAAATTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTA
GCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGT
TTGTACCATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGTTTGCTT
AATGCCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAATACTTGGTAGAGCTT
TTATCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT427847 
GTTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTCCATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAACGCCATGTGTAAAATTAACCCCACTCTGTG
TTGCTTTAAATTGCTCTAGACCACTCTTAAATTGTACTAATAATACTACCAAAAGTGAGAATTGCACTAATTG
GGAAAAGATGGGGGAAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATGAAAAAGGTGCGAACAGAA
GCTGTACTGTTTAATGCACTTGATATAGTACCAATAGATAATACAAGCTATATGTTGAGACATTGTAACACCT
CAGTCATTAAACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGGAGTTCAATGGAACAGGAGCATGTACAAATGTCAGTACAGTACAATGT
ACACATGGGATTAGGCCAGTAGTGTCAACTCAACTACTGTTGAATGGCAGTCTAGCAGAAGGAGAGGTGGTAA
TTAGGTCTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAACGAAACTGTACAAATTAATTG
CACAAGACCCAACAACAATACAAGAAAGAGTATACATCTAGGATCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAAAATGGGAAAACACTTTAAAAAAGGTAG
CTAGAAAATTATATAAACAATTTAATAAAACAATAGCCTTTACGCAATCTTCAGGAGGGGACCCAGAATTGGT
AATGCACACTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAATTCATTTGCACCACTACTGTGCCTTGGAATA
GTAGTTGGAGTAATAGATCTCTGGACACGATTTGGGATAACATGACCTGGATGGAATGGGAGAGAGAAATTAG
CAATTACACAAATGTAATATACACTTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACGAGAATTA
TTAGAATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTGTCTATAGCGAATAGAGTTAG
GCAGGGATACTCACCATTGTCGTTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAGAGAGCTGGTAGAGCTGTTCTTCACGTACCTAGAAGAATAAGACAGGGCC
TCGAAAGGCTTCTATTATAA 
>KT427853 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATCAAGCAGAAGCACATAATATTTGGGCCACACATGCTTGTGTACCCACAGA
CCCTAGCCCCCAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAGACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCTCTAATGCTACTTATTCCGATAGTAGTAGTGGTACCAGTACTGATGCCCCTGCTACCAG
TAGTAGTAGTTGGGGAAAAGAAATAGATAACTGGAAAAACTGCTCTTTCAATGTCTCAAGAAGCATAGGAAGA
AGATGGGTACAGAAGGAATATGCACTTTTTAATAAACTTGATGTAGTGTCAATAGATAATAAAACACAATATA
TGTTGACAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATATA
TTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAGGTGTAATGATAACAAGTTCAATGGAACAGGACCATGTACA
GATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCT
TGGCAGAAGGAGAAGGTGTAATACTTAGATCAAAAAATTTCACAAAAAATACAGACATCATAATAGTACAGCT
GAATGAATCTGTAGGAATTAATTGTACAAGACCCAGTAACAATACAAGGAGAAGTATACATCTAGGACCAGGG
AGGGTAATCTATGCAACAGGACAAATAACAGGAGATATAAGACAAGCACATTGTACACTTAGTGGGGAAAAAT
GGAATAAAACTTTAAAACAGATAGCTACCAAATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAATCA
GTCCTCAGGAGGGGACCCAGAAGTTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCT
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTGGATAAGATTTGGAATAACATGAC
CTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAAC
CAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAATTGGGCAAGTTTGTGGAATTGGTTTGACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTAC
CATACTTTCTATAGCGAGTAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTCAATGCC
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAAGAGTAGTACAAATAATTGGTGGAGCTTTGCTTC
ACATACCTAGAAGAATCAGACAGGGATTAGAAAGGGCTTTGCTATAA 
>KT427709 



GCTGCAGACAAGTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAAGAGGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGACACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCTGACCCACAAGAATTAGAATTAAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAGGTGTAATAATACCAATAGTAGTGGGGAGGGAGTATTTAAAGGAGAAATGAAGAACTGCTCTTT
CAATATCACCACTAGCATGAGAGATAAGGTACAAAAACAATATGCACTTTTTTATACACTTGATATAGTACCA
ATAGATAATATTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCT
TTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAATGTAATGATAAAAAGTTCGA
TGGAAAAGGGAAATGTAACAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAG
CTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTCACGAACAATGCTAAAA
GCATAATAGTACAGCTGAATAAGACTGTAACAATTAATTGTATAAGGCCCAACAACAATACAAGAAGAAGTAT
AACTATAGGACCAGGAAGAGCATTTTATGGAACAGATATAATAGGAGATATAAGACAAGCACATTGCAACCTT
AGTAGTAAAGACTGGAATAATACTTTAAGACAGATAGCTAACAAATTAAAAGAACAATTTATTAATAAAACAA
TATATTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGC
TCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTTTGGGCAAATTT
GGAATAACATGACCTGGATGGAGTGGGAGAAAGAAATTGACAATTACACAGGCATCATATATAACTTACTTGA
GGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAAT
TGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAA
GAATAGTTTTTGCTGTATTTTCCATAGTAGATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTGTTAG
TTTGCTTAATACCACAGCTATAGCAGTAGCTGAGGGGACAGACAGGATTATAGAAGTACTACAAAGAATTTTT
AGAGCTATTTGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>KT427702 
GCAGAACAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTATTCTGTG
CATCAGATGCTAAAGGTTATAAGACAGAGGTACATAATGTTTGGGCCACACATGCATGTGTACCCACAGATCC
CAACCCACAGGAAGTAGAATTGACAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAGCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAACTAACCCCACTCTGTGTTA
CTTTAAATTGTGCTAATATTACTACGAGTATGAATGTTACTGAAAATGGAGAAATGAAGAACTGCTCTTTCAA
CATCACCACAAGCATAAAAGATAAGATGCAGAAAGCATATGCTCTTTTTTATAGATATGATATGGTACAAATA
GATAATGATAGTACCAATAGTACCAATAGTACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AGGCATGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
ATGTAGAGATAAAAAGTTCAATGGAAAAGGAGCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATT
AAGCCAGTAGTATCAACTCAACTGCTGTTTAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAA
ATATCTCAGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTAGAGATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAACATTTTATGCAACAGGAGAAATAATAGGAAAT
ATAAGACAAGCACATTGTAACCTTAGCAGCACAAAATGGAATAACACTTTATGGGAGATAGTTAAAAAATTAA
GAGAACAATTTAGGAATAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGACCCAGAAATTGCACATATCAC
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAA
CAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTAATGTGCCTTGGAATATTAGTTGGA
GTAACAAATCTCTGGATAACATTTGGGGTAACATGACCTGGATGCAGTGGGAGAAAGAAATTGACAATTACAC
AGGCTTAATATATAACTTAATTGAAGAATCGCAGAACCAGCAGGAGAAAAATGAACAGGAATTGTTGGAATTG
GATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCAATAGCCATAGCAGTAGGTGAAGTAACAGATAGGGTT
CTACAAGGATTACAAAGGGCTTTTAGGGCTATTCTCCACATACCTGTCAGAGTAAGACAAGGCTTGGAAAGGG
CTTTGCTATAA 
>KT427700 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATCAAACAGAAGCACATAATGTTTGGGCCACTCATGCTTGTGTACCCACAGA
CCCTAACCCTCAAGAAGTAAAATTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACCTGCACTAATTTGAACCATACCAGCAATGGTACTAGAGCTAATAATGATAGTTTGGGAAATAT
GGAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCAGAAGCATAGGGAATAAGTTACGGAAAGAATATGCA
CTTTTGTATAAACTTGATATAGTACCAATAAATAACAGTAATACTAGTTATATATTGATAAATTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATCATAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTTTAGCAAAAGGAGAGGTAGTAA
TTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAATTGAAGGACCCTGTGAAAATTAATTG
TACAAGACTCAGTAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCCTTCTATGCAACAGGAGAC
ATAATAGGGGACATAAGACAAGCACATTGTAACCTTAGTATGGGAGAATGGAATAACACTTTAAAACAGATAG



TTGAACAATTAAGAAAACAATTTAAGAATAAAACAATAGTCTTTAACTCGTCTTCAGGAGGGGACCCAGAAAT
TGTAATGCACACGTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCTAGAGTCCTGGCTCTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCGCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGACATGATTTGGAAAAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGATAATTACACAGGCTTAATATACACCTTACTTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACACACTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACCATACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAATTCCTACAAAGAATTGGTAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTACTATAA 
>KT427699 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCCTCAGATTCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAAA
CCCCAAACCACAAGAAGTAGTATTGGAAAATGTGACAGAAGACTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACGGATGCTACTACTTTTAGTAATGCTACAGGGAATGTTACTTTGACCAATAGTACTGT
TTTAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGTCATAAGAGATAAGGTTAAGAAAGAATATGCA
CTGTTTTACAAGCTTGATGTAATACCAATAGATAATAATACTAGAAACTATAGGTTGATACATTGTAACTCCT
CAGCCATTACACAGGCCTGTCCAAAGGTATCATTTGATCCAATTCCCATACATTATTGCACCCCAGCTGGTTT
TGCGATGCTAAAGTGTAATGACAAGCAATTCAGTGGAAAGGGACCATGTAAAAATGTTAGCACAGTACAGTGT
ACACATGGAATTAGGCCAGTAGTGACAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGATGTAGTAA
TTAGATCTGACAATTTCACAGACAATACTAAAACCATAATAGTACAGTTAAATGAAAGTGTTGTAATTAATTG
TACAAGACCCTCCAACAATACAAGAAAAAGGATATATGTAGGACCAGGGAGAGCAGTGTATGCAACAGACGCT
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGCCTACAATGGAATAAAACCTTAAACAAGATAT
TTAAAAAATTAAAAGAAAAATTCGAGAATAAAACAATAGTCTTTAGGCCATCTGCAGGAGGGGACCCAGAGAT
TGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAAT
TGATAATTACACAGGCTTAATATATAACTTACTTGAAGAATCGCAGATCCAACAAGAAAAGAATGAACAAGAA
TTGTTGGAATTGGATAAATGGGCCAGTTTGTGGACTTGGTTTGACATAACACAATGGCTGTGGTATATAAAGA
TATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGR
ACAGATAGGATTATAGAAGTAGYACAAAGAATTGGTAGAGCTTTTCTCCACATACCTAGAAGAGTGAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>KT427692 
GCTCAAAAGGTCACAGTCTATTATAAGGTACCTGTGTACAAAGAAGCAAACACCACTCTATTCTGTGCATCAG
ATGCTAAAGCATATGACACAGAGGCCCATAATGTTGCCACACATGCCTGTGTACCCACAGACCCTAACCCACA
AGAAACAAGGTTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAGATGCATGAG
GATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTGTTGCTCTAAATT
GCCATAATGTAACTTGCAACAGTACTAGTAACAGCAATAGTACTAGTAATAGCAATAATAGTTGTCCTGAGAA
AGGAGAAATGACAAACTGCTCTTTCAACATCACCACACCCATAAAAGGTAAGGTGCAAAAAGAATATGCAATT
TTTGATAGACTTGATGTAGTGCCAATAAGTAATAATAATAATAATGATAATGGTACAGAATATATGTTGATAC
ATTGCAATACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAACCAATCCCCATACATTATTGTAC
CCCGGCTAGTTTTGCGATTCTAAAGTGTAATGAAAAGAAGTTCAATAGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACACATCTGCTGTTAAATGGCAGTCTGGCAGAAG
AAAGGATAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAGACCATAATAGTACAGCTGAATGAAACAGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATGGTAT
GCAACAGGAGATATAATAAGAAATATAAGACAAGCACATTGTAATGTTAGTGAAAAAAAATGGGAAGAAACTC
TAAAACAGATAGTTATAGAATTAGCAAAACAATTTCAGAATAAAACAATAGCCTTTAATCAACCCTCAGGAGA
GGACCCAGAAGTTACAATGCACACTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCT
CTGTGCCTTGGAATGATAGTTGGAGCAATAAATCTCTAGATGACATTTGGCACTCAAACATGACTTGGAGGGA
GTGGGAGAAAGAAATTGACAATTATACAGACATAATATACAAATTACTTGAAGAATCGCAGACCCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTGGATACGTGGGAAAGCCTGTGGAATTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGCTTGCTTAATGCAACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATCATAGAATTAGCACAAGCCATTGGTAGAGCCATTCTCCACATACCTA
GAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAATAA 
>KT427792 



GCTACAGAACAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGGAAAGACGCAAACACCTCTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAAACCACAAGAAATAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAATTCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAATTGTAATAATTGGAATGGGACCAAGAATGACACCAATAAGACATGGGAGGGAGAAATAAAAAA
CTGCACTTTCAATGTCACATCAGGAGTGGGAGATAAAAGGAAGAAAGAATATGCACTTTTTAATGCACTTGAT
GTAGTACCCATAGATAAAAACAATAGTACAGAATATATGTTGATAAGTTGTAACACCTCAGTCATAACACAGG
CCTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGATATAGAGTTCAATGGAACAGGACAATGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAAA
CCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTATCAAAGGGAGAGGTAGTAATTAGATCTGAAAATT
TCACGAGCAATGACAAAACCATAATAGTACAGCTGAATAAATCTGTAGAAATTAACTGTACAAGGCCCGGCAA
CAATACAAGAAGAGGTATACATCTTGGACCTGGGCAAGCAATATATGCAACAGGACAAATAATAGGAGATATA
AGACAAGCACATTGCAACCTTAGTAAAACAGAATGGGAAACAGCTTTAGAACAGACAGCTATACAATTGAGAA
AACAATTTGGCAACAAGACAATAATCTTTAGGAATCACTCAGGAGGGGACCCAGAAATTACAATGTTCACTTT
TAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGTA
ATAAATCTTATAATCAGATTTGGGATAACATGACTTGGATGGAGTGGGAGAAAGAAATTAACAATTATACAGG
CTTAATATATAGCTTAATTGAAGAATCACAAAACCAGCAGGAAATAAATGAAAAAGAATTATTGGAATTGGAT
AACTGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGATTAAGAATAATTTGTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATATTC
ACCATTGTCATTCGCTGTCAGCTTGCTTAACACCACAGCTATAGTAGTAGCTGAGGGGACAGATAGGATTATA
GAAATAACACAAAGAATTTGTAGGGGTATTCGCAACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTC
TGCTATAA 
>KT427791 
GCTGCAGATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGAGGCTAAAGCATATAAAACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAAACCACAAAAAGTAGTATTAAAAAATGTAACAAAAAATTTTAATATGTGGAAAAATAACATGGTARAC
CAGATGCATGAGRATATAATCAGTTTATRGRATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTRACCCAAARATTAATAARACTRATAATRGTACCCCACTGAATGATACTGGTGTAAA
AAACTGCTCTTTCTACATCACCTCGGGCATAAGAGATAAGGTGCAGAAAGAACATGCACTTTTTTATACAATT
GATTTAGTACCAATAGATAAAGATAATGATAATACTAGCGGTAGTGGTAATATTAGTTATAGGTTGATCAGTT
GTAACACCTCAGTCATCACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATCCCCATACATTATTGTGCCCC
GGCTGGGTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTCCAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATATCACGGACAATGCTAAAAACATAATAGTACAGCTGAATGAAACTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATAGGACCAGGGAGGGTATTTTATACA
TCAAACATAGTAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAGAAAAATGGAATAACACTTTAAATA
AGATAGTTAACAAATTAAGAGAGCAATTTGTGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAA
AGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGGGGTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATGATATTTGGAATAACATGACCTGGATGGAGTGGGAGAA
AGAAATTGACAATTACACAGGGTTAATATACACTTTAATTGAAGAATCGCAAACCCAACAAGAAAAAAATGAA
AAGGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTCAGAATAATTTTTGCAGTATTTTCTTTAGTAAA
TAGAGTTAGGCAGGGGTATTCACCACTATCATTTGCTGTCAGTCTGCTTAACGTCACAGCTATAGCAGTAGCC
GAAGGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGGTATTCTCCATATACCTAGAAGAATAA
GACAGGGCTTTGAAAGGGCTTTGCTGTAA 
>KT427787 
GCTAAAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTTTGATACTACTACTAATACCAATAATACCAATAGTAGTAGCGAGGTAAAAAT
GGATGAAACAATGAAAGGAGAAATAAAAAATTGTTCTTTCAACATCACCACAAGCATAAAAAATAAGCTGCAG
AAAGAATATGCACTCTTTTATAAACTTGATGTAACACCAATAGAGAATGAGAATACTAGCTATAGGATAATAG
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGCAGAGATAAGAAGTTCAATGGAACAGGACCATGTAGAAATATCAGC
ACTGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCTTAGCAGAAG
AAGATGTAGTAATTAGATCTGCTAATTTCACAAATAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGT
AGAAATTAATTGTACAAGACCAGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAGGCATATTAT



GTAACAGGAAGCATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGAATGATACTT
TAAGGCAGATAGCTAGAAAATTAAAAGAACAATTTGAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCATACTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAGACTCATCTGCACCACTG
CTGTGCCTTGGAATGTTAGTTGGAGTAATAAAACTCTGGATCAAATTTGGGGGAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAGGAAAAG
AATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAATTGGTAGAGCTATACTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT427786 
GCTGTAGAACAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTCT
GTGCATCAGATGCTAGGGCATATCACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAGCCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTGTTTTAACTTGCACTGATGCTAATTTCACTACTAATGGTACTAGTAGCAATAATAATACTAGTGGCAATAG
TAGTAGTAGTATTCTGGAAGATATGAAAATGAAAAACTGCTCTTTCAATGTCACCACAGGCATAGGAAATAAG
ATGCAGAAAGAATATGCACTTTTTCATAAGCTTGATGTAATACCAATAGATGGTAATAATAGCACAAATTATA
CATTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAGAGATACGAAGTTCAATGGAACAGGACCATGTTCA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTC
TAGCAGAAGAAGAAGTAGTAATTAGATCTCAAAACTTCTCGGACAATGGGAAAATCATAATAGTACATCTGAA
TGAATCTGTAGCAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATAACCTTCGGACCGGGGAAA
GCCTTTTATGCAACAGGAAACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGGGTCCAATGGA
ATAATACTTTAAAACTGATAGTCACAAAATTAAGAGAACATTGGAATAACACAATAATATTTAATCACCCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGACTACGATTTGGGACAACATGACCTGGAT
GGAGTGGGAGAGAGAAATTGACAATTACACAGGCTTAATTTACACTTTACTTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAGCTATTGGCATTAGATTCATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATGTAAAAATATTCATAATGGTAGTAGGAGGTTTAATAGGTATAAAAATAGTTTTTACTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCATTGGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTACTCAGAGTTTGTAGAGCTATTTACCACATAC
CTAGAAGAATAAGACAAGGCTTAGAAAGAACTTTACTGTAA 
>KT427784 
GCTACAAACCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTGTTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATATTGGAGAATGTGACAGAAAATTTTAACATGTGGACAAATAACATGGTAGAG
CAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAACACTCCAAATTTTAATGCCACTTCAAATTGTAATAGTACCGGAAGTGCTAGTACCAA
TTGTAGTTTGGGAGATATGAAAGAAGAAATGAAAAACTGCTCATTCAATATCACCACAAGCATAAGAGATAAG
AGGCGTGAAGAATATGCACTTTTTTATAAAAATGATATAGTATCACTAGGTAATAGCAGCTATACATTGATAA
ACTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGACCATGTAGAAATGTCAGC
TCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAAGTAGTAATTAGATCCCAAAACATCACGAACAATGCTAAAACCATAATAGTACACCTGAATGAATCTGT
ACAAATAAATTGTACAAGACCTGGCAACAATACCAGAAAAAGTATAAACATAGGACAAGGAGGAGCATGGTAT
GCAACGGGAGCCATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTGGAGCAGCCTGGAACAAAACTT
TAAAACAGATAGTTATAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAGTCCATCCTCAGGAGG
AGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAATTACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTAAAGCAGATTTGGGACAACATGACCTGGATAGACTG
GGAGAGAGAAATTGACAATTATACAGACATAATATATTCCCTAATTGAAGAATCGCAGAACCAACAGGAAAAG
AATGAACAAGACTTATTGGCACTTGATAAATGGGCAAGCTTGTGGAGTTGGTTTGACATATCACAATGGCTGT
GGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCCATAGCTATAGCA
GTAGGTGAGGGGACAGATAGGATTATAGAAGCAACACAAAGATTTGGTAGAGCTATTCTCAACATACCTAGAA
GAATAAGGCAGGGCTTTGAAAGGGCTTTGTTAGAA 
>KT427781 



GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGTCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAAATTTGGAAAATGTCACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACCAATACTACTAGTACCAACAATAGTAGTTTAAATGCTACTACTACCCCTAGTAGTAT
GGGAAACATGAAGGAAGACATGAAAAACTGCTCTTTCAATACCACCACAAGCATAAAAGATAAACAGAGGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGTATCAATAGAAAATAATAGTACAAGCTATATGTTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATTCATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGCACCAATGTCAGCACA
GTACAATGCACACATGGAATTAGACCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGTTGAAGGAAGCTGTAGT
AATTAATTGTACAAGACTCGGCAACAATACAAGAAAAAGCATACATATGGGATTTGGGAGAACATTGTATGCA
ACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAACACAATGGAACAGCACCTTAA
AACAGATAGCTAAAAAATTGGAAGAGCAATTTAAAAACAAGACAATAGTCTTTAATCAAACCTCAGGAGGGGA
CCCAGAAGTTACAATGCTCACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAATGTTAGTTGGAGCAATAAATCTTATAATGACATTTGGGGTAACATGACCTGGATGGAATGGGA
GAGGGAAATTAGCACTTACACAAACACAATATACACTTTAATTGAACGATCGCAAAATCAGCAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTCGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTGGGCTTAAGAATAGTTTTTACTGTAATTTCTATAGT
GAATAGAGCTAGGCAGGGATACTCACCAGTATCATTAGCTGTTAGTTTGCTTAACGCTATAGCCATTGCAGTA
GCTGAAGGGACAGATAGGATTATAGAAGTAATACAAAGAACTTGTAGAGCCATTCTCCATATACCTAGAAGAA
TAAGACAGGGTTTAGAAAGGACTTTGCTATAA 
>KT427656 
GCTGAAGAAGAAAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATAGCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAATCCACATGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAAATGCATGAGGATGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCT
GTGTCACTTTAAATTGCACTAATATCACTAGGAGCACAACTAATAGTAGCAGGAACGCAACTGATAGTAACAA
TGCCACTAATATAGATGAAGAAGACATGAAAAACTGCTCTTTCAATATCACAGACATAGGAAACAAACAACGG
AGGGATTATGCAATTTTTAATAAACTTGATATAGTACCAATAGATAATAATAGCACAAACTATATGTTAATAA
GTTGTAACACCTCAGTCGTTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATTCACAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTTTATCAGAAG
GAGAGGTAATGATTAGATCTGAAAATCTCACTAACAATGCTAAAAACATAATAGTACAGCTGAATAAAACTGT
AGTAATTAATTGTATAAGACCCGGCAACAATACAAGAAAAAGTATAAATATGGGTCCGGGAAGAGTATTTTAT
GCAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAAAAGAATGGCACAACACTC
TAGGAAACATAACTGCAAAATTAAGAGAAAAATTTAATAAAACAATAATCTTTAATCAATCCTCAGGAGGAGA
CCAAGAAATTGTAAAATTCACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTG
GAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATAGTAGTTGGAGTAAAAAACATAAAACAAATCTGAGCACTATTTGGGATAACATGACCTGGAT
GGAGTGGGAGAGAGAAATTGATAATTATACAGGATTAATATACCAATTACTTGAAGAATCGCAGACCCAACAA
GAACAGAATGAACAAGATTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTACTAGTTTGCTTAATGCTACAGCT
GTAACAGTAGCTGAGGGAACAGATAGAGTGATAGAAATAGTACAAAGGGCTGGCAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT427650 
GCTAAAGAAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TCTGTGCATCTGATGCTAAAGCATATAAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAATCCACAAGAAATAGTATTGAAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTA
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTAATGCAACTGCTACTAGGGTTAATACCACTGTTGGGTATACCACTGTTGTGCC
GAAAACGACGGCAGAAATAAAAAATTGCTCTTTCAATGTCACAAGCATAGGAAACAAGAACCGGAAAGAATAT
GCACTTTTTAATAGCCTTGATGTAGTGCCAATAGATAATAATAATACAGAATATATGTTGGTAAGTTGTAACA
CCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCTGTAGTGTCAACTCAACTACTGTTAAATGGCAGTTTATCAGAAGGAGACATAA
TAATTAGGTCTGAAAATATTACAAACAATGCTAAAACCATAATAGTGCAGCTGAATGAAACTGTACAAATTAA
TTGCACAAGACCCAACAACAATACAAGGAAAAGTATACACATGGGACCGGGAAAAGCATTTTATGCAACAGGA



GACATAATAGGAAATATAAGACAAGCATACTGTACCCTTAATGGAACAAAATGGAATAATACTTTAAAACAAA
TAGTTACAAAGTTGAGAGAAAACTTTAATAAAACAATAAATTTTAATCAATCCTCAGGAGGGGACCCAGAAGT
TGTAATGTTCAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCAACACTGATGTGCCTTGGA
ATGCTAGTTGGAGTAATAGAAATCTGACAAGTATTTGGAAAAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGAATTAATATACAGTTTACTTGAAGCATCGCAAAACCAACAAGAACAGAATGAACAAGAA
TTATTGGCATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGAAGGGATACTCACCATTGTCATTGGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGAGTGATAGAAGTAGTACAAGCAATTGGCAGAGTTATCCTTCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGGCTTTAATATAA 
>KJ849811 
GCTGCAGAAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAAACACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATAACACAGAGAGCCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAACTAGTATTGAAAAATGTGACTGAAAATTTTAACATGTGGAAAAATAACATGGCA
GAACAAATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTCACTTTAAATTGCACTGATTTGAATTGTAGTAATAGTACTATTAATAAGACTTCTTGTATAGATCAACA
GATGAAGGGGGAAATAAAAAACTGTTCTTTTAATATCACCACAAGCATAAAAAATAGGATGCATAAGGAATAT
GCACTTTTTTATAAACTTGATGTAACACAAATAGATAATACAAGCTATACATTGGTAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGACATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGATAAAAAATACAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTA
GATCTGAAAATCTCACAGACAATGCTAAAATTATAATAGTACACCTGAACGAGTCTGTACAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATGGGATTTGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGAACAAAATGGATAACCACTTTAGGAAAGGTAGCCA
CAAAACTAAGAAAAATATATAACAGAACAATAGTCTTTAAAAATTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACACTTTTAACTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAAAACTTAAGTAGCATATGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAA
TTACACAACAGAAATATATAATTTACTTGAAGAATCGCAATACCAACAGGAAAAGAATGAACAAGACTTATTG
GCTTTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATATTTTTTACTATAATTTCTTTAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTATTAATTTGTTTAATACTGTAGCTATAACAGTAGCTGAGGGGACAGAT
TGGATTATAGAAATAGTACAAAGACTTGGCAGAGCTATTATCCACATACCTAGAAGAATAAGACAAGGCTTAG
AAAGAATTTTGCTATAA 
>KJ849825 
GGTTCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTCT
GTGCATCAGATGCTAAAGCAACTGACCCAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGATCCACAAGAGATAAAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCTCCAATTACACTGGTAACAGTACTAATACTAATAGAGACTTTAAGAGAAATGGAGGGGA
AATACAAAACTGTACTTTCAATGTCACCACAAGCGCAAGAGATAAGATGAGGGAAGAATATGCACTTTTTTAC
AGACTTGATATAGAACCAATAAATACAGATAAGACAAGATATACAAAGATAAACTGTAACACCTCAGTCATTA
CACAGGCCTGTACAAACGTAAATTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTACGGATAAAAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGA
ATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGACATAGTAATTAGATCTG
AAAATATCACAAACAATGCTAAAACCATAATAGTACAGCTAAATACATCTGTAAAAATTAATTGTACAAGACC
CAACAACAATACAAGCAAAAGTATACATATAGGACAGGGAAGAGCATGGTCTGCAACAGGAAGAATAATAGGA
GATATAAGACAGGCACATTGTAACCTTAGCGCAGAACAATGGAATAAAACTTTAGGACTGGTAGCTAAAAAAT
TACAAGAACAATTTAAAAATAAATCAATAGCAATAGCCTTTCAGCCGCACTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAAAATCTGAGTGCAATTTGGGACAACATGACTTGGATGCAGTGGGAGAGAGAAATTGA
CAATTACACAGACTTAATATACACATTGCTTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATAATAGTAGGGGGCTTAATAGGTTTAAGGATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGTACAACGCCATAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGATTTTGTAGAGCTATTCTCCACATACCTACAAGACTAAGACAGGGCT
TAGAAAGGCTTTTGCTATAA 
>KT427775 



GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATCACCCAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATTACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTAGTTTGAAGTGCACTGATTTGAAGAATGATACTAATACCAATAGTAGTAGCGGGAGAATGATAATGGAGAG
AGGAGACATGAAAAACTGTTCTTTCAATATCACCAATAACATAGAAGACAAGAGGCATAAAGAAAATGCACTG
TTTTATAAACTTGATGTAGTACAAGTAAACAGTAGTGATAATACAAGCTATAGATTGATAAGTTGTAACACCT
CAGTCGTTACACAGGCCTGCCCAAAGATATCCTTTGAACCAATTCCCATACATTTCTGTGCTCCAGCTGGTTT
TGCGATTCTAAAGTGTAATAATAATACGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAAACAAGACAG
TAATTAGGTCTCAAAATTTCTCAAACAATGCTAAAATCATAATAGTACAGCTGAGGAAACCTGTAGAAATTAA
TTGTACAAGACCCAATAACAATACAAGCAAAGGTATACATATRGGACCGRGGARATCATTTTATGCAACAGGA
GCAATAATAGRGGATATAAGGAAAGCTTATTGTAACATTAGTAAAAAAGAATGGAATGACACTTTAAAAGARA
TAGTTAAAGAATTAAGGGAACAATTTAACAATAAAACAATAATCTTTAATCAGTCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTAGACACAATTTGGGATAACATGACCTGGATGCAGTGGGACAAAGA
AATTAGCAATTACACAAGCTTAATATACTCATTAATTGAAGAATCGCAAATCCAACAGGAAAAAAATGAAAAG
GAGTTATTGGAATTGGATAAGTGGACAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGTTATGGTATATAA
AAATATTCATAATGATAATAGGAGGTTTAGTAGGGTTAAGAATAGTTTTTACTGTACTTTCCTTAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTTGCTGTCAGCTTGCTTAATGCCATAGCTATAGCAGTAGCAGAG
GGGACAGATAGGCTTATAGCAGTAATACAAACAGTTGGTAGAGCTCTTCTTCACATACCTAGAAGAATAAGAC
AGGGATTAGAAAGGGCTTTGCTATAA 
>KT427769 
GCTGCAAACCTGTGGGTCACAGTATATTATGGGGTGCCTGTATGGAAAGATGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAGGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAACAG
ATGCATGAGGATATAATTGAATTATGGGATCAAAGCCTAAAGCCATGTGTAAAAATAACCCCACTCTGTGTTG
TTTTAAACTGCACTAATTTGAATAGTACTAGCACCAATAGTACGAATAGTACTAGTCAGAATGATTGGGGAGA
AATGAAAAACTGCTCTTTCAATATCACCACAGGAATAGGAGATAAGAAGCAGCAAGAATATGCACTTTTTTAT
ACACTTGATATGGTATCATTAGGTAATGATAATACAAGCTATACGTTGAAAAATTGTAACACCTCAGTCATTA
CACAGGCTTGTCCAAAAGTATCTTGGGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGAAGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTACTGTTGAATGGCAGTCTAGCAGAAGGGGAGGTAGTAATTAGATCTG
AAAACTTTACAGACAATGCTAAAACCATCATAGTACAACTGAACGAAACTATAAAGATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACATCTAGGAATGGGGAGAGCAATTTATGCAACAGGAGGCATAGTAGGA
AATATAAGACAAGCACATTGTAACATATCTAGAGTAGAATGGAATAACACTTTAAAATATATAGCTAAAAAGT
TAGAAGAACAGTTTAAAAATAAAAGTATAAGCTTTAAGCCATCCTCAGGAGGAGACCCAGAAATTGTAATGCA
CACCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGGTACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTT
GGAGTAATAAAACTTGGGATAAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAGGCTTAATATATAGCTTACTTGAAGAATCGCAGAACCAACAGGACAAGAATGAACAAGAATTATTGGAA
TTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTCGCTGTCAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGAGGACAGATAGG
ATTATAGAAGTAGTACAAAGAATTTATAGAGGCATTCTCCACATACCTAGACGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>KT427767 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAATGTGGAATTATGTGGGGAATAAGACTAATGCCACTAGTGCTAATACCACTGCCATAGTGCTAAT
ATCATATAGAGACAAAGGAGAAATAAAAAACTGCTCTTTCATGTCACCTAAGGTGGTGAAAGAATATGCACTT
TTTTATAAACTTGATTTAGTACCATTAGATAATAATACTAGTAATAATAATAGTATTAGATATAAGACCTCAG
TCACTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAGARAGGAGGAKTTTAATGGAACAGGACCATGTAATAATATCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCGACTCAACTGCTGTTGAATGGCAGTCTAGCAGCAAAAGAGGTAATAATCA
GATCTGCCAATCTCACAGACAATACTAAGACCATAATAGTACAACTGAACAAAGCTGTAAGAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACGTATCCAGATAGCACCAGGGAGAGCATTTTATGCAACAGGA



AAAATAGGAGATATAAGAAGAGCACATTGTAACATTAGTAGAGCAGATTGGAACGAAACTTTAGGACAGGTAG
CTAGCAAATTAAGAGAAAAATTTGGAAATAATAGAACAATAGTCTTTAATCACTCCTCAGGGGGGGACCCAGA
AATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTRCTGTACCTT
GGAATACTAGTTGGAGTAATAAATCTCTGGATYWCATTTGGGRSAACATGACCTGGATGCARTGGGAAAAGGA
AATTRACAAYTACACAGGCWTAATATACAACTTAATAGAAAAATCGCAAAAYCAACAAGAAAAGAATGAACAA
GAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCATGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGAAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAG
GGGACAGATAGGATTTTAGAGGCATTTCAAACAGCTTTTAGAGCTATTATCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>KT427764 
GCGGCAGAAGACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACACTATTTT
GTGCATCAGATGCTAAAGCATATAGCCCAGAAGCACACAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
TCCTAACCCACAAGAAGTAGTATTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTTAAACAATACTACTGCTACCAATAGTACTAATACCAATAATACTATTAAGGA
GAGGGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAAGTAAAATGCAGAAAGAATTTGCA
CTTCTGTATAAGCTTGATATAGTACCAATAGATAATAATAATAATAATACAAACTATATGTTGATAAATTGTA
ACACCTCAGTCATTACCCAAGCCTGTCCAAAGACAAACTTTGAACCAATTCCTATACATTATTGTGCTCCGGC
TGGTTTTGCGATTCTAAAATGTAATGATAAGACGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGCAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAGG
TAATGATCAGGTCTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAACTGAACGAAACTATAGAAAT
CAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGATGGGGGAGAGCATTTTATGCAACA
GGAGAAATAATAGGAGACATAAGAAAATCACATTGCAACATTAGTGCAGAAAAATGGAGAACCACTTTAAAAA
AGGTAGAGGAAAAATTAAAAGAACAATTTCAGAACAAAACAATATTATTTAATGGATCCTCAGGAGGGGACCC
AGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATATCTAGGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGC
CTTGGAATTCTAGTTGGAGTAATAAAAATCTGACACAGATCTGGGATAACATGACTTGGATGGAGTGGGAGAG
AGAAATTGACAATTACACACAAGTAATATACAACTTGATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAA
CAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAAAATAGTTTTTGCTGTATTTTCTATAGCGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCT
GAAGGAACAGATAGGGTTATAGAAGCAGCACAAAGAATTGGTATAGCTATCTTCCATATACCTAGAAGAATAA
GACAGGGGTTAGAAAGGCTTTTGCTATAA 
>KT427761 
GCTAAAAAAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGTTACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAATCCACAAGAAATAGTACTGGGAAATGTGACAGAAAATTTTAACATATGGAAAAATGACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTTT
GTGTTACTTTAAATTGCACTGATTATAATACCACTAGCAATAATACCGCTAGTGGGATGGGACAGATGGAGTT
AGGAGAAATAAAAAACTGCTCTTTCAACATCACCACAAACATAAAAAGGAAGATGCAGAAAGAATATGCACTT
TTTTATAAGCTTGATGTAGTGCCAATAGATGATGATAAGAATAATACACATAATAATAGCAGCTATAGCAGCT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCTTTTGAGCCAATTCCTAT
TCACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGATCATGT
AAAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCA
GTTTAGCAGAAGAAGAGATAGTACTTAGATCTGAAAATATCACAAACAATGCTAAAACCATAATAGTGCAGCT
GAACAAAACTGTAGCAATTAATTGTACAAGACCCAACAACAACACAAGAAGAGGTATACATGTAGGACCAGGG
AGAGCACTTTATACAACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAAACAATGGG
AAAACACTTTAATACAGATAGGTGCAAAATTAAATGAAACATTTAGAAAGGAAACAATAATCTTTAATCAATC
CTCAGGAGGAGACCCAGAAATTATAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTAATGTGCCTTGGAATGTTAGTTGGAGTAATAAATCGCTAAATGAGATTTGGAATAACATGACCTG
GATGGAATGGGAAAAAGAAATTGATAATTACACAAGCTTAATATATAACTTAATTGCAGACTCGCATATCCAA
CAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAGTGGACAAATTTGTGGAATTGGTTTGACATAACAC
GGTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCCTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTCAACGCCACA
GCCATAGCAGTAGCCGAGGGGACAGATAGAGTTATAGAAGTAGGACAAAGAATTTTTAGAGCTTTCCTGCACA
TACCTGTAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT427757 



GCTGCAGGACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACGCCTCTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAATAAATTTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGAACAATACCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAATTGTATTAATGGGAATGTGACCAATACTAGAACTGAGACCAATAATGCGACCACTCAGGGCCC
ACTCTCATTGGAAGGAGAAATAAAAAACTGTACTTTCAATGTCACCACAGGAGTGGAAAATAAAAAGAGGAAA
GAATATGCACTTTTTAATAGTCTTGATGTAGTACCCATAGATGGTAACAGTAATAGTACAGAATATATGTTGA
TAAGTTGTAATACCTCAGTCATAACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATATAGAGTTCAATGGAACAGGACTATGTAAAAATGTC
AGCACAGTACAGTGTACACATGGAATTAGACCAGTAGTAACAACTCAACTACTGCTAAATGGCAGCCTTTCAA
AGGGAGAGATAGTAGTTAGATCTGAAAATTTCACAAAGAATGATAAAACCATAATAGTACAGTTAAATAAATC
TATAGAAATTAACTGTACAAGACCCGGCAACAATACAAGCAAAGGTATACATTTTGGACCTGGGCAAGCAATA
TATGCAACAGAACGACTAATAGGAGATACAAGAAAAGCACATTGCATCCTTAATAAAACAGAATGGGAAACAG
CTCTAGAACAGACAGCTAAAAAATTAAGAGAAAAATTTAACAAGACAATAGTCTTTAGAAATCACTCAGGAGG
GGACCCAGAAATTGTAATGTTCACTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAATCCTGGCT
GTCGAAAGATACCTAAAGGATCAACAGATCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
CTGTACCTTGGAATTCTAGTTGGAGCAATAAATCTTATGATCAGATTTGGAACAACATGACTTGGATGGAGTG
GGAGAAAGAAATTAGTAATTATACAGGCTTAATATATACATTAATTGAAAAATCACAAAACCAGCAGGAAATA
AATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGCTGT
GGTATATAAGATTATTCATAATGATAGTAGGAGGCATAATAGGCTTAAGAATAATTTGTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTATCAGCTTGCTTAATACCACAGCTATAGTA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTAACACAAAGAATTTGTAGAGCTATTCGCAACGTACCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT427756 
GCTACAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGCTGAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTTTGTG
TTACTTTAAAGTGCAATGAGACTAATTTGAAGAATGAAACTAATGGAAATGTTACTATTACAAATGTTACACT
GAATGGGGAGGGAGGAATAAAAAACTGCTCTTTCAATGTCACCACAGGCCTAAATGATAAAAGGCAGACAGCA
TATGCAACTTTTTATAATCTTGATATAGTACAAATAAATAAAACTAAAGATAATAGTACATATAGGTTAATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATCCTAAAGTGTAATGATAAGATGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTGCAATGCACACATGGAATTAGGCCAGTAGTAACAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGCCAATTTCACAGACAATACTAAAACCATAATAGTACATCTGAATGAATCAGT
AGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATTTTGGACCAGGGAAAGCATTTTAT
GCAACAGACGAAGTAATAGGAGATATAAGAAAAGCACATTGTAACATTAGCAGAACAAAATGGAATACCACTT
TACAACGAGTACTTGAAAAACTAAGACAACATTGGAATAAAACAATATTCTTTGAACAACCTCCTCCAGGAGG
GGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAACAAAAGTTATAATGCCATTTGGGATAACATGACCTGGATGCAGTG
GGAAAAGGAAATTGAGAACTACACAGAAACAATATACACATTACTTGAAAACTCACAAAACCAACAAGAACAG
AATGAAAAGGAACTATTGGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTATTAGCTTGTTCAATACCACCGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTTTAGAAGTATTACAAAGAATTTATAGAGCTATTATCCACATACCTGTAC
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT427755 
GCTGCAAAAGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTTTATTTT
GTGCATCAGAKGCTAAAGCTTATCATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTAAATTGCACTGATGTAAAGAATAGTACCACTAATAATGGTACCAATGGGAATAGTACCACTAGTAA
TGGTACCAATAGTACTAACATCAAAAATATGARAGAACAAATGAAAAACTGCTCTTTCAATACCACCACAAAC
ATAAGAGATAAGATGCAAAAAGAATATGCATTGTTTTATAAAGTTGATATAGTATCAATAGAAAATGATAATA
CTAGTTATAGGTTGATTCATTGTAATACCTCAGTCATTACACAGTCCTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGGAGTTCAAGGGGACAGGG
CCTTGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGTTAA
ATGGAAGTCTAGCAGAAGGAAGAGTAGTAATTAGGTCTAGCAATTTCTCAGACAATACTAAAAACATAATAGT
ACAGCTGAACAAAACCATAGAAATTAATTGTACAAGGCCCAACAACAACACCAGGAAAAGTATACACATAGGA



CCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAA
TACAATGGAATGAAGCTTTAAAAGGGGTAGCTGAAGAATTAAGTAAACAATTTAAGAATAAAACAATAGCCTT
TAATAAATCCTCAGGAGGGGACCCAGAAATTGTAGCACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAGATCTCTAGATGCTATTTGGAATAA
CATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGACTTAATATACACCTTACTTGAAGAATCA
CAAAACCAGCAAGAAAAGAATGAGCAAGACTTATTGGCCTTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTA
GTATATCAAACTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGT
TTTATTATACTTTCTGTGGTGGATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTATAAGCTTGTTTA
ATGCTACAGCTATAACAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAGCACGAGCAATTTTTAGAGGTAT
TCTCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT427754 
GCCAAGGAGCCCAAAGAGCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCA
CTCTATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGT
ACCCACAGACCCTAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAC
ATGGTAGAACAAATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCC
CGCTCTGTGTTACTTTAATTTGCAAGGATAGTGTTGATAGCACCAATAGTAGCACTAGCATCAATAATAGTTT
GGTGGAAGGAATGACAATGGAAGGAATGACAAACTGTTCTTTCAATATCACCTCAAAAATAAGAGATAAGGTA
CAGAAAGAATATGCACTATTTTATAATTCTGATGTAGTACCAATAGATAATGGGACAAGCTATATGTTGAGAA
GCTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGTCCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTTGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTTACGAACAATGCTAAAACCATAATAGTACAGTTGAATGAAACTGT
GGAAATTAATTGCACAAGGCCCAACAACAATACAAGCAAAGGTATACATATAGGGCCGGGAAGAATATTTTAT
GCAACAGAAAGAATAATAGGAGATATCAGACAAGCACATTGTAACATTAGTAAAACAAAATGGGAAAAAACTT
TAGAAAAAGTAGCTAGTAAATTAAGAGAACAATATATTAATAAAACAATAATTTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTACAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTT
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTACAATGAGATTTGGAACAACATGACCTGGATACAATG
GGAGAGAGAAATTGACAATTACACAAGCTTAATATACACTTTAATTGAAGACTCGCAAAACCAACAAGAAAAG
AATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGATATAACACAATGGCTGT
GGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTATTAGCTTGTTTAATGCAATAGCTATCGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTGGTAGAGCTATCCTTCACATACCTAGAA
GAATAAGACAGGGCTTTGAAATAGCTTTGCTATAA 
>KT427750 
GCTAAGGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAATAGGCTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACCTTAAATTGCACTAATGTGACAAATGAAACAATAGCCAAACAAAGTAACAAAACTGCACAAGGACAAGG
TAACAAAACTGCATACGTTGATAAAGAGATGCAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCAAAGGC
ATAGAAAATAGGAGGCAGAAAGAATATGCATTTTTTTATAAAACTGATGTAGTCAAGATAGATAATGATACTA
CAAGCTATACGTTGATCAATTGTAACACCTCAGTCATCACACAGGCCTGCCCAAAGGTATCTTTTGAACCAAT
TCCCATACATTTTTGTACCCCTGCTGGTTTTGCGCTTCTAAAATGTAGAGATAAAAAGTTCAATGGAACGGGA
CCATGTACCAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAGAACCTGACGAACAATGCTAAAACTATAATAGT
ACAGCTGAAAGAAGCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACCAGAAAAAGTATACATTTAGGA
TGGGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGGGATATAAGACAAGCATATTGTATCCTTAATAAAA
CAAAATGGATAAAAACTTTAGAACAGATAGCTACAAAATTAAGGGAAAAATTTAATAATAAAACAATAATTTT
TAATAATGCCTCAGGAGGGGATCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAAACTTTGGATAAAATTTGGAATAA
CATGACCTGGATGGAGTGGGAGAAAGAAATTGACAATTACACAAGCTTAATATATACCTTAATTGAAGAATCG
CAGAACCAGCAGGAAAAGAATGAACAAGAATTATTAGAATTGGATGCATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTT
AATGCCTTTGCTATAGCAGTAGCTGAAGGGACAGATAGAGTTATAGAAGTAGTACAAAGACTTTGTAGAGGTA
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KT427830 



GCTGGAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTCATATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGCAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAACTTGCACTGATGTTGAAGATAAAACTAATGCCACTAGTAGTAATAGTACCACTAGTGGTAATAG
TACTACTTGGGAGAAGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGGCATAAGAGATAAGACAACG
AGAGAACATGCACTTTTCTATAAACTTGATATAGTACAAATAGATAACAGTAGTAGCAACTATAGCAACAGTA
GCAACAATAGTAGCAACTATAGTAACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCC
AAAGGTATCCTTTGATCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGCAAAGAT
AAGCAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTGCAGTGTACACATGGAATTAAGCCAGTAG
TATCAACTCAACTGTTATTAAATGGCAGTTTAGCAGAAGAAGAGATAATAATTAGATCTAGCAATTTCACAGA
CAATGCTAAAGTCATAATAGTGCAGCTGAACGAATCTGTACAAATAAATTGTACAAGACCCAACAACAATACA
AGAAAAAGTATAAATATAGGGCCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAG
CACATTGTAACATTAGTGGAACACAATGGAACAGAACTCTACAACAGGTAGCTAAAAAGTTAAGAGAACAATT
TAATAATAAGAGCATAACCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGCTACCTAAGGGATCAACAGCTCCTAG
GGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATC
TCTAGATGACATTTGGAATAACATGACCTGGATGCAATGGGAAAAAGAAATTGACAATTATACAGGCTTAATA
TACACCTTAATTGAACAATCGCAAAACCAACAAGAAAAAAATGAACAAGAATTATTAGAATTAGATAAGTGGG
CAAATTTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATCATAGGAGG
CTTGATAGGTTTAAGAATAGTTTTTGCTATACTCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTG
TCATTTGCTGTTAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAGGGGACAGATAGGATCATAGAAGTAG
CACAAAGAATTGGTAGGGCTATCCTCCACATACCTGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATA
A 
>KT427829 
GCTGCAGGACAATTTTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTAAGAATGTTGGTGTTAATGCCACTAGTACTCCTCCTTCTAGTACTCTTAG
TCCTGTGAGGGATATGAAAAACTGCTCATTTAATGTCACTTCAGGAATAAGAGATAAGGTACAGAGAGAATAT
GCACTTTTTTATAAACTTGATATAGTACCAATAGATAATGATAATAATAGTAATAGCTATAGGTTAATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAACAGGACAGTGTACCAATGTCAGCACA
GTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
GGGTAGTAATTAGATCTGAAAACTTCACGAACAATGCTAAGACCTTAATAGTACAGCTGGACGAAACTATAAA
AATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTTTGCA
ACAGACATAATAGGAAATATAAGACAAGCACATTGTAACCTCAGTAAAACAGACTGGAATAACACTTTAAAAA
AGGTAGCTGAAAAATTAGGAAAACAATTTAGGAATAAAACAATAAGCTTTAAGCCATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTAATGTGC
CCTGGAATTCTAGTTGGAGTAATAATAGATCTCTAGAGGATATTTGGGGTAACATGACCTGGATGGAATGGGA
AAGAGAAATTGATAATTACACAGGCTACATATACAGTTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGACTTATTGGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGT
ATATAAGAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAATACAAAGAATTGTTAGAGCTATTATCCACATACCTACAAGGA
TAAGACAGGGACTCGAAAGGGCTTTACTATAA 
>KT427824 
GCTGCAGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATAGTACGGAGGCACATAATGTTTGGGCCACGCATGCCTGCGTACCCACAGA
CCCCAACCCACGAGAACAACTATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAACAGCATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAACTGCAGTGAACCTAAGTGCAGTAAGAATGGTACTAATAGCACTRGTACTAGTAATACTAMTGG
TRCTAGTAATACTAGTGCTAGTGGTAATRRTACTAGTGCTAATAGTACTAGTTTCACTTGTGAAAGAACAGAT
GAAATAAAAAATTGCTCTTTCAATATCACAACAAGCATAAGAAACACGGTGCGGAAAGAATATGCAATATTTA
ATAGCCTTGATGTAGTACAAATAGATGATAATGATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGT
CATTACACAGGCCTGTCCAAARATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCG
CTTCTAAAATGTAATGATAAGGGGTTCAGTGGAAAAGGAACATGTAAAAATGTCAGCACAGTACAATGCACAC
ATGGAATTAGACCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGATGTAGTAATTAG



ATCTGCCAATTTCACAGATAATGCTAAAACCATAATAGTACAGCTAAACAAGTCTGTAGAAATAATTTGTGTG
AGACCCAACAATAATACAAGAAAAAGTATACATATAGGGCCAGGGAGCACATATTTTGCAACAGGAGATATAA
TAGGAGATATAAGACAAGCACATTGTAATATTACTAGATCAAAATGGACTGAAACTTTGCGCCAGCTAGCAAG
AAAATTAGGTGAACAATTTCAAAATATGACAAAAATAAACTTTACTGCATCCTCAGGAGGGGACCCAGAAGTT
GTGATGCACAGTGTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACC
TACAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGTCTTGGAA
TACTAGTTGGAGCAATAAAAATCTGAGCCAAATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAAGAAATT
AGCAATTACACAGAACAAATATACACCTTACTTGAACAATCACATAACCAGCAAGAAAGMAATGAACAAGAAT
TATTGGCATTGGATAAGTGGGACAGCCTGTGGAACTGGTTTGACATAACACATTGGCTGTGGTATATAAAAAT
ATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTT
AGGCAGGGATACTCACCATTATCGTTKGCTGTTAGCTTGCTTAATATCACAGCTATAGCAGTAGCTGAGGGGA
CAGATAGGGTTATAGAAGTAGGACAAAGAGCTTTTAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGG
CTTTGAAAGGATTTTGCTATAA 
>KJ849790 
GCTGCAAGAAATTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAACTCCTTGGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAGACTTGGGAAACATGACAGAAGATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTAATGTAACGATTAATAATACCAAGAATGATACTAATACCACTCAGGGTCCTCTTGC
AAGTATGGAGAGAGAAATGACAAACTGCTCTTTCAATATCACCACAAAAGTAGGAAATAAGATGCAGAAAGAA
TATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGAAAGCTATACCTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGCTTCTAAAATGTAAGGATAAAAAATTCAATGGGACAGGAACATGTAGAAATGTCAGCACAGTACAATGT
ACTCATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAGGATGAGGTAATAA
TTAGATCTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAACTGAATGAATCTGTATATATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGATGGGGGAGAGCATTTTACGCAACAGGGGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAGCCAATGGAATAAAACTTTAGAACAGGTAG
CTAAAAAATTAAGAGAACAATTTAACAAAACAATAATCTTTAATCATTCCTCAGGAGGGGACCTAGAAATTGT
GACTCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
ATAGTTGGAGTAATAAATCTCTGGGGGATATTTGGGATAACATGACATGGATGCAGTGGGAGAAAGAAATTAA
CAATTACACAAGCGAAATATACCGCTTAATTGAAAAGGCGCAAAACCAACAAGAACAGAATGAACAAGAATTA
TTGGAATTGGATTCGTGGGCAAGTTTATGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAGTAGGATTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTCAG
GCAGGGATACTCACCCTTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGAATTTTAGAAGTAGTGCAAAGACTTTGTAGAGCTATTCTCAACATCCCTAGAAGAATAAGACAGGGTT
TGGAAAGGGCTTTGCTATAA 
>KT427819 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTTTATTTT
GTGCATCAGATGCCAAAGCAGTTAAAACAGAGGTGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCTCAAGAAATGGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAAAAAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCATTCTGTG
TTACTTTAAATTGCACTAATTTGAATCATACCAATACTGATAATAGTAGTAATAATGAAGGGATACAGGAAAT
GAGAAACTGCTCTTTCAATATCACCAATAGCATAAAAAATAAGATGCAGAAAGAATATGCACTTTTGTATAGA
CTTGATATAGTACCAATAAAAGATGATAATACAAGTTATACATTGATAAACTGTAACACCTCAGTTATTACAC
AGGCGTGCCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAAAGATAGGGAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACGCAACTGTTGTTAAATGGCAGTCTATCAGAAGAAAAGGTAATAATTAGATCTGAAA
ATTTAACAAACAATGCTAAAAACATAATAGTACAGCTGCCTAAACCTGTAACAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAGGTATACATATGGGATGGGGGAGAACATTTTATGCAACGGGAGCAATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAACAGTACAGAATGGAACAACACTTTAAAACAAGTAGCTGACAAATTAA
GAGAACACTTTAATAATAAAACAATAGTCTTTAACCACTCATCAGGAGGGGACCCAGAAATTGAAATGCACAT
GTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAATACTAGTTGGA
GTAATAAATCTCTAGACAATATTTGGAACAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACAC
AGGCCTCATATACAACTTACTTGAAGAATCGCAATACCAACAGGAAAAGAATGAACAGGACCTATTGGCATTG
GATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCATAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATTGTAAATAGAGTTAGGCAGGGATA
CTCACCATTGTCGTTCGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGGGGGGACAGATAGGATT



ATAGAAATAGTACGAGGAATTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>KJ849796 
GCTGACCAATGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAGCCCACAAGAAATAGTAATGGCAAATGTGACAGAAAATTTTAATGTGTGGAAAAATACCATGGTAGAACAG
ATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
TTTTAAATTGTAGTGATGCAGCTAACAAGGTCAATGGCACTAGTACTAATAGTACAGCCAGTAATAGCACAAC
TGGCAACGCCACTGGTACTACTAATAAGTTAGACATGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACC
ACAGGCATAGGAAACAAGATGAAAAGAGAATATGCACTTTTTAATAGACTTGATGTAGTACAAATAGATAAAA
ATAATACTATAGAGTATATGTTGGAAAATTGTAACACCTCAGTCATTAGACAGGCCTGTCCAAAGACATCCTT
TGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAAT
GGAACAGGACTATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAAC
TACTGTTAAATGGCAGCTTAGCAGAGGAAGAGGTAATAATTAGATCTGAAAATCTCACGAACAATGTTAAAAC
CATAATAGTACAGCTAAATGAAACTGTAGAAATTACTTGTACAAGACCCAATAACAATACAAGAAAAAGTATA
CATATGGGATTGGGAAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACA
TTAGTAGAGCAAAATGGAATAACACTTTAACAAACATAGCTATAAAATTAAGAGAAAAATTTAATAGAACAAT
AATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAAGAATAAAACAGATCTAAAAGA
AATTTGGGATAACATGACCTGGATAGAGTGGGAGAGAGAAATTGACAATTACACAAAAGAAATACACAAATTA
CTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGT
GGAATTGGTTTGACATAACAAGATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTAATAGG
TTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCT
GTTAGTTTGCTTAATACCACAGCTATAGCAGTAGCAGAAGGGACAGATAGGGTAATAGAATTAGCACAAAGGC
TTGGCAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTAGTATAA 
>KT427815 
GCTAAGGAGCAATCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAACCACCACTCTGTTCT
GTGCATCAGATGCTAAAGCATATGCTAAAGAAGTACATAATGTTTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTGAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCAGAAATTATACGGGGGATACTAATACTACCACTTCCAATACTACCACTCCCACTAGTAT
GGGAGAAGTGAAAAACTGCTCTTTCGATATCACCACAAACATAAGAGATAAGGTGCGGAAAGAACATGCACTT
TTTTATACATATGATTTAGTAAAAATAGTTGATAGTGATAGTGATAATAGTAGTGATAATAATAGTTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACCCAAGCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTA
CTGTGCCCCGGCTGGTTATGCGATTCTAAAGTGTAATGATACAAAGTTCAATGGATCAGGACCATGTCAAAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGACATAGTAATTAGATCTGCAAATATTTCAGACAATACTAAAACCATAATAGTACAGCTGAAAGA
ACCTGTACAAATTAATTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAATATAGGACCAGGGGCATTC
TATACAACAGGAAGCATAATAGGAGATATAAGACAGGCATATTGTAATCTTAGTATGACAAAATGGAATAACA
CTTTAGGACAGATAGTTAACAAATTAAGAGAACAATTTAAGGAACAATTTGAGAATAAGACAATACAATTTAA
TCAGTCCTCGGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTAGCTGTGGAAAGCTACCTAAAGAACCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAGAACTAGAAAAAAAATTTGGAATAACAT
GACCTGGATGCAATGGGAAAAAAAAATTGACAATTACACAGGCGTAATATACAATTTACTTAAAATATCACAG
AACCAACAAGAAAAGAATGAACAAGAACTACTAAAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACA
TATCAAACTGGCTGTGGTATATAAGACTATTCATAATAATAGTAGAAGGCTTAATAGGTTTAAGAATATTTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCGTTTGCTGTTAGTTTGCTTAAT
ACCACAGCTGTAACAGTAGCTGAGGGAACAGATAGAGTGATAGAAGCAGTGCAAAGAGTTTTTAGAGCTATCC
TTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>KJ849807 
GCTAAAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCATCACCACTCTATTCT
GTGCATCAGATGCTAGAGCATATGATACAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACGTTAAACTGCAGCAATTATAATAATACTAAGACCAATGATACTAAGACCAATAATGAAACAATGGGTAA
TAATAATAGTGAAGGGAGGTTAATGGAGCCAGAAGAGATAAAAAACTGCTCTTTCAATATCTCCTCAAGCATA
AGGGATAAGAGGCTGAAAGAATATGCACTTTTTTATAAGCTTGATGTAACACCAATAGGGAATGATAATGCAA
CTTATATGTTGACAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAAAAGTTCAATGGATCAGGACTA



TGTCACAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACA
GCTGAAAGAACCTGTAAACATTACCTGTGCAAGACCCAACAACAATACAAGAAAAAGCATAAGTATGGGAGTA
GGGAGAGCATGGTTTATGAAAGGAGATGTAATAGGAAATATAAGACAAGCACATTGTAATATTAGTGGAAAAC
AATGGAATGACACCTTATATCAGGTAGCTAAAAAATTACGTGAACAGTTTAAGAATAAAACAATAGTCTTTAA
TCAATCTGCAGGAGGGGACCTAGAAATTGTAATGCACACGTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAA
GCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAACAAAAATTTGAGTGCTATTTGGGATAACCT
GACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGAATTAATATACACCTTACTTGAAGACTCGCAA
AACCAGCAAGAAAAGAATGAACAGGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACA
TAACTAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGGATAATTTT
TTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGCTCAAC
GCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACAAGGAGCTGGTAGAGCTATTC
TACATATACCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTACTATAA 
>KT427805 
GCTGAAGAAGACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCTTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACCCATGCCTGTGTACCTAC
AGATCCTAACCCACAAGAAAARGAGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAGCAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTAT
GTGTTACTTTAAACTGCTCTAATTCGATTAGAGCGATAGGCCCTAATGAGACTGTGCTTAATGAGACTACGCT
TAATGGGACATGGATAAGGGAAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGACATAGGAGGAAAGGTG
AAGAAAGACTATGCACTTTTTAATAMACTTGATGTAGTAAAARTAGATRATGATAGCTATACATTGATAAATT
GTAACACCTCAGTCATTAGACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGATCAGGACCATGTAGAAATGTCAGTACA
ATACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTATTGTTAAATGGCAGTTTAGCAGAAGAAG
AAACAATAATTAGATCTGAAAATTTCACGGACAATACTAAAAACATAATAGTACAACTGAATCAAMCTGTARA
AATTAAGTGTATAAGACCCCACAACAATACAAGRAGAAGTATACATATGGGATGGGGGAGAGCATTATATGCA
ACAGGAGAWATAAYAGGAGACMYAAGACAAGCACATTGTAACATTAGTGGAAMAAWTTGGARCACTACTTTAR
RGCAGATAGYTRRAAAATTARAAGAACAATACAATAAAACAATAATCTTTGCTCCGTCCTCAGGAGGGGACCC
AGAAGTTGTAATGCACACTTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTGCTGTGC
CTTGGAATACTAGTTGGAGCAATAGATCTCTGGATAGCATTTGGGAGAATATGACCTGGATGCAGTGGGAGAA
AGAAATTGACAATTACACAGAAYTAATATACACATTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAWTTATTAGGRCTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTRACATAACAAATTGGCTGTGGTATA
TAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATAAA
TAGAGTTAGGAAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGGT
GAGGGAACAGATAGGGTGATAGAAATAGCACAAAGAGCTAGCAGAGCTATTATCCATATACCTAGAAAAATAA
GACAAGGCTTCGAAAAGGCTTTGCTATAA 
>KJ849808 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAGGAAGTAGTATTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTCTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGACGGTAAATAGCACTGGGAAGGTTACAGTCGATGGTAATAATACTAGTTG
GGGAAATATGACGGAAGAAGTAAGAAACTGCTCTTTCAATGTCACCACAAGCATAGGAAATAAGATGCATAAA
GAATATGCACTTTTTTATAAACTTGATCTAATGCCAATAAATGATGATAATGTTACAAAATATATATTAATAA
ATTGTAATACCTCAGTCATTACGCAGGCCTGCCCAAAGGTATCCTTTAAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGCTCCTAAAATGTAATGATAAAAAATTCAATGGAACAGGACCATGTAAAAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AGGAGATAGTGATTAGGTCAGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAACTGAATGAAACTAT
AGAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATAACTATAGGACCGGGGAGAGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTACTCTTAATAGAACAAAGTGGGAAGACATTT
TAGGAAAGGTAGCTAGAAAATTAGAAGAACAATTTGAGAATAAAACAACAATAATCTTTAATAGCTCCTCAGG
AGGGGACCTAGAAATTGTAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATACTAGCTGGAGTAATAAATCTTATGCAGACATTTGGGACAACATGACCTGGATGCA
GTGGGAGAAAGAAATTGGCAATTACACAGACATAATATACACCTTACTTGAAGGAGCGCAAAATCAACAAGAA
AAGAATGAACAAGAATTATTGCAATTAGATACGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGCTTGTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCCACGGCTATA



GCAGTATCTAAAGGGACAGATAGGGTTATAGAAGTATTACAAATAATTGGTAGAGGGATTCTCCACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGAATTGTGCTA 
>KT427799 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGATGCAAATACCACCTTATTTT
GTGCGTCAGATGCTAAAGCATATGACACGGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGTCCACAGGAAATAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTGAATTGCTCTAATTACAATAGTACCAATAGTACAATAGATCCCAATATGGAGGGAGCAATAAAAAA
TTGCTCTTTCAATGCTACCACAGGTATACAAAATAAAATGAAGAAAGAATATGCACTGTTTTATAGCCTTGAT
ATAGTACAAATAGAAAGTGAAAATAAAAGCAATAAAAGCTATATGTTAAGAAGTTGCAATACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGA
ATCAGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTG
AAAATATCACAAACAATGCTAAAACCATAATAATACAGCTGAACAGGTCTATAGAAATTAATTGTACAAGACC
CAACAACAACACAAGAAAGAGTATACATATGGGATGGGGGAGAGCATTTTATGCAACAGGAGATATAATAGGA
GACATAAGACAAGCACATTGTAACCTTAGTGGAACAAAATGGAATAACACTTTATACCAGATAGCTAGAAAAT
TACGAGAACACTTTAACAACACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCATAC
TTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAATAAATCTCTAAATGAAATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACAC
AAACTTAATATACACCTTAATTGAAGAGTCGCAATACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTG
GATAAATGGGCAAGTTTGTGGAGTTGGTTTAACATAACAAACTGGCTGTGTAGGAGGCTTAGTAGGTTTAAGA
ATAATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTGGGCAGGGATACTCACCATTATCGTTCGCTGTTGGTT
TGCTTGGTGCCACAGCTATCGCAGTAGCTGGGGGGACAGATGGGATTATAGAAGCAGTAAGAGGACTTTGTGG
AGCTATTCTCAACATACCTGGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KT427667 
GCTGCAGAAAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTGACACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGACACAGAGGCACATAACGTCTGGGCCACACATGCCTGTGTGCCTACAGA
CCCTAACCCACAAGAATTAGACTTGATAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTGATTTGACTAATACTACTTGCATTAATATGACTAATGCTTGCACTAGGAATATTTC
GAAAGAAATGGAGGGAAAAATAAAAGCCTGCTCATTTAATATCACCACAAGCAACATAAGTAATAAAAAGAAA
AAAGAATATGCACTTTTTAATAGGCTTGATGTGGTACAAATAGATCAAAGTAATAATAGCAGCAGCTACAATA
GCAGCAGCTATATATTGAGACATTGTAACACCTCAGTCATTACACAAACCTGTCCAAAGATATCCTTTGAACC
AATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTGAAATGTAAGGATAAAAATTTCAATGGAACA
GGACTGTGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGTTGT
TAAATGGCAGTCTAGCAGAAGAAGACATAGTGATTAAATCTGAAAATTTCAGTGAAAACACTAAAACCATAAT
AGTACAGCTAAATGAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATACA
GCATGGGGAAGAATACTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCATACTGTACCCTTAATG
GAACAAAATGGAATGAAACCTTAGGAAAGATAGCTCAAAAATTATATAAACAATATAATACTACAATAATCTT
TAATCCATCATCAGAAGGGGACCCAGAAATTGTAATGCATAATTTTAATTGTGGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAGGGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAA
AACTCATTTGCACCACCTCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTCAAAGTGAGATTTGGGGGAA
CATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGTGTAATATACACCTTGCTTGAGGAATCA
CAGAACCAGCAAGAACAAAATGAAAAGGACTTATTGGAATTGGATAAGTGGGAAAGTTTGTGGAATTGGTTCA
GCATTACAAACTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TATTACTGTATTTTCTATAGTAAATAAAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGTTT
GATGCCATAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGCAGTACATAGATTGGGTAGAGCTA
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTATAA 
>KT427794 
GCTAAAGAAGATTCATRGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACCCAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCTAATCCACAAGAAGTAAATTTGAAAAATGTGACAGAAGACTTTAATATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAGGCCTACAGCCATGTGTAAAATTAACCCCATTCTGTG
TCACTCTAGAATGCAGTRATATTACTAATAATATTACTAATAATAACAGCAKAAGTGATGAAATAAATATGAA
GGAAGAATTAAAAAATTGTTCATTTAATATCACCACACAGRTAACAAAGAAGGTGCAAAAAGAATWTGCAATT
TTTAATAAACTTGATATAGTACCAATAGAAARTRATAACAAGAGCTATATGTTGATAAATTGTAATACCTCAG
TCATTACACAGGCTTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAYGATAAAAAGTTCAATGGAACAGGACCATGTACAAACGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAGTAATCA



GGTCTGAAAATTTCTCGAACAATGCTAAAAACATATTAGTACAGCTGAATGCCACTGTAGAAATTAATTGTAC
AAGACCCAACAACAACACAAGAAAGAGCATACATGTAGCATGGGGAAGAACATTATATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAACAGGCTGGGAAAAAACTTTAAAACAGATAGTTA
CAAAATTAGGAGAACAATTTAGGAAAAATACAACAATAAAATTTAATCAATCCACAGGAGGAGATCCAGAAAT
TGTAACACATACTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGA
ATAGTAGTTGGAGTAATAAAACTCTAAGCCAGATTTGGGATAACATGACCTGGATACAGTGGGAGAGAGAAAT
TGACAATGTCACAGAGATAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAA
TTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTCTAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGTTTGCTTAATGCCATAGCAATAGTAGTAGCTGAGGGA
ACAGATAGGATTATAGAAATAGTACAAAGAGGTGGAAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>KU749390 
GCTACAGATAGATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAAGTGCACAATGCTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAACTTTAATGTGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAATGCTAATAATACCGCTAGTGGCCAGAATGCTACTAATGTCACTAGTAA
TAGTCCTATCTGGGGGGGGATAGTAAGAGGAGAAGTAAAAAACTGCTCTTTCAATGTCACCACAGCCATTAAA
GATAAGGTGAAGAAAGAATATGAAAAGGTGAAGAAAGAATATGCATATTTCTATAATCTTGATGTAGTACAAA
TAACTGAGAATGCTAATAATAAGAGCTATAGGTTGGCAAGCTGTAACACCTCAGTCATTACACAGGCCTGTCC
AAAGATATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAAT
AAGACATTCGATGGAAAAGGACCATGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAG
TGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTACTTAGATCTGAAAATTTCACGGA
AAATACTAAAACCATAATAGTGCAGCTGGCAACGCCTGTAAAAATTAATTGTACAAGGCCCAACAATAATACA
AGAAAAAGTATACACATAGGACCAGGGAGAGCATTTTATGGAACAGAAATAATAGGAGATATAAGACGAGCAC
ATTGCAACATTAGTAGAGCTGACTGGAATGATACTTTAAGAAAGGTAGTTGATAAATTAAGAGAAAAATATAA
AAATAAAACAATAATCTTTAAGAGTTCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGCTTTAATTGTGGA
GGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAATGGATCAACAGCGCCTAGGGA
TTTGGGGTTGCTCTGGAAGACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTTA
TAATGAAATTTGGCAGAACATGACCTGGAGGGATTGGGAAAGAGAAATTGACAACTACACAGGATTAATATAT
GACTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAA
GTTTGTGGAATTGGTTTGATATAACACACTGGCTGTGGTATATAAAAATATTTATAATGGTAGTAGGGGGCTT
GATAGGCTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCG
TTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTCATAGAAGTAGTAC
AAAGAATTTTTAGAGCTATCCTCAATATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KX181912 
GCTACAGAACAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCTACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAATTGGACAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAAATGCACTGATGTGAATAATACCAGTAATAGTACCAATAGTAATAGTAGTAAAACAATAGAGGA
GGTGGGAGAAATAAAAAACTGCTCTTTCAATGTCACAACAAGCATAAGGGATAGGCAGAAGAAAGAATATGCG
CTTTTTTATAGACTTGATGTAGTACCAATAGATACAGATAATACAAGCTATACATTGATAAATTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAAGGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCGGAAGAAGATGTAGTAA
TTAGATCTGAAAATATCACGAACAATGCTAAAACCATAATAGTGCAGCTGAATGAAACTGTAGAAATTAATTG
TACAAGGCCCAACAATAATACAAGAAGAAGTATACATTTTGGACCTGGGAGAACATTGTATGCAACAGGAGAA
ATAATAGGAGATATAAGACGAGCACATTGTACCATTAATGCAACAAAATGGAACAACACTTTAGAAAAGATAG
TTAGAGAATTAAGAAAACTAGAACTATTTAAGAATAAAACAATAGTCTTTAATCAAGTCTCAGGAGGGGACCC
AGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCTGGATCAAATTTGGGAGAACATGACCTGGATGCAGTGGGAGAG
AGAAATTGACAATTACACAGACTCAATATACAAATTAATTGAACAATCACAGAACCAGCAAGAAAAAAATGAA
CAAGACTTATTGGCATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGCAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCT



GAAGGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTGTTACAGCTTTTCTCAACGTACCTAGAAGAATAA
GACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KX181906 
GCTGAAGAAGACCAATGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACCCTAT
TTTGTGCATCAGATGCTAAAGCACATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAAGTAGTATTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAATCTGTG
TGACTTTAAATTGCACTAATGTGAATACCACAAGTAATAATAGCAGTACTGGGAACTACAATAATAGTTGGGA
AGGGGTGGAGGAGGGAGAATGGAAAAACTGCTCTTTCAATATCACTGCAAGCTTAGGGGATAAAGTGCAGAAA
GAATATGCAATTTTTAATAAATATGATGTAGTACCAATAGATAATGATAATAATAGAACCTATATGTTGATAA
ATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGCCTGGTTTTGCGCTTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTACCAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAGCTACTGTTAAATGGCAGTTTATCAGAAG
AAGGGGTAATAATTAGATCTGAAAATATCACGGACAATAGTAAAACCATAATAGTACAGCTGCATAAACCTGT
AAAAATTAATTGTATAAGGCCCAACAACAATACAAGAAAGGGTATACATATGGGACCAGGGAGAACATTTTAT
GCAAGAGGAGAAATAATAGGAAATATAAGATCAGCATATTGTAACATTAGTAGAGCAAAATGGAACGACACCT
TAAAAGAGATAGCTGAAAAATTAAAGGACCACTTTAAGAACAAGACACTAATCTTTAATCACTCCTCAGGAGG
GGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTACTAGGTGGAAGAATAGGTCTCTAAGTGACATTTGGGAGAACATGAC
CTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGACTTTATATACACCTTGCTTGAAGAATCACAGAAC
CAACAAGAAAAGAATGAAAAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTAC
TGCACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGTTTAATGCC
ATAGCTATAGCAGTAGCTGAGGGAACAGATAGGATAATAGAAGCAGTACAAAGAATTGGCAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>KX181900 
GCTGAAGAAGACAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAGAGTGCGAGAATGTGACAAAAAATACTTCGGGAGAGATACAGGTGAAGGAGGAACTAAAAAA
CTGCTCTTTCAATGTAACCACAGGCATAGGGAAAAAGGTGCGGAAAGAAAATGCAATTTTTGATAGCCTTGAT
ATAGTACCAATAGATGAGGATAATAATAATGAGACTAATAGAAGCTATATGTTGGTAAATTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAGACATTCAGTGGGACAGGACCATGTAAAAATGTCAGCACAGTACAGTGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAAAGGAGGTAATAATTA
GATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTACAAATTAACTGTTC
AAGACCCAACAACAATACAAGAAAGAGTATACATATGGGATGGGGAAGAGCATTTTATGCAAGAGGAGACATA
ATAGGAGATATAAGGCGAGCACATTGTAACATTAATGAAGCACAGTGGAACAAAACCTTAGGACAGATAGTAG
AAAAATTAAAAGAACAATTTAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACACTGTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGCCTTGGAATTCTA
GTTGGAGTAATAAATCTCTGGATGCTATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAGGCTTAATATACACATTGCTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAAAAGGAATTATTG
GAATTAGATAAGTGGGCAAGTTTATGGACTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTGTAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTGTTAGTTTGTTTGATGCCATAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTGATAGAAGTAGCACAAAGAATTGGCAGAGCTATCCTTCACATACCTACAAGAATAAGACAAGGCTTAG
AAAGGGCTTTACAATAA 
>KX181901 
GCTAAAGAAGATGAATTTTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTGACCCACAAGAAGTAGAGTTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTATCTTAAATTGTACTAATTACAATGCTACAAAAACAAATACCACTAGTAATAATAGCAGTGAGTGGGA
AAATATGAGGGGAGAAATACAAAACTGCTCTTTCAATATCACCACAGGCATAGAAAAAAAGATGCGGAGAGAA
TATGCAATTTTTAATAAACTTGATATAGTACCAATAAATAATAATAATACAAGCTATATGTTGGTAAATTGTA
ATACCTCAGTCATTAGACAAGCCTGTCCAAAGACAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGCTTCTAAAGTGTAAAGATAAGGAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTA



CAATGTACACATGGAATTAGGCCGGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGA
TAATAATTAGATCTGAAAATATCACAAACAATGGTAAAACCATAATAATACAGCTGAACGAAGCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGATGGGGAAAAGCATTTTATGCAACA
GGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAGCAAGATGGAACAATACTTTAAAAG
GGATAGTTACAAAATTAAGAGAAAAATTTAATAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCC
AGAAGTTGTAATGTTCCATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATTCTAGTTGGAGTAATAAAAATCTGAGTACAATTTGGGATAACATGACCTGGATGGAATGGGAGAG
AGAAATTGACAATTACACAGGCTTAATATACAAGTTACTAGAAGAATCGCAGAACCAGCAAGAAAAGAATGAA
CAAGAATTATTGGCATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTCAGTTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGAGTGATAGAACTAGCACAGAGGTTGGGCAGGGGTATTCTCCACATACCTACAAGAATAA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX181891 
GCTACAGACAATTTATGGGTCACAGTATATTATGGGGTTCCTGTGTGGAAAGAAGCAAATACTACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGACACGGAAGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAATAGTATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGTACTGATAATAATAGTAGTAATAATATAGACATGAAGGAAGAAATGAAAAACTGCTCTTT
CAATATCACCACAGGCATAGGAAATAAGATGCAGAAAGAATATGCACTGTTTAGAACGCTATATATAATACAA
ATAAATACAATCTATACATTGATAAATTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGATATCCTTTG
AACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGACAAAAAGTTCAATGG
AACAGGACCGTGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACTCAACTA
CTGTTAAATGGCAGCCTAGCAGAAGAAGAAGTAGTAATTAGATCTAAAAATTTTTCTGACAATACTAAAACCA
TAATAGTACATCTGAACCACACTGTAAAAATTAATTGTTCAAGACCCGGCAACAATACAAGGAAAGGTATACA
CCTGGGATGGGGAAGATCATTGTTTGCAACAGAAATAATAGTAGGCGATATAAGACAAGCACATTGTAACCTT
AGTGGAGCAGAATGGGATAACACTTTAAGGCAGGTAGTTGAAAAATTAGGAGAGCAATTTAACAAGACAACAA
TAATCTTTAACCACTCCTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGCTTTGGGGTTGC
TCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTGAAAGACATTT
GGGAGAACATGACCTGGATAGAGTGGGAAAGAGAAATTGGCAATTATACAGAAGTAATATATAACTTACTTGA
AAAATCGCAGAACCAGCAAGAAAAGAATGAGCAAGAATTATTGGCATTGGATAAGTGGGCAAGTCTGTGGAAT
TGGTTTGACATATCACATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAA
GAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCATTCGCTATTAG
TTTGGTTAATACCATAGCTATAGCAGTAGCAGAGGGGACAGATAGGGTGATAGAAGCAGCACAAAGATTTGGT
AGGGGCATCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX181907 
ACTGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTGTTTTGTG
CATCAGATGCTAAAGCATACAAAACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGACCC
CAACCCACAAGAAATCCCCTTGGAAAATGTGACAGAACCTTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAAGATATAATCAGCATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTACATTGCACTGATGTGACGAATGGGAATGGGACTAATGGCAGGAATGTTAAATTGGATACGGAAGGAGA
AATAAAAAACTGCTCTTTCAATGTTACCACAAGCATAAGAGATAAGATGCAAACACAATATTCTCTCTTCTAT
AAACTTGATGTAGTACCACTAGAGACTAATAGTAGTGTTAAAGAGGCTAATAGTAGTCAGAACTATAGTGACT
ATAGATTGATAAGTTGTAATACCTCAGTCATTACCCAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGATCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAGAACCATAATAGTACAGCT
GAACACATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGG
GCAGCATTTTTTACAGGAGAAATAATAGGGGATATAAGAAGTGCATATTGTACTATTAATGGAACACAATGGA
ATAACACTTTAAAACAGGTAGTTACAAAATTAAGGGAACAATTTGGGAACACCACAACAATAAGCTTTCAACC
ACCAAGTGGAGGGGACCCAGAAATTGTATTTCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGGGTTGCTCGGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAACGAGAGTTGGAGTAATAGATCTCTGAATTACATTTGGGATAACATGAC
CTGGATACAGTGGGAAAGAGAAATTGACAACTACACAGAAACAATATACAGCTTACTTGAGAATGCGCAAAAC
CAGCAAGAAAAGAATGAACAAGACTTATTGCAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTAGCATAA
CACACTGGCTGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCATTGGCTGTTAGCTTGTTTAATGCC



ACAGCAATAGCAGTAGCAGAAGGAACAGATAGAATCATAGAAATAGCACAAAGAATTTTTAGGGCTTTTCTCC
ACATACCTAGAAGAATAAGACAGGGCCTGGAAAGGGCTTTACAATAA 
>KX181910 
GCCACGGAAAAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAGAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACTGA
TCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTCAATATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCAGTAATGCTAATTTTACCAATGCTAATGCTACTAAGAATAATGATAGTACAATAAATGA
GATGAACAAAGAAATGAAAAACTGCTCTTTCAATATCACCACAGGCATAGGAAATAAGATGCAGAAGGAATAT
GCACTTTTTTATGTACATGATGTAGTATTAACAAATGATACAACAACAAGCTATACATTGATAAATTGTAACA
CCTCAATAATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGACAAGAAATTCAATAGAACAGGACCATGTAAAAATGTCAGCACAGTACAG
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAA
TAATTAGATCTGAAAATTTTACAAACAATGCTAAAACCATAATAGCACAGCTAAACCAGTCGGTAGTAATTAA
TTGTGTAAGGCCCGGTAACAATACAAGAAAAAGTATACATTTAGGACCAGGAAGAGCACTTTATGCAACAGGA
AGTATAATAAGAGATATAAGAAAAGCATACTGCAACCTTAATAAGACACACTGGAACAACACATTAAAACAGA
TAGTTGTAAAATTAAGTGAACAATTTGGCAATAAAACAATAGTCTTTAATAGATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTAAATGAGATTTGGGAGAACATGACCTGGATGGAGTGGGACAGAGA
AATTAACAATTACACACAAGTAATATACAACTTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAGCAA
GAATTATTAGCATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCTTAATGGTAGTAGGAGGCTTAGTAAGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAACAG
AGTTAGGCAAGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTTGCTGAA
AGAACAGATAGAATTGTAGAAATAATACAAAAGGTTGGCAGAGGTATTCTCCATATACCTAGAAGAATAAGAC
AAAGCTTAGAGAGGGCTTTGCTATAA 
>KX181911 
GCTGCAGAAGAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAAACAGAGGCACATAATATTTGGGCTACACATGCCTGTGTGCCCAC
AGACCCTAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACAAATGTGAAAAATAATACAAGTACCAATAGTAACTTTAGTAAGATGGAGGGAGA
CATAAAAAACTGCTCTTTTAATATCACCTCAAGCATAGAAAAAAGGGTGCGGGTAGACTATGCAATTTTTAAT
AAACTTGATATAGTACCAATAGATAATAAGAATAGTACAGAGTATATGCTGATAAATTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAAAGATAAGGAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACAT
GGAATTAGGCCGGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTTTAGCAGAAGGAGATATAATGATTAGAT
CTGAAAACATCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATGGGACCGGGGAGAGCATTTTATGCAACAGGAGACATAATA
GGAGATATAAGGAGAGCACATTGTAACATTAGTAAAGCAAAATGGAACAACACTCTAAGACAGGTAGCTGGAA
AATTAAGGGAACACTTCAATAAAACCATAAACTTTACTCAATCCTCAGGGGGAGACCCAGAAATTGTAATGTT
TAGTCTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGAT
CAACAGCTCCTAGGGATATGGGGTTGCTCTGGAAAACTTATCTGCACCACCTCTGTGCCTTGGAATACTAGCT
GGAGTAGTAAATCTCTGGATACAATTTGGAATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAACTA
CACAGGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATAACACAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGTCTAGTAGGTTTAAGAATAGTTTTTACTATACTTTCTATAATAAATAGAGTTAGGCAGGG
ATACTCACCATTATCATTCGCTATTAGTCTGTTTAATGCTACAGCTGTAACAGTAGCTGAGGGGACAGATAGG
ATAATCGAATTAGCACAAAGAATTGGAATAGGTCTCCTCCATATACCTAGAAGAATAAGACAGGGTTTAGAAA
GGGCTTTGCTATAA 
>KX181895 
GCTACAGAAAAATCATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACACAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAACCCACAAGAAGGTAGTATTGAAAATGTGACAGAAAAATTTAATATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTAATGTGACTATGCCTTTAAATTGCACTAATAAGAATAGGACTGCCAAGAGTAATAT
GACTTGCAATGGCACCAGACAAAACATTACGGGTACTATAGGGGAAGAAATGAAAAACTGCTCTTTCAATGCT
CCCACAGGAATAGAAAACAAGGTGAAGAGAGAATATGCAATTTTTTATGCACTTGATATAGTACCAATAAATG
CTAGTAGTAACAGCTATATGTTGACACATTGTAACACCTCAGTCATTACACAGGCATGTCCAAAGATATCCTT
TCAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGTGTAACGATGGGAAATTCAAT



GGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACCCAAC
TGCTGTTAAATGGCAGTCTAGCAAAAGAAGATGTAATAATTAGATCTCAAAATATCACAAACAATTCTAAAAA
TATAATAGTACAGCTGAACATATCTGTAGGAATTAATTGTACAAGACCCGGCAACAATACAAGAAAAGGAATA
CATCTAGGATGGGGGAGAGCATTTTATGCAACAGGAGAAATAGTAGGAGACATAAGAAAGGCACATTGTAACC
TTAATAGCACTCAATGGGAAAGCACTTTAAAATATGTAGAGGCAAAATTACAAGAACATTTTCCAAATAGAAC
AATATACTTCAATCAATCCTCAGGAGGGGACCTAGAAATTGAAACACACAGTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGATTACAT
TTGGAATAATATGACCTGGATGGAGTGGGAAAGAGAAATTGGCAATTACACAGACTTAATATACAACCTAATT
GAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGA
ATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTTGGCTT
AAGAATAGTTTTTGCAGTGCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTATCATTCGCTATT
AGTTTGCTTAATGCTACAGCTATCGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACTAAGAATTT
GTAGAGCTATTCTCCACGTACCCACAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTATAA 
>KX181897 
GCTGAAGAAGAAAAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTAT
TTTGTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCTAC
AGACCCTAACCCACGAGAAGTACCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAAATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTATTTTAAACTGCAGTAATTTAAATAATAGTACAAATATCACTAGTAGTGATCAAGGTAATTTGGATAT
GAGGGAGGAAATAAAAAACTGCTCTTTCAATATAACCACAGGCATAGGAAAAAAGGTGCGCAAGGACTATGCA
ATCTTTAATAGAATTGATATAGTACCAATAGATGATAATGATAGTAAAAATAATAGTAGCAATAATACAAGCT
ATATGTTAAGAAGTTGTGATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCAT
ACATTATTGTACCCCGGCTGGTTATGCGATTCTGAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGT
AAAAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCA
GTTTAGCAGAAGAAGAAGTAATAATTAGATCTGAAAATATCACAGACAATGGTAAAAACATAATAGTACAGCT
GAATGAAACTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATATGGGATGGGGA
AGAGCATTTTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGAAT
GGAACAAAACTTTAGAAAAAATAGCTATAAAATTAAAAGAAAGAGTTAATAAAACAAAAATAATCTTTAATCA
ATCCTCAGGAGGGGACTCAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCG
AGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATATCTGAGTTACATTTGGAACAACATGAC
CTGGATGCAGTGGGAGAGAGAGATTGACAATTACACAAACTTAATATATAACTTACTTGAAGAATCGCAAAAC
CAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAT
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTTC
TGTACTTTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCC
ACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGGTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX181915 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGGACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAAGCCACAAGAAATAGTATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGCTGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATAATATCACCATCACCAAGGATAACAGCACTAGTGCTAATAGCACTAGTTTGAC
TAATAGCACTAGTTTGGATAATAGCACTAGTGGAGAAATAAAAAACTGCTCTTTCAATGTTACCACAAGTAGA
AGTAATAAGATACGGAAAGAATATGCACTTTTTTATACACTTGACCTAGTACCAATAGATAATAAAACTTATA
TAGATAATACAACTAATATAAATTATACAAGCTATACCTTGATACACTGTGACACCTCAGTCATTACGCAGGC
CTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGT
AATGATAAAAAGTTCAATGGAACAGGATCATGTAAAAATGTCAGCACAATACAATGTACGCATGGAATTAAGC
CAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGACATAGTAATTAGAACTGAGAATAT
TTCAAATAATGCTAAAAATATAATAGTACAGCTGAACGCATCTGTAGCAATTAATTGTACAAGACCCAATAAC
AACACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTTTACAACAGGACAGATAATAGGAGATATAA
GACAAGCATATTGCATCCTTAATGGGACAATATGGAACAACACTTTAAGACAGGTAGCTAAAAAATTACAAGA
AATATTAGCACAAGCACAATTAGTTAATAAAACAATAGCCTTTGCACAACCACCCCCAGGAGGGGACCCAGAA
ATTGTCATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGAT
ACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTG
GAATGCTAGTTGGAGTAATAGATCTCTGGATACAATTTGGAACAATATGACCTGGATGCAGTGGGAAAAAGAA
ATTGACAATTATACAGGCTTAATATACACTTTAATTGAACAATCGCAGAACCAGCAAGAGAAAAATGAACAAG
AATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGCTGTGGTATATAAA
GTTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGA



GTTAGGCAGGGCTACTCACCATTATCGTTCGCTGTCAATTTGTTTGGTACCATAGCAATAGCAGTAGCTGAGG
GGACAGATAGGATTATAGAAGCAGGACAAAGACTTTGTAGAGCAATTCTCCACATACCTAGAAGAATAAGACA
GGGCTTAGAAAGGCTTTTGCTATAA 
>KX181916 
GCTACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTCTATTCTGTG
CATCAGATGCTAAAACATATGACCCAGAGGGACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAATAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAGAATGCACTAATTATGAGAAGAATAGTAGTTCAGTGAATAGTAGTAGTTGGGAAAATATGAAGGAAGA
GATAAAAAACTGCTCTTTCAATGTCACTAATAGCATAAGAAATAAAAGGCAGAAAGAATATGCACTTTTTAAT
AGTCTTGATGTAGTACCAATAGATCAGAATAAGACTGTTAATCATACAAGCTATATGTTGCTAAATTGTAACA
CCTCAGTCATTACACAGGCATGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACGCATCTGCTATTAAATGGCAGTTTAGCAGAAGGAGAGGTAG
TAATTAGATCTGAAAATTTCACAAACAATGCTAAAAACATAATAGTACAGCTGAATGAATCTGTAGAAATTAA
TTGTATAAGACCCAGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAATAGGA
GGAATCATAGGAGATATAAGACAAGCATATTGCAACCTTAATAGAGGAAACTGGGAAAAAACTTTGAAACAGG
TAGTTACAAAATTAGGAGAACAATTAAAATTAAGAGGACAATTTAATAATAGCACAACAATAGTCTTTAATCA
ATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATAATAGCTGGAGTAATAAATCTCTGGAAAAGATTTGGAATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGATTAATATACAACTTACTTGAAGAATTGCAGAAC
CAACAAGAAAAGAATGAAAAAGACTTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTCAGTATAA
CGCAATGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTATTAATTTGTTTAATGCA
ATAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTTAAAGAAGTAGTACAAACAATTTGGAGAGCTTTCCTCC
ATATACCTAGAAGAATAAGACAGGGCGCAGAAAGGTTTTTGCTATAA 
>MK041584 
GCTGCAAGAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTCCCCACAGA
CCCTAACCCACAAGAATTGGTATTGGATAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTGGAC
CAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTGCTTTAAGTTGCACCAATGTGACTGCTAATACTACCAATAATAGTACTTCCACTAGGAATAGTAATTTAGA
ACAGAGGGATGGAGATATAAAAAACTGCTCTTTCAATATTACCACAGACATAGGACATAAGACGCGGAAAGAC
TATGCAATTTTTAATGCACTTGATATAGTACCAATAGATAATGGAGATAATAAAAGTGACTATAATAAAAGTG
ACTATATGTTGATAAGTTGTAACACCTCAATAGTTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAACAAGACATTCAGTGGAAAAGGACCA
TGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGATATAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAAACATAATAGTACA
GCTGAACGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATATGGGACCG
GGGAAAGCATTTTATACAACAGGAAGCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCAA
AATGGAACAACACTTTAAAACAAGTAGTCAGAAAATTAAGAGAACAATTTAATAATAAAACAATAATCTTTAC
CCACTCCTCAGGAGGAGACATAGAGATTGTAATGCATAGTTTTAATTGTAGAGGGGAATTCAAGCAGCTCCAG
GCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGCAATAATAGATCCCTGGATCAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAGAGAGAGATTGACAATTACACAAGCTTGATATACACTTTACTTATAGAATCG
CAGAATCAACAAGAAAAAAATGAACAAGACTTAATGGCATTGGACAAGTGGGACAGTTTGTGGAATTGGTTCA
GCATAACAAATTGGCTATGGTATATAAAAATATCCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAGT
TTTTACTATACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCATTGGCTATTAGTTTGCTT
AACGCCACAGCTATAGCAGTAGCAGAAGGGACAGATAGGATTATAGAAGTATTACGCAGAATTTATAGAGCTT
TTATCCACATACCTACAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MK041586 
GCTTTAAAGGATATAAACAATGCGTGGGTCACAGTACATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCA
CTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTATGGGCCACACATGCCTGTGT
ACCCACAGACCCTAACCCACAAGAAATAGTCTTGGGAAATGTGACAGAAGAATTTAACATGTGGAAGAATAAC
ATGGTAGAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCC
CACTCTGTGTTACTTTAAATTGCACTGATCTGAAGAATGGGACCGGGACTAACAATGCTAGTAAGATTGACGA
GAAAATGGAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAGGAAATAAGTTGCAGAAAGAA
TATGCTCTTTTTTATAAACTTGATGTACAACAAATAGGGGGTGATAATACAAGCTATACATTGATACAGTGTA
ATACCTCAGTCATTACACAGGCCTGCCCAAAGATATCCTTTACACCAATTCCCATACACTATTGTGCCCCGGC



TGGTTTTGCGATTCTAAAATGCAACGATAAGGAGTTCAATGGAACAGGACTTTGTCAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAGG
TAGTAATTAGATCTCAAAATTTCTCAGACAATGTTAAAACCTTACTAGTACAGCTGAATGAAACTATAAAAAT
TAATTGTACAAGACCTAATAACAATACAAGAAAAAGTATACATCTAGGATGGGGAAGAGCATTTTATGCATCA
GGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGCACACAATGGAACACCACTTTACAAC
GGATAGTCAGAAAATTACAAAAACAGTATGGGAATAAAACAATAATCTTTAAGCACCCCGCAGGAGGGGACCC
AGAAATTGAGATGCACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTTC
CTTGGAATACTAGCTGGAGTAATAAATCTTTAGAGACAATTTGGAATAACATGACTTGGAGACAGTGGGAAAG
AGAAATTGACAATTACACTGAGTTGATATACTCCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAGTTATTAGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGTACA
TAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTTGATACCACAGCTATAGCAGTAGCT
GAAGGGACTGATAGGGTTATAGAAGTAGTACAAAGAGCTGTTAGAGGTGTTATCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGCTTTTGCTATAA 
>MK041551 
GTTGCTGCAAATCAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAGGAAGCAACCACCACTCTAT
TTTGTGCCTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACGTGCCTGTGTACCCAC
AGACCCTAACCCACAAGAAGTACATTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGAAGAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTGACTTTAGACTGCACTGAGGTGATTGTGAACCAGACCACAAATGAAACTAGTACCGATAATGGTAATTG
GAATTATACTATGAAGGATGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAGGAAATAAGATGCAG
AAAGAATATGCACTTTTTTATAAACTTGATTTAGTATCAACAGATAATAGTAATAAGACAAACTATACAAGCT
ATACATTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGT
AACAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCA
GTCTAGCAAAAGAAGACATAGTAATTAGATCCGAAAACTTTACAAACAATGCTAAAACCATAATAGTGCATCT
GAATAAATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGCAACAGTATATCTTTAGCAGGGGGA
AGAGCATTGTATACAACAGGACGACTAATAGGAAATATAAGACAAGCACATTGTAACCTAAGTAGAGAAGATT
GGGACAAAACTTTAAAAGGGGTAGTCATAAAATTAAGGGAACAATTCGGCAACAATAAAACAATAAATTTTAA
CCAATCTGCAGGAGGGGATCTAGAGATTACAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCCAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCGGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTGGATACAATTTGGGATAACAT
GACCTGGATGCAGTGGGAGAAAGAAATTGAAAATTACACAGGCTTAATATATAACTTAATTGAAGAATCGCAG
AACCAACAAGACAAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGACA
TAACAAACTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTT
TGCTGTAATTTCTATAATAAATAGAGTTAGGGAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTGAAC
GCCTTTGCTATAACAGTAGCTGAAGGGACAGATAGAATTATAGAAGGAGTACAAAGACTTGGTAGAGGTATCC
TCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MK041554 
GCTGTAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACAACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAATCCAAAAGAAATAGTCTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTGAATTGTAGTAATTCTAACTTCAATAAATCCACTAGTAGCAAGAATCATAGTAAGGAGATGGAGAG
TGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGGTGAAAAAAGAATATGCATTTTTT
AATAGACTTGATGTAATACCAATAGATAATGAAAATAATGCAAGCTCTAATGCAAGCTCTAATGCAAGCTATA
TGTTGAGAAGTTGTAACACTTCAGTCCTCACACAGGCCTGTCCAAAGATATCCTTTGACCCAATTCCCATACA
TTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAC
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAGAAGGGATAGTAATTAGATCTGAAAATTTCACGGACAATACTAAAAACATAATAGTACAGCTGAA
TGAGTCCGTAGCAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATTGGATGGGGGAGA
GCATTCTATGCAACAGGAGAAATAATAGGAAATATAAGACGAGCACATTGTAACCTTAGTAAAACAGACTGGA
ACAACACTTTAGAAAAGATAAGGAAAAAATTAAATGAACAATTCAATAGAACAATATTCTTTGATCAATCCTC
AGGAGGGGACTTAGAAATTACAATGCACCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAAGAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGAT
GGAGTGGGAGAGAGAAATTGACAATTACACAGCATTAATATACACATTGCTTGAAGAATCGCAGAACCAACAG
GAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAGCTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGAT



TTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAATGCCACAGCA
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGGAGTGCGAAGAGCTTGTAGAGCATTTCTCCACATAC
CTAGAAGAATAAGACAGGGCCTCGAAAGGGTTTTAGTATAA 
>MK041558 
GCTACAAGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCCAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTACCATGTGGAACAATAGCATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATCAAGGGAATACTACTAATGGGACTATAGAAAAAAACATGGAGGGGGAAATAAA
AAACTGCTCTTTTAATATCACCACAGAAATAGGAAATAAAAGGCAAAAAGAATATGCACTTTTTTATAAGCTT
GATGTAGTACCAATAGATAAGAATAATAATAATACAAACTATACTACAAACTATACATTGATAAATTGTAACA
CCTCAGTCATTACCCAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCCGG
ATTTGCGATTCTAAAGTGTGGAGATCCAAAGTTCACTGGAACAGGGCCATGTTCCAACGTCAGCACAGTACAA
TGCACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAGGAGGTAG
TACTTAGGTCTGAAAACTTCACAGACAATGTTAAAACCATAATAGTACAGATGAACCAATCTGTAGCAATTCA
TTGTACAAGGCCCAACAACAATACAAGAAAAGGTATACATATAGGACCGGGAAGAGCACTTTATACAACAGGA
GAAATAGTAGGAAATATAAGACAAGCACATTGTAACCTTAGTGCAGCACACTGGAACAATGCTTTAAAACAGA
TAGCTATAAAATTAATAGAACAATTTAATAAAACAATAATCTTTAATCAGTCCTCAGGAGGGGATCCAGAAAT
TGTAATGCATACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATAC
CTACGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGA
ATAATAGTTGGAGTAATAAAACTCTAGAGGACATTTGGGAAGGGAACATGACCTGGATGCAGTGGGAGAGAGA
AATTAGCAACTACACAAACACAATATACACCTTACTTGAACAATCGCAGACCCAGCAAGAGATAAATGAAAAA
AACTTATTAGCATTAGATGAGTGGGCAAGTCTGTGGAATTGGTTCGATATATCAAAGTGGCTGTGGTATATAA
GATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAATAG
AGTTAGGCAGGGGTACTCACCATTGTCATTCGCTGTTAGCTTGTTTAATGCCATAGCTATAGCAGTAGCTGAG
GGGACAGATAGAATTATAGAAGTAGCACAAAGAACTTGTGGAGCTGTTCTTCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGACTTTTGCTATAA 
>MK041556 
GCTGTAGAAAAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACAACTCTGTTTT
GTGCATCAGATGCTAAAGCATACGACACAGAGGCACATAATATTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTATTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACCAATTCTAATTTCACTAATGCTCAGTCCACAAGTAGTAGTTGGGAGGGGATGGATAG
GGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAAAAATAGGCTGAAAAAAGAATATGCACTTTTT
AATGAACTTGATGTAATACCAATAGATAATAGTACCTATATGTTGAGAAGTTGTAACACTTCAATCCTTACAC
AGGCCTGTCCAAAGATATCCTTTGACCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAA
GTGTAAGGATAAGAAGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAA
ATTTCACGGACAATACTAAAAACATAATAGTACAGCTGAATGAATCTGTAACAATTAATTGTACGAGACCCAA
CAACAATACAAGAAAAAGTATACATCTTGGATTGGGGAGAGCATTCTATGCAACAGGAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAGTCTACAACAATGGAACAGAACTTTAGAAAAGATAAAGGCAAAATTAC
AGGAACAATTTAATGGAACAAGAATAACCTTTAATCAATCCTCAGGAGGGGACCTAGAGATTATAAGTCACCA
TTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAA
CAGCTCCTAGGAATTTGGGGTTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAAGTTGGCAATTACAC
AGACTTAATATACACATTGCTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTG
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATA
CTCACCATTGTCATTTGCTGTTAGTCTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAGTAGCACAAAGAATTTGKAGAGCATTTCTCCACGTACCTAGAAGAATAAGACAGGGCTTCGAAAGGG
CTTTGCTATAG 
>MK041562 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAACACATGATCCAGAAGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAACTTGCACTAATTTGACGACAGCTAATCATACTGGCACTAATTTGACGACAGCTAATTATACTGG
GAATATTAGTAGTAGTAATGATTGGGGGAATATTAGTAGTAGTAATGATTGGGAAACAAAAAACTGCTCTTTC
AATATCACCACAAGTATAAGAGATGAGGTGAAAAAAGAATATGCACTCTTTTACAGAAGTGATATAACACCAA
TAAAGGAGGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGT



AACCTTTGAGCCAATTCCCATACATTACTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAG
TTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTGCAATGTACACATGGAATTAAGCCAGTGGTGTCAA
CCCAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATTTCACAAACAATGC
TAAAACCATAATAGTACAGCTAAATGTATCTATAAAAATTAATTGTACAAGACCCGGCAACAATACAATAAAA
AGRATATCTATAGGACCAGGGAGAGCATTTCGGACAAGAGGACAAATAATAGGAGATATAAGACAAGCCCATT
GCAACATTAGTAGAACACAGTGGAATAACACTTTAAAACAAGTAGTTATAAAGTTAAGAGAACAATTTCCAAA
TAAGACAATAGTCTTTAATAGATCCTCAGGAGGGGACCTAGAAATTGAAAGGCACATGTTTAATTGTGCAGGG
GAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTT
GGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGA
TGAGATTTGGAAAAATATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACACACATAATATACAAC
TTAATTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTC
TGTGGAATTGGTTCGACATAACAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTACTGTACTTTCTTTAGTAAATAGAGTCAGGCAGGGATATTCACCACTGTCATTT
GCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAA
GAACTGGTAGAGCTATCCTTCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG571981 
GCTGAAGATAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCCTATGACCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAATTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTTGAAGAATGTGAATAGTACTCACATTAATAATAATGGCACTGATATGAAAAA
CTGCTCTTTCAATATCACCACAAGTGTAAAAGATAAAATACAGAGAGAATATGCACTTTTTTATAAACTTGAT
ATAACACCAATAGATGATGATAATACAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCT
GTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGCTTCTAAAGTGTAA
TGATAAAAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAATACAATGTACACATGGAATTAGGCCA
GTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGGAGAAGAGGTAGTAATTAGATCTGAAAATTTCA
CAGACAATGCTAAAAACATAATAGTGCAGCTGAATGAAACTATAACAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTATACATATGGGATGGGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGACATAAGA
CGAGCACACTGTAACATTAGTAAAAGGGACTGGGAAAACACTTTAAGACTGATAGCTGAAAAATTATATAAAC
AATTTAATAATAAAACAATAGTCTTCCAAAAAAGTGCAGGAGGGGACCCAGAAATTGAAACACACAGTTTTAA
TTGCGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTTATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCTCTGAATGCAATTTGGGATAACATGACTTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAAGCTT
AATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAG
TGGGCAAGTCTGTGGAATTGGTTCGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACC
ATTATCATTTGCTGTTAGTTTGTTTAATGCTTTAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAA
GTAGTACAAAGAATCTGTAGAGCTATTATCCACATACCTACACGAATAAGACAGGGCTTAGAAAGAGCTTTGC
TATAA 
>MG571996 
GCTTTAAAGGATATAAACAATGCGTGGGTCACAGTACATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCA
CTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTATGGGCCACACATGCCTGTGT
ACCCACAGACCCTAACCCACAAGAAATAGTCTTGGGAAATGTGACAGAAGAATTTAACATGTGGAAGAATAAC
ATGGTAGAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCC
CACTCTGTGTTACTTTAAATTGCACTGATCTGAAGAATGGGACCGGGACTAACAATGCTAGTAAGATTGACGA
GAAAATGGAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAGGAAATAAGTTGCAGAAAGAA
TATGCTCTTTTTTATAAACTTGATGTACAACAAATAGGGGGTGATAATACAAGCTATACATTGATACAGTGTA
ATACCTCAGTCATTACACAGGCCTGCCCAAAGATATCCTTTACACCAATTCCCATACACTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAATGCAACGATAAGGAGTTCAATGGAACAGGACTTTGTCAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAGG
TAGTAATTAGATCTCAAAATTTCTCAGACAATGTTAAAACCTTACTAGTACAGCTGAATGAAACTATAAAAAT
TAATTGTACAAGACCTAATAACAATACAAGAAAAAGTATACATCTAGGATGGGGAAGAGCATTTTATGCATCA
GGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGCACACAATGGAACACCACTTTACAAC
GGATAGTCAGAAAATTACAAAAACAGTATGGGAATAAAACAATAATCTTTAAGCACCCCGCAGGAGGGGACCC
AGAAATTGAGATGCACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTTC
CTTGGAATACTAGCTGGAGTAATAAATCTTTAGAGACAATTTGGAATAACATGACTTGGAGACAGTGGGAAAG
AGAAATTGACAATTACACTGAGTTGATATACTCCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAGTTATTAGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGTACA
TAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAA



TAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTTGATACCACAGCTATAGCAGTAGCT
GAAGGGACTGATAGGGTTATAGAAGTAGTACAAAGAGCTGTTAGAGGTGTTATCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGCTTTTGCTATAA 
>MG571999 
GCTACAACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCCAAAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTACCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTGAAATTAACCCCACTTTGCG
TTACATTGAACTGCACTGATGTTACTATGGTTAATAGTACTAGTAATAGTAATAGTACTAATAGCAGTAGTAG
TATTAATAATGAAATAAAGGGAGAAATGAAAAACTGCTCTTTCAATATAACCACAAGCATAAAAAACAAGATG
CAGAGAGAATATGCACTTTTTTATAAATCAGATGTAGTACCAATAGATAATCAGACTAGAGAATATATGTTGA
CAAATTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TACCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAGGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTTGCAG
AAGAAGATATAATAATTAGATCTGAAAATATTACAAACAATGCTAAAACCATAATAGTACAGCTGAACCAAAC
TGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGAATGGGAAGAGCATTT
TATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGAACAGCATGGGACAGCA
CTTTAATACAGATAGGTAGAAAATTAAGAGAACTATTTAACAATAAAACAATAGTCTTTAACCAATCTTCAGG
AGGGGACCCAGAAATTGTAATGTACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAACAAATCTCTAGATAMAATCTGGAATAACATGACCTGGATGGA
GTGGGAAAGGGAAATTGACAATTACACAGACTTCATATACACTTTACTTGAAGAATCGCAGAACCAACAAGAA
AAAAATGAACAAGACTTATTGGGATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTGCTTTC
TGTAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCTGTTAGTCTGCTTAATGCTATAGCTATA
GCAGTAGCTGAGGGAACAGATAGGGTTGTAGAAGTAGTACAAAGAGCTGGAAGAGCTATCCTCCATATACCTG
TAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>MG572006 
GCTGAAGAAGATAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTTCCCACAGA
CCCTAACCCACAAGAAGTGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGACACTAACCCCACTCTGTG
TTACTCTAGAGTGCACCAATGTTACTCTAGAGTGCACCAATGTTAGTTGCTCTAATAACTCCAATAATGGTCC
AACTTGCTCTAATGACACCAGTGTTATTGCCGAGAGGGGGGAAATAAGAAACTGCTCTTTCAATATCACCACA
GGCATAGAACCAAAGGGACGGAAGGATTATGCACTATTTAATAGATTGGATGTAATACCAATAGATAATACAG
CAAATGATACAGCAAATGATACAAGGTATATGTTGATAAATTGTAACACCTCAGTCATTACACAGGCTTGCCC
AAAGATAACCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAAT
AAGACGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TGTCAACTCAACTGCTGCTAAATGGTAGCCTAGCAGAAGAAGACATAATAATTAGATCTGAAAATTTCACAGA
CAATGCTAAGATCATAATAGTACAGCTAAATGAGACTGTAGAAATTAATTGTACAAGACCCAACAACAATACA
AGCAAAAGTATACATCTGGGACCTGGGAGAACATTTTATGCAACAGGAAGCATAATAGGAGATATAAGAAAAG
CATATTGTAACATTAGTATAACACAATGGAACAACACTTTAAAACGGATAGCTGCAAAATTAAAAGAGCAATT
TAATGCTACAACAATCAGCTTTAATTCATCTTCAGGAGGGGACCCAGAAATTACAATGCACAGCTTTAATTGT
GCAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAGGGATCAACAGCTCCTAG
GGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGGTAGTTGGAGTAATAGATC
TCTGAACACAATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGAAAATTATACAGACTTAATA
TACAACTTGCTTGAGACATCGCAAAACCAACAAGAAAAGAATGAACAAGATTTATTGGCATTGGATAAGTGGG
CAAATTTATGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
TTTAGTAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTA
TCGTTTGCTGTTAGTTTGCTTAATACCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGGTGATAGAAACAG
CACAAAGAATTGGCAGAGCTATTTGTAACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTATA
A 
>AY173956 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTATACTAATACCACTAATACCACTAATACCAGTAGTACCGTTAGTGGGGAAAA
GATGGACAGGGGGGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAAATAAGATGCAGAGAACA
TATGCACTTTTTTATAAACTTGATGTAGAACCAATAGATAAAAATAAGAATACTACTAGATATAGGTTAATAA



GTTGTAACAACTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAACAGGACCATGTAATAAGGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGGGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATATTAGTACAGCTGAAAGAACCAGT
AGAAATTAATTGTACAAGACCCAACAACAAGGCAAGAAGACGTATACGTATAGGACCAGGGAGAACATTTTAT
ACAGGAAAAATAGTAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAGCTAAATGGAATAACACTTTAA
ACCAGATAGTTACAAAATTAAGAGAAATTGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCATGATAGCATTTGGAATAACATGACCTGGATGCA
GTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGGATTGGTTTAACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGCTATAGACATAGTACAAAGAGCTTATAGAGCTATTATCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY779552 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCGAAAGCATATAAATCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAACCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTTGAGGAATGCTACTAATACCACTGGGAATGCTACTAATACCAATAGTAGTAG
CGGAATGGAGATGGAGGGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGGGATAAAGTT
CAGAAAGAACATGCACTCTTTTATAAATTTGATATAGTGCCAATAGATAATGATAATACTAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAACGATAAGAGGTTCAATGGAACAGGATCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTTTAGCAG
AAGATGAGGTAGTAATTAGATCTGCCAATTTCACAGACAATGCTAAAATCATAATAGTACAGTTGAACAATTC
TGTAAGAATTCATTGTACAAGACCCAACAACAACACAAGAAGGAGTATAAATATAGGACCAGGGAGAGCATTT
TATACAACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAAATCAGATTGGAACAACG
CTTTAAGACAGGTAGCGAGAAAATTAGGAGAACAATTTAAGAATAAAACAATAAACTTTACTCGTTCCTCAGG
AGGGGACCCAGAAATTGCAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATGACATTTGGGATAACATGACCTGGATGCA
ATGGGATAGAGAAATTAGCAATTACACAAGTAAAATATACCAGTTAATTGAAAAATCGCAGAACCAACAAGAA
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGACAAATTTGTGGAATTGGTTTAAGATATCAAACTGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATATCCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATCCCTA
GAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>GU562135 
GCTGCACAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGCAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACGTTGCACTGATTTGGAAAATGTTACTAATACCAATGTTACTAATACCAATAGAAGTATTGAGGG
AAAAATGAAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATGAAGTGACAAAACAA
TATGCACTTTTTTATAGGCTTGATGTAGTACCAATAGATAATGATGAAGGTAAAAGTAATGTTACTTCCAACT
ATACTGACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAACAAGTTCAATGGATCA
GGGCCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGT
TAAATGGCAGCCTAGCAGAAAAAGAGGTAGTAATTAGATCTAGCAATTTCTCGGACAATGCTAAAATCATAAT
AGTACAACTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATG
GGACCAGGGAGAGCATTTTATGCAACAGAAGACATAATAGGAAATATAAGACAAGCACATTGTAACCTCAGTG
GAGTAGACTGGATGAGAACTTTAAACCAGGTAAGCGCAAAATTACAAGAACAATTTGGGAATAAAACAATAGT
CTTTAATCAATCCTCAGGAGGGGACTCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCAGTCAGAAATTTGGGG
TAACATGACCTGGATGCAGTGGGAGAGAGAAATCAACAATTACACAGAATTAATATACAACCTACTTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGT



TTGACATAACAAATTGGCTGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCATTGTCATTTGCTGTTAGCTTG
CTCAATACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAATACAAAGGATTTTTAGAG
GTATCCTCCACATACCTAGAAGAATAAGACAGGGTTTAGAAAGGAGTTTGCTATAA 
>GU562272 
GCTAAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTGATGCCCAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGAATGCTAAAAATGATACTAACACCACTAGTAGTAGTACTAATGCCAC
TGCTGGGAATGCTACTAATAGGGGAATAATGGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGAC
ATGAGAGATAAGATACAGAAACAATATGCACTTTTTTATAAACTTGATGTAGTACAAATAGATGATAAGAGTA
ATAGTACTAATAGCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAGGCCTGTCCAAAAATAAC
ATTTGAACCAATTCCCATACATTATTGTACTCCTGCTGGTTTTGCGATTATAAAGTGTAATGATAAAAAGTTC
AATGGATCAGGGCCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTC
AGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGATATAATAATTAGATCTAGCAATTTCTCAGACAATGCTAA
AAATATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAGGT
ATACATATAGGACCAGGGAGTGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTA
ACATTAGTAGACAACAATGGGAGGACACTTTAGAAAAAGTAAGTACAAAATTAAAAGAACAATTTAATAAAAC
AATAGCCTTTAAGACACCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGTTAGCTGGAGTAATAAAACTCAGGATGAGAT
TTGGAAAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACAGCTTACTT
GAACAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGACAAGTTTGTGGA
ATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTT
AAGAATAATTTTTGCTGTACTCTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTAGCTGTT
AGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAATTTTTACAAAGAGCTT
TTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCTGCGAAAGGGCTTTGCAATAA 
>GU562155 
GCTACAGAACCATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGCATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAACATTAACCCCACTCTGTG
TCACTTTGAATTGCAGTGAGGTAAGGAATAATAACAGTACTAATAATACCAATAGTAATGGATGGGGAATGAT
GGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATACCACTACAGCAATGACAGATAAGAAGCAGAAACAATAT
TCAATTTTTAATGCACTTGATGTAGTACAAATAGATAAGGATAATACTAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACAAAGGCCTGTCCAAAAGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTTAACGGAACAGGACCATGTAACAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACAAACAATGTGAAAAACATAATAGTACAGCTGAATGAATCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTACACAACAGAC
ATAATAGGAGATATAAGACAAGCACATTGCAATATTAGTAGAGCAAAATGGAATAACACTTTAAAACAGATAG
TTGAAAAATTAGGAGAACAATATAACATAAGCACAATAGTCTTTCAGCCATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATAC
CTAAAGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCCCTGAATGACATTTGGGATAATATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAAAAGAGATATACGATTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTACATAAAAA
TATTCATAATGATAGTAGGAGGATTGGTAGGTTTAAGAATAATTTTTACTGTACTTTCCATAGTAAATAGAGT
TAGGAAGGGATACTCACCATTATCGTTTGCTATTAGTTTGTTCAACGCCACAGCCGTAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAATTTTTACAAAGAGCTTGTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGG
GCTTTGAAAGGGCTTTGCAATAA 
>JF320413 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAACCCACAAGAAGTATTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTTTGTG
TTACTTTACAATGCACTGATGTGAATGTTACTAGGACTAATGAGACCAATGATACAAGTAGCTGGAAAAAGAT
GGATACAGGAGAAATAAAAAACTGCTCTTTCAATGTTACCACAGACAGAAGAGATAAGATGCAAAAAGAATAT
GCATATTTCTATAAACCTGATATAGTACAAATAAATGATAGTGATACTGTTAAGAATGAGAGTGACAGTTATA



GGTTGATAAGTTGTAACACTTCAGTCATCACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAGAGATAATAAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGTACAGTACAATGCACACATGGAATTAGGCCAGTAGTAGCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAATAATTAGATCTGAGAATTTTTCTAATAATGCTAAAACCATAATAGTACAGTTGAA
TAAATCTGTAGAAATTCGTTGTATGAGACCCAACAATAATACAAGAAAAAGTATAACTATAGGACCAGGGAGA
GCATTCTATACAACAGGACAAATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTGGAACAGCCTGGA
AAAAAGCTTTAAAACAGACAGTTATAAAATTAGAAGAACAATTTAGGAATAAAACAATAGTCTTTACAAATTC
CTCAGGAGGGGATCCAGAAGTTGCAATGCACACTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATACGATTTGGAATAACATGACATG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAAAATTGATATACAACTTAATTGAAGAATCGCAAAACCAA
CAAGAAAAAAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCACCATAACAC
ACTGGCTGTGGTACATAAAAATATTCATAATAATAGTGGGAGGTTTGATAGGTTTAAGAATAGTCTTTGTTGT
ACTTGCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACG
GCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGAGTGCGAAGAGCTTGTAGAGCTATCCTCCACA
TACCAACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTTTAA 
>GU562266 
GTTGCAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GCGCATCAGATGCTAAGGCATATAAGTCAGAGATGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGATACTACCACTAATAATACCACTAATAGTACCACTGGGGTGGA
AAATCGTACTTCCAATAATAGTACCACTAATAGTAGCAAAGGAATGAGGGAAGAAATGAAAAACTGCACTTTC
AATATCACCACAAGCTTGAGAGATAAGGAACAGAGAACATATGCACTTTTCTATAAACTTGATGTAGTACAAA
TAGATAATAATACTTATAATGGTACTGCTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGC
CTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGTGT
AAGGATAAGAATTTTAATGGAACAGGATCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGC
CAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCAGAGAATCT
CACAAACAATGCTAGAATCATAATAGTGCAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACCCAACAAC
AATACAAGAAGAAGTATTCCTATAGGACCAGGGAGAGCATGGTTTGCAACAGGAGACATAACAGGAGATATAA
GAAAAGCATATTGTAACATTAGTAGAGCAAAATGGGAAAACACTTTAAGACGGGTAGCTAAAAAATTAGGAGA
ACAATTTAAGAATAAAACAATAGCCTTTAATAGATCCTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTTT
AACTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGC
TCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATAGTAGCTGGAGTAA
TAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAGGC
ATAATATACAACTTAATTGAACAATCGCAAACCCAACAAGAAAAGAATGAACTAGACTTATTCAAATTAGATC
AGTGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAGT
AGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCACTGTCGTTTGCTGTTAGCTTGCTCAATACCACTGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATTG
AAGTAGTACAAAGAGTTTTTAGGGCTATTCTCCACATACCTAGAAGGATCAGACAAGGTTTAGAAAGGAGTTT
ATTATAA 
>AY314061 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTAGGGAATACTACTAACACCACTAATAGTAGCTGGGGAAAGATGGAGGGAGG
AGAAATAAAAAATTGCTCTTTCAATATCACCACAAACATAAGAGATAAGATAAAGAAAGAATATGCACTTTTT
AATAAACTTGATGTAGTACCAATAGCTGATGATAATGATAGTACTAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTCTAAAGTGTAACGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAA
TTAGATCTAGCAATTTCACGGACAATGCTAAAACTATAATAGTACAGCTGAAAGAAGCTGTAACAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATACAACCAGGGAGAGCATTTTATGCAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGGAGCTTGGAATAACACTTTATTACAGATAG
TTAAAAAATTAAAAGAACAATATGGGAATAAAACAATAGCCTTTAACCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTATGTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAAACTCTGGAACAAATTTGGGGTAACATGACCTGGCTGCAGTGGGAAAGAGAAAT
TGATAATTATACAGAATTAATATACAGCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAGGAA



TTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAA
TATTTATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTTAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTATTACAAAGAATTTATAGAGCTATCCTTCACATACCTGTAAGAATAAGACAAG
GCTTGGAAAGAGCTTTGCTATAA 
>GU562033 
GCTACAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGGGAAATGCTACTAGTACCAATAATAGTAGTGAGGGAAACATAGAAGGAAA
AATAAATCAGGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGATGAAGAAAGAA
TATGCACTTTTTTATAGCCTTGATGTAGTACCAATAGATAATGATAATAATAATACTACTAAAAACTATACCA
ATTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAAAGGGACCA
TGTACGAATGTAAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAAAGATAGTAATTAGATCCAGCAATTTCTCGGACAATGCCAAAACCATAATAGTACA
GCTCAATAATTCTGTAGGAATTAATTGTACAAGACCCAACAACAAGACAAGAAAGAGTATACCTATGGGACCA
GGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAAAAG
AATGGAATAACACTTTAAGCAAGATAGTTATAAAATTAAGAGAACAGTTTGGGAATAAAACAATAGTCTTTAA
GCAAGCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGACTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAACAT
GACCTGGATGGAGTGGGATAGAGAAATTAACAATTACACAAGTTTAATATATACCTTAATTGAAAAATCGCAA
AACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTATGGAATTGGTTTGACA
TAACAAACTGGTTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTT
TATTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTTAAT
ACCATAACTATAGTAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAATACAAAGAACTTGTAGAGCTATTC
TCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>GU562058 
GCTACAAAAGATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTATTCTTGAAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACTCCACTCTGTG
TTACTTTACACTGCACTAATTTGAGGAATGGTACTAATTTGAGGAATGATAGTGATAACAGTACTACTCCCAG
TCCTACAACTACCAGTAATATAACCAATATAGAAGAAGGGGAAATAACAAACTGCACTTTCAATGTCACCACA
ACAATAGGAAATAAGATGCAGAAACAATATGCACTTTTTTATAGACTTGATGTACAAAAAATAGATGATAATG
GTAGCTATGCGTTGATAAATTGTAACAGCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAAAAGTTCAATGGAACAGGA
CCATGTAAAAATGTCAGCACAGTGCAATGTACTCATGGAATTAGACCAGTAGTGTCAACTCAGCTGCTGTTAA
ATGGCAGTCTGGCAGAAGAAGAGGTAGTGATTAGATCTGAAAATCTCACGAACAATGCTAAAACCATAATAGT
ACAGCTGAACGAATCTGTAGCAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACACATAGCA
CCAGGGAGCGCATTTTATGCAACAGGAGCTATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAC
AACAATGGAATAACACTTTAGAAAAGATAGTTACAAAATTAAGAGAACAATTTGTGAATAAAACAATAATCTT
TAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAGTCTCTAGAACAAATTTGGGATAA
CATGACATGGATGGAGTGGGAGAAGGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCG
CAGAACCAACAAGAAAAAAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTG
ACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAGTAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTT
AATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAATAGTACAAAACATCTGTAGAGCTA
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>GU562001 
GCTACAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCAAAAGAAATTGAATTGACAAATGTGACAGAAGATTTTAATGCGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGTCATGTGTAGAATTAACCCCACTCTGTG
TTACCTTACATTGCACTAATAATGTTACTATCAATGCTACTATCTATAATAATAGTAGTGGGGCGGGAATGAA
GAACTGCTCTTTCAATATCACCACAAACATAGAAGATAAGGTGCAGAAAAAACATGCACTGTTTTATGAACTT



GATATAAAACAGATGGATAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAAAAATTACACAGGCCTGTC
CAAAGATATCCTTTGAGCCAATTCCTATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGA
TAAAAAGTTCAATGGAACAGGACCATGTGGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAGTAATTAGATCTGAAAACATCACAA
ACAATGCTAAAACCATAATAATACAGCTGAAAGACCCTGTAGAAATTAATTGTACAAGACCCAACAACAATAC
AAGACAAGGTATACATATGGGACCAGGGAGATCATTTTATACAGCAGGAGCAATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTGGAGAAAAATGGAATAACACTTTACAACAGATAGTCAAGAAATTAAGAGAAATTG
AGCAATTTAAAAATAAAACAATAGCCTTTAAGAATTCCTCAGGAGGAGACATAGAAATTGTAACACACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAGAACTCTGTCTCAGATTTGGGAGAACATGACCTGGATGCAATGGGAAAGAGAAATTGACAATTACACAGG
CTTAATATACACTTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAACGAACAAGAATTATTGGCATTGGAT
CAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGGATAATTTTTACTGCACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTTGGCTGTTAGTTTGCTTAATGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATA
GAAGTAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGAGCT
TGCTATAA 
>GU562080 
ACTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTATTGGGAAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCTCTGATTTAGGAAATATTACTAATACCAATACCACTAGTAGTAGTGGGATAGAGATGGA
GAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAAAAACAATATGCA
ACTTTTTATAAACTTGATTTAGTATCAATAGATAATACTAGCGAATATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAAGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAAAAGGACCATGTAACAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGTTAGTAATTA
GATCTGCCAATTTCACAGACAATGCTAAAATCATAATAGTACAGTTGAATGAATCTGTAAAAATTAATTGTAT
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTCTATACAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGAGCAATATGGAATAACACTTTAAAACTGATAGCTA
GAAAATTAGGAGAACAATTTGGGAATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGAAACGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGAATGACATTTGGGATAATATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAAGCTTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAC
TTATTGGCATTAGATAAATGGGCAAGTTTATGGAGTTGGTTTGACATAACGAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAATAGGAGGATTAGTAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGAAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAATTCTTACAAAGAGCTTTTAGAGCTTTTATCCATATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCAATAA 
>DQ322223 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATAGAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAAGTAAGATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAAGTGCAATAATACTGCCAATAATAGTAATAGTAATACTACTGCTGGCAATAGTAGTGTAGAGGG
AAAGATAAAAGGGGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAGGGTACAGAAAGAA
TATGCACTTTTCTATAACCTTGATATAGTACCAATAGATAATGATAATGATAATACTAGCTATAGGTTGATAA
ATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTAAGGTGTAACAATAAGACATTCAGTGGAAAAGGACCATGTACAAATGTTAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGCCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGACAATTTCACAGACAATGCTAAAACTATAATAGTACAGCTGAAGGAAGCTGT
AAACATTACTTGTACAAGACCTGGCAACAATACGAGGAGAAGTATACCTATGGGACCAGGGAGAGCATTTTAT
ACAACAGGAGAYATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAAGCTGGAATAACGCCT
TAAATCAGACAGCTATCAAATTAAGAGAACAATTTAATAATAAAACAATAATCTTTAATCAATCCTCAGGAGG
GGATCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTATGAGTGAGATTTGGGATAACATGACCTGGATGGAGTG
GGAAAAAGAAATCAATAATTACACAGAACAAATATACAAATTAATTGAAATATCGCAGAACCAACAAGAAAAG



AATGAACAAGACTTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCAGCATAACAAACTGGCTGT
GGTATATAAAGATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCATYTGCTGTTAGCTTGCTTAATACCACAGCTATAGCA
GTAGCTGAAGGAACAGATAGGGTTATAGAAGTAGGACAAAGAGCTTTTAGAGCTGTTATCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>DQ322227 
GCAGACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTTGTG
CATCAGATGCCAAAGCATATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
AAACCCACATGAACAAGAATTGACAAATGTGACAGAAAATTTTAACATGTGGAGCAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTGTTA
CTTTAAATTGCAATGATGTAAGGAATGCCACTAATGCCAATAGTAGCGAGGGAATGATGGAGAAAGGGGAAAT
GAAAAACTGCTCTTTTAATATCACCACAGCCATGAACAAGGGGGTGCAGGAACGTGCACTTTTTTATAGCCTT
GATGTAGTACCAATAGATAACAGGACATATAGGTTGATAAGTTGTAACACCTCAAAAGTTACACAGGCCTGTC
CAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCACTTCTAAAGTGTAGGGA
TAAAAATTTCAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGCACACATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAATGATTAGATCTAAAAATTTCACAG
ACAATGCTAAAACCATAATAGTGCAGCTGAATGAAACTGTAGAAATTAAGTGTACAAGACCTAACAACAATAC
AAGAAAAAGTATAACTATGGGACCAGGGAAAGCATTTTTTACAACAGGAGATATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTAGAGAAAAATGGAATGCAACTTTAGGACAGATAGCTGAAAAATTAAGAGAACAAT
TTGGGGAAAATAAAACAATAGCTTTTAATCGACCCTCAGGGGGGGACCCAGAAATTGTAATGCACAGTTTTAA
TTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAACAGCTC
CTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATA
GATCTCTAAATACAATTTGGGAAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAAATAC
AATATACCAATTACTTGAAAAATCACAGAATCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAC
TGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
ATTATCATTTGCCATTAGCTTGCTCAATTTCATAGCCATAGCAGTAGGTGAAGGGACAGATAGGATTATAGAA
GTAGTGCAGACAATTTATAGAGCTATTATCCATATACCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGC
TATAA 
>DQ322225 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGAAATTGGAAAATGTGACGGAAAATTTCAACATGTGGAAAAATAACATGGAAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACTTGCACTAATTTGAATATCACTAATACCAATATCACTAGTAGTGCTAATATCACTGATGGTAG
CGGGGAAGAAATGAAAAACTGCTCTTTCAATGTCACCTCAACAACAAGAGATAAGCTGCGGAAAGAATATGCC
CTTTTATATAAAATGGATTTAGTGCCAATAGATAGTGATAATACCAGCTATAGGTTAATAAGTTGTAACACCT
CAGTCCTCACACAGGCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAGAATTTCACTGGGACAGGGCCATGTAGAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGGGGTAGTAA
TTAGATCTGCCAATTTCTCAARCAATGCTAAAACCATAATAGTGCAGCTGAACAAGCCTGTAAAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAAGTTGAGTAAAACACAATGGGATTACACTTTAGAACAGGTAG
CTAAAACATTAGAAAAACAATTTAATAAAACAATAGCATTTAATCGATCCTCAGGAGGGGACTTAGAAATAGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATR
CTRGTTGGAGTAATAAATCTTTGGATCAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGG
CAATTACACAAGCTTAATATACACTCTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTA
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATRGTAAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGTGAAGGGACA
GATAGGGTTATAGAAGGAATACAAAGAGTTGGTRGAGCTATTCTCCACAKACCTAGAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCAGTAA 
>DQ322239 
GCTGCARAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCCAGAGCATATGATACAGAGGTACATAACGTTTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAARAATGACATGGTAGAA
CAGATGCATGAGGATATAATTGGGTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTCTAAATTGCACTGATGAGTTGAGGAATGACACTTGTAGGAATGACACTTGTACTAATAGTAGTACTGA
GGATATTAAAGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAAACATAAACGGTAAGATGCAGAAAGAA



TATTCACTTTTCTATAAACTTGATGTAGTACCAATAGATAGTGAGAATAATGGTACTAACAGCTCCTATAGAT
TGATAAGTTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGCTTCTGAAATGTAACAATAAGACATTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAG
CAGAAGAAGGGATAGTAATTAGATCTGAAAATTTCAGTGATAATGCTAAAACCATAATAGTACAGCTGGCGAA
ACCTGTAAAAATTAAGTGTACAAGACCCAACAACAATACAAGAAGAGATATACATATAGGACCAGGGAGAGCA
TTTTATGCAGGAGAAATAATAGGAAATATAAGAAAAGCTCATTGTAACCTTAATAGAACAGAATGGAGTAACA
CTTTACAAGAGATAGTTGACAAATTAAGAGCACAATTTGGGAAGAATAAAACAATAGTCTTTAATCAATCCTC
AGGAGGGGACATAGAAATTGTAACGCACAGTTTTTGTTGTGGAGGGGAATTTAAGCAACTTCAGGCTAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTAGATAATATTTGGAATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTAGCAATTACACAGGCTTAATATACAACTTAATTTCAGAAGCGCAAAACCAACAA
GAAAAAAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCCTTATCATTTGCTGTTAGCTTGCTCAATGCCACAGCT
ATGGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCTGTTCTTCACATAC
CTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGTTATAA 
>JQ403022 
GCTACAGAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAAATGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGAAGCATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAACCCACTAGAATTAAAATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACCTTAAATTGCAGTGATGCGGACGTGAATAGGACTGATAATGTGAATGCTAATAATACCAGTAGTAGTGA
GCTACCGATGGAGAAAGGAGAACTAAAAAACTGCTCTTTCAATACCACCACAAACATAGGAAATAAGATGGAA
AAAAACAATGCACTTTTTAATAGCCTTGATGTAGTACCAATAGATAAGAATAAGACCAGCTATATGTTGATAA
ATTGTAACACCTCAGTCATTACACAGACCTGTCCAAAGATATCCTTTACACCAATTCCCATACATTATTGTGC
CCCGGCTGGCTTTGCAATTCTAAAGTGTAGAGATAAGCAATTCAATGGAACAGGACCATGTAAAAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGAAAATTTCACCAACAATGCTAAAACCATAATAGTGAGTCTAAATGAATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATCTAGGACCAGGGAGAGCAATTTAT
GCAACAGGAGAAATAATAGGAAATATAAGAAAAGCATATTGTAACCTCAGTGCTACAAATTGGCATAACACTT
TACAAAAGATAGTTGTAAAATTAAGAGAGCAATTTAACAAAACAATAATCTTTCAGCCATCCTCAGGAGGGGA
CCCAGAAATTGAAATGCACAGTTTTAACTGTGGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTGCTG
TGCCTTGGAACACCAGTTGGAGTAATAGATCTCTAGATAATATTTGGAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGACAATTACACAGGCTTGATATACACCTTACTTGAACAGTCACAGTTCCAGCAAGAAAAGAATGAA
AAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATAAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTTAATACTACAGCTATAGTAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGTACAAGGAGTTGGTAGAGCTATCCTCCACATACCTAGAAGAATAA
GACAGGGATTAGAAAGAGCTTTGCTATAA 
>JQ403023 
GCTGCAGAAGAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAATGCCACTCTAT
TTTGTGCATCTGATGCTAGGGCATATGAAACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAGCCCAAAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAATGCATGGAAAAATAACATGGTA
GAACAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCT
GTGTTACTCTAAATTGCACTGACTACCGTCCTATTACTGAGAATGCCACTGTGGAGAATAGTACTAAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAATTTCAGAGATAAGATGCAGAGACAATATGCACTTTTTTAT
AAACTTGATGTAGCACCAATGGAAGAAAATAATACTACAGGTAATACTAACTATACTAACTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTATTAAATGGCAGTCTAGCAGAAG
AAGATGTAGTAATTAGATCTGAAAATTTCACAAAAACTATTAAAACCATAATAGTACAGCTGAACGCATCTGT
AATGATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGACATAATAGGAGATATTAGACAAGCACATTGTAACCTTAGTGGAGTACACTGGAATAACACTT
TAACAAAGATAGTTGAAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAATCTTTAATCAATCCACAGG
AGGGGACCCGGAAGTTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTTATCATGAGATTTGGGAAAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAACCACAATATACAACTTAATTGAAAAATCGCAAAACCAACAAGAA



AAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATA
GCAGTAGCTGAGGGGACAGATAGAATTATAGAATTAGCACAAAGAATTTTTAGGGCTATTATTCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC797171 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACCCTATTTT
GTGCATCAGAGGCTAAAGCATATAGTACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAATTAGAATTGAAAAATGTGACAGAAAATTTTGACGCATGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAATTAACCCCCCTCTGTG
TCACTCTAAATTGCACTAATGCCACTAGCACTGCTGAAAATGCCACCACCACCACCACAGCCAATAGCACTGT
TGGAAAGCCAGATATGGAAATAAAAAACTGCTCTTTCAATATCACTGCAAGTAGAAGAGATAAGATACAGAGA
GAATATGCACTTTTTTATAAACTTGATCTAGTACCAATAGAGGATGGTAATAATAATACTAGTTACTATAGAT
TGATAAGTTGTAACACCTCAGTCCTTACACAGGCTTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCAATTCTAAAATGTAATGATAAGAAGTTCAATGGAAAGGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAAGTAGTAATTAGATCTGACAATTTCACAAATAATGCTAAAACCATAATAGTACAGCTAAAGAA
ATCTGTAATGATTAATTGTACAAGACCCAACAACAATACACTAAAAAGTATACACATAGGACCAGGGAGAGCA
TTTTATACAACAGGACAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAAGGATTGGAACA
ACACTTTACAACAGGTAGTTACAAAATTAGGAGGACAATTTAGTAACGCAAAAAAAATAGCCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCATACTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACGCATCT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCTATGATCAGATTTGGAAAAACATGACCTG
GATGCAGTGGGAAAAAGAAATTAACAATTACACAGACTTAATATACACCTTAATTGAAGACTCGCAGAGCCAG
CAAGACGATAATGAACAAAAATTACTAGAATTAAATGAGTGGGCAAGTTTGTGGAATTGGTTTAATATAGCAA
AATGGCTGAGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGTCCGACGCCACA
GCGATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAATTAGTACAAAGAGCTTATAGAGCTATTATCCACA
TACCTGCACGAATAAGACAGGGCGCAGAAAGGGCTTTGCTATAA 
>JQ403025 
GCTGCAGAACAAACGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCTAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTAACATTGGGAAATGTGACAGAAAATTATAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATGTTAAAAGTGGTAATAATACTACCAATAGAACCTGGGATAGGATAGAGGAAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATGAGAAAAAAGATGCAGAAAGAATATGCAACGTTT
TATAATCTTGATATAGTACCAATAGATGATAGTGATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAACAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GGTCAGAGAATATTACAAATAATGCTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATAAATATGGGACCAGGGAGAGCATTTTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTTGGACAAAATGGAATAAAACTTTACAACAGGTAGTTG
ACAAATTAAGAGAACACTTTAAAAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCAGAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAGGCTTAATATACACCTTGCTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGGGTTAG
GAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTAATACCATAGCCATAGTAGTAGCTGAGGGAACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTGTTAGAGCTCTTCTCCACATACCTAGAAGAATAAGACAGGGCG
CAGAAAGGGCTTTGCTATAA 
>JQ403026 
GCTACAAACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAGTTGCACTGATTTTAATAATACTACTAACACCCCTATTAAAGAGATGAAAATGGAGCCAGGAGA
AATAAAAAATTGCTCTTTCAATATCACCTCAAATATGAGAGATAAAGTGCAAAAAGAATATGCACTTTTTTAT



AAACTTGATATAACACAAATAGAAGGTAATAGTAATAAAGGTAATAGTAATAGTACTAGGTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGATCAGGACCATGTACAAATGTTAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAG
AAGAGATAATAATTAGATCCAGCAATTTCACGGACAATACTAAAACCATAATAGTACAGCTGAATGAAACTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGCAGAGCATTTTAT
ACAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAAAATGGGAGAATGCTT
TAAAAAAGATAGCTATAAAATTAGGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCTTCAGGAGG
GGACCCAGAAATTGTAATGCACAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGCAGAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGATAATTACACAGATTTAATATACACTTTAATTGAAAAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGTATTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTCGCTGTTAGCTTGCTTAACGCCACCGCCATAGCA
GTAGCTGAGGGAACTGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATCCTTCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGAGCTTTACTATAA 
>EU023916 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTCCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGAATAATAATAATACTAATACCACCAGTAGTAGCTTGGGAAGTATGGA
GGGAGAAATAAAAAACTGCTCTTTCAATATCTCCACACGTATAAAAAATAAGATACAAAAAGAATATGCACTG
TTTAATAGACTTGATGTAGTATCAACAGACAATGATAATACAAGCTATATGTTGGTAAATTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAGAAGTTCAATGGAAAAGGACCATGTACAAATGTTAGTACAATACAATGTACA
CATGGAATTAAGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAATAATTA
GATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTAC
AAGACCTAGCAACAATACAAGAAAAAGTATAACTATAGGACCGGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGCAAAATGGGAAAACACTTTAAAAAAGATAGCTA
CAAAATTAACAGAACAATTTAATAAGAGCACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATA
GTAGTTGGAGTAATAAATCTCGGAATGAAATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGA
CAATTACACAAGCACTATATACAACTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCCTTATCATTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTCATAGAAGTAGTACAAAGAACTGGTAGAGCTATTCTTAACATACCTACAAGAATAAGACAGGGCT
TTGAAAGAGCTTTGCTATAA 
>JQ403019 
GCTACAACAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATACAAAACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATGTTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTTTGTG
TTACTTTAAATTGCACTGATGTTTACAGGAATGATACTAATAACAATAGTACTAACTGGGGGAAGATAGAGAG
AGGAGAAGTAAAAAACTGCTCTTTCAATGTCACCACAAATATAAAGGGTAGGGTGCAAGAATATGCTGTCTTT
TATAAACTTGATGTGGTACCAATAAAGGAAAATAATGATAGTAGTAGCTATAGTAGCTATATACTGACACATT
GTAATACCTCAGTCGTTAAACAAGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCAATACATTACTGTACCCC
GGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACT
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCCACCCAAATGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAGACCATAATAGTACAGCTGAAGGATCCTGTAAA
CATTAGTTGTACAAGACCCAACAACAATACAAGAAAAAGTGTACGTATAGGACCAGGGCAAGCACTTTATACA
ACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATCAGTAGAAAAGACTGGAATAAGACTTTACAAC
AGATAGTTCCAAAGTTAAGAAAACAATTTAATAACACAATAGTCTTTCAGCCATCCTCAGGAGGAGACATAGA
AATTGAAACTCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAACACTAGTTGGAGTAATAAAAGTCTAAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGA
GATTGACAACTACACAGGCTTAATATACACCTTAATTGAAGAGTCGCAGAACCAGCAAGAAAAGAATGAAAAG



GAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGACTTGGTTTGATATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAATTTGTGCTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGTTACTCACCATTATCATTTGCTGTTAGTTTGTTTAATGCCACAGCAATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGCAGTACGAAGAACTTTTTGGGCTTTTATCCACATACCTAGAAGAATAAGAC
AAGGCTTAGAAAGGGCTTTGCTATAA 
>JQ403029 
ACTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGATGCAACTGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGGGGAATGATACTGATACTAGGAATGCTAATGTTACTAATGCCACTAATAG
TTGGGGAATAATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGTGTAAGAGATAAAGTG
CAGAGAGAATATGCATTGTTTTATAAACTTGATGTAATACCAATAGATAATGATAATAGGACATATAGGTTGA
TAAGTTGTAATACCTCAGTCATTACACAGGCATGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTG
TGCCCCGGCTGGTTTTGGGATTCTAAAATGTAACGATAAAAGGTATAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAATAGTAATTAGATCTGACAATATCACAGATAATACTAAAACCATAATAGTACAGCTGAATGACAC
TGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACA
CCTTAAAACAGATAGCTGACAAACTAAGAGAACAATTTAATAAAACAATAGTCTTTAATCAATCATCAGGAGG
GGACCCAGAGGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAATAATAGTTGGAGTAATAGAACTCTGAATAAGATTTGGAATAACATGACCTGGATGGAATG
GGAAAGAGAAATTGACAATTACACAAATGAAATATATAACTTACTTGAAGCATCGCAGAACCAACAAGAAAAG
AATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCTGTACTTGCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCATTCGCTGTTAGCTTGCTCAACGCCACAGCTATCGCA
GTAGCTGAGGGAACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCTATCCTCCACATACCTAGAA
GAGTGAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ403044 
GCTGCAGACCAATGGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTATTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGAAACTAACCCCACTCTGTG
TCACTTTAAATTGCATTAATTTAACTACTACTACCACCAGTACTCCTACTACCACCAGTACTGGGAGTAGTGG
TGCCACCCCTAGTAGTAGTGTGGAAATGAAAAACTGCTCTTTCAATGCCACCACAAGCAGAAGAGATAAGGAA
CGGAAAGAATATGCAATTTTTGATAGGCTTGACATAGTACTAACAGGTGAAACTAATACTAGCTATATGTTGA
GAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGATCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAG
AAGAAGATGTAATAATTAGGTCTGAAAACTTCACAGACAATGCTAAAACCATAATAGTACAGCTAAATGAAAC
TGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGCATAACTATAGGACCAGGGGCAGCATTT
TTTGCAACAGGAGGCATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAGCAAAATGGAATAACA
CCTTAAGACAGATAGTTGGCAAATTAAGAAAACAATTCGGGAACAAAACAATAATCTTTACTAAACCCGCAGG
AGGGGACCCAGAAGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAGTAATAAATCTTTAAATCAGATTTGGGATAACATGACCTGGAT
GCAATGGGAAAGAGAAATTGACAATTACACAGACTTAATATACATCTTACTTGAAAAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGGATTGGTTTAGCATAACACACT
GGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCCTGATAGGTTTAAGATTAGTTTTTACTGTATT
TTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTTAATACCATAGCC
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGACGCGAATAAAACAGGG
CGCAAGAAGGGCTTTGCTATAA 
>KX792621 
GCTGCAGAACAACGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTGCCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACCGA
CCCCAACCCACTAGAGGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCAAATGTTACAACTGAGAATGCTACTAATACCAGTAATAGTAGTGATGGACT
GATGATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTGGAGAAA



CAAAATGTACTTTTTTATAAACTTGATGTAATACCAATAGATAATAGTAGAAATAATAGTAATAGTAGTTATA
CCAACTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCATTTGAGCCAAT
TCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGGAGTTCAATGGAACAGGA
CCATGTAAAAATGTCAGCACAGTGCAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAACTTCTCGAACAATGCTAAAACCATAATAGT
ACAGCTGAAGGTACCTGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGAAAAGGTATACATATAGGA
CCAGGGAGGGCATTTTATGCAACAGGAAGCATAACAGGAGATATAAGAAAAGCACATTGTAATGTCAGCAGAC
TAAAATGGAATGACGCTTTGCGACAGGTAGCTAAAAAACTAAGAAACCAATATAACAGTACAAAGATAGTCTT
TAATCACTCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAATAAAACTCTGAATGAGATTTGGGATAA
CATGACCTGGATGCAGTGGGAAAGAGAAATTAGCAATTACACAGAAACAATATACGACTTAATTGAAAAATCG
CAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAATTTGCTT
AATACCATAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAGAGAACTTGTAGAGCTA
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ403043 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAATGGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGCACTAATTATAATGGTACTAATACTACTAGTACTAGTAATAGTACTGATGGTAGATGGGA
AAAAGAAGAAATAAAAAACTGCTCTTTCAATATCACCGCAGGCATAAGAGATAAGGTGCAGAAAGAACATGCA
CTTTTTTATAGTCTTGATATAGTACCAATAGAGAATAATAAGAATAATAACAGCAATAGCAACTATAGGTTGA
GAAGTTGTAACACCTCAATCATTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTTAAGTGTAACAATAAAACGTTCAATGGAACAGGAACATGTAACAATGTT
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAG
AAGAAGAAATAGTAATTAGGTCTGAAAATATCACAAACAATGCTAAAACCATAATAGTACATCTAAATGAATC
TGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACACATAGGACTAGGAAGAACATTT
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTTTAGCAAAATGGAATACCA
CCTTGAAAAGGGTAGTTGACAAATTAAGAGAACAATTTAGAGAACAATTTGAGAATAAAACAATAGTCTTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTATACTGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAAC
TCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAGAAGGAAATTTGGGAGAACAT
GACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCATAATATACAACTTACTTGAAGCATCGCAA
AACCAACAAGAAAAAAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGTCTTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGACTAATTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAAT
GTCACAGCCATCGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTATTGCAAAGAGCTGGTAGAGCTATCC
TTAACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGGTATAA 
>JQ403045 
GCTGAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGGAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTTGAATACTACTAGAGCCAACAGTACTAGCTCCAATAGTAGTAGTTTTGGATA
CATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGCAGAAAACC
TATGCATTTTTTTATGACCTTGATGTAATACAAATAGATAATAGTAATACTACTTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTAAACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGC
TGGTTTTGCGATTCTGAAGTGTAAGGATAAAAGGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAGTAATTAGATCTGAAAATCTTACGGACAACGCTAAAACCATAATAGTGCAGTTGAATGAATCTGTACAAAT
TAATTGTGCAAGACCCAACAACAATACAAGAAAAGGTATCCATATAGGACCAGGGAGAGCATTTTATACAACA
GGAGAAATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAGAGCAAAATGGAACAACACTTTAAGAC
AGGTAGCTAGAAAATTAAGAGAACAATTTGGGAATGCAACAATAGTTTTTAATCGCTCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTAC
CTTGGAATATTAGTTGGAGTAATAAATCTCTAAGTGACATTTGGGATAACATGACCTGGATGGAGTGGGAAAA
AGAAATTGACAATTACACAGGCTTAATATACTCCCTGATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAA



CTAGAGTTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCT
GAGGGAACAGATAGGGTTATAGAAGCATTCCAAAGAATTGGTAGAGCCCTTCTCCACATACCTAGACGCATAA
GACAGGGCCTTGAAAGGGCTTTGCTATAA 
>JQ403046 
GCTGGAAAAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATAGCACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AAACCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GACCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTACATTGCACTAATGTTACAACTACTGCTACTAGAACTACTAATAGTACAAATACTACTGCTAG
TAGTCCTGTCAATAACGAGATGGTGGGAGAAATGAAGAACTGCTCTTTCAATATCACCACAGATGTAGGAAAA
AAGGCGCGGACACAATATGCAATTTTTAATACACTTGATGTAGTACCAATAGATAAAGATAATAGTACAAGCT
ATATGTTGGTAAGTTGTAACACCTCAGCCATTACACAGACCTGTCCAAAGGTATCCTTTGAACCAATTCCCAT
ACATTATTGTACTCCGGCTGGTTTTGCGCTTCTACAGTGTAATGATAAGGAGTTCAATGGAACAGGACCATGT
AAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCA
GTTTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATATTTCAAACAATGCTAAAACTATAATAGTACAGCT
AAATGAAACTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACAGATAGGACCAGGG
AGATCATTTTTTGCAACAGGAGACATAATAGGAGATATAAGAAGAGCACATTGTACCATTAGGGGACAAGAAT
GGAACAACACTTTAAAGCAGATAGCTATAAAACTAAGAGAACAATTTGTCAATAAAACAATAATCTTTAATCA
CTCCTCAGGAGGGGACCCAGAAATTGTAAGGTTCAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTAGATGACATTTGGGAGAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACAACTTACTTGAAAAATCGCAAAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAA
CACAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTAC
TGTGCTTTCTATAATAAATAGAGTTAGGCAGGGTTACTCACCATTATCATTTGCTGTTAGTTTGTTTAATGCC
ACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGCTAATAGAAGCAGTACAAAGACTTGGCATAGCTTTTCTTA
ACATACCTAGAAGAATAAGACAGGGCCTTGAAAGAGCTTTAATATAA 
>EU023919 
GCTGCAAAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCAACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGAATTAATAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGCA
GACCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAGATTGCACTAATATCAGTACGAATGGTACTAATAGCACTTTGGAAGCAGTAAAAGAAATGAC
AAACTGCTCTTTCAATCTCACCACAAGCAGAAGAGAGAAGATGCAGAAAGAATATGCGCTTTTTTATAAACTT
GATGTAGTACCAATAGATAAGAATAAGACCAGATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAAG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGTG
TAATAATAAAACATTCAATGGACTAGGACCATGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTGTCAACTCAACTCCTGCTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGCAAATT
TCACGGACAATGCTAAAATCATAATAGTACAGCTGAATGTATCTGTAGGCATTAATTGTACAAGACTCAACAA
CAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATGGTATACAACAGGAGAAGTAATAGGAGATATA
AGAAAAGCAAACTGTACCCTGAGTAGGAAAAGTTGGAATGACACTTTACAAAAGGTAGTTGAAAAATTAAGAG
AACAATTTGGAAAGAATAAAACAATAATCTTTAAGCAATCCTCAGGAGGGGACCTAGAAATTGTAAGTCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGATCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAGACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGA
GTAATAAAAATCTGAGTCAGATTTGGGATAACCTGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACAC
AGATTTAATATACACTTTAATTACAAAATCACAAATCCAACAAGAACAGAATGAAAAAGAATTATTGGAATTG
GATAAGTGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATA
TTCACCATTATCATTTGCTGTTAGTCTATTTAATGCCACAGCTATAACAGTAGCTGAGGGAACAGATAGGGTT
ATAGAAGTAGTACAAAGAGCTTATAGAGCTTTTCTCCACATCCCTAGACGAATAAGACAGGGCTTTGAAAGGG
CTTTACTATAA 
>EU023922 
GCTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCGACCCACAAGAAGTACCATTGGAAAATGTGACAGAAAAGTTTAACGCGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAAAAATAATAGTAGTAGTAATGATAGTAGTAAAAGTAATACTAATAATGG
TAACTGGGAACAAACGGAGATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGATACAGAAA



GAATATGCAATTTTTTATAATCTTGATATAGTACCAATAGATAAGGATAATACCAGCTATAGGTTGATGAGTT
GTAACACCTCAGTCATTACTCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTTTAAAGTGTAAAGATAACAAGTTCAATGGAACAGGACTATGTAAAAATGTCAGCACA
GTGCAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAAAAGAAG
AGGTAGTAATTAGATCTGAAAATTTTACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGA
AATTAACTGTACAAGACCCAACAACAATACAAGAAGAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCA
ACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAGTGGAATAACACTTTAAAAC
AGATAGTTGACAAATTAAGAAAACAATTTGGGAAGAATAAAACAATAGTCTTTAAGAAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTAATAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGACTTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTACTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTCATAGAAGTATTACAAAGAGCTTGTAGGGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCGCAGAAAGGGCTTTGCTATAA 
>KX792557 
GCTGCAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATAGCAAGGAGGCACATAATGTATGGGCCACACATGCTTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAGTGTTGGCAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATTAGTCTATGGGATCAAAGTTTAAAGCCATGTGTGAAATTAACCCCGCTCTGCG
TTACCTTAAATTGCACTGATGTGGTGACGAATGTTAATGGGACCAATACTACTTTAGATATGCAGAAAGAAGA
AATAAAAAATTGCTCTTTTAATGTCACAAATATAACAAATAAAAGGCAGAAGGAATATGCAATTTTTTATAAA
CTTGATGTAATGCCAATAGCTGGTGATAATGCAAGTTATACACTGATAAATTGTAACACCTCAGTCATTACAC
AAGCCTGTCCAAAGGTATCCTTTGAACCCATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACA
GTGTAATAATAAGAAATTCAATGGATCAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCCACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAGGAGGTAATGATTAGGTCTAAAA
ATTTCTCAGAAAATGCTAACATCATAATAGTACAGCTGAATAAAACTGTAGAAATTAATTGTACAAGACCCAA
TAACAATACAAGAAGAAGTATACATATAGCACCAGGGAGAGCATTCTATGCAACAGGTGAGATAATAGGAAAT
ATAAAAAAAGCACACTGTAACATTAGTGAAACAAAATGGAATAACACTTTAAAAAAGATAGTTGCAAAGTTAA
GAGAACAATATGAGAATAAAACAATGGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAG
TTTTAGTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAGGGATCAA
CAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAACAAATCTCTGGATAATATTTGGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAAAATTATAC
AGACTTAATATATAACTTACTTGAAACATCGCAAAACCAGCAAGAAAAGAATGAACAAGACTTATTGGAATTG
GATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTGTCATTCGCTGTTAGCCTGTTTAATGCCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAAAATTAGTACAAAGAATCTGTAGAGGTATCCTCCATATCCCTAGAAGAATAAGACAGGGCTTCGAAAGGG
CTTTGCTATAA 
>KX792831 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAAGTATTCTTGGTAAATGTGACAGAAAATTTTAATATGTGGAAAAATGATATGGTAGAA
CAAATGCATGAGGATGTAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTTTGTG
TTACTCTAAATTGCAATGATACTCTGTGGACTAATGTAACTGCTAATCAAAGTCAAAGTACGGATGAAATGAA
AACCTGCTCTTTCAATATCTCCACATCTGTAAATGATAAGTTTCAGAAACAATATGCAACCTTTTATAAACTT
GATGTAGAACCAATAGGTAAGGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTG
TAATGATAAGAAGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGACATAGTACTAAAATCTGAGAATA
TCACAGACAATGTTAAAAACATAATAGTACAGCTGAACAAATCTGTAGAGATTGTATGTATAAGACCCAATAA
TAATACAAGAAGAAGTGTGCCTATAGGACCAGGGAGGGCAATTTATGCAACAGGACAAATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTAGAACAGATTGGAATAAAGCTTTGATAAAGGTAGCTATAAAACTAAGAG
AACAACTTGGGAATGAAACAATAACAATAGTCTTTCAAAATTCCTCAGGAGGGGACCCAGAAATTACAATGTA
CAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGAT
CAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAGCTTATTTGCACCACTGCGGTGCCTTGGAATGCTAGTT
GGAGTAATAGATCTCTGAATGAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTA
CACAGGCTTAATATACAACTTACTTGAAAGTTCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAA



TTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
CTACTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCCATAGCCATCGCAGTAGCTGAGGGGACAGATAGA
ATTGTAGAAGCCATACAAGGAGCTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GGGCTTTACTATAA 
>JQ403042 
GCTACAGAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCTTCAGATGCCAAAGCATATCAATCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTTGAAAAATACTACCAATACCAATAGTAGTGCTGCTAATACCAATACTAGTAG
TTGGAGGGAGATAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGACAAATGGCATAAAGAA
TATGCACTTTTTTATAAGCTTGATGTAATGCCAATAGATAATGATAATGCAAGCTATACTTTGATAAATTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAATAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCCACTCAACTGCTGTTAAATGGCAGTGTGACAGAAGGAGACG
AGGTAGTAATCAGATCTGAAAATCTCACAGACAATACTAAAACCATAATAGTACAGCTGAAGGAACCTATAAA
AATTAACTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTCTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGGGAACAATGGAATAACACTTTAA
AACAAATAGTAAACAAATTAAGAGAAAATTTTGGGAATACAACAATAGTCTTTAATCAGTCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTG
GAAGCATACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGACAGAATTTGGAATAACATGACATGGATGGAGTGGGA
CAGAGAGATTAACAATTACACAAGCTTAATATACTCCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAAT
GAACAAGATTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACCATACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAACAATACAAAGAATTGGTAGAGCTATTATCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX792664 
GCTACAAAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCCACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCACATGATCCCGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTAATGGAAAATGTGACAGAACAATTTGACATGTGGCACAATAATATGGTAGAT
CAAATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTATGGTAAAGGTAAATGCTAATGCTCCTAATACCACTACTAGTACTCCTAGTACCAC
TACTAGTGCTCCTAATACCACTGGTAGTGATGAAGGAGACCTGAAAAACTGCTCTTTTTACATCACCACAAGC
GTAGGAGATAAAGTGAAAGGATATGGAATTTTTTCTAGCCTTGATATATTCTCAACAAATAATAGTAGTACAT
ATAGGTTGAGACAGTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAATGAGAAAATGTTCAATGGAACAGGACGATGT
AAAAATGTCAGCACAGTACACTGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAACGGCA
GTCTAGCAAAAGAGGAGGTAGTAATTAGATCTGAAAATTTTACAAACAATGTTAAAAACATAATAGTGCAGCT
GAATGAATCTGTAGAAATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGTTATCCTGTAGGAACAGGG
AGAGTATTATATACAAGAGGAATAATAGGAGATATAAGGCAAGCACATTGCAACATTAGTACAGCAAAATGGA
ATGAAACTGTAGAAAAGGTAATTAAAAAATTATACAAACAATATAATAAAACAATAGATATTAGGCCACCCTC
AGGAGGGGACCCAGAAATTATAATGTTCACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCATGATGACATTTGGGATAACATGACCTGGGT
GCAGTGGGAAAGAGAAATTGAGAATTACACAGATTTAATATACAACTTAATTGAAAAATCGCAGAACCAGCAA
GAAAAGAATGAGCAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTGGCTTGCTCAATTTCACTGCT
ATAGCAGTAGCTGAGGGGATAGATAGGATTATAGAAGTAGTACAAAGAGCTTGGAGAGCTTTTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAGTAA 
>KX792688 
GCAGAACAACTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAGACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAGTAGTATTAGAAAATGTGACAGAGTATTTCAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAATTTATGGGATCAGAGCCTAAAGCCATGTGTAAAAATAACCCCACTCTGTGTCA
CTTTAAATTGCACTAATTTGAGGAATGATACTAATACCACCAGGAATGGTACTAATAGCACCATTAATAGTGA
GGTAAGAGGGGAAATGACAAACTGCTCTTTCAATGTTACCACAACAGTAAGGGGTAGGGTTCAAAAAGAATAT



GCACTTTTCTATAGACTTGATGTAGTACCACTAGAGGATAGTAATAATACTGAATTTAGGTTAATAAATTGTA
ACTCCTCAACCATCACACAGACCTGTCCAAAGGTGTCATTTGAGCCAATTCCTATACATTATTGTGCCCCGGC
TGGGTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACGGGACAATGTACAAATGTCAGCACAATA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACGGAAAATACTAAAAACATAATAGTACAACTGAATGAATCGGTACAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAGCTAGGACCAGGGGCAGCATTCTATGCAACA
GGAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGAAGAACAATGGAATAAAACTTTAAAAC
AGGTAGTTACAAAATTAAAAGAACAATTTAATAAAACAATAGTCTTTACTCAGCCCTCAGGAGGGGACCCAGA
AATTGTCATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATACTACTTGGAGTAATAAATCCCAGACTGATATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGA
AATTGACAATTACACAGGCTTAATATACACCTTACTTACAGAATCGCAAATCCAACAAGAAAAGAATGAACAA
GAATTATTAGAATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAA
GACTATTCATAATAATAGTAGGAGGCTTAGTAGGGTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCAATATCATTAGCTGTTAGCTTGCTCAATACAATAGCTATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGCAATACAAAGAGCTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGGCTTTGCTATAA 
>KX792771 
GCTGCAGACCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACGCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAAATTGGGAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTGCATTGCTATAATATCACAAGTGTGGGGAATAACACAAGTAATACTACCATAAATGATATGAGTAA
TACTACCATAAATGATATGAGGAGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGACGTAAGCGACAAG
AGGAAGATAGCGTATGCCACTTTTTATAACCTTGACATAGTACAAATAGATAGTGATAATACTGGTAATAATA
CATATAGGTTAATAAGTTGTAACACCTCAGTCCTCACACAGGCCTGTCCAAAGACAACCTTTGAGCCAATTCC
CATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACAG
TGTAACAATGTCAGTACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACCCAACTGCTATTAAATG
GCAGTCTAGCAGAAGAAGACATAATAATTAGATCTGCCAATCTCACAGACAATACTAAAACCATAATAGTACA
GCTAAATGAATCTGTAACAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAGGTATACATATAGGACCA
GGGAGAGCATTTTATACAACAGGAAGCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAAG
AATGGAATGACACTTTAAAAAAGGTAGCTGAAAAACTAAGAGAACAATTTAACACAACAATAATCTTTCAACC
TCCCTCCCCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAACAAATCTCAGGATGATATTTGGGGTAACAT
GACTTGGATGCAGTGGGAAAGAGAAATTGAAAATTACACAGGCTTAATATACAACTTAATTGAAAAATCGCAG
AACCAACAAGAAAAAAATGAACAAGAATTATTGGCATTGGATGAATGGGCAAGTTTGTGGAATTGGTTCAGCA
TAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCCTAATAGGATTAAAAATAGTTTT
TGCTGTAGTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCGTATCGTTGGCTGTTAGCTTGCTTAAT
ACCACTGCTATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAATACAAATAGTTTATAGAGCTTTTA
TCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KX792725 
AGTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCACAGAATCCAGAGATGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATATTGAAAAATTTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCAGAGAGTTTAAATTGCACTGCCACTAATGGAACTAATAATTGTAGTGCTAG
CAAGGAACCGATGGAGGAAATGAAAAACTGCTCTTTCAACATTACTACAAGTGTGCAAGATAAGAAGCAACAA
GAATATGCACTTTTTTATAAACTTGATATAATACCAATAGATAATAATGAGAATGACTCAAATAATACCAACT
ATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAATGTAAGGATAAGAGGTTCAATGGAACA
GGACTATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGGGGTAGTACTTAGATCTGAAAATTTCACGGACAATGCTAAAAACATAAT
AGTACAGCTGAAAGACCCTGTAAACATTACTTGCACAAGACCCAACAACAACACAAGAAAAAGTATAACTATA
GGACCAGGGAGAGCATTTTATGCAACAGGACAAGTAATAGGAGATATAAGAAAAGCACATTGTGACCTTAATG
GAACAGAATGGGATAATGCTTTAAAACAGATAGTTGAAGAATTAAGAAAACAATATGGGAATAACATAACAAT
CTTTAACAGCTCCTCAGGAGGGGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTG
GGAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATAACATTTGGGA
GAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGATGTAATATACAAATTACTTGAGGAA



TCGCAAAACCAACAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTG
CTTAACGCCACAGCTATTGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAG
CTATCATCCACATACCTAGAAGAATAAGACAGGGAGCAGAAAGAGCTTTGCTATAA 
>KX792808 
GTTGCAACAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGATGCAGTCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATCAAATGGTTGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTGACCCCACTCTGTG
TCACTCTAGATTGCACTAATGTGACATATATTAATACTACTAACACCACTAGTAGTACAGGGGACCCAATAAA
GGGAGAAGGAATGAAAAACTGCTCTTTCAACATCATCACAAACATACAAAACAAGGTGCAGAAAGAATATGCA
CTTTTTTATAATCTTGATATAGTACCAATAGGTAATAAAAATAATACTAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCAGCTGG
TTATGCGCTTCTAAAGTGTAATGATAATACGTTCAATGGAACAGGACCATGTAGAAATGTTAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGGAGAGGTAA
TGATTAGATCTGAAAATTTTACAAACAATGCTAAAATCATAATAGTACAGCTGAATGAAACTGTAGAAATTAA
TTGTACAAGACCCAGTAACAATACAAGAAAAAGTATAAATGTAGGACCAGGGAGAGCAATTTATACAACAGGA
CAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGCAGAGCACAGTGGAATACCACTCTAAAAAGGA
TAGTTGAAAAATTAAGAAAACAATTTGAAAATAAAACAATAGTCTTTAAACCATCCTCAGGAGGGGACCCAGA
AATTGTAGCACACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTGCGGTGCCTT
GGAATGTTAGTTGGAGTAATAAATCTATGGATGACATTTGGAATAACATGACTTGGATGGAGTGGGATAAAGA
AATTAATAATTACACAGGCTTAATATACACCTTACTTGAAGAATCACAAAACCAACAAGAAAAGAATGAAAAG
GAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTACTTACTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTACTTAATGCTACAGCCATAGCAGTAGCTGAA
GGGACAGATAGAATCATAGAAATATTACAAAGAGCTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGGC
AGGGCTTTGAAAGGTGTTTAATATAA 
>EU023929 
GCTAATGATACAGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTGT
TTTGTGCATCAGATGCTACAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAGTAGCAATGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTCACTCTAAATTGCATTAATTATAATAATACTAAGAATGGTACTAATATTACTAATAGTGCCCCACTGAA
GGAGAAAGAAGACATAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAGACCTAAGAGATAAGGTGCGG
AAAGAATATGCACTTTTTTATAAACTTGATGTAACACCAATAGACCCGGATGAGAATAATACCCAGGGTAAGA
ATTATACTAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATGAGCAGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGC
TATTAAATGGCAGTCTAGCAAAAGAAGAGGTAGTAATTAGGTCTGAGAATTTCACAAACAATGCTAAAACCAT
AATAGTACAGCTGAAAGAACCTGTACAAATGAATTGCACAAGACCCAACAACAATACAAGAAAAAGTATACGT
ATAGGACCAGGGAGTGCATTTTATACAACAGGGGAAATAATAGGAGATATAAGAAAAGCACATTGTACCCTTA
ATAAAACAGAATGGAATAACACTTTAAGCCAGATAGTTAAAAAATTAAGAGAACAATTTAAGAATAGAACAAT
AATCTTTAATCAATCCGCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGGAAAATATTTG
GAATAACATGACCTGGATGGAATGGGACAGAGAAATTAATAATTACACAACATTAATACACACCTTACTTGAA
GAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTATCATTTGCTATAAGC
TTGCTCAACGCCACAGCTGTAGCAGTAGCTGAGGGGACTGATAGGATTATAGAAGTACTACAAAGGGCCGGTA
GAGCTATTCTCCACATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>EU023933 
GCTAAAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATCACACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACTGA
CCCTAACCCACAAGAGATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTACATTGCACTAATATTACTAGGAATGATAGTAGGGTGGAAGACATAGGGGAAATAAAAAACTGCTC
TTTCAATGTAACCACAAGTATAAGAAATAAGCAGCAAAGAGAATATGCATTGTTTTATAAAACTGATGTAATG



TCAATAGCAAATGATACTACAAGCTATACATTAATAAATTGTAACACCTCAGTCATTACACAGACCTGTCCAA
AGACAGCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAATGATAA
AAAGTTCAATGGAACGGGACCATGTAAAAATGTCAGCGTAGTACAATGCACACATGGAATTAGGCCAGTAGTG
TCAACCCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATAAGATCTGAAAATTTCACAGATA
ATGCTAAAGTCATAATAGTACAGCTGAATGAAATTGTAGTAGTTAATTGTACAAGACCCAACAACAATACAAG
GAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATCATAGGAGATATAAGACAAGCA
CATTGTAACATTAGTAGAGACAAATGGAATACCACTTTAGGACATGTAGTTACAAAATTAAAAGAACAATTTG
GGAATAAAACAATAGTCTTTAAGCATTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTCAATTGTGG
AGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAACAAAACTC
TGAACAAGATTTGGGATAACATGACCTGGATGCAATGGGAAAGAGAAATTGAAAATTACACAGATGAAATATA
CAGATTAATTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTAGCATTGGATGAATGGGCA
AATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATCATGGTAGTAGGAGGTT
TAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCCTTATC
GTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGGAGGGACAGATAGGATTATAGAAGCTTTG
CAAGGAATTGGTAGAGCTATCCTCAACATACCCAGAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTATAA 
>EU023927 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAGAATTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATTAGCTTGTGGGATCAAAGCTTAAAGCCATGTGTAAAAATAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGTGAATGGTACCAAGGTAAATGCTACCAATGAGCATGCTAACAATACCAA
TAATGATACCAATAGCGGTGACTGGAAAGAGATGGATAAAGGAGAAATAAAAGAATGCTCTTTCAATGTCACC
ACAGTCATAAGAGATAGGATGAAGAAAGAAACTGCACTTTTTTATAAACTTGATATAGTACCAATAGATGCTA
ATGATAATAACAGCTATAGGTTGATAAATTGTAACACCTCAGCCATTACACAGGCCTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAGT
GGAAGAGGACCGTGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGGAGATGTAGTAATCAGATCTGAAGATTTCTCAGACAATGCTAAAAC
CATAATAGTACAGCTAAATAAAACTGTAGTGATTAATTGTACAAGGCCCAACAACAATACAAGAAGAAGTATA
TCTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAGGTAATAGGAGATATAAGACAAGCACACTGTAACC
TTAGTAGGAAAGACTGGAATGACACTTTAAAACAGATAGCTGAAAAATTAAGAGAGCAATTTGGGAATAATAA
AACAATAAATTTTACTCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTCAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTATGGATTC
AATTTGGGAAAACATGACCTGGATGCAGTGGGAGAAAGAAATTAGTAACTACACAGACTTAATATACAACTTA
ATTGAAAAATCGCAGAACCAACAGGAGAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGG
TTTAAGAATAGTTTTTTCTGTACTTTCTATAATAAGGAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCT
GTCAGCTTGTTCAACGCTATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAT
TTGGTAGAGGCATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTATAA 
>MH714351 
GCTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTACTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTTGAAGAAGAATGATACTAGTACCAATAGTGATACCACTGCTAGTACCAATAC
TAATAGCTGGGGAGAAATGGACAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAACATACTAGAT
AAGAGGCAGAAACATTATGCACTTTTTTATAAACTTGATGTAACACCAATAGAAAATGAGACTAATAGCTATA
GGTTGACAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTAAA
TGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGCAGA
GCATTCTATGCAGCAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAACAGAATGGA
ATAACACTCTAAAACAAATAGTTGGAAAATTAAGAGAACAATTTGGGATAAATAAAACAATAGTCTTTAATCA
ATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAAACTTAATATACAACTTACTTGAAGAATCGCAAAAC
CAACAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAGCATAA



CAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTAC
TGTACTGGCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAACGCC
ACAGCCATAGCAGTAGCTGAGGGAACTGATAGGATTATAGAATTCTTACAAAGAGTTTATAGAGCTATTCGCC
ACATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH714324 
GCAGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGCACTATTTTAAATTGCACTACTAATTGCACTACTAATAGTACTACTAATAGTACTAATAG
TACTAATAGTACATGGGAAGACAAAGGACTCAGGAATTGCTCTTTTTATGCCCCCACAAGTATAAGAGATAAG
GTAAAGAAAGAATATGCAATTTTTTATAACCTTGATTTAGTACAAATAGATGATGATTTAGAAAATAAGACTA
ACAAAAATTTTACTAAATATAGGTTGGTAAGTTGTAATACCTCAGTCATCACACAAGCCTGTCCAAAGGTAAC
CTTTGAGCCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTC
AATGGAACGGGATCATGTAGGAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGCTGTTGAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGAAAATTTCACGGCAAATCATAA
AACCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTA
CCCTTAATAAGACAGATTGGAATAGGACTTTAGAAAAGGTAGCTAAAAAATTAAAAGAACAATTTGGGGAAAA
TAAGACAATAGTCTTTAATCAATCCTCAGGAGGGGACCTAGAAGTTTCAATGCACATATTTACTTGTGGAGGA
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTT
GGGGCTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTGGA
TAAGATTTGGAATAACATGACCTGGATGGATTGGGAAAGAGAAATTGGCAATTACACAAGCTTAATATATAGC
TTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAAAAAGACTTATTGGAATTGGACAAGTGGGACAGCT
TGTGGAATTGGTTTAGTATAACACAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGCTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTC
GCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAATTATTACAAA
GAATTGGTAGGGGTATCCTCCACGTACCTAGAAGAATAAGACAAGGATTTGAAAGGGCTTTGCTATAA 
>MH714343 
GCTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATTAGTTTATGGGATGAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTTGAAGAAGGATAATCTAACTTGCGCTAATTTGACGAAGGGGAGTAATTGTAC
CAATAATAGTAGCGTGGGGAATGATACTAACACCAATAATAGTAGCTGGATAGGAGAAGACATGAGAAATTGC
TCTTTCAATGCCACTACAAATATAGTAGATAAGGTGCAGCAACAATATGCACTTTTTTATAAACTTGATGTAG
TACAAATAGAAGAAGATACAAATAATACTAACTATAGATTGATAAGTTGTGACACCTCAGTCATTACACAAGC
CTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGT
AATAATAAGACGTTCGATGGAAAAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGC
CAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGATAGTAATTAGATCTGAAGATTT
CAAGAACAATGCTAAAAACATAATAGTACAGCTGAATAAATCTATAGAAATTAATTGTACAAGACCCAACAAC
AATACAAGAAAAAGTCTAAATATAGGACCAGGCAGAGCAGTCTATGCAACAGGAGAAATAATAGGAGATATAA
GACAAGCACATTGTAACCTTAGTAGAGCAGAATGGAATGACACTTTAAAACAGATAGTTGGAAAATTAGGAGA
AATTGAACAATTTAGGAATAAAACAATAGTCTTTAACCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCAC
AGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAGCGTACCTAAAGGATC
AACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTG
GAGTAATAAATCTCTGAATTATATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAGAATTAC
ACAGGCTTGATATACACTTTAATTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACAAGAGTTATTGGCAT
TAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGACTATTCATAAT
GATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTGTCTATAGTGAATAGAGTTAGGAAGGGA
TACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACTGATAGGA
TTATAGAATTTTTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAG
GGCTTTGCTATAA 
>MH714329 
GCTACAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAATACCACACTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCGAACCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAGTAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGACCAATAGTGACACCACTGATAACACCACCATTAATAGTAACTGGGAAGG
GAAAGGAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTACAGAAAGGATATGCA



ACTTTTTATAATCTTGATATAGTACCAATAGAAGATGATGATAGGAATAACAGCTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGAGAAGGAGTTCAATGGAACAGGACCATGCACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGCTAAATGGCAGTCTGGCAGAAGGAGAGG
TGGTAATTAGGTCTAAAAACTTCACAGACAATACCAAAACTATAATAGTACAGCTGAACCAATCTGTAGAAAT
TACATGTGTAAGACCCAATAACAATACAAGAAGAGGTATAAATATGGGACCAGGGAGAGCATTTTATACAATG
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAATTGGACTAACACCTTAAAAC
AGATAGCTGACAAACTAAGAAACCAATTTAATAAAACAATAATCTTTAATAGCTCCTCAGGAGGGGACCCAGA
AATTACAATGCACAGTTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAGGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAATATGACCTGGATAGAGTGGGAAAGAGA
AATTGACAATTATACAGGCTTAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAACGAACAA
GAATTATTGGAATTGGATAAATGGGCAAACTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGCAAATAG
AGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAA
GGGACAGATAGGGTTATAGAAGTGCTACGCAGAGCTTTTAGAGCTGTTATCCACATACCTAGAAGAATAAGAC
AAGGCGCCGAAAGGGCTTTGCTATAA 
>KU600814 
GCTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGGGATGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTATTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCGAAGAATGATACCGAAAAGGTAATGAGAAATTGCTCTTTCAATATCACCAC
AAGCCTAAGAGATAAGGTGCAGAAAGAATATGCGCTTTTTTATAGACCTGATGTAGTACCAATAGATAATAAT
AATATAGATAATATTACTAATAATAATATTACTAGCAACTATAGCAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATCACGCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGAGCAGAATTTCAGTGGAAAAGGAGAATGTAAAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAGGGGGTAATAA
TTAGATCTGACAATTTCTCGGACAATGCTAAAACCATAATAGTACAACTAAAAGACCCTGTAGAAATTAATTG
TATAAGACCCGGCAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTTTATACAACAGGAGAA
GTAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTGGAGCACACTGGAATAGCACTTTAAAACAGATAG
CTGACAAATTAAGAGGACAATTTAAGAATAGAACAATAGTCTTTAACCACTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATAC
CTGAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAATAAATCTCTGGATTATATTTGGGGTAACATGACCTGGATGGAGTGGGAAAGAGA
AATAGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAGGAAAAGAATGAACAA
GACTTATTGGCATTAGACGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATATTCACCATTATCTTTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGTGTTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACTAGAATAAGAC
AAGGCTTGGAAAGGGCTTTGCTATAA 
>KU600818 
GCTGTAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TCACTTTAAATTGCACTAATTGGGGAAATAGTACTAAGAGTAATAATAATGCTACCGGGAGTAGTAAAGTGGG
AAAAATGAATGAAGAAGTAAAGAACTGCTCTTTCAATATCACCTCAAGCATAAGAGATAAGGTGCAGAAAGAA
TATGCAATGCTTTATAAGTCTGATATAGTACCAATAGGAAAAAGTAAGACAAGCTATAGGTTAACAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATATATTACTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGA
TAGTAATTAGATCTGAGAATTTCACGAACAATGTTAAAACCATAATAGTACAGCTGAAAAGCGCTGTAAAAAT
TAATTGTACAAGACCAGGCAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATACAGGA
GAAATAATAGGAGACATAAGACAAGCACATTGTACCATTAGTGAAGCAGATTGGAATAACACTTTAAGACAGG
TAGCTATCAAATTAAAAGAACAATTTAATAGAACAATAATTTTTACTCAACCCGCAGCAGGAGGGGACCCAGA
AATTGTACTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGATAATATTTGGGGGAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGACAAGAATGAACAA



GAATTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTATAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAG
AGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAACGCCACATCTATAGCAGTAGCTGAG
GGAACAGATAGGGTTATAGAAATATTACAAAGAGCTGTTAGAGCTCTTCTCCACATACCTAGAAGAATAAGAC
AGGGCGCGGAAAGGGCTTTGCTATAA 
>KU600815 
GCTACAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCCACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTACTATTGGTAAATGTGACAGAATATTTTAACATGGGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAGTTGCACTAATGTTAATATTACTAACAATGCCACAGAGAACATGAACATTAGTATTAACAATAG
GATTAGTGAGCAAATGATGAACTGCTCTTTCAATATCACCACAAGCATAGGAGATAAGTATCAAAAAGAATAT
GCGCTTCTTTATAGACTTGATGTAGTACCAATAGATGGTAGTAATAATAATACTAGCTATAGGTTAATAAGTT
GTAACACCTCAGTCCTTACACAAGCCTGTCCAAAGCTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCAATCTTAAAGTGTAACGATAGGAAGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACA
GTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGTTAATTTCTCAGACAATGCTAAAACTATAATAGTACAGCTGAATGAAACTGTACA
AATTAATTGTACAAGACCTGGCAATAACATAAGGAAAAGTATACCTATAGGACCAGGAAGAGCATTTTTTGCA
ACAGGAGACATAATAGGAGATATAAGACAGGCACATTGTAACCTTAATAGAAAAGATTGGAATAACACTTTAA
AAAACATAGTTGTAAAATTAAGAAAACAATATGGGGAAAATAAAACAATAGTTTTTAATCAATCCTCAGGAGG
AGACCCAGAGATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTA
CTGTGCCTTGGAATGCCAGTTGGAGTAACAAATCTCTGAGTACAATTTGGAATAACATGACTTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAGGCATAATATACACTTTACTCACAGAATCACAAATCCAACAAGAAAAG
AATGAACAAGAATTATTAAAATTAGATAGATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGTTCAATGCCACAGCTATAACA
GTAGCTGAGGGGACAGATAGAATTATAGAAATAATACAAAGGGCTTATAGAGCTATTATCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGTTTTGCTATAA 
>AY180905 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCATTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGTCAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTAATTTGAATATTACTAATATCAGTAGTAATACCACCAATACTACTACTACCAGTAG
TAATACCAGTAGTACAACAGGGATAGGGTTAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAT
ACTAAGGTAAAAGACTATGCACTTTTTTATAAACCTGATATAGTACCAGTTAATAATACTAATAATACCAGAT
ATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGT
ACAAATATCAGTACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTTTAGCAGAAGAAGAGGTAATGATTAGATCTAGCAATTTCTCGAACAATGCTAAAATCATAATAGTACAGTT
GAATGAATCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGAGTAACTCTAGGACCAGGG
CGAGTATGGTATACAACAGGACAAATAATAGGAGATATAAGACGAGCACATTGTAACCTTAGTAGAACACAAT
GGGATAAAACTTTACAACAGATAACTAAAAAATTAAGAGAACAATTTGGGAACAAAACAATAGTCTTTAATCA
CTCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGAGGTGATTTGGAATAACATGAC
TTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACAACTTAATTGAAGAATCGCAGAAC
CAACAAGAAAAGAATGAACAAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGAAATAA
CAAAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGC
TATACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGCTTGCTTAACACC
ATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCTATTCTCC
ATATACCTACAAGAATCAGACAGGGACTCGAAAGGGCTTTGCTATA 
>EU363827 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAAATACCACTCTATTTT
GTGCATCAAATGCTAAAGCATACTCGGCAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGAATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCATTAATTTGAATATTACTAATACCAGCAGTGATACCAATAGTATGATAAAGGGAGGAGA
AATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCACTTTTTTATAAA



CTTGATATAGTAAAAATAGATAATGATAATAATAATGCTACTAATACCAGCTATAGGTTGAGACATTGTAACA
CCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGG
TTTTGCGCTACTAAAGTGTAACAATAAAACATTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGGTAG
TAATTAGATCTAGCAATTTCTCGAACAATGCTAAAGTCATAATAGTACAGCTGAATAAATCTGTAGCAATTAA
TTGTACAAGACCCAGCAACAATACAAGAAAAAGTATAAACATAGGACCAGGGAGAGCATGGTATGCAACAGGA
CAAATAATAGGGGATATAAGACAAGCACATTGTAACATTAGTAGAATGCAATGGAATAACACTTTAAGACAGG
TAGTTGAAAAATTAAGAGAACAATTTGAGAACAAAACAATAACCTTTAATCAACCTTCAGGAGGTGACCCAGA
GATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATGTTAGTTGGAGTAATAAATCTTACAATGAGATTTGGGATAACATGACTTGGATGCAGTGGGAAAGAGA
AATTGACAATTACACAAAAGAAATATACACCTTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACTA
GAACTATTGGAATTGGATAAATGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATTA
AAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGTTTAACACCACAGCCATAGTAGTAGCTGAA
GGGACAGATAGGGTTATAGAAGTAGCACGAAGAGCTTTTAGGGCTATTCGCAACATACCTAGAAGAATCAGAC
AGGGCTTCGAAAGGTCTTTGCTATAA 
>AY905493 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGACGCAATTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGCAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTAAAGAATACTACTAGTACCATGAGTAATACCAATGGTACAACAGAGGGAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCACAAGCACTAAGGTGACAGACTATGCACTTTTTTAT
AAACTTGATATAATACCAATAGAGAATGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTA
CACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCACCCCTGCTGGTTTTGCGATTCT
AAAGTGTAACAATAAAAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTG
TCAATTTCTCGAACAACGCTAAAGTCATAATAGTGCAGTTGAAAGAATCTGTAGAAATTAATTGTATAAGACC
CAACAACAATACAAGAAAAAGTATACATATGGGACCAGGGCAAGCATGGTTTGCAACAGGAGACATCATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATGACACTTTAAGACAGATAACTAAAAAAT
TAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTGCAGGAGGGGACCCAGAGATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTT
GGAGTAATAAATCTCTGAATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAAGGGAAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAACTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGCTGCGGTATATCAGAATATTCATAA
TGATAGTAGGAGGCCTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGTACAAAGAGCTTATAGGGCTATTCTCAACATACCTACAAGAATCAGACAGGGCCTCGAAA
GGGCTTTGCTATAA 
>JF932492 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGTAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATAATACTACTGGTACCAGTAATAATACCAGTAGCAATACCAGTAG
TATAATAGAGGGAAGAGAAATAAAAAACTGCTCTTTCAATATCATCACAAGCATAGGAACTACTGTAAAAGAC
TATGCACTTTTTAATACACTTGATATAGTATCAATAGATAATAGTAATACCAGTTATAATACCAGTTATAGGT
TGACACATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATCCCCATACATTA
TTGTACCCCAGCTGGTTTTGCGATTATAAAGTGTAACAATAAAACATTCAGTGGAACAGGACCATGTACAAAT
GTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCTTAG
CAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATGA
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAGGGGTATCTCTAGGACCAGGGCGAGTA
TGGTATACAACAGGACAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATG
ACACTTTAAAACAGGTAGCTGGAAAATTAAAAGAACAATTTGGGAACAAAACAATAATCTTTAATCCATCTTC
AGGAGGGGACTCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
TTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGACTCATTTGCA
CCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTTATGATGAGATTTGGGGTAACATGACTTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAAGAGAAATATACACCTTAATTGAAAATTCGCAGAACCAGCAA



GAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGCTTAACACAACAGCC
ATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCTATTCGCAACATAC
CTACAAGAATCAGACAGGGCCTCGAAAGGTCTTTGCTATAA 
>AY905497 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTGCAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATACTAATAATACCAGTAATACTACCAATAGTAATAGCAGTAGCCC
GACAGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGACATAAAAACTAACGTGAAAGACTAT
GCACTTTTTTATAAACTTGATCTAGTACAAGCAGAGAGTGATAATACTAGCTATAGGTTAATAAATTGTAACA
CCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAGGTAG
TAATTAGATCTAGCAATTTCTCGGACAATGCTAAAATCATAATAGTACAGCTGAATAGTTCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGCAGGCATGGTATGCAACAGGA
CAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGAAAAATGGAATAGCACTCTAAAACTGA
TAACTGAAAAATTAAGGGTACAATTTGGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGA
GATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTT
GGAATGTTAGTTGGAGTAATAAATCTCTAAATGAAATTTGGGATAACCTGACTTGGATGGAATGGGAAAGAGA
AATTGGCAATTACACAACACACATATACACCTTACTTGAACAATCGCAGAACCAACAAGAAAAGAATGAACTA
GAACTATTGGAATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATCA
GAATATTCATAATGATAGTAGGAGGATTGGTAGGTTTAAGAATAGCTTTTGCTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTATAGGGCTATTCTCAACATACCTACAAGAATCAGAC
AGGGCCTAGAAAGGGCTTTGCTATAA 
>AY905495 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTGACAGAAAACTCTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATCTGAATATTACTAATACCAGTAGTAATACCAGTAGTACTAATACCAGTAGTAG
TAGTACGACAGGGGGAGGAGAAATAAAAAACTGCTCTTTCGATATCACCACTAGCATAGGAACTAAGGTGAAA
GACTATGCATTTTTTTATAAACTTGATATAGCACCAATAGGTAATGATAATAACAGCTCTAATACCAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAGTGGAACAGGACCATGTACA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTT
TAGCAGAAGATGAGGTAGTAATTAGATCTAGCAATTTCACAAATAATGCTAAAGTCATAATAGTACAGCTGAA
TGAATCTGTAACAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGCAA
GCATGGTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAACTAAATGGA
ATGACACTTTAAGACACATAACTGAAAAATTAAGAGAACAATTTAGGAACAAAACAATAATCTTTAATCCACC
TTCAGGAGGGGACCAAGAGATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCCCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATATTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACATGACTTG
GATGGAGTGGGAAAAAGAAATCAGCAATTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAA
ATTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACA
GCCATAGCAGTAGCTGGGGGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTTTAGGGCTATACTCAACA
TACCTACAAGAATCAGACAGGGCTTTGAAAGGGCTTTGTTATAA 
>AY905494 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAGGTATATGCTACAGAGGTACACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGGAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTAAATTGCACTAATTTGAATAATACTACTAATACCAGTAGTAATACCAGTAGTACTAGTACCAGTAG
TAGTAGTATGACAGAGGGAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAAAACTAAGGTG



AAAGACTATGCATTTTTTTATAAACTTGATATAGTACCAATAGCTACTGATAATACCAGCTACAGGTTGATAA
ATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGTGATTATAAAGTGTAACAATAAAACGTTCAGTGGAACAGGACCATGTACAAATGTCAGT
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAG
AAGAGGTAGTAATTAGATCTAGCAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGT
AGTAATTAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATACATCTAGGACCAGGGAGAACATGGTAT
ACAACAGGACAAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAACAGGATGGAAGGATACTT
TAAAACAGATAACTGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGG
GGACCCAGAGATTGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGAGTGAGATTTGGAATAACATGACTTGGATGGAGTG
GGAAAAAGAAATTAACAATTACACAAGAGAGATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAATTAGAACTATTGGAATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTAAATAAAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGGGCTATTCTCAACATACCTACAA
GAATTAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>HM215397 
GCTGCAGAAAACTTGTGGGCCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATATTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGATAAATGACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTAATTTGAATACTACTAATACCAGTAGTACAATAGAGGGAGGAGAAATAAAAAACTG
CTCTTTCAATATCACCACAAGCATAAGCACTAAGGTAAAAGACTATGCAATTTTTAATAAGCTTGATATAGTA
CCAATAGGTAATGATACTACCAGCTATATATTAATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAA
AACGTTCCAGGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGGATTAGGCCAGTAGTA
TCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAGGAAGAGGTAGTAATTAGATCTAGCAATTTCTCGAACA
ATGCTAAAGTCATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAG
AAAAAGTATATCTCTAGGACCAGGGAGAGCATGGTATGCAACAGGGCAAATAATAGGAAATATAAGACAAGCA
CATTGTAACCTTAGTAGAACAGAATGGAATAACACTTTAAAACAAATAGTTAACAAATTAAGAGAACAATATG
GGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCTAGAGATTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTC
TGAGTGAGATTTGGGATAACATGACTTGGATGGAATGGGAAAGAGAAATTGCCAATTACACAAGAGAAATATA
CACCTTAATTGAAGAATCGCAAAACCAACAGGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCA
AGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCT
TAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCATTGTC
ATTAGCAATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAATA
CAAAGAGTTTATAGGGCTATTCTTAACATACCTACAAGGATAAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>HQ699990 
GCTGCAGAAAATTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGACGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAGGTAACCCCACTCTGTG
TTACTTTAAATTGCAATAATACTGTGGGGAATGCTACTGATAGTAATAGTACTACCAGTAGCACGACAGGGGG
AGGAGAAATAAAAAATTGCTCTTTCAATGTCACCACAAACATAAGAACTGAGGGAAGAAACTATGCTCTTTTC
AATGCACTTGATGTAGTACCAATAGGTGAGGATAATACCAGCTATATATTGAGACATTGTAACACCTCAGTCA
TTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGAT
TATAAAGTGTAACAATAAAACATTTGATGGAAAAGGGCCATGTACAAATGTCAGTACAGTACAGTGTACACAT
GGAATTAGGCCAGTAGCATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGT
CTAGCAATTTCACGGACAATGTTAAAGTCATAATAGTGCAGCTGAATGAATCTGTACAAATTAATTGTACAAG
ACCCAACAACAATACAATAAAAGGCATACATCTAGGACAAGGGCGAACATGGTTTACAACAGGACAAATAATA
GGAGATATAAGACGAGCACATTGTAACATTAGTAGTGCAAAATGGACTAACACTTTAAAACAGATAGCAGAAA
AATTAAGAAAACAATTTGAGGAAAAAACAATAATCTTTACTCAATCTTCAGGAGGGGACCCAGAGATTGTAAT
GCATAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTACAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTA
GTTGGAGTAATAAATCTCTGGAGAAAATTTGGAGTAACATGACTTGGATGGAGTGGGAAAGAGAAATTGCTAA
TTACACAAGAGAAATATACACCTTAATTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAACTATTG
GAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATCAAAATATTCA



TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCGCTGTACTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGGTGAGGGGACAGAT
AGGGTTATAGAAGTGGCACTAAGAGTTTATAGGGCTATTCTTAATATACCTACAAGAGTCAGACAGGGCCTCG
AAAGGGCATTGCTGTAA 
>HQ699996 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTTTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAGTAATACTACTAATGGGAATACTACTGAGGCCAGAAATAATACCAGTAG
TATGACAGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTCAGGTGAAAGAC
CATGCACTTTTTTATGAACTTGATGTAGTACCAATAAAGGAGGATAATGATAATACCAGTTACAGGTTGAGAC
ATTGTAACACCTCAGTCATTACACAATCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTAC
ACCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGT
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAG
AAGAGGTAGTAATTAGATCTAGCAATTTCACGGACAATGCTAAAGTCATAATAGTACAGCTGAATGAAGCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATTTAGGACCAGGACAAGCATGGTAT
ACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAACAACACTT
TAAAACAGATAGTTAGAAAATTAAGAGAACAATTTAAGAACAAAACAATAATCTTTGATCAACAGTCAGGAGG
GGACCTAGAGATTCAAATGCACATTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGAGTGAGATTTGGAATAACATGACTTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACTAGAACTATTGGAATTGGATAAGTGGGTAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACTGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTAACACAAAGAGCTTTTAGGGCTATTCTCAACATACCTACAA
GAATCAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>EU131797 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAACAATACTGCTAATATCAGTAGTAATACCAGTAGTATAACAGAGGGAGG
AGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAGGAACTAAGAAGAAAGACTATGCACTTTTTTAT
AAACTTGATGTAGAACCAATAGATAATAGTACCAGCTATAGGTTGACAAAATGTAACACCTCAGTCATTACAC
AAGCTTGTCCAAAGGTATCCATTGAGCCAACTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAA
GTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAGATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCGACTGCTGTTAAATGGCAGTTTAGCAGAAGAAAAGGTAGTAATTAGATCTAGCA
ATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAGGCCTAA
CAACAATACAAGAAAAAGTATACATCTGGGACAAGGGCGAGCATGGTATACAACAGGACAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAATAGAATGGAATAACACTTTAGAACAGATAACTGAAAAATTAA
GAGAACAATTTGGGAACCAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGCAACGCACAG
TTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATATGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGA
GTAATAAATCTTATAGTGAGATTTGGGATAACATGACTTGGATGCAGTGGGAAAGAGAAATTGACAATTACAC
AAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTG
GATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTACATCAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGCTGTCCTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCCTTGTCGTTAGCTATCAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAGTAGTACAAAGAGCTTGTAGGGCTATTCGCAACATACCTACAAGAATCAGACAGGGCCTTGAAAGAG
CTTTGCTATAA 
>EU131791 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAATACTACTGATACCAGTAGTAATACTACTGATACCAGTAATATTACCAG
TAGTATGACAGAGGAAGGAGAAATAAAAAACTGTACTTTCAATATCACCACAAGCATAAGAACTACGGTGAAA
GACTATGCACTTTTTTATAAATATGATATAGATGCAATAGATAATAAGACCAGCTATAGGCTGACAAAGTGTA



ACAACTCAGTCATTACACAAGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAGTGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAGG
TAATAATTAGATCTAGCAATTTCTCAGACAATGCTAAAGTTATAATAGTACAGCTGAATGAATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGCATGCATGGCATACAACA
AGACGAATAGTAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAAAC
TGGTAACTGAAAAATTAAGAGTACAATTTGGGAACAAAACAATAATCTTTACTCAACCTGCAGGAGGGGACTC
AGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAAAATGACTTGGATGGAGTGGGAAAG
AGAAATTAACAATTACACAAAAGAAATATACTCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAACTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATA
TCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATATTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGAATCATAGAAGTAGTACAAAGAGCTTATAGGGCTATTCTTAACATACCTACAAGAATCA
GACAGGGCCTCGAAAGGGCTTTGCTATAA 
>EU131790 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATATTTGGACCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATAATACCAGTAGTAATATCAGTAGTACGACAGAGGGAGGAGAAATAAA
AAACTGCTCTTTCAATGTCACCTCAAGCATAAGAATTAAGAAAGACTATGCACTTTTTTATAATCTTGATATA
GTACCAATAGATAATGATAATGATAATACTAGCTATATGTTGAGAAGTTGTAACACCTCAATCATTACACAAG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTAGATCTAGCAATT
TCACGGACAATACTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATAAATATAGGACCAGGGCGATCATGGTATACAACAGGACAAATAATAGGAGATATA
GGACAAGCCCATTGTAACATTAGTGGAGTAAAATGGAATAACACTTTAAAACTGATAACTATAAAATTAAGAG
AACAATTTGGGAACAAAACAATAATCTTTAATCAATCTGCAGGAGGGGACCCAGAGATTGAAATGCACATTTT
TACTTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGAATGTTAGTTGGAGTA
ATAAATCTCTGAGTGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAA
AGACATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGAT
AAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTATGGTATATCAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTTGCTATTAGCTTGCTTAACGCCACAGCAGCAGCAGTAGCTGAGGGGACAGATAGGGTTATA
AAAGTAGTACAGAGAGCTTGTTGGGCTATTCGCAACATACCTAGAAGAATCAGGCAGGGTCTCGAAAGATCTT
TGCTATAA 
>EU131788 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCTCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTTGAAGACAACTAATACCAGTAGTAATATCACTAGTACGACAGAGGGAGGAGA
AATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAATACTAAGGTGAAAGACTATGCACTTTTTCATAAA
CTTGATCTAGAATCAATAGGTAAGAAGACTGCCAGCTATAGGTTGATACATTGTAACACCTCAACCATTACAC
AGGCTTGTCCAAAAATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTCGCGATTCTAAA
GTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTTTTAAATGGCAGTTTAGCAGAGGAAGAGGTAGTAATTAGATCCAGCA
ATTTCACAGACAATGCTAAAGTCATAATAGTACAGCTGAATAAATCTGTACAAGTTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACATCTAGGACCAGGGCACGCATGGCATACAACAGAACGAATAATAGGAAAT
ATAAGACAAGCACATTGTAACCTTAGTAGAACAGATTGGAATAACACTTTAAAACTGATAACTGAAAAATTAA
GAGTACAATTTGGGGGCAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGCAATGCATAG
TTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAATCTCTGAGTCAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAGCAATTACAC
AAGAGAAATATACACCTTAATTGAAGAATCGCAAAACCAACAGGAAAAGAATGAACTAGAACTATTAGAATTG
GATAAGTGGGCAAGCTTGTGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGA



TAGTAGGGGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCATTGTCATTGGCTATTAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAGTAGCACAAAGAGCTTTTAGAGCTTTTCTCCACATACCTACCAGAATCAGACAGGGCCTAGAAAGGG
CTTTGCTATAA 
>EU131808 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAGGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTGATTGTGTTACTTCAAATTGCTCTAATTTGAATACTACTAAGACCAATAATAATAC
CAGTAGTACAATAGGGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGACCTAAGAAA
AACTATGCACTTTTTTATACACTTGATATACAACCAATAGAGGGAGATAATTCCAGCTATATATTGACAAGTT
GTAACACCTCAATCATTACACAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAG
AGGTAGTAATTAGATCTAGCAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGA
AATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACAGCTAGGACAAGGGCGAGCATGGTATACA
ACAGGACAAATAATAGGAGATATAAGAAGAGCACATTGTAACATTAGTGGGACAAAATGGAATAACACTTTAA
ATCAGATAGTTAAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGA
CCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTACTG
TGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGAGTGAGATTTGGAATAACATGACTTGGATGGAGTGGGA
AAGAGAAATTGGCAATTACACAAGTGTAATATACAGCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAAT
GAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATGACAAAATGGCTGTGGT
ATATCAAAATATTCATAATGATAGTAGTAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGTTACTCACCATTGTCATTGGTTATTAGCTTGCTTAACGCCACAGCCGTAGCAGTA
GCTGAAGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTGTTAGGGCTATTCTCAACATACCTACAAGAA
TCAGACAGGGCCTAGAAAGAGCTTTGCTATAA 
>EU131789 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAACCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAACGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAAATTGGATACAAATAGTACCAGTAGTAATAGTACCAGTAGTAATAGTACCAGTAG
TAATGATACCAATAGTATGATGGAGGGAGGAGGAATGAAAAACTGCTCTTTCAATATCACCACAAGCACAAAT
GCTAGGGTGAGAGACTATGCACTTTTTCATAAGCTTGATATAGAACCAATGGATAATGAAACTAATACTAACA
GCTATAGGATAATAAATTGTAACACCTCAATCATTACACGAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCC
TATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACTTTCAATGGAACAGGACCA
TGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATG
GCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCTCGGACAATGCTAAAGTCATAATAGTACA
GCTGAAGGAATATGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACCA
GGGCAAGCATTGTATGCAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGAAG
AATGGAATAACACTTTAGAACAGATAGTTAAAAAATTAAGAGTACAATTTGGAAACAGCACAATAATCTTTAA
TCAATCTGCAGGAGGGGACCCAGAGATTGTAATGCATAGCTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACAT
GACTTGGATGGAGTGGGAAAGAGAAATTAGCAATTACACAAAAGAAATATACAACTTAATTGAAGAATCGCAG
AACCAACAGGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTAAATAGAGTTAGGCTGGGATACTTACCATTGTCATTAGCTATTAGCTTGCTTAAC
GCCACAGCCATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCTGTTC
TCCACATACCTAGAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTATAA 
>MK053935 
GCTGCAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCCCTCTGTG
TTACTTTAAATTGCACCAATTATAATAATACCAATAGTAATACCAGTAGTACAACAGAGGGAGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCATAAACACAAAGGTGAAAGACTATGCACTTTTTTATAACCTTGAT
ATAGTACAAATAAGTAATGATAGTAACAGCTATAGGTTGATAAATTGTAACACCTCAGTCATAACACAAACTT



GTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATACAGTGTAA
CAATAAAAAATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTAGCAATTTCA
CGGAAAATGCTAAAATTATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTATACATCTAGGACCAGGGCGAGCATGGTATGCAACAGGAGAAATAATAGGAGATATAAGA
CAAGCACATTGTAACATTAGTAGAACAAAATGGAATAACACTTTAAGACAGATAGTTGAAAAATTAAGAGAAC
AATTTGGGGACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGGATGCTAAGTGGAGTAATA
AATCTCAGAGTGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGAAAATTACACAAGCAC
GATATACGCCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAATTAGAACTATTGGAATTGGATAAG
TGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAG
GAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
ATTGTCATTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTAGCACAAAGAGCTTTTAGGGCTATTCTTAACATACCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGC
TATAA 
>DQ990880 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAACAACTACCACTCTATTTT
GTGCATCAGAGGCTAAAGCATATGCTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTCAAGAGTAATAGTACCAGTAGTAATAACAGTAGTACAACAGAGAAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAGCACAGGAACTAAGGTAAGAGACTCTGCACTTTTTAATAAG
CTTGATGTATTACCAATAGATAATAGTAGTACCAGCTATAATAGTAGTACCAGCAATAGGTATCACAGCTATA
GGTTGATACATTGTAACACCTCAAGAATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTACCCCGGCTGGTTTTGCGCTCCTAAAGTGTAACAATAAAACGTTCAATGGAATAGGACCATGTACA
AATGTCAGTACAGTACAATGTACACATGGAATTAGACCAGTAGTAACAACTCAACTGCTGTTGAATGGTAGTT
TAGCAGACGAAGAGGTAGTAATTAGATCTAAAAATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAA
ACAATCCGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGGATAACTATGGGACCAGGGAGA
GTATTGTATACAACAGGACAAATAGTAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGACCACAATGGG
ATGACACTCTAAGACAGGTAGTTGGAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATC
TGCAGGAGGGGATCCAGAGGTTGTAATGCACATTTCTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCACGATGAGATTTGGAATAACATGACTTG
GATGGAGTGGGAAAGACAAATTGACAATTATACAGCAGAAATATACACCTTAATTGAACAATCGCAGAACCAA
CAAGAAAAGAATGAGTTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAACATGACAC
AATGGCTGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACGCCACA
GCCATAGCAGTAGGTGAAGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTCTCAACA
TACCTACAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTATAA 
>HM215420 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAACCTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGTTTTAAATTGCACTAATCCTACTAATACCAGTAGTAGGACCAATAGTACGACAGACATGAAAAACTGCTC
TTTCGATGTCACCACAAACATACAAACTAAGGTGAAAGAATATGCACTTTTTTATAAGCTTGATGTAATACCA
ATAGATGATAATAATAATATCAGCTATAGGTTGAGACATTGTAACACCTCAGTCATTACACAAGCTTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAACAATAA
AATGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTA
TCAACTCAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAGGTAGTAATTAGATCTCGCAATTTCACGGACA
ATGCTAGAGTCATAATAGTACAGCTGAACGACTCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAG
AAAAAGGGTAACTCTAGGACCAGGGCGAGTATGGTATACAACAGGACAAATAATAGGAGATATAAGAAAAGCA
CATTGTAACCTTAGTATAGCAAAATGGAATAACACTTTAAAAAAGATAACTGAAAAATTAAAAGAACAATTTG
GGAACAAAACAATAATCTTTAAGCAACCTTCAGGAGGGGACCTAGAGGTTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTC
TAAGTCAGATCTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGAGAAATATA
TACCTTAATCGAACAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCA
AGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCT



TGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTC
GTTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCA
CGAAGAGTTTATAGGGCTATTCTTAATATACCTACAAGAATCAGACAGGGACTCGAAAGGGCTTTGCTATAA 
>HQ699995 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGACAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAACTGGAGCAATACTACTAGTACCAGTAGTAATAATAGTGTCAGAAATAATATCAG
TATCAGTAGTACTATCAGTACTACACTAGAGGGAGGAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAGC
ATAGGAACTAAGGTGAAAGACTATGCACTTTTTTATAAACTTGATGTAGCACAAATAGATAATAGTAGTACCA
GCTATAGGTTGATAAAGTGTAACACCTCAACCATTACACAAGCTTGTCCAAAAGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAATAGGACCA
TGTACAAATGTCAGTACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTTTAGCAGAAAAAGAGGTAGTAACTAGATCTAGCAATTTCACAGACAATGCTAAAGTCATAATAGTACA
GCTGAGTAAATCTATAGAAATTAATTGTACAAGACCTAACAACAATACAAGAAAACGTGTAACTCTAGGACCA
GGGCGAGTATGGTATTCAACAGGACAAATAATAGGAGATATAAGACGAGCATATTGTAACATTAGTGGAACAA
AATGGAATGACACTTTAAAACTGATAACTGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAGTCTTTAA
GAAATCTTCAGGAGGGGACCCAGAGATTGAAACGCACAGTTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCCCCACTGCTGCGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTGAGTGAGATTTGGGATAACAT
GACTTGGATGGAGTGGGAAAGAGAAATTGGCAATTACACAAAACAAATATACACCTTAATTGAAGAAACGCAG
AACCAGCAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACA
TATCAAATTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTT
TGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCATTGTCATTCGCCATTAGCTTGCTTAAC
GCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGCACAAAGAATTTTTGGGGCTATTC
TCCACATACCTACAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCTATAA 
>HM215428 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGGAGAGATGCAAATACCACCTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGACAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGACCAAGGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGCTTTAGATTGCACCAATTTGAATACTACTAATACCACTAATTTGAATACTACTGAGACCAGTAATAGTAC
CATTAGTCCAACAGAGGGAGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAGCATAGGAACTAAGAAA
GACTATGCATATTTGTATAAACTTGATATAGTACAGATAGATAATGGTGATAATAATAGTAACAGATATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAAT
GTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAG
CAGAAGAAGAGGTAGTAATTAGATCCAGCAACTTCACAAACAATGCTGGAGTCATAATAGTACAACTGAATGA
ATCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATCTAGGACAAGGGAGAGCA
TGGTATACAACAGGAAAGATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAATAAAATGGAATA
ACACTCTAAAATATATAACTGAAAAATTAAGAGAACAATATGGGAATAAAACAATAATCTTTAATCAGTCTAC
AGGGGGGGACCCAGAGATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
TTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAAATCTGAGTGAGATTTGGAATAACATGACTTGGAT
GCAGTGGGAACGGGAAATTGGAAATTACACAAAAGAAATATACAACTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAAT
GGCTATGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTGCTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCCATTAGCTTGCTTAACGCCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTGTAGGGCTATTCTTAACATAC
CCAGAAGAATCAGACAGGGCTTCGAAGGGGCTTTGCTATAA 
>EU363828 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCGTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCAATCTGTG
TTATTCTAAATTGCACTAATGCTAACAATACCAATAATAGTAACAGTAGCACAGCAGAGGGAGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCATAAAAACTGTGGTGAAAGACTATGCACTCTTTAATAAACTTGAT
GTAATGCCAATAGGTAATGATACTACCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAAGCTT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAA



CAATAAAACGTTCAATGGAAAAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCT
CGAACAATGCTAGAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAA
TACAAGGAAAAGTATAAATCTAGGACAAGGGCGAGCATGGTATACAACAGGACAAATAATAGGAGATATAAGA
CAAGCACATTGTAACCTTAGTAGAACAAGATGGAATGACACTTTAAAACAGATAACTAAAAAATTAAGAGAAC
AATTTGGGAACAAAACAATAATCTTTGATCAACCTCCAGGAGGAGGGGACCCAGAGATTATGATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGCTGGAGTA
GCAAAACTCAGGAGGAGATTTGGAATAACATGACTTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAA
AGAAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGATCTATTAAAATTGGAT
GAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGCGGTATATCCAAATATTCATAATGATAG
TAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTAGCTATCAGCTTGCTTAACGCCACAGCCGTAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTAGCACAAAGAGCTTATAGGGCTCTTATCCACGTACCTAGAAGAATCAGACAGGGCCTTGAAAGGGCTT
TGCTATAA 
>MF591612 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGATTGGAGGAATCCTAATAATACCAGTGGTAATAATACTGATAATACCAGGGGTAA
TAATACTAGTAATAGCAGTAGTAATATCAGTAGTCCGACAGAGGTAGGAGAAATAAAAAACTGCTCTTTCAAT
ATCACCACAAGCATAGGAACTAAGGTGACAGACCATGCAACTTTTTATAAACTTGATATAGTACCAATAGATA
ATGATACTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCTTT
TGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAGT
GGAACAGGACCATGTACAAATGTCAGTACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAAC
TGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCACAAATAATGCTAAAGT
CATAATAGTACACCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATA
CATCTAGGACCAGGGCGAGCATGGTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACA
TTAGTAGAACGAAATGGAATAACACTTTAAGATGGACAACTGAAAAATTAAGAGAACAATTTGGGAACAAAAC
AATAATCTTTAAGCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCACACTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAACAAATCTCTGAGTGCGAT
TTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGAGAAATATACGCCTTGATT
GAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGA
ATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTT
AAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATT
AGCTTGCTTAACGCCACAGCCGTAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTT
TTTGGGCTGTTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JF932482 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAACTTATTCTACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAGAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGACGTTACATTGTTCTAATTTGACAACTAATGCCAGCAATAATAACATTAGTGCCAGCTATAATACCAGTAG
TCCGATAGGGGGAGAAGAAATAAAAAACTGCTCTTTCAACTATACCACAAGCACAAGAACTAAGGCAAGAGAC
CATGCACTTTTTTATAGTCTTGATGTAGAACCAATAGATGGCACCCTCTATAGGTTGAGACATTGTAACACCT
CAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTT
TGCGCTTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAA
TTAGATCTAGCAATTTCACAGATAATGCTAAAGTCATAATAGTACAGCTGAAGAACCCTGTAAAGATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGCAAGCATGGTATACAACAGGACAA
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGGAATACAATGGAATAACACTTTAACACAGATAA
CAGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGTTAGTTGGAGTAATAAATCTCTAAATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAAT
TGAAAATTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAA
CTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATCAGAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGT



TAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGGGCTATTCTCAACATACCTACGAGAATCAGACAGG
GCTTCGAAAGGGCTTTGCTATAA 
>HQ699949 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCCTATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGTATGAAGATATAGTCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTATCTTAAATTGCACTGATTTGAAGAATACTACTAATACCAAAATTACAATAAAGGAAAGAGAAATGACAAA
CTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAAAGACTATGGACTTTTTTATAAACTTGATGTA
ATGCCAATAGATAATGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAGGCTTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGATCCTAAAGTGTAACAA
TAAAAAGTTCAGTGGTACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAAAAATTTCATGA
ACAATGCTGAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTATAAGACCCAACAACAATAC
AAGAAAAAGCATACCTCTAGGACCAGGGAAAGCATGGTATACAACAGGAGAGATAATAGGAGATATAAGGAAA
GCACATTGTAACCTTAATAGTACAAAATGGTATAACACTTTAAAACTGCTAACTAAAAAATTAAGAGAACAAT
TTGGGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTGCAACGCACAGTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAAATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGTAATAAAT
CTATGGATGAGATTTGGGGTAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAAT
ATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGG
GCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAG
GCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGCTACTCACCATT
ATCATTAGCTGTTAGCTTGCTCAATGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTA
GTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCTAT
AA 
>HM215423 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGTAATGTGACAGAAGATTTTAACATGTGGGAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATTAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAATGCTACTAATTTGGGAAATGATACTAATACCATTAGTATGATAAAGGA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACAACAAACATAAGAACTAAGGTGAGAGATTATGCACTTTTT
TATGCACTTGATGTAGTACCAATAGATAATGCTAGCTGGAGGTTGACAAGTTGTAACACCTCAGTCATTACAC
AAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAA
GTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTTAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAGTAATTAGATCAAGCA
ACCTCTCGATAAATCATAAAAACATAATAGTGCAGCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACATTAAAAAGTATACAGCTAGGACTAGGGCGAGCATGGCATGCAACAGGACAGATAATAGGAGAT
ATAAGGCAAGCACATTGTAACCTTAGTGGCACAGATTGGAATAACACTTTAAACCTGATAACTGAAAAATTAA
GAGAACAATTTGGGAGCAAAACAATAGTCTTTAAGCCACACGTAGGAGGGGACCCAGAGGTTGTGATGCACAA
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTGATAAATCTTTGGAGGAGATTTGGGATAACATGACTTGGATGCAGTGGGAAAAAGAAATTAATAATTACAC
AAAAGAAATATACACCCTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTG
GATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTAAATAGAGTTAGGCAGGGTTA
CTCACCATTGTCATTGGCTGTTAGCTTGCTCAATGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAGTAATACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAAGGA
GTTTGCTATAA 
>EU131805 
GCTGAAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGTCTAAAGCCATGCGTAAAATTAACCCCAATCTGTG
TTACTTTAAATTGTTCTAATTTGAATATTACTACTAATAAATTGAATACTACTAATACCAGAAGTAATCCCAG
TAATATGACAGGGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCGCCACAAGCTCAAGTAATAAGGTAAAA
AAAGACTATGCACTTTTTTATAACCTTGATGTAATAAAAGTAGATAATAGTACTGACAGCTATATGTTGAGAA
GTTGTAACACCTCAATCATTACACAAACTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTAC



TCCAGCTGGTTTTGCGCTTCTAAAGTGTAACAATAAAACGTTCAGTGGAAAAGGACCTTGTACAAATGTCAGT
ACAGTACAATGTACACATGGAATTAAGCCAGTAGCATCAACCCAATTGCTGTTAAATGGCAGCTTAGCAGAAG
AAGAGATAGTAATTAGGTCTAGCAATTTCACGAACAATGCAAAAATCATAATAGTACAGCTGAATGAATCTGT
AGCAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTATAGGACCAGGGCAAGCAATGTAT
GCAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAACAATGGAATAACACTT
TAAGACAGGTAGCTGGAAAATTAAGAGAACAATTTAAGAACAAACAAATAATAATCTTTCAGCCATCTTCAGG
AGGGGACTCAGAGATTGAAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCTTG
GCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAGTCAGATTTGGGATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACTCCTTAATTGAACTATCGCAGAACCAACAAGAA
CAAAATGAACTAGAATTATTGAAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGC
TGTGGTATATCAAAATATTCATAATGATAATAGTAGGCTTGGTAGTTTTAAGAATAATTTTTGCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCCACTAGCTTGCTTAACGCTACAGCCATA
GTAGTAGCTGAGGGAACAGATAGGGTTATAGAAGCAGTACAAAGAATTTATAGGGCTATCCTTCATATACCTA
GAAGAATCAGACAAGGACTCGAAAGGGCTTTGCTATAA 
>EU131800 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCATGAAGATATAATCAGTCTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAAAATACTACTAATGCCAATAGCAATAGCATTAACATGACAGAGGGAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTAAAGTGAGAGGCTATGCACTTTTTTAT
AAACTTGATATAGTACCAATAGATAATGATAGTAGGACCAATAATACCAGCTATAGGTTAATAAGTTGTAACA
CCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTGAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTTTGGCAGAAGACGAGGTTG
TAATTAGATCTAGCAATTTCTCGAACAATGCTAAAGTCATAATAGTACAGCTAAATAAATCTGTAGCAATTGA
TTGTATAAGACCCAACAACAATACAAGGAAAAGTATACATCTAGGACTAGGGCGAGCATGGTATACAACAGGA
GAAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAGAAAAATGGAATGACACTTTAAGACAGA
TAACTGTAAAATTAAGAGAACAATTTAACAAAACAATAAGCTTTAAACAATCTTCAGGAGGGGACCCAGAGAT
TGTAATGCATAGTTTTAATTGTGGAGGGGAATTTACGCACCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATAC
CTAAAGGATCCGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGTTAGTTGGAGTAATAAATCTCTGAGTGAAATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAAAAGAAATATACACCCTAATTGAGGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAC
CTATTGGAGTTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAGATGGCTGTGGTATATCAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGT
TAGGCGGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTAGTACAAAGAGTTTATAGGGCTATTCTCAACATACCTACAAGAATCAGACAGG
GCCTCGAAAGGGCTTTGCTATAA 
>EU131794 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAATACTACTAATACCCATAGTACTAATGCCAGTAGTAATATCAGTAGTAC
GACAGAGGGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAAAGACTAT
GCATTTTTTAATGAACTTGATATAGTACCAATAGCTAATGATAGTACCAGCCATAGGTTGATAAATTGTAACA
CCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGG
TTTCGCGCTTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACTCATGGAATTAGGCCAGTAGCATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAG
TAATTAGATCTAGCAATTTCATGGACAATGCTAGAATCATAATAGTACAGTTGAATGAATCTGTAGAAATTAA
CTGTACAAGACCCAACAGCAATACAAGAAAAAGTATACATCTAGGATCAGGGCGAGCATGGTATACAACAGGA
CAAATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGAATAAAATGGGATAACACTTTAAAACAAA
TAACTAAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGA
GATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCGTTTGCACCACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTTTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAAAAGAAATATACACCTTAATTGAAATATCGCAGAACCAGCAAGAAAAGAATGAACTA
GAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCA
AAATATTCATAATGATAGTAGGAGGCNNGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAG



AGTTAGGCAGGGATACTCACCATTGTCATTAGCTACTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCTATTCTCAACGTACCTAGAAGAATCAGAC
AGGGCCTTGAAAGAGCTTTGCTATAA 
>EU131807 
GCTGAAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAGATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTATTTTAAATTGCACTGATTTGGGAAATACTACTAATACCAGTAGTAATACCAGTAGTATAACAGAGGGGGG
AGAACTAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCAATTTTTAAT
AACCTTGATGTAGCACCAATAAATAATAATGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCA
TTACACAAGCTTGTCCAAAGGTATCTTTTGGGCCAATTCCCATACATTATTGTACCCCGCCTGGTTTTGCGCT
TATGAAGTGTAACAATAAAATGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTTTAGCAGAAGAAGAAGTAGTAATTAGGT
CCAGCAATTTAACAGACAATGCTAAAATCATAATAGTACAGCTGAATAAATCTGTAAAAATTGATTGTATAAG
ACCCAACAACAATACAAGAAAAAGTATAAATCTAGGACAAGGGCGAGCATGGTATGCAACAGGACAAATAATA
GGAAATATAAGACAAGCACATTGTAACCTTAGTAGAACAGAATGGACTGACACTTTAAAACAGATAACTGAAA
AATTAAGAGAACAATTTGGGAAGAAAACAATAATCTTTAATCAATCCTCAGGAGGGGATCTAGAGATTGTAAT
GCACAGTGTTAATTGTGAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAAAAGAAATATACACCTTAATCGAACTATCACAGAACCAGCAAGAAAAGAATGAACTAGACCTATTG
GAATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATCAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGCAAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTGGCTACTAGCTTGCTTAACTCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAATAGCACAAAGAGCTTTTAGGGCTATTCTCAATATACCTACAAGAATCAGACAGGGCCTAG
AAAGGGCTTTGCTATAA 
>EU131809 
ACTCAAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACAAAGAGGTACATAATGTTTGGGCCACACGTGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATTACATGGTAGGA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAGGCATAATACTACTAATACCAATAGTACCAGTAATGCCACTTTGGACAC
GATGGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGCAATAAGAAATGAGGTGCGACAAGAATAT
GCACTTTTTAATAAACTTGATGTAGTAAATATAGATAATAACAATAGTAACTATATGTTAATAAATTGTAACA
CCTCATCCATTACACAGGTCTGTCCAAAGGTATCCTTTGAACCGATTCCAATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGACCATGTACAAATGTCAGCACAGTGCAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAA
TAATTAGATCTGAAAATTTCACAGACAATACTAAGACCATAATAGTACAACTGAATAACACTGTAAAAATTAA
TTGTATAAGACCCAGCAACAATACAAGAAAGAGTATACCTATGGGACCAGGAAGAGCAATCTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTATGACAGACTGGAACAACACTTTAAGACAGG
TAGCAATGAAATTAAAAGGACAATTCAGAAATAAGACAATAGTCTTTAACCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACACAGTTAATCGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGA
TACCTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGAAGAAATTTGGAGTAACATGACCTGGATGCAGTGGGAGAGAGA
AATTGATAATTACACAGGCTTAATATACACTTTACTTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACAA
GAATTATTGGAATTGAATAAATGGGCAGATTTGTGGAGTTGGTTTGACATAACGAATTGGCTGTGGTATATAA
AATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAAAATAGTTTTTACTGTATTTTCTATAGTGAGTAG
AGTTAGGCAGGGATACTCACCATTATCATTCGCTGTCAGCTTGCTTAATACCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGAATTATAGAAGTAGCACGTAGATTTGTTAGGGCTATTATCAACATCCCTACAAGAACAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>MH479968 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTAATGTGGAGAATGCTACTAATACCAATGCTACTAATGCTACTAATACCAATACTAC
AACAGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAATACTAAAGTGAAAGACTAT
GCACTTTTCTATAAATATGATGTAGTATCAATAAATAAGGCTAATACCAGCTATAGGTTGATAAATTGTAACA
CCTCAGTCATTACACAAGCTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG



TTTTGCGATTCTAAAATGTAACAATAAAACATTCAAGAGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTATTAAATGACAGTTTAGCAGAAAAAGAGGTAG
TAATTAGATCTAGCAATTTCACGGACAACGCTAGAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAACGTATAACTCTAGGACCAGGGCGAGTATTGTATGCAACAGGA
CAAATAATAGGAGATATAAGACGAGCACATTGTAACCTTAGTAGAACAGAATGGAATAACACTTTAACACAGG
TAGCTAAAAAATTAAGAGAACAATTTGGGAACAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGA
GATTACAATGCACAGCTTTACTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTGAGTGATATCTGGGATAACATGACTTGGATGGAGTGGGAAAGAGA
AATTAACAATTACACAAAAGTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTA
GAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCCTTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG
GGAACAGATAGGGTTATAGAAATAGCACAAAGAGCTTATAGGGCTATCCTCAACATACCTACAAGAATTAGAC
AGGGCCTCGAAAGGGCTTTGCTGTAA 
>JF932468 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGCAAATGTGACAGAAGACTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATGCTAATAACACCAGTAGTACTGATAATACCAGTAGTAATACCAGTACTACGAC
AGAGGGAGGGGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTACGGTGAAAGACTATGCA
CTTTTCAATAGTCTGGATATAGAAAAAATAGATAATACTACCAGCTATAGATTGATAAAGTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAGTAATTA
GATCTAAAAATTTCACAAATAATGATAAAATCATAATAGTACAGCTGAAGGAATCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATATCTCTAGGACCAGGGCGAGCATGGTATACAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGAAAAATGGAATGACACTTTAACAAAGATAGCTA
AAAAATTAAGTGAACAATTTGAAAACAAAACAATAATCTTTAATCAACATTCAGGAGGGGACCCAGAGATTGT
AATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATG
TTAGTTGGAGTAATAGATCTCTGAGTGAAATTTGGGATAACATGACTTGGATGGAGTGGGAAAAAGAAATTGA
CAATTACACACAAGAGATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTA
TTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATCAAGATAT
TCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTTGCTATCAGCTTGCTTAACGCCACAGCAGTAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCTATTCTCAACATACCTACAAGAATCAGACAGGGCC
TCGAAAGGGCTTTGGTATAA 
>JF932470 
GCTACAAAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGAGACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATATTCTTGGTAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACGTTAAATTGCACTAATTTGAATACTACTAATACCAGTAATACTACCAGTAGTAACAACAGTAGTCTGAC
AGGGGGAGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTAAAAGACTATGCA
CTTTTTTATAAATATGATGTAGTAAAAATAGATAGTGAAAATGATAATACCAGCTACAGGTTGATAAATTGTA
ACACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACTCCGGC
TGGTTTTGCAATTATAAAGTGTAACGATAAAATGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAGG
TGGTAATTAGATCCAGCAATTTCTCGGACAATACTAAAGTCATAATAGTACAGCTGAATCAATCTGTAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATGGTATACAACA
GGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAACAGAATGGGATAACACTTTAAAAC
AGATAGCTGGAAAGTTAAGAAAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTGCAGGAGGGGACCC
AGAGATTGAAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAGAACTCACGATGAGATTTGGAATAACTTGACTTGGAGGGAGTGGGAAAG
AGAAATTAGCAATTACACAAATGAAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAA
CTAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAACTGGTTTGACATAACACAATGGCTGTGGTATA
TCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAA



TAGAGTTAGGCAGGGGTACTCACCATTGTCATTAGCTATTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGGGCTATTCTTAACATACCTACAAGAATCA
GACAGGGCCTAGAAAGGGCTTTGCTATAA 
>JF932471 
GCGACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGCTACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAGAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAACATTAACCCCACTCTGTG
TTACTTTACATTGCACCAATGTGACTGTTACTAATACCGGTAGTACTACCAGGAGTAGACCTACCAGAAGTAG
TACTACCAGCAGTGTGACAGGGGGAGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAGGAACT
AAGGTGGAAGACTATGCAGTTTTTTATAAACTTGATATAGAACCAATGAGTAATGATACTAATACTACCAGTT
ATAGGTTGATAAGTTGTAATACCTCAGTCATTAAACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTTTAGCAGAAAGAGAGGTAGTAATCAGATCTAGCAATTTCACGGACAATACTAAAATCATAATAGTACAGCT
GAAGGAACCTGTGGAAATTACTTGTGAAAGAACCAACAACAATACAAGAAAAAGTATACCTCTAGGACCAGGG
CGAGCATGGTATACAACAGGACAAGTAATAGGAAATATAAGACAAGCAAGTTGTAACCTTAGTATAGCAGACT
GGAATAACACTCTAGGGCAGGTAGCTAAAAAATTAAGAGAACAATTTAGGAACAAAACAATAGTCTTTAATCA
ATCTTCAGGAGGGGACCTAGAGATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCAGAGTGAGATTTGGAATAACATGAC
TTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAAC
CAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGC
TATACTTTCTCTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACACC
ACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCTATTCTCA
ACATACCTACAAGAATCAGACAGGGCCTTGAAAGAGCTTTGCTATAA 
>JF932473 
GCTGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGCGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAGAAATGACATGGTAGAACAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGCAAAATTAACCCCACTCTGTGTTA
CCTTAAATTGTACTAATTCGAATACTACTAAGACCAGTAGTAATACTAGTAGTACAACAGAGGGAGGAGAAAT
GAAAAACTGCTCTTTCAATGTCACCACAAGCATAAAAACTAAGGTGAGAGACTATGCACTTTTTTATAACCTT
GATCTAGTACTAATAGATAATGATAAGGAAAATAGTACCAGCTATAGGTTGATAAATTGTAACACCACAGTCA
TTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACAGTAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGATAGTAATTAGAT
CTAGCAATTTCACAGACAATGCTAGAACCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTATAAG
ACCCAACAACAATACAAGAAAAAGTATATCTCTAGGACCAGGAAAAGCATGGTATACAACAGGACAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAGAATGGAATAACACTTTACAGCAGATAATTGGAA
AATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGTGAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTA
GCTGGAGTAATAAATCTCTGGGAGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAGCAA
TTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATCAAAATATTCA
TAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCGTTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGAT
AGGATTATAGAAGTAGTACAAAGACTTTGTAGGGCTTTTCTTAACATACCTAGAAGAATCAGACAGGGCCTCG
AAAGGGCTTTGCTATAA 
>KM217584 
GCTCAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAGACACCACTTTATTTTGTG
CATCAGATGCTAAGGCATATGCCACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAACAG
ATGCAACAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTGTTA
CTTTAAATTGCATTGATTACAAGTCTAATACTACTAATGGAACTAAAACTGCCAGTAATAGTAGCTGGGAATA
TATGGAGGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAAACATAGGAAACAAAGTAAAGAAAGATTAT
GCACTTTTTAATAAACTTGATGTAGTACCAATAGATAATAGCTCTCATATGTTGATAAATTGTAACACCTCAG
TCATTACGCAGACCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGCACCCCGGCTGGTTTTGC



GATTATAAAGTGTAATGATAAAAAATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGATATAGTGATTA
GATCTAAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAGATTAATTGTAC
AAGACCCACCAACAATACAAGAAAGAGTATACATATAGGACCAGGGAGTTCATTATATGCAACAGGAGCAATA
ATAGGAGATATAAGACAAGCACATTGTAATGTTAGTTTTACAAAATGGAACAACACTTTAAAAAGGGTAGCTA
TAAAATTAAGAGAACAAGTTGGTAATGATACAACAATAGCCTTTCGGCAACCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACACATTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTGTGGATGAGATTTGGGAAAACATGACCTGGATGCAGTGGGAGAGAGAAAT
TGACAATTACACAGAATTAATATACTCTTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAGCAAGAA
TTATTGGAATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAATACCACAGCTGTAGCAGTAGCTGAGGGG
ACAGATAGAGTTATAGAATTAGCACAAAGAGCTGGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGG
GCGCAGAAAGAGCTTTGCTATAG 
>KM217662 
GCTCAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATGAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGATCC
TAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCAGGAGGATATAATCAGTTTATGGGAAGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATGGGAAAAATAATAATACTGGTAATAGTACCAATAGTACTAACGCCACTGTAAGTAG
TTTGGAAAAAACAGTGGGAGAAATAAAAAACTGCACTTTCAATGTCACCTCACAAATAAAAAATGGGGCGAGA
ACAGAACGGGCAATTTTTAATAGACTTGATGTAGTACCAATAGACAATGATAACTCTAGCTATATGTTAATAA
ACTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTATAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGTACAAATGTCAGT
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGACATAGTAATCAGGTCTGAAAATCTCACGAACAATGTTAAAAACATAATAGTACAACTAAAGGAAGCTGT
AAAAATTAATTGTTCAAGACCCAACAACAATACAAGAAAGAGTATAAACTTTGGACCGGGGGGAGCAATCTAT
ACAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAATATTAGTTTTGAAGAATGGAACAACACCT
TAACACAGGTAGCTATAAAATTAAGAGAACAATATGGAAATAAGTCAATAGTCTTTAAGCAACCCCCCCCAGG
AGGGGATCCAGAAATTGTAATGCACACATTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTA
GCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCGCCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTATGGATGAGATTTGGAACAATATGACCTGGATGCA
GTGGGAGAGAGAAATTGACAATTACACAGATCTAATATACAGTCTACTTGAACAATCGCAGAACCAGCAAGAA
AAGAATGAGCAAGAATTATTGGAATTGGATAAGTGGGCAGGTTTGTGGAGTTGGTTTTCCATAACACAATGGC
TGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTATACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTAGCTGTTAGCTTGCTTAATGTTACAGCTATA
GCAGTAGCTGAGGGAACAGATAGAATTATAGAAGCAGCACAAAGAATTGGTAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTATAA 
>KM217802 
GCTGTAGAACAATTGTGGGTTACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAC
CAGATGCAGGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGCACTACTGTGAATGCGAATGTTAGTGTGGATGGGAATGATATTACCAATAGTACTCGGGA
AAAGCTAAAGGAAGGAATAAAGGGAGAAATAACAAACTGTTCTTTCAATATCAGCACAAGCATAGAAAAAAGG
ATAAAGAGAGGATATGCAATTTTTGATAAGCTTGATGTAATGCCAATAGATAATCCAGATAATAGCACAAATA
ATGCAAACTATACACTCTATACAGTGAGAAATTGTAACACCTCAGTCATTACGCAGGCCTGTCCAAAGATATC
TTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAATTC
AATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTC
AACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAA
AACCATCATAGTACAGCTGAATGAAACTATAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGT
ATACATTTTGGACCGGGGGGACCACTTTTTACAACAGATATAATAGGAGATATAAGACGAGCACATTGTAAAC
TTAATGGAACACAATGGAAAACCGCTTTAGAAAGGATAGCTATAAAATTAAGAGAACAATGGAATAAAACAAT
AGCCTTTAATAAATCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCCAGTTGGAGTAATAAATCTATGAGTCAGATTTG
GGAGAACATGACCTGGATGGAGTGGGAGAGAGAAATTAGCAATTACACAAGCTTAATATACACCTTAATTGAA
GAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATT
GGTTTAGCATAACAGAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG



AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTACTAGC
CTGTTTAATACTACAGCTATTGCAGTAGCTGAGGGAACAGATAGGATCATAGAAATAGTACAAAGAATTTATA
GAGCAATTCTTCACATACCTACAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTATAA 
>KM217995 
GCTGAGGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAACACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATAACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGATCC
TAACCCACAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCAAGAAGATGTAATCAGTCTATGGGATGAAAGTCTAAAGCCATGTGTAAGATTAACACCACTCTGTGTTA
CTTTAAATTGCACTGATTGGAAGTCTAATACTACTCATACTACTAATATCAGTAGAACTGATATGGAGGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAAAATAGGAAATAAGATACGAAAAGAATATGCACTTTTTAAT
AAACTTGATGTAGTACCAATAGATAATAAGACATCTATGTTGATAAATTGTAACACCTCAGTCATTACGCAGG
CCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCTATTATAAAGTG
TAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAGTAATTAGATCTGAAAATT
TCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACCCAGCAA
CAATACAAGAAAGAGTATACATATAGGATGGGGGAGATCATTATATGCAACAGGAGACATAACAGGAGATATA
AGACAAGCACATTGTAATGTTAGTGTAGCAAAATGGAATAACACTTTAAGACAGGTAGCTATAAAATTAAGAG
AACAATTTAAGAATAAAACAATAGCCTTTAAGCAACCCTCAGGGGGGGACCCAGAGATTGTAATGCACACATT
TAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGACCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTGTGGATGAGATTTGGAAAAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAGA
ATTAATATACACTTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAGTGGGCAAATTTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTCGCTGTTAGTTTACTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATA
GAATTAGCACAAAGACTTGGTAGAGCTATTCTTAACATACCTAGAAGAATAAGACAGGGCACAGAACTAGCTT
TGCTATAA 
>JF932475 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTAATTTGAATGCTACTAATAATACTACTGATACCAGTAATAATACCATTAGTATGAT
AGAGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAACTACGGTGAAAGACTATGCA
TTTTTTTATAAACTTGATGTAGTACCAATAGATAGGGATAAGAATGATAGTACCAGCTATAGGTTGAGACATT
GTAACACTTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCTCC
GGCTGGTTTTGCGATTCTAAAATGTAACAATAAAACGTTTAATGGAACAGGACCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTTTAGCAGAAGAAG
AGGTAGTAATTAGATCTAGCAATTTCTCGAACAATGCTAAAGTCATAATAGTACAGCTAAATGAATCTGTAGA
AATTGAGTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAGCTAGGACTAGGGCGAGCATGGTATACA
ACAGGACAAATAATAGGAAATATAAGAAAAGCATATTGTAACATTAATGGAACAAAATGGAATAACACCTTAA
AACAGATAGCTAAAAAACTAAGAGAACAATTTGGGAACAAAACAATAAGCTTTAATCAATCTTCAGGAGGGGA
CCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATGTTAGTTGGAGTAATAAATCTATGGATGAGATTTGGACTAACATGACTTGGATGGAGTGGGA
AAGAGAAATTGAAAATTACACAAAAGAAATATACACCTTAATTGAAAAATCGCAGAACCAACAGGAAAAGAAT
GAACAAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTGCTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGTAGTAGTACAAAGAACTTGTAGGGGTATCCGCAACGTACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>JF932476 
GCTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAAGTAGTCATGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATACTACTAATACCAGTAGTAATACCAGTATTACCAGTATTAGTAA
TACCAGTATTATAACAGAGGGAGGAGACATAAAAAACTGCTCTTTCAATATCACCACCAGCATAGGAAATAAG
GTGAAAGACTATGCACTTTTTTATAGACTTGATGTAGCACCAATAGATAATGGTACTACCAGCTATAGGTTGA
TAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG



TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAAAGGAACAGGACCATGTACAAATGTC
AGTACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAG
AAGAAGAAGTAATGATTAGATCTAGCAATTTCACGAACAATGCTAGAGTTATAATAGTACAGCTGAAGGAATC
TATAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGGGTATCTCTGGGACCAGGGCGAGTATGG
TATACAACAGGACAAATAGTAGGAGATATAAGACAAGCACATTGTAACCTTAGTGGCACAGAATGGAATAACG
CTTTAAAACAGATAGCTAAAAAATTAAGAGAACAATTTAACAAAACAATAATTTTTAAGCAATCCTCAGGAGG
GGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCTTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGATGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATTCTAGTTGGAGTAATAGATCTCTGCATGAGATTTGGGATAACATGACTTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACTAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGCAAATAGGGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAATGCTACAGCTATAACA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTTTAGAGCTTTACTCCACATACCTAGAA
GAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JF932477 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACTTTATTTT
GTGCATCAGATGCTAGGGCATATGCTACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCACCCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTTGGGGAATACTACCAGTAGTAATAACAGCAGTACAGCAGAGGGAGGAGA
AATAAAAAACTGCTCTTTCAATATCACTACAAGTATAAGAACTAAGGTAAGAGACTATGCACTTTTTTATAAA
TTTGATGTAGTACCAATAGGTAATAATGGTACCAAATATAGGTTGATAGAGTGTAACACCTCAGTCATTACAC
AAGCTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAA
GTGTAACAATAAAACATTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTGCAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCA
ATTTCTCGAACAATGCTAGAGTCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACCCAA
TAACAATACAAGAAAAAGTATACACCTAGGACAAGGGAGAGCATGGTATACAACAGGAGAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAATAACACTTTAAGACAGATAACTGAAAAATTAA
GAGAACAATTTGGAAACAACAAAACCATAATCTTTAAGGAACCTGCAGGAGGGGACCCAGAGATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCTCTAAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGGCAAATTGAAAATTA
CACAAAAGAAATATACACATTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGACCTATTAGAA
TTGGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTATATCAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAAGGGACAGATAGG
GTTCTAGAAATAGCACAAAGAGCTTGTAGGGCTATTCTCAACATACCTAGAAGAATCAGACAGGGCTTCGAAA
GGGCTTTGCTATAA 
>JF932483 
GCTGCAGAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATTCTACAGAGGTACATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTAATTTGAATATTACTAATACCAGTAATAATACCAGTAGTACTACCAGTAGTATAAT
ACGGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAATACTAAGGTGAAAGACTATGCA
CTTTTTTATAAACTTGATGTAGAACAAATGGGAGGGGATAATACCAGCTATAGGTTGATAAATTGTAACACCT
CAGTCATTAAACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCAATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAA
TTAGATCTAGCAATTTCAGTGACAATAAGAAAAACATAATAGTACAGCTGAAGGACTCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGCGAGCATGGTATGCAACAGGACAA
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGCACAAAATGGAATAACACTTTAAAACAGGTAA
TTAAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCCTCAGGGGGGGACCCAGAGAT
TACAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATTC
CTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGAATGAAATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAAT
TAGCAATTACACAAAAGAAATATACACCTTAATTGAAAATTCGCAGAACCAGCAAGAAAAGAATGAACTAGAC
CTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATCAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTAAATAGAGT



TAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGTAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCTATTCTTAACATACCTACAAGAATCAGACAGG
GCCTCGAAAGGGCTTTGCTATAA 
>JF932484 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGCCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATTTGAATACTACTACTACTAATACCACTAGAACTACCAATAGTCCGATAGCGGT
AGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATACAGACCAGGGTGAAAGACTATGCACTTTTT
TATAATCTTGATATAGTACCAATAAAGGATGATAATGATAATAATAGTAACACCTATAGGTTGATGAATTGTA
ACACCTCAATCATTACACAATCTTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAAAAGGACCATGCACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAGG
TAGTAATCAGATCTAGCAATTTCACAGACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAAT
TAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATGGTATGCAACA
GGAGAAATAATAGGAAATATAAGACAAGCATATTGTAACATTAGTAGAGCAAAATGGAATGACACTTTAAAAA
AGATAGATCAAAAATTAAGAGAACAATTTGGGAATAAAACAATAACCTTTACTCACTCTTCAGGAGGGGACCC
AGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGTTAGTTGGAGTAATAAATCTTACAATCAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAG
AGAAATTGGCAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TCAAAATATTCATAATGGTAGTAGTAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTATTTTCTATAGTAAA
TAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTTATAGGGCTATTCTCCACATACCTACAAGAATCA
GACAGGGCCTCGAAAGGGCTTTGCTATAA 
>JF932485 
ACTGCAGAAAAATTGTGGGTAACTGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTAACAGAAAACTTTAACGTGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCCGATGTGAAAAATACTAATAATACCAGTAGTAATACCAGTAGTATAACAGAGGGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGTACTAAGGTGAAAGACTATGCATTTTTTTAT
AAACTTGATGTAGTACCAATAAATAATGATAATGCCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
AAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTA
GCAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTATAAGACC
CAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGCAAGCATGGTATACAACAGGACAAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAACACTTTAGAACAGGTAGCAAAAAAAT
TAGGAGAACAATTTGGGAACAAAACAATAGTCTTTACTCAATCTTCAGGAGGAGACCCAGAGATTGTAATGCA
CAGTTTTAATTGTGGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGCAATAAATCTCTGAATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAAGAGAAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAA
TTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATCAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGTACAAAGAACTTATAGGGCTATTATCCACATACCTACAAGAATCAGACAGGGCCTCGAAA
GGGCTTTGCTATAA 
>JF932486 
GCTACAGAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAAGGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTGACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGAGCAAAGCCTAAAACCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGTACTTCAAATTGCACTAGTTTTAATTGTACTTCAAGTTGCACTAATTTGGG
GAATGCTACTAATAACAGTGGTAATACAGAACTAAAAAACTGCTCTTTCGACACCACCACAAGCATAGGAACT
AAGAGGAGGGACCATGCACTTTTTAATGAACTTGATATAGTACAAATGAATGATGGTAATACCAGCAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTTTCCTTTGAGCCAATTCCCATACA



TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAACAGGACCATGTACA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTT
TAGCAGAAGGAGAGATAGTAATTAGATCTAGCAATTTCTCGGAAAATGCTAAAATCATAATAGTACAGCTGAA
TGAATCTGTAACAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTATGGGACCAGGGCGA
GCAGTGTATGCAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAACAATGGA
ATAACACTTTAGAACGGATATATAAAAAATTAAAAGAAATATACAACAGAACAATAATCTTTAATCACTCTTC
AGGAGGGGACCCAGAGATTGTAATGCATAGTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
TTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCC
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGAATGAGATTTGGAATAATATGACTTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACTAGATCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATCAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTATTAGCTTGTTTAACGCCACAGCC
ATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTTTAGGGCTATTCTCAACATAC
CTACAAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTATAA 
>MH479957 
GCTGCAGAAAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGTGTTACTTTAAATTGCACTGATTATACCAATAGAACGACAGAGGGAGGAGA
AATAAAAAACTGCTCTTTCAACATCACCACAAGCCTAAAAACTAAAGTGACAGACTATGCATTTTTTTATAAA
CTTGATGTAGTACCAATAAGTAATAATAGTACCAGCTATAGGTTGATAAATTGTAACACCACAGTCATTACAC
AAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAA
GTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGGTAGTAATTAGATCTAGCA
ATTTTACGGACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTATAAGACCCAA
CAACAATACAAGAAAAAGTATACATCTGGGACCAGGGCGAGCATTGTATACAACAGGAATAATAGGAGATATA
AGACAAGCACATTGTAACCTTAGTAGCACAAAGTGGAATAACACTTTAAAACAGATAACTAAAAAATTAAGAG
AACAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTT
TACTTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAAG
GGAAATATACACCTTAATTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAACTATTGGAATTGGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATCAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCCATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTAGCTATTAGCTTGCTTAACGTCACAGCCATAGTAGTAGCTGAAGGAACAGATAGGGTTATA
GAAGTAGCACAAAGAGCTTATAGAGCTATTCGCCACATACCTACAAGAATCAGACAGGGTCTCGAAAGGGCTT
TGCTATAA 
>JF932487 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAG
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAATCCCACTCTGTG
TTAATTTAACTTGCACTAAGTTGAATATTACTAATACCAGTAGTAATACCAGTGGTACCAATAATACTACCAG
TAGTACTACCAGTAGTCCCAATAGTACTGCCAGTAGTATAACAGAGGGAGGAGATATAAAAAACTGCTCTTTC
AATATCACCACAAGCATAAGAACTGAGGTGAGAGATTATGCATTTTTTTCTAACCTTGATATAGTACCAATAA
ATAATGGTAATACCAGCAATGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGC
TTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGTGATTCTAAAGTGT
AACGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGC
CAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTT
CTCGAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAAC
AATACAAGAAAAAGTATACATCTAGGACCAGGGCAAGCATGGTATACAACAGGACAAATAATAGGAAATATAA
GACAAGCACATTGTAACATTAGTAGTATAAAATGGAATAAAACTTTAGGACAGATAACTAAAAAATTAAAAGA
ACAATTTGGGAACAAAACAATAATCTTTAATGCATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTT
AATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGC
TCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGTAA
TAGGAATCTGAGTGAGATTTGGGATAACAATAACATGACTTGGATGAAGTGGGAAAGAGAAATTGAGAATTAC
ACAAAAGAAATATACACCTTAATTGAAGAATCACAGAACCAACAAGAAAAGAATGAACTAGAACTATTAGAAT
TGGATAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATCAGAATATTCATAAT



GATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGA
TACTCACCATTGTCATTTGCTATTAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGA
TTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCCACACGAATTAGACAGGGCCTCGAGAG
GGCTTTGCTATAA 
>JF932489 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGACCCCTAATGTGACCAGGACTAGTGAGAAGAATATCACAATAGAGGCAGG
AGACATGAAAAACTGCTCTTTCAATATCACCACAAGCATAGGGAATAAGGTGAAAGACTATGCACTTTTTAAT
ACACTTGATATAGGACTAATAGAGAATACTACCAACTATAGGTTGATACAGTGTAACACCTCAGCCATTACAC
AAGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTGATTCTAAA
GTGTAAAGATAGAAATTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAGTGTACACATGGAATT
AAGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGGTAGTAATTAAATCTAGCA
ATTTCTCGGACAATGCTAAAGTCATAATAGTACAGCTGAATGAACCTGTAGTAATTAATTGTACAAGAACCAA
CAACAATACAAGAAAAAGCATACATCTAGGACCAGGGAGAGCATGGTTTACAACAGGACAAATAACAGGAGAT
ATAAGAAAAGCACATTGTACACTTAACGGTACACAATGGAATAACACTTTAAGACAGATAGCTGAAAAGTTAA
AAGAACAATTTGAGAACAGAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCACAG
TGTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAATAAAACTCATGACAGGATTTGGGGTAACATGACTTGGATGCAGTGGGAGAGAGAAATTGAAAACTACAC
AAATGAAATATACACCTTAATTGAAGAATCGCAGACCCAACAAGAACGGAATGAACTAGAGCTATTAAAATTG
GATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATCAGAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGGAGGGACAGATAGGGTT
ATAGAAGTAGTACAAAGAGCTTATAGGGCTATTCTCAACATACCTAGAAGAATCAGACAGGGCCTCGAGAGGG
CTTTGCTATAA 
>JF932490 
GCTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTCTTAGAAAATGTGACAGAAAACTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGCAAAATTAACCCCAATCTGTG
TTACTTTAAATTGCACTAATTTGAAGAATAATACTAATGCCAGTAGTAATATCAGTAATATCAATAGTACAAT
AGAGGGAGGAGAAATGAAAAACTGCTCTTTCAACATCACCACAAGCATGAATACTAAGGTAAAAGACTATGCA
CTCTTTTATAGACTTGATATAGTACCAATAGATGATGATGGTGATAATACCACCTATAGGTTAATAAATTGTA
ACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGC
TGGTTATGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGG
TAGTAATTAGGTCTAGCAATTTCTCGGAAAATCATAGAGTCATAATAGTACAGCTGAATAAATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGCAAGCATGGTATACAACA
GGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGTACAGATTGGAATAACACTTTAAAAC
AGATAACTGGGAAATTAAGAGAACAATATGGGAACAAAACAATAATCTTTACTCACCATTCAGGAGGGGACTC
AGAGGTTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGC
CTTGGAATGTTAGTTGGAGTAATAAATCTCTAAATGAAATTTGGAATAACATGACTTGGATGGAGTGGGAAAG
AGAAATTAGCAATTACACAGGCATAATATACAACTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAA
CTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAGAATGGCTGTGGTATA
TCAGAATATTCATAATGGTGATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCGGTAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACGCGACAGCCATAGTAGTAGCT
GAGGGGACAGATAGGGTTATAGAAATAGCAAGAAGGGCTTTTAGGGCTATTCGCAACATACCTACAAGAATTA
GACAGGGCCTCGAGAGGTCTTTGCTATAA 
>JF932491 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGACGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATTTGAACCAGACTACCAATACCAATAGTACTACCATTAGTCCGAAAGGGGGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGTATAAAAACTAAGGTAAAAGACTATGCACTTTTTTAT
AACCTTGATATAATAAAAATGGAAGATGGTAATAATAATAATACCTATAGGTTGATAAATTGTAACACCTCAG



TCATTAAACAAGCTTGCCCAAAGATAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTGCAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAAATAGTAATTA
GATCTAGCAATTTCACGGACAATGCTAAAATCATAATAATACAGCTGAATGAATCTGTAGCAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATAACTCTAGGACCAGGGAGAGTATGGTATACAACAGGACAAATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACACAATGGAATAACACTTTAAAACAGATAACTG
AAAAATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCTAGAGATTGC
AACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
CAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCCCTGGATAAGATTTGGAATAACATGACTTGGATGGAGTGGGAGAGAGAAATAGG
CAATTACACAGAAAAAATATACAACCTAATTGAAAAGGCGCAGAACCAGCAAGAAAAGGATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTTTAGTAAGTAGAGTTAG
GCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAATGCAACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAATAGCACAAAGAGCTTATAGGGCTTTTCTCAACATACCTACAAGAATCAGACAGGGTC
TTGAAAGAGCTTTGCTATAA 
>JF932493 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGACACAAATACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTAGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGGTATGGTAGAC
CAGATGCAAGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGAAAATACTACTAATGCCAGTAGTAATATCAGCAGTACGACAGGGGGAGG
AGAGATGAAAAACTGCTCTTTCAATATCACCACAAGCATGCAAACTAAGGTGAAAGACTATGCACTTTTTTAT
AATCTTGATGTAGTACAAATAGATGATAAGGATAATACCAGCTATAGGTTGATAACTTGTAACACCTCAGTCG
TTACACAAGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCT
TCTAAAGTGTAACAATAAAACATTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTTGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGAT
CTAGCAATTTCTCGAACAATGCTGACAATATAATAGTACAGCTGAATAAATCTGTAGTAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAGAGTATAAATCTAGGACAAGGGCGAGCATGGTATACAACAGGACAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTGGAGCAGCATGGACTAACACTTTAAGACAGGTAGCTGAAA
AATTAAGAAAACAATTTGAGAATAAAACAATAACCTTTACGCAATCTTCAGGAGGGGACCCAGAGATTGTCAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATACCTGAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGAATGTTA
GTTGGAGTAATAGATCTCTGGATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAAGGGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAATTAGAACTATTG
GAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATCAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTAGCTATTAGCTTGATTAACGCCACAGCTGTAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGGGCTTTTAGGGCTTTTGTTCACATACCGACAAGAATCAGACAGGGCCTCG
AAAGGGCTTTGTTATAA 
>JF932499 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCCTGGGAAATGTGACAGAATATTTTAACATGTGGAAAAATAATATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGCTTTAACTTGCACTGATTTGAATACTACTAATACCAATACTACCAGTAGTACGACAGAGGGAGGAGAAAT
AAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCACTTTTTTATAAACTT
GATATAATACCAATAGATAATACCAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAAGCTTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAACAA
TAAAACATTCACTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTA
GTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGGGGTAGTAATTAAATCTAGCAATTTCATGA
ACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAACTGTACAAGACCCAACAACAATAC
AAGAAAAAGTATACAGCTAGGACTAGGGCGAGCATGGTATACAACAGGACAAATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTAGAACAAGATGGAATAACACTTTAAAACAGATAGCTGAAAAATTAAGAGAACAAT
TTGGGAAGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGAGACCCAGAGATTGTAATGCACAGTTTTAA
TTGTGGAGGGAAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAGA
AATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAG
TGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAG



GAGGCTTGGTAGGTTTAAGAATATTTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACC
ACTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATCATAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTAGCACAAAGAGCTTGGAGGGCTTTTCTTCACATACCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTAC
TATAA 
>JF932500 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGATACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGTATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATACTACTAATACCAGTAGTACTACCAGTAGTCCGACAGAGGGAGGAGA
AATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGATGACAGACTATGCACTTTTTTATAAA
CTTGATGTAGTACCACTAGATAATAATACTAATACTACCAGCTATAGGTTGATACATTGTAACACCTCAGTCA
TTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TATAAAGTGTAACAATAAAACGTTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGAT
CTAGCAATTTCACGGACAATGCTAAAGTCATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACCTCTAGGACCAGGGCGAGCATGGTTTGCAACAGGACAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTGAGTAGAGCAAAATGGAATGACACTTTAAAACAGATAGTTGAAA
AATTGAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCCTCAGGAGGGGATCCAGAGGTTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCTTGGAATGTTA
GTTGGAGTAATAAATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGGCAA
TTACACAAACCAAATATACACCTTAATTGAACAATCGCAAAACCAACAGGAAAAGAATGAACTAGAACTATTG
GAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATTTCAAACTGGCTGTGGTATATCAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATGGTAAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTAGCACAAAGGGTTTTTAGGGCTATTCTCCACATACCTACAAGAATCAGACAGGGTCTTG
AAAGAGCTTTGCTATAA 
>KM218168 
GCTGCAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAGCACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAAGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAGCACCACTCTGTGTTA
CTTTAAATTGCACTGATTTGAAGTCTAATACTACTACTAACATCAATAATAGTACTGGGGAAGAGATGAAGGG
AGAAATAAAAAACTGCTCTTTCAATGTCACCACACAAATAAGAAATGAGATAAGAAAAGAATATGCACTTTTT
AATAAACTTGATGTAGTACCAATAGATGACAAGAAGAAGAATGATAGCTCTAATAGCTCCACATATATGTTGA
TAAATTGTAACACCTCAGTCATTACGCAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTGTAAAGTGTAATGATAAGATGTTTAATGGAACAGGACCATGCACAAATGTC
AGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTTCTGTTAAATGGCAGTCTAGCAG
AAGAAGATATAGTAATTAGATCTGAAAATTTTACGGACAATGCTAAGACCATAATAGTACAGCTGAATGAAAC
TGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAGAGTATACATATAGGACCGGGGAGATCATTC
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTGTAGAAAAATGGACCAGCA
CTTTAGAAAGGGTAGCTACAAAATTAAGAGAACAATTTGAATCTCAAAATAAAACAATAGTCTTTAAGCCACC
ACCCTCAGGAGGGGACCCAGAAAATATAATGCACACATTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATGCAAGTTGGAGTAATAAATCTGTGGATCAGATTTGGGAAAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGAAAATTACACAGGCTTAATATACACTTTACTTGAAAAATCGCAGAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATAT
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTACTAGGTTTAAGAATAGTTTTTAC
TGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCACTGTTAGTTTGCTTAATGCC
ATAGCTATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAGTAGCACAAAGACTTGGTAGAGCTATCCTTA
ACATACCTAGAAGAATAAGACAGGGAGCAGAAAGAGCTTTGCTATAA 
>KM218228 
GCTGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAAACGCAAACACCACCTTATTTTGTG
CATCAGAGGCTAAAGCATATAGCTCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAACAG
ATGCAGAAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGCAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTGGAAGTCTAATACTACTAATACCACTAATATTATTAATGCCACTCAAAGTAGTGG
GGAAAATATGAACGGAGAAATAAAAAACTGCTCTTTCAATGTAACCACACAAATAGAAAATAAGGTGCGAAAA
GAACAGGCACTTTTTAATAGTCTTGATATAGTACCAATAGATAAGGGTAACTCTACATATATGTTGGTAAATT



GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGATTATAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAACAG
ATATAGTAGTTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATAAAACTATACA
AATTGAGTGTATAAGACCCAACAACAATACAAGAAAGAGTATACATATAAGTCCAGGGAGAGCATTTTATGCA
ACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTGCAAATTGGAATGAAACTTTAAAAC
AGGTAGCTATAAAATTAAAAGACCAATTTAAAAATAAGACAACAATAGTCTTTAAGCCACCCTCAGGAGGGGA
TCCAGAAATTATAATGCTCACATTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTCGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCGCCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCCATAGATGAGATTTGGAATAACATGACCTGGATGCAGTGGGA
GAGAGAAATTGACAATTACACTGAATTAATATACTCTTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAAT
GAGCAAGAATTATTGGAATTGGATCAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAAAATAGTCTTTACTGTATTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTA
GCTGAGGGAACAGATAGAGTTAGAGAACTAGCACAAGCAATTGGTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCGCAGAAAGACCTTTGGTATAA 
>JF932479 
GCTATAGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTAATTATTCGGGAAATAATACCAGGAATAATACCAGTAATACGCTAGAGGGAGGAGA
AATGAAAAACTGCTCTTTTAATATCACCACAAGCATAGGAACTAAGGTGACAGACTCTGCAATTTTTAATAAA
CTTGATATAATACCAATAGAGGGGAATAGTAGCAACTATAGGTTGATAAATTGTAACACCTCAGTTTTTACGC
AAGCTTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTATGCGATTCTAAA
GTGTAACAATAAAACGTTCAATGGAAAAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTTTAGCAGAAGAAGGGGTAGTAATTAGATCTAGCA
ATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGCAATTGATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACATCTGGGACCAGGACGAGCATTGTACATGTCAGGAGGAATAGTAGGAAAC
ATAAGACAAGCCCATTGTAACATTAGTGGAACAAAATGGAATGACACTTTAAGACAGATAACTGGAAAATTAA
GAGAACAATTTGGAAACAAAACAATCATTTTTAATCAACCTGCAGGAGGGGACCCAGAGATTGTAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTAACAATTACAC
AAAAGAGATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACTAGAACTATTGGAATTG
GATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATTAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGCTA
CTCACCATTGTCATTTGCTATTAGCTTGCTTAACACAACAGCCATAGTAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAGCAGTACAAAGAGCTTGTAGGGCTGTTCTCCACATACCTAGAAGAATCAGACAGGGTCTCGAAAGGG
CTTTGCTATAA 
>JF932480 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAACACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATTTGAAGAATACTACTAATAATACCAGTAGTAATGCCAGTAGTATGACAGAGGG
AAGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAATGACTATGCACTTTTT
TATAAATATGATATAGAATCAATAGATAATAGTACTACCAGCTATAGGTTAACAAAGTGTAACACCTCAGTCA
TTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGCACAAATGTCAGTACAGTACAATGTACACAT
GGGATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTTTAGCAGAAGGAGAGGTAGTAATTAGAT
CTAGCAATTTCACGAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGGAAAAGTATACCTCTAGGACCAGGGAAAGCATGGTATACAACAGGACAAATAATA
GGGGATATAAGACAAGCACATTGTAACATTAGTGGATCACAATGGAATAAAACGTTAATACAGATAACTGAAA
AATTAAAAGAACGATTTGAGAGCAAAAAAATAATCTTTAAGCAACATTCAGGAGGGGACCCAGAGATTGTAAT
GCACCATTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGAGTCAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTG
GCATTGGATAAGTGGGCAAACTTGTGGAGTTGGTTTGACATAACTCAATGGCTGTGGTATATCAGAATATTCA



TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCCATAATAAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTAGCTATTAGCTTGTTTAACGCCACAGCCGTAGCAGTAGCAGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAGGGGCTTATAGGGCTTTTATTCATATACCTACAAGAATCAGACAGGGCCTCG
AAAGGGCTTTGCTATAA 
>JF932481 
GCTGCAAAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTGCTTTAAATTGCACTAATTTGGGAAATACTACTAATATCAAGAGTAATACCAGTAGTACGACAGAGGGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTAAAAGACTATGCACTTTTTTAT
ACACATGATGTAGTATCAATAGATAATACCAGCTATAGGTTGATACATTGTAACACCTCAGTCATTACACAAG
CTTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATT
TCACAGACAATGCTAAAATCATAATAGTACAGCTGAGTATACCTCTAGGACAAGGGCGAGCATGGTATACAAC
AGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATAACACTTTGAAA
CAGATGACTGAAAACTTAAGAGAACAATTTGAGAACACAACAATAATCTTTAATAAATCTTCAGGAGGGGACC
CAGAGATTGAAAAACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGA
AAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTG
CCTTGGAATAATAGTTGGAGTAATAAATCTCTGAGTGACATTTGGAATAACATGACTTGGATGGAGTGGGAAA
GAGAAATTGGCAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGA
ACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTGACATATCAAACTGGCTGTGGTAT
ATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAA
ATAGAGTTAGGCAGGGGTACTCACCATTGTCATTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGC
TGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTTTAGGGCTATTCTCAACATACCTACAAGAATC
AGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JF346919 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATCCTAAAACCAATAGTAGTGTGAATACTACTCCCAGTACTAGTAACAGTAGTAT
GATAAAGGGAGGAGAGATGAAAAACTGCTCTTTCAATGTCACCGCAGACATAAAACCTAAGAAAGACTATGCA
CTCTTTTATAAACTTGATTTAGAACAAATAGATGATGAGAAGAATAACACCAACAATACCAGCGATAGTAATA
CCAGCTATAGGTTGATAAAGTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAAACGTTCAGTGGAACAGGA
CCATGTACAAATGTCAGTACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTTTAGCAGAAGAAGGGATAGTAATTAGATCTAGCAATTTCACGGACAATACCAAAACCATAATAGT
ACAACTGAAGGACCCTGTAGAAATTAACTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTCTAGGA
CAAGGGCGAGCATGGTATACAACAGAAAACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAG
AACAATGGAATAACACTTTACAACAGATAGTTAAGAAATTAAGAGAAATATACAACAAAACAATATATAACAA
AACAATAAGCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTAGAGGGGAA
TTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAATAGAACTGTAGA
GAGCATTTGGAATAACATGACTTGGATGCAGTGGGAAAAAGAAATCGCCAATTACACAAAAGAAATATACACC
TTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTT
TGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTAAT
AGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCCTTGTCATTA
GCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGCACAAA
GAGCTTTTAGAGCTATTCTCAACATACCTACAAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTATAA 
>JF932498 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATATAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTCTTGGAAAATGTAACAGAAAACTTTAACATGTGGCAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATACTACTAATAATAACAGTAGTAATACAAGTAGTACGACAGAGGG
AGAAGAACTAAAAAACTGCTCTTTCAATATCACCACAAGTATAAAAACTGTGGTGAAAGACTATGCATTTTTT
TATAAACTTGATATAGTACCAATAATAGATAAGGGCAATATCAGTAATGGTAATAATAGCTATAGGTTGATAA
GTTGCAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC



CCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAGAACGTTCAGTGGAACAGGACCATGTACAAATGTCAGT
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAG
GAGAGGTAATAATTAGATCTAGCAATTTCACGAACAATGCTAGGGTTATAATAGTACAGCTGAATGAATCTGT
AGAAATTAACTGTACAAGGCCCAACAACAATACAAGAAAAGGTATACATCTAGGACTAGGGCGAACATGGTAT
ACAACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTGGCACACAATGGAATAACACTT
TAAAACAGGTAGTTGAAAAATTAAGAGAACAATTTGGGAACAACAAAACAATAATCTTTAATCAATCTTCAGG
AGGGGACCCAGAGATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTAAGTGAGATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGAAAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATTAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGCTTAACGTCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGTTATTTTCCACATACCTA
CAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>JX960597 
GCTTCAGACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATAGTAAAGCATATAGTACAGAGTCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAGTTGGGAAATGTGACAGAAAACTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAGAGTGCACTGATTGGGATGCTAATAAGACCAATGCTAATATTAGCACTAATGAGAAAGGGAAAAT
AAAAAACATAGAGAAAGGAGAAATAAAAAACTGTTCTTTCAATGTCACCACAAGTATAAGAGGTAGGATGCAG
AAACAATATGCACTTTTTTATACACTTGATGTAGTACCAATAGATGATAATAATAGTCCTAATGATAATAATG
CTACCAAATATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGCAGTTCAATGGAACA
GGGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGT
TAAATGGCAGCCTAGCAGAAAAAGAGGTAGTAATTAGATCTAGCAATTTCACGAACAGTGCTAAAACCATAAT
AGTACAGCTGACAAAAGCAGTGAGCATTACTTGTATAAGACCCAACAACAATACAAGAAAAAGTATACCTATA
GGACCAGGGAGAGCATTTTATGCAACAGGGGAAATAACAGGAGATATAAGACAAGCACACTGTACCCTTAATA
GAACAGACTGGATGAACACTTTACAACAGATAGCTAGAAAATTAAGAGTCCAATTTAAGAGTAAAACAATAAT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGGGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTG
GAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAACAAATCTCTAGATGAGATTTGGAA
TAATATGACTTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAAACTTAATATACAGTTTAATTGAAGAA
TCGCAGAACCAGCAGGAAAGAAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGT
TTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTG
CTCAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGCATTACAAAGAATTGGTAGAG
CTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JX960598 
GCTACAGAACAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTAATAAATGTGACAGAAGATTTTAACATGTGGGAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTATGAATTGCACCCCACTCAATGTCAGCACTGGTAGCAACAGGAATACCACTGATAATTGTAGAATTAGTAA
TAGCTGTGAAATAAAAAATTGCTCTTTCAATGTTACCACAAGCATAAGAGATAAGGTGAAGAAAGAACATGCC
CTTTTTGATACAATGGATCTAGTACCAATAGAAGATGATGAGAGTACTAATACTAGTTATAGATTGACAAGTT
GTAACACCTCACTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCC
AGCTGGTTTTGCGATTCTACAGTGTAACGATAAAACATTCAATGGAACAGGACCATGTCAAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAKAACAAG
AGGTAATAATTAGGTCTAAAAATATCTCGGACAATACCAAAAACATAATAGTACAGCTGAGAACAGCTGTAAA
CATAACTTGTATAAGACCCAATAATAATACAAGAAAAAGTATAAATATAGGACCAGGCAGAGCATTTTATGCA
ACAGGAGAAATAATAGGAGACATAAGAAAAGCAAATTGTACCCTTAATGGAACACAGTGGGAAAACACTTTAA
AACAGATAGCTAGAAAATTAAGAGAACACTTTAATAAAACAATAGTCTTTAATCAATCCTTAGGAGGGGACCC
AGAAATTGTAATGCACAATTTCAATTGTAGAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCGCTGGAA
AGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGTAACAAAAGTCTGAATCAGATTTGGGATAACATGACCTGGTTACAATGGGAAAG
AGAAATTGATAATTACACAGGCGAAATATACCAATTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTACTGGAGTTAGATAAATGAGCAAATTTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATA
TCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA



TAGAGTCAGGCAGGGATACTCACCATTATCGTTGGCTATTACCTTGCTCAACGCCACAGCCATAGGAGTAGCT
GAGGGGACTGATAGGATTTTAGAAGTATTACAAAGATTTTATAGAGCTATTATCCACATTCCTACAAGAATTA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC899011 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACGTTAAACTGCACCAATGCCACTATTACCAGTAGTGCTAATACCACTGGTGCCAGTAGTCCTAGTCCTAG
TCCTAGTACTAGTAGGGAGATGAGAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAAAGAC
TATGCACTTTTTTATAACTTTGATATAGAACAAATGAAAGATGGTACTAACAATTATAGGTTGATAAATTGTA
ACACCTCAGTCATTACACAAGCTTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGC
TGGTTTTGCAATTCTAAAGTGTAACGATAAAGCATTCAATGGAACAGGACCATGTATAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGGG
TAGTAATTAGATCTCGCAATCTCACGAATAATGCTGAAGTCATAATAGTACAGCTGAAGGAATCTGTAGAAAT
TAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACCTCTAGGACCAGGGAAAGCATGGTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGCACAAAATGGAATACCACTTTAGAAC
TGATAGCTAAAAAATTAGGAGAACAATTTAAAAACAAAACAATAGTCTTTACTCAATCCTCAGGAGGGGACCC
AGAGGTTGTAATGCACAATTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCCAGTTGGAGCAATAAATCTCTAGAGGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAG
GGAAATTGACAATTACACAAGAGAAATATACACCTTAATTGAAAATTCGCAGAACCAGCAAGAAAAGAATGAA
CTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGCACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGCTTGCTCAATACTACAGCTATAGCAGTAGCC
GAGGGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCCTCGAAAGGGCTTTGCTGTAA 
>HQ215556 
GCTGGAGACAATGAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAGGCAAACACCACTTTAT
TTTGTGCATCAAATGCTAAAGCATACCACCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGATCCTAACCCACAAGAGATAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTATTGCTTTAAATTGCACTGATTGGAAGTCTACTGGGACCAATAATAGTAGTATGGAAAATATGGAGGGAGA
AATAAAGAACTGCACTTTCAATATCACCTCAAAAATAGGAAATAAGGTGCGAAAACAATATGCACTTTTTACT
AATATTGATGTAATACCAATAGATAAGAATAATAACAATAGTTATATGTTGAAAAATTGTAACACCTCAACCA
TTACACAGGCCTGTCCAAAGATGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCT
TCTGCAGTGTAATGATAAGAAGTTTAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGTACACAT
GGAATTAAGCCAACAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGACATAGTAATTAGAT
CTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAG
ACCCAACAACAAAACAAGAAAAGGTATATCTCTAGGACCAGGGAGATGGAGATCATTATATACAACAAGAGAT
ATAATAGGAGATAAAAGAAAAGCATATTGTAACATTAGTGCAGAAAAATGGCACAACACTTTAAGACAGGTAG
CTATAAAATTAAGAGAACAACTTGGATCTAAGAATAGAACTATAATATTTAATCAATCTTCAGGAGGAGACCC
AGAAATTGTAATGCACATATTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTATGGAAGAGATTTGGAATAACATGACCTGGATGCAGTGGGAGAG
AGAGATTGACAATTACACAGGCACTATATACACTTTACTTGTAGAATCGCAGAACCAGCAAGAAAAGAATGAA
AAAGAGTTATTGGAGTTGAATAAATGGACAGATTTGTGGACTTGGTTTGACATAACAAATTGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCCTAATAGGTTTAAGAATAATTTTTACTGTACTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGTTTATTCAATACCATAGCTATAGCAGTAGCT
GAGGGGACAGATAGAATTCTAGAAATAGCACAAAGATTTGGTAGAGCTATTATTCACATACCTAGAAGAATAA
GGCAGGGCGCAGAAAAGGCTTGGCTATAA 
>JF346916 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAAGCAAATACCACTCTATTCT
GTGCATCAGATGCTAGAGCATATGAGACAGAGGCACACAATATTTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAATGCACTAATCCGGGAAATAGTACTAGTAATAGCAGTAGTACAATGGAGGGAGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCATAGGAACTGAGGTGAGGGACTATGCATTTCTTTATAAATATGAT
ATAGAATCAATAGATAATAGTACCAGATATAGGTTGACAAAATGTAACAGCTCAGTCATTAAACAAGCTTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGTGTAACAA



TAAAACGTTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTA
GTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCTCGG
ACAATGCTAAAACCATAATAGTACAGCTGAATGCATCTGTAGAAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAAAGTATATATCTAGGACCAGGGCGCTCATGGCATGCAACAGGACGAATAATAGGAAACATAAGACAA
GCACATTGTAACCTTAGTAGAGAACAATGGAATATCACTTTAAAACAGATAGCTGAAAAATTAAGAGAACAAT
TTGGGAACAAAACAATAATCTTTAATAGATCTTCAGGAGGGGACCAAGAGATTACAATGCACAGTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAT
CTATGAATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAGCAATTACACAAATGTAAT
ATACACCTTAATTGAGGGAGCGCAGAACCAGCAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGG
GCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGATAATAGGAG
GCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCAGT
GTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATA
GTACAAAGAGCTTATAGGGCTATTCTCAACATACCTACAAGAATCAGACAGGGCCTTGAAAGGGCTTTGTTAT
AA 
>JF932494 
GCTGCAGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAGCATGGTAGACCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTTTGTGTTA
CTTTACATTGCACTAATGTGAATAATACTGTGAACACCAGTGAGTCAGAAATGAAAAACTGCTCTTTCAATGT
CACCACAAGCATAAAAACTAAGGTGACAGACTATGCATTATTTTATAAACTTGATGTAGTATCAATAAATGAA
AGTAGTAATAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTG
AGCCAATTCCCATACATTATTGTGCCCCGGCCGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGG
ATCAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACTCAACTG
CTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCACAAACAATGCTAAAATCA
TAATAGTACAGCTGAATCAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGCATACA
TATAGGACCAGGGCGAGCATGGTATGCAACAGGAAATATAATAGGAGATATAAGACAAGCACGTTGTACCCTT
AATGGCACAAAATGGAATAACACTTTAAAACAGATAGCTGAAAAATTAAAAGAACAATTTGGGGAAAACAAAA
CAATAGTCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATT
TAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGT
TGCTCTGGGAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGTAATAAAACTCTGAAGGAGA
TTTGGAATAACATGACTTGGATGGAATGGGAAAGAGAAATTAACAATTACACAAAAGAAATATACACCTTAAT
TGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGG
AATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCT
TAAGAATAGTTTTTGCTGTATTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGT
CAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAATACAAAGAGCT
TATAGAGCTATTCTCCACATACCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>JX140658 
GCTAAAGAAAAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCAATCACCCCTCTATTTT
GTGCATCAGATGCTAAAGCATATGCCACTGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
TCCTAACCCACAAGAGGTAGATTTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGCCTAATAATAGTACTACTAATAATAATAATACCAATAATAGTGTTGC
CAATCTGGAGATAGGAGAGGTAAAAAACTGCTCTTTCAATATCTCCAAAACAGGAAATAAGGTAGAGAAAGGA
CAGGCACTTTTTTATAAACTTGATGTAGAACAAATAAATAATAATGCTAATACAAGTTATGCAAATTATGTGT
TAACACATTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTTTAAAATGTAAGGATAAGAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGTACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGAAGCCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGAAAATCTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATAC
ATCTGTACCAATTACTTGTACAAGACCCAGCAACAATACAAGAAAAGGAATATCTCTAGGACAGGGGGGAGTA
TTTTATACAACAGGAGATATAATAGGAAATATAAGACAAGCACATTGTAATGTTAATAGAACAAGCTGGCATG
ACACTTTAAAACAGATAGCTACAAAATTAAGGGAAAAATGGCCTAATAAGACAATAATCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGCAACACACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGACATTTGGAACAACATGACCTGGAT
GCAGTGGGAGAAAGAAATTGACAATTATACAGGCTTAATATACTCCTTAATTGAAGAATCGCAAATCCAACAA
GAAAAAAATGAACTAGAATTATTGAAATTGGATCAGTGGGCAAGTCTATGGAATTGGTTTGACATAACACGAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAAAATAGTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTGTTAGTTTGCTTAACGCCACAGCT



ATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGCAGTACAAAGAATTGGTAGAGCTATTATCCACATAC
CTAGAAGAATAAGACAGGGCCTAGAAAGAATTTTGGTATAA 
>KX692916 
GCTGCAGAAAAATTGTGGGTCACAGTTTATTATGGAGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTGCATAATATGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCGACATGGATTACTAATATTACCAGTAGTCATACTACTAATGCTACCAGTAG
TAATAATAATACCACCAGTAGTAATACCAATAGTACAGGAGAAATAAAAAAATGCTCTTTCAACATCACCACA
AGCATAGGAACTAAGGTGAAAGACTATGCACTTTTTTATAGACTTGATATAGAACCAATGAATAATGATACTA
ATACTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAGTGGA
ACAGGACCATGTACAAATGTCAGTACAGTGCAATGTACACATGGAATCAGGCCAGTAGTATCAACTCAATTGC
TGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAGTAATTAGATCTAGCAATTTCACGGACAATGCTAAAATCAT
AATAGTACAGCTGAATAAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAACGTGTAACT
CTAGGACCAGGGCGAGTATGGTATACAACAGGAGAAATAGTAGGAGATATAAGACAAGCACATTGTAACCTTA
GTAGAAGAGACTGGAATGACACTTTAAGACAGATAACTGAAAAATTAAGAGAACAATTTGGGAACAAAACAAT
AATCTTTAATCAATCTGCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGACTGAGATTTG
GGATAACATGACTTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACACCTTAATTGAA
CAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAACTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAG
AATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCAGTGTCATTAGCTATTAGC
TTGCTTAACGCCACAGCAGTAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACATAGAGCCTATA
GGGCTATTCTTAACATACCTACAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KX692929 
GCTGAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGAAAGATGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATTCTACAGAAGTGCATAATATTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAGAATGACATGGTAGAACAG
ATGCATGAAGATGAAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTATTTGGGGAATACTACTAATTTGGGGAATACTAATAATACCAATAATGATAACAG
TAGTACTACTACGCCCAGTACGACTACTTGTAATACCAGTGGTAATATCAGTAGGACAACAGAGGAAAGAGAA
ATAAAAAACTGCACTTTCAATATCACCACAAGCATACAAACTAAGGTGAAAAACTCTGCACTTTTTTATAAAT
ATGATGTAGTACAAATAAATAATGATACTTATAATGGTACTGCCAGCTATAGGTTGATACATTGTAACACCTC
AGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTT
GCGATTGTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATATTAGTATAGTACAATGTA
CACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGGGGTAGCAAT
TAGATCTAGCAATTTCATGGAAAATACTAAAAACATAATAGTACATCTGAATGAATCTGTAACAATTAATTGT
ACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGCGGGCATGGTATACAACAGGACAAA
TAATAGGAAGTATAAGACAAGCACATTGTAACCTTACTAGAAAAGACTGGAATAACACTTTAGAACGGATAGT
TGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAAACAACCTATACCGGGAGGGGACCCAGAG
ACTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGAT
ACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTG
GAATGTTAGTTGGAGTAATAGATCTCATGATGGGATTTGGAAGAACATGACTTGGATGCAGTGGGAAAGGGAA
ATTGACAATTATACAGAAGAAATATACACCTTAATTGAAAGATCGCAAAACCAACAAGAAAAGAATGAACTAG
AACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATCAA
AATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGA
GTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACTCAACAGCCATAGTAGTAGCTGAGG
GGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCTATTCTGAACATACCTAGGAGGATCAGACA
GGGCCTCGAAAGGCTTTTGCTATAA 
>KX692941 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAAGACAGAGGCACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGCAAATTTGACAGAAAACTTTAACATGTGGGAAAGTGACATGGTAGAA
CAGATGCATGAAGATGTAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATATCACTAGTAATAATACCAGTAGTAGTAATACCAGTAGTAGTAATAC
CAGTAGTATAACAGGGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAATACTAAGGTA
AAAGACTATGCATTTTTTTATAACCTTGATATAGTACAAATAAATAATGATAAGACCAGTGATAATACCAGCT
ATAGGTTGATAAATTGTAATACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCAT



ACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGTGTAACAATGAAACATTCAATGGAACAGGACCATGT
ACAAATGTCAGTATAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTTTAGCAGAAAGAGATGTAGCAATTAGATCAAAAAATTTCTCAAACAATGCAGAGAACATAATAGTACAACT
GAATGAAGCTGTACAAATTAACTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGG
CGAGCATGGTATACAACAGGAGAAATAATAGGAAATATAAGACAGGCACATTGCAACATTAGTGGATCAAAAT
GGAATGACACTTTAAAACAGGTAGTTAAAAAATTAAGAGAACAATTTAAGAACAAAACAATAACCTTTGAGCA
ACCTCCTCCAGGAGGGGACCCAGAGATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAGC
TCATTTGCACCACTAATGTGCCTTGGAGTGGTAATTGGAGTAGTAAATCTTATAATGACATTTGGTATAACAT
GACTTGGATGCAGTGGGAAAAAGAAATTGAAAATTACACAGGAGTAATATACACATTAATTGAAGAATCACAG
AACCAGCAAGAAAAGAATGAACAAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACA
TATCAAACTGGCTGTGGTACATCAGAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGTTTGCTTAAC
GCCATAGCCATAGCAGTAGGTGAGGGGACAGATAGGGTTATAGAAGTAGCGCAAAGAATTTATAGGGCTATTC
TCAATATACCTAGAAGAATCCGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>KX692973 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAGCTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAGACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTATATGGGATCAAAGCCTAAAGCCCTGTGTCAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGGGAAGTACTACTAATACCAATAGTAATACCAGTAGTACGACGGAGGGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCACTTTTTTCT
GACCTTGATGTAGTACCAATAGATAAAAATAAGACCAGCTATAGGTTGATAACTTGTAACACCTCAGTCCTTA
CACAAGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
AAAGTGTAACAGTAAAACGTTCAATGGAACAGGACCATGTATAAATGTAAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTGGCAGAAGAAGAGGTCGTAATTAGATCTA
GCAATTTCACGGACAATACTAAAATCATAATAGTACAGCTGAATGAACCTGTAAAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACCTCTAGGACTAGGGCGAGCGTGGTATGCAACAGGACAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTACTAGAACAGAATGGAATGACATGTTAAAAAAGATAACTGAAAAAT
TAAGAGAACAATTTAGGAACAAAACAATAATCTTTAAACAATCTTCAGGAGGGGACCCAGAGATTGAAATGCA
CAATTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCGGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAAAAGAAATATACACCTTAATCGAAAAATCGCAAAACCAACAGGAAAAGAATGAACTAGAACTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTTATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGTACAAAGAGCCTATAGGGCTATTCTTAACATACCTAGAAGAATCAGACAGGGCTTCGAAA
GGGCCTTGCTATAA 
>KX692981 
GCTGTAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTCTTGGAAAAGGTGACAGAAACCTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAAGAATCCTAATGATACCAGTAGTAATACCAGTAGTACGATAAAGGGGGG
AGAAGTAAAAAATTGCTCTTTCGATATCACCACAAGCACAGGAACTAAGGTGAGAGACCATGCACTTTTTTAT
GACCTTGATATGTTACCAACAAATCAGACTAATACCAGCTATATGTTGATACATTGTAACACCTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAACAATGAAACGTTCAAGGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAAGTAGTAATTAGATCTA
GCAATTTCACGGACAATGCTAAAGTCATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACACAAAAAAGGATATCTCTAGGACCAGGGCGAGCATGGCATACAACACAACAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTATAACACAGTGGAATAACACTTTAAGACAGATAGCTGAAAAAT
TAAGAGAACAATTTGAGAACAAAACAATAATCTTTAAGCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCA
CAGTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTT
GGAGTAATAATAAATCTGTGGATTACATTTGGGGTAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAAGTGAAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCA



GGGATACTCACCATTATCGTTAGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTCATAGAAATAGTACAAAGAGCTTATAGAGCTATTCTTAACATACCTACAAGAATCAGACAGGGCCTCG
AAAGGGCTTTGCTATAA 
>KX693001 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAGTATTAATAATACCAGTAATAATACCAGTAATCATACCAGTAGTAATAC
CAGTAGTACGACAGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAACTAAGGTG
AATGACTATGCACTTTTTTATAGAATTGATATAGAACAAATAAATGGTAGTAATAATAACAGTTATAGGTTGA
TAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAG
AAGAAGAGGTAGTAATTAGATCTAGCAATTTCACGGACAATGCTAAAGTCATAATAGTACAGCTGAATAAATC
TGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGTCTAGGACCAGGGCAAGCATGG
TATACAACAGGAGAGATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATAACA
CTTTAGAACAGATAAGTAAAAAATTAAGAGAGCAATTTGGGAATAAAACAATAACCTTTAAGCAATCTGCAGG
AGGGGACTCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAGATCTCTGAATGAGATTTGGAATAACATGACTTGGATGGA
GTGGGAAAGAGAAATTGCCAATTACACAAAAGAAATATACACCTTAATTGAACAATCGCAGAACCAGCAAGAA
AAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTC
TGTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGTTTAACGCCATAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATAATAGAAGTAGCACAAAGAACTTATAGGGCTATTCTCAACATACCTA
CAAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTATAA 
>KX693029 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGACGCAAATACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTAACAGAAAACTTTGACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGAGGCCTTTAAATTGCACTGATGGGAAGCCTCCAAATTGCACTGCTGTGGA
GCCTAGTACCAGTGGTAATAACAGTAGTGCGACAGGGGGAGGAGAAATGAAAAACTGCTCTTTCAATGTCACC
ACAAGCATAAGAACTAAGAAAACCTATGCAACCTTTTATAACCTTGATATAGTAAAAATAAATGATGATAATG
ATAGTACCAGTACCAGCTATAGGTTGATAAACTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTC
AATGGAAAAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGCTATTAAATGGCAGTTTAGCAGAAGGAGAGGTAGTAATTAGATCTAGCAATTTCACAGACAATGCTAA
AATCATAATAGTACAGCTGAATGAACCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATACCTCTAGGACCAGGGCAAGCATGGTATACAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTA
ACCTTAGTAGAACAGAATGGAATAATACTTTAAGACAGATAACTAAAAAATTAAGAGAACACATTGGGAACAA
AACAATAACCTTTAATCAATCTGCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTTTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAGTCA
GATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAAAAGAAATATACACCTTA
ATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGT
GGAATTGGTTTGACATAACAAACTGGCTGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCT
GTTAGCTTGTTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGACAGGGTTATAGAAGTAGTACAAAGAG
CTTTTAGAGCTGTTCTTAACATACCTAGAAGAATTAGACAGGGTCTTGAAAGGTCTTTGCTATAA 
>KX693036 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCTAATATTACCAGTAGTAATACCAGTAGTACGACAGAGGGAGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCACAAGTGCTAAGGTAAGAGACTATGCACTTTTTAATAGACTTGAT
GTAGCACCAATAAATAATGAAACTAATACTACCAGCTATAGGTTGATACATTGTAACACCTCAATCATTACAC
AAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAA



GTGTAACAATAAAACGTTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTTTAGCAGAAGGAGAGGTAGTAATTAGATCTAGCA
ATTTCTCAAACAATGCTAAAGTCATAATAGTACAGCTGAATGAAGCTGTAGCAATTAATTGTACAAGACCCAG
CAACAATACAAGAAAAAGTATATCTCTAGGACCAGGGCGAGCATGGTTTGCAAGAGGACAAATAATAGGAGAC
ATAAGACAAGCACATTGTAACCTTAGTTTCACAAAATGGAATAACACTTTAAATGGGATAACTAAAAAATTAA
GAGAGCAATTTGGGAGCGAAACAATAATCTTTGATCGATCTTCAGGAGGGGACCCAGAGATTGAAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAATAGATCTCTGGATGTGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACAC
AAGAGAAATATATACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAATTAGAACTATTGGAATTG
GATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATCAGAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCATTGTCGTTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAGTAGCACAGAGAACTGGTAGAGCAGTTCTCCACATACCTAGAAGAATCAGACAGGGCCTCGAAAGGG
CTTTGCTATAA 
>KX693575 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAACAGATGCATGAAGATATAATCAGTTTATGGG
ATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTTACTTTAAATTGCACTAATTTGGGGAATAC
TACTAATACCAGTAGTAATACTACTAATACCAGAAGTAATAATACCAGTAGTAATACCAGTAGTGCGGTAGAG
GGAGGAGAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCACAAGTACTAAGGTAAAAGACTATG
CACTTTTTTATAAACTTGATGTAGTACAAATAAAAGGTGATAATACCAGCTATAGGTTGATAAATTGTAACAC
CTCAACCATTACACAAACTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGT
TTTGCGATTCTAAAGTGTAACAATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAAT
GTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGT
GATTAGATCTAGCAATTTCTCGGACAATGCTAAAGTCATAATAGTACAGCTGAATAAATCTGTAGAAATTAAT
TGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTCTAGGACCAGGGCAAGCATGGTTTGCAACAGGAC
AAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGACACTTTAAGACAGAT
ATATATAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCGATCTTCAGGAGGGGACCTAGAG
ATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGAT
ACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTG
GAATGCTAGTTGGAGTAATAAATCTCTGAGTCAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAA
ATTGACAATTACACAAAAGAAATATACTCCCTAATTGAAGAATCGCAGAATCAACAAGAAAAGAATGAACTAG
AACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAA
AATATTCATAATGGTAGTAGGAGGCTTAATAGTTTTAAAAATAGTTTTTACTGTACTTTCTATAGTAAATAGA
GTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTGACGCCACAGCTATAGCAGTAGCTGGGG
GGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCTATTCTCAATATACCTAGAAGAATCAGACA
GGGCCTCGAAAGAGCTTTGCTATAA 
>KX693068 
GCTGCAGAAGACTTGTGGGTAACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTAATTTGAGGAATACTACTAATACCAGTGGTAATACCAGTAGTATGACAGAGGGAGG
AGAAATAAAAAACTGCACTTTCAATATCACCAAAGACATAAAAGAGGTACAAGACTATGCATTTTTTTATACA
TCTGATATAGTACCAATAGATGATGATAATACCAATACCAGCTATAGGTTGACAAAGTGTAACACCTCAGTCA
TTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACAATAAAACATTTAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGAT
CTAGCAATTTCACGAACAATGCTAGAGTCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACAGCTAGGACAAGGGCGAGCATGGTATACAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGCAACATTAGTAAAGAAAATTGGACTAACACTTTAAAACAGATAACAAAAA
AATTAAGAGAACAATTTGGGCACAAAACAATAATCTTTAATCGATCTTCAGGAGGGGACCCAGAGATTGAAAT
GCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTA
GTTGGAGTAATAAATCTCTGGGTGAAATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGAAAA
TTACACAAAAGTAATATACACCTTAATTGAAGACTCGCAAAACCAACAAGAAAAGAATGAACTAGACCTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTACATCAAAATATTCA



TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTCGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTACTACAAAGAGCTTGTAGGGCTATTCTCAACATACCTACAAGAATCAGACAGGGCCTCG
AAAGAGCTTTGCTATAA 
>KX693091 
GCTGCAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATGTTACTAATTTGAATACTAATAATACCAGTAATAATACCAGTAGAAA
TACCAGTAGTACTATCAGTAGCCCGACAGAGGGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACGAGC
ATAAGAACTACGGTGAAAGGCTATGCATTCTTTTATAAACTTGATGTAGTACCAATAAAAAATGAGAAGGATA
ATACCAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAGTGGAAAA
GGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGT
TGAATGGCAGTTTAGCAGAAAAAGAGGTAGTAATTAGATCTAGCAATTTCTCGGACAATGTTAAAGTCATAAT
AGTACAGCTGAATGAATCTGTAGAAATTAATTGTACCAGGCCCAACAACAATACAAGAAAAAGGGTAACTCTA
GGACCAGGGCGAGTATGGTATACAACAGGACAAATAATAGGAGATATAAGACGAGCACATTGTAACCTTAGTA
GAAAAGCATGGAATAAAACTTTAGAACAGGTAACTAAAAAATTAAGAGAACAATTTGGGAACAGAACAATAAT
CTTTAAGCAACCTCCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTATGGAGGAGATTTGGGA
TAAAATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAAAAGAAATATACGCCTTAATTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACTAGACCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAACTGGT
TTAGCATATCAAATTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTG
CTTAACGCCACAGCCATAGCAGTAGCTGAGTGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGTAGGG
CTATTCTCAACATACCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>KX693093 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAGATTGCAATAATGTTACTAATACCAGTAATAATACCAGAAGTGAGAACAATACTACTACTACCAA
TAGTACTATCAGTAGTACAACAGAGGGAGGAAAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGA
ACTACAGTGAAAGATTATGCACTTTTTTATAAATATGATATAGCATCAATAGATAATAAGACCAATAGTACCA
GCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCA
TGTAATGATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTTTAGCAGAAAAAGAGGTAATAATTAGATCTAGCAATTTCACAGACAATACTAAAATTATAATAGTACA
GCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTGTAACTCTAGGACCA
GGGCGAGTGTGGTATACAACAGGACAGATAGTAGGAGATATAAGACGAGCATATTGTAACATCAGTACAGCAA
AATGGAATAACACTTTAGTACAGATAACTGAAAAACTAAAAGAACAATATGGGAAAGACAAAAAAATAATCTT
TAAGCAACCAATTCCAGGAGGGGACTCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAG
CTCCAGGCGAGAGTCTTGGCTGTAAAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAAAAAATTTGGGA
TAATATGACTTGGATGCAGTGGGAAAGAGAAATTGAAAATTACACAAAAGAAATATACAACTTAATTGAACAA
TCGCAGAACCAGCAAGAAAAGAATGAACTAGATCTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAACTGGCTGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCCATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTG
TTTAACGCCACAGCCATAGCAGTAGCTAAGGGGACTGATAGGGTTATAGAAATAGCGCGAACAGCTTTTAGGG
CTTTTATCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>KX693114 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGACGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCAAGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAATCTGTG
TTACTTTAAATTGCACTGACTTGAAGAATACTAATACCAGTAGTAATACCAGTAGTACGGTAGTGGGAGGAGA
AATGAAAAACTGCTCTTTCAATATCACCACACACATGAAAACTAATGAGAAAAACCATGCACTTTTTTATGCA
CTTGATGTAGTACCAATAGATGATAGTAATACCAGCTTTAGGTTGACACATTGTAACACCTCAGTCATTACAC



AAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAA
GTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTTAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCA
ATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAACGAATCTGTAGCAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATAAATATAGGACCAGGGCGAGCATGGTATACAACAGGAGAAATAATAGGAAAT
ATAAGACAAGCACATTGTAACATTAGTTTCTCAAAATGGAATAACACTTTAAAACTGATAACTGAAAAATTAA
GAAAACAATTTGGGAGCAACACAATAGTCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTACAATGCACAA
TTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAAACTCATAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAAAGAAATTGCTAATTACAC
AAAAGAAATATACACCTTAATTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTG
GATAAGTGGGCAAGTTTGTGGAGCTGGTTTGACATATCAAACTGGCTGTGGTATATCAGAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGCTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCATTGTCATTGGCTATTAGCTTGCTTAACGCCACAGCCGTAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAGTAGCACAAAGAACTTATAGGGCTATTCGCAACGTACCTACAAGAATCAGACAGGGCCTAGAAAGAG
CTTTGCTATAA 
>KX693689 
GCGGCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGGAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTTGAGTAATACTACTACCAATAGTAATATCAGTAGTACATCAGAGGGAGGAGA
AATGAAAAACTGCTCTTTCAATGTCACCACGGATATAAAACCTAAGAAAGACTATGCACTTTTTTATAAACTT
GATGTAGAAGCAATAGATGGGAGTAATACCAGCTATAGGTTGACACATTGTAACACCTCAATCATTACACAAG
CTTGTCCAAAGGTATCCTTTGATCCAATTCCCATTCATTATTGTACCCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTGCTATTAAATGGCAGTTTAGCAGAAGAAGAAGTAGTAATTAGATCTAGCAATT
TCTCAGACAATGCTAAGGTCATAATAGTACAGCTGAATACATCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACATCTAGGACAGGGGCGAGCATGGTATGCAACAGGAGAAATAATAGGAGATATA
AGACAAGCACATTGTAACCTTAGTAGCACAAAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGAG
AACAATTTGGAAACAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGTTAGTTGGA
GTAATAAATCCCTGAATGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTCACAATTATAC
AAGAGAAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTG
GATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGG
TAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGGTA
CTCACCATTGTCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAACAGTAGCTGAAGGGACAGATAGGGTT
ATAGAAATAGTAAGAAGAGCTTATAGGGCTATTCTCCACATACCTACAAGAATCAGACAGGGCCTCGAAAGGG
CTTTGCTTTAA 
>KX693720 
GCAGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTGCTTTACATTGCACTAATTTGACTATTAATACTACCAGTAGTAATTGCACTACTACTAATACTACCAGTAC
TACCAGTAGTAATTGCACTACTACTAATACTACCAGTAGTAATACCAGTAGTACAACAGAGGGGGGAGAAATG
AAAAACTGCTCTTTCAATATCACCACAAGCATACAAACTAAGGTAAAAGACTATGCACTTTTCTATAACCTTG
ATATAATACCAATAGATAATAACAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAAGCTTGTCC
AAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAAT
AAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAGTGTACACATGGAATTAGGCCAGTAG
TATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTTGTAATTAGATCTAGCAATTTCACAGA
CAATGCTAAAATCATAATAGTACAGCTGAAGGAATCGGTACGAATTGAGTGTGAAAGACCCAACAACAACACA
AGAAAAAGTATACATCTAGGACCAGGGAGAGCATGGTATGCAACAGGACAAATAATAGGAAATATAAGACAAG
CACATTGTAACATTAGTAGAGAAAAATGGAATGACACTTTAAAACAGGTAACTAAAAAATTAATAGAACAATT
TGGGAACAAAACAATAATCTTCAATCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGGTAGTTGGAGTAATAAATC
TCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGGCAATTACACACAACAAATA
TATACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGG



CAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATCTTCATAATGATAGTAGGAGG
CTTGGTAGGTTTAAGGATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCATTG
TCGTTAGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAA
CACAAAGAGCTTTTAGGGCTATTCTCAACATACCTACAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATA
A 
>KX693770 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCCACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTAACTGTACTATTGGAACTTGCACTAATTTGGGGAATACTACCAGGAATGATACCAA
TAGGAATAACAGTAGCACGACAGAGGGAGGAGAAATAAAAAACTGCTCTTTCGATATCACCACAAGCATAAAT
ACCAGGGTGCAAGACCATGCACTTTTTAATAAACTTGATGTAGAGCCAACAGATAGTAGTAATATCAGCTATA
GGTTGAGAAGCTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACA
TTATTGTGCTCCAGCTGGTTTTGCGATTATAAAGTGTAACGATAACAAGTTCAATGGATCAGGACCATGTACA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTT
TAGCAGAAGAAGGGATAGTAATTAGATCTAGCAATTTCACAGACAATGCTAAAGTCATAATAGTACAGCTGAA
TGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATCTAGGACCAGGACGA
GCATGGTATGCAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAACATGGA
ATAAAACTTTAGAACAGATAGCTAAAAAATTAAGAGAACAATTTGGGAGGAATAAAACAATAACCTTTAATCA
ATCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCA
AGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCA
TCTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAGTCAGATTTGGGATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAAGAGAAATATACAACTTAATTGAAGAATCGCAGAAC
CAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATCAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCC
ACAGCCATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGTTAGGGCTATTCTCA
ACATACCTAGAAGAATCAGACAGGGTCTCGAAAGGGCTTTGCTATAA 
>KX693223 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGGAGAAGACTACTAATAATAGTACTAATACGACAGAGGGAGGTAGTAGTAA
TACCAATAGTACAATAGAGGGAGGAGAACTAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAG
GTGAGAGGCTATGCACTTTTTTATAAACTTGATATAGTACCAATAGGTCATGATAATAATACTAATACCAGCT
ATAGGTTGATAAAGTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAACTTCACGAACAATGCTAAAGTCATAATAGTACAGCT
AAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGG
CGAGCATGGTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGGAT
GGAATAACACTTTAAGACTAATAACTGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATTTTTAATCA
ATCTTCAGGAGGGGACCCAGAGATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATGTTAGCTGGAGTAATAAATCTTACAATGAGATTTGGAATAACATGAC
TTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACACTTTAATTGAAACCTCGCAGAAC
CAACAAGAAAAGAATGAACTAGACCTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAA
CACAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTACTTTCCATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACGCC
ATAGCCATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAATAGCACAAAGAGTTTGTAGGGCTATTCTCA
ACATCCCTACAAGAATTAGACAGGGCCTCGAAAGAGCTTTGCTATAA 
>KX693238 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAGGCATATGCTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACCAATTATTTGGGGAATACTAATGATACCAGTAGTAATAATGCTACTAATACCAATAG
TAGTAATACTACTGCCAATAACAGTAGTAATACCAGTAATACAACATGGGGAGGAGAAATAAAACTCTGCTCT



TTCAATGTCACCACAAGCATAAAAACTAAGGTAAAAGACTATGCACTTTTTAATACACTTGATATAGAACCAA
TAGAGAATGATAATACCAGCTATAGGTTGATAAAGTGTAACACCTCAGTTATTACACAAGCTTGTCCAAAGAT
ATCCTTTGAGCCAATTCCCATTCATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACA
TTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAA
CTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTTGTAATTAGATCTAGCAATTTCACAGACAATGC
TAAAGTCATAATAGTACAGCTGAAGGAATCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAA
AGTATACCTCTAGGACCAGGGCGAGCATGGTATACATCAGGACAAATAATAGGAGATATAAGAAAAGCACATT
GTAACATTAGTCGAGCAGAATGGAATAACACTTTAAAACAGGTAGCCAAAAAATTAAGAGGACAATTTGGAAA
CAAAACAATAGTCTTTGAGCGATCTTCAGGAGGGGACCCAGAGATTGCAATGCACACCTTTAATTATGGAGGG
GAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTT
GGGGTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAG
TGAAATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGGCAATTACACAAGAGAAATATACAAC
TTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTT
TGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGT
AGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTA
GCTATTAGCTTGCTTAACTCCACAGCCATAGCAGTAGCTGAAGGGACAGATAGAGTTATAGAAGTAGTACAAA
GAGCTTATAGGACTATTCTCCACATACCTAGAAGAATCAGACAGGGCCTCGAAAGGATTTTGCTATAA 
>KX693247 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAACTGGGAGAATCCTACTAATACCAGTAGTAACACCAGTGCCAGTAATAACACCAG
TACCAGTAGTAACACCAGTAGGACGCTAGAGGGAGGAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAGC
ATAAGAACTAAGGTGACAGACTATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATAATACTAATA
ATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAAGGTTCAATGGAACA
GGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTTTAGCAGAAGAAGAGGTAGTGATTAGATCTAGCAACTTCTCGAACAATGCTAAAGTCATAAT
AGTACATCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGTAAAAGTATACATCTA
GGACCAGGGCAAGCATGGTATACAACAGGACGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTA
GTACAAAATGGATTGACACTTTAAAACAGGTAGCTAAAAAATTAAGAGAACAATTTGAGAACAAAACAGTAAT
CTTTAAGCACTCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCTTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGAGTGAGATTTGGGA
TAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAAGTACACAGGAGAAATATACACCTTAATTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGT
TTACCATAACAAACTGGCTGTGGTATATCAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTAGCTATTAGCTTG
CTTAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGACAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGG
CTTTTGTCCACATACCTAGAAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>KX693268 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAAATGCACTAATGCTACTAGTTTGAGGAATGATACTAACACCAATAGTACTACTGACACCAATAG
TAATAACAACAATAGTACTATCATTAGTACGGCAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATA
AGAACTCAGGTGAAAAACTATGCCCTTTTTTATACACTTGATCTAATACCAATAGATAATGATGTAGATAATG
GTACTACCAATAATGATAATAGGACCAACTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAAGCTTG
TCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAC
AATAAAACGTTCAATGGAACAGGACCATGTACCAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAG
TAGTATCAACTCAGCTGTTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAGTAATTAGATCTAGCAATTTCAC
AGACAATGCTAGAGTCATAATAGTACAGCTGAATGAATCTGTAAAAATTAATTGTACAAGGCCCAACAACAAT
ACAAGAAAAAGTATATCTCTAGGACCAGGGCAAGCATGGTATGCAGCAGGAGAAATAATAGGAGATATAAGAC
AAGCACATTGTAACGTTAGTAGAACAAAATGGAATAACACTTTAGAAAAGATAGTTAAAAAATTAAGAGAACA
ATTTGGGAACAAAACAATAATCTTTAATCGATCTTCAGGAGGGGACCCAGAAATTGAAATGCATAGTTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAGCAGCTCC
TAGGGCTTTGGGGTTGCTCTGGAAGACTCATCTGTACCACTGCTGTGCCCTGGAATGTTAGTTGGAGTAATAA
ATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGAGAA



ATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGT
GGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATTAAAATATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCA
TTATCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAG
TAGCACAAAGAGCTTATAGGGCTATTCTCAACATACCTAGAAGAATCAGACAGGGCCTCGAAAGAGCTTTGCT
ATAA 
>KX693886 
GCTGCAGAAGAATCGTGGGTCACAGTTTATTATGGAGTACCTGTATGGAAAGAAGCAATTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATATTTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATACTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAAGCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATAAAAATAGTACCAGTAGTAATACCAGTAGTAGTAATACCAGTAG
TATAATAGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAGGAACTAAGGTGAAAGAC
TATGCACTTTTTTATAAACTTGATATAGTACAAACAGATGGTGATAATACCAGCTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGG
TAGTAATTAGATCTAGCAATCTCTCAGACAATACTAAAGTCATAATAATACAGCTAAAGGAATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTCTAGGACAGGGGCGAGCATGGTATACAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGGGCACAATGGAATAACACTTTAAAGC
AGATAGCTAAAAAATTAGGAGAACAATTTAAGAACAAATCAATAAGCTTTAATCAATCTGCAGGAGGGGACCC
AGAGATTGTAATGCTCAGTTTTAATTGTGGAGGGAAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAAACTCTAGATGAGATTTGGGGTAACATGACTTGGATGGAGTGGGAAAG
AGAGATTGACAATTACACAAATGTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAA
CTAGAACTATTGAAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATA
TTAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCCTTGTCATTAGCTATTAGCTTACTTAACACCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGGGCTATACTCAACATACCTAGAAGAATTA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KX693314 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGCTACAGAAGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTAATTTAAATTGCACTGATTTGAAGAATACTACCAATACCAGTAGTAACACCAGTAGTACGACAGAGGGAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGATAAAAGACTATGCACTTTTTTAT
AAACTTGATATAGTACCAATAAATAGTGATAATACCAGACCAATAAATAGTGATAATACCAGCTATAGTGCTA
ATACCAGCTATAGGTTGATACATTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCC
AATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAGAAAGTTCAGTGGAACA
GGACCGTGTACAAATGTCAGTACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATCAGATCTAGCAATTTCACGAACAATGCTAAAATCATAAT
AGTACAGCTGAATGAATCTGTAGAAATAAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAGCTA
GGACCAGGGAAAGCATGGTATACCACAGGGCAAATAATAGGAGAGATAAGACAAGCACATTGTAACCTTAGTA
GAACAAAATGGAATAACACTTTAGAACGGATAACTAAAAAATTAAGAGAACAATTTGGGAACAAAACAATAAT
CTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGGATGATATTTGGAA
TAACATGACTTGGATGGAGTGGGAAAGAGAAATTGAAAATTACACAAGAGAAATATACACCTTAATTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTAAGTAGAGTTAGGAAGGGATACTCACCATTGTCGTTAGCTATTAGCTTG
CTTAACGCCACATCCATAGCAGTAGCTGAGGGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTTTAGGG
CTCTTGTCCACATACCTACAAGAATCAGACAGGGCCTAGAAAGGGCTTTGCTATAA 
>KX693326 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAATTTGTG
TTACTTTAAATTGCACTAATGTGAATATTACTGGCAGTAATACTACTGATACCCATAGTAATGCCAGTAGTAT



GACAGTGGGAGGAGAAATGAAAAACTGCTCTTTCAACATCACCACAAGCATAAGGCCTAAGGTGAAAGACTAT
GCACTTTTTTATAAATCTGATATAGTACAAATAGATAGTGATAATAATGATACCTATAGGTTGATAAATTGTA
ACACCTCAGTCATTACACAAACTTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGC
TGGTTTTGCGATGCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAAG
TAGTAATTAGATCTAGCAATTTCTCAGACAATGCTAAAGTCATAATAGTACAGCTAAATAAATCTGTAAAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAGCTAGGACAAGGGCGAGCATGGTATGCAACA
GGAGAAGTATTCGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAAACTGGACTAATACTTTAAGAC
AGATAACTGAAAAATTAAGGGAACAATTTGGGAATAAAACAATAAGCTTTACTCAACCTGCAGGAGGGGACCC
AGAGATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGTTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAG
AGAAATTGACAATTACACAAAAGAAATATACACCTTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAA
CTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATA
TCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCTATTCTTAACATACCTAGAAGAATCA
GACAGGGCCTCGAAAGGGCTTTGGTATAA 
>KX693339 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATAATACCAAAAGTAATACCAGTAGTACGACAGAGGGAGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAGAGACTATGCACTTTTTTATAAAGTAGAT
ATATTACCAATAGATAATGATGATAATAATACCAGCTATAGGTTGAGACATTGTAACACCTCAGTCATTACAC
AAGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAA
GTGTAACAATAAAACATTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAAATAGTAATTAGATCTAGCA
ATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAATAAATCTGTAAAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAGGTATACCTATAGGACCAGGGCGAGCATGGTACACAACAAAAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAGTAGAACAGAATGGAATAACACTTTACAACAGGTAGCTAAAAAATTAG
GAGAACAATTTAAGAACAAAACAATAAGCTTTGATCAATCTGCAGGAGGGGACCCAGAGATTGAAATGCACAG
TTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGA
GTAATAAATCTCTGAATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAGCAATTACTC
AGAACAAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTG
GATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATCAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTAAACAGAGTTAGGCAGGGATA
CTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACTGCCATAGCAGTAGGTGAGGGGACAGATAGGGTT
ATAGAAGTAGTACAAAGAGCTTATAGGGCTATTCTCAATATACCTAGAAGAATCAGACAAGGCCTCGAAAGGG
CTTTGCTATAA 
>KX693374 
GCTGCAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAACATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATTTGAATACTACTAACTTGAATATTACTAAAACCAATAATACTATCAGTAGTAC
TGCCAGTAGTATGGTAGAGGGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTACA
GTGAGAGATTATGCACTTTTTTATAAACTTGATATAGTACAAATGGATGATGATAATACCAATACCAGCTATA
GGATGATAAATTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAAAAGGACCATGTACA
AATGTCAGTACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTT
TAGCAGAAGAAGAGATAGTAATTAGATCTAGCAATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAG
AGACGCTGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGAAAAAGCATACCTCTAGGACCAGGGCGA
GCATGGTATGCAACAGGACAAATAGTAGGAGATATAAGACAAGCACATTGTAACCTTACTACAGCAAAATGGG
GTAAAACTTTAGAACAGATAGCCAAAAAATTAAGAAAACAATTTGGGAACAAAACAATAAGCTTTAAGCAATC
TTCAGGAGGGGACCCAGAGATTACAACGCACAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAGTGACATTTGGGATAACATGACTTG



GATGGAGTGGGAGAGAGAAATTGACAATTACACAAAGGAAATATACACCTTAATTGAAAAATCGCAAAACCAA
CAAGAAAAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAA
ATTGGCTGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATCAGCTTGCTTGACGCCGCA
GCCGTAGCAGTAGCTGAGGGAACAGATAGAGTTATAGAAGGAGCAAGAAGAGCTTTTTGGGCTTTTATCCACA
TACCTACAAGAATCAGACAGGGCCTTGAAAGGGCTTTGCTATAA 
>KX693390 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGCAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTAATTTGAATATTACTAAAACCAGCTGTAATAGTACCAGTAATAATACTGCCAACTG
TAATAATACCAGTAGTCCTACCAGCACTACTACTACCAGCAATACTACTAACAGTAGTGATACCAGCAGTACT
ACAGAGAGAGAAGAAATAAAAAACTGCACTTTCAATATCACCACAAGTATAGGAACTAAGGTGGCAGACTATG
CACTTTTCTATAAACTTGATATAGTACCAATAGAAAATGAGAATAAAAGCATTAGTAATAACAGCTATAGGTT
GATACATTGCAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTAT
TGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGGCCATGTACAAATG
TCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTTTAGC
AGAAGGAGAGGTAGCAATTAGGTCTAGCAATTTCTCGGACAATGCTAAGGTCATAATAGTACAGCTGAATGAA
TCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTTTAGGGCCAGGGAGAGCAT
GGTTTGCAACAGGAGAAGTAATAGGAGATATAAGACGAGCACATTGTAACCTTAGTAGAACACAATGGAACAA
CACTTTAAAACAGATAGCTAAAAAATTAAGAGAACAATGGAACAAAACAATAATTTTTAATCAATCCTCAGGA
GGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGG
CTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCAC
TACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCTATAAGTACATTTGGAATAACATGACTTGGATGGAA
TGGGAAAGAGAAATTGACAATTACACAGGACTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAA
AGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCT
GTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCT
ATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAG
CAGTAGGTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTTATAGGGCTATTCTCAACATACCTAC
AAGAATCAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>KX693437 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTCTATGGGATCAAAGCATAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTAAATTAAATTGCACTAATTTGAAAATTAAATTGAATAGTAATAGTACCAGTAGTGATAACAGGACTGGCAC
CAATAATACCAGTAGTAATACCAGTAGTATAACAGAGGGAGGAGAAATAAAAAACTGTTCTTTCAATATCACC
ACAAGCATAAAAACTAAGGTGCAAGACTATGCATTTTTTTATAACCTTGATATAGTACAAATAGAAGATGATA
ATATTAGTAACAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAATGTTTAAT
GGAACAGGACCATGTACAAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAAC
TGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTAGATCTAGCAATTTCACAAACAATGCTAGGGT
CATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAGGTATA
CATATAGGACCAGGACAAGCATTGTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACC
TTAGTATCACAGGGTGGAATAACACTTTACATAAGATATTCAAAAAATTAAGAGAACAATTTGGGGTTAATAA
AACAATAATCTTTAATCAATCATCAGGAGGGGACCCAGAGATTGTAATGCATAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCCCTGGATGA
GATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATAGCCAATTACACAAAAGAAATATACACCTTA
ATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGACCTATTGGAATTGGATAAGTGGGCAAGTTTGT
GGAATTGGTTTGACATAACAAACTGGCTGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCT
GTTAGCTTGTTTAATGCCACAGCTGTAACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAG
CTTTTAGAGCTTTTCTCAACGTACCAAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KX693455 
GCTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAAGAAGACATAGTCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG



TTACTTTAAATTGTACTAATTTGAATACTACTAATACCAGTAGTAATACCAGTAGTACGACAGAGGGAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCACTTTTTTATAAA
CTTGATATAGTACAAATAGATAATGATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGCAGAGGTAGTAATTAGATCTAGCAATT
TCACGGACAATACTAAAGTCATAATAGTACAACTGAATGAATCTGTAGAAATTAATTGTATAAGACCCAACAA
CAATACAAGAAAAAGTATACCTCTAGGACAAGGGCGAGCATGGTATACAACAGGACAAATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAGACGGATAACTGAAAAATTAAAAG
AACAATTTGGGAGCAAAACAATAATCTTTAATCAATCTTCAGGGGGGGACCTAGAGATTGTAATGCACATGTT
TAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAGAACTCTGAATGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAA
AGAAATATACACCTTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTAGAACTGGAT
AAGTGGGCAAGCTTGTGGAATTGGTTTAATATAACAAACTGGCTGTGGTATATCAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTGGCTATTAGCTTGCTTAATACCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTAGCACGAAGAGTTTATAGGGCTGTGCGCAACATACCTACAAGAATCAGGCAGGGCCTTGAAAGGGCAT
TGCTATAA 
>KX693469 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGGTACAGAAGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAAGATGTAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGTACTAATTTGGAGACTAATAATACCAATAGTAATACCAGTAGTCCGCCCCCTACTACTAC
CAGTAGTAGTAATACCAGTAGTACGACCACTAGTACTACCAGTAGTTATACCAGGAGTACGACAGAGGGAGGA
GAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAACTAAGAAAGAATATGCACTTTTTTATAACC
TTGATGTAGTACAAATAGAAAATACGACTGACAGCTATAGGTTAATGAGTTGTAACACCTCAATCATTACACA
AGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAG
TGTAACAATAAAACATTCAATGGAAAAGGGCCATGCACAAATGTCAGTACAGTACAATGTACACATGGAATTA
GGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAA
TTTCACGAACAATGCTGAAACCATAATAGTACAGCTGAATGAAACTGTAAAAATTAATTGCACAAGACCCAAC
AACAATACAAGAAAAAGTATAAATATAGGACCAGGGCAAGCATGGTATACAACAGGACAAATAATAGGAGATA
TAAGACAAGCACATTGTAACATTAGTAAAGAAAAATGGGGTAACACTCTAGAACAGATAACTAGAAAATTAAG
AGAACAATTTGGGAGTGAAAAAATAATCTTTAATCACTCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGT
TTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAAC
AGCTCCTAGGAATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAG
TAATAAATCCCTGAATGAGATTTGGAATAACATGACTTGGATGGAGTGGGAGAGAGAAATTGACAATTACACA
AAAGAAATATATACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACTAGAGTTATTGGAACTGG
ATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGTTGTGGTATATCAAAATATTCATAATGAT
AGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATAT
TCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTA
TAGAAATAGCACAAAGAACTTGTAGGGCTATTCTCAACATACCTACAAGAATCAGACAGGGCCTCGAAAGGGC
TTTGCTTTAA 
>KX693475 
GCTGCAGGAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTCTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATAATACCAGTGTTAATACCACTAATGATATCAGTAGTACGCCAGAGCC
AGGAGAAATGAAAAACTGCTCTTTCGATATCACCACAAGCATAGGAACTAAGGTGAAAGACTATGCACTTTTT
AATGAACCTGATATAGTATCAATAAAAGAGAATAATGACAGTACCAGCTATAGGTTAATAAATTGTAACACCT
CAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATTCATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGGAAAGGACCATGCACAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGACAATTTCACAGACAATGCTAAAGTTATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTGTATCTCTAGGACCAGGGCAAGCATGGTTTACAACAGGACAA
ATAATAGGAGATATAAGAAAAGCACATTGCAACATTAGTAGTACAAAATGGAATAACACTTTAAATCAGATAG
TTAAAAAATTAAGACAACAATTTGGGAACAAAACAATAATCTTTAAGCGATCTTCAGGAGGGGACCCAGAGAT
TGAAGAGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC



CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGA
ATAGTAGTTGGAGTAATAAATCTCTGAGTGAAATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAA
CTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAA
TATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGCAAATAGAGT
TAGGCAGGGATACTCACCCTTGTCATTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGTAAGAAGAACTTTTAGGGCTATTCTCAATATACCTACAAGAATCAGACAGG
GCCTCGAAAGAGCTTTGCTATAA 
>KX693489 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGTAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCAAGAATGCTACTGAGACCAGTAATAATACCAGTAGTACAACAGAGGGGGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCATAAAAACTGAGGTGAGGGACTATGCATTTTTTTATAACCTCGAT
ATAATACAAATAGATAATAGTACTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
CAATAAAACATTCAATGGAACAGGGCCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCA
CGAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTATACATCTAGGACCAGGGCAAGCATGGTATGCAACAGGACAAATAATAGGAGATATAAGA
CAAGCCCATTGTAACCTTAGTAGAGCGCAATGGAACAACACCTTAAGACTGATAACTGTAAAATTAAGAGAAC
AATTTAAAAACAAAACAATACGCTTTACTCAACCTTCAGGAGGGGACCTAGAGATTGTAATGCACACTTTTAC
TTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATA
AATCTCTGGATGAGATTTGGCTTAACATGACTTGGATGGAATGGGAAAGAGAAATTGGCAATTACACAAGAGA
AATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAGCTAGAACTATTGGAATTGGATAAG
TGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGGTAGTAG
GAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
ATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTAGCACAAAGAGCTTATAGGGCTATTACAAGACTCATACAGGGCCGCGAAAGGGCTTTGCTATAA 
>KX693491 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACACTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
TCCAAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATGTAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTATGAATTGCAAGAATTTGACTTGTAATGCCACTGATGGGAGTAATACTACTGCCAATTGTAATACCAC
TAGTAGTAATGCCAATAGGACGATAGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATA
AGAACTAATGTGAATGATTATGCATTTTTTTATAATCTTGATCTAATACAAGTAGATAGTAATGATAATGCCA
GCTATAGGTTGATAAACTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTAACCTTTGAGCCAATTCC
CATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCA
TGCACAAATGTCAGTACAGTACAATGTACACATGGGATTAGACCAGTAGTATCGACTCAACTGCTGTTAAATG
GCAGTTTAGCAGAAGAAGAGATAGTAATTAGGTCTAGCAATTTCTCAAACAATGCTAGAATCATAATAATACA
GCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCA
GGGAGAACATGGTATACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGCAACCTTAGTAGCACAA
AATGGAATAACACTTTAAGACAGATAACTAAAAAATTAAGAGAACAATATGGGAACAAAACAATAAAGTTTAC
TCAACCAAACAAAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCCCTGGATGAGATTTGGAATAA
CATGACTTGGATGGAGTGGGAAAAAGAAATTGGTAATTACACAAAAGTAATATACACCTTAATTGAAGAATCG
CAGAACCAGCAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAACTGGCTGTGGTATATCAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGT
TTTTGCTGTACTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTAGCTATTAGCTTGCTT
AACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGGGCTA
TTCTTAACATACCTACAAGAATCAGACAGGGCCTTGAAAGGGCTTTGCTATAA 
>KX693496 
GCTACAAAAAACTGGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTTTAAATTGCACTAAGTTGGAGAATATTACTAATACCAATAGTAATACCAGTAGTAATACCAGTAGTAC
TAACAGTAGCACGCCAGAGGGAGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAACTAAG
GTGAAAGACTATGCACTTTTTTATAACCTTGATATAATACCAATAAATAATAAGGAAAATAATACCAGATATA
GGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATTCA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAAAATTCAATGGAGCAGGACCATGTGAA
AATATCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTT
TAGCAGAAGAAGAGGTAGTAATTAGATCGAGCAATTTCACGAACAATGCTAAAGTCATAATAGTACAGCTGAA
TGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTCTAGGACCAGGGAAA
GCATGGTATACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTGAGTACAACAAAATGGA
ACAAAATTTTAGAACAGATAACTGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATC
TTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCCCCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGAATAACATGACTTG
GATGGAGTGGGAAAGAGAAATTGGCAATTATACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
ACTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGAGCACAAAGAGCTTATAGGGCTATTCTCAATA
TACCTACAAGAATCAGACAGGGCCTCGAAAGGGCTCTGCTGTAA 
>KX693539 
GCTGTGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAGAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATACTACTGGTATTGATAGTAATACCAGTAGTACGACAGAGGGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAACTAAGGTGAAAGACTATGCATTTTTTTAT
AAACTTGATTTAGTACAAATAGATAATGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAACAATAAAACGTTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAGTAATTAGATCTA
GCAATTTCGCGGACAATGCGAGAGTCATAATAGTACAGCTGAAGGAATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACATCTAGGGCTAGGGCGAGCATGGTATACAACAGGACAAATAATAGGA
AATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAGCACTTTAAAACAGATAACTGAAAAAT
TAAGAGAACAATTTGGAAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTACAATGCA
CAGTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAAAGAAATTGACAATTA
CACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACTAGAACTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCGTTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGTACAAAGAGTTTATAGGGCTATTCTCGACATACCTACAAGAATCAGACAGGGCCTCGAAA
GGGCTTTGCTATAA 
>KP109512 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATAGTAAAGCATATGATACAGAGGCACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGTACTGATTATAATGGGAATGATATTACTAATGGGAATAAAACTGAGAAGGCTATTGATGG
AAATGCTACTATTAGTGAGAAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAATATAAGAAATAAG
GTGCAGGGACAATATGCACTTTTTTATAAACTTGATATAGTACAAATTGATGATAGTGATAATACTACTTATA
GGTTGATAAGTTGTAACACCTCAGTTATTACACAGGCCTGTCCAAAGACATCCTTTACGCCAATTCCTATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATATTAAGTTCAATGGAACAGGGCCATGTAAA
AATGTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCC
TAGCAGAAAAGGAAGTAAATGGCAGCCTAGCAGAAAAGGAAGAAGGGGTAGTAATTAGATCTAGCAATTTCAC
GAACAATGCTAAACCCATAATAGTACAGCTGACAGAAGCTGTAAATATTACATGTACAAGACCCAACAATAAT
ACAAGAAGAGGTATACACATAGGACCAGGGAGAGCAATTTATGCAACAGGAGCAATAATAGGAAAAATAAGAC
AAGCACATTGTAACCTTAGTAGAACAGCATGGAATAACACTTTAAGAAAGATAGCTAAAAAATTAAGAGAACA
ATTTAATAATAAAACAATAATCTTTACTCACCCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAAT
TGTGCAGGGGAATATAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCC



TGGGAATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAA
ATCTTATAATAAGATTTGGGATAATATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGAGTTA
ATATACAATTTAATTGAACAATCGCAGAACCAGCAGGAGAAAAATGAACAAGAATTATTGGAATTGGACAGTT
GGGCAAGTTTGTGGAGTTGGTTTAGCATATCCCAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGG
AGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCA
TTACCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGGTGAGGGAACAGATAGGGTTATAGAAG
CATTGCAGAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCT
ATAA 
>JF932495 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCATTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTCTTGGGAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATAATGCTACTACTAATAACAGTAGTATAAAGGGGGGAGGAGAACT
GAAAAACTGCTCTTTCGATATCACCACAAGCATAAACACTAAGGTGAAAGACTATGCATTTTTTTATAATCTT
GATATAGTACAAATAGATAATGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTGTAAAGTG
TAACAATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATCAGATCTAGCAATT
TCTCGAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACCTCTAGGACCAGGGAGAGCCTGGTATACAACAGGAGAAATAATAGGAGATATA
AGACAAGCACATTGTAACCTTAGTAGCACAAAATGGAATAACACTTTAAACCAGATATATAAAAAATTAAAAG
AAATATATAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACACTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGCAATA
GATCTCAGGATGAGATTTGGAATAATGAGAATATGACTTGGATGAAGTGGGAAAGAGAAATTGCCAATTACAC
AAAAGAAATATACACCTTAATTGAACAATCGCAGAACCAACAAGAACAGAATGAACTAGACTTATTGAAATTG
GATGAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAACTATTCATAATGA
TAGTAGCAGGCCTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCACTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAGTAGTACAAAGAACTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGG
CTTTGCTATAA 
>JF932496 
GCTGCAGAACCCTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATTATTTTAGGAATACTACTAGTAACAGTAGTAGGATAGAGGGGGGAGAAATGAA
AAACTGCTCTTCCAATATTACCACAAGCATAAAAACTAAGGTGAGAGACTATGCACTTTTTTATAAACTTGAT
GTAGTACCAATAAATAATACTGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAGG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACAATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTGGTAATTAGATCTAGCAATT
TCTCGAACAATGCTAGAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATAAATCTAGGACTAGGGCGAGCATGGTTTACAACAGGACAAATTATAGGAGATATA
AGACAAGCACATTGTAACCTTAGTAGCACAAAATGGAATAACACTTTAAGACAGATAGCTAAAAAATTAAGAG
AACAATTTGGGAACAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGACTTAGAGATTGAAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTA
AGAGATCTATGGATGATATTTGGAATAATATGACTTGGATGCAGTGGGAAAGAGAAATTGAGAATTACACAAA
AGAAATATACACCTTAATTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACTAGACTTATTGGAATTGGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTAGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTT
TGCTATAA 
>GU647196 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACGAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA



CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATTTGGAGAATACTACTAATACCAGTAGTAATACCAGTAGTATGACAGAGGGAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGCAAGACTATGCACTTTTTTAT
AAACCTGATATAGTACAAATAGATAATAGTAATACCAGCTATAGGTTGATACATTGTAACATCTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTACGATTCT
AAAGTGTAACAATAAAAAGTTCAAGGGAGCAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTA
GCAATTTCTCGGACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGGGTAAGTATAGGACCAGGGAGAGCATGGTATACAACAAAACAAATAGTAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATGACACTTTAAAACAGATAACTGAAAAAT
TAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAAATTGTAAGGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCCCTGAGTCAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAACAATTA
CACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGACCTATTGAAA
TTGGATGAGTGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAA
TGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACACAACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGTAGCACAAAGAGCTTATAGGGCTATTATCCACATACCTAGAAGAGTCAGACAGGGCCTCGAAA
GGGCTTTGCTGTAA 
>EU363830 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCACTACTTTGAAGAATATTAATAATACCAGTGGTAATATCAGTAATGTAAAAGAGGAAGG
GGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAAAGACTATGCAATTTTTAAT
AGACTTGATGTAATACCAATAAGTAATGATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTA
GCAATTTCACGAACAATGCTAGAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTATTTGTACAAGACC
CAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAAAACATGGTATGCAACAGGACAAATAATAGGA
GACATAAGACAAGCATATTGTAACCTTAGTAGCACAAATTGGACTAACACTTTAAAACAGATAACTGAAAAAT
TAAGAGAACAATTTGGGAACAAAACAATAATCTTTAGTCGATCCTCAGGAGGGGACCCAGAGATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCCCTGGATGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGAAAATTA
CACAAGAGAAATATACACCTTAATTGAAAAATCGCAGAACCAACAGGAGAAAAATGAACTAGAACTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATCAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTAGCTATTAGCTTGCTTAATACCACAGCTATAACAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGCACAAAGAGCTTATAGAGCTTTTATTCACATACCTAGAAGAATCAGACAGGGCTTCGAAA
GGGCTTTGCTATAA 
>AY561236 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACTGTTCTATTTT
GTGCCTCAGATGCTAAAGCATATGGTACAGAGGTACATAATGCTTGGGCCACACGTGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAC
CAGATGCATGAAGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTATGTG
TCACTTTAAATTGCACGAATGCTAATACCACTAGTAGTGGGAGAGTGATGCCCACAATGAAGCCAGAAGAAAT
AAAAAACTGCTCTTTCAATGTCACCACAAGCATAGGAAGTAAGGTACAAGAAACTGCACTTTTTTATAGACTT
GATGTAGAACCAATAGATAAGAATGATAGCAGATATAGGTTGATACATTGTAACACCTCAGTCATTAAACAGG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGTG
TAATGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAGAATT
TCACGGACAATGCTAAAACCATAATAGTACAGCTAAATGTTTCTGTAGAAATTAATTGTACAAGACCCAACAA
TAATACAAGAAAAGGTATACATCTAGGACCAGGGAAAGCATTCTATGCATCAGGAGACATAGTAGGAAACATA
AGACAAGCACATTGTACACTTAATAGAACAAAATGGGAGAAAACTTTAGGACAGGTAGCTAACAAACTAAGAG
AACAATATAAAAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCTAGAAACTGTAATGCATAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAG



CTCCTGGGAATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGCA
ATAAATCTCTAGATATGATTTGGAATAACATGACCTGGATGGACTGGGAAAAAGAAATTGACAATTACACAGG
CTTAATATATACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAAAAAGAATTATTGGAATTGGAC
AAGTGGGCAAGTCTGTGGACATGGTTTGACATAACAAACTGGCTGTGGTATATAAGACTATTCATAATAATAG
TAGGAAGCTTAGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGCTACTC
ACCATTATCATTTGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATA
GAAGGAGTACAAAGAGCTTGTAGAGCTATTCGCAACGTACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTT
TACTATAA 
>AY561239 
GCTACAGACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAAGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTATTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATGTTGTGAATACTAATAATACCAATAATAGTAGCGGGGAAGAAATAGGGAGAGG
AGAAATAAAAAACTGCTCTTTCAATATAAGAGATAGGGGGCGAAAAGAATATGCAGTTTTTTATAAACTTGAT
GTAGTACAAATAGATAATAAGAATAATAGGAGTAGGAATAATGGGAGTGCCAGCTATAAATTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGCCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACCCCGCC
TGGTTTTGCGCTTCTAAAGTGTAACGATAAGAAATTCAATGGAACAGGACAATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATG
TAGTAATTAAATCTGAAAATTTCGCGAACAATGCTAAAACCATAATAGTACAATTGAATGAAACTGTAAAAAT
TACTTGTATAAGACCCAACAACAATACAAGAAGAAGTGTACATCTAGGACCAGGGAGGGGAGCAATTTATACA
GGGGATATAATAGGAAAAATAAGACAAGCATATTGTAACCTTAGTGAAGCAGAGTGGGATAAGACTTTAAAAC
GGATAGTTACAAAATTAAGAGAGCAATTTAAGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACCGCTGTGC
CTTGGAATGCTAGCTGGAGTAATAAATCTCTAGATGACATTTGGCATAACATGACCTGGATGCAATGGGAGAA
AGAAATTAACAATTACACAGGCTTAATATATACCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAA
CAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAATAAA
TAGGGTTAGGAAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCT
GAGGGAACAGATAGGGTCTTAGAAGTATTACAAAGAGCTTACAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>HQ377377 
GTTGTAGGACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTACCACCACACTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAATCCACAAGAAATACTATTGCCAAATGTAACAGAAGATTTTGACATGGGAAAAAATAACATGGTA
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCCTGTGTAAAACTGACCCCACTCT
GTGTCACTTTAAATTGCACTAATATTACTAAATCAGAAAATATTACTCAGGCCAATATTACTACGTCAGGGAA
TATTACTCAGGTCACTCAGGACACCAATAGTAGTAGGGAAATAATGGGGGACGGGGACATGAAAAACTGCTCT
TTCGATGTTACCACAGGCATAAGAGATAAGGTGAAAAAAGAATATGCACTTTTTTATAACCTTGATATAACAC
AAATAGATAATGACACCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTATGCACTTCTGAAGTGTAAGGATAAAAAGTTC
AATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCAACTC
AACTACTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAATTAGATCTCAAAATTTCTCAAACAATGCTAA
AACCATAATAGTACAGCTGAAGGACGCTGTAAAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGT
ATACATATAGGACCAGGGAGAGCATTTTACACAACAGGTGACATAATAGGAGATATAAGACAAGCACATTGTA
ACCTTAGTAGAGCAGAATGGAATAACACTTTAAGCCAGGTAGCTACCGAATTAAGTAAACAATTTGGCAATAA
CAAAACAGTCGTCTTTAATTCATCCTCAGGAGGGGACCTAGAAATTGTAATGCACATTGTTAATTGTGGAGGG
GAATTCAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTT
GGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTACTTGGAGTAATAAATCTCAGGA
GGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAGCACAAATATACACA
TTACTTGAAAATTCACAAATCCAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAATC
TGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTT
GCTGTTAGCTTGCTTGATGCCACAGCTATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAGCACAAA
GAATTGGTAGAGCTATCATCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AY586542 
GCTACAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAACAGTACTGCTAGTATCACTAGTAATAATATCAGTAGTGGTAGTTGGGG
AAAGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAGAGATAAGAGATAGGGTGCAAGAA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATAAAGATAGTAGTAGTAATAATATCAGCA
RGAGCTTTAGGTTGATACATTGTAACACCTCAACCATTACACAGACCTGTCCAAAGATAACCTTTGAGCCAAT
TCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAGTGGAAAAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAATAGTGTCAACTCAACTGCTGTTAA
ATGGCAGCCTAGCAGAACAAGATGTGGTAATTAGATCTGATAATTTCACAGACAATGCTAAAACCATAATAGT
ACAGCTGAACGAGCCTGTAAAAATTAATTGTACAAGACCCACCAACAACACAAGAAAAGGTATACATATAGGA
CCAGGGAGAGCAGTTTATGCAACAGAAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTTTTAGAA
GAGAATGGAATAACACTTTAGGAAAGATAGTTGCAAAATTAAGAGAAACATTTAGGAATAAAACAATAATTTT
TAAGCAATCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATAAAATTTGGAATAA
CATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCATAATATATAACTTAATTGAAGAATCG
CAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGTCAAATTTGTGGAATTGGTTCG
ACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGT
TTTTTCTGTAATTTCTCTAGTAAAAAGAGTTAGGCAGGGATATTCACCATTATCATTGGCTGTTAGCTTGTTC
AACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGGATTTAGAGCTT
TTCTGCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>EU668963 
GCTGAAGATAAATTATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAACACAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCTAACCCACAAGAAGTGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTGTTTTAAATTGCACTGATCCTCGATTGAATAGAACAGAAAACAATAATACTAGTATCGAAAAGATGGATAA
AGACATGAAAAACTGCTCTTTCAATATCAGCACAAGCATAAAGAATAAGATGCATAAAGAATATGCACTTTTG
TATAAACTTGATATAATGCCAATAGATAATGATAATAATAACACAAACTATACATTGAATACATTGATAAATT
GTAACACCTCAGTCATCTCACAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTGCCCC
GGCTAGTTTTGCGATTCTAAAGTGTAATGAGAAGAAGTACAATGGAACAGGACCATGTAGAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
ATATAGTAATTAGATCTGAAAATATCACGGACAATGCTAAAACCATAATAGTGCAGTTAAATAAATCTGTAGA
AATTCACTGTGTAAGACCCGGCAACAATACAAGGAAAAGTATACATATAGCACCGGGGAGAGCATTTTATGCA
ACAGGAAATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTATAACAAATTGGACCAACACTTTAT
ACCAAATAGCTGAAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATATTAGTTGGAGTAACAAATCTTATAATGACATTTGGGATAACATGACCTGGATGGAGTGGGA
GAGAGAAATTGACAATTACACAGACTTAATATACACCCTACTTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAGTTTTTGCTATACTTTCTGTAGC
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGTTTAATGCAGTAGCTATAGCAGTA
GCTGAAGGAACAGATAGAGTTATAAAAATAGCACAAAGAATCTGTAGAAGAATAAGACAAAGCTTAGAAAAGA
TTTTAGTATAA 
>FJ388890 
GCTACAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACGGA
CCCCAACCCAAAGGAAGTAAAATTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATGTAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACCTTAAATTGCACTGATGAAGTGAAGAATCTTAATGACACCAATAATAGTAGTACTAGTTGGGATAAAGG
AGAAGTAAAAAACTGCTCTTTCAACATCACCACAAACATAAGAGATAAGGTGCAAAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAGATGATATTGATAATACTAATGGTACTAGAAATGGTTCCACTTATAATA
CTAATGGTACTAGAAATGGTTCCACTTATAATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATCACACA
GGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGG
TGTAACAATAAGACATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTA
AGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGGAGATATAGTAATTAGATCTGAAAA
TTTCTCAGACAATGCAAAAACCATAATAGTACAACTGAATGACTCTGTAGTAATTAATTGTACAAGACCCAAC
AACAATACAAGAAGGAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAACAGGAGATA
TAAGAGCAGCACATTGTAACCTTAGTAGAGCAGATTGGAATAAGACCTTAGAGAGGATAGCTATAAAATTAAG
AGAACAATTTGGTGAAAATAAAACAATAATCTTTAGGCAACCACCATCAGGAGGGGACCCAGAAATTACAATG



CATACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAGG
ATCAACAGCTCCTGGGGATTTGGGGTTGCGCTGGAAAGCTCATTTGCCCCACTGCGGTGCCTTGGAATGCTAG
TTGGAGTAATAAATCTTTTGATGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTAGTAAT
TACACAGACTTAATATACTCCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATTGG
CACTAGATAAATGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAAATATTCAT
AATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGCGAATAGAGTTAGGCAG
GGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAGGGAACAGATA
GGGTTATAGAAATATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGA
AAGGGCTTTGCTATAA 
>FJ388895 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTTTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTATGAAGGGAATGCTACTAATACCACTAAAGGTGAGAAAGGAGAAATAAAAAA
TTGCTCTTTCCAGATCACCACAAGTGTAAGAGATAAGAGGAAAGAAGAATATGCACTTTTTTATAGGCATGAT
GTAATACCAATAGATGATGATAATGCCAGTAGGAATAGAAGTAATAATGGTAGTAGTTATATATTGATACATT
GTAATACCTCAACCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCAGTTGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTGCAGCTGAATCAATCTGTAGC
AATCAATTGTGTTAGACCCAACAACAATACAAGAAAAGGTATACATGTAGGACCAGGGAGAGCAATTTATACA
ACAGGAAAAATAATAGGAGATATAAGGCAAGCACATTGTAACCTCAGTATAGAAAATTGGAATAAAACTTTAC
AACACATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTG
TGCCTTGGAACGCTAGTTGGAGTAATAAATCTCAGGAGGAGATTTGGGAGAACATGACCTGGATGCAGTGGGA
AAGGGAAATTGACAATTACACAGACTCCATATACACCTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGACTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCAATAGT
AAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTTGACGCCACAGCCATCGCAGTA
GCTGGGGGGACAGATAGGGTTATAGAAATAGTAAGAAGAGCCTTTAGAGCCATTCTCCACATACCTACAAGAA
TAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>FJ388898 
AGTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGACAAAGAGGTACATAATGTTTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAGTAACATTGGAAAATGTGACAGAGGATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGCAGTGATATTCCTAAGACCAATAGTAGTAACAATAATAGTAGTGAGGAATCGATAATTGG
AGAAGTAAAAAATTGCTCTTTCAATATCACCACAAACTTAAAAGATAAGGTGCAGAAAGAATATGCACTTTTT
CATAGACTTGATGTAACACCAATAGACAATACCAGCTATATGTTAGTAAATTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTCGAACCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGATTCTAAA
ATGTAATAATAAGAGTTTCGAGGGAAAAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCA
ATTTCTCGGACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAG
CAACAATACAAGAAAAAGTATACATCTTGGACCAGGGAGTGCATTTTATACAACAGGACAAATAATAGGAGAT
ATAAGAAGAGCACATTGTAACGTTAGTAGGACAGAATGGAATAATACTTTAAAACAGATAGCTATAAAATTAA
GAGAACAGTTTAAAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAC
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGA
GTAATAAATCTCTGGAGGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACAC
AGGCTTAATATACACCTTAATTGAGGAATCGCAGAACCAGCAAGAAAAGAATGAAAAAGAGTTATTAGAATTG
GATAAGTGGGCAAGTTTGTGGACTTGGTTCGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGA
TAGTAGGAGGTTTAATAGGGTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTAAATAGAGTTAGGAAGGGATA
CTCACCAATATCATTTGCTGTTAGTTTGCTTGACGCCACAGCTGTAGCAGTAGCTGAAGGGACAGATAGAATT
ATAGTAATATTACAAGGAGTTTGTAGAGCTATTCGCCACATACCCAGAAGGATAAGACAGGGCTTAGAAAGGC
TTTTGCTATAA 
>FJ388905 
AATGCAGACAAAGATAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAGGTTCATAATGTTTGGGCCACACATGCCTGTGTACC



CACAGACCCCAACCCACAAGAAGTACCAGTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAAATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTCAAATTAACCCCAC
TCTGTGTTACTTTAAATTGTACTGAGCCTACCAACGGTACTATTGATAATACCAACGGTACTACCAGTGATGC
TAGTAATAGTACCAACAGTACTAAGACTAGGGTTGTGGAACAGGGAGTAATGAAAAATTGTTCTTTCAATATC
ACCACAAACGTGAGAGATAAGATAAAGAAAGAATATGCGCTTTTTTATAGCCTTGATGTAGTACCACTAGAAG
ATGATAATAGTAGCTATAGGTTGATAAGTTGTGACACCTCAGTTGTTACACAGGCCTGTCCAAAGGTAACCTT
CGATCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCAATTCTAAAATGTAGAGATAAGAAGTTCAAT
GGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACCCAAC
TGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTTTCGGAAAGTGCTAAAAC
CATAATAGTACAGCTAAATGAATCTGTAGCAATTAATTGTACTAGACCCAACAACAATACAAGAAAAAGTATA
CATATAGCACCAGGGAGAGCATTTTATGCAACAGATGATGTAATTGGAGATATAAGACGAGCACATTGTAATG
TTAGTGAAACACAATGGAATAGAGCTTTACAAAAGGTAGCTGAAAAATTAAGAGAACAATTTGGGGAAAATAA
AACAATAGCCTTTAACCGATCCTCAGGAGGGGACCCAGAAATTACAATGCATAGTTTCAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCGCCACTGCTGTGCCTTGGAATACTAATTGGAGTAGTAAATCTCTGAATGA
GATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGAAAATTACACAGGTGAAATATACAAACTA
CTTGCAGAATCGCAGGACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGT
GGAGTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAGTTTTTGCTATACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCATTTGCT
ATTAGCTTGCTGAATACAATAGCTATTGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAG
CTTTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>FJ388910 
GCTACAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAACGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTACAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTTCTCGTAACAACAGTAGTAGTAGTGATAATAGCTGGAGAGAAATAAAAAA
CTGTTCTTTCAATATCACCACAAACATGAGAGATAAGGTACAGAGAGAGTATTCACTTTTCTATAAGCTTGAT
ATAGTGCCAATAGCTGGTGATAATACAAGCAGCAATAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCC
TTACACAGGCCTGTCCAAAAGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGAT
TCTAAAATGTAATAATAAGACATTCAATGGAGCAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGT
CTGAGAATTTCACAAACAATGCCAAAACTATAATAGTACATTTGAATGAATCTGTAGCAATTAATTGTACCAG
ACCCAACAACAATACAAGAAAAGGTGTACATATGGGACCAGGGAAAGTATTTTATACAACAGATATAATAGGA
GACATAAGACAAGCACACTGTAACCTTAGTAGAGGAGCCTGGAATAAAACATTAGGACAAATAGTTAACAAAT
TAAGAGAACAATTTAAAGATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTAGCTGTGGAAAGATACCTAGCGGAT
CAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTT
GGAGTAACAATACAGATCTGGATATCATTTGGAATAACATGACCTGGATGGAGTGGGATAGAAAAATTCACAA
TTACACAGGCTTAATCTACACCTTAATTCAAGAATCGCAAACCCAACAAGAAAAGAATGAACTAGATTTATTG
AAACTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGAA
GGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGGTGAGGGAACAGAT
AGAATTTTAGAAGTATTACAAAGGGCTTATAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>FJ388911 
GCTGAAGAAAAAGAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTC
TATTCTGTGCATCAGATGCTAAGGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAAACCCTAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAGCTTTAG
ATTGCAATAATAAGACAAATTGCACTGAGTGGAAGAAAAGTAATACTACCAATAGTAGTAATTGGGAAATGGA
GGAGAAAGAGGAAGTAAAAAACTGCTCTTTCAATGTCACCAACATAAAAAATAAGATACAGAAAGACTATGCA
CTTTTTTATAAACTTGATTTAGCACCAATAGATGATAGTGATAATAAAAGTTATACATTGATAACTTGTAACA
CCTCAGTCATTACACAGGCCTGCCCAAAGATATCCTTTGAACCAATTCCCATACTTTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGAGGAAAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGCTAAATGGCAGTCTAGCAGAAAAAGAAGTAG
TAATCAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAGGACCCTGTGAGAATTGA
TTGTACAAGAGTCAGCAACAATACAAGAAAAAGTGTACATATGGGACCAGGGAAAGCATATTTTACAACAGAT
ATAATAGGAGATATAAGAAAAGCTCATTGTAACCTTACTAGGGGGGATTGGCATAAAGCTTTAAACCAGACAG
CTACAAAATTAAGAGAACAATTTGGGAATAAAACAATAATATTTAATAGATCCTCAGGAGGGGACTTATAAGT



TGAAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAGATCTGTGGAGGATATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAAT
TGACAATTACACAGAATTAATATACAACTTAATTGAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAGCTGGCTGTGGTATATAAAAA
TATTCATAATGATAATAGGAGGTTTAGTAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCATTTGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAATAGCACAAAGAATTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGGCAAG
GCGCAGAAAGGGCTTTAGTATAA 
>FJ388912 
GCTGAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTCTGGAAAGAAGCAACCACCCCTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAATATACTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGCATTGATGTTAACACCACTAGTACTAACACCACTAGTACTAACACCACTAGCAGTGGCGA
GATGGCAGGAGAAATAAAAAACTGCTCTTTCAGTATCACCTCAAGCATAAAAGATAAGGTGCAAAAAGAATAT
GCAAATTTTTATAAACTTGATTTAGTACAAATAGATAATGATAATACTAATGATACCAGATATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAA
AAGAGATAGTAATTAGATCTGCCAATTTCACGGACAATACTAAAACCATACTAGTACAGCTGAATAAATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGATTGGAATGAAACTT
TAAGACAGATAGTTGAAAAATTGAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGGAAAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAAGTACACAAATGAAATATACACCTTAATTGAAAATTCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCCTAACAAATTGGCTGT
GGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTATTAGCTTGCTCAACGCCACAGCCATAGCA
GTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTACTAAGAGTTTATAGAGCTATTATCCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ388960 
GCTACAGAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGAAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTGGGGGAATAGTACTAATACCAATAGTAGTAATGGGAATACAGGAGAAATGAA
AAACTGCTCTTTCAGGGTCTCCACAAGCGTAAAAGATAAGATGCAGAAAGAATCTGCACTTTTTTATGAACTT
GATGTGGTACCAATAGATAATGATAATACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAGG
CCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGACTCTAAAGTG
TGACAATAAGACGTTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGATAGTAATTAGATCTGAAAATT
TTACAGACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGCTGTAGTAATTAATTGTACAAGACCAAACAA
CAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATA
AGACAAGCACATTGTAACCTTAGTAGAGCAGCCTGGAATGACACTTTAGGACAGATAGTTATAAAATTAGAAG
AACAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGATCCAGAAATTACAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAG
CTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCAATCAGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTCACAATTACACAGG
CTTAATATACACTTTAATTGAAGAATCGCAGTACCAACAAGAAAAGAATGAACAAGAATTATTGGCACTAGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTTTGCTGTTAGCTTGCTCAATGTCACAGCTATTGCAGTAGCTGAGGGAACAGATAGGGTTATA
GAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTT
TGCTATAA 
>FJ388914 
GCTACAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCGGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTTGAAGAATAGTAGTTGGACCAATAGTAGTTTGAAACTGGAAGGAATGAAAAA
CTGCTCTTTCAATGTCACCCCAAGCATAAGAGATAAGTGGCAAAAAGAATATGCACTTTTTTATAAATATGAT
GTAGTACAAATAGATGATACAAATAATAGTACTAATGGAACTGGTAACTTTACTAGCTATAGATTGATAAATT
GTAACACTTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCC
GGCTGGTTATGCGCTTCTAAAGTGTAACAATAAGACATTCAATGGAAGTGGACCATGTACAAATGTCAGCACA
GTACAACGTACACATGGAATTAGACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
ACATAGTAATTAGATCTAAAAATTTCTCGGACAATGCTAAAAACATAATAGTACAGCTGAATGAATCTGTAGT
AATTAATTGTACAAGACCCCACAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCA
ACAGGACAAATAGTAGGAGATATAAGACAAGCACATTGTAACCTTAGTCAAAAAGCATGGAATGACACTTTAA
GAATGATAGCTATAAAATTAAAGAAACAATTTGGGGAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTATGTGTGGTGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTA
ATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTATAATGACATTTGGAATAACATGACCTGGATGCAGTG
GGAAAAAGAAGTTGATAATTACACAAGCTTAATATACACTTTACTTGAAGAATCGCAGACGCAACAAGAAAAG
AATGAACAAGATCTATTGGCACTAGATAAGTGGGACAGTTTGTGGAATTGGTTTAGTATAACAAAATGGCTGT
GGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATTGCA
GTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGTTTTGCTATAA 
>FJ388915 
GCTGCAGACCAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATTGGAAAGGGAATGCTACTGCAGGGAATACTACTAATAATAGTAGTAGCTTGGG
AAGGTTGGATACAGGAGAAATAAAAAACTGCTCTTTCAATATCACAACAAGCATAAGAGATAAGATGCAGAAA
GAATATGCGCTTTTTTATAGACTTGATGTAGTACCAATAGAGGGAGATAATACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAATAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAAAACCCTGTAAA
CATTACTTGTATGAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAATAGAATGGAATAATGCTTTAG
GACAGATAGCTGGAAAATTAGGCAAACAATTTGGGATTAATAACACAATATTTAAGCCATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTAAAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCGCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TACCTTGGAATACTAGTTGGAGTAACAAATCTCTAGATTACATTTGGGGTAACATGACCTGGATAGAGTGGGA
AAGAGAAATTGACAATTACACAGAATTAATATACAGATTAATTGAACAATCGCAAAACCAGCAAGAAAAGAAT
GAACAAGAATTGTTGGAATTGGATAACTGGGCAAGTCTATGGAATTGGTTTAGCATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGGTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
AAGAAGAGTTAGGCAGGGATACTCACCAATATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTGTAGCAGTA
GCTGAGGGGACAGATAGAATAATAGAAGTAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACTAGAA
TAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>FJ388918 
GCTGCAGACCAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCACGAGGATATAATTAATTTAGGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTAATTGGGTAAATACTACTGCAAAGAATACTACTACTGCAGGGAGTACTACTAATAA
CAGTAGTAGCTTGGGAAGATTGGATAACGGAGAAGTAAAAAACTGCTCTTTCAATATCACAACAAGCATAAGA
GATAAGATGCAGAAAGAAAATGCGCTTTTCTATAAATCTGATGTAGTACCAATAGGGGGAAATAATACTAATA
CTACTAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACATT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTCAAT
GGAAAAGGACCATGTAAAAACGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAGAC
CATAATAGTACAGCTGAATGACACTGTAATCATTAATTGTACAAGACCCAGCAATAATACGAGAAGGAGTATA
CATATAGGACCAGGGAGAGCATTTTATGCAACAGACCAAATAATAGGAGATATAAGACAAGCACATTGTAACC
TTAGTAGAACACAGTGGAATAACGCTTTACAAAAGATAGTAGAAAAATTAGGCAAACAATTCACGAATAAGAC



AATAAGTTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAACGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGTAATAAATCTCTAGCACAGAT
TTGGGATAACATGACCTGGATAGAGTGGGAAAGAGAAATTAACAATTACACAGACTTAATATACAACTTACTT
GAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGA
ATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGTTT
AAGAATAGTTTTTACTGTACTGTCTATAATAAGAAGAGTTAGGCAGGGATATTCACCAATATCATTTGCTGTT
AGCTTGCTCAACGCCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAATATTGCAAAGAGCTG
GTAGAGCTGTTCTCCACATACCTACTAGAATAAGACAGGGCTTGGAAAGGAGCTTGCTATAA 
>FJ388920 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACTGCCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTACACTTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TCACTTTAAATTGCACTGACCCTTTAAGGAATAATACTTCAAGGACTAATAGTACTACTATCACTAATAGAAC
TGATGTTGAGATGAAAAACTGCTCTTTCAATGTCACCCCAATCATAACAGATAAGAGGCAGAAAGAATATGCA
CTTTTTTATAAAGATGATATAGTACCAATAGATGATGAAAATAGTACTAATTATGCTACCTATAGGTTAATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGACATTCAATGGAAGTGGACCATGTACAAATGTTAGC
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAA
AAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTGCAGCTGAATCAATCTGT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGGAGTATACATATAGCACCAGGGAGAGCATTTTAT
GGAACAGACATAATAGGAGATATAAGACAAGCACATTGTACCCTTAGTGGGCAAAAATGGAATAACACTCTAA
GACTGATAGCTATAAAATTAAAAGAACAATTTGGGGAGAATAAAACAATAAAATTCAATCATTCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATAATAGTTGGAGTAAGAGAAATTATAGTGATATTTGGGATAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGATAATTACACAGGTTTAATATACACCTTACTTGAGGAATCGCAAATCCAACAAGAAAAG
AATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTCTCTATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGCGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCA
GTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTGGTAGAGCTATTCTCCACATACCTAGAA
GGATAAGACAGGGCTTGGAAAGATCTTTGCTATAA 
>FJ388923 
GTTACAGGAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCAGAGTACTCT
ATTTTGTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCC
ACAGACCCCAACCCACAAGAAGTACCATTACAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGG
TAGAACAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACT
CTGTGTTACTCTAAATTGCACAAATATTACTATTAGTACTAATACCACTAAGAATAGTAGTGGGGAAGAAATG
ACAATGACAAACTGCTCTTTTAATGTCACTCCAATCATACAAGATAAGGTGCAGAAAGAATATGCACTTTTTT
ATAAACTTGATGTAGTACCAATAGATAATAGTAATAATAATACTAGCTATAGGTTGATAAATTGTAACACCTC
AGTCATTACCCAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTT
GCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAAGCGGACCATGTACAAATGTCAGCACAGTACAGTGTA
CACATGGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAAT
TAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGGAGCCTGTAGTAATTAATTGT
ACAAGACCCAACAACAATACAAGAAAAAGTATAAGTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAA
TAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGGAAAGAATGGAATAACACTTTAGGACAGATAGT
TATAAAATTAAAAGAACAATTTGGGAAGAATAAAACAATAAGATTTAATCAATCCTCAGGAGGGGACCCAGAA
ATTATAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGAT
ACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTG
GAATGCTAGTTGGAGTAATAGAACTCAGGAGGAGATTTGGAACAACATGACCTGGATGCAGTGGGAAAAAGAA
ATTGATAATTACACAGGCTTAATATACACCTTAATTGAAGATTCGCAAATCCAACAAGAAAAGAATGAACAAG
AATTATTGGCACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAA
AATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGA
GTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGG
GAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGGATAAGACA
GGGCTTGGAAAGGGCTTTGCTATAA 
>FJ388963 
GCTACAGAAAAATTGTAGGTCACAGTCTATTATGAGGTACCTGTGTGGAAAGAAGCAACTACCACTCTGTTTT
GTGCATCAGATGCTAAAGCACATAATACAGAGGCACATAATGTTTAGGCCACACATGCCTGTGTACCCACAGA



CCCCAGTCCACAAGGAGTAAAATTGAATGTGACAGAAAATTTTAACATGTGGGAAAATAATATGGTAGACCAG
ATGCATGAGGATATAATCAGTTTATAGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTGTCA
CTTTAAATTGCACTGATGTAAACAAAAATACCACTGACAATGGTGCCACAACCAATAGTAGTAGTTTAGGAGG
AGACATGAAAAACTGCTCTTTCAATGTCACCACAGACAGAATAGATAGGATGAGAAAAGAATATGCACTTTTT
TATAAGCTTGATATAGAACAAATAAATGAAGGTAATAAGAGTGATAATAATAGCTATAAGTTGATAAGTTGTA
ATACCTCAGTAGTCACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTACTGCGCTCCAGC
TAGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGAGCATGTAAAGATGTCAGCACAGTA
CAGTGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACCGACAATGTTAAAACCATAATAGTACAGCTGAATGAGTCTGTAGAAAT
TAATTGTATAAGGCCCAACAACAATACAAGAAAAAGTATACAGATAGGACCAGGGAGAGCATTGTATACAACA
GGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATCAGTGGAGAAAAATGGAATAAAACCTTATACC
AGATAGTTATGAAATTAAGAGAACAATTTGAGAACAAAACAATATACTTTAAGCCACACTCAGGAGGGGACCC
AGAAATTGAAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAACAGCTCCTAAGGATTTAAGGTTGCTCTAGAAAGCTCATCTGCACCACTGCTGTGC
CTTAGAATGCTAGTTGGAGTAATAAATCTTATGATGACACTTAGAAGAACATGACCTAGATGCAGTAGGAAAA
AGAAATTGAAAATTACACAAACTTAATATATAACTTACTTGAAACATCGCAGAACCAGCAAGAAAAGAATGAA
CAAGACTTATTGGCATTAGATAAGTAGGACAGTTTGTGAAGTTAGTTTAATATAACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAAGAGGCTTAATAAGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATATTCACCACTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAAGATTATAGAAGGAATACAAAGAGTTCTTAGAGCTATCCTCCACATACCTAGAAGAATAA
GACAGGGCTTAGAGAAGTTTTTGCTATAA 
>FJ388924 
GCTACAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTACACTTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGACTTTTCAAGGAATAATACTAATACCAATAGTATTGAGATGAAAAACTGCTCTTT
CAATGTCACCCCAATCATAAAAGATAAGATGCAGAAAGAATATGCACTTTTTTATAAATATGATGTAGTACAA
ATAGATAATAAAAATACTAGTAATACTAACTATACTAGCTATAGGCTGATAAATTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAACAATAAGACATTCAATGGAAGTGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
AAAATTTCACAAACAATGCTAAAACCATAATAGTGCAGCTGAATGAATCTGTAGCAATTAATTGTACAAGACC
CAACAACAATACAAGAAGGAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGTAAAGCATGGAATAACACTTTAAGACAGATAGTTATAAAAT
TAAAAGAACAATTTGGGAAGAATAAAACAATAAGCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTTATAATGAGATTTGGGAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAA
TTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAAATCCAACAAGAAAAGAATGAACAAGAATTATTG
GAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTCTCTATAACAAAGTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAGGGAACAGAT
AGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGGATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>FJ388964 
GCTACAGAACCATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCGTCAGATGCTAGAGCATATGACAGAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTACTGCCAATGTTACTACTACACTAGGAAATATAACTGAAGAAATGAGAAACTGTTCTTT
TAATATTACCACAAGCATAAGAGATAAGAAGCAGAATGAATATGCACTGTTTTATAGAGATGATGTAATACCA
ATAGATAGTAATAATACTTCCAATTATAGGTTGATAAATTGCAATACCTCAACCATTACACAAGCCTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAA
GAAATTTAATGGAAAAGGAGAATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTG
TCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGATAATTTCACGGACA
ATACTAAAACCATAATAGTACATTTGAATGAATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAG
AAAAGGTATACATATGGGGCCAGGAGCATTTTATGCAACAGGAAAGATAATAGGAGATATAAGAAAAGCACAT
TGTAACATTAGTAAAGCAAAATGGAATAAAACTTTAGAACAAATAGTTATAAAATTAAGAAAACAATTTGAGA
ATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGG



GGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCTTGGGGATT
TGGGGTTGCTCTGGAAGGCTCATCTGCACCACTAACGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGA
ATCAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAGATTGACAATTACACAAGCTTAATATATAA
CTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGT
TTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGTTTGA
TAGGGTTAAGAATAGTTTTTACTGTGATTTCTATAGTAAGTAGAGTTAGGCAGGGATACTCACCATTGTCGTT
TGCTATTAGCTTGTTCAATGCCACGGCTATCGCAGTAGCTGAAGGGACAGATAGAGTTATAGAAGTAGTACAA
AGAGCTTGCAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTATAA 
>FJ388927 
GCTACTGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCATTCTATTTT
GTGCATCAGATGCTAAAGCATTTGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGAAATTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATCATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGACCACCAATTTGACTACTGATAATACTACTACTGGTAGGGGTAATATTAG
TGGTAGTATGGAAATGAAAAACTGCTCTTTCAATATCACCACAGACCTAAGAGATAAGGTGAGGGAAGAATAT
GCAATTTTTTATACACTTGATACAGTACCAATAGATAATACCAGCTATAGGTTGATAAGTTGTAATACCTCAG
TCATTACCCAAGCCTGTTCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGATGTAGTAATTA
GATCTGAAAATCTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATCAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGACAAATA
ATAGGGGATATAAGACAAGCACATTGCAACATTAGTAGAACAAAATGGAATAATACTTTAGAAAGGATAGTTA
AAAAATTAGGAGAACAATTTAAAAATAAGACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATTCCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
CAAGTTGGAGTAATAAATCTTATAATCAAATTTGGGATAACATGACCTGGATGGAATGGGAGAGAGAGGTTAG
CAACTACACAAATTTAATATATTCCTTAATTGAAGAATCGCAGAATCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTGGATAAATGGGCAAATTTATGGAATTGGTTTAACATATCACATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAACAGAGTTAG
GCAGGGATACTCACCATTGTCGTTGGCTATTAGCTTGCTCAACGCCACGGCCATAGCAGTAGCTGAGGGGACA
GATAGGGGTATAGAAATATTACAAAGAATTCTTAGGGCTATTCTCCGCATACCTACAAGAATAAGACAGGGCT
TGGAAAGGGCTGTAGTATAA 
>FJ388933 
GCTACAGAAAAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATAGTAAAGCATATAGTACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAACTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAGTCAGTTTATGGGAGCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGGCTACCAGTATCAATGCTACCAGTATCAATAATAATAGCAGTACCAATGATAG
TAGAGGGGAAATGAGAGAGGGAGGAGGCTGGTATAACTGCACTTTCACTATCACCACAGAAACAAAAAAAGAA
TATGCATATTATGCTTCTTTTGATAATCTAGAAATAGAAAATATAAATACTACCTATAGGTTGATAAGTTGTA
ACACCTCAAAAGTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCTATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACCATGTACAAATGTCACCGCAGTA
CGATGAACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGACG
TAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAAGAATCTGTAGAAAT
TAAGTGTACAAGACCAAACAACAATACAATAAAAAGTATACATATGGGACCAGGGAAAGCCTTTTATACAACA
GGACAAATAATAGGAAATATAAGACAAGCACATTGTAACGTTAGTTTAGCAAAATGGAAAAACACCTTGCAAC
AGGTAGCTGGAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAGGCCATCCTCAGGAGGGGACCC
AGAAATTGTATTTCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCAGTAC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTAAGTGAAATATGGGATAACATGACCTGGATGCAGTGGGACAG
AGAAATTAACAATTACACAGGATTAATATACTCCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
AAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGAACAGATAGGGTTCTAGAAGTGTTGCAAAGAATTTGTAGAGCTATTTTCAACGTACCTACAAGAATAA
GACAGGGCTTTGAAAGGGCTTTGCAATAA 
>FJ388935 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATGCCACACTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA



CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTAATAAGTTAAATAAGTTAAATGTGAATGAGACTCATACCAATGAGACTTGGAAAGA
AGTAGATAACGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATGAGAGATAGGATGCAAAAAGAATAT
GCACTTTTTTATAAACTTGATATAGTACAAATAGATGATAATAATAGTAATAGTGCCAATTATACCAATTATA
GATTAATAAATTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGTGTAATGATAAGAAGTTCAATGGATCAGGACCGTGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGACGAGGTAGTAATTAGATCTAAAAATTTCTCGGAAAATGATGACATCATAATAGTACAGTTGAA
GGAAGCTGTAAACATTACTTGCATAAGACCCAACAACAATACAAGAAAAAGTATACGTATAGGGCCAGGGGCA
GCATTTTATGCAACAGACATAATAGGAGACATAAGACAAGCACATTGCAAACTTTCTGGAATAGCATGGAACA
AGACTTTATGGCAGATAGCTAAAAAATTAAGAGAACAATTTAAGAATAAGACAATAAAATTTACTCAACACTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTGTAAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTGAGGACCAGATTTGGGGAAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACAGGATTAATATACAATCTACTTGAAAAATCGCAAAACCAACAA
GAAAAAAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTTAACGCCACAGCC
ATAGCAGTAGCTGAGGGAACAGACAGGGTGATAGAACTAGCACAAAGAATTACTAGAGCTATCCTCAACGTAC
CTAGAAGAATAAGGCAGGGGTTGGAAAGGGCTTTGCTTTAA 
>FJ388936 
GTTACAAAAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAGTTGCACTGATGATTTGAAGAATAGTACTAACATCACTATTAAGTTGGAGAGAGGAGAAATAAA
AAACTGCTCTTTCAACATCACCACCAACATAAGAGATAAGGTACAGAAAGAACATGCACTTTTTTATAAACTT
GATGTAGTACCAATAGAAGATGGTAATAATAGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCG
TTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAACAATAAGACATTCAATGGAAAAGGACCATGTAAAAATGTCAGTACAGTCCAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAACTGAATGAATCTGTAGTAATTAATTGTACAAG
GCCCAACAACAATACAAGAAGAAGTATACATATGGGACCAGGGAAAGCATATTATGCAACAGGAGAAATAATA
GGAGATATAAGAGAAGCACATTGTAACCTTAGTGAAGCAGCATGGAATAATACTTTAAGAAAGGTACTTATAA
AATTAAAAGGACAATTTGGGAATAAAACAATAACCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTACTAT
GCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCATTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAGATCTATGGATGACATTTGGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTAGTAA
TTACACAGACTTAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTG
GCACTAGATCAGTGGGCAAGTTTGTGGAGTTGGTTTGATATATCAAAATGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGCGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGAACAGAT
AGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>FJ388937 
GGTGCAGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGAAACAGAGGTATCTAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTACCATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTAAATATTACTAGGACCACTAATAGTAGTACTGCGAATATTAGTAGGGAGGT
AAAAGAAGAAATGAAAAACTGCTCTTTCAATATTACCACAAGCTTACAAGATAGAAGGCAGAGAGAATATGCA
CTTTTTTATAAACTTGATATAGTACCAATAGATAATAATAATAAAAGTAATGTTAGTAATGTTAGTACCCACT
ATAGGTTGATAAGTTGTAACACCTCAATCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAGGATAAAAGGTTCAATGGAACAGGACCATGT
AAAAATGTCAGTACGGTACAATGTACACATGGAATTAGGCCAGTAGTATCTACACAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATCTCTCGGACAATGCTAAAGTCATAATAGTACAGCT
GAATGAATCTGTAGAAATTAACTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGG
AGGGCATTTTATGCAACAGGAGGAATAATAGGAGATATAAGACAAGCATATTGTACCATTAGTAGAGCAAAAT
GGAATAAAACTTTAAGCCAGGTAGTTGGAAAATTAAGAGAGCTATTTAACAATAAAACAATAGTCTTTAATCA
CTCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAAGCA



AGAGTCCTGGCTGTAGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCA
TTTGTACCACTACTGTGCCTTGGAATACTACTTGGAGTAAGAATTGGACTACGAAAAATCTAACAGATATTTG
GGATAACCTAACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTATATATACACCTTGCTTGAA
GACTCGCAAAACCAGCAAGAAAAGAATGAACAAGAGTTATTAGAATTAGATAAATGGGCAAATTTGTGGAATT
GGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTACTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGC
TTGTACAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAAGTTTTA
GAGCTATACTCCATATACCTACAAGAATCAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>FJ388939 
GCTACACAAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGAAGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTACATTTGGAAAATGTAACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAACTTGCACTGATTTGAATAACAGCACTGGTGGGAACCATACTACTAATGCCCCAGAGATAGATGG
AAGAAAAGAAATGACAAACTGCTCTTTCAATGTTACCACAGAAAGGACAGATAAGATGCAGAAAGTATATGCA
CTTTTTATAAACTTGATGTAGTACCAGTAGATAATGAAGATAAGGATAATACTAGCTATAGTAATACTAGCTA
TAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATA
CATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAACAATAAGACATTCAGTGGAAAAGGACCCTGCA
ACAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAG
TCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTTACAGACAATACTAAAACCATAATAGTACAGTTG
AATGAAACTATAAAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATATCCATAGGACCAGGGA
GAGCGTTTTATGCACATGGAGAAATAATAGGAGATATAAGAAAAGCATCTTGTACCCTTAATGGAACACAATG
GAATAACACTTTAAGACTGATAGCTGACAAATTACTAGCACAATATAATGCATCAAAAATAGCCTTTAATCAA
TCCTCAGGAGGGGACCCAGAAATTGTATTACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAA
GAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAGCAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCAT
CTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAGGACATTTGGGATAACATGACC
TGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGTGTAATATATGAGTTAATTGAAAAATCGCAGAACC
AACAGGAACAGAATGAAAAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAAC
AAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACT
GTACTTTCTTTAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGTCA
CAGCCATAGCAGTAGGTGAAGGGACAGATAGGGTTATAGAAGCATTGCAAAGCATTGGCAGAGCTATTCTTAA
CATACCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>FJ388955 
GCTACAAACAACTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAGAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAAAATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACTCCACTCTGTG
TTACTTTAAACTGCATTAATTTAAACTGCACTAATTGCACTAATTTGAAAAATAGTAGTGAAGGTATAAAAGA
TGAAGTAGGAATGAAAAACTGCTCTTTCAATATCACCACAAGTAGAAGAGATAAAGTGAAGAAAGAATATGCA
CTTTTCTACAACCTTGATATAGTACAAATAAATGATGATGATAATGGTAATACTAGTAATACTAGTTATAGGT
TGGTAAGTTGCAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGATGGGATTCAATGGAACAGGACAATGTAGAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTCTAG
CAGAAGGAGATGTAGTACTTAAATCTGCCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTAAATGA
AACTGTGAAAATTAATTGTACAAGACCCAGCAACAATACTAGAAAAAGTATAAGTATAGGACCAGGGAGAGCA
TTTTATACAACAGGGGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGAAGAATGGAAGA
GAACTTTACAACAGACAGTTAAAAAATTAAAAGAACAATTTAACAATAAGACAATAACCTTTAAGCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACCGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTTGGATCAGATTTGGGAGAACATGACCTGGAT
GCAATGGGAGAGAGAAATAGACAATTACACAAGTAAAATATACTCTTTGCTTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTACTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAACTTGCTCAACGCCATAGCC
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGCACAAAGAGCTGGGAGAGCTATTCGCCACATAC
CTGTAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTATAA 
>JF683736 
GTTGCAGGACAAATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA



CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGTGCTAATCTGACAACTGCTAGTGGTAATAACACTAGTAATGATAATGAGGCTATGTTGGC
GAAAGAACAAATGAAAAACTGCTCTTTCAATACCACCACAAACATAAGAGATAAGATGCAAAAAGCATATGCA
ATTTTTGATAAGCTTGATATAGTACCAATAGATAATGATAGAAATGATAATACCAGCTATAGGTTGATAAGTT
GTAATACCTCAGCCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCC
GGCTGGGTTTGCAATTATAAAGTGCAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCTCA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGATG
AGATAGTAATTAGGTCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACGAGCACATTGTAACATTAGTGGAGCAAAATGGAATGAAACATTAA
AAAAGGTAGTTGTCAAATTAAGAGAACAATTCGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACATTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAGATCTCAATCAGAAATATGGAACAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTATACAGGCATAATATATGACTTAATTGAAAAATCACAGACCCAGCAAGAACAGAAT
GAACAAGAATTATTGGAGTTGGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTTTATTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCAGTAGCAGTA
GCTGAAGGGACAGATAGAGTTCTAGAAGGATTAAGAACAGCTGTTAGAGCTGTTCGCCACATACCTAGAAGAA
TAAGACAGGGAGCAGAAATAGCTTTGCTATAA 
>JF683741 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACGCATGCGTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAGAGCTAACCCCACTCTGTA
TTACTTTAAATTGCACTGATTGGAACGCGACTAACACGAATGTAACTGGAGTTAATAACACAATGAATATAGA
TAAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAGGGTGGAAAAGAACTATGCA
CTTTTTTATACACTTGATATAGTACCAATAGATAATAGTGATAATAGTAGCTATAGATTGATAAGTTGTAACA
CCTCAATCATTAAACAGGCTTGTCCAAAGGTAAGCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACAATGTAAAAATGTCAGCACAGTACAA
TGCACACATGGCATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAG
TAATTAGATCTCAAAATATCTCAAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATTAA
TTGTACAAGACCTGGAAACAATACAAGGAAAAGTATATCGATAGGACCAGGGAGAGCATTTTATGCAACAGGA
GATATAATAGGAGATATAAGACAAGCACATTGTACCATTAATATCACAAATTGGAATAACACTTTAAGACAGA
TAGTTGATAAATTAAGAGAAATTGAACAATTTAAGAACAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGA
CCCAGAAATTGAAATGCAAAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCACTG
TGCCTTGGAATAATAGTTGGAGTAGGAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGATACAGTG
GGAAAGAGAAATTGACAATTACACAGACATAATATATAGCTTAATTGCAGAGTCGCAACACCAGCAGGAAAAG
AATGAAAAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTTCTGTACTTTCTAT
AGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCGTAGCA
GTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTATAGGGCTATTCTCCACATCCCTACAA
GAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>JF683743 
GCTGGAGAACAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATAGTAAAGCATATAGTGCAGAAGCACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTACTATTGGAAAATGTGACAGAAAAGTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTGGTTTATGGGAACAGAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACGTTAAATTGCACTGATTATTGTGGGAAGAATACTACCACCAATAGTACTAATACCTGTAATAGTAGCAT
GGAAGAAACGGGGGAAGGCGGAATGAAAAACTGCTCTTTCAATATCACCACAGAAATAAGAGATAGGGTGAGG
AAAGAATATGCACTTTTTTATAATCTTGATGTAGTACAAATAGATCATAGTGATAATAATAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATGACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAATATCCACCCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAGTTAGATCTGAAAATTTCACAAACAATGCTAAAACTATAATAGTACAGCTGAATGAATC
TGTAGTAATAAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAAATTTTAT
ACAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTATCCTTAATAGAACACAATGGAATAACACTT
TAAAACAGATAGCTCAAAAATTAGGAAAACAATACAACAAATCAATAATAGTCTTTAACTCCTCCTCAGGAGG
GGACCCAGAAGTTGTAACTCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGGATCCTGGCT



GTAGAAAGATACCTAATGGATCAACGGCTCCTGGGAATTTGGGGTTGCTCTGGGAGACTCATTTGCACCACTG
CAGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATGATACAATTTGGGGTAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTATACAAGAGTAATATATAACTTAATTGAAGACTCGCAGAACCAACAAGACAAA
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTATTTTCTAT
AGTGAGGAGAGTTAGGCAGGGATATTCACCACTATCGTTTGCTGTTAGCTTGTTTAATGCCACGGCCATAACA
GTAGCTGGGGGGACAGATAGGGTTCTAGAAGTGTTACAAAGAATTTGTAGAGCTATTTGCAACATACCTAGAA
GAATAAGACAAGGCTTGGAAAGACTTTTGCAATAA 
>JF683747 
ACAGCAGGAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGGATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAGGTAGTATTGGCAAATGTGACAGAAAATTATAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAAAAATGGTACTATCAACAATAGGACAGAAGGAGAAATGAAAAATTGCTC
TTTCAATATCACCACAAGCATACGAGATAAGATGCAGAAAGAATATGCACTTTTTTATAAACTTGATATCATA
CCAATAGATGGGAGTAAGAATGATACTAAGTATAGGTTAATAAGTTGTAATACCTCAGTCCTTACACAGGCCT
GTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGCCTGGTTTTGCGATTCTAAAGTGTAA
CAATAAGACATTCGATGGAAAGGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCA
GTAGTGTCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCT
CAAACAATGCTAAGGTCATAATAGTACAGCTGAATGAAACTGTACAAATTAATTGTACTAGGCCTAACAACAA
TACAAGAAAAGGTATAACTATAGGACCAGGGAGAGCATTCTACACAACAGGAGAAATAATAGGAAATATAAGA
CAAGCATATTGTAACCTTAGTAGAAAGGCATGGAATAACGCACTAAAACAGATAGTTACAAAATTAAGAACAC
CATTTGGAAATAAAACTATAGTCTTTAAACCACCCTCTGGAGGGGACCCAGAAATTGTAACACACAGTTTTAA
TTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATA
AATCTTATGATGATATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAAGCAC
AATATATACCTTGCTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTAGATAAG
TGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGGTAGGCTTAAGAATAGTTTTTGCTGTACTTGCTTTAGTAAATAGAGTTAGGCAGGGATACTCACC
ATTATCATTTGCTGTCAGCTTGCTTAACGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTAGTACAAAGAATTGGTAGAGCTATTCACAACATACCTAGGAGAATAAGACAGGGCTTGGAAAGGGCTTTGC
AGTAA 
>JF683751 
GCTACAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAACCTTTTGACATGTGGAAAAACAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TTACTTTAAATTGCACTGATTGGAGTGGTAATAATACAAATAATAGTAGTAATAATACAAATAATAATAGCAC
AGGATTAGAGATGGAGAAAGAAGAAATAAAAAACTGCTCTTTTAATATCACCACAAGCATAAGAGATAAGATA
CAAAAAGAATATGCACTTTTTTATAAAGTTGATGTAGTACAAATAGATAATAGTAGTAACAAGTATATGTTAA
TAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTG
TGCCCCAGCTGGTTTTGCGATTCTAAAATGTAGGGACAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTGCAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAGTAATTAGATCTAAAAATCTTACGGACAATACTAAAACCATAATAGTACAGCTGAAAGAACC
TGTAAACATTACTTGTGAAAGGCCCAACAACAATACAAGGAAAAGTGTACATATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGATATAATAGGAAATATAAGACAGGCACATTGTAACATTAGTAAAGCAGAATGGAATAACA
CTCTAGCACAGGTAGTCAAAAAATTAAAAGAACAATTTAAGAATAAAACAATAATCTTTGAGCCCCCCTCAGG
AGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCACGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCA
CTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTAAGTCAGATTTGGGATAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAAACTTAATATACAATTTAATTGAAGAATCGCAGAACCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTGACTTGCTCAACGCCACAGCAATA
GCAGTAGCTGAAGGGACAGATAGGGTTATAGAATTATTACAAAGAATTGGTAGAGCTATCCTCCACATACCTG
TAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTATAA 
>JF683753 
GCTTCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAACACCATTTTATTTT
GTGGATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACTCACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTACTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATCCCATGGTAGAA



CAGATGCATGAAGATGTAGTCAGTTTATGGGATCAAAGCCTCAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGAAGTAAAGAATAGTACTAATAACAACACCACGTATAACACTGATAACAACACCAG
TATTCTGGAAGAAATGAGAAACTGCTCTTTCAATGTCACCGCAGGAATAAGGGATAAGATGCAGAGAGAATAT
GCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATGATAATAGCAGCTATAGGTTGATAAGTTGTAACA
CCTCATTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
GTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGAACATGTACAAACGTCAGCACAGTACAA
TGCACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAG
TAATTAGATCTCAAAATATCAGTGACAATGCTAAAACCATAATAGTGCAGCTGAAAGACCCTGTACAAATTAA
TTGTACAAGACCCGGCAACAATACAAGAAGAAGCATACCTATAGGACCAGGGAAAGCATTTTATGCAACAGGA
GACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAACACACTGGGAAAAAACTTTAGAACAGG
TAGCTAGAAAATTAGGAGAACATTTTAGGAACAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATCTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTAGATATGATTTGGGAAAACATGACCTGGATGGAGTGGGAAAGAGA
GATAAGCAATTACACAGGCTTAATATACTCCTTAATTGAAGAATCGCAAACCCAACAAGAAAAGAATGAACAA
GACTTATTGGCATTGGATAAGTGGAACAGTTTGTGGAATTGGTTTAGTATATCAAAATGCCTGTGGTATATAA
AAATATTTATAATGGTAGTAGCAGGCTTGGTAGGTTTAAAAATAGTTTTTGCTGTATTTTCTATAGTGAATAG
ATGTAGGAAGGGATACTCACCACTATCGTTTGCTGTTAGTTTGCTCAACCCCATAGCTATAGCAGTAACTGAA
GGAACAGATAGGGTTATAGAAACAATACAAAGAGGTGGTAGAGCTATTTTCCATATACCTGCAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>JF683754 
GTTACAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAGTACTAATGGACAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATGTAATCCGTTTATGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TCACTTTAAATTGCTCTGATGTTTCGGGGAATGTTACTGATATCAATGGTATTAAAACCAATAGTAATGATAA
TGATGAAATGAGCACTTGCTCTGTTGCTGCTGCCCCAACCAATGAAAATGAAAAAAAAATAGAACTTGTTTTT
TTTTATGATCTTGTTGTAATACCAAAAAAGGATAAAAATAATACTAATACTACTTATGTGTTGACAAGTTGTA
ACACCTCATCAATTACTAAGGCCTGCCCCACGATAACCTTTGTTCCACTTCTTCTACTTTATTGTGCCGCGGC
TGCTTTTGCAATTCTAATATGTAACAATAAAACTTTCAATGGAAAAGGACCATGTACAACTGTCAGTACAGCA
CTACGTACTACTGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAATAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAATAAT
TGATTGTACAAGACCCAATAACAATACAAGAAAAGGTGTACATATAGGACCAGGGAGTGCAATTTATGCAACA
GGAAACATAATAGGAGACATAAGAAGTGCACATTGTAACCTTAGTAGAAAAGCATGGAATAACACTCTAAGAC
TGGTAGCTATAAAATTAAGAGAACAATTTGGGAAAAATAAAACAATAAAATTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTTATAATGACATTTGGAATAACATGACCTGGATGCAGTGGGA
AAAAGAAATTGAGAATTACACAGGCTTAATATACAATTTACTTGAAAAATCGCAGACCCAACAAGAAAAGAAT
GAACAAGAATTATTGGAACTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATATCAAATGGCCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCAGTGCTTTCTTTAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAAGTATTACAAAGGGCTGGTAGAGCTATTCTCCACATACCTAGAAGGA
TAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>JF683769 
GCTGCAGAAGATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGCAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCACCCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTGATATGTGGAAAAATAACATGGTGGAC
CAAATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAAGTGAACAGGAATAATACTAGGAATAATAGTAGTGCTATAGAGACTAGGAATAA
TAGTAGTGCTATAGAGATAGAGATGAAAAACTGTTCTTTCAATGTCACCACAAACATAAGAGATAGGTTTCAG
AAAGAATATGCACTTTTATATAAGCTTGATATAGTACCAATAGATGATGATAATACCAGCTATAGGTTAATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAAACTTTGAGCCAATTCCTATACATTATTGTGC
CCCGGCTGGTTTTGCGATTATAAAATGTAATGATAAAAAGTTCAATGGAAAAGGACCATGTGAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTGATAATTAGATCTGCCAATTTCTCAGACAATGCTAAAAACATAATAGTACAGCTGAACAAAACTGT
ACAAATTCATTGTATAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTCTAT
GCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAAAGCAGGATGGAATACCGCTT
TAAAACAGATAGCTACAAAATTATACAACCAATTTAATAAAACAATAATTTTTAATCACTCCTCAGGAGGAGA
CCCAGAAATTAAAATGCTCACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTG



GAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGGATAACATGACCTGGATAAAGTGGGA
AAGAGAAATCGATAATTACACAGAATTAATATATAATTTAATTCAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGACTTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGCACTTTCTATAGT
AAATAGAGTTAGGAAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTA
GCTGAAGGGACAGATAGGATTATAGAAGCATTACAAAGATTTGCTAGAGCTATCCTCCACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JF683775 
GCTGCAGAGCAATTGTGGGTCATAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGAGATTGGAAAATGTAACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTAACTTCAATTATACTAAGAATTATACTAAGACCCATCAGAATGATAGTCTAAAGAT
GGAGATAGGAGAAATAAAAAACTGTTCTTTCAATGTCACCACAAACATAAAAGATAAGTTTCAGAAGACATAT
GCACTTTTTTATAAATCTGATATAGTACCAATAGATACTAATAGTACTAATAGTACCAGCTATACATTGATAA
GTTGTAACACCTCAGTCCTTACACAGGCCTGCCCAAAAGTATCCTTTGAGCCAATTCCAATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAATTTCACTGGAATGGGAGAGTGTAGAAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAC
AAGAAGTGGTAATTAGATCTGAAAACATCACAGACCATTTGAAAAACATAATAGTACAACTGAAGGACCCTGT
AAAAATTAATTGTACAAGACCTGGCAACAATACAAGAAGAAGTATACGTATAGGGCCAGGGAGTGCATTTTTT
GAAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAGTAGAATGGAATGACACCT
TAACACAGATAGTGAGAAAATTAGGAGAACAATTTGGGAAAAATAAGACAATAGCCTTTAGACAATCTTCAGG
GGGGGATCCAGAAATCGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGCAATAAAAGTCTGGAAAAGATTTGGAATAACATGACCTGGATGCA
GTGGGAAAAGGAAATTGATAACTACACACAAGAAATATACTATTTAATTGAAAAATCGCAGAACCAGCAGGAA
AAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTATACTTTC
TATAGTACGTAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTATACAATACCATAGCCATA
GCAGTAGCTGAAGGGACAGATAGGATTATAGAATTAGCACAAAGAGTTTTTAGAGCTTTCTGCAATATACCTA
GAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JF683778 
GTGGCAGGAAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATTCTACAGAAGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
TCCCAGTCCACAAGAATTAGTATTGGAAAATGTGACAGAGGAATTTAACATGGGAAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAATGCTACAACAACTGCTAGTGATGTGAATGCTACAACAACTGCTAGTGA
AATGGAAAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAATATGAGAGATAGGACACAGAAAGAA
TATGCAACTTTTTATAGACTTGATATAGAACCACTAGATAATAGTACTAATGCCACATATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCC
GGCTGGCTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGACTGGGACCATGTAACAATGTCAGCACA
GTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAA
AGGTAGTAATTAGATCTGTAAATTTCACTGACAATGCTAAAACCATAATAGTACAGCTGAAAGACCCTGTACA
AATTAATTGTACAAGGCCCAACAATAATACAAGGAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCA
ACAGGGGAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAACAGAACACAATGGAATAACACTCTAC
AAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGG
GATTTGGGGCTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGCAATAAATCT
TATGAGGCTATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAACATAATTT
ACTCCTATATTGAAGAGGCACAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGC
AAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGC
TTAATAGGTTTAAGAATAGTCTTTACTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTAT
CGTTAGCTGTTAGCTTGTATAATTCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGCATT
CCAAAGAAGACAGGGCTTAGAAAGGATTTTGCTATAA 
>JF683785 
GCTACAGATAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAGACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGACATAAATGTGACAGAAGAATTTAACATGTGGAAAAATAATATGGTAGAACAA
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCTTGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAATTGCACTGACTGGAAAAAACCTACTAATGCCACTGGTAATGATACTACCACGGCCTCTCCTACCCC



TTCTAATATCACTGATCCTTTGAAGCTAGACAAAGGAGAAATACAAAACTGCTCTTTCAAAGTCACCACAAGC
ATAAGAGATAGGGAAACGAAAGAATATGCACTGTTTTATAGACTTGATGTAGCACCAATAAATGAGAGTGCTA
GCTCTGCTAATGATAGTACTTGCCCTTCCAATAGTACTAAGGCTAATAATACTAGCGCTTGTAAGGATAGCTA
TAGAGAATATAGGTTGATAAATTGTAATACCACTACCATTACACAGGCCTGTGCAAAGATATCCTTTGAGCCA
ATTCCCATACATTATTGTGCCCCGGCTGGTGCTGCGCTTCTAAAGTGTATAGATAAGAAGTTCAATGGACCAG
GAACATGTGAGAATGTCAGCACAGTACATTGTACACATGGAATTCGGCCAGTAGTGTCAACTCAACTGCTGTT
AAATGGCAGTCTAGCAGAAGAAGACATAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATA
GTACAGCTAAATGAAATTATAAAAATTAATTGTCTAAGACCCAACAATAATACAAGAAAAAGTGTACCTATAG
TGCCAGGGGGTGCATTTTATGCAACAGGAGATATAACAGGAGATATAAGAAAAGCACATTGTAACATTAGTGG
AGCTGACTGGAATAACACTTTAAGTCGAATAGTTAAAAAATTAAAAGAACAATTTAAGAATGCAACAACAATA
AATTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGC
AGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTC
TGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCATGATCAGATTTGG
AACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGATATAATATACAACTTACTTGAAGGAG
CACAAATCCAACAAGAAAAGAATGAACAAGACTTATTGGAATTTGATAAGTGGGCAAATTTGTGGAATTGGTT
TGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTCAGAATA
ATTGTTGCTGTGCTTTCTATAGTAAATAGAATTAGGCAGGGATACTCACCATTGTCATTGGTTATCAGCTTGT
TTAATGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAACTAGCACAAAGAGTTTTTAGAGC
TTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTATTATAA 
>JF683787 
GCTGAAAACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAATCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTATTATTGAAAAATGTGACAGAATATTTTAATGCATGGAAAAATGACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTACAATACCACTAATACCACTAGTAGTAACACCAATAGTGGTGGAGAGATGAA
TAAAGGAGAAATAAAAAACTGCTCTTTTGATATCCCCTCCAGAATAAAAAATAAAGTGAAGAAAGAATATGCC
TTGGTTTATAAACTTGAAGTAGTGGAAATACATAATGAAAATAAAAATACTCCATATAGGTTGATAAGTTGGA
ATACCCCAATCATTACACAGGCCTGGCCAAAAATATCCTTTGAACCAATTTCCATTAACTATTGTGCCCCAGC
TGGTTTTGCCATTCTAAAGTGTAACCATAAGAAATTCCATGGAAAAGGAGAATGTAAAAATGTCCGCCCAGTA
CCATGGACACCTGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGG
TAGTAATTAGATCTGACAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACA
GGACAAGTAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGCATGGAATAGCACTTTACAGG
CAATAGCTAGCAAATTAAGCAAAAAATATAATAAAACAAAAATAGCCTTTAATCAGTCCTCAGGAGGGGACCT
AGAAATTATAATGCACACTTTTAATTGTGGAGGGGAGTTCAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCTAGATCAGATTTGGAATAACATGACCTGGATGCAGTGGGAGAA
AGAAGTTGGCAATTACACAGAACTCATATACACCTTAATTGAAGAATCACAAAACCAGCAAGAAAAGAATGAA
CAAGAGTTACTGGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTATTAACTTGCTAGACGTCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAGGGATTAAGAAGATTTGGTAGAGGAATCCTTCACATACCTAGAAGAATAA
GACAGGGCTTGGAAGGGGCTTTGCTTTAA 
>JF683788 
GCTACAGAAAATTTGTGGGTCACAGTCCATTATGGAGTACCCGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCCTCAGATGCTAAAGCATATAAAAAGGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAGTACTCTTGGAAAATGTAACAGAAAATTTTGACATGTGGAGAAATGGCATGGTAGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGACCAGCACTAATTTGACCAACAGTAATAATACTAGTAATTCAACTAGTGG
AGAAGAAATGAGGGCAGAAATGAAAAATTGCTCTTTCTATGTCACCACAAACATAAAAAAGAGAGAGAAAAAA
GAATATGCACTTTTTTATAGCCTTGATATAGTACCAATAGATAATGATAATACAAGCTATATGCTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCC
GGCTGGTTTTGCGATTCTCAAGTGTAATGATAAAAATTACAATGGAACAGGACCATGTAAGAATGTTAGCACA
GGACAATGTACACATGGAATTAGACCAGTAGTATCAACCCACCTGCTGCTAAATGGCAGTCTGGCAGAAGAAG
AGGTAGCAATAAGATCTCAAAATTTCTCGAACAATGCTAAAACCATATTAGTACAGCTGAACCAATCTGTAGA
AATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAACAATAGGACCGGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAATAGAGCAGCATGGAATAACACTTTAA
GACAGGTAGTTAAGAAATTAAAAGAACAATTTGGAAATAAAACAATAAATTTTACACAACCCTCAGGAGGGGA
CCCAGAAATTATAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATG



TGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTAGATCATATTTGGGGTAACATGACCTGGATGGAGTGGGA
GAGAGAAATTGACAATTATACAGACTTAATATACACCTTACTTGAGGAATCGCAGAACCAGCAAGAAAAGAAT
GAGCAAGAATTGTTGAAATTGGACACATGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ACATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAGAGAATTGGTAGAGCTTTTCTCCACATACCTAGAAGAA
TAAGACAAGGCTTCGAAAGGGCTTTGCTATAA 
>JF683790 
GCTACAAACAAAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAAGGCTTATGATACAGAAGTACATAATGTTTGGGCCACGCATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATGGAATTAAAAAATGTGACAGAAAATTATAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAACTAACCCCAC
TCTGTGTCACTTTAAATTGCACTGATGTGAAAACTAATAGTACCAACAGTAGTACTAAACCCACTGATAGTAG
CGGGATAGAAATGAAAAACTGCTCTTTTAATATCACCACAAGCATAAGAGATAAGATACAGAAAGAATATGCA
CTTTTTTATAAACTTGATGTAGTACAAATAGATGAGGATAAGGATAATACTAGCTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTCAACCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGAGTTTCAATGGAACAGGAATATGTACAAATGTCAGCACAGTA
CAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TGGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGAAAT
TAATTGTACAAGACCCAGCAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACA
GGACAAATAACAGGAGATATAAGGAGTGCATATTGTACCCTTAATGGCACAAAATGGAATAACACTTTAAAAC
TGGTAGCTGAAAAATTAAGTCAACAATTTAGAAATAAAACAATACAATTTAAGCACTCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACCTCTGTGC
CTTGGAATACTAGTTGGAGTAATAGATCTCTGAATGATATTTGGGATAACCTAACCTGGATGCAGTGGGAAAA
AGAAATTGACAATTATACAGGCTTAATATATGACTTAATTGAGGAATCGCAAAAACAACAAGAAAAGAATGAA
CAAGAATTATTGGCATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGCAAA
TAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTCTAGAAACATTACAAAGAATTGGTAGAGCTTTCCTGCACATACCTAGAAGAATAA
GACAGGGCCTTGAAAGGATTTTACTATAA 
>JF683794 
GCTGCAGATAAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGACGCAACCACCACTTTATTCT
GTGCATCAGACTCTAAAGCATATGTAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACGGAAGATTTTAACATGTGGAGAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGTGTGAATTATAACAATAGTGAGAATGCTAATAGTACGAATACTACTACCCCTACCCCTAC
TAGTAGTGGGAAGATGGAAGAAGGGGAAATAAAAAACTGCTCTTTTAATGTTACCACAGTTGTAAGAGATAAA
GTGCACAAAGAATATGCACTCTTTTATAGACTTGATGTAGTAAAAATAGAGAATAACACTGATAGATATAGGT
TGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCGAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTCAAGTGTAATAATGAGACATTCAAGGGAAAAGGAAAATGTGAAAAT
GTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAG
CAGAAAAGGAGGTAGTAATTAGATCTGACAATTTCTCGGATAATGCTAAAATCATAATAGTACACCTGAATGA
GTCTGTAGAAATTAATTGTATAAGGCCCAACAACAATACAAGAAAAAGTATACATATAGCACCGGGGAGAGCA
TTTTATACAACAGGACAAATAATAGGAGACATAAGACAAGCACATTGTAACATCAGTAGAGCAAAATGGAATA
TCACTTTAAGACAGGTAGTTGCAAAATTAGAAGAAGAATTTCCTAACAAAACAATAGTCTTTAAAAACTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
ACACTGCTGTGCCTTGGAATGCTAGTTGGAGTAGTAGATGGAGTAATAATGGTAATAGATCATTGGATGACAT
TTGGAGTAACTTGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTATACACAAACAATATACTCCTTACTT
GAAGAATCGCAGATCCAGCAAGAAAAAAATGAACAAGAACTGTTAGAATTGGATAAGTGGGACAGTTTGTGGA
ATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTT
AAGATTAACTTTTGCTGTGCTTTCTATAGTGAGTAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATT
AGTTTGTACAACGCTACAGCTATAACAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAATTT
GTAGAGCTGTCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JF683801 
GCTGCAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGTGCATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTTTAAATTGCACTGATGTAAAGAATGGTACTAATGGTAGCATTAATAGGACAATTGAGGAAGAAATGAA
GGGAGAAATAAAAAACTGCTCTTTCAATGTCACCAAAAGCATAGGAGATAAGATGCAGAAAGAATATGCACTG
TTTTATAAACTTGATGTAATGCAAATAGATAATGATAATGCAAGCTACACATTGATAAACTGTAACACCTCAG
TCATTAGACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAAAAGTTTAATGGGACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTA
GATCTGAAAATTTAACAAACAATGCTAAAACCATAATAGTACATCTGAACGAATCTATAGTAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAGGTATACATATGGGATGGGGGAGAGCATTTTATGCAACAGGAGAAATA
GTAGGGGACATAAGACAAGCACATTGTAACCTTAGCAGTACACAGTGGAACAACACTTTAAGACAGATAGCTA
TAAAATTAAGAGAAACATTTAACAACAAAACAATAGTCTTTAATCACTCCTCGGGAGGGGACCCAGAAATTGT
AACGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTA
AAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCTTGGAATG
TTAGTTGGAGTAATAAAACTCTGGAACAGATTTGGAGCAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAGACATAATATACAGCTTAATTCAAGAATCGCAGAACCAGCAGGATAAAAATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAATGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTCGCTGTTAGCTTGCTTAATGTCACAGCAATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAATTAGCACAGAGAATAGGTAGGGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>JF683804 
GCTACAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTAATGGCAAATGTGACAGAAAATTTTAATATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGCAGAAGAATAATACTAATACCACTGTGGGTGGCGGGGGACCAATGGAGTC
AGGAGAAATAAAAAACTGCTCTTTCAATAGCACCACAAACATCAGAGATAGGTTTCAGAAAGAATATGCACTT
TTTTATAAACATGATGTAGTACCAATAAATGATGATAAGAATAGTACTAGCTATATGTTGATAAGTTGTAACA
CCTCAGTCCTTACACAGGCCTGTCCAAAGATATCATTTGAGCCAATTCCTATACATTATTGTGCACCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAAGCGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGTATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGCCAACTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTAGAAATTAA
TTGTACAAGACCCAACAGAAATATAAGAAAAAGGATAACCATGGGACCAGGGAGAGTATATTATACAACAGGA
GGAATAGTAGGAGATATAAGAAAAGCATATTGTAACATTAGTGTGACAAAATGGAATAACACCTTAAAAAAGA
TAGTTAAAAAATTAAGAGAAAAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
ACTGGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGGGATCAACAACTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCCCTGGGTGAGATTTGGGAAAACATGACCTGGATGGAGTGGGAAAGAAA
AATTGACAATTACACAACATTAATATACACCTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAGCAT
GAATTATTGGAATTGGATAAATGGGCAAACCTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTGAACAA
AGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG
GGAACAGATAGGATTTTAGAAGCTTTACAGAGAATTGGGAGAGCTATTATCCACATACCTAGAAGAATAAGAC
AGGGCTTGAAAAGGGCTTTGCTATAA 
>JQ403048 
GCTGCAGAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGCCAAATGTGACAGAAGAGTTTAACATATGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATGTAATTAGTTTGTGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TCACTCTAAATTGTACTAATTTGAGGAATAATACTACTACCAATAGTACTAATACCAATAGTAGTAATACCAA
TAGTAATATAGAGGATAAAGAAGACATAAAAAACTGCTCTTTCAATGTAACCACAATCAGGAGAGATAAGGTG
CGGAAAGAATATGCAATTTTTCATGAACTTGATGTAGTACCAATAGATGATAGTAATAGTAGTTATATGTTGA
GAAGTTGTAATACCTCAGTCATTACGCAGGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTACTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTTAGTGGAAGCGGGCTATGTAGAAATGTC
AGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTTTAGCAG
AAAAGGAGATAGTACTTAGATCTGCCAATTTCTCGGACAATGCTAAAACCATAATAGTACAATTGAAGGAACC
TATAAAAATTAATTGCACAAGGCCCAATAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTC
TATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGCAATATTACTAGGAAAGATTGGAATAAAA
CTCTAGGACAGATAGTTGCGAAATTAAGAGAACAATTTGGGAATAATAAAACAATAATCTTTAATTCATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGTTCTGGAAAACTCATTTGCA



CCACTGCTGTGCCTTGGAATACTAGCTGGAATAATAAATCTTATGAGGACATTTGGAATAACATGACCTGGAT
GCAATGGGAGAAAGAAATTGACAATTACACACAAGAAATATACAATTTAATTGAAATATCGCAGAACCAACAA
GAAAAGAATGAACAAGAACTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAAT
TTCTATAGTAAACAGAGTTAGGCAGGGATACTCACCACTGTCATTTGCTGTTAACTTGCTCAACACCACCGCC
ATAGTAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAGTACAAATAATTTTTAGAGCTGTTCGCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGAATTTGCTGTAA 
>KT124812 
GCTACAAAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGATGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTTAAGACTACTAACACCACTGGTAATGGTCTCACTAATAGTAGCTGGGGAAG
GATGGAAGAAGGGGAAATAAAGAACTGCTCTTTTAATACCACCACAGATGTAAAAGACAGGATGCAAAAACAA
TATGCACTATTTTATAAACTTGATGTAGTACAGATAGATTCCAGCACAAATAACAGCGCTGAATATAGGTTGA
CAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTATAAAATGTAATGATAAGAAATTCAATGGAACAGGACCATGTACTAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCGGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAG
AAGAAGAGATAGTAATTAGATCTGAAAATATAACGAACAATGCTAAAACCATAATAGTACATCTGAATGAATC
TGTAGAAATTAACTGTACAAGACCCAACAACAATACAAGCAAAAGTATACCTATAGGACCAGGGGGAGCATTT
TACACAACAGGAAGTATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAGTGGGAGAAAA
CTTTAGAAAAGATAAGTAGTAAATTAAGAGAACAATTTAATAATAAAACAATAGTCTTTAATCAATCCACAGG
AGGGGACCTCGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGGAAGCTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATGGAAGACATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAGGGGTAATATACAGATTACTTGAGAAATCGCAAAACCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTAGTGTACTTTC
TATAATAAATAGAGTTAGGCAGGGATATTCACCAATATCGTTGGCTATTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAAGGGACAGATAGGTTTATAGAAATATTACAAAGAATTTGTAGAGGTATCCTTCACATACCTA
CAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>KT124752 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTATTGGAAGAATGAAACTAACACCAATGAGACTAGCATCAATGGTACTAACAC
CAATAATAGTAGTAACTGGGAAAAAATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCTCCACAAGC
GTAAAAGATAAGATGCAGGAAGTATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATAATGAGAATA
GGAATAATACTAATAGCAACATATATAGGTTAATAAGTTGTAACACCTCAGTCACTACACAAGCCTGTCCAAA
GGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATGAG
ACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTAT
CAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGGTCTGAAAATTTCACAGACAA
TGCTAAAACCATAATAGTACAGCTGAAAGATCCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGA
AAAGGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCAC
ATTGTAACCTTAGTAGAGAAGATTGGAATAAGACTTTACAACAGGTAGTTGCAAAATTAGGAGAGCAATTTAA
GAATAAATCAATAGCCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGA
GGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGCAATAAATCTCT
GGATAGTATTTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTGACAACTACACAAACATAATATAC
AATTTACTTGGGGAATCGCAAATCCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAA
GTTTGTGGAATTGGTTCAACATAACAGAATGGCTGTGGTATATAAAAATCTTCATAATGATAATAGGAGGCTT
GGTAGGTTTAAGAATAGTTTTTACTATACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCG
TTAGCTGTTAGCTTGTTCAACGCTACAGCCATAACAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTAC
AAAGAACTTTTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT124755 
GCTGCAGACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATAATACAGAGGTACATAATGTGTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGAAAATGTGACAGAAGACTTTAACATGTGGAAAAATGGCATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCACAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG



TTACTCTAAATTGCACTGATGTGAAGACAAATGCCACTATTAATGCTAACATGACAGAGGAAATAAAAAACTG
CTCTTTCAATGTCACCACAAGCATAAGAGATAGGGTACAAAGAGAATATGCATTGTTTTATAAACTTGATATA
GTACCAATAAATGATGATAAGAACAATAGCAGCAATAATACCAGATATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGATAAGGAGTTTGATGGAAAAGGATCATGTAACAATGTCAGCACAGTACAATGTACA
CATGGAATTAGACCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAAAAGGGGTAATGATTA
GATCTGACAATTTAACAGATAATACTAAAACCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTAT
AAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGCAAAAGCATGGAATGACACTTTAAGACAGGTAGCTG
AAAAACTAAGGGAAAAATTCAATAAAACAATATCCTTTAATCGCTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAACTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTATGGAGCAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAGGAAATTGACAA
TTACACAAGCTTAATATACTCCTTAATTGAAGAATCGCAGAATCAACAGGAAAAGAATGAACTAGAATTATTG
GAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAA
GGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCTGTAAGAATAGCCGAAGGGACAGAT
AGAATTATAGAAATAGTCCAAGCAGTTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGCTTTTGCTATAA 
>KT124757 
GCTGCAGATAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAGTATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAACGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGAGTGTCACAATGTTACTAGGGATGCTGGGAATGCTACTGCAATTCGTACCACGACACCTCCTTC
TATAAATAGTACCGTGGAGGACTCCGACATGAAAAACTGCTCTTTCAATATCACCACAAATATGAAAAATAAG
ATATTTAAGGAATATGCACTTTTTTATAAACTTGATATAGTACAAGATAATAATACAGGAAATGATAATACAT
ATACATTGGTACAGTGTGATACCTCAGTCATTACACATGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAATAATAATAGTTTCAATGGAACGGGATTGTGT
ACAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAAAAGAGGTAAAAATTAGGTCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTGCAGCT
GAATAAGACTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAAAAAAAGTGTTAATATAGGACCAGGG
AGAGCATTTGATGCAACAGGAAAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGAAGAGT
GGAATAACACTCTCGAGTGGGTAGTTGAAAAACTAAAAAGAAAATTTCCAAATAAGACAATAGACTTTAAACC
ATCCTCAGGAGGGGACCCAGAAATTACAAATCACATCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTGAGTTACATTTGGGATAACATGAC
CTGGATGGAATGGGAAAGGGAGATTGACAATTACACAGGCTTGATATACACGTTACTTGAAGAATCGCAGAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTACTTGCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTATCATTTGCTGTTAGCTTGCTTAATACC
ACAGCAATAACAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATAAGAC
AGGGCTTGGAAAGGCTTTTGGTATAA 
>KT124794 
GCAGGAGAACAAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTT
TATTTTGTGCATCAGATGCTAAAGCACACCATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTGCC
CACAGACCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAGCAAATGAATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCAC
TCTGTGTTACTCTAAATTGCTCTGATGCTAATACCACTAGTAGTAGTACTACTAGTAGTAATACCCCTAGTTA
TGGTATGGGACAGATGGATAAAGGAGAAATAAAAAACTGCTCTTTCAACATTACCACAGAGATGCAAGATAAA
AGGAAAAAAGACTATGCATTATTTTATGCACTTGATATAGTACCAATAGATAATGATAATAATACTAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCATGTCCAAAAGTAACCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTATACAATGTAATAATAAAACGTTCAATGGAACAGGACCATGTACA
AATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGAAGTC
TAGCAGAAAAGGAGGTAGTAATTAGATCTGAAAATTTCACGGATAATACTAAAATCATAATAGTGCAGCTGAA
TGAAACTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGA
GCATTTTATGCAACAGATATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAGCAAAATGGAATA
ACACTTTAAAACAAATAGCTGCTAAATTAAAAACACAATTCCCAAATAAAACGATAATCTTTAGTCCATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGCGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCA



CCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTGAAAGTCAGATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACAAACTTAATATACAACTTACTTGAAGAATCGCAAACCCAACAA
GAAATAAATGAGCAAGAATTATTGTCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTTTTGTACT
TTCTATAGTGAATAGTGTTAGGCAGGGATACTCACCATTGTCGTTGGCTGTTAGCTTGCTCAATGCCACAGCC
ATAGCAGTAGCTGAAGGGACAGATAGGGTTTTAGAAGCAGTACAACGAATTGGGAGAGCTTTCCTCCACATAC
CTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KT124800 
GCTACAGAAAAACTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAACTTTTAACATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATAAATTCAATGCTTCTAATACCTTAAATGGTACTAATAAGAATGTAAGTGAGGA
AATAGATATGAAAAACTGCTCTTTTAATGCTACTGCGGGAATACAGGGTAAGGTAAAGAAAGAATATGCACTT
TTTTATAACCTTGATATAGTACCCTTAGGGGATAATAATGACACCTATAGGTTGATAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGGATATGC
ACTTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAAATAGTAATTA
GATCTGAAAATTTCACAAATAATGCTAAAACCATAATAGTGCAGCTGAATGCAACTATAAAAATTAATTGTAC
AAGGCCTAATAACAACACAAGAAAAAGTATACATATAGCACCAGGAAGAGCATTTTATGCAACAGGACAAATA
ATAGGAGATATAAGGAAAGCACATTGTAACATTAGTGGAGGAACATGGAATAACACTTTAAGAAGGATAGCTG
CAAAATTAAGGGAGCAATTTGGGCAGAATAAAACAATAGCCTTTAAACAATCCTCAGGAGGGGACCCAGAAAT
TATAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTTCTGGCTGTGGAAAGATAC
TTAAGGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGAATGACATATGGGATAACATGACCTGGATGGAGTGGGAAAGAGAGAT
TGACAATTACACAGGCATAATATATAATCTGCTTGAAAAATCACAAATCCAACAAGAACAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGTCAAATTTGTGGAATTGGTTTAATATAACACAGTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTCTTTGCTGTGCTTGCTATAGTGAATAGAGT
TAGGCAGGGGTACTCACCATTGTCATTCGCTGTTAGTTTGTTTAATGCCACAGCTGTCACAGTAGCTGAGGGG
ACAGATAGGATTATAGAATTAGTACAAAGACTCTGTAGGGCTATTATTCATATACCTGTAAGAGTAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>KT124810 
GCTGCAGAACAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTGGAA
CAGATGAATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTGAATTGCTCTAATGTGACGAATGGAGCTGGGGAAACAAAAAACTGCTCTTTTCAGGTCAGCACAGG
AGTAAAAGATAAGACGCAAAAGGCATCTGCATTGTTTTATACAGTTGATTTAGTACCAATAAGTAATACAAAT
GGTAGCTATAGGATGATAAAGTGTAATACTTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAA
TTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGG
ACCATGTACAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTA
AATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCTCAAATAATGCTAAAACTATAATAG
TACAGCTGAATGAATCTGTAATAATTAATTGTACAGGGCCCAACAACAATACAAGAAAAAGTATACATATAGG
ACCAGGGAAAACATTTTATGCAACAGGAGAAATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTGAA
GCAGCATGGAGCAAAACTTTAAGCCTGATAACTGAAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAG
TCTATAAGCAAGCCTCAGGAGGGGACCCAGAAATTGTAATGCATAGCTTTAATTGTGGAGGGGAATTTAAGCA
GCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCT
GGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGTAATAAAACTCAGAGTGAGATCTGGG
ATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAGCAATTACACAAATTTAATATACTCTTTAATTGAAGA
ATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGCTTGTGGAATTGG
TTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAA
TAGTTTTTGCTGTACTTTCTATAGTGAACAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTCAGCTT
GCTCAATGCCACAGCTATAGCAGTAGGTGAGGGAACAGATAGGGTTATAGAAGTTGTACAAAGAGTTTTTAGA
GCTTTTCTCCATATACCTAGAAGATTGAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT124749 
GCTACAGAAAACCTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAGGAAGCAACAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAGGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCGACCCACAGGAAGTATCCTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAATTGCATGAGGATGTAATCAGTTTATGGGACCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTACCAAGGAAATGGTACTAATACAAATAGGACTAATACAAATAGTAGTATAGA



AGGAGATGGAGAAATAAAAAACTGCTCTTTCAATTACACCACAAACATAAGAGATAAGATACAGAGAACATAT
GCACTTTTTTATAAACTTGATGTAGTACCAATAGAAAAAAATAGTTCCAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCCAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAAAAGGGGAATGTAGCAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAG
TAATTAGATCTGACAATTTCACAAATAATGCTAAAACCATAATAGTACAGCTAAACCAATCTGTAACAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTCTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAATAGAATGGAATAACACTTTAGGACAGA
TAGTTGGAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAACCAATCCTCAGGAGGAGACCCAGA
AATTACAATGCACAGTTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCGCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATATTAGTTGGAGTAATAAATCTCTAGGGGATATTTGGGATAATATGACCTGGATGCAGTGGGAAAAGGA
AATTGACAATTACACAACCACAATATACGATTTACTTGAGAAATCGCAGAACCAGCAAGAAAAGAATGAACAA
GAATTATTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCATAGTAGGGTTAAGAATAGTTTTAGCTGTACTTTCTATAGTGAATAG
AGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTGTGACGCCATAGCCATAGCAGTAGCTGGG
GGGACAGATAGGATTATAGAAGGGTTACAAAGATTTTGTAGGGCTATCCTACACATACCTGTAAGAATAAGAC
AGGGCTTGGAAAGAGCTTTGCTATAA 
>KT124753 
GCTACAGACAAATTGTGGGTCACAATTTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAAGTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACTTGCACTAACGTGAGTGCTACTACTACCAATACTACCACTAGTAACACTAGTACCACTCCTAC
CACTAATAGTCGCGAGGGAATGAGGGAAATGAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAG
ATAAAGAAAGAATATGCACTTTTTTATGAACTTGATATAGTATCAATAGATAACAGTAATACCAGCTATAGGT
TGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACGGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATCAGATCTCAAAACTTCTCAAACAATGCTAAAGTCATAATAGTGCAGCTGAATGA
AACTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGAAGGGCA
CTTTATACAACAGAAATAATAGGAGATATAAGAAAAGCATATTGTAACGTTAGTAGAGCAAAATGGTATACCA
CTCTAAAACAGGTAGCTGAAAAATTAAGAGCACAATTTGAGAATAAAACAATAGTCTTTAATCACTCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTGTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTACCTTGGAATACTAGTTGGAGTAATAAATCTTATAATCAGATTTGGGACAACATGACCTGGATGCA
GTGGGAAAGAGAAATTGACAACTACACAAACACAATATACAGGTTAATTGAAGAGTCACAGAACCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTATACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGCTTGTACAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTTTAGAAGTATTACAAAGAATTTATAGAGCTTTTCTCCACATACCTA
GAAGAATAAGGCAGGGCGCGGAAAGGGTTTTGGTATAA 
>KT124754 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAACACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGATAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAACTATAATACTACTAATAATGTTACTCATACCAATAGTAGTGATAGCGAAATACC
GATGGATGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCAGAAGAAGTAAGGTGCAGGAAGAA
TATGCAGTGTTTTATAAACTTGATGTAGTACCAATAAATGATAATAATAATAATAATAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTGTGTGC
CCCGGCTGGTTATGCGATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTGAAAATGTCAGC
ACAATACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAACCAATCTGT
AGAAATTAATTGTACAAGACCCTACAACAATACAAGAAAAGGTATACATATGGGACCAGGAAGAGCATTATAT
ATAACAGGAGAAGTAACAGGGAACATAAGACAAGCACATTGTACCCTCAATAGAACAAAATGGATGAACACTT
TAAGTCAGGTAGCTGAAAAATTAAAAGAACAATTTAATAAAACAATAATATTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTCATGCACCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGGAAACTCATTTGCACCACTGCAG
TGCCTTGGAATGCTAGTTGGAGTAATAGAACTCTGGATGACATTTGGGATAACCTGACCTGGATGCAGTGGGA



AAGGGAAATTAGCAATTACACACAAGTAATATATACCTTAATTGAAGAATCGCAGAGCCAGCAAGAAAAGAAT
GAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAAAATAGTTTTTACTGTACTCTCTATAGT
AAATAGAATTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGTTCAATGTCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTATAGAGCTATTATCCATATACCTAGAAGAA
TAAGACAGGGTGCGGAAAGGATTTTCCTATAA 
>KC247955 
GCTACAGATCTGTGGGTCACAGTCTATTATGGAGTACCAGTATGGAAAAACGCAACTACCACTCTATTTTGTG
CATCAGATGCCAAAGCATATGAGACAGAGGCACATAATGTGTGGGCCACGCATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTAATAGCAAATGTGACAGAATATTTTAACATGTGGGAAAATGACATGGTAGAACAG
ATGCATGAAGACATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAATTGCACTAACATCACTAAGAACAGCACTGATAGTAACAACAATAGTAGTGGGTTGGATATGACAGG
GGAAATGAAAAACTGCTCTTTCAAGGTCACCACCAACAGAAGAGATAAGATGAAAAAAGAATATGCACTTTTT
TATACATCTGATGTAGTACCCATAGATAACAATAGCTACAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAA
ATGTAATGATAAAAAGTTCAGTGGAAAAGGACCATGTACAAATGTCAGTACGATACAATGTACACATGGAATT
AGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTAAAA
ATCTCTCGGACAACACTAAAACCATAATAGTACATTTAAATGAATCTGTAGAAATTAATTGTATAAGGCCCAA
CAACAATACAAGAAAAAGTATACCGATAGGACCAGGGAAAGTATTTTATGCAACAGGAGAAATAATAGGAGAC
ATAAGACAAGCACATTGTARCATTAGTGAAGACAAATGGAACAAAACTTTAACACAGATAATTGAAAAATTAA
AAGAACAATTTAACAACAAAACAATAATCTTTAAGCAACCCTCAGGAGGGGATCCAGAAATTATATTGCATAC
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTTTTGTGCCTTGGAATACTAGTTGGA
GTAATAAAACTCTGAATCAGATTTGGGATAACATGACTTGGATGCAGTGGGAAACAGAAATTGGCAATTACAC
AAACTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTGTTGGAATTG
GATAAGTGGAACAGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCATTGGCTATTAGCTTGCTCAACGCCACAGCTATCGCAGTAGGTGAAGGGACAGACAGGATT
ATAGAAGTAGCACAAAGAATTGGTAGAGCTATCCTCCATATACCTGTAAGAATAAGACAGGGCTTAGAAAGGG
CTTTRCTATAA 
>KT124772 
ACTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTACATTGCATTGATATGAATACTACTACCAATAATAAGCCTACCACTACCCCTAAGCCCACTCAGAA
TGGCGAAGAACTGATGGAAAAAGGAGAACTAAAAAAGTGCTTTTTCAATGTTACTTCAAGCGTAAGGGATAAG
GTGCAGCAACAATATGCACATTTTTATAAACTTGATTTAGTACGAATAGATGATAGTAATAATAGTAGCAGTA
ATAATAGTAGCAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCGAT
GGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAAC
TATTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTAGATCTGACAATTTCTCGAACAATGCTAAAAC
CATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATA
CCTATAGGACCAGGGAGAGCAATGTTTACAGCAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTACCA
TTAATAGAACAGACTGGAATAACACTTTAGAAAAGATAGTTAAAAAATTAAGAGAACAATATGGGGTTAATAA
AACAATAAGCTTCAGGCCCTCCTCAGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTAGAGGAGAA
TTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTAGGAATTTGGG
GTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATGA
AATCTGGAATAACATGACTTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAAGCTTAATATACTCCCTA
ATTGAGGAATCGCAAAACCAACAGGAAAAGAATGAACAAGACTTATTGGAATTAGATAAGTGGGCAAGTTTGT
GGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAGTTTTTGTTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCA
ATTAGCTTGTTCAACACCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGCTTATAGAATTGTTTCAAAGAG
TGCTTAGAGCTATCCTGAACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>KT124797 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGCCAGAGATACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTACATTTAGAAAATGTGACAGAGAACTTTAACATGTGGGACAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTATCCAACGAATGATACTAATAGTACTAGTAATAGTAGTAACATACTGGAGAA



AGAAGAAATAAAGAACTGCTCTTTCAATATCACATCAGGAGGCATAAGAGATAAGGTGAAAACAGAATATGCA
GCTTTTTATAAACTTGATCTAGTACCAATAGAGGATAGTAATAGTAGTAGTAGTTATAGGATAATAAGTTGCA
ATACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGC
TGGTTTTGCGATTCTAAAGTGTAATGACAAGGAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTATTAAATGGCAGTCTAGCAGAAAAAGAGG
TAATAATTAGATCAAAAAATTTCTCGGATAATAGTAAAATCATAATAGTGCATCTGAATGAATCAATAACAAT
TAATTGTACAAGGCCTGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCGTTTTATGCAACA
GATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGAATGGAATAAGACTTTACAAAAAA
TAGTTGATAAACTAGGTAAGAAATTAATAAATAAAACAAAAATAATCTTTAATCAATCCTCAGGAGGGGACCC
AGAGATTGTAAAACATAGTTTTAATTGTGAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGCAATAGATCTTATAATGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGATAATTACACAAGCTTAATATACACTTTAATTGAAGAATCCCAGAACCAGCAAGAAAAGAATGAA
AAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGCACTTTCTATAATGAA
TAGAGTTAGGCAGGGGTACTCACCATTGTCGTTGGCTGTTAGCTTGCTCAACACCACAGCCATAGTAGTTGCT
GAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGAGCTGTTATCAACATACCTGTAAGAATAA
GACAAGGCTTGGAAAGGCTTTTGCTATAA 
>KC248026 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAAGTACACAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGTACTGCTAATATTAGTAGCAGTACTAATGCTTCCACAACATCTCCTGGAGAAATGAGAAA
TTGCTCTTTCAATACCACCACAAACATAAGAGATAAGATACAGAAAGAATATGCACTTTTTTATAATCTTGAT
GTAGTACAAATAGGTAATGATAATACTAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAAGYCT
GTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAA
CAATAAAACGTTCAATGGAACAGGGCCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTAGTATCAACTCAACTGCTATTGAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGGTCTGAAAATTTCA
CAGACAATGCTAAAACCATAATAATACAGCTGAAAACTGCTGTGCAAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAGGTATACACATAGGACCAGGGAGAACATTTTATGCAACAGGAGCAATAATAGGAGATATAAGA
CAGGCACACTGCAATCTTAGTGCAACAGATTGGAATACTACTTTAGCAAACATAAGTAAAAAATTAGGAGAAC
AATTTGGGAATAAACCAATAGTGTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTACTGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATA
AAACTCAAAGTGAGATTTGGGACAACAYGACCTGGATGGAATGGGAGAGAGAAATTGGCAATTACACAAAAAT
AATATATAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAGGAATTATTAGAACTAGATAAA
TGGGCAAATTTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATATAAAAATATTCATAATTATAGTAG
GAGGCTTGGTAGGCTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAACAGAGTTAGGCAGGGATACTCACC
ATTGTCGTTTGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAA
GTAGTACAAAGGATTGGTAGAGCTATTATCCACATACCTGTACGGATAAGACAAGGCTTAGAAAGGTTTTTRC
TATAA 
>KC248015 
GCTACAGAAGAAAGGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTATTGGAAAATGTAACAGAAGATTTTAACGTGTGGAAAAATAGCATGATAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAGATTAACTCCACTCTGTG
TTGCTTTAAATTGTACTAATGTTACTTGCACTAATAATAATGMGACAGTAGAAGAAATGAAAAACTGTTCTTT
CAAAACCCTCACAAGGATAAGAGATAAGACACAGGGATATGAATCTGCTCTTTTTTATAAAGATGATATAGTA
CCAATAGATAATAGCAATAACTATAGGTTGGTAAGTGGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGG
TATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAAAGATAAGAA
GTTCGAGGGAAAAGGATCATGTGAAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCA
ACCCAACTGTTGTTAAATGGCAGCCTAGCAGAAGAGGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATG
CTAAAATCATAATAGTGCAGCTAAAAGAAGCTGTAAAAATTAATTGTACAAGACCCAATAACAATACAAGAAA
AAGTATACCTATGGGACCAGGGAAAGCATTTTATACAACAGGAGATATAATAGGAGATATAAGACAAGCACAT
TRTAACATTAGTGGAGTAGCATGGAATAACACTTTAGGAAAGATAGTGGAAAAACTAAGGAAAAAATTTAACA
ATAAAACAATAGTCTTTGAGCAATCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGG
GGAATTTAAGCAGCTCCAGGCAAGGCTCCTGGCTGTAGAAAGATATATAAAGGATCAACAGCTCCTGGGGATT
TGGGGTTGCTCTGGAAAATTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTCTGA
GCCAGATTTGGGATAACATGACTTGGATGCAGTGGGAGAAAGAAATCAACAATTACACAAATTTAATATATGA



TTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGTCATTAGATAAATGGGCAAGT
TTGTGGAATTGGTTTTCCATATCAAACTGGCTGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTAA
TAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAACAGAGTTAGGCAGGGATACTCACCCTTGTCGTT
TGCTGTTAACTTACTTGACGCCATAACTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGGCTTACAA
GGAACTGGTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAAGAGCTTTRCTATAA 
>KT124802 
GCTGTAGAAAATTTGTGGGTCACAGTCTACTATGGGGTACCGGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCATGAATTATTCTTGAAAGATGTGAAAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAAACAAACCACCAATAGTACCAATAGTACTACTACTAGGGCTACCAATAG
TAGTGGAGAAATGAAACAATGCTCTTTCAATAGTACCACAAGCATAAGAGATGTTACAACGAAAGAATCTGCA
CTTTTTTATAGACTTGATCTAGTACAAATAGGTAATAATAGTGAGAATAATACTAGCTATAGGTTGATAAATT
GTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGCTTCTGAAGTGTAAAGATAAGGAATTCAATGGAACAGGACGATGTCACAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTGAATGGCAGTTTGGCAGAAGGAG
AGGTAGTAATTAGATCTGAAAATCTCACAGACAATGCTAAAACCATAATAGTACAACTGAATGACACTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAA
GGCTAGTAGCTGAAAAATTAAGAGGACTCTTTAACAATAAAACAATAGTCTTTAATCAGTCCTCGGGGGGAGA
CCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAGGATCAACAGCTCCTGGGGATCTGGGGCTGCTCTGGAAAGTTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAAAATATGACGCAGATTTGGAATGAAACCACCTGGATGCAGTGGGA
AAAAGAAATTGATAAATACACAGGCATAATATACACCTTACTTGAAGAAGCGCAGATCCAACAAGAAAACAAT
GAACTAGACTTATTGAAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGT
AAATAGAGTTAGGAAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATCGCAGTA
GCTGAGGGAACAGATAGGATAATAGAAGGGTTACAAAGAATTGGTAGAGCTATTTGCAACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KT124765 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACACTATTTT
GTGCCTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTACTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGCTGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAGCCATGTGTGAAACTGACCCCACTCTGTG
TCACCTTAAATTGCACTGAAACTAACACCACTAGGTCCAATAATACCGCCACTAGTGCCTCCAATATGACCAC
TAATGACACTAGTGATATGACAAACTGCTCTTTCTATGCCCCCACAGGAATACAAGGTAGATTTCAAAAGGAA
TATGCTCTTTTTTATAAACTTGATGTAGTACAAATAGATAAGGATAGTAATAGTACAACTAGTAATAGTACAG
ATAGTAATATTAAAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCGAAGGTAAC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTATAAAATGTAATGATAATAAGTTC
AATGGAACAGGACCATGTACAAATGTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACTC
AACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGGTAATAATTAGATCTGAAAATCTCACAAACAATGCTAA
AACCATAATAGTACAGCTGAGCGAACCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGGAGAAGT
ATAACTATGGGACCAGGGAAAGCATTTTTTGGAACAGAAGTAATAGGAGATATAAGGCAAGCCCATTGTAACC
TTAGTAGAGCAAGCTGGAATAAGACTTTAAAAGAAGTAGCTAAGAAATTATATACAGAATTTAATAGAACAAT
AATCTTTAATCAATCCTCAGGAGGGGACCTAGAAGTGGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAG
CAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAAATCCTAGGAATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTTCATGGAGTAATAAATCACAGGAAGAGATATG
GCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGGCACCATATATAACTTACTTGAA
ATAGCGCAAAACCAGCAAGAAAGGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATT
GGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGATTAAG
AATAATTTTTGCAGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGC
TTACTTAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAATTGGGA
GAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>KT124811 
GCTACAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAGAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTGGTATTGGGAAATGTGACAGAAAATTTTGACATGTGGAAAAATAAAATGGCAGAG
CAAATGCAGGAGGATGTAATCAGTCTATGGGATGAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCCAATCCTAAGCAGAATAGTACTGTTAATAATGACACTATTACTTTCTTCAA
GGAAGAAATAACAAACTGCTCGTTCAATGTCACCACAAGCATAGGAGATAAGAGACATAGAGAATATGCACTT



TTTCATAAAATTGATCTAATGCCAATAGAGAATATAGCAACAAATAGAACAAATGGAACAAACACAGCAAACA
ATACAACAAACTATGCATTGATAAACTGTAACACTTCAGTCATTACACAGGCTTGTCCAAAGGTATCTTTTGA
ACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAATGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACCCAGCTGC
TGTTAAATGGCAGTCTAGCAGAAGAGGAAATAGTAATTAGATCTCAAAATCTCACAGACAATGCTAGAACCAT
AATAGTACACCTAAACCAGTCTGTACAAATTAATTGTACAAGACCTGGCAACAATACCAGAAAAGGTATACAT
ATGGGACCGGGAAGAGTCTTTTATGCAACAGGAGAAATAACAGGAGATATAAGAAAAGCACATTGCAACCTTA
GTGAAACAGCATGGAACAATACTTTAACACAGGTAGCTAAAAAATTAAGTAAACAATTTAACAATAAAACAAT
AAAATTTAATTCATCCTCAGGAGGAGACCCAGAAATAGTAATGCTCAATTTTAATTGTGGAGGGGAGTTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTATGGAAACATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTAGAATACATTTG
GGGTAACATGACATGGATGGAATGGGAAAAAGAAATTGACAATTACACAGACACAATCTATGCCTTAATTGAA
AAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGCATTGGATTCATGGGCAAGCTTGTGGAATT
GGTTCGATATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAATCTTTACTGTACTCTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCTGTTAAT
TTGCTTAATACCATAGCTATAGCAGTAGGTGAGGGGACAGATAGGGTTATAGAAGCAGCACAAAGACTTGGTA
GAGCTTTTCTCAACACACCTAGAAGAATAAGGCAGGGCGCCGAAATAGCTTTACTATAA 
>KT124767 
GCTGCAGGAAATTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAGCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAGTAATAGTGGAAAATGTGACAGAAAATTTTGACATGTGGAAAAATGATATGGTAGAA
CAGATGCATAAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATGGGAATTATACAGAAACAAAAAACTGCTCTTTTAAGACCAACCCAAACCTAAA
GGATAAGTCACAGAGAGCATATGCATCTTTCTATAAACTTGACATAGTACCATTAGAAGAGAATAGTACAACC
TATAGGTTGATAAGTTGTAACACCTCAAGCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCA
TACATCTTTGTGCCCCGGCTGGTTTTGCGATTTTAAAATGTAGAAATGATACGTTCAATGGAACAGGACCATG
TGACAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGC
AGTCTAGCAAAAAAAGAGATAGTAATCAGATCTGAAAACTTCACAGACAATGCTAAAACCATAATAGTACAGC
TGAACAAATCTGTAAACATTACTTGTGTAAGACCCGGTAACAATACAAGGAAAAGTATACATATAGGACCAGG
GAGAGCATTTTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACACTGTAATATTAGTAGACAAGCT
TGGGAACACACATTAAACGAGACAGCTAAAAAATTAGGAGAACAATTAAAGATAACAACAATAATCTTTCAAC
CATCCTCAGGAGGGGACCTAGAAATTGAAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGC
AAGAGTCCTGGCTCTAGAAAGATACCTAAGAGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTC
ATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAGATCTCTGGAGTACATTTGGAATAACATGA
CCTGGTTACAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAAAA
CCAACAAGAAAAGAATGAAAAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATA
ACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTG
TAATACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTCAACGC
CACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGGACAAAGAATTCTTAGAGGTATCCTT
CACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>KY324301 
GCTTCAGAGAAGTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCACAGAAGGCAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGATGATGTAATCAGTTTATGGGATCAGAGCTTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACCTTAAATTGTATTAAATTCAAAAGTACTAATCTCACTGTTACTAATTCCAGTGAATTCAAAAGTACTAA
TCTCACTGTTACTAATTCCACTGACACTAGTGCTAATGAAACGACAAAGGGAACGGTGGAAGGAATGAAAAAT
TGCTCTTTCAATATCACCACAAGTATAAAAGATAAGGTGCAAAAAGAATATGCGCTTTTTTATGACCTTGATA
TAATACCAATAGATAGTGGTACGGGCTATAGGTTGATAAGGTGTAACACCTCAATCATTACACAAGCCTGTCC
AAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACGAT
AAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGCCAATTTCACAAA
CAATGCTAGAACCATAATAGTACAACTGAATGAATCTGTAGAGATTAACTGTACAAGACCCAACAACAATACG
AGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAGTAATAGGAGACATAAGACAAG
CACATTGTAACATTAATAGACAGAAATGGAATACTACTATACAACGGATAGCTGAAAAATTAAGAGAACAATT
TAGGAATAAAACAATAATCTTTCAAAATTCCTCAGGAGGGGATCCAGAAATTGTAATGCACACTTTTAATTGT
GGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAG
GGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATAATAGTTGGAGTAATAAATC
TCAGGAAATGATTTGGGAGAACATGACCTGGATGGAATGGGAGAAGGAAATTAGCAATTACACACACAAAATA
TACACTTTACTTGAAGAATCGCAAAATCAACAAGAAAAGAATGAGCAGGACTTATTGTCATTAAATAGCTGGG



ACAGTTTATGGACTTGGTTCAACATATCAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGG
CTTGATAGGATTAAGAATAGTTTTTACTATACTTTCTATAGTAAGGAGAGTTAGGCAGGGATACTCACCATTA
TCATTCGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAG
TACAAAGAATTGGTAGAGCTATCCTCCATATACCTAGAAGAATAAGACAGGGCTTCGAAAGAGCTTTGCAATA
A 
>KY324379 
GCTGCAGATAAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTGTTTT
GTGCATCAGATGCTAGAGCATATGATGAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAATTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTAGATGGTTATAATGGTAATAAGACCCAAAGTAATAATACCAATGGTAGTGA
TGGGAAATTGATAGATCCAGGAGAAGTAAAAAACTGCTCTTTCAATATCGCCACAGAGATAAGAGATAGGCAA
CAGAAGCAATATGCACTCTTGTATAAACTTGATGTAGTACCAATAGATGATGATAATAATAATAGCAGTAATA
GTAATCATAGTACCTATAGGTTAATAAGTTGTAACATCTCAGTCATTACACAAGCCTGTCCAAAGATATCGTT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGTGTAACAATGACACGTTCAAT
GGAACAGGGCCATGTACAAACGTCAGCACCGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAAT
TGCTGTTAAATGGTAGTCTAGCAAAAGAAGGGGTAATAATTAGATCAAAAAATCTCACAGATAATGCTAATAT
CATAATAGTACAGCTATCGACAGCTGTAGAGATTACCTGTATAAAAAACAACAATAATACAAGAAAAAGTATA
AATATAGGACCAGGGAGAGCATGGTATACAACAGGACAAATAATAGGAGAAATAAGACAAGCATATTGTAACA
TTAGTAGAGGAAACTGGAGTAACACTTTAGGACAGATAGTTAAAGAATTACAAAAAAATTTTATCAACAAAAC
AATAGTCTTTAAACCTTCCTCAGGAGGGGACCCAGAAATTGTAATGCATAGTTTTAACTGTGGAGGGGAATTT
AAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTT
GCTCTGGGAAGCTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTTTAATGATAT
TTGGAATAATATGACCTGGATGCAGTGGGAAAAAGAAATAGATAATTACACAGGCTTAATATACAGTTTAATT
GAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAATTTGTGGA
ATTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATTTTCATAATGATAGTAGGAGGCTTAGTAGGTTT
AAGAATAGTGTGTGCTATACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCAATATCGTTAGCTGTT
AGCCTGTACAATACTATAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAACTAGGACAAAGAGCTT
GGAGAGCTTTTCTCCACATCCCTGTGCGAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>KY324630 
GCAGACAATCTATGGGTAACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCGAATACCACTCTATTTTGTG
CATCAGATGCTAAGGCATATGAAACAGAAATACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTGATGTGTGGAGAAATAACATGGTAGAACAA
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CCTTAAACTGCACTGATGTGAATGCCACTAATACTAATAACAGCAGTGAAACTGATGCCAAAAGTAATATTAC
TGGGGTAAAGTTGATAGAGAAAGGAGAAATAAAAAATTGCTCGTTCAATATCACCTCAGGAATAAAAGACAAG
GTGCAGAAAACATATGCTTATTTTTATAACCTTGATATAGTACAAATGAAAGAAGATGCTAATGATAATACTA
GCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGACGTCCTTTGAGCCAATTCC
AATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCATTGGAAAAGGAGCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGTCTAGCTGAAGAAGACATAGTAATCAGATCTGACAATTTCACGAATAATGCTAATACCATAATAGTACA
ACTGAAGGAGGCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAATATAGGACCA
GGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTGGTAAGGCAA
GCTGGATAAAAATGTTAAAACAGGTAGCTAAAAAATTAACAGACCAATTCAACAATAAAACAATAGCCTTTGA
GCGATCCTCAGGAGGGGATCCCGAGGTTGTATTGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCGG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAGC
TCATTTGCACCACTGCAGTGCCTTGGAATACTAGTTGGAGTAATAAGACTCTGGATCAGATTTGGCAGAATAT
GACATGGATGCAGTGGGACAAAGAAATTGATAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAA
AACCAACAAGAAAAAAATGAACTAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGATA
TATCAAACTGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTCAAT
GCCACGGCCATAGCAGTAGCTGAGGGAACAGATAGAGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCCCTTC
TCCACATACCTAGAAGAATAAGACAGGGCCTGGAAAGAGCCTTGTTATAA 
>KY324641 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTGTTCT
GCGCGTCAGATGCTAAAGCATACTCGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGAATTGGAAAACATGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAACTGTACTGATTATAATACTACTACAACCAATGATACTAGTAAACTGTTAATGGAGAAAGGAGA
AATGAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATACAGAATCAATATGCACTTTTCTAT



AAACTTGATGTAGTACAAATGGATGATAGCAATAACACATATAGGTTGATAAATTGCAACACCTCAGTCATCA
CACAGGCCTGTCCAAAGGTATCTTTTCAGCCAATTCCCATACATTATTGTACCCCAGCTGGTTTTGCACTTCT
AAAGTGTAAGGATAAGCAGTTCAATGGAACAGGGCCATGTAAGAATGTCAGCACAGTACAGTGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTAGATCTT
CCAACTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAATGAGTCTGTACAAATTAATTGTACAAGGCC
TAGCAACAATACAAGAAAAAGTATAAACATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGA
GATATAAGACAAGCACATTGTAATATTTCTAGGGAAAAATGGAATAGCACCTTAGAACAAATAGCTACAAAAT
TAAGAGAACAATTTAAGAATAAAACAATAGAATTTAAACCTTCATCAGGAGGGGACCCAGAAATTGAAATGCA
CAGTTTCAATTGTGGGGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTT
GGAGCAATAAATCTCTAGCTAATATTTGGAACAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAACTA
CTCAGGCTTAATATACAACTTACTTGAAGAGTCACAGAACCAGCAAGAAAAGAATGAGCAAGAGTTATTGGAA
TTAGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTACATAAAAATATTCATAA
TGATAATAGGAGGCCTAATAGGTTTAAGAATAGTTTTTATTATACTGTCTATAGCGAATAGAGTTAGGCAGGG
ATATTCACCATTGTCATTTGCTGTTAGCTTGTTTAACGCCATCGCTATCGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAATAGTACAAAGAGCTGGTAGAGCTATTCTTCACATACCTAGAAGAATAAGACAGGGCGCGGAAA
GGGCTTTGCAATAA 
>KY324761 
GCTGCAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAGGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTCGTATTGGAAAATGTGACAGAAAATTTTAATGCGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TCACTTTAAATTGCACAGATTTGAAGAATAGTACTGATACTGATACTAATACTACTGTCCCTATTAGCGAGAA
AGAAGAACTAAAAAACTGCTCTTTCAATATCACCTCAGGCGTAGGAGGTGATAAGATTCACACAGAATATGCA
TTCTTTAATAAACTTGATATAGTATCAATAGGTAATAGTAACTCATCTTTTAGGTTGATGCACTGTAACACCT
CAGTCATTACACAGGCCTGTCCTAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAAGCGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATATCTCGGACAATGTCAAAACCATAATAGTACAGCTGAATGAATCTATCCCGATTAAGTG
TATAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTCTATGCAACAGGAGCA
ATAATAGGAAATATAAGACAAGCACACTGTAACATTAGTGAAAGAAATTGGACACGCATCTTAGAACAGGTAG
CTATAAAATTACAAGAACACTTTCCGAATAAGACAACAATAGCCTTTAACCAATCCTCAGGAGGAGACCCAGA
AATTATACTGCATAGTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAGCAGCTCCTAGGGATTTGGGGGTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGACAAGATATGGAATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGAAAATTACACAGGGTTAATATATAACTTAATTGAAAAATCGCAAAACCAACAAGAAAAGAACGAACAA
GAATTATTGGAATTGGATAAGTGGGCAGGTCTGTGGAGTTGGTTTGATATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTGGCTATTAGTTTGCTTAACGCCACAGCAATAGCAGTAGCTGAG
GGGACAGATAGGATCATAGAATTAGTACAAAGATTTGGCAGAGGTATTCTCAACATACCTAGAAGAATAAGAC
AGGGTTTAGAAAGGATTTTGATATAA 
>KY324808 
GCTACAGAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATGCTAACATCACTCGCAGTAATACTACTATCAATAATGGTACCTGGAATATGGA
AAAAGGAGAAGTAAAAAACTGCTCCTTCAATATCACCACAAGCATAAGAGATAAAGTTACAAAAGAATATGCA
CTCTTTTATAGACTTGATGTAGTACAAATAGGAGAGAATAAAAGTAATACCAGTTATAGATTGATAAATTGTA
ACACCTCAGAAATTACACAAGCCTGCCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTATAAGGTGTAATAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAGG
TAGTAATTAGATCTGAAAATTTCTCAAACAATGCTAAAACCATAATAGTACATCTAAAAGACCCTGTAAACAT
TACTTGTACAAGGCCCGGCAACAATACAAGGAAAAGTATACACATAGCACCAGGGAGAGCATTTTATGCAACA
GGAAACATAATAGGAGAGATAAGACAAGCACATTGTAATATTAGTGGGGCAGAATGGAACAACACTTTAAGTC
AGATAGTTCCAATTTTAAGAGAACAATTTGGAAATAAAACAATAGCCTTTCAGCCATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAACTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATAATAGTTGGAGTAATAAATCTGTAGATTACATTTGGAACAACATGACTTGGATGCAGTGGGAGAG
AGAAATTGACAATTACACAGACCTTATATACAATTTACTTGAAAGATCGCAGAACCAGCAAGAAAAAAATGAA



CAAGAATTATTGGAATTGGACAAGTGGGCAAATTTGTGGACTTGGTTTAACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCTATACTCTCTGTAGTGAA
TAGAGTTAGGCAGGGATACTCACCACTGTCGTTGGCTATTAGCTTGCTCAACTCCACAGCTATAGCCGTAGCT
GAATGGACAGATAGGCTTATAGAAATTGTACAAAGAGCCTGGAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAAGGCTTAGAAAGAATTCTGCTATAG 
>MK115683 
GCTACAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCACTGATTTGGAGACTAAGAAGACTAATAGCACTAATAATGGTGCTAACATCACTGCCGC
TGATATGAAAAACTGCTCTTTCAATATCACTGCAAGCATAAGAGATAAGGTGCAGAAGGAATATGCGCTTTTT
TATAAACTAGATATAGTACAAATAGATAATGACAATAATACCAGAGCCAAGGATAATAATACCAGTGCCAATG
CCGGTGCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTCACACAGGCCTGTCCAAAGGTATCCTTTGA
ACCAATTCCCATACATTATTGTGCCCCGGCTGGGTTCGCACTTCTAAAATGTAGAGATAAGAAGTTTAATGGA
ACAGGGCCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATATCTCAAATAATGCTAAAACCAT
AATAGTACAGCTAAACGAAACTGTAGAAATTAACTGTACTAGACCCAACAACAATACAAGAAAAAGTATACAT
ATAGGACCAGGGAGAGCATGGTATGCAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGCAACATTA
GCAGAGAACGATGGAATAAAACACTAGGACAGGTAGCTATAAAATTAAGAGAACAATTTAAGAATAAGACAAT
AGTCTTTAATGGATCCTCAGGAGGGGACCCAGAAATTACAATGATTAGTTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGGGTTGCT
CTGGAAAACTCATCTGCAACACTGCTGTGCCTTGGAATACTAGTTGGAGTAACAAATCACTGAATGCTATTTG
GCATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGACATAATATACAGCTTAATTGAG
GCATCACAAACCCAGCAAGAACAGAATGAACAAGAATTACTAGCACTAGATAAATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGC
TTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATAATAGAAGGATTGCACAGAGCTTGTA
GAGCTATTCTCCACATACCTAGAAGAATAAGACAAGGCGTGGAAAGGGCTTTGCAATAA 
>MK115918 
GTTGCAGCAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTGATGTGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTATTTTAAATTGCACTGATGAAGTCAATGTAGTCAACAGAACTAGCAATGATAGCAATGGAATAACAAGAGA
ACTAAAAAACTGCTCTTTCAATATCACCACAAACATAAAAAATAAGGTACAGAAAGAATATGCACTCTTTTAT
AAACTTGATGTAGTACCAATAGATAATGAAGATAATGATACTAGCCTTAGTAATAATAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTAC
CCCGGCTGGTTATGCGCTTCTAAAGTGTAACAATGAGACATTCAGTGGAAAAGGGCTATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAC
AGGGGGTAGTAATTAGATCTCAAAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGT
AGAAATTAACTGTACAAGGCCCAGTAACAATACAAGAAAAGGTATACATACAGGACCAGGGAGCGTAATTTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGCAGAAAAGTGGAATCAGACTT
TAATACAGATAGTTGCAAAATTACAAGAACAATTTGAGAATAAAACAATAGTCTTCAATCAATCATCAGGAGG
GGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGCAATAAATCTCTGGAAAAAATTTGGGATAACATGACCTGGATGGAGTG
GGAAAAAGAAATTGGTAATTACACACAATTAATATACACTTTAATTGAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAAGACTTATTGGCACTGGATAAATGGGACAGCTTGTGGAATTGGTTTAGTATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGAGTTATAGAAATAGTACAAAGAGCTTGTAGAGCTATCCTTCACATACCTGTAA
GAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>MK116058 
ACTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTACCATTGCCTAATGTGACAGAGAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCACTGATGTGGAGATTGATAAAACCAGTGCTAATAAGACCATTAATGTGAATACTAATAC
CACTAATAGTTGGGAAAGGATGGATCCAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACTAACATAAGA



GATAGGGTGAAGAATGAATATGCGCTTTTTTATAAACTTGATGTAGTACAAATAAAAGATAAGAAGGCCAGCA
ATACCACCTATAGGCTGATAAGTTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAGGTGTAACAATAAAACATTCAATGGATCA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAGTATCACGAACAATGCTAAAACCATAAT
AGTACAATTGAAAGAAGCTGTAAAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAGGTATACATATA
GGACCAGGGAGAGCATTTTATGCAGCATCAGATATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTA
AAGCAGAATGGAAGAATGCTTTAAACCAGACAGTTATAAAATTAAGAGAATACTTCAACAAAACAATAGACTT
TAAACCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAGTTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAACAGATCTCTGGAGACCATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTAGCAATGTCACGGACATAATATACAGATTAATTGAAGACTCG
CAAAACCAACAAGAAAAGAATGAAAAAGACTTATTGGAATTAGATAAATGGGCAAGTCTATGGAATTGGTTTA
ATATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGT
CTTTTCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTATCAGCTTGCTC
AACACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTTTAGAGCTT
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MK116212 
GCTGCAACAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATATTATTGGAAAATGTGACAGAAGAATTTAATGCATGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTATTTTGCATTGCACTGATGTAACTAGCAATGAGACGACAGGAGAACTAAAAAACTGCTCTTTCAATATCAC
CACAAAAATAACAAATAAGGTACAGAAAGAATATGCACTCTTTTATAAACTTGATGTAGTACCAATAAATAAT
AAGGATAATGATACTAACTTTAATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTTATTACACAGG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTATGCGATTCTAAGGTG
TAACAATGAGACATTCAGTGGAAAAGGGCCATGTACAAATGTCAGCTCAATACAATGTACACATGGCATTAGG
CCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAACAGGAGGTAGTAATTAGATCTCAAAATT
TCTCGGACAATGCTAAAACCGTAATAGTACAGCTGAAGGACCCTGTAAAAATTAACTGTATAAGGCCCAATAA
CAATACAAGAAAAAGTATACCTGCAGGACCAGGGAAAGTAATTTATGCAACAGGAGAAATAATAGGAGATATA
AGACAAGCACATTGCAACATTAGTGCAACAGATTGGAATAATACTTTAGGACAGATAGTTAAAAAATTACAAG
AACAATTTGGGAATAAAACAATAGTCTTCAATCAATCGTCAGGAGGGGACCCAGAAATTGTAACACACAGTTT
TAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAG
CTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGCA
ATAAATCTCTGAATGAAATTTGGGATACCATGACCTGGATGGAGTGGGAAAAAGAAATTAGTAATTACACACA
ATTAATATACACTTTAATTGAAGAATCGCAGAGCCAGCAGGAAAAGAATGAACAAGAATTATTGGCACTAGAT
AAGTGGGACAGCTTGTGGAGTTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTC
ACCATTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCGGAGGGGACAGATAGGATTATA
GAAGTAGTACAAAGAGCTTGTAGAGCTATTCGCCACATACCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTC
TTCTATAA 
>MK086129 
GCTGCAAATAACTTGTGGGTCACAGTCTATTATGGGATACCCGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATGATGCAGAGCAACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAGAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGACTGCACTAATATTAACAGTAGTACTAGTACTAATAATAGTAGCCATATTAATATTACTATCAT
GGAAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAACATAAGAGATAAGATAAAAAGAGAATATGCACTT
TTATATAAGCTTGATTTAGTGCCAATAGATAAAAATACTAGTAGCTTTAGGTTGATAAGTTGTAACACCTCAA
CCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAGCAGTTCAATGGAACAGGAAAATGTAGGAATGTCAGCACAGTGCAATGTACA
CATGGCATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGATATAGTAATTA
GATCTGAGAATTTCAGTAACAATGCTAAAAACATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTAT
AAGACCCAACAACTATACAAGAAAACGTATATATATAGGACCAGGGAGAGCATTTCATACAACAGGACAGATA
ATAGGAGATATAAGACAAGCACATTGTAATATTAGTGAAGTAAATTGGAATAACACTCTAGGAAAGATAGCTA
ATAAATTAAGAGAGACATTTAAAAACAAAACAATAATCTTTAAGCAATCCTCAGGAGGGGACCCAGAGATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGTTACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTAGATCAGATCTGGGATAACATGACTTGGATGCAGTGGGATAAAGAAATTAG
CAATTACACACAATTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGATTTA



TTGGCATTGGATAAATGGGACGGTTTGTGGAGTTGGTTTTCTATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTCTGTACTTTCTATAGTGAATAGAGTTAG
GAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTGATGCCACAGCCATAGCAATAGCTGAGGGGACA
GATAGGGTTATAGAAGGGATACGAAGAGCTTTTAGAGCTATTATCAACATACCTAGAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>MN090868 
GCTGCAACAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTATTATTGGGAAATGTGACAGAAGATTTTAATGCATGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTATTTTGCATTGCACTGATGTCAACAATACTAGAAATGGGATGACAGGAGAACTAAAAAACTGCTCTTTCAA
TATCACCACAAAAATAACAAATAAGGTACAGAAAGAATATGCACTCTTTTATAAACTTGATGTAGTACCAATA
AATAATAAGGATAATGATACTAGCTTTAATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTTATTA
CACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTATGCAATTCT
AAGGTGTAACAATGAGACATTCAGTGGAAAAGGGCCATGTACAAATGTCAGCTCAATACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAACAGGAGGTAGTAATTAGATCTC
AAAATTTCTCGGACAATGTTAAAACCATAATAGTACAGCTGAAGACCCCTGTAAAAATTAACTGTACAAGGCC
CAATAACAATACAAGAAAAAGTATACATGCAGGACCAGGGAAAGTAATTTATGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGCAACATTAGTGCAGCAGAGTGGAATGATACTTTAGGACAGATAGTTACAAAAT
TACAAGAACAATTTGGGAATAAAACAATAGTCTTCAATCAATCGTCAGGAGGGGACCCAGAAATTGTAACACA
CAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGCAATAAATCTCTGAATGAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTAGTAATTA
CACACAATTAATATACACTTTAATTGAAGAATCGCAGAGCCAGCAAGAAAAGAATGAACAAGAATTATTGGCA
CTAGATAAGTGGGACAGCTTGTGGAGTTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTGTAAGACTAAGACAAGGCTTAGAAA
GAGCTTTGCTATAA 
>AF490512 
GCTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACCATTGATAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATAATGCTACTAATACCACTAGTAGTAACGGGGAAACGATGAAAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGAATAAGAGATAAGGTGCAGAAAAAATATGCATATTTT
TATAACCTTGATATAGTACCAATAAATGATGATAAGAATACTACTAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAA
TTAGATCTGAAAATTTCACAGACAATGCTAAAACTATAATAGTACAGCTAAACGAAACTGTAGAAATTAATTG
TACAAGACCCAACAATAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCAATCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAACATGGAATAACACTTTAAAAAAGATAG
TTACAAAATTAGGAGAACAATTTGGGAATACAAAAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAGAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGAATAAAATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTACATAAGAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGCTTTTGCTATAA 
>U43096 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGACGCTAAAGCATATGACAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAAGAATGCTACTAATACCAATAATAGTAGTTGGACGATGACAGGAGAAAT
GAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCA



CACTTTTATAAACTTGATGTAGTACCAATAGATAATGACAATACTAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATGCTAAAGTGTAAAGATAAGAGGTTCAATGGAAAAGGACAATGTAAAAACGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGACAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAAGGAATCTGTAGAAATTAATTG
TACAAGACCCAACAATTATACAAGCAAAAGGATACGTATAGGAGCAAGGAGAGCATTTTATACAAAAGGAAAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGGATAGCACTTTAAGACAGATAG
TTAAAAAATTAAGAGAACGATTTGGGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTATGGATATGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTGAATAAGTGGGAAAATTTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGTGT
TAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCCGAGGGG
ACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCTATTCTCCACATACCTGTAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>U43141 
GTTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTGATTATAATAATGCCACTAACAGTAGTTGGGGAAGGATGGAGAAAGGAGAAATACA
AAACTGCTCTTTCAAGGTCACCACAAACATAAGAGATAAGGTACAGAAAGAATCTGCACTTTTTTATAAAACT
GATGTAGTACCAATAGATAATAATAAGACTAGTAATAGGGATAATACTACCAGCTATATGTTGATACATTGTA
ATAGATCTGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGC
TGGTTTTGCGATTTTAAAGTGTAATGATAAAAAGTTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTA
CAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAGAAG
TAGTAATTAGATCTGACAATTTCACAGATAATACTAAAACCATAATAGTACATCTGAACGAATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCAGTTTATACGACA
GGAAGAATAGTAGGAGATATAAGACTAGCACATTGTAACATTAGTAGAGCAAGATGGAATAAAACTCTAAACC
AAATATTTAGAAAATTAAGAGAAATTAGACAATTTGAAAATAAAACAATAGTCTTTAATCGATCCTCAGGAGG
AGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACCCTGGATCAGATTTGGAATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAAGCTTAATATATACCTTAATTGAACAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTATGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTCAGCTTGTTCAATACTATAGCTATAGCA
GTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCAATTCTCCACATACCTAGAA
GAGTGAGACAGGGCTTGGAAAGGGCCTTGCTATAA 
>EF514704 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAGAGCATACAAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACACGAACTGGCATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAATTTGCTCTAATGCCAATATCACATATACTAATGAGACCATTTCTAGGGATAACATCACTATTAT
GAAAGAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCTCAGGCATAAGAGATAAGGTACAGAAAGAATAT
GCACTTTTTTATAAAGATGATGTAGTACCAATAGATATTAATAGGACTAGCTATAGATTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTTTTGTACCCCGGCTGG
TTTTGCGCTTCTAAAGTGTAGAAATAAGACATTCAATGGAAAAGGGAGCTGTAACAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATATCACAGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTGCAAATTAA
TTGCACAAGACCCGGCAATAATACAAGGAAAAGTATACATATAGGACCAGGAAGGGCATTTTATACAACAGGA
GACATAATAGGAGATATAAGAAAAGCATATTGTAACATCAGTAGCGTAGACTGGAATAATGCTTTAAATCAGA
CAGTCAAAAAATTAAGAGAACAATTTGAACAATTTGCAAATAAAACAATAGCTTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAAGATGACATTTGGAATAACATGACCTGGAATCAGTG
GGAAAAAGAAATTGACAATTACACAAGCGTAATATACACCTTAATTGAGAAATCGCAAAACCAACAAGAAAAA



AATGAGCAGGAATTGTTGGAATTGGGCCAATGGACAAATCTATGGAATTGGTTTGATATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTTTAGAAGTATTACAAAGAATTTTTAGAGCTATCCTTCACATACCTACAA
GAATAAGACAAGGCTTGGAAAGGAGTTTGCTATAA 
>EF514705 
GTTACAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAGGAAGTACCATTGATAAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTCTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTATGTG
TTACTTTAAAATGCATTGATTATGTTAAGAATATTACTAATGGGGGGAATACTACTAATAATGGTACTGAAGT
GAGGGGGAATACTACTAGTAATGATACTACTAATACCACTAGTAGTAGCATGGAAACAGAAATGAAAAACTGC
TCTTTCAATATTACCACAAGCATGAGAGATAAGATGCAGAAAGAATACGCGCTTTTTTATAAACTTGATGTAG
TACAAATAGGTGGGGATAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCC
AAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAATGTAATGAT
AAGAAGTTCAAGGGAACAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TATCAACTCAATTACTGTTAAATGGAAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGTCAATTTCTCGGA
CAATGCTAAAACCATAATAGTACAACTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACA
AGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAGATAATAGGAGATATAAGACAAG
CACATTGTAACATTAGTAAAACAAAATGGAATGAAACCTTAAGTCAGATAGTTGGGAAATTGCAAGAACAATT
TGAGAATAAAACAATAAATTTTAACCAACCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGT
AGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGG
GGATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATC
TCTGACTCAGATCTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTGAAAATTACACAAGCTTAATA
TATACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGG
CAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTG
TCGTTTGCTGTTAGCTTGTTCAACGCCACAGCAGTAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAAGCT
TACAAAGAGTTCTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGCTATA
A 
>EF514706 
GCTAAAGATTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCACATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATATGGAAAAATGACATGGTAGAACAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTACATTGCAATGATAATGTTACTGTAAATGCTACTGGTGGGGGGAATCGTACTGAAATGGAGAAAGGAGA
AATAAAAAACTGCTCTTTTAATATCACCACAGGAATAAGAGATAAGGTGCAGAAAGAATATGCATTGTTCTAT
AAACTTGATATAATACCAATAGATGATGAGAATGATGTTACTAAGAATACTAGTTATAGGTTGAGAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTGAAGTGTAAAGACAGAAATTTCAATGGAAGTGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGGG
TAGCAATTAGATCTGCCAATTTCACAGACAATGCTAAAACCATAATAGTACAACTGGAAAAAGCTGTACAAAT
TAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATGGGACCCGGGGGAGCATTTTATGCAACA
GGAGCCATCATAGGAGATATAAGACAAGCACATTGTAACATCAGTAGAGCAGAATGGAACAACACTTTGAGTC
AGATAGTTGGGAAATTACAAGAACAGTTTAATAAAACAACAATAGTCTTTCAGCCATCCTCAGGAGGGGACCC
AGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTACAGGACCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATAATAGCTGGAGTAATAAATCTCTGGATCACATTTGGAATAACATGACCTGGAATCAGTGGGAAAA
AGAGATTGACAATTACACAGGCTTAATATTCAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAGGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGGAGGGCTATTCTCCACATACCCACAAGAATAA
GACAAGGCTTCGAAAGGCTTTTACTATAA 
>EF514707 
ACTACTAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTTGTGCAT
CAGATGCTAAATCCTATGATACAGAGGTGCATAATGTTTGGGCCACACATGCATGTGTACCCACAGACCCCAG
CCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAGATG
CATGAGGATATAATCAGTTTATGGGATCAGAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGCGTTACTT
TAAATTGCACTGATTATGATAATTCTACTGAGACTGCTCCCGCTAATAGTAGCTGGACTTACAATAGTAGTAG



CTTAAGGGAAGAAGTAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGATAAAGACAGATTAT
GCACTTTTGTATAAACTTGATATAGTACCAATAGATAATAGTAATACTAGTGATAATACCAGTTATAGGCTGA
TAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AGAACGAGACAGTAATTAGATCTGAGAATTTCACGAATAATGCTAAAGTCATAATAGTACAGCTAAATGAAAC
TATAAAAATTAATTGTACAAGACCCAGCAATAATACAAGAAGGAGTATACATATAGCACCAGGGAGAGCATTT
TATACAACAGGAGCCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAACAGACTGGAGTAACA
CTTTAAGAAAGGTAGTTGAGAAACTCAGAGCACAATTTAACAATAAAACAATAATCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTTTAGATGTTATTTGGAAAAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACTCCTTACTTGAAAAATCGCAAAACCAACAAGAA
CAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCAATATCGTTGGCTGTTAGCTTACTCAACGCCACATCCATA
GCAGTAGCTGAGGGAACAGATAGGATTATAGAAGCATTACAGAGAATTGGCAGAGCTATCATCCACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF514709 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGCGACAGAACCTTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTAAATTGCASTGATGTTACTTTAAATTSTCATGAATTGAGTAAGAATAGTAMTAATAGTAAGAATAG
TACTAATACCAATAGTAGTAGCACGAGATTAACGACGGAGGCAGAAGAAATGAAAAACTGCTCTTTYAATATY
ACCACAAGCATAAGAGATAAGATACAAAAAGAATATGCTCTTTTTTATACAGTTGATRTAGTACCAATAGATA
AWAATAGTACCAAMTATACATTGATAAATTGTAACACCTCAGTCATTACACARGCCTGTCCAAAGATATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAAT
GGAACAGGACCATGTACAAATGTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTARTACTTAGATCTAAAAATTTTACGGACAATACTAAAAC
CATAATAGTACAGCTGAAAGAAGCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTGTA
CATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAAATATAAGACAAGCACATTGTAACA
TTAGTAGAACAAAATGGAATAACACTCTAGAACAGATAGCCAAAAAATTAAAAGAACAATTTAAGAATAAAAC
AATAGTCTTTAATCACTCCTCAGGAGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTAAGTCAGAT
TTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCWTAATATACACCTTAATT
GAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGA
ATTGGTTTAATATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTT
AGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAATTATTACAAAGAATTG
GTAGAGCTATTCTCCACATTCCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>EF514710 
GCTGCAGGTCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCGCCACTTTATTTT
GTGCATCAGATGCTAAAGGATACCATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAAATGCACTAATGTCACTAAAAATAATAGTAGTAGTACTACCACTTCTGCCCCTAACACCACTGC
TCAAGGGGAACTGATGGGAGATGGAATAAAAAACTGCTCTTTCAATGTTACCGCAGGCATAAGAGATAAGATG
CAGAAAGAATATGCACTTTTTTATAAAGTTGATATAGCACCAATAGATGATAATGGTAGCTATACATTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTTTTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAGACGTTCAATGGAAAAGGGCCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATCAGATCTGACAATTTCACAGACAATGGTAAAGCCATAATAGTACAGCTGAAAGAACCTGT
GAAAATTGATTGCATAAGACCCAACAACAATACAAGAAAAAGTATACCCATAGGACCAGGAAGGGCATTTTAT
ACAACAGGAGACATAATAGGAGATATAAGACATGCCTATTGTAACCTCAGTAGAGAAGAATGGAATAAGGCTT
TAAATCAGACAGCCAAAAAATTAGAAGAACAATTTGCAAGTAAAACGATAGTTTTTAACCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATAATAGTTGGAGTAAAAATAAATCTCTGGAGGCCATTTGGGGAAACATGACCTGGAATCA



GTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACTCCTTAATTGAGGAATCGCAAAACCAACAAGAA
AAGAATGAAAAGGACTTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAACGCCATAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATCACAAAGAGCTTGTAGAGCTATCCTTAACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>EF514711 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTTCTTTACATTGCGCTGATTTGAATAATACTAATAATTTGAATGCTACTAATACCACTAGTAGTAGCGGGGG
GATGATGGAAAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAGGGTGCAGAAG
GAATATGCATTTTTTTATAAACTTGATGTAATACCAATAGATAATACTAGTTATAGGTTGATAAGTTGTAACA
CCTCAACCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGCACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGCCAATTTCACAGATAATGCTAAAGTCATAATAGTACAGCTGAATAAATCTGTAGTAATTAA
TTGTACAAGACCTAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGCAAAGCATTTTACACAACAGGA
CAAATAATAGGGGATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATGACACTTTAAGACAGA
TAGTTAAAAAATTAAAAGAACAATTTGGGGAAAATAGAACAGTAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCCGTGGAA
AGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCTGGATTATATTTGGGACAACATGACCTGGATGCAGTGGGAAAA
AGAGATTGATAATTACACAAGCTTAATATACAACTTACTTGAAGACTCGCAAAACCAGCAAGAAAAGAATGAA
CAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGTATA
TAAGAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTATATTTTCTGTAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCT
GAGGGAACTGATAGGGTTTTAGAACTATTACAAAGAACCTTTAGAGCTATTATCCACATACCTACACGAATCA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EF514712 
GCTACAGAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAATTACTATTGGGAAATGTGACAGAAAATTTTACCATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAAATAACCCCACTCTGTG
TTACTTTAGATTGCATTGATGTAAAGAATGATACTAATACCACTAGTAGTGGCGGGAAAGAATCTAATGCCAC
TAGTAGTAGCGAGGGAGGAGACATGAAAAACTGCTCTTTCAATATCACCACAACCATGGATAAGGTGCAGGAA
GAACGTGCAATTTTTTATAACCTTGATATAGTACCAATGGATGATAATAATAAGACTAGAACTGTTAGTAATG
AGACTAGTAGGAATAGTATCAGATATAGGCTGATAAGTTGTAACACCTCAACCATTACACAAGCCTGTCCAAA
GATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAG
AAGTTCAATGGAACAGGACCATGTACAAATGTCAGCATAGTACAATGTACACATGGAATTAGGCCAGTAGTAT
CAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAGTTAGATCTGCCAATTTCACAGACAA
TACTAAAACCATAATAGTACAGCTGAAAGATCCTGTAGGAATTAAGTGTATAAGACCCTACAACAAGAGAAGA
GAAAGGATACGTATAGGAATAGGGAGAACATTTCAGACAACAAGAACAGTAGATGGAGATATAAGAAAAGCAT
ATTGTATTCTTAATGGAACAAAATGGAACGACACTTTAGCACAGATAGCTAAAAAATTAAACGAACAATATAA
TACTAGTAAAATAATCTTTAGTAGCTCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAACTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGC
TTTGGGGTTGCTCTGGAAAAATCATTTGCACCACTACTGTGCCTTGGGATGCTGCCTGGAGTAATAGATCTCT
AGATGAAATCTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGAAAATTACACAAGCAAAATATAC
ACCTTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAA
GTCTGTGGAATTGGTTTGAAATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCG
TTTGCTGTTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCAGTAC
AAAGAACTTGCAGAGCTATTCGCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTGTAA 
>EF514697 
GCTACAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAGTAGAATTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTGTTA
CTTTAAATTGCACTGATTGGAATGGTACTGCCACTAGTCCTAATGATAATAGCACTAATAGTAGTATAGAGGA



AACAAGATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAACATCACCACAGGCATAAGAGATAAGATACAGA
AAGAATATGCACTTTTTTATAAACTTGATATGGTACCAATAGATGATGATAAGACTAATAGCAGCCCTACTAC
AACTACTAGCTCTACTCTGACTTCTAGCAGCGTTACTAATAGCAACTCTAACAGCAGTAATACTACTAGCAAC
TCTAGCCAATATAGGAACTATAGGATGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAT
CCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAACTT
CACTGGAAAAGGACCATGTAGCAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACT
CAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGGGATAGTAATTAGATCTGACAATTTCTCAAACAATGCTA
AAAATATACTAGTACAGCTGAAAGAAGCTGTAGTAATCAATTGTACAAGACCCAACAACAATACAAGAAGAGG
TATACATATAGGACCAGGGAGGGCATTTTATACAACAGGAGATGTAATAGGAGATATAAGACAAGCACATTGT
AACATTAGCGGAACAAAATGGAATAACACTTTATACCAAATAGCTAAAAAATTAAAAGAACAATATAATGAAA
CAAACAAAATAATCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAACTGTGGAGG
GGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATT
TGGGGTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCCCTGG
ATCAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAACATAATATACTC
CTTAATTCAAGAATCGCAAAACCAGCAAGACAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGT
TTATGGAATTGGTTTAGCATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTT
GGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTGCTAGAATTATTACAA
AGAATTGGTAGGGGTATCCTCCACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGAGTTTGCTATAA 
>EF514701 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGCTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTACTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACGTTAAATTGCACTGATGCGCCAGATGCTAATAATACTACTAACACCACCATTGCTGGTACTTCCACCAC
TAATACCCCCATTGTTAGTTCAGGAGAGATAAAAAACTGCTCTTTTAATACCACCACAAGCATAAGAGATAAG
ATAAAGAAAGAATATGCACTCTTTTATAAACTAGATGTAGTACAAATAGATGATACTAGCAATAATAGCTATA
GATTGATAAGTTGTGATACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAATGTAATGATACAAAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTATTAAATGGCAGTC
TAGCAGAAGAAGGAATAGTAATTAGATCTGAAAATTTCACGGACAATGCGAAAAATATAATAGTACAGCTGAA
TAAATCTGTGAACATTACCTGCACAAGACCCAGCAATAATACAAGAAGAAGTATATCGATGGGACCAGGGAGA
GCAATGTATGCAACAGGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAAAACAGAATGGA
ATAACACTTTAAAACAGATAGTTGAAAAATTAAGGGAACAATTTGGAAATAAAACAATAGTCTTTAATCATTC
TGCAGGAGGGGACCCAGAAATTGTAACGCATAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATGGATAAGATTTGGAACAACATGACATG
GATGCAGTGGGAAAAAGAAATTGACAATTACACAGACTTAATATACAACTTACTTGAGCAATCGCAAAACCAA
CAAGAAATAAATGAACAAGAACTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAATATAACAA
ACTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTCTAAGAATAGTTTTTACTAT
ACTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTCAATGCCACA
GCTATCGCAGTAGCTGAGGGGACAGATAGGATTCTAGAAGCAGTACAAAGAGCTTGTAGAGCTTTCCTGCATA
TACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>FJ694790 
GCAACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAATGTGTGGAAAAATAACATGGTAGAC
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCATTGATTGCACTAATACCTCAAAGTGCAATACCACTACTAATGCTACCAACACCAATAA
TCCTGCTCCCACAATGGAGACAGGAGAATTAAAAAACTGCTCTTTCAATATCACCACAGAAATAAGAGATAAG
GTACAGAAGGAATCTGCACTTTTTTATAAATCTGATGTAGTACCAATAAAAGATGATAATAATGAGAATAATA
GTACCAATGGGGATGATAATAGTAGCAGCAAGAAAACTAATACCAGATATAGGTTGATAAGTTGTAACACCTC
AGTCATTACACAGGCCTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTT
GCGATTCTAAAATGTAACAATAAGACGTTCAGTGGAAAAGGACCATGCACAAATGTCAGCACAGTACAATGCA
CACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGGTGTAGTGAT
CAGATCTGAAAATTTCACAGACAATGCTAAAAACATAATAGTACAGCTGAAAGAGTCTGTACCAATTAATTGT
ACAAGACCCAACAACAACACAAGAAAAGGTTTTCGTATAGGACCAGGGAGAGCAGCCTTTGCACACGGAAAGA
TAATAGGAGATATAAGAAAAGCATATTGTACCCTTGATGGAACAAAATGGAATAACGCTTTAATTCAGATAGC
TAAAAAATTAAGAGGACAATTTGGGGAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAA
ATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGAT



ACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTG
GAATGCTAGCTGGAGTAATAAAAATCTAACTCAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAA
ATTGACAATTACACATCATTAATATACTCCTTGCTTGAAGAATCGCAAAACCAACAAGAACAGAATGAACAAG
AATTATTGGAGTTAGACAAATGGGATAGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAG
ACTATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTCTTTACTGTGCTTTCTATAGTGAATAGA
GTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAGG
GGACAGATAGAATTATAGAAGCATTACTAAGAACTTTCAGAGCTATTCTCCACATACCTAGAAGAATAAGACA
GGGCTTAGAAAGAGCTTTGCTATAA 
>EU839597 
GCAGAACAGTTGTGGGTCACAGTCTATTATGGAGTACCAGTGTGGAAAGAAGCAACCACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGAAGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAATATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCGTTA
CTTTAAATTGCACTAATGCCACTAATGGTACTGTGGAATTGGGGGGAGGAGAAATAAAAAACTGTTCTTTCAA
TATCACCACAGATGGAGGCAGTAGGAGACAGAAAGAATATGCACTGTTTTATAACCTTGATGTAATACCAATG
AATGATGCTGATAATAATGATAATACTAGCTATAGATTGATACATTGTAATACCTCAGTCATTACACAAGCCT
GTCCAAAGGTGTCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCAATTCTAAAGTGTAA
TGATAAGGAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCA
GTGGTGTCAACACAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAGGTAGTAATTAGATCTGAAAATTTCA
CGAACAATGCTAAAACCATAATAGTACAGTTGAACAGCTCTGTAGAAATTAATTGTACAAGACCCGGCAACAA
TACAAGAAAAGGTATACATATAGGACCAGGGAGCACATGGTATACAACAGGAGAAATAGTAGGAGATATAAGA
CAGGCACATTGTAACATTAGTAGAGAAAAATGGAATAATACTTTAAAACAGGTAGTTGAAAAATTAAGGGAGC
AATTTAATAAAACAATAGTCTTCAAACCATCCTCAGGAGGGGACCCAGAAATTGTACTGCACAGTTTTAACTG
TGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAGAT
CTAGGGATTACATTTGGGAAAACATGACCTGGATGGAATGGGAAAAAGAAATTGATAATTACACAGAAATAAT
ATACCAATTAATTGAAATATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTGTTGGAATTGGATCAATGG
GCAAGTTTATGGAATTGGTTTAGTATAACACAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGGGTTAGGCAGGGATACTCACCAAT
ATCATTGGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGG
GTAAGAGTAATTGTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAAGGCTTTGAAAGGGCTTTGCTAT
AA 
>EU839596 
GCAGCAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTAATGCAAATAATAGTGTCAGTAATTTGACAAAATTAGATAAAGAAGAAATAAAAAA
AGAAATAAAAAACTGTTCTTTCACGACACAATTAGGAGATCAGATGCAGAAAGAAAGTGCATTGTTTTATACA
TTTGATATAACACCACTAAAAGTTTTTAATGATACTAGTGGTAATGATAATGGTACTTATAGATTGATAAGTT
GTAATACCTCAGTCATTACACAGGCCTGCCCAAAGGTAAGCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGCAGAGAGGAAGGGTACAAGGGAACAGGACCATGCACAAATGTCAGCACA
GTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAAAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGACAGTTGGAAAACCATAATAGTGCAGCTGAAGGACCCTGTAGA
GATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAACATTTTATGCA
ACAGGAAAAATAATAGGAAATATAAGGCAAGCACATTGTAATATTAGTAGAGCAAGATGGAATGACACTTTAA
GACAGGTAGTTGAAAAATTAAGAAAACAATTTGAGAATAAGACAATAATTTTTAATCGCTCCTCAGGAGGAGA
CCCAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGAATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTG
TGCCTTGGAACGATAGTTGGAGTAATAAATCTCTGGATGATATTTGGAATAACATGACCTGGATGCAGTGGGA
AAAAGAAATTGACAATTACACAGATGAAATATACAGATTAATTGAACAAGCACAAAACCAGCAAGAAAAGAAT
GAACAAGAGTTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGTATAACAAATTGGCTGTGGT
ATATAAAATTATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCGTTATCATTGGCTGTCAGCTTGCTTGATACTACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAATAGTGCAAAGAATTTGTAGAGCTATTCGCCACGTACCTACAAGAA
TAAGACAAGGCCTCGAAAGGGCTTTGCTATAA 
>FJ817365 
GCTGCTGAACAAGCTGCAGAACCATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCA
CCACTTTATTTTGTGCATCAGATGCTAAAGCACAGAGTACAGAGGCACATAATATTTGGGCCACACATGCCTG
TGTACCCACAGACCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAAT



AACATGGTAGAACAAATGCATGAGGATACAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAA
CCCCACTCTGTGTTACTTTAGACTGCACTGATGACTTGAGGAATGATACTAATAATAGTACTGCTAACATAGT
GGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAGGCATGAGTAAGGTGCAGAAGGAACACGCT
CTTTTCTATAGCCTTGATGTAGTACCAATGAATGCAAGTAATACCCAATATAGGTTGATAAGTTGTAATACCT
CAGTCATTACACGAGCTTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAAAATTTTGAAGGAAATGGAACGTGTAAAAATGTCAGCACTGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACCCAACTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGAGCTGACAATATCTCAAGCAATACTAAAACCATAATAGTGCAGCTGAATGAAACTATAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGATCAGGGAGAGCATTTTATACAACAGGGGAC
ATAATAGGAGACATAAGAAAAGCACATTGTAACATTAGTCGAGTAAAATGGGAGAACACTTTAGAACAGATAG
TTAGGAAATTAAGAGAAAAAGTGGGGAATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTT
GGAATAGTAGCTGGAGTAATAAAAGTGTAGAGGAGATCTGGGGTAACATGACCTGGATACAGTGGGAAAAAGA
AATTGACAATTACACAAAGGAAATATACAACTTAATTGAAATATCGCAGAACCAGCAGGAAAAGAATGAACTA
GACTTATTGAAATTGGATACATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAACAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAATTTTTACAAAGAGCTGGTAGAGCTATACTTCATATACCCGTAAGAATAAGAC
AGGGTTTGGAAAGGGCTTTGCTTTAA 
>KY658702 
ACTGCAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCTCAAGAGTTAGAATTAGTAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAATGCCACTGCTGCTAAGAATATTACCTCTGATAGAAATAGTAGCTTAAC
AATAGAAGATGGAGAAGTAAAAAACTGCTCTTTCAATATTACCACAAGCATAAGAGATAAGGTGCAGAAAGAC
TATGCACTTTTTTATAGACTTGATGTAGTACCAATAGATGAGACCAATGATAAGAATAATAGTAATAGCTATA
GATTGATAAATTGTAATACCTCAGTCATTACCCAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGGCCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGTTGTTGTTAAATGGCAGTC
TAGCAGAAGAGGTAATAATTAGATCTGAGAATCTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAGGA
ACCTGTAAATATTACTTGTACAAGACCCGGCAACAATACAAGAAAGAGTGTACATATAGGACCAGGAAGAGCA
TTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACACTGCAATCTGAGTAGAATAAAATGGGAGA
ACACTTTAAAACAGATAGCTAGAAAATTAGGAGAAAAATTTAATAAAATAATAGTCTTTAATCAATCCTCAGG
AGGAGACCCAGAAATTGTATCTCACACGTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTA
GCTGTAGAAAGATACCTAGGCGATCAGCAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACGCATCTGCACCA
CTAATGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCATAGTCAGATTTGGGACAACCTGACCTGGATGCA
GTGGGAAAGAGAAATTCAAAATTACACAGGCACAATATACATCTTACTTGAAAAGGCACAGAACCAGCAAGAA
ACAAATGAAAAAGAATTATTAGAATTGGATGAGTGGGCAAATTTGTGGAATTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTAGCTGTAATTTC
TATAGTGAACAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGCTTGATACCATAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTAAGAAGACTTTGTAGGGCTTTTCTCAACATACCTA
GAAGAATAAGACAGGGCGCAGAAAGGGCGTTGGTATAA 
>AY173960 
ATTAGTGGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCAGTCTGTG
TTACCTTAAACTGCAATAATTCTAAGTTTATAAATAATCCTAGTGTTAATACTACTGGACAAAATAATGCTAG
TTTGAGACAGATGGAGGAAGAAATGAAAAACTGCTCTTTCAATGTCACCGCAGGCCTAAAAGATAAGGTGCGA
ACAGAACGTGCATTCTTTAATAGACTTGATGTAGTACCAATTGAAAATGGTAATACTACAAAATTTATGTTGA
GAAGTTGTAACACCTCAGCCATCACACAGGCATGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTG
TACCCCAGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTT
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGACAACTCAACTGCTATTAAATGGCAGTCTAGCAG
AAGAAGAAGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAATC
TGTAATAATTAATTGTACAAGACCCAGCAACAATACAAGCAAAAGTATACAGTTGGTAGGGGGGAGTGCATTG
TATGCCACAAACAGAATAATAGGAGATATAAGACGAGCATATTGTGTCCTTGATAAAGCAGCATGGAACAAAA
CTTTAAAACAGGTAGCAATAAAACTAAGAGAACAATTTAATAAAACAATAATCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCATAGTTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT



GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTGGAAGACATTTGGCAGAACATGACCTGGATGCAGTG
GGAGAGAGAAATTGACAATTACACAGAATTAATATACAACTTACTTGAAACATCGCAAAACCAACAAGACAAG
AATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATTTATGGAGTTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTACTGTATTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTTAATGCCATAGCTATAGCA
GTAGCTGAGGGGACAGATAGTATTATAGAAGCAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC595150 
GTTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAACTTGCACTGATTTGAGAAATGATACTGATAGTGGTGATAATACCACCAATAGTAGTAGCTGGGG
AAAGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATACCACCACAAGCATAGAAGATAAGAGGCAGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGACAATGATAATAGTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGGTCTAAAAATTTCACGGACAATACTAAAACCATAATAGTACAGCTGAAAAAACCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATACA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACCTTAA
AACAGATAGTTGACAAATTAAAAGAGCAATTCAGGAATAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTG
GAAAGATACATAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAAAAGATTTGGGATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTAACAATTACACAGGTTTAATATACAACTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAAGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
AAATAGAATTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTA
GCTGAGGGAACAGATAGGGTAATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC595152 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTTGAA
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTGGAAGCATGATACTAATACCACTAGAAATGCTACTAATACCACTAGTAG
TAGCGGGAACACGATGGAGATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAA
GAATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGACAATGATAATAGTAGCAATAGTAGCTATAGGT
TGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTAACCTTCGATCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGCAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAAT
GTCAGCACAATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAAAGA
AGCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCA
TTTTATGCAACAGGAAAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAGCAAAATGGGAGG
ACAATTTAAAACAGATAGTTAAAAAATTAAGAGAACAATTAGGGAATAATAAAACAATAGTCTTTAACCACTC
CTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAAAATTTGGGATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTAGCAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAGAACCAA
CAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACA
TACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC595154 
GCTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTCCCTGTGTGGAAAGAAGCAGCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACACAGGTACATAATGTCTCGGCCACACATGCCTGTGTACCCTCAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA



CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAGTGTTACTTTAAATAGCACTAATGTTAATGGTACTAATTGTAAGAATGGTACTGA
TTGTAAGAATGGTACTGGAATGGAGGGAGTAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGAT
AAAGTAAAGAAAGAATATGCACTTTTTTATGCAGTTGATGTAGTACCAATAGACAATGATAATACAAATAATA
GTACTAATAGTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTT
TGAGCCAATTCCAATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAGTTTCAAT
GGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAATAATTAGATCTGCCAATTTCTCGGACAATGCTAGAAC
CATAATAGTACAGCTGAACAAATCTATAGCAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATA
CATATAGGACCAGGGAGAGCATTCTATGCAACAGGAGAAATAACAGGAGATATAAGACGAGCATATTGTAMCA
TTAGTAGAAAAGGATGGAATAACACTTTAAAACAGATAGCTGGAAAATTAAAAGAACAATTTGGGAATAAAAC
AATAATCTTTAATCAATCCTCAGGGGGGGATCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTGAGTGAGAT
TTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACTTTAATT
GAAAAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGA
ATTGGTTTGACATAACAAGCTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTT
AAGAATAGTTTGTGCTGTACTTTCCATAGTAAAAAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTT
AGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTT
ATAGAGCTATTCTCCACATACCTACACGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>KC595157 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAGAGTTTAACGCGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGCTCCTTTAAATGGCAATGATACTTCCCGCACTGATAATCTTAAGATGGATGA
AGGAGAAATAAAAAACTGCACTTTCAATGTCACCACAAACATGAGAGATAAGATGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGACAATGATAATAGTAGCCAGAGTAACTATAGTAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTAGACAGGCCTGTCCAAAGGTATCCTTCGAGCCAATTCCAATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTGAAGTGTAACGATAAGAAGTTCAATGGAACAGGAAAATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTTTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAGTAATTAGATCTGAAAATTTCACAGACACTGCTAAAACCATAATAGTGCAGCTGAATGAATC
TATAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGCGCATTC
TATGCAACAGGAGCAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGGAAAATGGCATAATG
CTTTAAAACAGATAGTTAAAAAATTAAAAGAAAAATTTGGGAGTAATAAAACAATAGTTTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCACTGGATAAAATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACAGGCATAATATACTCCTTACTTGAAGAGTCGCAGAACCAACAA
GAAAAGAATGAACTAGAGTTATTGGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTATT
TTCTGTAGTGAAAAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAACTTGCTCAACGCCGCGGCC
ATAGCAGTAGCTGAGGGAACAGATAGAATTGTAGAAGTAGTACAAAGACTTGGCAGAGCTATTCTCCACATAC
CTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAATAG 
>KC595160 
GCTACAAAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTTAATACCACTAGTTGGAGGAATGCTACTAATACCACTAGTAGTAGCGGAGA
AAAGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTACAGAAA
GAATATGCACTCTTTTATAAACTTGATGTAGTACCAATAGGCAATGAGACTGGTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTTAATGGAACAGGACCATGTACAATTGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGACAATACTAAAACCATAATAGTACAGCTGAATGAATCTGTAGT
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATACA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGAATGGAATAACACTTTAC
AACAGATAGTTATAAAATTAAGAGAACAATTAGGGAATAAAACAATAATCTTTAATCACTCCTCAGGAGGGGA
CCCAGAAATTGTGATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG



GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATGATAGTTGGAGTAATAATAAATCTATGGATCAGATTTGGAATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAAGCTTAATATACAGCTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGAGTTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACAA
GAATAAGACAGGGCTTCGAAAGGGCTTTGGTATAA 
>KC595161 
GGTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAACAAGGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGCACTGACTTGAAAAATGATACTAACAGTGGTAATGCCACTAGTAATAATGCCACTGGTAG
TAGCTGGATGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTG
CAGAAGGAATATGCACTTTTTTATAAAGTTGATGTAGTACCAATAAAAGGTGATAATAATAGCCATGATAGTA
GTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTAACCTTTGATCCCAT
TCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGT
ACAGCTGAACACATCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATAAATATAGGA
CCAGGGAGAGCATTTTATGCAACAGGAGCCATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAT
CAGAATGGAATGAAACACTAAGACAAATAGCGGTCAAATTAAGAGAACAATTCGGGAATAAAACAATAGTCTT
TAATCAACCTGCAGGGGGGGACCCAGAAATAGTAATGCACATTTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AAATCATTTGCACCACCGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTACTTGAACAATCG
CAGAACCAACAAGAAAAAAATGAACAAGAATTATTGGAGTTGGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAGCTGGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTTTAGAGCTA
TTCTCAACATACCTACAAGAATTAGACAGGGAGCGGAAAGGGCTTTGCTATAA 
>KC595162 
GCTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGGTACTTATACCACTAGTACTAATACCACTAGTAGTAGCGGGAG
ACCGATGGAGGAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAACATAAGAAATAAGGTGCAGAAA
GAACATGCACTTTTTTATAAACTTGATGTAGTACCAATAGACAATGATAATAGTAATAGTAGCTATAGGTTGC
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACCCATGGCATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAACGCTAAAACCATAATAGTACAGCTGAACGAAAC
TATAGAAATTAATTGTACAAGACCTAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACA
CTTTAAAACAGATAGTTACAAAATTAAGAGAACAATTAGGGAATAAAACAATAGTCTTTAAGCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATACGATTTGGGATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAACTAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGGATTACAAAGAGCTTTTAGAGCTATTCTCCATATACCTG
TAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC595163 
GTTGCAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACTCTATTCT
GTGCGTCAAATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCACTCCACAAGAAATAGTGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA



CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAATTTGCACTGATTGGGATGGAACTTGTAAAAATGGTACTAATAGTAATAATGGAACTTGTGAAAA
TGCTACTAATAGTAATAGTACTACTAACCATACTAACCATACTACTACTAACCATACTACGGGTAACCATACT
GCGGGTGTGGGAAAGATAGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAACATGAGAGATA
AGATGCAGAAAGAATATGCAATGTTTTATAAGCTTGATTTAGAACTAATAGATAATGATACTGCTAGCTATAG
GTTGATAAGTTGCAACACCTCAGTCCTTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACAT
TTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAA
ATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCT
AGCAGAAGAAGACGTAGTAATTAGGTCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAAA
GAAGCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAGAAGTATACATATGGGACCAGGAAGAG
CATTTTATACAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGAGCAAAATGGGA
TAAAACTTTAAGACAGGTAGCTCACAAATTAACAGAACAATTCAATAAAACAATAGTCTTTAACCACTCCTCA
GGAGGGGACCCAGAAATTGTAAAGCACATGTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCC
TGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCAC
CACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAAAATTTGGGACAACATGACCTGGCAG
GAGTGGGAAAAAGAGATTGACAATTACACAGATTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAG
AAAAGAATGAAAAAGATTTATTGGAATTCGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATG
GCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTT
TCTATAGTAAATAGAATTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTTAATGCTACAGCCA
TAGCAGTAGCTGAGGGAACAGACAGGATTATAGAAATATTGCAAAGAGCTTATAGAGCTATTCTCCACATACC
TACAAGAATAAGACAGGGAGCGGAAAGGGCTTTGCTGTAA 
>KC595165 
GCTGCAAAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATTAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTGGAATAATACTAATAGTGGTAACACTACTACTAATAGTAGTAACTGGGGAAA
GATAGAGACAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCCTGAGAGATAAGATGCAGAAAGAA
TATGCACTTTTTTATAAACTTGATGTAACACCAATAGAAGCGAATAGTACTAGCTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGG
TAGTAATTAGGTCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTAAAAGACCCTGTACAAAT
TAATTGTACAAGACCCGGCAACAATACAAGGAAAAGTATACATATGGGACCAGGGAGAGCATGGTATGCAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGAGCAAAATGGAATGACACTCTAACAC
AGGTAGTTGAAAAATTAAGAAAACAATTTGGGGAGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGAGA
CCCAGAAATTGTACTGCACAGTTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGGATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAGGCTTAATATATAACTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTA
GCTGAGGGAACTGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTATCCATATACCTAGAAGAA
TAAGACAGGGAGCGGAAAGGGCTTTGGTATAA 
>KC595197 
GCTACAGAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAGACTTTAACGTGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTACTATAACAATGCTACTAATGCAAATAGTAGTAGTGTAGAGAAAGGAGAAAT
ACAAAACTGCTCTTTCAATATCACCACAAACATAAAAGATAAAGTACAGAAAACTTATGCACTTTTTTATAAA
CTTGATGTAGTACCAATAGATAATGCCAGCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAGG
CCTGTCCCAAAGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAGAGATACGAAGTTCAATGGAAAAGGAACATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTTTGGCAGAAGAAGAGGTAGTAATTAGATCTGACAATT
TCACAAATAATGCTAGGACCATAATAGTACAGCTGGAACAATCTGTAAAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGCATACATATAGGACCAGGGAAAGCATTCTATGCAGCAAGAGAAATAATAGGAGATATA
AGGCAAGCATTTTGTACCATTAATAGAACAGAATGGAATAACACTTTAGGACAGATAGTTAAAAAATTAAGAG
AACAATTTGGGAATAAAACAATAATCTTTAACTCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT



TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAG
CGCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCTGAAGGCTATTTGGGACAATATGACCTGGATGCAGTGGGAAAAGGAAATTAGCAATTACACAGG
CTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATTGGAATTGGAC
AAATGGGAAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAG
TAGGAGGCTTAGTAGGTTTAAGAATAATTTTGGCTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTC
ACCATTATCGTTTGCTGTTAGCTCGTTTGACGCTATAGCCATAGCAGTAGCTGGGGGGACAGATAGGATTATA
GAAGGGTTACAAAGAATTTGTAGAGCTCTTCTCCACATACCTGTAAGAATAAGACAGGGCTTGGAAAGAGCTT
TGCTATAA 
>KC595202 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGCAAAATTAACCCCACTCTGTG
TTACTTTAACTTGCACTGATTTGAATTCTACTAATACCAATAGTAGTAATGGGAAAACGATGGACAGAGGAGA
AATGAAAAACTGCTCTTTCAATATCACCACAAGTATAAGAAATAAGGTGACGAAAGAACATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAAAGGATGGTACTAGTAGCTATAGGTTGATAAACTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAAGTAGCCTTTGAACCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAGAGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTAGATCTG
TCAATTTCACGGACAATGCTAAAACTATAATAGTACAGTTGAATGAATCTGTAGCAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGAAGAACATTTTATGCAACAGGAGACATAATAGGA
GATATAAGACAAGCACATTGTAATCTTAGTGGAGAACAATGGAGTAACACATTAAGACAGATAGTTATAAAAT
TAAGAGAACAATTTGGGAATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAC
ACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTA
CTTGGAGTAATAAATCTCTGGATAGAATTTGGGGTAATATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTG
GCATTGGATGAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGGTAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTGCCGTATTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGGT
AGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>KC595203 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATCGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGTGGAATAATACTACCAATGGGACTAATATTGCCGAAGGGAATAATGCTAT
CAAGAATAGTAGCGAGGAAATGATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATA
AGAGATAAGGTGCAGAGAGAATATGCAACTTTTTATAAACTTGATGTAGTACCAATAAAAAATGATAATAGTG
CTGATAGCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAAGTAACCTTTGA
GCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGAAGAAGTTTAATGGA
TCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTCAGAATTTCACGGACAATGCTAAAATCAT
AATAGTACAGCTGAAGGAATCCATAAAAATTAACTGTACAAGACCCAACAACAATACAAGAAAAGGTATACAT
ATGGGACCAGGGAAAGTATTCTATACAACAGGGGAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTA
GTAAAGCAAAATGGAATAACGCTTTAAAACAGATAGCTATAAAATTAAGAGAAATTGAACAATTTGAGAATAA
AACAATAGTCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTGTAACGCATAGCTTTAATTGTAGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAACTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAAAGTGA
GATTTGGGACAACATGACCTGGATGCAGTGGGATAAAGAAATTGGCAATTACACACACTTAATATATACCTTA
ATTGAAGCCTCACAGAGACAACAAGAGAAGAATGAGTTGGACTTACTAAAATTGGATACATGGGACAGTTTGT
GGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
GTTAGCTTGCTCAACACTACAGCCATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAATATTACAAAGAG
CTTATAGGGCTATCCTTCACATACCTGTAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KC595158 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGAGAATAATAATACTACCACTAATAGTAGCTGGGAGAAGATGGAGAAAGG
AGAAATGAAAAACTGCTCTTTTAATATCACCACAAATATGAGAGATAAGATGCAGAAAGAATATGCACTTTTT
TATAAGCTTGATGTAGTACAAATAGACACTGAGAATCGTAGCTCTAATGGGAACAGTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGCCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGAGTTCAATGGAAGTGAATCATGTACAAATGTCAGT
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTGAATGGCAGTCTAGCAGAAA
AGGGGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCCTAATAGTACAGCTGAACAAATCTAT
AGCAATCAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAGACTGGAATGACACTTTAA
AACAGATAGTGGAAAAATTAAGAGAACACTTCAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTACTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGATGAAATTTGGGGTAACATGACCTGGATGCAGTGGGA
AAAAGAAATTGACAATTACACAGGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGAATTATTAGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTACCATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGGTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAAGGGACAGATAGGGTTTTAGAAGCATTACAAAGGGCTGTTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCGCGGAAAGAGCTTTAGTATAA 
>KC595168 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTATTGGGAAATGTGACAGAAGACTTCAACATTTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTAATGCTCGGAGGAATGCTACTAATACCACTGATGCTCGGAGCAATGCTACTAATGC
CAATAATAGTAGCAGGGGAATGATGGAGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATA
AGAGATAGGATGCAGAAAGAATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGAGAATGAGAACAGTA
GCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTTGAGGGAAAAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAA
ATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTAGATCTGACAATATCACGGCCAATACTAAGACCATAATAGT
ACAGCTGAATGAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGA
CCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGCAGAG
CACAATGGAATAACACTTTAAGACAGATAGTCCTAAAATTAAGAGAACACTTTGAGAATAAAACAATAGTCTT
TAATTCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAA
CATGACCTGGATGCAGTGGGAAACAGAAATTGACAATTACACAAGCATAATATACACCTTAATTGAAGAATCG
CAGAACCAACAAGAAAAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTA
CCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGCTGTACTTTCGATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGATC
AATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAGCTTGGAGAGCTG
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC595190 
GCTGTAGAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGAGTTGAGGAATAGGAATACTACTAACACTAATAGTAGTTGGGAGAGAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGGTAGGGTGCAAGGATCTGCACTCTTTTATAAA
CTTGATGTAGTACCAATAGATAATACTAATAATAATACTAGATATAGGTTGATAAATTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAACAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAGAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTAAATGAATCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTATGCAACAGGAGAAATAATA
GGAGATATAAGACAAGCATATTGTAACCTTAGTAGAGTAAAATGGAATAACACTTTAAGACAGATAGTTAAAA
AATTAAGAGAACAATTTGAGAACAAAACAATAGTCTTTAATCAATCTTCAGGAGGGGATCCAGAAATTGTAAT



GCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGAAGTATATTTGGGAAAATATGACCTGGATGGAGTGGGAAAGAGAAATTGATAA
TTACACAAACATAATATACACCTTAATTGAAGAATCGCAGACCCAACAAGAAAAGAATGAAAAAGAATTGTTG
GAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTACTATATCAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCC
GGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTCAATTCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCAATAA 
>KT200351 
GCTGAAGACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAGAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTCTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAAATGGGGAAATGAAACTAAATGGGTAAATGAAACTATATAAAGAAATAGAAC
TATTAACAATAGTAGTATGAAAGGAGAAATAAAAAACTGTTCTTTCAATATCACCACAAATTTAAGGGACAAG
ATGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATAATAGTAATACTAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTACTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACGAACAATGCAAAAACCATAATAGTGCAACTAAA
GGAACCTGTAGAAATTAATTGTACAAGACCTAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAAA
ACATGGTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTACTATAGAAAAGTGGA
ATAACACTTTACATCAGATAGTTAGAAAATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTCAGAATTC
ACCCTCAGGAGGAGACCCAGAAGTTGTAATGCATAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTGAGTGAGATTTGGGATAACATGAC
CTGGATGGAATGGGAGAGAGAAATTGACAACTACACAGACATAATATACACCCTACTTGAACAATCGCAAAAC
CAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAT
CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAACTTGCTTAATACA
ACTGCTATAGCAGTAGCTGAAGGGACAGATAGAATTTTAGAATTATTACAAAGAGCTTTTAGAGCTGTTCTTC
ACATACCCAGAAGAATAAGACAGGGCTTTGAAAGGAGCTTGCTATAA 
>EU786676 
GCTGCAGAAGACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCAGTTGAATGCTAATTATACTAATAATAATAGCTGGAAAATGGGAGAAATAAA
AAATTGCTCTTTCAATATCACCACAAGCATAAGTGATAAAGTGCAAAAAAACTATGCATTGTTTTATAAACTT
GATTTAGTACAAATAGACAATGATACTAGTGGGAACTATAGGGTGATAAGTTGCAACACCTCAGTCATTACAC
AAGCCTGTCCAAAAATATCCTTTAAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAACAATAAGACGTTCAATGGAACAGGAAAATGTAATAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTGATTAGATCTGAAA
ATATCACAAACAATGCTAAAACAATAATAGTACATCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAACTATAGGACCAGGGAGGGCATTTTATGCAACAGGAGATGTAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAAAGTAAAATGGAATAACACTTTAAAAAGGATAGCTGCAAAATTAA
GAGAACAATTTATGAATAAAACAATAGTCTTTAACAGCTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAG
TGTTAATTGTGGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAATCTCTGAATATGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGATAATTACAC
AAACGTAATATACAGCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGGATTA
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTATGGTATATAAAAATATTCATAATGA
TAATAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATA
CTCACCATTGTCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGTAGTAGCTGAGGGAACAGATAGGGTT
CTAGAACTATTACAAAGAATTTATAGAGCTATTATTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>KC595196 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAATAGCATTGAGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTGAATTGCACGGATTTGGGGAATGCTACTAATACCAATAGTAGTAACGAGGGAATGATGGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAGGGTGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAGACAATAATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAAGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGAT
TCTAAAATGTAAAGATAAGAAGTTCACTGGAAAAGGGCCATGTACAAATGTCAGCTCAGTACAATGTACACAT
GGAATTATGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGAT
CTGACAATTTCTCGGACAATGCTAAAACCATAATAGTACAACTGAACGAATCTGTAGTAATTAATTGTACAAG
ACCCAACAACAATACAAGGAAAAGTATCCCTATAGGACCAGGGAGAGCATTTTATACAACAGGAGCCATAATA
GGAGATATAAGACAAGCACACTGTAACCTTAGTAGAAAAGCATGGGATAACACTTTAAAACAGATAGTAGAAA
AATTAAAAGAACAATTCCCGAATAAAACAATAGCCTTTAATCAATCTTCAGGGGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCCAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACACATCTGCACCACTACTGTACCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGATAAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTAACAA
TTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGATTCAGCAAGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTATGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTAGTGCTTTCTATAGTAAACAGAGTTAGGCA
GGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTGTTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>EU786678 
GCTGCAGAAAATTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAAGAATAATACCAATACCAATAGCACTACCACTAGTAGTCCCGAGAGTCC
ACTGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCTCAGGCATAAGAGATAAGGTGCAGAAAGAA
TATGCACTTTTTTATAGACTTGATATAGTACCAATAGATAATGAAAATGATAGTTTTAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAAATAACCTTTGAACCAATTCCCATACATTATTGKGCCCCAGC
TGGTTTTGCGATTCTAAAGKGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACGCATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATG
TAGTAATTAGATCTAGCAATTTCTCGGACAATGCTAAAATCATAATAGTACATCTGAATGAAACTGTAAACAT
TACTTGTATAAGACCCAACAACAATACAAGAAAAAGCATAAATATAGGACCAGGGAGAGCATTTTATACAACA
GGAGCTATAACAGGAGATATAAGACAAGCACATTGTAACCTTAGTACATCACAATGGAATAACACTTTAAAAC
AGATAGTTGCAAAATTAAGAGGACAATTTGGGAATAGAACAATAGTATTTAATCACTCCTCAGGAGGGGATCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAATGTTAGTTGGAGTAATAAAACTTATGACCAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAA
GGAAATAGACAATTACACAGGCATAATATACAACCTAATTGAAATATCGCAAAACCAACAAGAAAAGAATGAA
CAAGACTTATTGGAATTGGATAAATGGGACAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGTAGTAGGA
GAGGGAACAGATAGAATTATAGAAGTAGTACAAAGAACTGCTCGAGCTATTCGCAACATACCTACAAGAATAA
GACAGGGCTTTGAAAGGGCTTTGCTATAA 
>EU786680 
GCTGCAGGAAATTTGTGGGTCACAGTCTATTATGGAGTACCAGTGTGGAAAGAAGCAACCACCACGCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCATGAGGATATAATCGGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTAATACTACTAATATTAATGTCACTGATAGTGGTATGATAGGAGAAATAAAAAACTG
CTCTTTCAATATCACCACAGCAGTAAGAGATAGGGTGCAGAAACAATATGCACTTTTTTATACACTTGATATA
GTACCAATAAGCACTGAGAATGAGAATTATACAAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCATTACAC
AGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATAATCAGACATTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAGGTAGTAGTTAGATCTGAAAATT
TCACAAATAATGCCAAAACCATAATAGTGCAGCTAAATGAATCTATAGAAATCAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTATATGCACAAGACATAATAGGAGATATAAGA
CAAGCACATTGTAACATTAGTAGCACAAAATGGAATAACACTCTAGGACAGGTAGTTAAAAAATTAAGAGAAC
AATTCGGGAACAAAACAATAATTTTTAATCAGACCACAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAA



TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATA
AATCTTATGAGCAGATATGGAATAACATGACATGGATGGAGTGGGAAAGGGAAATTGACAATTACACAGGCTT
AATATACAACCTAATTGAAAGTTCGCAAAACCAGCAAGAAAAGAATGAACAAGAGTTGTTGGAATTGGATAAA
TGGGCAAGTTTGTGGAATTGGTTTGACATCACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGATTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACC
ATTATCGTTTGCTGTTAGCTTGCTCAACACTGTAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAG
GCATTGCAAAGAATTTTTAGAGCTATTACCCACATACCTACAAGAATAAGACAGGGATTGGAAAGGGCTTTAC
TATAA 
>HQ236609 
GCTGAAGAAAAATTATGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAACAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAATTTGATAAATGTGACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACCTTAGATTGCACTGATTTTGGAAATACTACTAATACTACTAGTACAACAATGGAAAAAGGAGAAATGAA
AAACTGCTCTTTCAATATCACCACAGATATAAGAGATAAAATGAAAAAAGAATATGCACTTTTTTATAATCTT
GATATAGTATCAATAGATAATAATAATAATAATAGTAGTAACTATAGGTTGGTGAGTTGTAATACCTCAGTCA
TTAAACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGAT
TCTAAAGTGTAATGATAATAAGTTTAATGGAACAGGACCATGTACAAACATCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTTGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGACATAGTAATTAGAT
CTGAGAATCTCACGGACAATACTAAAACCATCATAGTACATCTGAATAAATCTATAGAAATCAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATGGGACTAGAGAGAGCATTTTATACAACAGGAGGAATAATA
GGAAATATAAGACAAGCACATTGTAACATTAGTAGAGAACAATGGAATAACACATTAAGTCAAATAGTTAAAA
AATTAGGAGAAAAATTCAAAAATAAAACAATGGTCTTTAATCAATCCTCAGGAGGGGACTTAGAAATTACAAC
ACATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAACTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCCTGGAATGCTA
GTTGGAGTAATAAATCTTATAAAGAAATATGGGATAACCTGACCTGGATGCAGTGGGAAAGAGAAATTGACAA
TTACACACAATTAATATACAACCTGATTGAAGAATCCCAGATCCAACAAGAAAAGAATGAAAAAGATTTATTA
GAATTTGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATCTCAAAATGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTTTCCATAGTGAATAGAGTTAGGAA
GGGATACTCACCATTATCGTTTGCAATTAGCTTGTTTAATGCCACAGCAGTAGCAGTAGCTGAGAGAACAGAT
AGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGAGCTTTGCTATAA 
>FJ817366 
GCTACAAACAATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGAAGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACAAATATCAATAGTACTAATAGTACCAATAATACTAGTAGTAATAGTAAAATGGAAGA
GACAATAGGAGTAATAAAAAACTGCTCTTTCAATGTCACCACAAACATCAGAGATAAGGTGAAAAAAGAAAAT
GCACTTTTTTATAGCCTTGATCTAGTATCAATAGGAAATAGTAATACTAGCTATAGGTTGATAAGTTGTAACA
CCTCAATCATTACACAGGCCTGCCCAAAAGTATCTTTTGATCCAATTCCCATACATTATTGTGCTCCTGCTGG
CTTTGCGATTCTAAAGTGCAGGGATAAAAAGTTTAATGGAACAGGACCATGTAGAAATGTCAGTTCAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAGGAAGAAATAG
TAATTAGATCTGCCAATCTCACAGACAATGCTAAAACCATAATAATACAGTTAAATGAAACTATACAAATTAA
TTGTACAAGGCCCAACAACAATACAAGAAGAAGTATACCTATAGGACCAGGGAGAACATTTTATGCAACAGGA
GACATAATAGGGGATATAAGAAAAGCATATTGTAACATTAGTGCAACAAAATGGAATAACACTTTAAGGCAGA
TAGCTGAAAAGTTAAGAGAGAAATTTAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGATCCAGAAGT
TGTAAGGCACACTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGTACCACTACTGTGCCTTGGA
ATGCTAGCTGGAGTAATAAATCTTATAATCAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGGGAAAT
TGACAATTACACAAACTTAATATACAACTTAATTGAAGAATCGCAGAGCCAACAGGAAAAGAATGAATTAGAG
TTGTTACAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGCTATGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTACTGTACTTTCCATAGTGAATAGAGT
TAGGAAGGGATACTCACCACTATCGTTCGCTGTTAGCTTGCTTAATACCACAGCCATAGTAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTAATACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGCTTTTGCTATAA 
>GQ372988 
GCTGAAGTACAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAAATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCC



CACAGACCCTAATCCACAAGAAGTAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATG
GTAGAACAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAAATAACCCCAC
TCTGTGTTACTTTAAATTGCAGTCCGTATTATACCAATGTTACCAATAATACCAATAATAATACCACTGTTGC
CAATACCAATAATAGTAGTGGGTTAGAAGGGATAACGGGAGAACTAAGAAACTGCTCTTTCAATGTCACAGAG
GAAATAAACAAGAAGATGCGAAAAGAATATGCAATTTTTAATGAAATTGATATAGTAAAAATAAGTAATGAAA
GCTATATGTTGAAAAATTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCC
CATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGGAGTTCAATGGAACAGGACCA
TGTGGAAGTGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGCCTATCAGAAGGAGATATAATGATCAGGTCTCAAAATTTCACAAACAATGCTAAAACTATAATAGTACA
GCTGAATCAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAGAGTATACATGTAGGATGG
GGGAGAGCATTATATACAACAGGACAAATAATAGGAGATATAAGAAAGGCACATTGTAACATTAGTCTAACAA
AGTGGAACAACGCTTTATACAAGATAGCTCTAAAATTAAGAGAACAATTTAAGAATAAAACAATAAAATTTAT
GAACTCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGCAGGGGAATTCAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATACAATTTGGAATAACAT
GACATGGCAGGAGTGGGAGAGAGAAATTGACAATTACACAGGCTTAATATACACCTTGCTTGAAGAATCGCAA
AACCAACAAGAAAAGAATGAACAAGAATTACTAGAATTGGATAAGTGGGCAAATTTATGGAATTGGTTTGATA
TATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTG
TGCTGTACTTGCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCATTCGCTGTTAGCTTGCTTAAT
ACTACAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAACACAAAGAATTGGTAGAGGTTTTC
TCCACATACCTAGAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTATAA 
>FJ670531 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAGATGCCATTCTATTTT
GTGCATCAGATGCTAGAGGATATGGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTATTGGAAAATGTGACAGAAGCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTAAATTGCACTGATGTGGGGAATGTTACTAATATCAATAATGTTACTAATATCAAGAATAGTAGCGA
GGAACTCATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAG
AAGGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGGCAATGATAATAATACTAATAGTAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGTGTAATAATAAAACGTTCAATGGAAAAGGACCATGTAGA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGTTGTTGAATGGCAGTC
TAGCAGAAAAAGAGGTAGTAATTAGATCTGACAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAA
CGAATCTATAGCAATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGAAGA
GCGTTTTATGCAACAGGAGATGTAATAGGAGATATAAGAAAAGCATATTGTACTGTTAATAGAACCAACTGGA
ACAGAACTTTACAACTGGTAGCTGAAAAATTAGGAGAACAATATAAAAATAAGTCAATAATCTTTAATCACTC
CTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCGAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAATGCTAGTTGGAATAAGAATAATAGATCTCTGGAGGATATTTGGAATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGGCATAATATACAGCTTAATTGAAGAATCGCAG
AACCAGCAAGAAAAGAATGAGCAAGAATTGTTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACA
TATCACAATGGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAAT
ACCATAGCCATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAATATTACAAAGGGTTGGTAGAGCTATCC
TTCACATACCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>FJ853620 
GCTACAGACAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAGGAGATACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCCTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGACCAAAGCTTACAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTACAAGGGAAATGCTACTAATCTAAATAATAGTAGTTTAGAGGAAGGAGAAAT
AAAAAACTGCTCTTTCAAGGTCACCACAAACATAAGAGATAAGTTACAGAAAACATATGCACTTTTTTATAGA
CTTGATGTAGTACCAATAAATAATGATAATGATAATAACAGCTATAGGTTGATAAGTTGTAATACCTCAGTCA
TTACACAGGCCTGTCCCAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAGAGATAAGAAGTTCAATGGAAAAGGAGAATGTAAAAATGTCAGCACAGTACAATGCACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAGGAAGAGGTAGTAATTAGAT
CTGACAATATCACAGATAATGCTAAAACCATAATAGTACAGCTGAAACAATCTGTAAAAATTAATTGTATAAG
ACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTCTATGCAGCAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGAATGGAATAACACTTTAGGACAGATAGTTGAAA
AATTAAGGGAAAAATTTAGCAATAAAACAATAATCTTTAACCAATCTTCAGGAGGGGACCCAGAAATTGTAAT



GCACAGTTTTAATTGTCAAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAG
GATCAACAGCGCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGGGGCTATTTGGGATAATATGACCTGGATGCAGTGGGAAAAGGAAATTAGCAA
TTACACAAACTTAATATACAACCTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTGTTG
GAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAACTGGCTGTGGTATATAAGAATATTTA
TAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAA
GGGATACTCACCATTATCGTTGGCTGTTAGCTTGTTTGATGCTTTAGCCATAGCAGTAGCTGGGGGGACAGAT
AGGATTATAGAAGGGTTACAAAGAGTTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGG
AAAGAGCTTTGCTATAA 
>KT200349 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATAATCCTGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAGCAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTGTTA
CTCTAAATTGCACTGATGTTAATACCACTAGTAGTGGCGAGGAAATGGTGGAAAGAGGAGAAATAAAGAACTG
CTCTTTCAACATCACCTCAGACATAAAAATGAAGAAAGAATATGCACTTTTTTATGACCTTGATGTAATATCA
ATAGAGAATAGTAGTACTAGCTATAGAATAAGAAGTTGTAATACCTCAGTAATTACACAGGCCTGTCCAAAGG
TAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGCA
GTTCAATGGAACAGGAGCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCA
ACTCAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACGAACAATG
TTAAAACCATAATAGTGCAACTGAAGGAACCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAG
AAGTATACATATAGGACCAGGGAGTGCATTTTATACATCAAATATAATAGGAGATATAAGACAAGCACATTGT
AATGTTAGTAGTACAAAATGGAATGACACTTTACGTGAGATAGCTAAAAAATTAAGGAAACAATTTGGGAACA
AAACAGTAATCTTTAATCAAACCACAAAAGGGGGGGACCCAGAAATTGTGATGTTCACTTTTAATTGTGCAGG
GGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT
TGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGTAATAAATCTTATG
ATTATATTTGGGGTAACATGACCTGGATGGCGTGGGAAAGAGAAATTGACAATTACACAAGCTTGATATACAC
TTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGT
TTGTGGGATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGG
TAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCATT
TGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGCTCAA
AGAGCTTTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGTGCAGAAAGGGCTTTGATATAA 
>KT200354 
GCTGCAGAACAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTCCCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAAGATGTAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAGATTGCTTTGATGTGGATACCAATAAAACTAAGAATCAGACTGATGGGGGTGGGAATAATACTAG
TATTGAGGGGGGAAAGATGGAGAGAGGAGAACTGAAAAACTGCTCTTTCAACATCTCCACAAGCGTAAAAGAT
AAGTATAAAAAAGTATATGCACTTTTTTATAAGGCTGATGTAGTACCAATAGATGGAAATAATAATAATAATA
ATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAAGCATGTCCAAAGATATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGTGTAACAATAACACATTCAATGGAACA
GGACCATGTAACAATGTCAGCATAGTGCAATGTACACATGGAATTAAACCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAAAAGAAGAGGTAGTAATTAGATCTGCCAATTTCACAAACAATGCTAAAGTCATAAT
AGTACAGCTGAACAAGTCAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATA
GGACCAGGGAGAGCATTTTATGCAACAGACAAAATAATAGGAGATATAAGAAAAGCATATTGTAAGATTAATG
GAACAGAATGGAATAAAACTTTAGAACAGGTAGTTGATAAATTAAGAAAACAATTTGGAAATAATAAAACAAT
AAGCTTTAAGCCACCACCCTCAGGAGGAGACCCAGAAATTGTAATGCACAATTTTAATTGTCAAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAGGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTT
GCTCTGGAAAAATCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGGGTCGTAATAGATCTTACCAGGA
AATTTGGGATAACATGACCTGGATGCAATGGGAAAAAGAAATTGGCAATTACACAGACTTAATATACTCCTTG
CTTGAAGAATCGCAGACCCAGCAAGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAATTTGT
GGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAATGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCT
GTCAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAA
TTTTTAGAGCTGTTCTTCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT200358 
GCTAAAGAAAAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTAACAGAAGATTTTAACATATGGAAAAATAACATGGTAGAA



CAGATGCAGGAGGATATAATTAGTCTGTGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAATTGTACTAATACTAACAAGAATGCTACTAACGTCACTAATAGTGATTGGGAAGGAAAGGAAGA
AGTAAAAAACTGCTCTTTCAATGTCACTGCAGGAATAAAGGATAAGGTACAGAAAGAATATGCACTGTTTTAT
AAACCTGATGTAGTACCCATAAAAGATGATGATACTAATACCACTAATACCACCTATAACACCTACAGGTTGA
TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCAGCTGGTTATGCAATTTTAAAGTGTAATAGTAAGACGTTCAATGGAACAGGACCATGCAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAG
AAGAAGACATAGTAATTAGATCTGAAAACATCACGAACAATGCTAAAACCATAATAGTACATCTGAATGAATC
TGTAATGATTAATTGTACAAGACCCAGTAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTT
TATGCAACAGACATAATAGGAGACATAAGGCAAGCACATTGTAACATTAGTAGACCACAGTGGGATATGACCT
TAAAACGTATAACCACAAAATTAAGAGGAAAATTTGGGGAAAATAAAACAATAATCTTTAACCAATCCTCAGG
AGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTACAAGATCAACAGCTCCTAAAGATTTAAGGTTGCTCTGGAAAACTCATTTGCACCA
CTACCGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTTAAATGCGATTTGGGATAACATGACCTGGAACCA
GTGGGAGAAAGAAATTAGCAAGTACACAGGAGTAATATACACATTAATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTAGTTTGATATAACAAGCTAGC
TGTAGTATATAAAAATATTCATAATGATAGTAAGAAGCTTAGTAAGTTTAAAAATAGTTTTTGCTGTATTTTC
TATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCATTCGCTGTTAACTTGCTCAATGCCACAGCTGTA
ACAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACAAAGAACTTGTAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAAGGCTTGGAAAGGATTTTACTATAA 
>FJ853622 
GCTACAGATAAATTGTGGGTCACAGTGTATTATGGGGTACCTATATGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTATTGGAAAATGTGACAGAACATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGTTTTAAATTGCACTAGTGTGAATAACACTGCTTATGTGAATAAGACTGAAGAAGAGAAAGAAATGAAAAA
CTGCTCTTTCAATATCACCTCAAGAGTAGGAAAGGGATTGCAGAAAGAGTATGCACTCTTTTATAAAGTGGAT
ATAGTACCATTAGATATTAATAATATTAGTAATACTTATAGGTTGATAAAATGTAATACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAA
GTGTAACGATAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGAAA
ATTTCACGAATAATGCTAAAACTATAATAGTACAGCTGAAGGAACCTGTAAAAATTAACTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACACCTAGGAGCAGGGAAAGCAATTTATACAACAGGAGCCATAATAGGAAAT
ATAAGACAAGCACATTGTAACATTAGTTGGGAAGACTGGAATAAAGCTTTAAACCAGACAGCTATAAAATTAA
GAGAACAATTTGAGAATAAAACAATAGTCTATCAGAATTCCTCAGGAGGGGACTCGGAAATTGTAATGCACAG
TTTTAATTGCGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAATAAATCTCTAAATGATATTTGGGATAACATGACCTGGATGGAGTGGGAAAARGAAATTAGCAATTACAC
AAGCTTAATATACACCTTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTACTGGAATTG
GATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATA
TTCACCATTGTCATTTGCTGTTAGCTTATACAACGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTT
ATAGAAGTAGTACAAAGCATTGTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGTTATAA 
>GU362883 
GCTGCAGACAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAAACCACAAGAATTGGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTCTAAATTGTATAGATTATCAGGGGACAAATACAACTAATGTCTCTACCCCTACAACAACTGGTGCCCA
GGAAGTGAAAAACTGTTCCTTCAATATCACCACAAACATAAGAGATAAGATGCAGAAAGAATATGCACTTTTG
TATAAACTTGATCTAGTACAGTTAGATAATAGTAATAACAGTTATAGGTTAATAAGTTGTAACACCTCAATCA
TTACACAGGCCTGTCCAAAAATATCCTTTGAGCCTCTTCCAATACATTATTGCGCCCCGGCTGGTTTTGCTAT
TCTAAGGTGTAACAATAARATATTCGATGGAAGAGGACCATGTAAAAATGTTACCACAGTACGATGTACACAT
GGAATTAAGCCAGTATTATCAACTCAGCTGCTGTTAAATGGCAGTCTCGCAGAAGAAGGGATAGTAATTAGAT
CTGAAAATTTCACAAATAATGCTAAAACCATAATAGTACAACTGAAAGAGCCAGTAGAAATTAATTGTACAAG
GCCCAACAACAACACAAGAAGAAGTATACATATAGCACCAGGGAGAGCATTTTACGCAACAGGAGAAATAATA
GGAGACATAAGGCAGGCACATTGCAACGTTAGTAGAACAGCTTGGAAAACAACTTTGAACCAGACAGCTACAA
AATTAAGAGAACACTTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTACAAT
GCACAGTTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG



GATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCCCAGGATCAGATTTGGGGTAACATGACTTGGATGGAGTGGGATAGAGAAATTAATAA
TTACACACAATTAATATACTCCTTAATTGAACAATCGCAGAACCAACAAGAAATAAATGAGAAAGACTTATTG
GAATTGGATACATGGGCAAATTTGTGGAATTGGTTCAACATATCTAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTCGCTGTTAGCTTACTCAACGCCGCGGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGCACAAGGAGTTGGGAGAGGTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>GU362886 
GCTGATGACAACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACATTATTTT
GTGCATCAGATGCTAAATCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAAATTAGAAAATGTGACAGAGAGATTTAACATGTGGAAAAATAAAATGGTAGAT
CAGATGCACGAAGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAATTGAATAGTACTAAAACCAATGTTACACTAGATAGAGAGGAAATGAAAAACTG
CTCTTTCAATATCACCACAAGCATAAGAGATAAGATACAAAAGGAATATGCACTTTTTTATAAACTAGATATA
GTATCAATAGATGAGGATAAGAATAATACATATAGGTTGATAAGTTGTAATACCTCAGTCCTTACGCAGGCCT
GTCCAAAGGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCAATTTTTAAGTGTAA
AGATAAGAAGTTCAATGGAACAGGAGACTGCAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGACCA
GTAGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCA
CGGACAATGCTAGAACCATAATAGTACATCTGAATGAATCAGTGCAAATTAATTGTACAAGGCCCAACAACAA
TACAAGAAAAGGTATACATATAGGACCAGGGAAAACATTCTTTGCAACAGACATAATAGGAGATATAAGACAA
GCACATTGTAACATAAGTAAAACACAATGGGATGACACTTTAGGAAAGATAGTTAAAAAATTAAGAGAACAAT
ATAGGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTATAATGCACAGTTTTAATTG
TGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGCAATAAAT
CTATAGGAGCAATTTGGGATAACATGACCTGGCAGGAGTGGGAAAAAGAGATTGACAATTATACAGACATAAT
ATACAGCTTACTTGAAACTTCGCAGAACCAGCAAGAACTAAATGAACAAGAATTATTGAAATTGGACACGTGG
GCAAGTTTGTGGAATTGGTTTAGTATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGGATAATTTTTACTGTGCTTTCTATAGCAAATAGAGTTAGGCAGGGATATTCACCATT
ATCATTTGCTATCAGCTTGTTCAACGCCACAGCTGTAACAGTAGCTGAAGGGACAGATAGGATTCTAGAAATA
ATACAAGTAGTTTTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTAT
AA 
>JX140656 
ACTGTACAAAGTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGATAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGTGACTGAGAATACTGTTGAAAACAATACTATTAATGGAGAAATAAAAAACTG
CTCTTTTAATATCTCCACAGAAATAAAAGGTAAGACACAGAGAGAACGTGCATATTTTTCTAAACTTGATGTA
GTACCAATAGATAATAATGGTAATAATGCTAACAATACAAGCTATAGGCTAATACATTGTAACACTTCAGTCA
TTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCT
TCTAAAGTGTAATGACAGGAAGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGCCAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTAAAAATTAACTGTACAAG
ACCCAACAACAATACAAGAAAAGGTATACAAATGGGACCAGGGAGGGCATTTTATGCAACAGGAGACATAATA
GGAGATATAAGGCAAGCACATTGTAACCTTAGTAAAATAGAATGGGAGAAAGCTTTAAACCAGACAGTTAGAA
AATTAAGGGAACATTTTAAAAACAAAACAATAAGCTTTAATTCATCTTCAGGAGGGGACCCAGAAATTGTAAT
GTACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATA
GTTGGAGTAATAATAAATCTTTAGATTATATTTGGAATAATATGACCTGGATGGAATGGGAAAGAGAAATTGA
CAATCACACAAACTACATATACACCTTAATTGAAAAAGCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTAGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGTATATCCAATTGGCTGTGGTATATAAGAATAT
TCATAATAATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTATGGCTGTACTTTCTGTAGTAAACAGAGTTAG
GCAGGGATACTCACCATTGTCGTTGGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAATAATACAAAGAGCTGGTAGAGCTATTCGCCACATACCTACAAGAATAAGACAGGGTT
TAGAAAGGGCTTTGCTATAA 
>GU362881 
GGTGAAGACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACCACTCTCTTTTGTG
CATCAGATGCTAAAGCATATGATACAGAAGCTCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATACCATTGGAAAATGTGACAGAAGATTTTAACATGTATAAAAATGACATGGTAAGACAA



ATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCTTCAAGCCATGTGTAAAATTAACCCCACTTTGTGTTA
CTTTAAATTGTGCTAATGTTACTGATACCAATAGTATCAATGAAATGCGAGAAGAAATAAAAAATTGCTCTTT
CAATATCACCACAAGTGGAGGAAGTAAGAGGCAGAAAGAATATGCACTTTTTAATGATCTTGATTTAGTAGGG
AGTAGCGATACTGGTTATAGGTTGATACATTGTAATACCACAGTCATTACACAAGCCTGTCCAAAGATAACCT
TTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGTGTAATGATAAGGAGTTCAA
TGGAACAGGACTATGTAGGAATGTCAGCACAGTACAATGTACCCATGGAATTAAACCAGTAGTGTCAACTCAA
CTACTGCTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGGTCTGAAAATTTCACAGACAATGCTAAAA
CCATAATAGTGCAGCTAAAAGAACAAGTAGAAATTAATTGTACAAGACCTAACAACAATACAAGAAAAGGTAT
ACATATAGGACCAGGGAGAACATTATATGCAACAGGGGAAATAATAGGAGATATAAGAAAAGCACATTGTAAC
ATTAGTAGAGCAAAATGGAATAACACTTTACGGAACATAGTTGCAAAATTAAGAAAACAATTTAAAAATAAAA
CAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTCAAGGGGAATT
TAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGT
TGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCAAAGTGACA
TTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACTTTAAT
TGAAAAATCGCAGATCCAGCAAGAGAAAAATGAACAAGAATTATTGCAATTAGATAACTGGGCAAGTTTGTGG
AATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTT
TAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGT
AAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGCAGTACAGAGACTT
TGTAGAGCTATTCTCCACATACCAAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTACTATAA 
>GU362885 
GCTGTAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAGTGCACTGACGTGGGGAATACTAGTAATGCCAATAATATTACCAATAGTAGTAGCTGGGGAGA
GCCAATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACTTCAGGCATAAGAGATAAGATGCAGAGG
GAATATGCACTTTTGTATAAACTTGATGTAGTACCAATAGATAATAGCAYAAATAGTACAAACTATAGATTGA
TAAATTGTGACACCTCAATCATTACACAGACCTGTCCAAAGGTAAGCTTTGAACCAATTCCCATACATTATTG
TACCCCAGCTGGTTTTGCAATGCTAAAATGTAATGATAAAGAGTTCAATGGAACAGGACCATGTAAGAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAG
AAGGAGACATAGTAATTAGATCTGAAAATTTCACTGATAATGCTAAGACCATAATAGTACAGCTGAAGGAACC
CATAGAAATTAATTGTACAAGACCCTATAGCTATACAACAATAAGAAGGATACGTATAGGACCAGGGAGAGCA
TTTACAACAGGAAGCGTAGGAGATATAAGACAAGCACATTGTAACCTTAGTCAGGCAATATGGAATAAAACTT
TAAAAGGGATAGTTGAAAAATTAAGAAACCAAGTTGGGAATAGAACAATAGCCTTTAACAAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCT
GTAGAAAGCTACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGGAATG
GGAAAGAGAAATTAGCAGTTATACAAATGTAATATACAACTTAATTCAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCCATACTTTCTAT
AGTGAATAGAGTCAGGAAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTTAACGTCACAGCTGTAGCA
GTAGCTGAGGGGACAGATAGAATTATAGAAATATTACAAAGAACTGGTAGAGCTATTCTCAACATACCTACAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC473842 
ACTGCAGAGAACTTGTGGGTCACAGTTCATTATGGGGTACCTGTGTGGAAAGAAGCGAGCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTACAA
CAAATGCATGATGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACTTTAAATTGCACTAAAGTAAGCTGCACTAATAGTACTTCTTCTAATAATACTGCTTCTAATAATACTTT
AACGTGCAATGATACTATAGGGGGGCAGGGCTGGGCGAAAGAGGAAATAAAAAACTGCTCTTTCAATGCCACC
AAAGGAATAGGAGATAAGGTGCAGAAAACATATGCTCTTTTTAATACGCTTGATGTAATGCAAATAGATGGTG
ATAATACAAGCTATACATTAATAAATTGTAACACCTCAGTCATTAGGCAGACCTGTCCAAAGGTATCCTTTGA
ACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGA
ACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGC
TGTTAAATGGCAGTCTATCTGAGGAAGAGGTAATAATTAGATCTAAAAATCTCTCTGACAATGCTAACACCAT
AATTATACAGCTGAATAAGACAGTAGTAATTAATTGTACAAGACCCGGTAACAATACAAGAAAAAGTATATCA
CTAGGACCAGGGAGAGTATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATACTGTAACATTA
GTCAAGCAGATTGGAATGAAACTTTAACATGGATAGCCATAAAATTAAGAGAAAAATTTAACAATAAATCAAT
AACCTTTAGGCCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACGTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGCTGCT



CTGGAAAGCTCATTTGCACCACTGCTGTGCCATGGAATGCTAGTTGGAGTAATAAAACATACAATCAGATTTG
GGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACATCAATAATATACGACTTGATTGAA
AAATCGCAAAACCAACAAGAAAAAAATGAACAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATT
GGTTTGAGATAACAAGTTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTATAGTAGGTTTAAG
AATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAAT
TTGCTTAATACAACAGCTATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGA
GAGCTTTTCTCCACATACCTACTAGAATAAGACAGGGCGCAGAGAGGGTTTTGCTATAA 
>KT200353 
GCTACAGAAAAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATGCCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATACCATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAC
CAAATGCAGGAAGATATAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TTACTTTAAACTGTACTGATGTCACAACTAACAAGACTAGTAATGCTACTCAAAATAGCAACAATAGTGAGAC
AGGGAGAATAATGGAAGAAGGAGAAATAAAAAACTGTTCTTTTAATATTTCCACAAACATAGCAGACAAGAGG
CAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATGGTAATAATACTAGTTATAGGA
TAATAAATTGTAACACCTCAGTCATTACACAGGCATGTCCAAAGACATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTATCAAGTGTAGAGATGAAAAGTTCAATGGAACAGGACCATGTAACAAT
GTCAGCACAGTACAATGTACACATGGAATAAAACCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAAAAGAAGAAATAGTAATTAGATCTGAAAATTTCTCAAACAATGCTAAAATTATAATAGTGCAGCTGAAGGA
ACCTGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGGGCA
TTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGAACAAAATGGAATA
ACACTTTACTACAAATAGCTAACAAATTAAGAGAACAATTTAATAATAAAACAATAGTCTTTAACCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGCAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTAGACCATATTTGGAATAACATGACTTGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACAGGCCTCATATACACCCTACTTGAAGATTCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCATGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCCATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTATCAGCTTGCTGAATGCCACAGCT
ATAATAGTAGGTGAGGGGACAGATAGGATTCTAGAAGCAATACAAAGAGCTTATAGAGCTTTTATCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGTTTTTGCTATAA 
>KT200355 
GCTGCAGAACAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACACAATGTTTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAAATGAAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTCTAAATTGCACGGATGTAAAGAGGAATGCTAATATGACTTGTTGGGAAAATGGAACAAATCTGCTGAA
TAATATTACCAGGGACATGAAAAACTGCTCTTTCAACATCACCGCAGGCATAAGAGATAAGGTGCAAAGAGAA
TATTCACTTTTTTATAAAGGTGATATAATACCAATAGATAATAGTAATAGCTCCTATAGGGTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTGAAGTGTAATGAGAAAAATTTCACGGGAAAAGGACCATGCAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGACAATTTCTCAAACAATGTTAAAACCATAATAGTACAGCTGACAGAACCTGTAAATAT
TACTTGTGTAAGACCTGGCAACAATACCAGAAGAAGTATACATATAGGACCAGGGAAAGCATTTTATACAACA
GGAGAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGCACAAAAATGGAATAGCACTTTACAAA
AGATAGTTGAAAAATTAAGAGCACAATTTAAGAATAAAACAATAATCTTCCAGAAACCCTCAGGAGGGGATCC
AGAGATTGAAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAG
AGATACCTACAGGATCAACAGCGCCTGGGGCTTTGGGGCTGCACTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATGTTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAG
AGAAATTAATAATTACACAGACTTAATATACACTTTAATTGAAGACTCGCAAAACCAACAAGAAAAGAATGAA
CAAGACTTATTGGAATTCGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGTTTGATGCTATAGCTGTAGCAGTAGCT
GAAGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATCTACAACATACCTAGAAGAATAA
GACAGGGTTTGGAAAGGGCTTTACTATAA 
>KT200356 
GCAGAACAATGGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATACAAGAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATAAGCTTGGAAAATGTGACAGAAAAATTTAACATATGGAAAAATGACATGGTAGAACAG
ATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTGTTA



CTTTAAATTGCACGGAGGTTAATTCAAATAGTACGGGGGGGGCTAATTTAACTAGTAGCAGAGAAAGTTCAGA
AATAAAAAACTGCTCTTTCAATATCACCTCAAGCATAAGAGATAAAGTGCAGAAAGAATATGCACTGATGTAT
AAAATTGATGTAGTACCAATAGATAATAATAATAATAATACTACTAATAATACTAGATATATGTTGAAAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCC
GGCTGGTTTTGCAATTTTAAAATGTAGAGATAAGAACTTCAATGGAAAAGGAGAATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAG
AGGTAGTAATTAGATCTGAAAATATCACAAACAATGGTAAAACCATAATAGTACAGCTGGATACACCTGTGCA
AATTAACTGCACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGCAATAATAGGCGATATAAGACAAGCATATTGTAATGTTAGTAAAGCAGAATGGAATAACACCTTAA
AAAAGATAAGTGAAAAATTAAAGAAAGAATTTCAAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTG
GAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATAATAGTTGGAGTAATAATAAAACAGAGTTAAGCCAGATTTGGGATAACATGACCTGGAAGGA
CTGGGAAAGAGAAATTGGCAATTATACAAATATAATATACAAATTAATTGAGGAATCGCAAAACCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTC
TGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCCATTAGCTTGCTCAACACCACAGCCATA
GTAGTAGCTGAGGGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCAACATACCTA
GAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KY465967 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTTTATTTT
GTGCCTCAGATGCTAAAGCATATAAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGATTTGGTAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TCACTTTAAAATGCATGAACATCAATTGCACTATGAAGAATAATACTGCTACTGCTACCCAGTGTAGTAGTGT
TAATACCAATATGAGTTATAGCTATAATAGGAGTGGTCTGGAGACAGATATGAGAAACTGCTCTTTCAAAGTC
ACCACAGCAGTAAAAGATAGGGTAAAGCAAGAATATGCATTGTTTTATAGGCTTGATATAGAACCAATAGAGG
GTGAGCAGGATAATACCAGCTATAGGCTGATAAATTGTAACACCTCAGCCCAAACACAGGCCTGTCCAAAGGT
ATCCTTTGAGCCAATTCCCATTCATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAGGATAAAAAC
TTTAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAA
CTCAACTCCTGTTGAATGGCAGCCTAGCAGAAGAAGATATAGTACTTAGATCTGAGAATATCTCAGACAATAG
TAAAAACATTCTAGTACTGCTGAACAGCTCTGTAGACATTACTTGTATAAGACCCTCCAACAATACAAGAAAA
AGTATAAGTATAGGACCAGGGAGGGCATTTTATGCAACAGGTGACATAATAGGAGATATAAGACAAGCACATT
GTAACRTCAGTAAAGCAAATTGGACAAACATTTTAAAACAGATAGCTATAAAATTAAAAGAACACTTTAACAA
AACAATAGCCTTCAAAAACTCCTCAGGAGGAGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAA
TTCAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAAATCATTTGCACCACTAGTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTATTCAGA
GATTTGGGATAACATGACCTGGAGGGAGTGGGAAAATGAAATTGACAATTACACAAGCTTAATATATACCCTA
ATTGAAGAATCCCATAATCAACAGGAAAAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAACCTGT
GGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCT
GTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAATAGGACAAAGAG
CTTGTAGAGCTATTCTCAACATACCTAGAAGAATACGACAGGGCTTTGAAAGGGCTTTGCTGTAA 
>KT276263 
ATTGCAGAACAACCAAAGCCATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGTCACCA
CTCTGTTCTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAGTAAAATTGGACAATGTAACAGAAAATTTTAATATGTGGAAAAATAGC
ATGGTAGAACAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTACATTGCACTAATATAACTAACAGTACCATAGAGGGAAATGATATGAAAAACTGCTC
TTTCAATGCCACCACAGCCATAAAAGATAAGAAACAGAAAAATTATGCACTTTTTAATACACTTGATATAGTA
CCAATAAATACAATAGATAGTAAAACAACAAATGATACAGAATATGTATTGATAGGTTGTAACACCTCAGTCA
TTACACAGGCCTGCCCAAAGGTAAACTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCT
TCTAAAGTGTAATGAGAAAAACTTCACTGGAACAGGACCATGTAGAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGGGATAGTAATTAGAT
CTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAACTGTCTGACCCTGTAACAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTGTACCTATAGGACCGGGGGCAGCAATTTATGCAACAGGAGCCATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATGACACTTTAAGAAAAATAGTTGAAC
AATTAAAGGCAAAATATAATAAGACCACAATAATCTTTAAGCCACCCTCAGGAGGGGACCCAGAAATTACAAT
GCACACTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCCATCGAAAGATACCTAAAG
GATCAACGGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAATACCA



GTTGGAGTAATAAATCACTAACCCAGATTTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAA
TTACACAAACCTAATATACAGTTTAATTGAAGATGCGCAGAACCAGCAGGAAAAGAATGAAAAAGAATTACTG
GAATTGGATAAGTGGGACAGCTTGTGGAATTGGTTTGAAATAACAAAGTGGCTATGGTATATAAAAATATTTA
TAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTTGCTGTGAGTTTGTTTAATGCTGTAGCCATAGTAGTAGCTGAGGGGACAGAT
AGAATTATAGAAGCAGCACAAATACTTGGTAGGGCCATTCTCCACATACCTAGAAGAATAAGACAGGGTTTTG
AAAGGGCTTTGCTATAA 
>KT276266 
ACTGAAGACAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACGAGAAGTAAACTTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TTAGTCTAAATTGCACTGATTGGAAGGCAAATACTAATATCACCATTACGGAAGTGAAAAACTGCTCTTTCGA
TATCATCAATAGAATAGGAAAACAGAAAAGAGACCATGCACTGTTTTCTGTACTTGATATAGCATTAATAAAG
AATGATAACACAAGCTACATGATAAGACATTGTAATACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCCT
TTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAA
TGGATCAGGACAATGTGCAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACACAA
TTATTGTTAAATGGCAGTCTAGCAGAGGGAGATGTAATAATTAGATCTAAGAACTTTTCGAATAATGCTGACA
TCATAATAGTACAACTAAATGAGTCTGTACCAATTAAATGTATGAGACCCAACAACAATACAAGAAAAAGTGT
ATCCTTGGGACCAGGGAGAGCAATTTATGCAACAGGAGAAGTAGGAGATATAAGACAAGCACATTGTAACATT
ACTAGAAGCATATGGAAGAATATCTTAGCTCAGGTAAAAGGAAAATTAAAAGAACAATTTAATAATACTAACA
TAACCTTTAAGCAACCTTCAGGAGGGGACCCAGAAATTGTATACCACAGTTTTAATTGTGGAGGGGAATTTAA
GCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGC
TCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAAGAGAAATTTCAGTTATATAT
GGAATAACATGACCTGGAATGATTGGGAAAAAGAAATTGATAATTACACAGACTACATATACACTTTACTTGA
AGAGTCGCAGAACCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTAGATAGTTGGGCAAGTTTGTGGAAT
TGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTTA
AAATAGTTTTTACTATACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAG
CCTGTACAATACTATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAATTACT
AGGGCTATTCTCCACATACCTACACGAATAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>KT276267 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGATACAGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGACTTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGCTTATGGGATGAAAGCTTAAAGCCATGTGCAAAATTAACCCCATTCTGTG
TTACTTTAAATTGCACTGATAATTTGAGAAATGAGACTTATAACAACGAAACAATAAGGGAGAAAGGAGAAAT
GAAAAACTGCTCTTTCAATATCACCACAAACATAGGAGACAAGAGGAAGAAGAATGAGTATGCACTTTTTTAT
AAACTTGATGTAATGCCAATTGATGTAATGCCAATAGGTGGGGAGGATAATACTAACAATACTACTAACTATA
CTAACTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAAAGTTTCAATGGAACAGGA
CCGTGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACGCAACTGTTACTAA
ATGGCAGTCTAGCAGAAGAAGGGGTAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAAACATAATAGT
GCAGCTGACGAAACCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGGAAAAGCATCCATCTAGGA
CCAGGGAAAACATTTTATGCCACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAG
CAAAATGGAATGAAACTTTACAAAAGATAGTTATCAAATTACAAGAACAATTTGGGAATGATACAACAATAGT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAATTTTAATTGTTGGGGGGAATTTAAGCAG
CTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGAA
TAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTATACAAACTTAATATACACTTTAATTGAAGAA
TCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGT
TTGACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCCTCTCGTTTGCTGTTAGCTTA
CTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAACATCACAAAGAGCTTTTAGAG
GTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCAATAA 
>KU685585 
GCTACAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAATACCGCTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAAAAACATAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATGGACTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCATTCTGTG
TTATTTTAAATTGTACTGACCTGAAAAATAATAGTGCCCACAATATTAGCCTGGAAATGAAAGAAGAAATAAA



AAACTGCTCTTTCAATATCACCAAAAACATGGAAGACAAGAAGGAGGAATATGCAATTTTTTATAAATCTGAT
ATAGTATCAATAGGTGGTAAGGGTAATAATAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTAAACAGG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTG
TAAAGAGAAAGGGTTCAATGGAAAAGGACAGTGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTGTTATTAAATGGCAGTCTAGCAGAAGGAGAGATAGAAATTAGATCTGAAAATT
TCACAAACAATGCTAGATCCATAATAGTGCAGCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCGGCAA
CAATACAAGAAAAGGCTTTCATATAGGACCAGGGCAAACACTTTATGCAACAGGACAAATAATAGGAGATATA
AGACAGGCACATTGTAACATTAGTGGAGCAGAATGGAAGAAGACTTTACAACAGATAGTTGAAAAATTACAAG
AACAATTCAAAAATAAAACAATAGTCTTTAAACAATCCTCAGGAGGGGACCCAGAAGTTGTAATGCATACTTT
TAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAG
CTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCAGGATGAGATTTGGGGTAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAG
CTTCATATACACTTTAATTGAAGAATCGCAGAGACAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGCTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCCCTATCGTTGGCTGTTAGCTTATTCAACGCCATAGCAATAGCAGTAGCTGAGATAGAACTACCACAAAGA
ATTTTTAGAGGCTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGACTTTTGCTATAA 
>KU685589 
GGTGCTGTAGAGCAGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACAACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGACTTGGAAAATGTGACAGAAACTTTTAATGCATGGAATAATGACATGGTA
GAACAGATGCATGAAGATATTATCAGCTTGTGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCATTGATTTTACAGGGAATAGTACTAATGTTAATAGTACTAATGCTACTGTTGAAGC
CCTTACAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGACTTAATAGATAAGAARAAGAAAGAACAT
GCACTTTTTTATAAACTTGATATAGAACCAATAGATGGGGCTGGGAACAACTCTAGCTACTCTAGCTATAAGT
TGATAAATTGTAATACCTCAACCATTGCACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAAAGACAAGAAGTTCCAGGGAAAAGGAGAATGTAAAAAG
GTCAGTACAGTACAATGCACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGACATAGTAATTAGATCTCAAAATTTCTCGGACAATAAGAAAATCATAACAGTACAACTAAAGGA
AGCTGTAAAAATTAATTGTACAAGACCCGGCAACAATACAAGAAAAAGCATACATATAGCACCAGGGAGAGCA
TTGTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGCAGAACAGCTTGGAATA
CCACGTTAGGTGAGATAGCTAAAAAATTACAAGCACAATTTAATGGAACAACAACAATAAAATTTGAGCCACC
CAACACAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGACTTTGGGGTTGCTCGGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGAAATTTGGAACAACATGAC
CTGGCAACAGTGGGAGAATGAAATTGACAATTACACAGGCATAATATACAACTTAATTGAAATATCGCAAAAC
CAGCAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCGAGTCTGTGGAATTGGTTTGACATAA
CACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGTTATTCACCACTGTCATTTGCTGTAAGCTTGCTTAACGCC
ACAGCTATAGCAGTAGCAGAGGGGACAGATAGGGCTATAGAAATATTACAAAGAATTTTTAGAGCTATTATCC
ACATACCTACAAGGATAAGACAGGGGTTGGAAAGGGCTTTGCTATAA 
>KY989949 
ACTGCAGCCCAATTGTGGGTCACAGTCTATTATGGGGTACCAGTATGGAAAGAAGCAACCGCTACTCTATTTT
GTGCATCAGATGCTAAGGCATTTAAGACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
TCCCAACCCACAAGAAATAATAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCACGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTATCAGAATAATACAATAGAGAAGGGAGAAATAAAAAACTGCTCTTTCTATAC
CACCCCAGACATGAGAGATAAGAAGCAGACAGCATATGCACTTTTTTATAAACTAGATGTAGTACCAATAGAT
GATAATAGTAATGATACTAATAGTAATAATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGG
CCTGTCCAAAGGTATCTTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTCCTAAAATG
TAACAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGA
CCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAACT
TTTCGAACAATGCTAAAACCATAATAGTACAGCTGACAAAACCTGTAGTAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTGAAAGAGAATGGAATGAAACTTTAAGGCAGATAGCTGGAAAATTAAGAG
AACAATTTAGGAATAAAACCATAGCCTTTAACAAGTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
CAACTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGCTGGAGTA
ATAGATCTCAAGAGGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGG
CTTAATATACAACCTAATTGAAAAATCGCARACCCAGCAAGAAATGAATGAATTAGAATTAATGAAATTGGAT



AAATGGGCAAATTTGTGGAATTGGTTTGACATAACARACTGGCTGTGGTATATAAGAATCTTCATAATGATAG
TAGGGGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTC
ACCAATATCGTTGGCTGTTAACTTGCTTAATACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAGTTATA
GAGTTCTTTCAAAGAGGATTTAGAGCTATTATCCACATCCCCAGAAGAATAAGACAGGGCTTARAAAGGGCTT
TGCTATAA 
>KY989954 
GCTGAAGATTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGGATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACGAGAAGTAGCATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAACTGCACTGATGTGGATAATACTACTGAAACTAATGTGGGTAATACTACTGGAGCTAATGTCAGTAG
CAGCAATGGGGGAGGAGAAATGAAAAACTGCTCCTTCAATATGACCACAAACATAAGAGACAAGGTGCAGAAA
CAATATGCACTTTTTTATACACTTGATATAGTACCAATAGACAACAGTAGTAACTATAGGTTGATAAGTTGTA
ATACCTCAATCATCACACAGGCTTGTCCAAAAACATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGC
TGGTTTTGCGCTTCTAAAGTGTAACAATAAGACATTCAGTGGGATGGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATCAGGCCAGTAGTATCCACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAATACTCAGATCTGCCAATTTCACAGACAATACTAAAGTCATAATAGTACATTTGAATGAATCTGTAGAAAT
TAACTGTACAAGACCCAATAACAATACAAGTAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACA
GGTAGGGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGCAGCAAAATGGAATACTGCTATAACCA
GGATAGTTACAAAATTAAGAGAACAATTCAATAAAACAATAGTCTTTAACAGCTCCTCAGGAGGGGATCCAGA
AATTGTAATGCATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAAGATCAACGGCTCCTAGGGCTCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCTT
GGAATTCTAGTTGGAGTAATAAATCTCTAGATAACATTTGGCACAACATGACCTGGATGCAGTGGGAAAAGGA
AATTGGGAATTACACAGACTTAATATACACTTTAATTGAAGCCTCGCAAAACCAACAAGAAAAGAATGAACAA
GAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTTAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGTCTGCTTAATGCCACAGCTATAGCAGTAGGTGAG
GGGACAGATAGGGTTATAGAAGCATTACAAAGAGTTTGTTTAGCTATTCTCCATATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>KY989956 
GCTAAAGAACAATTGTGGGCCACAATCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATCCAGAGGTACATAATATCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAAATAGAATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGATATGGTAGAG
CAAATGCAGGAGGATATAATCAATTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACTCCACTCTGTG
TTACTTTAAATTGCACTGATGTGGGAAATAGTACTAATGACAGTCATAATAGCACTAATGGCAATTATAGTAA
TTGGGAAAGGATGGAGCCAGGAGAAATAAAAAAATGCTCTTTCAATATTACCACAAACATGCAAGATAAGAGG
CAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATAATGATAATAGTAGCTATAGGT
TGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACTTTTGAGCCAATTCCTATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACACAAAAGGGTTCAATGGAACAGGGCCATGTAGCAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAATAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTCATTAGATCTGAAAATATCACAGACCATCTTAAAAACATCATAGTACAGCTGAATAA
GTCTGTAAGCATTACTTGTGTAAGACCCAACAACAATACAAGAAAAAGTGTACACATGGGACCAGGGAGTGTA
TGGTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCCCATTGTAACATTAGTGAAAATGATTGGCAAA
ACGCCTTAAAGCAGGTAGCCACAAAATTAAGAGAACAGTTTAATAAAACAATAAACTTTGCTAAACATGCAGG
AGGGGACCCAGAAGTTGAACTGCACAGTTTTAATTGTGGGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTA
GCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATCTGCCCCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGCAATAAATCTCTGGATGATATTTGGAATAACATGACCTGGATGGA
GTGGGACAGAGAAGTTAGCAATTACACAAACATAATATACAGTTTAATTGAGCAATCGCAAATCCAGCAAGAA
AAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGATATATCAAACTGGC
TGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTATACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTAAGCTTGCTTGATGCTACAGCTGTA
GCAGTAGCTGAAGGGACAGATAGGATAATAGAAGCAGTACAAACAGTTCTTAGAGCAGTTATCCGCATACCTA
CGAGAATAAGACAGGGCCTAGAAAGAGCTTTGCTATAA 
>KC595171 
GCTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGCACTGATTATAATGGCACTAGTAATAATGCCACTAGTAATAATGCCACTGGGGATAGTTG
GGGAATGAAGATGGAAGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTG



CAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGACAATGATAATAGTAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGCCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AGGAAGAGGTAGTAATTAGATCTGAGAATTTCACGAACAATGCAAAAATCATAATAGTACAGCTGAATGAATC
TGTAGAAATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGCAGAGCATTG
TATACAACAGAAGTAGTAGGAAATATAAGACAAGCATATTGTAACCTTAGTAGAGCAAAATGGAATGACACTT
TAAAACAGATAGCTATAAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGGTACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGGAGCAGATTTGGAATACAACGACCTGGATGGAGTG
GGAAAGAGAAATTGATAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATTTTCATAATGATAGTAGGTGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCA
GTAGCTGAGGGGACTGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAC
GCATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC595172 
GTGGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGACCAAAGCCTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGGGAAATGGTACTAATAGTGGTAATAATACTAGCACTAATAGTAGTAACTG
GGAAAAGATGGAAAAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCGCAGGCATACAAGATAGGAGGCAG
AAAGAATATGCAATTTTTTATAAGCTTGATATAGTACCAATAGATAATGATAATACCAACAATACCAACTTTA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTACCCCGGCTGGTTTTGCGATTCTACAGTGTAACGATAAAAAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACGGACAATACTAAAACCATAATAGTACAGCTGAA
CAGATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATATATATAGGACCAGGGAGA
GCAGTTTATACAACAGACAAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGTAGAATGGA
ATAACACCTTAAAACAGATAGTTGGCAAATTAAGAGAACAATTTGTGAATAAAACAATAGTCTTTAATAAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTACAGGATCAGCAGCGCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATGAAATTTGGGATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAAAATCAA
CAGGAAAAGAATGAACAAGATTTATTGGCATTAGATAAATGGGACAGTTTGTGGAGTTGGTTTAACATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACA
GCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCTATTCTTCACA
TACCTAGAAGAATAAGACAGGGAGCGGAAAGGGCTTTGCTATAA 
>KC595174 
GCTGCAGAAGACACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGGGAGGAATGATACTAATACCACTAGTGCTAATACCAATGATAGTAGCGGGGG
ACCGATGGAGAAAGGAGAAATAAAAAATTGTACTTTCAATATCACCACAAACATAGGAGATAAGGTGGAAGGA
TCTGCAATTTTTAATAAACTTGATGTAGTACCAATAGACAATAATAATAACAGTAGATATAGATTAATAAATT
GTAATACCTCAGTCATTACCCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGCACCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAAAGAACCTATAAA
AATTAATTGTACAAGACCCAACAACAATACAAGAACAAGTATACCTCTAGGACCAGGGAGAGCATTTTATACA
ACAGGAGACATAATAGGAGATATAAGAAAAGCCTATTGTACCATTAATAGAGCAAAATGGAATAACACTTTAA
AACAAATAGTTAGCAAATTAAAAGAACAATTCGGGAATAAAACATTCATCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAAATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTATACAAGCTTAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAAT



GAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTATGGT
ACATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGC
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGCATTACAAAGAGCTTTTAGAGCTATTATCCACATACCTAGAAGAA
TAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KC595177 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGGGGAATACTACTAATACCAATAGTAGTAGCGGGGGAATGATGGAGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATGAGAGATAAGATGCAGAGACAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGACAATAATACTAATAGCTATAGGTTGCTAAGTTGTAACACCTCAG
TCATTACACAGGCTTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAAGATAAGAAGTTCAGTGGAAAAGGAGAATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGACAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAAAGAATCTATAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGTACATTGTATGCAACAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAAAATGGCATAACACTTTAGGACAGATAGTTAAAA
AATTAAAAGAACAAGAAGAATTCAAGAATAAAACAATAGTCTTCAATCAATCCTCAGGGGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTAGAGCAGATTTGGGATAACATGACCTGGAGGCAGTGGGAAAGAGAAAT
TGACAATTATACAGACTTCATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGAAGGGATACTCACCATTATCGTTTGCTGTTAACCTGCTCAATGCCATAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATCATAGAAGTAATACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GATTTGAAAGGGCTTTGCTATAA 
>KC595178 
GCTGCAGAAGAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTCTAAATTGCACTGATTATTTGAGGAATGATACTAACACCACTAGTGATAGCGGGGGAAGGATGGAGGG
AGGAGAGATAAAAAATTGCTCTTTTAATATCACCACAAACATAAGAGATAAGGTGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAATACCAATAGAAAATGAGAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCCAGTAATTTCACGGACAATGCTAAGGTCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGCAGAGCATTTTATACAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACACTGTAATCTTAGTAGAGCAAAATGGAATGACACTTTAAAACAGATAGTTA
TAAAGTTAAAAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGTTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAAACTCTGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAA
TAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACAAGAATTA
TTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGAAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAATTAG
GCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACT
GATAGGGTTATAGAAGTATTACGAAGAGCTTATAGAGCTATCCTTCACATACCTACACGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>KC595195 
GCTACAGACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGGGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAAATAGTATTAACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTGGGGAAATACTACTAATAGCACCAGTAATAGTGGGGAAATGATAGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGGTGCGAAAAGAATATGCACTTTTT



TATAAACTAGATGTAGTACCAATAAAAGATGATAATAGCAGCCATAATGAAAGCTATAGATATAGGTTGATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTAACCTTTGATCCAATTCCCATACATTATTGTGC
CCCGGCTGGATTTGCGCTTCTAAAATGTAACAATAAAAAGTTTAGTGGGAAAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACTCAACTATTGTTAAATGGCAGTCTAGCAGAAA
AAGAGATAGTAATTAGATCTGACAACTTCACGGACAATACTAAAACCATAATAGTACAGCTGAACGAATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATTTAGGACCAGGGGGAGCCTTTTAT
GCAGCAGGAGAGATAATAGGGGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAGTGGAATACCACTT
TACAACAGATAGCTGGAAAATTAGGAGAACAATTCGGGAATAAAACAATAGTCTTTAATTACTCCGCAGGAGG
GGACCTAGAAATTGTAATGCACAGTTTTAATTGTGCAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCGCTGGAAGACACATTTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTATACTGATATTTGGGATAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGACAATTACACAAACTTAATATACTCCTTAATTGAAGAATCGCAAGTCCAGCAAGAAAAG
AATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCCATAGCCATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTGTTAGGGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAGAGGCTTTTGCTGTAA 
>DQ854716 
GCTGCAGAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCGTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGC
CCCCAACCCACAAGAAGTAGAACTGAAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGGGAATGATACTAACACCAATAATAGTAATGCTACTAACCCCACTAGTAG
CAGCGGGGGAATGGAGGGGAGAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAG
GTGCAGAAAGAATATGCACTTTTTTATAGTCTTGATGTAATACCAATAAAAGATGATAATACTAGCTATATGT
TGAGAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGGTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAAAAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATTAACTCAACTGGTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATTAGATCAGACAATTTCTCGGACAATGCTAAAAACATAATAGTACATCTGAATGA
ATCTGTAGAAATTAATTGTACAAGACTCAACAACAATACAAGGAGAAGTATACATGTAGGACATGTAGGACCA
GGCAGAGCAATTTATACAACAGGAATAATAGGAAAGATAAGACAAGCACATTGTAACATTAGTAGAGCAAAAT
GGAATAACACTTTAAAACAGATAGTTACAAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCA
ATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGAC
CTGGATGCAGTGGGAAAGGGAAATTGATAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAAC
CAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTAGCATAA
CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGT
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCC
ACAGCCATAGCAGTAGCTGAGGGGACTGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>KC595182 
GCTGCAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAGACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGAATGAGAATAACGGCACTGGGAATGCTACTAACGCCCATAATGATAG
CTTGACGATGGAGAAGGGAGAAATAAAAAACTGCTCTTTTAATGTAACCACAAACATAAGAGATAAGATGCAA
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAATAGTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATCACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGAACATGTAGAAATGTCAGC
ACAGTACAGTGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGACGTAGTAATTAGATCTGCCAATTTAACGGACAATACTAAAATCATAATAGTACAGCTGAATGAATCTGT
AGTAATTAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATAACTATAGGACCAGGAAGAGCATTTTAT
GCAACAGGAGAAATAATAGGGGATATAAGACAAGCACATTGTAACATTAGTCGAGCACAATGGAATAACACCT
TAAAACAGATAGTTAGAAAATTAAGAGAACAATTAGGAGAACAATTCAAGAATAGAACAATAGCCTTTAATCA
GTCCTCAGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAGACTCA
TTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTCTGAAGGACATTTGGGATAACATGAC
CTGGATGGAGTGGGATAAAGAAATTCACAATTATACAAGCTTAATATACACCTTAATTGAAAAATCGCAGAAC



CAGCAGGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCATTGTCGTTTGCTGTTAGCTTGCTTAATGCC
ATAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCC
ACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>KC595159 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAAAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACGGATTTGAGGAATGCTACTAATAATAGTAGCAGGATGGAGGGAGGAGAAATAAAAAA
CTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCATTTTTTTATAAACTTGAT
GTAGTACCAATAGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTCTAAAGTGTAA
AGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCA
CGGACAATACTAAAACCATAATAGTACAGCTGAAAGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGA
CAAGCACATTGTAACCTTAGTAGAGCAAAATGGGAGAGCACTTTAAAACAGATAGTTGGAAAATTAAGAGAAC
ACTTTGGGAATAATAAATCAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAGCGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAAATTAACAATTACACAGG
CTTAATATACACCCTACTTGAGGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGGATTAGAT
AAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTTTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTCGGCTGTTAGCTTGCTAAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATA
GAAATAGTACAGAGAACTTGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTT
TGCTATAA 
>KC595225 
GGTGCAGGAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACCCTATTTT
GTGCATCAGATGCTAAATCATATTCTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGTATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCTCTTTAAATTGCACTGATTTGAGAAATGATACAAGTAACGCTACTGCTTCCAATCTCAGTAGCGAGGACAT
AAAGGCAAGAAGAGAAATAAGAAATTGCTCTTTCAAAATCTCCACAAATATGAAAGATAAGGCGCAGAGGACA
TATGCACTTTTTTATAGTACTGATATAGTACAAACAGAAGGTGATAACAATAGCAATTCTAGCTATACTATCT
TTAGGTTAATAAGTTGTAACACCTCAAGCCTTACACAGGCCTGTCCAAAAATGTCCTTTGAACCAATTCCTAT
ACATTATTGTGCCCCGGCTGGATTTGCGATTCTGAAATGTAACAATAAAACTTTTAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGGAGAGGTAATAATTAGGTCAGCCAATCTCACGGACAATACTAAAAACATAATAGTACAGCT
GGATCAAGCTGTACAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAATATAGGACCAGGC
AGAGCATTTTATGCACACGGAGAAATAATAGGGGATATAAGACAAGCACATTGTAACCTTAGTAGAACAGACT
GGAACAGAACTTTAGACAAGATAGTTAGAAAATTAAGAGAAAAAGAACAATTTAGGAATAAAACAATAATTTT
TAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTC
CAAGCAAGAGTCCTGGCTGTGGAGAGATACCTAGGGGATCAACGGCTCCTGGCAGTTTGGGGCTGCTCTGGAA
AGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGCAATAGATCTAAAGATTACATTTGGAATAA
CATGACCCGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGGTGTAATATATAGGTTAATTGAGGAATCG
CAACTCCAGCAAGAACAAAATGAACAAGACTTATTGAAATTGGATTCATGGGCAAGTTTGTGGAATTGGTTTA
CCTTATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAAT
TTTTGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTT
AACGCCACAGCCATAGTAGTAGGTGAAGGAACTGATAGAATTCTAGAATTTTTACAAAGAGTTTATAGAGCTA
TTCGCAACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC595222 
GCTACAGGAAATTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAATTAAGATTGGAAAATGTGACCGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGCGTGAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACAAATGCCAATACCACAAATGCCAATAATACCACAAGTGCCAATACCACTAATATTAG
TAGGGAAATGGAAGGAGAAATAAAAAACTGCTCTTTCAACGTAACCACAAACTTAAGTGATAAGTTTCAGAGA



CAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGACAATGGGACTAAGAGCTATAGGTTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCGGGTTTTGCGATTCTAAAATGTAACAATGAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAG
AGATAGTAGTTAGATCTGAAAATTTCACAAACAATGTTAAAACCATAATAGTACAGCTGAATGAACCTATAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATATTTATAGGTCCAGGGAGAGCATTTTATGCA
ACAAGAATAGTAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGAAAATTGGGTAACCACTTTAGACC
GGATAGCTAAAAAGTTAAGAGAACAATTAGGGAAGAATAAAACCATAGTCTTTACGCGGTCCTCAGGAGGGGA
CCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATGCTAGTCGGAGTAGTAATAGATCTCTAACTGGGATCTGGGATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGTCAATTACACAGGCTTAATTTACACCTTACTTGAAGAATCGCAGATCCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGACTAGTTTTTGCTATATTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAACGCCGCCGCCATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGGAGAGCTATTCTCCATATACCTACAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC595206 
GCTGCAGACAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGAAATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCCCTCTGTG
TTACTTTAAATTGCACTGATTGGCAGAATAATACTCAGACCACTAGCAGTGGCAAGACAACGATAGTAGGAGA
AATAAAAAACTGCTCTTTCAATAGCCCCACAAGCATAAGAGATAAGATGCAAAAAGAAGAGGCACTTTTCTAT
AGCCTTGATGTAGTGCCAATAGACAATGATAATAGTAGCTATAGGTTGCGAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAAGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCT
AAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAGGAAGAAGTAGTAATTAGATCTG
CCAATATCTCGGACAATGCTAAGACCATAATAGTACAGCTGAACGAAACGGTAAAAATTAACTGTACAAGACC
CAGCAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGGCACAGACTGGGAGAAAACTTTAAAACAGATAGCTGGAAAGT
TAACAGAACAATTTAGGAATAAAAAAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAAACA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAAGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGGATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAGAATTAATATACACCTTAATTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTGTTAGAA
TTGGATAAATGGGCAGATTTGTGGACATGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATATTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAACAGTAGCTGAGGGGACAGATAGG
GTTATAGCAGTATTGCAAAGAGCTTTTAGAGCTATTCTCCATATACCTACAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTATAA 
>DQ141341 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCACATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGATTGGAAGAATGCTACTAATACCAATAGTACTAATACCAATAGTAGTAGCGAGGG
AACGATGGAGGGAGGAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAACATAGGGGATAAGGTGCAGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGCACCAATAGAAGATGATAATAGTGATAATAGTAGCTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAAAAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCGACTCAACTACTGTTAAATGGCAGTCTAG
CAGAAGGAGAAGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACATCTGAATGC
ATCTGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCA
TTTTATACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCACAATGGAATG
ACACTTTAAAACAGATAGTTGAAAAATTACAAGGACAATTTAGGAATAAAACAATAGTCTTTAATCAACCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCACCTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATGAGATTTGGGATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAAACTTAATATACAACTTACTTGAAGAATCGCAGAACCAACAA



GAAAAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACGAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTTTTAGAGCTATTATCCACATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ141345 
GCTGCAGAAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGAATTGGAAAATGTGACAGAATATTTTAACATGGGGAAAAATAACATGGTA
GATCAGATGCACGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGCAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATTATGGGAGGGAAAATTGCACTAGTAATAATACCAATTGCACTAGTAATAA
TACCAATCGCACTAGTAATAATATACAGGAAGGGATAGAGAGGGGAGAAATAAAAAACTGCTCTTTCAATGTC
AGCACAAGCGGGAGAGATAAGGTACATAAAGAATATGCACTTTTTTATAACCTTGATGTAGTAAGAATAGAAG
AAGATAATGATACTACCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGT
AACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAAGATAAGAAG
TTCAATGGAACAGGATTATGTCAAAATGTCAGCACAGTACAATGTACACGTGGAATTAGGCCAGTAGTATCAA
CTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGTCAATTTCTCGGACAATGC
TAAAACCATAATAGTACAGTTGAACGAATCTGTAGTAATTAATTGCACAAGACCCAACAACAATACAAGGAAA
AGTATACATATAGGACTAGGGAGAGCATTTTATGCAACAGGACAAATAATAGGAGATATAAGACAAGCACACT
GTAACATTAGTGCAGGAAAATGGAATAACACTTTACAACAGATAGTTAAAAAATTAAGAGAACAATTTGGGAA
TAAGACAATAGCCTTTAATCGATCTTCAGGAGGGGATCCAGAAATTGTAATGCACAGTGTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTT
GGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGA
TGAGATTTGGAATAACATGACCTGGATAGAGTGGGAAAGAGAAATTGACAATTACACAGATCTAATCTACAGC
TTAATTGAAAATTCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTT
TGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGAT
AGGTCTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTT
GCTGTTAGCTTGCTCAATTTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCAATACAAG
GAGCTTTTAGAGCTATCCTCCACATACCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EF531330 
ACTGCAAATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAGAGTTTAACATGTGGAAAGATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATGCCAACAATACAAATACTAATAATGCAATTGTTAATGAGACCAAAGGAGAGATAAA
AAACTGCTCTTTCAATATCACCACAAGCGTAAAAGATAAGGTGAAAAAGGAATATTCACTTTTTTATAAACTT
GATGTAGTACCAATAGAAGATGATAATGATACTAAGAATGATAATAGAAACTATAGTAACTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTACTGCAC
CCCGGCTGGTTTTGCGCTTCTAAAGTGTAACGATAAGAAATTCAATGGAACAGGAAAATGTAACAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
GAAAAGATGTAATGATTAGATCTAGCAATTTCACAGACAATGCTAAAACCATAATAGTACAACTAAATGAGTC
TGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATAGGGCCAGGGAGAGCATTT
TATGCAACAGGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGGGCAGATTGGAATAGAACCT
TAGAACTAATAGTTATCAAATTAAGAGAAATTGAACAATTCAGGAATAAAACAATAGTCTTTAAGCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGATGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAACAAATCTCTGGATGATATTTGGAATAACATGACCTGGAA
GGATTGGGAAAGAGAAATTGACAATTACACAGGCAAAATATACACCTTACTTGAAGAAGCGCAAAACCAACAA
GAAAAGAATGAACAAGACTTATTGGAATGGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCC
ATAGCAGTAGCTGAAGGGACAGATAGAGTTATAGGAGTATTACAAAGAGCTTATAGAGCCATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTATAA 
>EF531333 
GCTACAGAACAATTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCTGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAGCAGATGCAGGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTACATTGCTCTGATGTGAATACTACTGATGTGAATACTACTGATGTGAATACTACTAGGACCCA
TACCAATGCTAGTCATACCAATACCACTAATAATAGCGGGGAAAGGATGGAGATGGGAGAAATAAAAAACTGC



TCTTTCAACATCACCACAAATATAAGAGATAAGGTGCAGAAGGAATATGCCCTTTTTTATAAACTTGATGTAG
TACCAATAGACAATGATAATAATAGTAGTAATAGTAATAACTATGGGTTGATAAGTTGTAATACCTCAGTCAT
TACACAGGCCTGTCCAAAGGTAACCTTTGACCCACTTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATT
CTAAAGTGTAATGAGAAGACGTTCAATGGAACGGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATG
GAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATC
TGAAAATATCACGAACAATGCTAAAACCATAATAGTACAGCTAAATGAATCCATACAAATTGAATGTACAAGA
CCCAATAACAATACAAGGAAAGGTATACATATGGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAG
GAAATATAAGACAAGCACATTGTAACATTAATAAAGCACAATGGCATGCCGCTTTAAAACGAGTAGCTGCAAA
ATTGAGAGAAAAATTCGAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATG
CACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGTAAGAATCCTGGCTGTGGAATCATACCTAAGGG
ATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAG
TTGGAATAATAGATCTCTGAAATACATTTGGGATAATATGACCTGGATGGAGTGGGAAAGAGAAATTGGCAAT
TACACAGGCCTAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGG
AATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCAT
AATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATA
GGGTTATAGAAATAGTACAAAGAGCCTGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGA
AAGGATTTTGCTATAA 
>JX422195 
GTTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCGTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATTTTAATGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACGTAATCGGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACAGATGTGAAAAGAAATTGCACAGATGTGACAAATAGTACAGATGTGACAGGAAATTG
TACTGTGAATAATAATACTGAGGAAGTAGAGATAAAAAACTGCACTTTCAATATAACCACAGGAGGAATAAGG
GATAAGATACAGAAAGAATACGCAATGTTTTATAAGTATGATATAGTACCAATAAATAATGATAACAGTAGCT
ATAACAATAGCTACAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGAT
ATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAAAG
TTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAA
CTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCACAGACAATAC
TAAAATCATAATAGTTCAACTGAATGAATCTGTAGTAATTAATTGTACAAGGCCCAACAACAATACAAGAAGG
AGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAAGCATAATAGGAGACATAAGACAAGCATATT
GTAATCTTAGTAGACCACAATGGAATAAGACCTTAGAGAAGATAAAGGCCAAATTAGAAGAACAATTCAATAA
AACAATAACCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTGAGGATGA
TATTTGGAAAAACATGACCTGGATGGAGTGGGAGAAGGAAATTGACAATCACACACAATCAATATACAGATTA
CTTGAAGAATCGCAGCTCCAACAAGAACGGAATGAACAAGATTTATTGCAATTAGATCAATGGGCAAGTTTGT
GGAATTGGTTCAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGG
TTTAAGAATAGTTTTTACTGTATTTACCATAGTGAACAGAGTTAGGCAGGGATACTCACCACTGTCGTTTGCT
GTTAGCTTGCTCAATTTCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAA
TTTGTAGAGCTATCCTCCATATACCGAGAAGGATAAGGCAAGGATTGGAAAGGGCTTTGCTATAA 
>AY535455 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAGAATTGAAAAATGTAACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTAACGGCTAATAGTACTAATACCACTAATATTGATGAGGGAAGGATGGAGCA
AGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAAACATAAGAGATAGGATACAGGAAGTATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGGGGATGGTAAGAATAATACCAGTAAGAATAATACCAGCTATAGGT
TGATAAGTTGTAACACCTCAGTCATCACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAACAAGTTCAACGGGAAAGGGCAATGTAACAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACTCAACTGCTATTAAATGGCAGTCTAG
CAGAGGAAGAGATAGTAATTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAACAA
ATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAGAGGTATTCACCTAGGACCAGGGAGAGCA
TTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTAGAGCAACATGGGAGG
AGACTTTAGGACAGATAGCTAGCAAATTAAGAGAACAATTCAAAAATAAAACAATAGTCTTTAATCAATCCTC
AGGAGGGGACCCAGAAGTTGTAATGCACAGTGTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAATC
CTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATCTGGCATAACATGACCTGGAT



ACAGTGGGAAAGAGAAATTGATAATTACACAAGCATAATATACAGCTTAATTGAAGAATCGCAAAGCCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCC
ATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAATATTACAAATAGTTTGTAGAGCTATTTGCCATATAC
CTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>KC699018 
GCTGCAGAAGACAAGTGGGTCACAGTATATTATGGGGTACCGGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACCTTAAATTGCACTGATGTTAATATCACTAATGCTAATATCAATATGAGTTATGCTAATAAGACCATGGA
GCAAGGAGAAATGAAAAACTGCTCTTTCAACGTCACCACAGAAATAAGAGATAAGGTGCAGAGACAATATGCG
CTTTTTTATAGACTTGATTTAGTATCAATAGATAATGATAATACTAGCTATAGGTTGATAAATTGTAACACTT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGAACAGGGCCATGTAAAAATGTCAGCACAGTACAATGC
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGAAAATTTCACGAACAATGCTAAAAACATAATAGTACAGCTGAAAACCCCTGTACAAATTACTTG
TACAAGACCCAGCAACAATACAAGAAAAAGTATATCTATAGGGCCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAGGCACATTGTAACCTTAGTAGAGAACTATGGAATAACACTTTAAATCAGACAG
CTGCAAAATTAAGAGAAGAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGATCCAGAAAT
TGTAATGCACAGTTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACAGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTAGATTATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGCAATTACACAAGCTTAATATACACCCTAATTGAAGAATCGCAGAAACAACAAGAAAAGAATGAACAAGAA
TTATTGGCATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTCAATGTCACCGCTATCGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAAGTAGTAAGAAGAATTTATAGATCTATTATCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>KU168261 
GCTGCAAAACAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCGTATGATGCAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAGCCCACAAGAATTAAATTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCATAAAGCCATGTGTAAAAATGACCCCACTCTGTG
TTTCTCTAAATTGCTCTGATAAGATCAATATTAATATTAACGGGACCAATAGTACCAACCCTAATGTGACGGA
GGAAGGAGACATGAAAAACTGCTCTTTCAATGCCACCACAGAAATAAGAGATAAGATGAAGAAAGAATATGCA
CTTTTTTATAGACTTGATATAGTATCAATAAATAGTAGTGATAATACTAGCTATAGGCTGATAAATTGTAATA
CCTCAACCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCAATTCTAAAGTGTAATCAGAAGAATTTCAATGGAACAGGGCAATGTAGAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGATAGTAA
TTAGATCTGAGAATTTCTCAAACAATGCTAAAAACATAATAGTACAGCTGAAAGATCCTGTACAAATTAATTG
TACAAGACCCAACAACAATACAAGAAGAAGTATACGTATAGGACCAGGGAGCACACTTTATGCAGAAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAATCAAACTTTACAAGAGGTAG
CTAAAAAATTATTAGAACAATTTGGGAAGAATAAAACAGAAACAAAAGTAGCTTTTAATCGATCCTCAGGAGG
GGACCAAGAAATTGTAATGCATACCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCTAGAAAAAATTTGGGATAACATGACCTGGATGGAGTG
GGAAAAAGAAATTGACAATTACACAGAATTAATATACACTTTACTTTCAGAATCGCAAAACCAACAAGATAAG
AATGAAAAAGACTTATTAGAATTAGACAAATGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCTACAGCTATTGCA
GTAGCTGAAGGGACAGATAGGATTATAGAAGCAGTACAAAGAGCTTTTAGAGCTATCCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JX140652 
GCTGTAGACAACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTCTGGGCCACTCATGCCTGTGTACCCAC
AGATCCCAATCCACAAGAAATAATGTTGAAAAATGTGTCAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTCACTCTAAATTGCACTGTTGCCACTAATAGTAGTGGTACTAATACCACCGCTGGTAGTAAGATAGAAGG



AGTAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGATGCAGAAAGCATATGCACTTTTTTAT
GACCTTGATATAGTACCAATAGATAATGATAACTCTAGCTATAGATTGATACATTGTAATACCTCAGTCATTA
CACAAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGCAATGATAAGAAGTTCAATGGAACAGGACGATGTGAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCACTCTAGCAGAAGAAGACATAGTAATTAGATCTG
AGAATATCACAGACAATACTAAAACCATAATAGTACAGCTGAAGGAACCTGTAGAAATTAAGTGTACAAGACC
CAGCAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGAGAAATAATAGGA
AATATAAGGCAAGCACATTGTAACATTAGTAAAGGAAAATGGGAGAAAACTTTAGAAAAGATAGCTAACAAAT
TAAGAGAACAATTTAAGAACAACACAACAATAGTCTTTAATCAATCTGCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTA
GTTGGAGTAATAAATCTCTGAATGACATTTGGGATAACATGACATGGATGGAGTGGGAAAGAGAAATTAATAA
TTACACAGACTTAATATACAGCTTAATTGAAAAATCGCAGAACCAGCAAGAACAGAATGAACAAGAATTATTG
GCATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGATATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTGTACTGTACTTTCTGTAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGCATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>KC699029 
GCTACAAATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCCCTCTATTTT
GTGCTTCAGATGCTAAAGCATTTGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGATGAATAATACCACTACCAAGAACTTTAGCGATGAAATGAGAGGAGAGAT
AAAAAACTGCTCTTTCAATGTCACAAGAATAGGAGATAAGAAACATACAGAATATGCAACTTTTTATAAACTT
GATGTAGTACCAATAAGTGATAGTAATACCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACCCAGG
CCTGCCCAAAGATATCGTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGATAAGAAATTCAATGGAACAGGACAATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTAACAACTCAACTGCTGATAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATT
TCACAGACAATGCTAAAACCATAATAGTACAGCTAAACGAAACTGTACAAATTAATTGTACAAGACCCGGCAA
CAATACAAGAAGAAGTATACACTTCGGACCAGGGAAAGCTTGGTATACAGGAGAAATAATAGGAGATATAAGA
CAAGCCCATTGTAACATTAGTGGAACAAAATGGAATGACACTTTAAAACAGATAGTTAGCAAATTAAGAGAAC
AATTTGGGAATAAAATAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTACTGCACAGTTTTAA
CTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTGGGGATTTGGGGCTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCTGAGAATGAGATTTGGAACAACATGACCTGGATGCAGTGGGACAAGGAAGTTAGCAATTACACAAGCAT
AATATACAACTTACTTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTAGATAAA
TGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATATTCACC
ATTATCGTTGGCTATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTAGCACAAAGAGCTTTTAGGGCTATTATCCACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGA
TATAA 
>KC699030 
GCTGTAGACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGTTAATGGAAAATGTGACAGAAGAGTTTGATATGTGGAAAAATAACATGGTAGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAATTAACCCCACTATGTG
TAACTTTAAATTGCACTGATGACCTGACTAACAGTGCTGCTCAGGGGAACAGTACTAACAGTACTGCTCAAGG
GAGTGGTACTACTAATAGTACTGCTCCGGTGAATAGAACTATTGAGGAACCGGGAGAAATAAAAAACTGCTCT
TTCAATGTCACCACAGATAGGAATGATAAGTACCAAAAAGAATATGCACTTTTCTATAAACTTGATGTAGTAC
CAACAGATAATAATAATAGTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAA
GGTATCCTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAG
ACATTCAGTGGAAAAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGT
CAACTCACCTGTTGTTAAATGGCAGCCTAGCAGAAGAAAGGGTAGTAATTAGGTCGGCAAATTTTTCGAAAAA
TACTAAAATCATAATAGTACAGCTGAACGACTCTGTAACAATTAATTGTATAAGACCCAATAACAATACAAGA
AAAGGTATAAATATAGGACCAGGGAGAGCATGGTATGCAACAACAGACATAATAGGAGATATAAGAAAAGCAC
ATTGTAACATTAGTGAAACTGCTTGGAATAAAACTTTAAAAAAGGTGGTTACAGAATTAGGAAAACAATATAA
GAATGCAACAGCAATAATCTTTAAGCCACCCGTAGGAGGGGACCCAGAAATTGTATTTCACAGTTTTAATTGT
AGAGGGGAATTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGATTTGGGGCTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAGATC



TCTGGATTATATTTGGGGAAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGACTTAATA
TACAACTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAACTATTGGAATTAGATAAGTGGG
CAAGTTTGTGGAATTGGTTTAGCATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTGGGAGG
CTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTTTAGTGAATAGAGTTAGGCAGGGATATTCACCATTG
TCATTGGCAATTAGCTTGCTTGATGCCACAGCAATAACAGTAGCTGCAGGGACAGATAGGGTTATAGAAGCAG
TACAAATACTTTTTAGAGCTTTTCTTCATATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATA
A 
>KC699028 
TGTAGTGCTGCAGAAGAAGGTACATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAACAACCACTA
CTCTATTTTGTGCATCAGATGCTAAAGCATATGACACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCTAACCCACAAGAAGTAATATTAGTAAATGTGACAGAAGATTTTAATATGTGGAAAAATAAC
ATGGTAGAACAAATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCC
CACTCTGTGTTACTTTAAATTGCACTAATTGGAATGGTACTAAGACCAAAGATATTAGTTCCAATGTTAGTAG
TTGGGAAAAAATGGAGGAAGGAGAAATAAAAAACTGCTCTTTCAATGTCATCACAGGCATAGGAGATAAGATG
AAGAAAGAATATGCACTTTTTTACAAACTTGATGTGATACCAATAGATAATGATAATACAAGCTATACATTGA
TAAATTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACCCAGCTGCTGTTGAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATCAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAACTGAAGAAAGC
TGTAAATATTACTTGTATGAGACCCAACAATAACACAAGAAAAGGTATACATATAGGACCAGGAGGAGCAATT
TATGCAACAGGAGCTATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAACAGATTGGAATAACA
CTTTAAAACAGATAGCTATGAAATTACAAGAACAAGTTGGGAATAAAACAATAATTTTTAATCACTCCGCAGG
AGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCGACAGCTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAACATGACCTGGATGCA
GTGGGAGAGAGAAATTGACAATTACACAAGTGTAATATACAACTTACTTGAGGAATCGCAGAACCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTATGGAGTTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTATTAGTTTGTTTAATGCTTTAGCTATA
GCAGTAGCTGAGAGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGGTATCCTCCACATACCTA
GAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCAATAA 
>KC699039 
GCTACAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACTACTCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
TCCCAATCCACAAGAAGTGGACGTGACAAATATGACAGAAGATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTTTTTGGGGAATACTACTGATGTTTTTGGGAATAGTACTAACACCACTAGTAG
TAGTGGAGGAGAAATAAAAAAATGCTCTTTCAATGTCACCACAAGTATAGGAAATAAAATACAGAAAGAATAT
GCACTTTTTAATACGCTTGATGTAGTACCAATAATAGATGGTAATGATAATAATAGCTATAGGATGATACATT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTAAGCCAATTCCCATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGATCAGGACGATGTGAAAATGTCAGCACA
GTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACCCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAG
AGATAGTAATTAGATCTGAAAATTTCTCAAACAATGCTAAAGTCATAATAGTACAGCTGGATAAATCTGTAGA
AATTACTTGTGTAAGGCCCAATAACAATACAAGAAAAAGTATAAATATGGGACCGGGGAGAGCCTTTTATACA
ATGGGAGACATAATAGGAAATATAAGGCAAGCACATTGTAACATTAGTAGAACAAATTGGGATATCACTGTAA
CAAAGATAGCGAAAATATTAAGAGAGAAATTTAACAAAACAATAAACTTTACTAGATCTTCAGGAGGGGATCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGATAGTTGGAGTAATAATAAAACTCTGAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGATAAGTACACAAACTCAATATACAATTTAATTGAAGAATCGCAAATCCAACAAGAAAAGAAT
GAACACGAATTATTGAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTACTATATCAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGCTTATTCGACGCCGTAGCCATAGCAGCA
GCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX140654 
GCTGCAGACCAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCCACTTTATTCT
GTGCATCAGATGCTAAAACATATAAAACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAAAGGTATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTTTAAATTGCACTGATGTGTCGATGAATGAAACTAATTCTAAGACCACTCCTAGTACCTCTACTCCTAC
TAGTGCCTCTACTACCTATAGTGGGGAAAAGATGGAGGATGGAGAAATGAAAAATTGCTCTTTCAATGTCACC
ACAATCCTAAGAGACAAGATGCAGACAGAATTTGCACTTTTTTATAGACTTGATGTAGTACCATTAGATAATA
GTAGTAGTACTAGTTATAGGTTGATAAATTGTAACTCCTCAACCATTACACAGGCTTGTCCAAAGATATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGGATTCAAT
GGAACAGGAACATGTAGGAATGTCAGCACAGTACAGTGCACACATGGAATTAAGCCAGTAGTGTCAACTCAAC
TGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTTCCAATTTCTCAGACAATGCTAAAAC
CATAATAGTACAACTAAATGAAACTGTAGCAATAAATTGTACAAGACCCGGCAATAATACAAGAAGAAGTATA
ACTATGGGACCAGGGAAAGTATTTTATACAAATGAAATAATAGGAAATATAAGACGAGCATATTGTACCATTA
ACGAAACAAAATGGAATAGCACTTTACAAAAAATAGCTGCAAAATTAGGAGAACAGTTTAATAAAACAGAAAT
AGTCTTTACACACTCCTCAGGAGGGGACCCAGAAGTTGTGATGCACAGCTTTAATTGTGGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAATAATAGATCTGTAGACCAAAT
TTGGGATAACATGACTTGGATGCAATGGGAAAGAGAAATTGACAATTATACAGGAGTAATATACAGATTACTT
GAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAGTTATTAGAATTGGATAAGTGGGCAAGTCTGTGGA
ATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTGCTGTAATTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCAGTC
AGCTTGCTCAACGCCACAGCTATAGCAGTAGGTGAGGGAACAGATAGGGTGATAGAAGTAGTGCAAGGAGCAG
GTAGAGCTATTCTCCATATACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>KC699035 
GCTAAGGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCTTCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTGATCCTACTAATAACACCACTAATACCAACAATTCTTCAAGGTTGGAGGAGGGGGA
AATGAAAAACTGCTCTTTTCATATCAGCACACGAATAACAAATAGGATGCAGAGAGAATATGCACTTCTTTAT
AAACTTGATTTAGTACAGATAAATAATAATAATTATAGATTGGTAAGTTGTAACACCTCAGTCCTTACACAGG
CCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGACAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAGTAATTAGATCTGAAAACT
TCACAAACAATGCTAAAACCATAATAGTACAGCTAAAGGAAGCTGTACAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACATCTAGGACTAGGAAAAGCATTTTATGCAACAGACATAATAGGAGATATAAGA
CAAGCACATTGTAACATTAGTAAAGAAAGATGGAATAATACCTTAAAACAGGTAGTTGAAAAATTAAGAGGGC
AATTTAATAATAAGACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACGCATTTGCACCACTGCTGTGCCTTGGAATGCGAGTTGGAGTAATA
AATCTATGAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAGGAAATTAGTAATTACACACAAAA
AATATACACCTTAATTGAAAAATCGCAAAACCTGCAAGAAAAGAATGAACAGGAACTATTGGAATTAGATAAG
TGGGCAAATTTGTGGAACTGGTTTGACATAACAAATTGGCTGTGGTATATAAGGTTATTCATAATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTATCGTTGGCTGTTAGTTTGCTTAATACCACAGCTATAGCAGTAGCTGAAGGGACAGATAGAATTATAGAA
GTAGTAAATAGGATTTTTAGAGCTGTTCTCCACATCCCGAGAAGAATAAGACAGGGCTTTGAAAGGCTTTTGC
TATAA 
>KC699036 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGACTTAGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATCCCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAACGCCATGTGTGAAATTGACCCCACTCTGTG
TTACTTTAAATTGCATTAATTATATGAAGAATGATACTAATGAGACGACCACTATTGGTGAGTTGAAGATGAA
GGAAGGAGAAATGCAAAACTGCTCTTTCAATATCACCACAAGCATAAAAAATAAGAGGCAAAAAGAATATGCA
CTTTTTTATAAACAGGATCTGATGTCAATAGATGAAAGTGATAATACAAGCTATATATTGATAAAGTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAATGTAAAGATAATAAGTTTAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACCCACCTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAGGTAG
TAATTAGATCTAAAAATCTCACAGACAATACTAAAATCATAATAGTACAGTTGAAGGACCCTGTAGTAATTAA
CTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACACAA
GACATAATAGGAAATATAAGACAAGCATATTGTATCCTTAATGGAACAAAATGGAATGAAACCTTAAACCAGA
TAGTTAAAAAATTAAAAGAACAATTCAATAATAAAACTATAGTCTTTAAGCCCCCAGCAGGAGGGGACCCAGA
AATTATAAAGCATACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGCTTTGGGGATGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTT



GGAATACTAGTTGGAGTAATAAATCTCAAACGGAAATTTGGAATAATATGACCTGGATGGAGTGGGAAAAAGA
AATTGATAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGAATTGGATAAGTGGTCAAGTTTGTGGAATTGGTTTGATATATCAAATTGGCTTTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAAAAG
AGTTAGGCAGGGGTACTCACCATTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAG
GGAACAGATAGGATTATAGAAGCAGCACAAAGAGTTTATAGAGCTATCCTCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGAGCTTTGCTATAA 
>KF716494 
GCTGCACCAGACTTGTGGGTCACTGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATAAATGTGACAGAAGATTTTAATGCATGGAAAAATGACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTAAATTGTAGTCATGCTTTAAATATTAATAATAGTCATGCTAATAATAGTAGAAGTGGGACCAATAGTAC
TTGGGAACTACAAAATGAAGTAGCAAACTGCTCTTTCAATGCTACCACTATCATAAGAGATAAGTTTAAAAAA
GAATATGCACTTTTTTATAGACTTGATATAGTACCAATAGATGATAAGGATAATAGCAACAATACTACCTATA
GGTTGATAAATTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGATAACATTTGATCCAATTCCTATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAGTGGAAAAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTATTGTTAAATGGCAGTC
TAGCAGAAGAGGTAGTAATTAGATCTGACAATTTCACGGACAATGCTAAAAACATAATAGTACAGCTGAACGA
GACTGTAGAAATTACATGTATAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGAAGAGTG
TTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAAGA
AAACTTTACAAAAGGTAGTTGAAAAATTAGGAGAACAATTTAAAAATAAAACAAACATAGCCTTTAAGCCCTC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGGAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTCAAATTTGGGATAACATGACCTG
GATGCAATGGGAGAGAGAAATTGACAATTACACAGAAATAATATATAACTTACTTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAGTGGGCAAATTTGTGGACTTGGTTTAGCATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTATCAGTTTGTTTGATGCCATA
GCTGTAGCGGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGGGCTATCCTCCACA
TACCTGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGATATAA 
>KF716495 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGGAAGGATGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGCACATAATATTTGGGCAACACATGCCTGTGTACCTACAGA
CCCCGACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGAAACTAACGCCACTCTGTG
TTACTCTAAATTGCACTGATTGTAATGCCCATAATAGTTCTCTAAGTTGCACTGATTATAAGGCCAATGATAG
TGTGGAGGCTAGTGATGGCGTGAAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGATA
AAAAAAGAACATGCACTTTTTTATAGCCTTGATGTAGTACCAATAGAGGGTGATAACTCCAGCTATAGGTTAA
TAAGTTGTAATACCTCAGTTATTACCCAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAGTAAGACATTCAATGGAACAGGGCCCTGTACAAATGTC
AGCACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGCCTAGCAG
AAGAAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAAATATAATAGTGCAGCTGAATAAATC
TGTAGAAATTAAGTGTACAAGACCCAGCAACAATACAATGAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATACAACAGAACAGGTAATAGGAGATATAAGAAAGGCACATTGTAATATTAATGGAACAGTATGGAAGGACA
CTTTAGAACAGCTAGTTACAAAATTAAAAGAACAATTTGGAAATAAAACAATAGTCTTTCAGCCCTCCTCAGG
AGGGGACCTGGAAATTGTAACACATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTACAGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGAGGACATTTGGGAAAACATGACCTGGATGCA
GTGGGAAAAACAAATTGACAATTACACAGATATAATATACGGCTTACTTGAGAAATCGCAGAACCAACAAGAA
AAGAATGAACAAGAATTGTTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTCGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTACTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCGTTTGCTGTTAACTTGCTTAATGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAATACAAAGAATTGGTACAGCTATTCTACACATACCTA
GAAGAATAAGACAAGGTGCAGAAAGGGCTCTAATATAA 
>KC699031 
GCTACAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAAGCAGACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAGTAAACTTACCAAATGTAACCGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTTTAAATTGCAGTAATGTTAATGTAACCAAAACCAATAGTACTATAAATATAAAAAATACTAAATTGAC
TGGGGACATAGAGCACGGAGAAGTAAAAAACTGTTCTTTCAATGTTACCACAAGCATAAAAGATAGGGTAAGG
AAAAATAAGGTAAAGGAAGAATATGCATTATTTTATAGACCTGATATCATGCCAATAGATAATATAACTAATA
CAAGCAGCTACACGTTGATAAATTGTAACACCTCAGTCATTTCACAAGCCTGTCCAAAGATATCCTTTGAACC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGTGTAATGAGAAGCAGTTCAATGGAACA
GGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTGCTGT
TAAATGGCAGTCTATCAGAAGGAGAGGTAGTACTTAGATCTAAGAATTTCGCAGACAATGCTAAAATTATAAT
AGTACAGCTGAATAAATCTGTAGAAATTAATTGTATAAGACCTGGCAATAATACAAGAAAAAGTATACATATA
GGACCAGGAAGAGCATTCTATGCAACAGGAAGTATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTA
CAGCAAAATGGAATAGCACCCTAAAACAGATAGCTATAAAATTACAGGAGCAATTTGGGAGGAATAAAACAAT
AATATTTAATCCATCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAGTAGGACTAAAAATCTAACAGG
CATTTGGGATAACATGACCTGGATGCAATGGGAGAAAGAAATTGAAAATTACACAGACTTAATATACACTTTA
CTTGAAGACTCGCAGAACCAGCAAGAAAAGAATGAACAAGACTTATTGGAGTTGGATAAGTGGGCAAATTTGT
GGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGG
TTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGATGTAGGCAGGGATATTCACCATTATCGTTAGCT
GTTAGCTTGTTTAATGCCACAGCAGTAGCAGTAGCTGGGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAA
TTTGTAGAGCTATTCTCAACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC699034 
GCTGCAGATCAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTATTGGGAAATGTGACAGAAGAATTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTGTGGGATCAAAGCTTAAAGCCATGTGTAAAAATGACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAATGGTACCCATGTGAATATTACCGGGGTGGGGACTAACAATACCAATAA
TGATACCAATAGCGGTGACTGGAAGTTGATGGATCCAGGAGAGATAAAAAACTGCTCTTTCAATGTCACCACA
GTCATAAGAGATAAGATAACGAAAGAAACTGCCCTTTTTTATAAACTTGATATAGTACCAATAGGTGATAATG
AACCAACAAGTAGTAATGAGACTAAAAGCTATAACAGCTATAGGTTGATAAATTGTAACACCTCAGCCATTAC
ACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTA
AAGTGTAACAATAAGACATTCAGTGGAAGAGGACCGTGTACAAATGTCAGCACAGTACAATGTACACATGGAA
TTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAGATGATATAGTAATCAGATCTGA
GAATTTCTCGGACAATGCTAAAACTATAATAGTACAGCTGAAGAAAGCTGTAGTGATTAATTGTACAAGGCCC
AACAATAATACAAGAAGAAGTATATCTATAGGACCAGGGAGAGCATTTTATACAACAGGACAGGTAATAGGAG
ATATAAGACAAGCACACTGTAACCTTAGTAGGAAAGACTGGAATGACACTTTAAAACAAGTAGCTGAAAAATT
AAGAGAACAATTGAGAGTACAATTTGGGGACAATAAAACAATAAAGTTTAATCAATCCTCAGGAGGAGACCCA
GAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAA
GATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCC
TTGGAATACTAGTTGGAGTAATAAATCTCTGAATGAAATTTGGGATAACATGACCTGGATGGAGTGGGAGAAA
GAAATTGATAACTATACAGACTTAATATACAAATTAATTGAAAAATCGCAGAACCAGCAGGAGAAAAATGAAC
AAGAATTATTGGAATTAGATAAATGGGCAGGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATAT
AAAAATATTCATAATGATAGTAGCAGGCTTAATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAATAAGG
AGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTGTCAGCTTGTTCAACGCCATAGCTATAGCAGTAGCTG
AGGGGACAGATAGGATTATAGAAGCAATACAAAGATTTGGTAGAGGCATTCTCAACATACCTACAAGAATAAG
ACAGGGCTTAGAAAGGGCATTGCTATAA 
>KF716496 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAGTATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCTATGTGTAAAACTAACCCCACTCTGTG
TCACCTTAAATTGCACTGGGTTGAACAATGCTACCAATATCACTAGTAGTAATGGGATGACCAACTGCTCTTT
CAATATCACCACAAGCTTAAGAGACAAGTGGCAGAAAGTATATGCACTTTTTTATAAACTAGATCTAGTAAAA
ATAGATGATGATAATAATACTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAA
AGGTATCCTTTGAGCCAATTCCTATACACTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAATGCAATGATAA
GAAGTTCAATGGAACAGGACCGTGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTA
TCAACTCAACTATTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCACAGACA
ATGCTAAAATCATAATAGTACATCTGAATAAATCTGTGCAAATTAATTGTACAAGACCCAGCAACAATACAAG
AAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCA
CATTGTAACCTTAGTAGAACAGATTGGAATAACACATTAAGAAGTATAGCTATAAAATTAAAAGAACAATTTA
ATAGAACAATAATCTTTAAAAATTCTTCAGGAGGGGACCCAGAAATTACAATGCACATGTTTAATGGTGGAGG
GGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATT



TGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCTGA
ATGAGATTTGGGAGAACATGACCTGGATGCAGTGGGACAGAGAAATTAATAATTACACAAACTTAATATACAC
CCTAATTGAAAAATCGCAGAACCAACAAGAGAGGAATGAACAAGAATTATTAGAATTAGATAAGTGGTCAAGT
TTATGGAATTGGTTTGACATAACAAGCTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGG
TAGGTTTAAGGATAGTTTGTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTT
TGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAATAGTACAA
AGAATTTGTAGAGCTATTATCCACATACCTGTAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH000302 
GCTACAGACTTGTGGGTCACAGTCTATTATGGGGTGCCCGTGTGGAAAGAAGCAAACACCACGCTATTTTGTG
CCTCAGATTCTAAGGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACCGACCC
CAACCCACAAGAAGTAGACTTAATAAATGTAACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTCTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTAAATTGCACTGATGTTGAAATGAAAAATTGCTCTTTCAATATTACCACAGGCATAAGAGATAAGATGAA
AAAAGAAGAGGCTCTTTTTTATACACTTGATATAGTACCAATAACTAGCTATAGGTTGATAAGTTGTAATACC
TCAGTCCTTACTCAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTT
TTGCGATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATG
TACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGAAGAAGAGGTAGTAGTT
AGATCTGTCAATTTCTCAGACAATACTAAAACCATAATAGTACAGCTGAAAAAAGCGGTAAACATTACTTGTG
TAAGACCCAATAACAATACAAGAAAAGATATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAAT
AATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAGACAAGCTGGAATAACACTTTAAGAGAGATAGTT
GAAAAATTAAAAGAACAGTATCCAAATAAAACAATAGCCTTTAATCAGTCTTCAGGCGGGGACCTAGAAGTTG
TAATGCACACCTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACTT
GGAGTATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAAT
GCTAGTTGGAGTAATAAATCTCAGAGTGATATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTG
ACAATTACACAGGTATAATCTACACCTTGCTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAGGAATT
ATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGCTGTGGTATATAAAAATA
TTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTACTGTACTTTCTATAGCGAATAGAGTTA
GGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGAC
AGATAGGGTTATAGAAGTAATACAAAGAACTGGTAGGGCTATTCTCCATATACCTGTAAGAATAAGACAGGGC
TTAGAAAGAGCTTTGCTATAA 
>MH000296 
GCTGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTCTGTG
CATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGCCATTAGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTAAATTGCACTGATTATGAAATGAAAAACTGTTCTTTCAATATCACCACAAGCGGAATAAATAAGAAGCA
GAAACAACAGGCAATTTTTAATAGAATTGACATAGTACCAATAGATAGTTATAGATTAATAAGTTGTAATACC
TCAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTT
TTGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGGAAAGGACCATGTAAAAATGTCAGCACAGTACAATG
TACACATGGAATTAGACCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTA
ATTAGATCTGCCAATTTCTCTGACAATAGTAAAACCATAATAGTGCATCTAAATGAATCTGTAGAAATTAATT
GTACAAGACCCAACAACAATACAAGGAAAAGCATACATTTAGGACCAGGGAAAGCATTTTATACAACAGGAGA
AGTGATAGGAGACATAAGACAAGCACATTGCAACATTAGTGAAGCAAAATGGGAGAAAACTTTATCACAGGTA
GTTAAAAAATTAAAAGAACAATTTAAAAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCTAGAAA
TTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGTTA
CCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGG
AATAGCAGCTGGAGTAATAAAACTCTAAGTAAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAGA
TTAGCAACTACACAAATGAAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGA
ATTATTATCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAA
ATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGCAAATAGAG
TTAGGCAGGGATATTCACCATTATCGTTAGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAGGG
GACAGATAGGGTTATAGAAATAATACAAAGAGCTTGTAGAGGGATCCTCCACATACCTAGAAGAATCAGACAG
GGCTTGGAAAGGGCTTTGCTATAA 
>MH000299 
GCAGAAGATAAACTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAGGTAGTATTGGCAAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATGTAATCGGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAACTGCACTGATTATGATATGAAAGACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGT
GGAGAGACAAAGAGCAGTTTTTTATAACCTTGATATAGTACCAATAACTAGCTATATAATAAGAAGTTGTAAT



ACCTCAGTCATTACACAGGCCTGTCCAAAAGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTG
GTTTTGCGATTCTAAAATGTAACAATAAGACATTTGATGGAAAAGGGCCGTGTAAAAATGTCAGCACAGTACA
ATGCACACATGGAATTAGACCAACAGTATCAACTCAACTGTTGCTAAATGGCAGTCTAGCAGAAGAGAAGGTA
GTAATTAGATCTGAAAATTTCACAAACAATGCAAAAACCATAATAGTACAGCTAAAAGAAGCTGTAACTATTA
CTTGTGTGAGATACAACAACAATACAAGAAAAAGTATCCACATAGGACCAGGGAGAGCACTTTATGCAACAGG
AGAGATAGTAGGAGATATAAGGCAAGCACATTGTAACATTAGTAAAAAACTATGGAATAAAGCCTTAAGGGAG
ACAGTTGAAAAATTAAGAGAACGATTTAATAATAGAACAATAACCTTTAACCATTCTTCAGGAGGAGATCCAG
AAATTGTACTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAG
ATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCT
TGGAATACTAGTTGGAGTAATAAATCTCTACATGATATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAG
AGATTGACAATTACACAGGATTAATATACACCCTAATTGAAGAATCGCAGAATCAACAAGAGAAAAATGAAGA
AGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACACAATGGCTGTGGTATATA
AAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTGTAGTGAATA
GAGTTAGGCAGGGATACTCACCACTGTCGTTTGCTGTTAGTTTGCTTAATACCACCGCTATAGCAGTAGCTGA
GGGGACAGATAGAATTATAGAAGTAGTACAAAGAGGTTGTAGAGCTATTCGCAACATACCTAGAAGAATAAGA
CAGGGTCTGGAAAGAGCTTTGCAATAA 
>KC699002 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATAAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGAGGAATGCTACTAATACCACTAGTAGTAATACCAATAATAGTAGTTG
GGGAACGATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGAATAAGAGATAAGGTACAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATAGTACCAAATATAGGTTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACACTATTGTGCCCC
GGCTGGTTTTGCGATTATAAAGTGTAACGATAAGAAGTTCAGTGGAAAAGGACAATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAACAAG
ATGTAGTAATTAGATCTGACAATTTCACAGACAATGCCAAAACCATAATAGTACAGCTGAACAAATCTGTAGC
AATTAATTGTATAAGACCCAACAACAACACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATACA
ACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACCTTAGTAGAACAGAATGGAATAACACTTTAA
AAAAGATAGCTACAAAATTAAGAGAAACATTTAATAAAACAATAGTCTTTAAACAATCCTCAGGAGGGGACCC
AGAAATTGTGATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAAACTCTACATGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGACAATTACACAAACATAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTCTAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATACCATAGCTATCGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTGTTCTACACATACCTGTAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC699011 
GCTGCAGGCAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATACACCACTCTATTTT
GTGCATCAGATGCTAAAGCCTATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGATGATATAATTAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTACTTTGGGAATACTACTAATACCAATAGTACTCCTAATACCAATAGTACAGC
AGAAATAAAAAACTGCACTTTCAATATCACCACAAACATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTG
TATAAACTTGATATAGTACCAATAGATAGTAGTAATACCAGCTATAGGTTGAGAAGTTGTAATACCTCAGTCA
TTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAGAGATAAGAAATTTAATGGAAAAGGAGACTGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAATTAGAT
CTGACAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAAGGACCCTGTAGAAATTAATTGTATAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATACAACAGGACAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAGACAGATAGTTGAAA
AATTAGGAGAACAATTTGGGAATAGAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAATTCCTAAGG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGGAGGAAATTTGGGATAACATGACCTGGAGGGAGTGGGAAAAAGAAATTAGCAA
TTACACAGAATTAATATACTCCTTAATTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTG
GAATTGGATAAATGGGCAGATTTGTGGACTTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCA



TAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTATTGCAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>KC699010 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGAAAATGCTACTAATACCAATAGTAGTAGCGGGACAGGGATGGAGAGAGG
AGAAATAAAAAACTGCTCTTTCAATATCTCCACAATGATAAGAGATAAGGTACAGAGAGAATATGCACTTTTT
TATAACCTTGATGTAGTACAAATAGATAATGATACTAATAGTACCAACTATAGGTTGATAAGCTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATTCATTATTGTACCCCGGCTGGTTT
TGCGATTATAAAGTGTAACGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAATACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TAAGATCTGAGAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAACGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACACATAGGACCAGGGAGAGCATTTTATGCAACAGGAAAA
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAATAGAACTTTAAAAAAGATAG
CTGTAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAATAAATCCTCAGGAGGAGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGAAAAGATTTGGAATAATATGACCTGGATGGAGTGGGATAGAGAAAT
TAATAATTACACAAATTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAA
TTATTAGCATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCGAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>KC699009 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCATGTGCACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATTTTGGGAATAATACTAATACCAATAGTAGTAGAGGGGGAATAATGGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGGTGGAGAAAGAAAATGCTTTATTT
TATAAACTTGATGTAGTACCAATAGATAATGATAATACTAGTACCAGCTATAGGTTAATAAGTTGTAACACCT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGCTTCTAAAGTGTAACAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTGA
TTAGATCTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAACGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAAAT
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAATCAGATAG
TTAGAAAATTAAGAGAACAATTTGGAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAACGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTAGATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAACCACACAGGCACAATATACACCTTACTTGAAAAAGCGCAAAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCACTGTCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGGAATATTTCAAAGAGCTTGTAGAGCTCTTCTGCACATACCTAGAAGAATAAGACAGG
GCGCGGAAAGGGCTTTTCTATAA 
>KC699008 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTGGGAATGCTACTAATGTCAATGATAGTAATGGGGGAATAGAGAAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCTCAAGTGTAAGAGATAAGGTGCAGAAAGAATATGCACTTTTTTAT
AGACTTGATGTAATACCAATAGATAATAAAATTAATAATACTAGATATAGGATGATAAATTGTAATACCTCAG



TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAAAAGTTCAAGGGAAAAGGACAATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGACAATTTCACAGATAATGCTAAAACTATAATAGTACATCTGAATGAATCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAGAATGGAATAAAACTTTAAAACGGATAGCTA
GAAAATTAAGAGAACAATTTGAAAATAAAACAATAGTCTTTAGTCCATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTA
CAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGGATAATATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTAA
CAATTACACAAATGTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTACCATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGCTCAATGCCACAGCTATCACAGTAGCTGAGGGAACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCTGTTCGCCACATACCTACAAGAGTGAGACAGGGCT
TGGAAAGGGCTTTGCAATAA 
>KC699003 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGCTACTAATACCACTGATGTTAATACCACTAATAGTAGCGTGGA
ACTGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACACACATGAGAGATAAGATAGAGAAA
CAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATACTAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACACCAGCTGG
TTTTGCGATTCTAAAGTGTAATAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACAAATCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGCATAGGACCAGGAAGAGCATTTTATACAACAGGA
GAAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAATGGAACAGAATGGCATAACACTTTAAAACAGA
TAGTTGAAAAATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAATCACTCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGA
AATTAATAATTACACAGGCTTGATATACAACTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAGCAA
GAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCGTAGCAGTAGCTGAG
GGAACAGATTGGGTTATAGAGATAGTACAAAGAGCTTTTAGAGCTATTCTTCACATACCTGTACGAATAAGAC
AGGGCTTGGAAAGGTGTTTGCTATAA 
>KC699004 
GCTGCAGAAAAATTGTGGGTAACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAACTTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTACATTGCACTGATTATAGGAATGCTACTAATAAAACTAATAGTGGCGGGGGAATGAAGGAGGGAGG
GGAAATAAAAAATTGCTCTTTCAATATCACCACACGCATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAGATAATGATAATAACAATAATACTAATAATACTAGATATAGGTTAATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCGATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTAGCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAAGAGCCTGT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTAT
GCAACAGGAGATATAATAGGAGATATAAAGCAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGAGACTT
TAAAACAGATAGCTACCAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAATATTTGGAATAACATGACCTGGATGGAGTG
GGACAGAGAAATTAACAATTACACAAGCTTAATATACACTTTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT



GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCTATTCGCCACATACCTACAA
GAATAAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>KC699005 
GCTGCAGAACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTA
GAGCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTCACCCCACTCT
GTGTTACTCTAAATTGTAATAATACTCTAAATTGTACTGATGATTCAAAGAATGCTACTAAAACCAATAGTAG
TATTGTGGAAAAGATGAAGTGTGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAG
ATGCAGAAAGAATATGCACTTTTTTATAGACTTGATATAGTACCAATAGATAATGATAATAATAATACTAGCA
CCAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCACTTCTAAAGTGTAAAGATAAGACGTTCAATGGAACAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCACAGACAATGCTAAAACCATAATAGT
ACAGCTGAAGGAACCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTATAGGA
CCAGGGAGAGCATTTTATACAACAGGAGATATAATAGGAGACATAAGGCAAGCATATTGTAACCTTAGTAGAG
CAGAATGGAATAACACTTTAAGCCAGATATTTACAAAATTAAGAGAACAATTTAAGAATAAAACAATAATCTT
TAATCAATCCTCAGGAGGGGACCCAGAAATTATATTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTAGATGAGATCTGGGATAA
CATGACATGGATGGAGTGGGAAAGAGAAATTGGCAATTACACAAGCATAATATACAACTTAATTGAGAAATCG
CAAAACCAACAAGAAAAGAATGAACAGGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTG
ATATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGT
TTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTA
AATGCCACAGCTATAGCAGTAGGTGAGGGAACAGATAGGGTTATAGTAGTAGTACAAAGAATTTATAGAGCTT
TTCTACACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KC699001 
GCTGCAGAACAGCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTTTAGGAATACTACAAATACCACTGAGGTTACCAATAGAGAAGAAATAAAAAA
TTGCTCTTTCAAGAGCAGCACAAACATAAAAGATAGGACACAGATAGAATATGCATTGTTTTATAACCTTGAT
TTAGTACAAATAGATAAAGAGAATAATAATACTAATAGCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTTCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGAAATTAATTGCACAAG
ACCTTACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTATGCAACAGGAGATATAATA
GGAGATCCAAGACAAGCATATTGTATCCTTAATGGAACAAAATGGAATGACGCTTTAAAACAGATAGCTAAAA
AATTAGGAGAACAATTTAAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAA
GCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGCAATAAAGCTCTGGATGATATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGAAAA
TTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGATCCAACAAGAAAAAAATGAACAAGAATTATTG
AAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTTGATGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGCAGTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>AY535425 
GCAGAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTAGTAATGGGAAATGTGACAGAAGAATTTAACATATGGAACAATAGCATGGTAGAA
CAGATGCATGAAGATATAATTAATTTATGGGACCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAACTACAATAGTACTAGTAATGATACTACCAAGGAAACAGGAATAAAAAAATGCTC
TTTCAATATCACCACCTCAGGCGTAAAAGATAGGTTTACGAAGGAAAATGCACTTTTGTATACAGCTGATGTA
GTACCAATAGATAATAGTAGTATCAACTATAGGTTGATAGGTTGTAACACCTCAGTCATTACCCAGGCCTGTC



CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAA
TGAAACATTCGATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAACAGAGGTAGTAATTAGATCTGACAATTTCTCGA
ACAATGCTAAAACCATAATAGTACAACTGACAGAACCTGTAGTAATCAATTGTATAAGACCCAACAACAACAC
AAGAAGAAGTATACATATAGGACCAGGGAGCGCATTTTATACAACAGGACAAATAATAGGAGATATAAGACAA
GCACATTGTAACATTAATGGAACACAATGGAATAAAACTTTAAGTCTAATAGTTGATAAATTAAAGAAACAAT
TTAATAATAAAACAATAATCTTTAGGAACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTG
TGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGACACCTAGGGGATCAACAGCTCCTG
GGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAAT
CTCTGAAATATATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACACCCACATAGGCACAAT
ATACCAATTAATTGAAGAATCGCAGTACCAACAAGAAAAGAATGAAAAAGAATTATTGGAACTAGATAAATGG
GCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTGGGCAGGGATACTCACCATT
ATCGTTGGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATAATAGAAGTA
ATACAAAGAGCTTATAGGGCTATTCTCCACATACCTAG 
>AY713411 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACTACCACTCTGTTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAAGAATAGTACTGATACCAATTTGGGAACACAAGAAATGAAAAACTGCTC
TTTCAACATCACCACAAGTGTAAGAAATAAGATGAAGAGAGAATATGCACTTTTTTATAGTCTTGATATAGTA
CCAATAGATAATGATAATACTAGATATAGGTTAAGAAGTTGTAATACCTCAATCATTACACAGGCCTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAA
AACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTA
TCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACA
ATGCTAAAACCATAATAGTACAGCTAAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAG
AAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGATATAATAGGAGATATAAGACAAGCA
CATTGTAACATTAGTAGAACAAACTGGACTAACACTTTAAAAAGGGTAGCTGAAAAATTAAGAGAAAAATTTA
ATAATACAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACGGTTCCTAGGG
ATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAAATC
TGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAAATAAGCAATTACACAGAGATAATATA
CAGCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGACTTATTACAATTGGATAAGTGGGCA
AGTTTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATC
ATTCGCTGTCAGTTTGCTTAACGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTA
CAAAGAATTTGGAGAGGTATTCTCCACATACCTACAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AF041125 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTTGAATGTTACTGATACCACTAATAGTAGCAGGGGAGTGGTGGTGGAAGAAGA
AATGAAAGGAGAAATAAAAAACTGCTCTTTCAATACCACCACAAGAATAAAAGATAAGGGGCAAAAAGAATAT
GCATTGTTTTATAAACTTGATGTAGTACCAATAGGTAACAATAATACTAATACCAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCGCCCC
GGCTGGTTATGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCGGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTACCAATTTCACGGACAATACTAAAAACATAATAGTACAGCTAAATGAATCTATAGA
AATCAATTGTACAAGACCTAACAACAATACAAGAAAAAGTATACATATGGGACCAGGGAAAGCATTTTATACA
ACAGGAGAAATAATAGGGGATATAAGACAAGCACATTGTAATCTTAGTGAAGCAAAATGGAATAACACTTTAG
GACAGATAGTTGCCAAATTAAAAGAACAATATAAGAATAAAACAATAGCCTTTAGACCATCCTCAGGAGGAGA
CCCAGAAGTTGTGACGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAGGAGATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGACCCAACAAGAAAAGAAT
GAACTAGAATTATTAAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAAT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTA



GCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTGTAGAGCTTTTCTCCACGTACCTAGAAGAA
TAAGACAGGGCTTGGAAAGACTTTTGCTATAA 
>AY535471 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGCACATAATGTTTGGGCCACTCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTACATTGCACTGATTTGGGGAATGCTACTAATACCATGGAGAAAGGAGAAATAAAAAACTGCTCTTT
CAATTATACCACAACCATAAGAGATAAGGTGCAGAAAGCATATGCACTCTTTTATAAACTTGATGTAGTACAA
ATGGATGAGGATAATACCAGCTATAGGTTGATAAGTTGTAACACATCAGTCATTACACAGGCCTGTCCAAAGA
TATCCTTTGAGCCAATTCCCATACATTATTGTGCACCGGCTGGGTTTGCGATTCTAAAATGTAATAATAAAAC
ATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCA
ACTCAACTGCTGCTAAATGGCAGCCTAGCAGAAGAAGAGGAAGTAATTAGATCTGAAAATTTCACGGACAATA
CTAAAACTATAGTAGTACAGCTGAAAGAAGCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAA
AGGTATACACATAGGACCAGGGAGTGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACAT
TGTAACCTTAGTAGAGCAAAATGGAATGACACCTTAAACCAGATAGTTATAAAATTAAGAGAACAATTTAGGA
ATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATAGTAATGCACAGTTTTAATTGTGGAGG
GGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATT
TGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAGG
ATGAGATTTGGAAAAACATGACCTGGATGGAATGGGATAGAGAAATTAACAATTACACAAACTTAATATACAA
CTTAATTGAACAATCGCAGACCCAACAAGAAAAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGT
TTGTGGAATTGGTTTGACATAACAAACTGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGG
TAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCACTATCGTT
TGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTTGCTGAGGGGACAGATTGGGTTATAGAAATATCACAA
AGAGCTTTTAGAGCTGTCCTCAACATACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF041130 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACTCACAAGAAGTAAGATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTTGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGGAGAATGCTACCAATATCAATAGTAGTAGTAGTGGGGAACAGCTAAGGGA
GGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAAAAATAAGCAGCAGAAAGAATATGCACTC
TTTTATAAACTTGATGTAACACCAATAGATAATGATAATACAAGCTATATGTTGATAAATTGTAACACCTCAG
CCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAGGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAGGTAGTAATTA
GATCTGAGAATCTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTAC
AAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGCAAGCATTTTATGCAACAGGAGAAATC
ATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAGAGCAAAATGGACTAACACTTTAAAACAGATAGTTA
CAAAATTAAGAGAACAATTTGGGACTAATACAAAAATAGTCTTTAATCAATCCACAGGAGGGGACCCAGAAAT
TGTTATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCGAGAATCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACGCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAAAGAAAT
TGACAATTACACAGGTTTAATATACACCCTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAGCAAGAC
TTATTGGAATTAGATAGATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAATGCTACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGCACAAAGGGTTTTTAGGACTATACTCCACATACCAGTAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>AF041131 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAGAATTTAATGTGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGTGGGGAATACGAATACTACTAATGCCACTGTAACAGCAGAAATAAAAGA
GGGGAGTATGAATACTACTAATGCCACTGAAAGAGGGGAAATAAAAAAATGCTCTTTCAATACCACCACAAGT
GTAAGAGATAAGGTGCAGAAAGAAGAAGCATTGTTTTATAAACTTGATGTAATACAAATAGGAAATAGTACTA
AATATAGAATGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTTTTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAACAATAAAACATTCAATGGAAAAGGACCG
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATG



GCAGTTTAGCAGAAGAAGAGATAGTAATTAGATCTGACAATATCACAGATAATACTAAAACCATAATAGTACA
GCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTATAGGACCG
GGGAGAGCATTTTATGCAACAGGAGATATAATAGGAAATATAAGACAAGCATATTGTAACATTAGTGGAGCAA
CATGGAATAACACCTTAAGACTGATAGCTAAAAAATTAAGAGAACAATTTGTGAATAAAACAATAGTCTTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCTCACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGAATAACAT
GACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAAGTGAAATATACTACTTACTTGAAAAATCACAA
AACCAACAAGAAGAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTT
TGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTTAAT
GCCACAGCTATCGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCTACTC
TCCACATACCTACAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF041134 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTATGTTACTAACACCACTAGTGGTAATTCTGCTAACACCACTAGTGGTAGCGG
GGGAATGATGGAGAGAGGAGAAATAAAAAATTGCTCTTTCAAGATCACCACAAGCATAAGAGATAAGGTGCAG
AAAGAATATGCATATTTTTATAGCCTTGATGTAATAGCAATAGATAATACTAGCTATAGGTTAAGAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAATTCAATGGAACAGGTCCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCCAAAAATTTCTCGGACAATACTAAAATCATAATAGTACAGCTGAATGAAACTGTAGAAAT
AAATTGTACAAGACCCAATAACAATACAAGAAAAGGTATACATATAGGACCAGGCAGAGCATTTTATGCAACA
GGAGAAATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTCAAGCAAAATGGAATAACACTTTAAAAC
AGATAGCTATAAAATTAAAAGAACAAAAACAATTTAGGAATAAAACAATAGTCTTTAATCGATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGGATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGATAATTACACAGGCTTAATATACAACTTAATTGAAAAATCGCAAAACCAACAGGAAAAG
AATGAACAAGAATTATTGGAATTAGATAAATGGACAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTATGGTCTTTGCTGT
AGTAAAAAGAGTTAGGCAGGGGTATTCACCATTATCGTTCGCTGTTAGCTTGTTTAATGCCATAGCCATAGCA
GTAGCTGAGGGAACTGATAGGGTTATAGAAGTAATACAAAGAACTTTTAGAGCTATTCTCCACATACCTACGC
GAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>AF041133 
GCTAAAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTTCTATTACTACCAATATCAATGCTACTAATATTACTAGTAC
CAATAGTGAAATGAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAAATGCAGAAAGAATATGCA
CTTTTTTATAAACTTGATATAGTACAAATAGGTAATAAAAGTGATAGTTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACGATAAGATGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAGTAA
TTAGATCTGCCAATTTCTCGGACAATACTAAAACCATAATAGTACAGTTAAACGAAACTGTACAAATTCATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACACATAGGACCGGGGAGAGCATTTTATGCAACAGGACAA
ATAATAGGAGATATCAGACAAGCACATTGTAACCTTACTAGAGCAAACTGGACTAACACTTTAAAACAGATAG
TTGAAAAATTAAGAGAACAATATGAGAATAAAACAATAGTCTTTAACCATTCTTCAGGGGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCAGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCGGGATGAGATTTGGGACAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TAGCAATTATACAGAGTTAATATACAGCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
CTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGACATAACACAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTATTGTACTTTCTGTAGTGAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAAGGG



ACAGATAGGGTTATAGAAGTAATACAAAGAACTTTTAGAGCTATTATCCACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>KC699014 
GCTAAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTACATTGCACTGATTATAATGGTACTAAGGCAGGGAATGCTACTAATAATGGTACTACTACCCCGAG
TAGTATCGAGAAAATGGATAAAGGAGAAATACAAAACTGCTCTTTCAATGTCACCACAGGAATAAGGGATAAG
AAGAAGCAAGAATATGCACTTTTTTATAGAATTGATGTAATACCAATAGATGAAGAAAAGAATAATACTAGTG
ATAATACTACTAGCTATAGGTTGATAAATTGCAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTT
TGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAAT
GGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAAT
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATTTTACGGACAATGCTAAAAC
CATAATAGTACACCTGAAGGAATCTGTAGAAATTAATTGTATAAGACCCAACAACAATACAAGAAGAGGTATA
CATATAGGACCAGGGCAAACATTGTATGCAACAGGGGAAATAATAGGAGATATAAGAAAAGCACATTGTACCA
TTAATAGGACACAATGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGAGAACAATTTGGGAATAAAAC
AATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATCCTAGGGATTTGGGGCT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGACAT
TTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAAGCTTAATATACACCTTACTT
GAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGA
ATTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGTTACTCACCATTATCGTTTGCTGTT
AGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTG
GTAGAGCTCTTCTCCACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGGCATTGCTATAA 
>KC699016 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAACAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGAACAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTAAGAATAATAATACCATTAATAATGCTACTGCTAAGGCTAATACTACTAG
TACTACTAATAATACTACTAGCAGTAATAGTAGCTTGGGAGAGCAGGAGGGAGAAATAAAAAACTGCACTTTC
AATGTCACCACAAGCATAAGAGATAAGATGCGGGAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAA
TAAAAAATGATAGTGTCAGCTATATGTTGATAAGTTGTAACACCTCAGTCGTTAAACAGGCCTGTCCAAAGGT
ATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGAA
TTCAATGGAAAAGGAACATGTAGAAATGTCAGCACAGTACACTGTACACATGGAATTAAGCCAGTAGTATCAA
CTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAGGTAGTAATAAGGTCTGAGAATTTCACGAACAATGC
TAAAACCATAATAGTACAGCTGAAAAACCCTGTAGGAATTAATTGTACAAGACCCAACAACAATACAAGAAAA
AGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGATATAATAGGAGATATAAGACAAGCACATTGTA
ACCTTAGTAAGACAGAATGGAATAACACTTTACAACAGATAGCTGAAAAATTAGGAGAACAATTTAATAACGC
TACAAAAATAGCCTTTAATAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGG
GAGTTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTT
GGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGA
CGATATTTGGGAGAACATGACCTGGATGCAGTGGGATGAAGAAATTAGTAATTACACAAAAGACATATATAAA
TTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGATTTATTGGCATTAGATGAATGGGCAAGTT
TGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCGTTG
GCTGTTAGCTTGTTTGATACCATAGCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATATTTAGAA
GAGCTTTTAGGGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>KC699017 
ACTATAGAAGGCTCGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGTATTGGAAAATGTGACTGAAAATTTTAATATGGGAAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCAATCTGTG
TTACTTTAAATTGCACTAATCTTGCTAATAATACCAATAGTACTAGTTCCAATAGTAGTTTGGGAAAGATGGA
GGCAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCAGTAACATAGGAAATAAGAGGTTTAAAGAATATGCA
CTTTTTTATAAACTTGATATAGTACCAATAGATAATACTAGTACAAGATATACATTGATAAATTGTAACACCT
CAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATCCATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAAAGATACGAAATTTAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT



ACACATGGAATTAAGCCAGTAGTGTCAACCCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGGTAGTAA
TTAGATCTGTAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAGACGGCTGTAGAAATTAATTG
TACAAGACCCAACAATAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAG
ATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAGCAACATGGAATAACACTTTATCACAGATAG
TTACAAAATTACAAGGACAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCGACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTTCTGTGCCTTGGA
ATAATAGTTGGAGTAATAAATCTATAGATTATATTTGGAATAACATGACCTGGATGCAGTGGGAGAAAGAAAT
TGACAATTACACAGGTTTGATATACACTTTACTTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAA
TTATTAGAATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAAGTGGTTGTGGTATATAAAAA
TATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAATAGCTGAGGGA
ACAGATAGGGTTATAGAAGTAGCACAAAGAATTTGGAGAGGCATCCTCCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGACTTTTAATATAA 
>KC699012 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACACGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTACATTGCACTGATTTGAGAAATGATACTCAAAGTAAAAACTGCTCCTTCAATATCACCACAAGTAT
AAGAGGTAAGATACAGAAAGAATATGCACTTTTTTATAAGCTTGATATAGTACCAATAGATAATGATAGTAAT
AGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCGAAGGTATCATTTGAGCCAATTC
CCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACT
ATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAAT
GGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACGAACAATGCTAAAACCATACTAGTAC
AGTTGAAAGATCCTGTAGAAATTAATTGTACAAGACCCTATAACAATACAAGAAAAAGTATACATATAGGACC
AGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATCTTGTACCATTAATAGAACA
AAATGGAATGACACCTTAAAACAGGTAGTTGACAGATTAAGAGAACAATTTAGGAATAAAACAATAGTCTTTC
AACCACCCTCAGGAGGGGACCCAGAAATTGTATTGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCA
GGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAA
CTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAGTAACATTTGGGATAACA
TGACCTGGATGGAGTGGGAAAAAGAAATTGGCAATTACACAAGCTTAATATACACCCTACTTACAGAATCGCA
AAACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGC
ATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTT
TTACTGTACTTTCTGTAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAA
CGCCATAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTTTAGAAGTATTACAAAGAGCTTATAGAGCTATT
CTCCACATACCTACAAGAATAAGACAAGGCGCGGAAAGGGCTTTACTATAA 
>KC699020 
GCTACAAAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTCT
TTTGTGCATCAGATGCTAAAGCATATAGTAGAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAATGTTGAAAAATGTGATAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTCACTTTAAATTGCACTGATTTGAATATTACTAGCACCAATAATAGTAGTAGTTTGAATAAAGAAGAAAT
AAAAAACTATAAAGGAGAAATAAAAAACTGCTCTTTCAAAGTCACCACAGACAGAAAAGATAGGCCGAAGACA
GAATATGCACTTTTTTATAAACTTGATATAGTAAAAATAGATAATGATAGTAGGAATAATATTAGCTATAGGT
TGATACATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATCCATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATGAGACGTTCAATGGAACAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGCTAAATGGCAGTCTAG
CAGAAAAAGATGTAATAATTAGATCTGAAAATTTCACGAACAATGTTAAAACCATAATAGTACAACTGAAGAA
ACCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAAAGCA
TTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACAATGTAACCTTAATGGAACAGAATGGAATA
ACACTTTAGAACAGATAGTTAAAAAATTAAAAGAACAGTTTAAGAATAAAACAATAATCTTTAATCAATCCTC
AGGAGGAGACCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTTATGATAAGATTTGGAAGAACATGACCTGGAT
GCAGTGGGAAAGAGAAATCAGTAATTACACAGAACAAATATACACCTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACT
GGCTGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCC



ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCATATAC
CTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTATAA 
>KC699026 
ACTGCAGGAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGTTTATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCAGGAGGATATCATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCCCTCTGTG
TCACTTTAAATTGCATTAATGTGAATACTACTAATACCACCAGTAGTACTAATACCACTGTTAATAGTTGGGA
AAAGATGGATAAAGGAGAAATAAAAAACTGCTCTTTCAACATCACCACAAGCGTAAGAGATAAGGTAAAGAAA
GAATATGCGCTTTTTTATAGCCTTGATATAGTACAAATAGATAATGATAATACTAGCTATAGGTTGATAAGTT
GTAATACCTCAACCCTTACACAGGCCTGTCCAAAGATAACCTTTGATCCAATTCCAATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAGGTGTAATAATAAGACATTTGAGGGAAAAGGACCATGTACAAACGTCAGTACA
GTACAATGTACCCATGGAATTAAGCCTGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
ATATAGTAGTTAGATCTGACAATTTCACAGATAATACTAAAACCATAATAGTACAGCTGAACAAATCTATAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTTTAGCTATAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGATATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAAAGCAGAATGGAATAACACATTAA
GACAGATAGCTATAAAATTAAGAGAAAAATATGAGAACAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTATAATGCACAGTTTTAATTGTCAAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATGATAGTTGGAGTAATAGATCTCTGAGCGAGATTTGGAATAACATGACCTGGATGCAGTGGGA
AAAGGAAATTGACAATTACACAGAATTGATATACAGCCTAATTGAAATATCGCAAAACCAACAAGAAAAGAAT
GAACAGGACTTATTGGAATTGGGCAAATGGGACAGTTTGTGGAATTGGTTGGACATAACAAATTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTCTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATCAGCTTGCTCAACGCCACAGCTATAGCAGTA
GGTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTGTTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>KC699015 
GCTACAGAACAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAACTTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCAATGATTATGTGAAGAATGATACCAATACCACTATGAGTACCAATAGGAGTGATGACAA
TATCACTGTGGAGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGACATGAATGATAAATGG
CAGAAAGAATATGCGCTTTTTTATAAGCTTGATGTAGTACCAATAGAGAATAATAACATTAGCTATAGGTTAA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAGCCACTTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAAAACTTCAATGGAACAGGACCATGTGCAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGACAAGGTAGTAATTAAATCTAGCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAAGAGTC
TGTAAAAATTAATTGTACAAGACCCAACAACAATACATTGAAAAGTATACGATTTGGACCAGGGAGCGCATTT
TACACAACAGGAGCCATAATTGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAGATTGGAATAACA
CTTTAAAACAGGTAGTTACAGCATTAAGAGAACAATTTGGGAATAACACAAACACAATAGTCTTTAATCGATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATATGATTTGGAATAACATGACCTG
GATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAG
CAAGAAAAGAATGAACAAGAATTATTAGAACTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGAGATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTATTAGCTTGTTCAACGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCAGTACAAAGAACTTATAGAGCTATTATCCACA
TACCCAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTACAATAA 
>KC699013 
GCAGTAGGCCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTCTATTTT
GTGCATCAGATGCGAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAACTTGAATGTTACTAACTTGAATGTTACTCACGGGAATGATACTTCTGGCAATAT
TACTAGTGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAAAGAATATGCC
CTTTTGTATAAAGTTGATCTAGTACCAATAGATAATAATGGTAGTAGCAGATATAGCAGCTCTAGGTTGATAA
GTTGTAACACCTCAGTCATTACTCAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGCAAGGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGC



ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTGGTAATAAGATCTGAGAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTAT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGGATAACTTTAGGACCAGGGAGAGTATTTTAT
ACAACAGGAGACATAATAGGAGATATAAGACGAGCACATTGTAACCTTAGTGAGACAAAATGGAATAACACTT
TAAGACAGATAGTTAAAAAATTAAGAGAACAATTTGGGAATAAAACAATAGCCTTTAATAAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACGG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATGATAACATTTGGGGTAACATGACCTGGATGCAGTG
GGATAAAGAAATTAACAATTACACACAATTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAAGACTTGTTGGAATTAGACCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCGCACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAACAGAGTTAGGCAGGGATACTCACCAATATCGTTGGCTGTTAGCTTGCTTAATACCCTAGCCATAGCA
GTAGCTGAGGGAACAGATAGAGTTATAGAAGTATTACAAAGAATTTTTAGGGCTATTATCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>KC699021 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTGTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTCGAATGCTACTAACACCAACAGTAGTAATACTACAACCACTAATGGTAA
TTGGGGACAAATGGAGCCAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATGATTGATAAGAAG
AAAACAGAATATGCATTTTTTTATAAACTTGATGTAGTACAAATAGATAATACTAGTTATAGATTGATAAGTT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGGTTTGCGATTCTAAAGTGTAGCGATAAGAAGTTCAATGGAACGGGACCATGCACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGCCAATTTCTCGGACAATGCTAAAAACATAATAGTACAGCTGAAGGAACCTGTAAT
AATGAATTGTACAAGACCCGGCAACAATACAAGAAAAGGTATACAGATGGGACCGGGGAAAGTATTTTTTGCA
ACAGGAGAAATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAAAACGTTAG
GACAGATAGTTATAAAATTAAGAGAAGAATTTGGGAACAAGACAATAATCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGTCTAGCTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACATATTTGCACCACTGCTG
TGCCCTGGAATGAGAGTTGGAGTAATAAATCTTACAATGACATTTGGGATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTACACAAGCTTAATATATACCCTGATTGAAGAATCGCAGGTCCAGCAGGAAAAGAAT
GAACTAGAGTTAATGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTACCATAACAAATTGGCTGTGGT
ATATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCTGTGATTTCTATAAT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTCAACGCTATAGCTATAGTAGTA
GCTGAGGGGACAGATAGGGTTATAGAAATAATACAAAGACTTTGTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGGTATAA 
>KF695111 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGCATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGAGACTAAGAATATTACTGATAAAAATAGTAGCTGGGCAAGGATAGAAAA
AGGAGAAATAAAAAACTGCTCTTTCAATGTCGACACAGACATGGGTGCCAAGGTGCAGATACACTCTGCAGTT
TTTAATAAACTTGATGTAGTACTAATAGGTAATGCTACAATAAATAATGCTACAATAAATAATGAGACAAGAA
ATAATGATAATAATGCAACAGGTAAGAATAATGAGACTATTGCCTACTATAGGTTGATAAGTTGTAACACCTC
AAAAATTACACAGGCCTGCCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTT
GCGATTCTAAAGTGTAGAGAGGAGGACTTCAATGGAACAGGACGATGTAAAAATGTCAGCACAGTACAGTGTA
CACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAAT
TAAATCTGAAAATTTCGCAACCAGTGTTAAGAACATAATAGTACAGCTAAATGGGTCTGTAAAAATTAGTTGT
ATAAGACCCAATAACAATACAAGAAAAAGTATGACTCTAGGACCAGGAAAGGTATTCTATACAACAGGAGTAA
CAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAAAAGATTGGAATAAAACTTTAGAAAGGATAGCTAT
AAAACTAGGAAAACAATTTGAGAATACAACAATAATCTTTCAACCATCCGCAGGAGGGGACCCAGAAATTGAA
ATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAA
TGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAT
TAGCTGGAGTAATAGTACTAATATACCTCTAGAAGATATTTGGGGGAACATGACCTGGATGCAGTGGGAAAAA
GGAATTCGCAATCACACAAAATACATATACTCCTTACTTGAAGAATCGCAGAACCAACAGGACAAGAATGAAC
AAGAATTGTTGGAATTGGATCGCTGGGCTAATTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATAT
AAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAAT



AGAGTTAGGCAGGGTTACTCACCGTTGTCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTG
AGGGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAG
ACAGGGCTTGGAAAGGATTTTGCTATAA 
>EF033658 
GCTGCAAATCAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATAAGGCAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGAATTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCATAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACCTTAAATTGCACTGATTGGGAGAATGATACTAATAGTAGTAATGGTACTAACAATAGATGGGAAAAGAT
GCAGAAAGGAGAATTAAAAAACTGCTCTTTCAATATCTCCACAAACCTAAGAGATAGGGTACAGAAAGAATAT
GCAAATTTTTATAGACTTGATCTAGTACAAATAGATAATAATAATAGTAATAGCTATAGGTTGACAAGTTGTA
ACGCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGGTCTGAAAATTTCACGAACAATGTTAAAACCATAATAGTACAGCTGAAAGAACCTGTAGTAAT
TAATTGTACAAGACCCCACATGAGTAAAAGCAGAAGTATACGTTTAGGACCAGGGAGACCATTTTATGCAACA
GGAAACATAATAGGAGCTTTAAAACAAGCACATTGTAACCTTAGTAGGGCAGCATGGAATAACACCTTAAAAC
AGATAGTTAAAAAATTAAGAGAGAAATTTGATAATAAAACAATAGCCTTTAATTCATCCTCAGGAGGGGACCC
AGAAATTGTATTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTATGAGTGACATTTGGGATAACATGACCTGGATGGAGTGGGAAAG
AGAAATTGACAACTACACGGACATAATATACACCTTACTTGAAGAATCGCAATACCAACAAGAAAAGAATGAA
CAAGAATTATTAAAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGCTGCGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGACATTCACCATTATCGTTGGCTATTAGCTTGCTCAATGCAACAGCCATAGCAGTAGCT
GAGGGAACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCGCAGAAAGGGCTTTGCTATAA 
>AF321080 
GCTACAAAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTCCAAGAGGCACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAAATGCACTAACGTGAATACTACTAATACCAATAATACTAGTTCCAATAGTAGTAGTTGGGGAAG
TATGGAGGCAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGAGGAAGAAAGAA
TATGCACTCTTTTATAGACTTAATGTAGTACCAATAGATAATGATAATACAAGTTATACTTTGGTAAATTGTA
ATACCTCAGAGATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAATGTAAAGATAAGGAGTTTAATGGAACAGGACCATGTAAAAATGTTAGCACAGTA
CAATGCACACATGGAATTAGGCCAGTAGTGTCAACCCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGG
TAGTAATTAGATCTGAGAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAAAAAT
TCATTGTATAAGACCCAACAATAATACAAGAAAGAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACA
GGAAATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTCTAGCAGAATGGAATAACACTTTATATC
AGATAGTTACAAAATTAAGAGATCAATTTGGGAATAAAACAATAAACTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTACAGGATCGACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATAATAGTTGGAGTAATAAACCTCTAGATCAGATTTGGAATAACATGACCTGGATAGAGTGGGAGAG
AGAAATTGACGATTACACAGGTTTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTGGATACATGGGCAAGTTTGTGGGATTGGTTTAGCATAACAAAATGGCTGTGGTATA
TAAAAATATTCACAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCCATTGCTGTAGCAGTAGCT
GAGGGGACAGATAGAATTATAGAAGCAGCCCAAAGAATTTGTAGAGCTATTCTCCACATACCCAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>M26727 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAGAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTGACATGTGGAAAAATAATATGGTAGAA
CAAATGCAAGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATGTTAATACCACTAGTAGTAGTTTGAGGAATGCTACTAATACCACAAGTAGTAG
TTGGGAAACGATGGAGAAAGGAGAATTAAAAAACTGCTCTTTCAATACCACCACAAGCATAAGAGATAAGATG
CAGGAACAATATGCACTTTTTTATAAACTTGATGTATTACCAATAGATAAGAATGATACTAAATTTAGGTTAA
TACATTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATGCATTATTG



TACTCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCCTAGCAG
AAGAAGAGGTAATAATTAGATCTAGCAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATAAATC
TGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAACAGGATATCAATAGGACCAGGGAGAGCATTT
CATACAACAAAACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAACATGGGAGAAAA
CTTTAGAACAGATAGCTACAAAATTAAGAAAACAATTTAGGAATAAAACAATAGCCTTTGATCGATCCTCAGG
AGGGGATCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGCA
GTGGGAAAGAGAAATTGACAATTACACACACTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAGGTTTGTGGAGTTGGTTTAGCATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGTCATTAGCTTGCTCAACGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCTTTTCTCAATATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN034158 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATAATGTGACAATTATTAATGGTACTAATGCCAATAATAATACTACTAATGGTAC
CAATGCTATTGATGCCAATAATAGTAGTTGGGAAGGAATAGGAAGAATAGATAGAGGAGGAGAAATAAAAAAC
TGCTCTTTCAATATCACCACAAGCCTGAGTGATAAGAGGCAGAAAGAATATGCACTTTTTTATAAACTTGATG
TAGAACCAATAGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTG
TCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAT
GATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAG
TAGTATCAACTCAACTGCTGTTAAATGGCAGTCTTGCAGAAGAAGACATAGTAATTAGATCTGCCAATCTCAC
GGACAATGCTAAAATCATAATAGTGCAGCTGAATGAATCTGTAACAATTAATTGTACAAGACCCAATAACAAT
ACAAGAAGAGGTATACATCTAGGACCAGGAGGAGCATTTTATACAACAGGAGACATAATAGGAGATATAAGAA
AAGCACATTGTAACATTAGTAGAGCAGAATGGAATAAAACTTTAGACAGGATAGCCAGAAAATTAAGCGAACA
ATTTAATAATAAAACAATAGTCTTTAAGAACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAATTTTAAT
TGTAGAGGGGAATTCAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCC
TAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAA
ATCTCTGAACACGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACACACTTA
ATATACAACTTACTTGAAGAATCGCAGAACCAACAAGAGCAGAATGAACACGACTTATTAAAATTAGATCACT
GGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGG
AGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGCGAATAGAGTTAGGCAGGGATACTCACCA
TTGTCATTTGCTGTTAGTTTGCTTAACGCCACAGCGATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAG
TAGTCCGAAGAGCTTGTAGAGCTGTTCTCAACATACCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCT
ATAA 
>JN034139 
GCTGCAGAAAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAGAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTAATGTGAAGAATGTTACTAATGCCAATAGTACTAGTTCCAATATTAGTAGTTGGGA
AAGGATGGAGGAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACAAGCATAGGAAATAAGTATCATAAGGAA
TATGCACTTCTTTATAAGCTTGATCTAGTACCAATAGATAAAAATGATACTACAAGTTATACATTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTACAATGTAATGATAAGAACTTTACAGGAAAAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACCCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
GGGTAGTAATTAGATCTGAAAATATCACGGACAATGCTAAAACCATAATAGTACAGCTGAAGGACTCTGTAAA
AATTAATTGTACAAGACCCAACAATAATACAAGAAGAAGTATACATCTAGGACCAGGGAAAACATTGTATGCA
ACAGACATAATAGGAGATATAAGACGAGCACATTGTAACATTAGTGTGGCAGACTGGAATAACACTTTACAAC
AAATAGTTATAAAATTAAAGGAACAATTTCAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAG
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAAACTCTGGATCAGATTTGGAATAACATGACCTGGATGCAATGGGAGAG
AGAAATTGACAATTACACAGGGTTAATATATACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAA
CAAGAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA



TAAGATTATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTGATACCATAGCTATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGCAATACAAAGAATTGGTAGAGCCATTCTCCACATACCTAGAAGAATAA
GACAGGGCTTAGAAAGGATTTTACTATAA 
>MG902199 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTAGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATAAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCACTGATTTGGGGAATGCCACAGCTAATGCCACAACTAATATAGAGAAAGGAGAACTAAA
AAACTGTTCTTTCAATGTCACCACAAACATAAGAGATAAGGTACAGAAAGGATATGCAGTTTTTAATAAACTT
GATGTAGTACCAATAGACAATGAAAATAGTAGCTATAGGATAATAAGTTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGCTACGAATTTCAATGGAACAGGATTATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTAATTAGATCTGAAAATC
TCACTGACAATGCTAAAAATATAATAGTACAGCTGAAAGACCCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAATAAAAAGTATACATATAGGGCCAGGGAGAGCATTTTATGCAACAGATATAATAGGAGATATAAGA
CAAGCACATTGTAACATTAGTATGAAAAAATGGAATAACACTTTAAAACAAATAGTTGAAAAATTAAGAAAAC
ACTGGAATGATACAATAGTCTTTAATCCATCCTCAGGAGGGGATCTAGAAGTTGTAATGCACACCTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTG
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAT
CTCTGAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATCACACAAGAGAAAT
ATACAAATTAATTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGG
GCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAG
GCTTGATAGGATTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
ATCGTTCGCTGTTAGCTTGCTTGACACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATA
TTACAAAGAATTGGTAGAGCCATTCTCAACATACCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTAT
AA 
>MG902157 
GCTCAACAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTAATATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAATAAAAAGAATAGCACGAATAGCACGGCAACAGATAACACGAATAGCAC
GGCAACACCGCCGCCGGCGGGAGGAGAGATAAAAAACTGCTCTTTCAATATCACCACAAATATAAGAGATAAG
ATAAAGAAAGAATATGCACTTTTTTATACACTTGATATAGTACCAATAGGTGAGGATGATAATACTAGCTATA
GGTTAACAAGCTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACA
TTATTGTGTCCCGGCTGGTTTCGCGATTATAAAGTGCAACAATAAAACATTCGATGGAAAAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAGGAGGTAGTAATTAGATCTGACAATTTCACAGACAATGCTAAAAACATAATAGTACAGCTAAA
TAGTTCTATAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACCTATAGGACCAGGGAGA
GCATTTTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACCTTAATAAAACAGATTGGA
ATAAAGCGCTACAACAAATAGCTGGAAAATTAGGAGCACAGTTTGGGAAAGATAAAACAATAATCTTTACACA
ACCCTCTGGAGGGGACCCAGAGATTGTATCACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAACGGATCAACGGTTCCTAGGGCTTTGGGGATGCTCTGGAAAACTCA
TTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGGATGACATTTGGAGTAACATGAC
CTGGATGGAGTGGGAAAAAGAAATTGATAATTACACAGGAATAATATACACCTTACTTGAACAATCGCAGAAC
CAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTTTGC
TGTGTTTTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGCTTGCTCAATGCC
ACAGCTATTGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTGTAGAGCTATCCTCC
ACATACCCACAAGAATAAGACAAGGCTTGGAAAGGGCTCTGCAATAA 
>HM586193 
ACTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAACTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGGAAATAGTACTGGGGGAAATAGTACTGGGGGTACAAATACTACCTGGGG
AAGGATGGAGAAAGGAGAATTAAAAAATTGCTCTTTCAATGTCACCACAAACATAAGAGATAAAGTGAAGAGA
GAATATGCAGCTTTTTATAAGCTTGATCTAATGAAAATAGATAATGATAATGATAGCTATACGTTAATAAGTT



GCAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCSATTCTAAAGTGTAATAATAAACAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAA
AGATAGTAATTAGGTCTGAAAATTTCATGGACAATGCTAAAACTATAATAGTACAGCTGAACGAATCTATAGA
CATTAAGTGTATAAGACCCAACAACAATACAAGAAAAAGTATATCTATGGGACCAGGGAGAGCATTTTTTAAT
ACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAACACTTTAA
AACAGATAGTTGACAAATTAAGAGAAAAATTTGGGAAAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
AGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATACGATTTGGGATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACMCAAACTTAATATATAACTTACTTGAAGAATCGCARAACCAACAAGAAAAA
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGKTTTAGCATAACAAACTGGCTGT
GGTATATAAGATTATTYATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCCAT
AGTAAATAGGGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGTTCAACACCTTAGCCATAACA
GTAGCTGGGTGGACAGATAGGGTTATAGAAGTAATACAAAGAACTTGTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGTGCAGAAAGGCTTTTGCTATAA 
>HM586198 
GCTGCAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAGCGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATTATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCACTGATGTGAATTCTACTAGGACCAATAGTAGTAGTGGTGATGGGGAACTGATGGAGAA
AGGAGAAATGAAAAACTGCTCTTTCAATGTCACCTCAAATATAAGAGATAAGATGCAGAAACAATATGCACTT
TTCTATAACCTTGATGTAGTACAAATAGATAATGATACTAACTATAGGTTGACAAGTTGTAACACCTCAGTCA
TTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCGAT
CCTAAAGTGTAATAATAGGACGTTTAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATAAAACCAGTAGTATCAACTCAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGACAATTTCTCAAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAACAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAACATTTTATGCAACAGGAGATATAATA
GGAGATATAAGGAAAGCATATTGTAATATAAATGGAACAAAATGGCATGACACCTTAATACAGGTAAGCGAAA
AATTAAAAGAACAATTTAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGAGACCCAGAAGTTGTAATGCA
CACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTAAATGCTATTTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTA
CACAAACGAAATATACAGATTAATTGAAGGAGCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACCAACTGGCTGTGGTATATAAGACTATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCGTTGGCTGTTAGCTTGCTTAACGCTATAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTGTTACAAAGAGGTTTTAGGGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCGCGGAAA
GGGCTTTGAATTAA 
>HM586210 
AATGCAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATGTTTGGGCCACACACGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGAAAATGTGACAGAAGAATTTGACATGTGGAAAAATAACATGGTGGAA
CAGATGCAGGAGGATATAACAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCAAATGTTACTACTACCAATAGTACTATCAATAGTAGTAGCGGGGAACTGAT
GGAGGTAGGAGAAATAAAAAACTGCTCTTTCAACATCAAAGGAGTAACAAGAGATAAGGTGCAGAAAGAAAAT
GCATATTTCTATAAGCTTGATGTGGTAGAAATAGATGATAGTAACAGCAGCTATAGGAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATGACACACGCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTAC
CCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACTATGCAAAAATGTCAGC
ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACGCAACTGCTGTTGAATGGCAGCTTAGCAGAAG
AAGAGGTAGTAATTAGATCTGAAAATTTCACAAATAATGTTAAAAACATAATAGTACAGCTGAATGAATCTGT
AGTAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATGGGTCCAGGACAAGCATTGTAT
ACAACAAACATAATAGGAGATACAAGACAAGCACATTGTAACATCAGTAGGAAGGAATGGAATCGCACTTTAA
AACTGATAGTTAAAAAATTAAGAGCACAATATGGGAGTAATAAAACAATAGTCTTTACCCCACCCTCAGGAGG
GGACACAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGCTACCTAAAGGATCAACAGCTCCTGGGAATCTGGGGTTGCTCTGGGAAACTCATCTGCACCACTA
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGCAGTG
GGATAAAGAAATTAACAATTACACAAGTACAATATACACCTTAATTGAAAAAGCGCAGAACCAACAAGAGAAG
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGT



GGTATATAAGGTTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTTT
AGTGAATAGAGTCAGGCAGGGATACTCACCATTATCATTGGCCATTAGCTTGCTCAACGCCACCGCCATAGCA
GTAGCTGAGGGGACAGACAGGGCTATAGACATAATACAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGAGTTTAGTATAA 
>FJ653437 
ACTGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGATACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAACTACCATTGGTAAATGTGACAGAACATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTCTATGGGATCAAAGCTTAAAGCCATGTGTAAAAATAACCCCACTCTGTGTCA
CTTTAAATTGTACTGAGTTAAGGAATGCTACTAATACCACTGATAGTAGTAAAACCACTAGTGATAGTGGGGA
AATGAAAAACTGCTCTTTTAACTACACCACAAGCCTAAAAGGAAGGATGAAGGACTATGCACTTTTTTATAAC
CTTGATATAGTACCACTAGATAATAGTAGTAACACATATAGGTTGATAAGTTGTAACAACTCAGTCATTACAC
AGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCACTTCTAAA
GTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAA
ATTTCACAAACAATGCTAAAACCATAATAGTGCAGCTGAACAAACCTGTAGTAATAAATTGTACAAGACCCAA
CAACAATACAAGAAGAGGTATACATATAGGACCAGGGAGAGCATTATATACAACAGATATAATAGGAGATATA
AGGCAAGCACATTGTAACCTGAGTGAAGCACAATGGAATGACACTTTAAAACAGATAGTTAAAAAATTAAGAG
AACAGTTTGGGAATAAAACAATAAAATTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCATATGAGCAGATTTGGAATAACATGACCTGGATGGAGTGGGATAAAGAAATTGAAAAATACACAGA
ATCCATATACACCTTAATTGAAATATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGAT
AAGTGGGTAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTC
ACCATTATCGTTAGCTATCAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAGGAGACAGATAGGGTTATA
GAAGTATTACAAAGAATTGGTAGAGCTTTTCTCCACATACCTAGAAGGATAAGACAGGGCTTCGAAAGGGCTT
TGCTATAA 
>HQ595768 
ACTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCCACCACCACTCTATTCT
GTGCATCAAATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAATATTAGAAAATGTGACAGAATATTTTGACATGGGAAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATTAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAGTTGCACTGATGTAAATGGTACCAATTCTACTAATATTAAAAAAGAGATGGTAATGAATAGAGG
AGATATGAAAAACTGCTCTTTCAATTTCACCACAAACATAAGAGATAAGGTACAGAAAGGACGTGCGATTTTT
GATAATTATGATATAGTACCAATAGATAATACTAATAATTCTAGCTTTAGGTTGAGAAGTTGTAATACCTCGG
TCATTACACAGACCTGTCCAAAGGTGACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAATACATTCAATGGAACAGGACCATGTACAAATGTCAGCTCAGTACAATGTACA
CATGGAATTAGGCCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAGTAATTA
GATCTGTCAATTTCACAGACAATGCTAAAACCATAATAGTACAACTGAATAAATCTGTAGTAATTAATTGTAC
AAGACCCAACAACAATACAAGACAAGGTATACATATAGGACCAGGGGGAGCATTTTTTGCAAGAGGAGACATA
ATAGGAGATCCAAGACAAGCACATTGTAACATTAGTAGAACAGGATGGAATAATACTTTAGCACAGGTAGTTA
AGAAATTAAGAGAACATTGGAATAAAACAATAATTTTTAATCAACACTCAGGAGGGGACCCAGAAATTATAAT
GCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTGCAT
GATCAACAGCTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAGATCTCTGAACTACATTTGGGGCAACATGACATGGATACAGTGGGAAAAGGAAATTGACAA
TTACACAACTGAGATATACGGCCTAATTGCAGAATCGCAAAACCAACAAGAAAAAAATGAGAAGGAATTATTA
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCA
TAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTTGCTATTAGCTTGTTTGATGCTACAGCCATAGCAGTCGCTGAGGGGACAGAT
AGGGTTATAGCAATTTTACAAAGGGCATTTAGAGCTTTCCTTCATATACCTAGAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>HQ595771 
GTTTCAGAACAGGCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCCCTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGACTTTAAATTGTACTGATTTGAAGAATGATACTGTCAATAATAATACTAGAGATATTCAAGATGAAATGAA
AGAAGAAATAAAAAACTGCTCTTTCGATATCGAAACAAGCATAAGAGATAAGAAGCGAAAGGAACATGCACTT
TTTTATACACTTGATATAGTACCAATAGATAATAATAGTACTAATACTACTTATAGGTTGACAAGTTGTAACA



CCTCAGTCATTAAACAGGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAATGTAATGATACTAAGTTCAATGGATCAGGACCATGTAAGAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAA
TGATTAGGTCTGAAAACTTCTCGAACAATGCTAAAGTAATAATAGTGCAGCTGAAGGAATCAGTACCAATTAA
TTGTACAAGACTCAACAACAATACAAGAAAAAGTGTAAGGATAGGTCCAGGGGCAACATTTTTTGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGCATGGAGTAAAACTTTAGAACAGG
TAGCTAAAAAATTAAAAGAACAATATAATAAAACAATAATTTTTAATCAATCCTCAGGAGGGGACCCAGAATT
AGTAACACATAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAACATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAGAAATCTGACGAGCATTTGGGATAACATGACCTGGATGGAATGGGAAAAAGAAAT
TGATAATTATACAAGCACAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGTTCAACGCCATAGCAATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTAATACAAGAAATTTTTAGAGCTTTTATCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>HQ595772 
GCTACAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCAGTGATGTAAGGAATGCCAATAATGCCAATAATAGTAGCGGGGGAAACATAGAGGTAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAGGGAATAAGCTGCAAAACCAATATGCAACTTTT
TCTAAACTTGATGTAGTGCCATTAGATAATACTAGTAATAGCTATAGGTTGATAAATTGTAACACTTCGGTCA
TTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAAAT
CTGAGAATCTCACGGACAATACTAAAACCATAATAGTACAGCTAAATAAATCTATAGCAATTGATTGCATAAG
ACCCAACAACAATACAAGGAGAAGTATACATATGGGACCAGGGAAAACATTTTTTGCAGCAGATATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAACAGACTGGAATAAAACCTTAAGAGGGATAGTTATAAAAT
TAAAAGAATCATTTGTGAATAAAACAATAATCTTTAATCAATCATCAGGAGGGGACCCAGAAATTGTACTGCA
CAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGATTTGGGGGTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGAGTCAGATTTGGGACAACATGACATGGATGCAGTGGGAAAAAGAAATTGACAATTA
CACAAGATTAATATACACATTAATTGAAGAATCACAATACCAGCAAGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTTTTGTACTTGCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGA
GCTATAGAAATATTACAAAGAGCTTGTAGAGCCATTCGCAACATCCCTAGAAGAATAAGACAGGGTTTGGAAA
GGTCTTTGCTATAA 
>HQ595774 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGGGAAGCAAATGCCACCTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGAACAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTAATATTACTAGCAATAATATTGCTAGCAATAATACTGGCAGTAATGTTACTGGCAG
TAGTAGTACTAGCAATAATAGTATTAGTAGTACCACAAATAGCAGTATTTTAGGACCAATGAAAGATGAAATA
AGAAACTGTTCTTTCAATATCACCACAAGTATAAGAGATAAGGTACAGAGAGAATATGCATTTTTATATAAAT
ATGATATAGTACCAATAGAAAATAAAAATAATAATACCAAATATAGGTTGATAAGTTGTAACACCTCAGTCAT
TACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATT
ATAAAGTGTAGAGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATG
GAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATATAATAATTAGATC
TGAGAATATCACAGACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTGCAAATTAATTGTACAAGA
CCAGGCAATAATACAAGAAGAAGTATAAACATAGCACCAGGGAGAGCATGGTATACAACAGGGGAAGTAATAG
GAGATATAAGACAAGCACATTGTAACATTAGTCAAAAAGAATGGACTAAAACTTTAAAACAGGTAGCTAGAAA
ACTAAGAGAACAATTTAATAGGACAATAGCCTTTAATAAATCCTCAGGAGGGGACCCAGAAGTTGTAATGCAC
ACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATC
AACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTG
GAGTAATAAATCTCATGATCAGATTTGGGAAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGAAAATTAC
ACAAACACAATATATGAATTAATTGAGCTATCGCAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCAT



TGGATAAATGGGACAGCTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAAT
GATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTAATTTCTGTAGTGAATAGAGTTAGGCAGGGA
TACTCACCATTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGA
TTATAGAAGGAGTACAAAGAGCTTTTAGGGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAG
GGCTTTGGTATAA 
>HM204626 
ACTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCACATGATACAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATGAGAGCTTGAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAATTGTACAGATTGTAAGGGAAATGGTACGGATACTAACAATTGTACTAGCAGCAGCAATGTGAC
AGTGGAGGACGGAGAAATGAAAAAGTGCTATTTCAATATCACCACAAGCATAAAAGATAAAAAGCAAAAGGAA
TATGCACTCTTTTATAAACATGATGTAGTATCAATAGATAATACTAGCTATAGGTTGATAAGTTGCAACACCT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTAGCCCCGGCTGGTTTT
GCAATTCTAAAGTGTAGAGATAAGAAATTCAATGGAACAGGACTATGTAGAAATGTCAGTACAGTACAATGTA
CACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAAT
TAGATCTCAAAATTTCACGGACAATGCTAAAACCATAATAGTACAACTGAATGAATCTGTACAAATTAATTGT
ACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGGGCATTTTATGCAACAGGAGAGG
TAATAGGAGATATAAGAAAGGCACATTGTAACATTAGTGGAAAAGATTGGAATAACACCTTAGAAAGGGTAGC
TGAAAAATTGAGAAAACAATTTGGAAACAATAAAACAATAGTGTTTAACTCATCCTCAGGAGGGGACCTAGAA
ATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGAT
ACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACGCATTTGCACCACTGCTGTGCCTTG
GAATACGAGTTGGAGTAATAAATCTATGAATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAGGAA
ATTAGTAAGTACACACAAACAATATATAGCTTAATTGAACAATCGCAAAGCCAGCAAGAAAAGAATGAACAGG
AACTATTAGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAA
GTTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTGAAAAGA
GTTAGGCAGGGATACTCACCTATATCGTTGGCTGTTAATTTGCTTAATACCACAGCTATAGCAGTAGCTGAAG
GGACAGATAGGATTATAGAAGTAGCAAATAGGATTTTTAGAGCTTTTCTCCACATCCCGAGAAGAATAAGACA
GGGCTTAGAAAGGCTTTTGCTATAA 
>HM204627 
GTTGCAGGCAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTATTGGAAAATGTAACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACGTTAAATTGCACTAAGACCAATAATAGTACGAATGTTAATAATACCATGGGGGGAGGAGAAATGAAAAA
CTGCTCTTTCAATATCACCTCAGAAATAAGAGATAAGACAAAGAAAGAAAATGCACTTTTTTATACAATAGAT
CTAGTACCAATAAATAATGATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAA
AGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAA
GGATTACAAGGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTA
TCAACTCAACTGCTACTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATATCACAGACA
ATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAG
AAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGGCAAGCA
CATTGTAACCTCAGTAGAGTACAATGGATTAATGCTTTAAACCAGACAGTTAGAAAATTAAGAGAAAAATTTA
ATAAAACAATAGTCTTTAACCAATCTTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGG
GGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTGGGGATT
TGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTGA
GTCAGATTTGGGATAACATGACTTGGATGCAGTGGGAAAAAGAAGTTAGTAATTACACAGGCCTAATATACGC
CTTAATTGAAGAATCGCAAACCCAACAAGAAAAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGT
TTGTGGAATTGGTTCGACATATCAAACTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGA
TAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTT
TGCTGTTACCTTGTTCAATGCAATAGCCATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGCAGTCCAA
AGAGCTTTTAGAGCTTTTCTTCACATACCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTAATATAA 
>HM204628 
GCTGACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACCACTCTATTTTGTG
CATCAGATGCTAAAGCAGTTGAAACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAGTACTTTTAAAAAATATGACAGAAAGCTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTGACATTAACCCCACTCTGTGTTA
CTTTAAATTGCAAGAACACTACTAATAACACCAGTAATAGTAGTGGGGGAACGATGGAGGGAGGAGAAATGAA
AAACTGCTCTTTCAATATCACCACAGACATAAGAGATAAGGTGAAAAAAGACTATGCCCTTTTCTATAACCTT
GATATAGTACAAATAGATAGCAGTAGAAGTAATAATAGTACTGAATATAGGTTGATAAGTTGCAATACCTCAG



TCATTACACAAGCCTGTCCAAAGGTATCCTTTACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTGTAAAGTGTAACGACAAAAGATTCAATGGAACAGGACCATGTGTAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTGGTAATAA
GATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCCATAGAGATTAATTGTAC
CAGGCCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGCAAGCAATTTATGGTTATAAAACAGGA
GAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAAAGAAATGGAACAACACTTTAAAACTGG
TAGTTAAAAAATTAAGAGAGCAATTTGGGAATAAAACAATAGCCTTTAAGCAATCCTCAGGAGGGGACCTAGA
AATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATACTAGTTGGAGCAATAAATCTCTGGATGATATTTGGGAGAATATGACCTGGATGCAGTGGGATAAAGA
AATTAGCAATTACTCACAAATAATATACACCTTAATTGAAGAATCGCAGATCCAGCAGGAGAAGAATGAACAA
GAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTACTGTACTTTCCATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCCATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTGTTACAAAGAGTTTTTAGAGCTATCCTCCACGTACCTAGAAGACTAAGAC
AGGGCTTAGAAAGGATTTTGCTATAA 
>HM204629 
GCATCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAAAAAATGTGACAGAAGATTTTAACATGTGGCAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTTTGTG
TTACTTTAAATTGTTCCAATGTTACAAATACCAATGCTACAAATGCCACTGATAGTAGTTGGAATGACATAAA
AAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAGGGTTCAGAAAGAATATGCACTTTTTAATAGACTT
GATGTAGTACCAATAGGTGATAATAATACCACAAAATATAGGTTGATAAGTTGTAACACTTCAGTCATTACAC
AGGCCTGTCCAAAGATATCATTTGAGCCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTATAAA
GTGTAATAATAAGACATTCAGTGGAAAAGGAAAATGTAACAATGTTAGCACAGTACAATGCACACATGGAATT
AGGCCGGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAGATAGTAATTAGATCTGATA
ATTTCACAGACAATGCTAAAACAATAATAGTACAGCTGAACACATCTGTACAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATCATAGGAGAT
ATAAGACAAGCCTATTGTAACATTAGTAAAACACAATGGAATAACACTTTAAGACAGATAGCTATAAAATTAA
GGGAACAATTTAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGAGACCCAGAAATTGTAATGCATAGTTT
TAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAAAATCTGAGTCAAATTTGGGATAACATGACTTGGATGCAGTGGGAAAAAGAAATTGAAAATTACACAGG
CTTAATATATGACTTACTTGAAAAATCGCAAAACCAGCAAGAACAGAATGAACAAGAATTATTAGCATTAGAT
AAGTGGGCAAGTTTGTGGAGTTGGTTTGACTTGACAAACTGGCTGTGGTATATAAGAATATTTATAATGATAG
TAGGAGGCTTGATAGGCTTAAGGATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTGGCTGTCAGCTTGTTCAACGCCACAGCTATAGTAGTAGCTGAGGGGACAGATAGAATTTTA
GAAGTATTGCAAAGAATTTATAGAGCATTTATCCACATACCTAGAAGAATAAGACAGGGCTTCGAAATTGCTT
TGCTATAA 
>HM204632 
GGTGAAGAACAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCGCCACTT
TATTTTGTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCATGTGTACC
CACAGACCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATTTGGAAAAATGACATG
GTAGAGCAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCAC
TCTGTGTTACTTTAAATTGCACTGATTTCAATAGTACAGCCACTAATAGTAGTGGGAAACAGACGACCACTAA
TAGTAGTAGTGGGATGGAACAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGACTTAAGAGATAAG
ATAAAGAAAGAATATGCACTTTTGTATAAAACTGATATAGTACAAATAGATAACTCAGGGAATACTAGCTATA
GCTATAGATTGATAAGTTGCAACACATCAACCCTTACACAGGCCTGTCCAAAGGTATCCTTTCAACCAATTCC
CATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAAAAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTACTGTTAAATG
GCAGTCTAGCAGAGGAAGAGATAGTAATCAGATCTGACAACTTCTCAGATAATGCCAAAACTATAATGGTACA
TCTGAATGAATCTATAAAAATTAATTGTACAAGACCTAGCAACAATACAAGAAAAAGTATACATATAGGACCA
GGGAGAGCATTTTATGCAACAGGAGCTATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAAAC
ATTGGTTTGAAACTTTAGAAAAAATAGTTATAAAATTAAGAAAACAATATGGGGAAAATAAAACAATAGTCTT
TAAACAATCCTCAGGAGGGGACCCAGAAATTGTACAACACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGTAACAGATCTCTGGATATGATTTGGAATAA
TATGACCTGGATGCAGTGGGAAAAAGAAATTGACAACTACACACAAATAATATATACCTTAATTGAACAATCG
CAAAACCAACAAGAAAAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTA



GCATAACAAACTGGCTATGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGCAGTGCTTGCTATAGTAAAAAGAGTTAGGCAGGGATATTCACCATTGTCGTTGGCTGTTAGTTTGCTC
AACGCTACAGCTATAGCAGTAGGTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGATTTTGGAGAGCTT
TTCTCCATATACCTAGAAGAGTAAGACAGGGCTTGGAAAGGAGTTTGGTATAA 
>HM204633 
GCTGCAGAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATACTACAGAGGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATGCCAATACTACCAAAAGTAGCAATAATACTAATCATACTAGTGCCCCTAAAGT
ACTGATGGAGGAACAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACTGCAGGCATAAGAGATAAGGTAAAA
AAGGAATTTGCTCTCTTTTATAGTCTTGATATAGTACCAATAGATAGTGATAATACAAATAAAAATACCATTA
ATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCACTACACAGGCCTGTCCAAAAGTATCCTTTGA
GCCAATTCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAAGATGAGACGTTCAGTGGA
AAAGGACCGTGTAACAATGTCAGCACAGTGCAATGCACTCATGGAATTAGGCCAGTAGTATCAACTCAACTAT
TGTTAAATGGCAGTCTATCAAAAAGAGAGGTAGTAATTAGATCTGAGAATTTCACAGACAATGCTAAAAACAT
AATAGTGCAGCTAAACAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAGGT
ATAGGACCAGGAAGTGCAATTTTTGCAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTACCATTG
ATAGAAAAGATTGGAATAACACTTTAGAACAGATAGTTAAAAAATTAGGAGCACAATTTAAGAATATAACAAA
AATATCCTTTAATAAATCCTCAGGAGGGGACCCAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTT
GCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATGATAAGAT
TTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGACATAATATACAACTTAATT
GAAATATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGA
ATTGGTTCGACATTTCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTACTGTACTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTT
AGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAGTGGACAGATAGGGTTATAGAAGTAGCACAAAGATTTG
GTAGAGCTATTCTCAATATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>HM204638 
GGTGCAGAACATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAATCCACAAGAAATGGTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACTTTAAATTGTACTAATTATACTGGTACCAGTAATAGTAGTAGTAATGGTACCAGTAATAGTAGTAGTAA
TAGTACCAGTAATAGTAGTATAAATATGGAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCTCAAGCATA
AATAAGGGGCTGAAAAAAGAACATGCAATTTTTAATAGACTTGATGTAGTACCAATAGGTAATGATACTACAA
GCTATATGATGATAAACTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCC
CATACATTTTTGTGCCCCGGCTGGATTTGCAATTATAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCA
TGTAAAAATGTCAGTACAGTACAATGCACACATGGAATTAGGCCTGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGCCTAGCAGAAGAAGATATAGTAATTAGATCTGAAAATTTCTCAAACAATGCTAAAACCATAATAGTACA
GCTGAACGAGACTGTTGTAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAATCTAGGACCA
GGGAGAGCATTTTTTGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGTAG
CTTGGAACAACACTTTAAGACAGATAGCTAAAAAATTAAGTGAACAGTTTAATAATACTGAAACAATATTCTT
TAAGGAACACCCAGGAGGGGACCCAGAAATACAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGA
AACTCATTTGCTCCACTTCTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTATAGATACAATTTGGAAAAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAGGAAATATACACCTTACTTACAGACTCG
CAGATCCAACAAGAAAAGAATGAAAAGGAATTATTGGAATTGGATAAGTGGGCAGACTTGTGGAGTTGGCTTG
ACATATCACACTGGCTATGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGT
TTTTACTGTACTCTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCACTATCATTCGCTATTAGTTTGCTT
AATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGATTACAGAGAATTGGTAGAGCTA
TTCTCAACATACCCAGAAGAATAAGACAGGGCGCAGAAAGGATTTTGTTATAA 
>HM204640 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAACCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTAATTGGAATACTACTGATTTGAATACTACTAACATTAATAACAATAATGGTCGGGA
GTACATACAGGAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGAAGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAAGACTAGATATAGGTTGATAAATT



GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGTGATTCTAAGGTGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCATA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACATCTAAATGAATCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAATAAAAGGTATACATATAGGACCAGGGAAAGCATTTTATACA
ACAGGAGCCATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATATCACTTTAG
AACGGATAAAGATAAAATTAAAAGAACAATTTGGGAGTAATAAAACAATAGTCTTTAAGCAATCCTCAGGCGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGCATGAAATTTGGGATAACATGACCTGGATGGAGTG
GGAGAAAGAAATTAGCAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAACTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAATAGGGGGTTTAGTAGGGTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATATTCACCAATATCGTTGGCTGTTAGTTTGCTTAATGCCACAGCTATAGCA
GTAGCTGAGGGGACAGATAGAGTTATAGAAGCAGTACAAAGAGCTTGTGGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>HM204641 
GCTGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCTTATGAAACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGATCC
TGACCCACAAGAATTAAAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGTACTACTTGGAACTCCACTAGTAATGTTACTAATACTTTTATTAATAGTACTATAGGAAATAT
ACAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCTCAAGCATACAAAATAAGATGCAGAAAGAGTATGCA
CTTTTTCATAAAACTGATCTAATGTCAACAGAGGGCAATACAAGCTATACACTGACAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGACAAGGAGTTCAATGGAACAGGACCATGTAGTGATGTCAGCACAGTACAATGTACT
CATGGAATTAGGCCAGTAGTGTCAACACAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGGATAGTGATTA
GATCTGAAAATCTCACTGATAATGCTAAGACCATAATAGTGCAACTAAATAAAAGTATAAAAATTAATTGTAC
AAGACCCAACAATAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGACATAAGAAACGCACATTGTAATCTTAGTAGAACAGCATGGGGAGAAGCTTTACAACAGATAGTTA
CAGAATTAAGAAAAAAGTTTGGGAATAAAACAATAAGCTTTAACCAATCCTCAGGAGGGGATCCAGAAGTTAT
AATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGGTACCTA
CAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGGAAACTTATCTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAAACTCATGAGGAGATTTGGGGAAACATGACCTGGATGCAGTGGGAGAGAGAAATTAA
CAATTACACAGGCTTAATATACACCTTAATTGAAGAATCAAATATCCAACAAGAAAAGAATGAACAGGACTTA
TTGGCATTAGATAAGTGGGAAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTCGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCTGAAGGAACA
GATAGGATCATAGAAGCAGCACAAAGGCTTGGAAGAGCTATTATCAACATACCTAGAAGAATAAGACAAGGCT
TAGAAAGGGCTTTGCAATAA 
>HM204642 
GCTAAAGAACAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACCCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGAAAATGTAACAGAAGATTTTAATGTGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAATAATACTATCTCTGGTAGTAGTAATATCTCTAGTAATACTAATAATGGAAGTGTGGA
ACTAACGATGGAGCCAGGAGAAATAAAAAACTGCTCTTTCAATACCACCACAAATGAAAGAAATAAGATGCAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTATCAATAGATAATAGTAATACTAGCTATAGGTTGATAA
GTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTTTTGTGC
CCCGGCTGGTTATGCGATTCTAAAGTGTAACAATAAAACATTCAGTGGAAAAGGACCATGTACAAATGTCAGC
ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAGCTACTGTTAAATGGCAGTTTAGCAGAAG
AAGGTATAGTAATTAGATCTGAAAATATCACAAACCCGACTAAGACCATAATAGTACAGCTGAACGAGTCTGT
AGAAATTAACTGTACAAGGCCCAACAACAACACAAGAAGAGGTATACATGTAGGACCAGGGAGAGCAATTTAT
ACAACAGGAATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAGAGAAAAATGGAACCAAACTTTAG
GAAGGATAGCTACAAAATTAGGAGGCATATTTAATAAAACAATAGTCTTTAAGCAACACTCAGGAGGGGACCC
AGAAGTTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAA
AGATACCTAGCGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCCCTAAATGAGATTTGGGACAACATGACCTGGATGCAGTGGGAAAA
GGAAATTGACAATTACACAAACACAATATACAGTTTGATTCTAGACTCGCATAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA



TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGCTGTATTTTCTATCATGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAATGCCATAACTATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTATAGAGCTTTTCTCCACATACCTGTAAGAATAA
GACAAGGCTTGGAAAGGGCTTTGCAATAA 
>HM204643 
GCTGCAGAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGATGCAATCACCACTTTATTTT
GTGCCTCAGACGCTAAAGCGTATGATGCAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTTGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTCTAAATTGCACTGATTTGAACAATACTACTAAAACCAGTAATAATACAGGAGAAGCAGGAGAGGGAGT
AGAAATGAAAAACTGCTCTTTCAACATCACCACAAGCATGAAAGATAAGATAAAGAAAGAGCATGCACTTTTT
TATACACTTGATATAGTACCAATAGATAATAATGCTAATACTAGCTATAGGTTGGTAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGC
GATTCTAAAGTGTAATAATAACACGTTCAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGTACA
CATGGAATTAAACCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAGGAGAGGTAATGATTA
GATCTGAAAATTTCACAAACAATGCTAGAACCATAATAGTACAGCTGAACAAAACTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAGAAGTATACCTATAGGGCCAGGAAGAGCATTTTATGCAACAGGACAAATA
ATAGGAGATATAAGAAAAGCATATTGTAATATTAGCAGAGCACAGTGGAATAACACTTTAAAACAGATAGTTG
GAAAATTAAGAGAACAATTTGGAAATAATAAAACAATAATCTTTAAGCCACACTCAGGAGGGGACCCAGAAAT
TGTAACACACAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAGTCTTTGGATGCAATTTGGCAAAACATGACTTGGATGGAGTGGGATAGAGAGAT
TAATAATTACACCAAATTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGAA
TTATTAGAATTAGGTAAGTGGGACAGTCTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATAATAGTAGGGGGTTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCACTGTCATTGGCTGTTAGTTTGCTTAATGCTACAGCCATAGCAGTAGCTGAAAGG
ACAGATAGGATCATAGAAGTATTACAAAGAATTTTTAGGGGTATTCTCCACATACCTAGAAGAATAAGGCAGG
GCTTGGAAAGAATTTTGCTATAA 
>HM204646 
GCTACAGAACCATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACTCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTATTCTTGGAAAATGTGACAGAAAATTATAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGAATTGAGGAATAAAACTGATTGGAGGAATCCAAATCAGACGAATGATACAAA
GATAGAGAAAGGGGAAATAAAAAACTGCTCTTTTGATACCTCCCCAAGCACAACAGACAAAAAACAGAAAGCA
TATGCACTTTTTTATAAGCTTGATGTAGTACAAATAGATGATGTTAATAATAGTACTAATGCTACTGCTAACT
ATACTAGTTATAGGTTGATAACTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCC
AATTCCCATTCATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGCAATGATAAGAAGTTCAATGGAACA
GGGCTATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCATTTACTGT
TAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTCAAAATTTCACGAACAATGCTAAAACCATAAT
AGTACAGCTGAAGACACCTGTAAACATTACTTGTACAAGACCCAGCAACAACACAAGAAAAGGTATACATATG
GGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTG
AAGGAGATTGGGTGAGTGCGTTAAACCAAACAGTTGAAAAATTAAAAGAACAATTTAAGAATAAGACAATACA
GTTTCAGCCACCCTCAGGAGGGGACCCAGAAGTTGAGATGCACACTTTTAATTGTGGAGGGGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAA
TAACATGACCTGGATGGATTGGGAAAAAGAAATTGACAATTACACAAACTTAATATATGACTTACTTCAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGT
TTAGCATAACTAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGATAGGTTTAAGGAT
AGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAACTTG
CTCAATACTACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAATAATACAAAGAACTTGTAGGG
GCATCCTCCATATCCCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTATAA 
>KY658697 
GCTACAGGACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAACGCGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATAAGTCTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACCTTAACTTGCATTGATTTGAAGAATGGTACTAATACCACTAGTGGTATCAAAATAGAGGGAAGAGAAGA
AATGGCAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGCAGAAAGAACATGCAATTTTTTAT
AAGCTTGATGTAGAACCAATGACTAAGAATGATAATACCAGCTTTAGGTTAATAAGTTGTAACACCTCAGAGA



TTAGACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAGAATAAGAATTTCACTGGAACGGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGTATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGGAGAGGTAGCAATTAGAT
CTAGCAATTTCACAAACAATGCTAAAATCATAATAGTACAGTTGAATGAATCTGTAGCAATTAATTGTACAAG
AGTCAACAACAATACAAGAAAAAGTATACATATGGGACTAGGGGGAGCATGGCATACAACAGGGAATATAATA
GGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGAAGCATGGAAGAACACTTTAAAACAAATAGTTACAA
AATTAGGAGAACAATTTGGGAATACTAGCAAAATAATCTTCAACCAATCCTCAGGAGGGGACATCGAAATTGT
AACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTA
AGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATG
TTAGCTGGAGTAATAAATCTCTGGATGGGATTTGGAACATGACCTGGATGGAGTGGGAAAAAGAAATTGATAA
TTACACAGGCTTGATATACAAATTAATTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAAGAATTGTTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAGAAGAGTTAGGCA
GGGGTACTCACCAATATCATTTGCTGTAAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAGCTTGTGGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCAATAA 
>HQ595776 
GCTACAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATAAAACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATATTATTGAGAAATGTAACAGAAAATTTTAATGTGTGGAAAAATGATATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAGTTGCACTGATTTGAATACTACTAGTGCCAATAATGCTACTAGTGCCAATGGTACTATTAGTGC
CAATACTAGTGCTAGTGCCAATATTAGTAGTGAGATGGAAATGATGAAAAACTGCTCTTTCAATATCACCGCA
AGCATACAAGATAAGAAACAGAGAGAATATGCACTTTTTTATAAACTTGATATAGTACCAATAGATGATAGTA
ATAATAGTACCAACTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTT
TGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATCCTACAATGTAATAATAAGAATTTCAGT
GGAAAAGGAGACTGTAACAATGTCAGTACAGTACAATGTACTCATGGAATTAAGCCAGTAGTATCAACCCAAC
TGCTGTTAAATGGCAGCCTAGCAGAAGAAGGGGTAGTAATTAGATCTGAAAATATCTCAAATAATGCTAAGAC
CATAATAGTACAACTAAAAGAGCCTGTACACATTAATTGTACAAGACCCAGCAACAATACAAGAAAAGGTATA
CATATAGGACCAGGGAGGGCATTTTATGCAACAGGACAAATAACAGGAGATATAAGACAAGCACATTGTAACA
TCAGTGTAGGAAGATGGAATGCCACTTTAGAACAGGTAGCTAACAAATTAAGAGAACATTTTGTTAATAAAAC
AATAGTCTTTAATCAATCCTCAGGAGGAGACCCAGAAGTTGTAATGCATACTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGACAT
TTGGGAGAACATGACATGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGATTAATATATAACTTAATT
GAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGATTTATTGGCATTGGACAAATGGGCAGATCTGTGGA
ATTGGTTTAGCATAACACATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTAT
AAGAATAGTTTTTACCTGGTGCCTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCC
ATTAGCTTGCTTAATACTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTCCAAAGAG
CTGGTAGAGGTATCCTCCATATACCTAGAAGAATAAGACAGGGCCTGGAAAGAATTTTGCTATAA 
>HQ595778 
GCTACAGAACATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGACTTGAGTAATACCACTAATAGTAATGGAACGATTACTAATAGTGGTAATAGAAC
GATATGGGATAAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAAAATAACAGAAAAGGTAAAGAAAGAA
TATGCACTTTTTTATGAACTTGATATAGTACCAATAGAAGATGATAACGAGAGCAATAATAGCTATAGGTTGA
GAAGTTGTAACACCTCAGTCATTACACAGGCCTGCCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTG
TGCCCCGGCTGGCTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGTACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAATAATTAGATATGAAAATGTCGAGGACGGTGCTAAAGCCATAATAGTACAACTAAATGAAAC
TGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGAGAGCATTT
TATGCAACAGGAGACATAATAGGGGATATAAGACAAGCACATTGTAACCTTAATAGAACAAAATGGAATGACA
CTTTAAGACAGATCGGTATGAAATTAGGAGAACAATTTAAGAATAAAACAATAGTCTTTAAGCCATCCTCAGG
AGGAGACCCAGAGATTGTAATGCACACTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTG
GCTGTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAACAAATCTCTGAATGCTATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAACATCGCAAAACCAACAAGAA
AGAAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATA
GCAGTAGCTGAGGGAACAGATAGGGTTATAGAAATATTACAAAGAGTTGTTAGAGCTATCCTCAACATACCTA
CAAGAATAAGACAAGGCTTGGAAAGGCTTTTACTATAA 
>HQ595779 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAATGCAGTAATTTGAATACTACCATTATTACCAATACTAGTACCAATAATAGTACTTGGGAAGG
GTTGGGGAAAGGAGAAATAAAAAACTGCACGTTCAACGTCACCACAGGCAGAAGAAAAGGGATGCAGAAGGAA
TATGCGTTTTTTTCTGAACTTGATATAGTACCAATAGAGAACAATAATACAAGCTATACATTGACAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGC
TGGTTATGCGATTCTAAAATGTAAGGATAAGAAGTTCAATGGGACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGCACACATGGAATTAGGCCAGTGGTGTCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATATCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTAGAAAT
TAATTGTACAAGACCCCACAACAATACAAGAAAAAGTATATCTACAGGACCAGGGAGAGCAATTTATGCAACA
GGACATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTTCACAAAAATGGAATAATACTTTGCGAC
AGATAGTTGAAAAACTAAGAGTACAATTTGGGAATAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTGCAGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAAACTCTGGATAGGATTTGGGATAACATGACCTGGATGGAGTGGGAGAA
AGAGATTAACAATTACACAAGTTTAATATACACCTTAATTGAAGAATCGCAGCACCAACAAGAGATAAATGAA
CAAGAGTTATTCAGATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAG
AAGAGTTAGGCAGGGATACTCACCAGTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCCTGTAGAGCTATTGTCCACATACCTACAAGAATAA
GACAAGGCTTTGAAAGGGCTTTACTATAA 
>HQ595788 
ACTACAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCAGTATGGAAAGAAGCAGTCACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAATAGTATTGGGAAATGTGACAGAATATTTTAACATATGGGAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATGCTGTAAAAAATAGTACCAGTACCAGAAATGAAACGAATGGAGAACTAAAAAA
CTGCTCTTTCGATATCAACTCAGGCATAAGAGATAAGATACAGAGAGAATATGCTCTTTTTTATACACTTGAT
GTAGTGTCAATAGAGAATGATAATAAAAGCTATAGGATGATAAATTGTAACACCTCAGTGATTAAACAAGCCT
GTCCAAAGGTATCCTTTGAACCAATTCCTATACATCTTTGTACCCCGGCTGGTTTTGCGCTCCTAAAGTGTAA
CAATAAGACATTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAGTGTACTCATGGAATTAGACCA
GTAGTATCAACTCAACTGTTGTTAAATGGCAGCCTAGCAGAAGAACAAATAGTAATTAGATCAAAAAATTTCT
CAAATAATGCTTATACCATAATAGTGCAGCTGAATGAAACGATAAAAATTAATTGTACAAGACCCAACAATAA
TACAAGAAGAGGTATACATATAGGACCAGGGCAAGCATTTTATACTACAGACATAATAGGAGATATAAGACAA
GCACATTGTAACATCAGTGAAGTAAAGTGGAATAAGACTTTACAACAGGTAGCTAGCAAACTAAGAGAGCAAT
TTAGGAACAAGACAATAATATTTAATCGTACCTCAGGAGGAGACCCAGAAATTGTAATGCATAGTTTTAATTG
TAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAGGGGATCAACAGCTCTTA
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAT
CCCTAGAGCAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCATAAT
ATATAACTTACTTCAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAGTGG
GCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAAGGTTAGGCAGGGATATTCACCAAT
ATCATTGGCTGTCAGCTTGCTCAACGTCACAGCAATAGCAGTAGCAGAGGGGACAGATAGGGTTATAGAATTA
ATACAAAGAGCTGGTAGAGCTGTCCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGTGTTTACTAT
AA 
>HQ595790 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAGATAAAATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATAAAATTGGCAATAATACCAGTAGTGCCAATAATAGTAGTTGTAATACCAATAG
TAGTTGTGTTAAGACGGGGGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGACCTGAGAGACAAGGTA
CGGAAGGAGCATGCACTCTTTTATACAATTGATATAGTACCACTAGATGATAATAGTACCAGCTATAGGTTGA



CAAGTTGTAACACCTCAACCATTAAACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATACGGACTTTGATGGAAAAGGAAATTGTACAAATGTC
ACTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAG
AAAAGGAGGTAGTAATTAGATCTGACAACATCTCGGATAATACTAAGAACATAATAGTACAACTAAAAGAAGC
TGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGGATAACTATGGGACCAGGGAGAGTATTG
TATGCAACAGGAGAGATAATAGGAGACATAAGACGAGCACATTGTAACATTAGTGAAAAAGAATGGAATAACG
TCTTAAAGCAGATAGTTAAAAAATTAGGAGAAAAGTTTAAAAATAATACAATAGCCTTTAATAAATCCACAGG
AGGGGACCTTGAAGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGACTCCTG
GCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGGGATGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGGATATGATTTGGGGGAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAGGAATAATATACCAATTAATTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAGCAAGACTTGTTGGAATTGGATCATTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGGAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCAATACAAAGAGCTTATAGAGCTATTCTCCACATACCTA
GGAGGATAAGACAGGGGCTTGAAATAGCTTTGCTATAA 
>HQ595792 
ACAACAGGAATGTTATGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGGATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAGGTAGTATTGGCAAATGTGACAGAAAATTATAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAGCAATGTTAATGGTACTATCAACAATAGTACAGGGGGAGAAATGAAAAA
TACTATCAACAATAGTACAGGGGGAGAAATGAAAAACTGTTCTTTCAATATCACCACAAGCATACGAGATAAG
ATGCAGAAAGAATATGCACTTTTTTATAAACTTGATATCACACCAATAGATGGCAGTGAGAATGATACTAAGT
ATAGGTTAATAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGCCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCGATGGAAAAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATCAGACCAGTAGTGTCAACTCAATTACTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCTCAAACAATGCTAAGGTCATAATAGTACAGCT
GAATGAAACTATACAAATTAATTGTACTAGGCCTAACAACAATACAAGAAAAGGTATAACTATAGGACCAGGG
AGAGCATTCTACACAACAGGAGGAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAAAGGCAT
GGAATAACGCAATAAAACAGATAGTTACAAAATTAAGAACACCATTTGGAAATAAAACTATAGTCTTTGAACC
ACCCTCTGGAGGAGACCCAGAAATAGTAACACACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATTCTAGTTGGAGCAATAAATCTTATAATGATATTTGGAATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCACAATATACACCTTGCTTGAAGAATCGCAAAAC
CAGCAGGAAAAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGC
TGTACTTGCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTCAGCTTGCTTAACGCT
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCTATTCTTA
ACATACCTAGGAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAATAA 
>HQ595794 
GCTACAGAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACGAGAAGTATCATTGGGAAATGTGACAGAACCTTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAATGTTAATAGAACCACTGTTAATGGAACCACTGATTCGAATACTAATAG
CCCTATAGAACTGAAAGGAGAAATAAAGAACTGCTCTTTCAATATCACCACAAGCATGAGAGATAAGATGAAG
AAAGACTATGCACTTTTTAATAGACTTGATGTAGTACCAATAGAAAATGATAATACCAGTTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCGAAGGTAACCTTTGATCCAATTCCCATACATTATTGTAC
CCCAGCTGGTTTTGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGAACAGGAGAATGTAGAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGTAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGCCAATTTCTCAGACAATGCTAAAGTCATAATAGTACAGCTAGCAAAAGCTGT
ACAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCGCTAGGACCAGGGAGAGCATTTTAT
ACAACAGGAGCCATAATAGGAGATATAAGACAAGCATATTGTACTATTGGTAATTCAACATGGAAGAAAACTC
TAAAAAAGATAGTTGAAAAATTAAGAGAAAAATTTTCTAATAACACAATAATCTTTAATCACTCCGCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGCAGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATAGCATTTGGGATAACATGACCTGGATGCAGTG
GGAGAGAGAAATTGACAATTACACAGGCTTAATATACTCCTTGATTGAAAAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGCTGT



GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTGTAGCA
GTAGCAGAGGGAACAGATAGGATTATAGAAGGATTTCAAAGATTCTTTAGAGCTGTTCTCCACATCCCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>HQ595803 
GCTACAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAACCTATGACCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACCGA
CCCTGACCCACAAGAAGTATTATTGGAAAACGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGCTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTCCTTTAAATTGCACTAAGTGGAAGATTAACAGTACCAATAGTACCAGTAATAGTAATAGTAGTATGAGGAC
GGAGGAACAAGAGATAAGAAACTGCTCTTTCAATATCAGCACAAGAGGATACAATAAGGGACAAAAAGAAGAA
TATGCAGCTTTTTATGAATTTGATATAGTACCAATAGATAATGGGACAAGCTATAGGTTGATAAATTGTAACA
CCTCAGTCATTATACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTACGGTGTAATGATCAGAAGTTCAAGGGAACAGGATCATGTACAAATGTCAGTACAGTCCAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAAAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGGAGGCTGTAAGAATTAA
TTGTACAAGACCCAATAACAATACAAGAAAAAGTATACATATGGGACCAGGGAAAGCATTTTATGCAACAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGGAGTAGAGTGGAATAGCACTTTACAACAGGTAG
TTAAAAAATTAAGAGAACAATTTGGAAATAAAACAATAGTCTTTAACCAATCTTCAGGGGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGTGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGAA
ATGCTAGTTGGAGTAATAAAACTCTGGATAAGATTTGGAATAACATGACTTGGATGAAGTGGGAGAAAGAAAT
TGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAATTAGAA
TTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCACAATGGCTGTGGTATATAAAGA
TATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTCTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGAAGGGATACTCACCGTTATCGTTTGCTATTAGTTTGTTTAATGCCACAGCTATAACAGTAGCAGAAGGG
ACAGATAGGGTTATAGAAATAATACAAACAGCTTGTAGAGCTATTTGCCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGATTTTGCTGTAA 
>JF680906 
GCTGCACCACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAATCCACAAGAAATAACATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATAATTTGAACAGTACCTATAATAATACTTGGGTCAATGGTACTTTAAAAATGGA
GAAAGGAGAAATGAAAAATTGCTCTTTCAATGTCACCACATTCATAGGGAAAAAGGTGCAAGAACGGGCATTC
TTTTATAAAAGTGATATAGTATCAATAGCTAATGATACTACAAGCTATACATTGATAAATTGTAACACCTCAG
TCGTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAGAGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTGCAATGTACA
CATGGAATTAGACCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACGTATCTGTAGAAATTAATTGTTC
AAGACCCAACAACAATACAAGAAAAAGTATAAATATAGCACAAGGGAGAGCAATTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATCACACGTTACAACTGATAGTTG
AAAAACTAAAAGAACAATTTGGGGAGAATAAAACAATAGTCTTTAATCAATCTTCAGGAGGGGACCCAGAAAT
TGTAAAGCATAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGTTAGTTGGAGTAATAAGTCACTGGAGGCAATTTGGCAGAACATGACATGGATGGAGTGGGATAGAGAAAT
TGACAATTACACAAGCTTAATATATACCTTAATTGAAGAATCACAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTAGAACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAA
TATTCATAATAATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGT
TAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTGATAGCAGTATTTCAAAGGGCTTTTAGAGCTGTCCTCCGCATACCTACAAGAATAAGACAAG
GCGCGGAAAGGGCTTTAATATAA 
>HQ595769 
GTTGCAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAGAAATTTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTTGAA
CAGATGCATGAGGATATAATTAGTTTATGGGAGCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGATTATGTAGGGACTAATACCACTAATAGTACTATTACTAAGACCAATAGTAGTGA
ATGGAATTGGATGAAGACAGAAGAAATGAAAAACTGCTCTTTCAATATCACCACCAACATAAGAGACAAAATG
CAGAAAGAATATGCAATTTTCTATAAACCTGATATAGTATCAATAGATAATAATAGTACTAGCTATAGGATAA



TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAGTCAGATCTGAAAACTTTACAGATAATGCTAAAACCATAATAGTGCAGCTGAATGAATC
TGTAGTAATCAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAGGCATTT
TATACAACAGGAGAAGTAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGTACAAGCTGGAATAACA
CTTTAAAAAGGGTAGTTCAAAAATTAAGAGAACAATTTAAAAATAAAACAATAGTCTTTAAGCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAGAGGACCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTTCTGTGCCATGGAATGTTAGTTGGAGTAATAAATCTTTTGATCGGATTTGGAACAACATGACTTGGATGCA
GTGGGAAAGAGAAATTGACAATTACACAAATGAAATATACAGTTTACTTGAGAAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGGATAGTTTTTGCTGGAATTGC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTATTAGCTTGTTCAATGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATCATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>HQ595770 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGGAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCTCTAATGTGACAGCCCAGACTAATGAGACAAATGTGAATAATTCGATGAATACTGCTGC
AGCAGACATGAGAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATAAAGAAAGAATATGCACTC
TTTTATAAACTTGATGTAGTACCAATAGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTTTAAAGTGTAATGATAAAAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAAGTAGTACTCA
GGTCTGCCAATTTCACAGACAATGTCAAAACCATAATAGTACAGCTAAATGAATCTGTAGAAATTAATTGTAC
AAGACCCAACAACCATACAAGGAAAAGTATACATATGGGATCATGGAGAGCAGTTTATACAACAGGAGAAATA
ATAGGAAATCTAAGACAGGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTAGGACAGATAGTTA
TAAAATTAAGAGAACAATTTAAGAATAAAACAATAAACTTTACTCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCGAGAATCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGCTGGAGTAATAAAAATTTGAGTGAGATCTGGGATAACATGACCTGGATGCAATGGGAAAGAGAAATTGA
CAATTACACAGAGTTAATATACACCTTAATTGAAAAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTG
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAG
GAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTGATACTATAGCTATAGCAGTAGCTGAGGGGACA
GATAGGATAATAGAAGTAATACAAAGAGCTGGTAGAGCTGTCCTCCACGTACCTAGAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>JF680910 
GCTGAAACATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTGTTTTGCGCAT
CAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCCCAA
TCCACAAGAAATAGAATTGAAAAACGTGACAGAAGAATTTAACATGTGGAAAAACAACATGGTAGACCAAATG
CATGAGGATATAATTAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTGTCACTT
TAAATTGCACTGATAAGGTGAATAATACTCGGGCCAGTAATAGTAGTCTTGTAAATAGTACTCATACTATTAA
TGAGAGTTTGATAATGGACATGAAAAACTGCTCTTTCAATGTCACCACAAGTACAAAAGATAAGATACAGAAA
GAATATGCACTCTTTTATAAACTTGATGTAGTACCAGTAGATAATGATAATACTAGCTATAGGTTGATAAGTT
GTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTTGAGGGAAAAGGAACATGTAGAAACGTCAGCACA
GTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAAAAGAAG
AAATAGTAATTAGATCTGACAACATCACAGACAATGCTAAAACCATAATAGTACAGCTAAAGGAAGCTGTAAT
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGAAGAACATTTTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTACCATTAATGGAACACAGTGGAATAACACCTTAA
AAGAAGTAGCTAAAAAATTAAGTGAAAAACTTAATATCAACCAAATAGTCTTTAATAAATCCTCAGGAGGGGA
CCCAGAGATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAATCCTGGCTGTA
GAGAGATATCTGCAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTACTG
TGCCTTGGAATGCTACTTGGAGTAATAAAACTCTGAATGATATTTGGGAAAACATGACCTGGATGCAGTGGGA
GAAAGAAATTAACAACTACACAGAAATAATATACACCTTACTTACAGATTCGCAGATCCAACAAGAAAAGAAT
GAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGCTGTGGT



ATATAAAAATATTCATAATGATAGTAGGAGGTTTGGTAGGCTTAAGAATAGTTTTTGCTATACTTTCTGCAGT
AAATAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGCTCAATGTTATAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGGGAGCTTTCATACACATACCTAGAAGAA
TAAGACAAGGATTTGAAAGGGCTCTACTATAA 
>JF680911 
ACTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTGTTTT
GTGCATCAGATGCCAAAGCATATCATCCAGAGGCGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGTACTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCAGTTTGTG
TTACTTTAGATTGCACTAATGTGAATGTGACAAGCTATTGCACTAATTCGACTAATACTACTGGTTGTAATAG
TAGTTTAAAAATGAAAACGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGTCATAAAAAATAAGTTA
CAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTATCAATAGATGATGATAATAAAAACTCAACAGATG
ATGTTAAAAACAGCTCAATCTATACATTGATAAATTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGAC
ATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGTGTAATAATAAGACA
TTTAGTGGGACAGGACCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTGGTGTCAA
CCCAACTACTGCTAAATGGTAGTCTAGCAGAAGGAGAAGTAATAATTAGATCTGAGAATTTCGCAGACAATGC
TAGAACCATAATAGTACAATTAAATGAAACTGTAAAAATTAATTGTACAAGACCCGGCAACAATACAAGGAAA
AGTATACCCATAGGGCCAGGGAGAGCATTTTTCACAACAGGAGCCATAATAGGAGATATAAGACAAGCACATT
GTAACCTTAGTAGGGAAGATTGGAATAAAACTTTAAAAAGGGTAGCTACAAAATTAAGGGAACAATTTAATAA
AACAATAAAATTTGATCAATCCTCAGGAGGGGACCAGGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATGGATGA
CATTTGGAATAACATGACCTGGATGGAGTGGGAGAAAGAAATTGACAATTACACAGACTTAATATATAACCTA
ATTGAAAAATCACAGAACCAGCAAGAAAAGAACGAACTAGAATTATTGGAATTAGATAAGTGGGCAAGCTTGT
GGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCACTGTCATTTGCT
GTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTACTACAAAGAA
TTTGTAGAGCTATCTACAATATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JF680913 
GCACGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAAAATTGGTAAATGTGACAGAGGATTTTAACATGTGGAAAAATGACATGGTGGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CCTTAAATTGCACTGATTGCACTAGTACCTGTAATGGCACTAATTGCACTAATACCTGTAATAATACTTTGAC
CAACACCAGTGCTTTGACCAATAATAGTAGTTTAAAAATGGAGAGAGGAGAAATAAAAAATTGCTCTTTCAAT
ATCACCACAGGAGGAGGAGGAAAGGCGCAGAAAGAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAA
TAAAAGGGGAAGGGGATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTAAACAGGCCTGTCC
AAAGGTATCTTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAGAGAT
AAAAAGTTTAATGGAACAGGAACCTGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAG
TATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCACAAA
CAATGCTAAAACCATAATAGTACAGCTGAATGCATCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACA
AGAAGAAGTATACATCTAGGACCTGGGGGAACATTTTATGCAACAGGTGACATAATAGGAGATATAAGACAAG
CACATTGTAACGTTAGTAGCATAAAATGGAACAACACGTTGCAACAGTTAGTTAAAAAACTAAGAGGACAATT
TGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGT
GGAGGGGAGTTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTGG
GGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAAAC
TTATGAGGAGATTTGGGAAAACAAAAACATGACCTGGATGAAGTGGGATAGAGAAATTAGCAATTACACAAAA
CAAATATACACTTTAATTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACAAGAATTATTGGAATTGGATA
AGTGGGCAAGTTTGTGGAATTGGTTCGACATAACAAAATGGCTGTGGTATATAAGAATATTCATAATAATAGT
AGGAGGCTTGATAGGCTTAAGAATAGTCTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTAATAG
AAGTATTACAAAGAGCTTTTAGAGCTATCCTCAATATACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTT
ATTATAA 
>HQ595783 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGACGTAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAAATGCATGAAGATATAATAAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACCTTAAACTGCACTATGTTCAATACTACTATTCATGACCCTAATAGCACTAACGGGAGGAATTTTGAGGG
AGTAGAGGGGATAAGAAACTGCTCTTTCAATATCACTGCAGGGGTAAAGGATAAGGTGCAGAAAGAATATGCA



ATTTTTTATACAAGTGATATAGTACCAATAGATAATAGTAATAATGCCAGCTATAGGTTGATAAATTGTAATA
CCTCAGTCATTACACAGACCTGTCCAAAGGTATCCTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGT
TTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAAT
GTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGT
AATTAGATCTGCCAATTTCTCAAATAATGCTAAAACCATAATAGTACAACTGAATGAATCTGTAGCAATTAAT
TGTACAAGACCTAACAATAATACAAGAAAGAGTATACCGATAGGACCAGGGAGAGCATTTTACGCAACAGGAG
ACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAGAATGGAACAAAACTTTAGAACGAAT
AGCTGTAAAATTAAAAGAACAATTTAGAAATAAAACAATAGTCTATAATCACTCCTCAGGAGGGGACCCAGAA
ATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAAAT
ACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTG
GAATAATAGTTGGAGTAATAAAACTCAGAGTGAGATCTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAA
ATTAACAATTACACAAGTTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAG
AATTATTGGAATTAGATAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAA
AATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTCTAGTGAATAGA
GTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGTTCAATACCACAGCTATAGCAGTAGCTGAGG
GAACAGATAGGGTTATAGAAGTAGTACAAGGAATTTGTAGAGCTCTGCTCCACATACCTAGAAGAGTCAGACA
GGGCTTAGAAAGGGCTTTGCTATAA 
>JF680919 
ACACAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTCTGTG
CATCAGATGCTAAAGCATATGACAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAATCCAAATGTTACTGCCAGTAATCATACTAATGTCAATAATAGTAAGTGGGTGGAAGA
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGAATGAGAAATAAGATACAGAGAGAATATGCACTTTTT
TATAAACTTGATATAGCACCAATAGGTAATGATAGTACAAGCCATATATTGATAACTTGTAACACCTCAGTCG
TTACACAAGCTTGTCCAAAGGTGTCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGAT
TCTAAAGTGCAATGACAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGCAATAAGAT
CTGAAAATTTCACAAACAATGCTAAAATTATAATAGTACAGCTGCAAAAATCTGTAAAAATTAATTGTACAAG
ACACAACAACAGTACAAGAAAAAGTATACCTCTAGGACCAGGGAGAGCAATTTTTGCAACAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAGAATGGAATAATACTTTAAAACAGGTAGCTGCAA
AGTTAGGTAAACAATTTAATACTACATCAATAGCTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTATAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGAATACCA
GTTGGAGTAATAAAACTATGGATCAGATTTGGGGTAACATGACCTGGATGCAGTGGGAGAAAGAAATTGACAA
TTATACACACATAATATATGACTTAATTGAAGAATCGCAGAACCAACAAGAACAGAATGAACTAGACTTATTA
AAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAGTTGGCTATGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTATACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTGATACCTTCGCCATAGCAGTAGCTGAGTGGACAGAC
AGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCTGTTCTCCACGTACCTAGAAGAATAAGACAGGGTTTTG
AAAGGGCTTTGCTATAA 
>JF680920 
GCTACAAAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACTCAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGACTTGATAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGCCTTAAATTGCACAAGTGTGACCAATAGTACCAATAATGGTACGGTGGAACAGGAAATGGAGGGAGAACT
AAAGAACTGCTCTTTTAACATCACCACAGATATGAAAGATAATACACAGAGGATGTCTGCAATATTTAATAAG
CTTGATGTAGTACCAATAGATGGGAATAATACTACTAGCTATAGGTTGATAAGTTGTAACACCTCACGCATTA
CACAAGCCTGTCCCAAAATAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTAT
GAAGTGTAAAGATAATAAGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
AAAATTTTACAGACAATGCTAAGACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAACAAGTATAACTTTGGGACCAGGGAGAGCATATTTTGCAACAGGAGACATAATAGGA
AATATAAGACAAGCACATTGTAACATTAGCAGGGAAAAATGGAATAACACTTTAGAAAAGGTAGTTAACAAAT
TAAAAGAACAATTTGGGCAGAATAAAACAATAGCCTTTCGGCCATCCTCAGGAGGGGACCCAGAAATTGAAAC
ACACAGTTTTAATTGTGCAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAACGTACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAGTCTCTGGAGACGATTTGGGATAATATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAAGCACAATATATAATTTAATTGAAGAGTCGCAAAGCCAACAAGAAAAGAATGAACAAGAATTATTG



GAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTGTAGTGAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTTGCAGTTAGCTTGCTTAATGCCACAGCTATCGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAATATTCCAAAGAGCTTTTAGAGGTTTCCTCCATATACCTAGAAGAATAAGACAGGGCGCGG
AAAGGCTTTTACTATAA 
>HQ595786 
GCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATAAAGAAGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAGGTATTCTTGGAAAATGTGACAGAAGAGTATAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAACCTGCAATAATACTAATAGTAATAGTACCTTCAATGCTACTGAGAACAATTGGAAAGAAGAAATAAA
AAACTGCTCTTTCAATATCACCACAGGCATAAAAGATAAGATTCAGAAACAATATGCACTTTTTTCTACACTT
GATCTAGTACCAATAGAGGCTAGTAATACCAGCTATAGGATAGTAAGTTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAGATATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCGGGTTTTGCGATTCTAAAGTG
TAATGATAAGCAGTTTAATGGGAAAGAAAAATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATT
TCACGAACAATGCTAAAACCATAATAGTGCAGTTAAAGGACCTTGTAAAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTTTGCAACAGGAGAAATAATAGGAGAGATA
AGACAAGCACATTGTAACATTAGTAAGACACAATGGGATAACACTTTAAAAAAGGTAGCTAAAAAATTAAGTC
AACAATTTGGGAATAAATCAATAGCCTTTAATCAATCCTCAGGAGGGGACCTAGAAGTTGTAATGCACACCTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACGG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTTACGATTACATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGAAAATTACACAGG
CTTAATATACACCTTAATTGAAGAATCGCAAACCCAGCAAGAAAAGAATGAACTAGAATTATTGGAATTAGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTATTCTCTATAGTGAATAAAGTTAGGCAGGGGTACTC
ACCATTGTCATTGGCTGTTAACTTGCTTAATACCATAGCTGTAGCAGTAGCTGAGGGGACAGATAGGATTATA
GAAATAGCACAAAGATTGGGTAGAGGTATCCTCCATATACCTAGAAGAATAAGACAGGGCTTAGAAAGGAGTT
TGATATAA 
>JF680928 
ACTACAGAACAATTGTGGGTTACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCACATGATCCAGAAGAGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGACAAATGTAACAGAAAATTATAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTGATTATAAGAGAAATATTACTAACACCAATGCTACTCAGACCAATAATAGTAGCGA
GGAAACAATAGGGGAAATAAAAAACTGTTCTTTTAACGTCCCCACAAACCTAGGAGATAAGATGCAGAAAGAA
TATGCATTATTTTATAAACTTGATGTAGTACTAATAGATAATGATAATGTTAGTAATAATAATGGTAGCCAGA
ATTATAGAAGCTATAGGTTGATAAGTTGTAATACCTCAATCATTAAACAAGCCTGTCCAAAGGTATCCTTTGA
ACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTTTTAAGTGTGCTGATACAAAGTTTAGTGGA
AAAGGAACTTGTAACAATGTCACCTCAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAATTAC
TGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCTCAGACAATGCCAAAATCAT
AATAGTACAGCTGAATGAAACTGTAGTAATCAATTGTACGAGACCCAACAACAATACAAGAAAGAGTATAACT
ATAGGACCAGGGAGGGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATGTTA
GTGGAGAAGATTGGAAAAATGCCTTAACAAGGGTAACTGAAAAATTAAAAGAACAATTTCAGAATAAGACAAT
AATCTTTAATCAATCTTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCAGAAAGACATTTG
GGATAACATGACCTGGAGACAGTGGGAAACAGAAATTGAAAATTACACAGAAACAATATATAGCTTACTTGAG
AAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATT
GGTTTGACATAACAAACTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAG
AATAATTTTTGCTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGC
TTGCTCAACGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATCACAAAGAATTTTTA
GAGGTGTTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF680929 
GCTGCAGAACAAAAAGAGCAAAAGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCA
CTCTATTCTGTGCATCAGATGCTAGAGCATATGAAAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGT
TCCCACAGACCCCGACCCACAAGAAGTACCATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAAC
ATGGTAGACCAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCTTGTGTGAAATTAACTC
CACTCTGTGTTACTTTAAATTGCACTAATTTAAATGTTACCAATAGCAATAGTACTAGTTCCAATAGTACTGT
GGGAAAGAGGGATGAAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATAAACAATAAGATACATAAA



GAATATGCTCTTTTCTATAAACTTGATATAATGCCAATAGATAATGATAATACAAGCTATACATTAATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAGGGATAAAAAGTATAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAGTGTACACATGGAATTAAGCCTGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAG
ATGTAGTAATTAAATCTCAAAAGTTCTCAGACAATGCTAAAAACATAATAGTCCAGCTGAATGAAACTGTAGA
AATTAATTGTACAAGACCCGGTAATAATACAAGAAAAAGTATTCATATGGGACCAGGGAAAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAATAACACTCTAA
AACAGATAGTTAATAAATTAAGAGAACAAGACATAATTGGTAATAGTACAATAAACTTCAAGCCACCCTCAGG
AGGAGACCCAGAAGTTGTAATGCACATTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAGAGATACCTACAGGGTCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCATTTGCACCA
CTAATGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCTGAATGAAATTTGGGATAATATGACATGGATGGA
TTGGGAGAAAGAAATTAACAATTACACAGAGTTAATATACAGCTTACTTGAAGAATCGCAGAACCAACAAGAT
AAAAATGAACAAGACTTATTGGAATTGGATAAGTGGGACAGTTTATGGAATTGGTTCAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTTAATGCAATAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGAACACAAAGAATTTTTAGGGCTATTCTACACATACCTA
GAAGAATCAGACAAGGCTTTGAAAGGGCTTTGCAATAA 
>JF680934 
GCGGCAGACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACGCCACTCTATTTTGTG
CATCGGATGCTAAAGCATATGAACAAGAGGCACACAATGTGTGGGCCACCCATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCAAGAGGACATAATCAGTTTATGGGAGCAAAGCCTAACGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTAAATTGTACTAATGCAACGCTTAATAGTACCAATAGTAGTAATAGTACTGGTTGGGGACTGATGAAGGA
GGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGCAATAAGACAGCAGATAAAGGAGGAATATGCACTC
TTTTATGAATCTGATGTAATACCAATAGGCAAGAAGAATGAGACAATCTATATGTTGAGGAATTGTAACACTT
CAGTCATTACACAGACCTGTGAAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTACAATGTAATGATAAAAAGTTCAATGGGACAGGACAGTGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGGGGTAGTAA
TTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCTAAACGAATCTGTACAAATACTTTG
TGTAAGACCCCACAACAACACAAGAAAAAGCATACATATAGGACCGGGGAGCGCATTCTATGCAACAGGAGCA
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTTACACAAACTGGACTAACACCTTAAAGCAGATAG
TTGAAAAGCTAGGAGAACAATTTAAGAATAAAACAACAATAGTCTTTAATCAATCCGCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTT
GGAATAATAGTTGGAGTAATAAAACTCTAGATCAGATATGGGATAACATGACCTGGATGGAGTGGGAGAGAGA
AATTAACAATTACACAAGCTTAATATACAACTTAATTGAAGAATCGCAAATCCAACAAGACAAGAATGAACAA
GATTTATTGGCATTGGATTCGTGGGCAAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTACTGTACTGTCTATAGTGAATAG
AGCTAGGAAGGGATACTCACCATTATCGTTCGCTACTAATTTGCTTGATACCATAGCTATAGCAGCAGCTGAG
GGGACAGATAGGATTATAGAAGGATTACAGAGACTTGGTAGAGCTCTTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCAATAA 
>HQ595801 
GCAGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTGTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGCGTGCCCACAGA
CCCCAACCCACAAGAGGTAAAATTGGAAAATGTGACAGAAGATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAATGGTACTTCTTCCAATAGTACTCATACCAATAATAATTATATTAATGA
GACAGAGAAAGGAGAAATAAAAAACTGCACTTTCAATGTCACCTCTAGCATAAAAGATAAGGTACAGAAAGAA
GCTGCACTTTTTTATAGTATTGATTTAATATCAATTGAGAATAGGAATGATAGCTATATGTTGAGGAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGATCAGGACCATGCACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAAG
TAATGCTTAGATCAGCAAATTTCAGTGACAATACTAAAACCATAATAGTACAGCTGAACTACTCTGTAGAAAT
TAATTGCACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAGCA
GAAAAAATAATAGGAAACATAAGGCAAGCACATTGTAACATTAGTAGAACAAAATGGAATAACACTTTAGGGA
GAATAGTTAAAGAATTAAGAGAACAATATGGGAAGAATAAAACAATAGTCTTTAAACACTCCTCAGGAGGAGA
TCCAGAGATTGTAATGCATAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTAGGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTGCTG
TGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGGACAGAATTTGGTATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGAAAATTACACAGAGGAAATATACAAACTAATTGAAATATCGCAAAACCAACAAGAAAAGAAT



GAACAAGAATTATTGGAATTGGATAAATGGGCGAATTTATGGAATTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTATTGTACTTTCTATAGT
GAATAAAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGTTCAACGCCACAGCAATAACAGTA
GCAGAGGGGACAGATAGGGTTATAGAACTAGCACAAAGAACTTTTAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTAGAAAGGCTGTTGCTATAA 
>HQ595802 
GCTGAGAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGAAGCAACCACCACTCTGTTTTGTG
CATCAGATGCTAGAGCATATGATAGAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGACCC
CAACCCACAAGAAGTAATATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAACAG
ATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAGAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGACTATGTGAGGAATGATACTAAGACTAATATCACTAGTACCACGGTACCACCGATGGA
GAAAGGAGAAATAAAAAACTGCTCTTTTAGTATCACCACAAACATAAGAGATAAGATACAGAAAGAATATGCA
CTTTTTTATAAACTTGATATAGTGTCAATAGATAATAATAGTACTAGCTATAGGTTAATAAACTGTAATACCT
CAGTCATTAAACAAGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGCAACAATAAAACATTCGATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGGTAGTGA
TTAGATCTGAAAATTTCACGGAAAATACTAAAAACATAATAGTACAGCTAAATAGTTCTGTAGTAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAT
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAGTGGGATGAAGCACTAAAACAAGTAG
TTGAAAAATTAGGAGCACAGTTTAGAAACAAGACAACAATAATCTTTAATCAATCCTCGGGAGGGGACCCAGA
GATTATAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAGCGGATCAGCGGTTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTT
GGAATACTAGTTGGAGTAAGAGATCTCTGGATGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGA
AATTGACAATTACACAGAAATAATATACTCCTTAATTGAGCAATCGCAGACCCAACAAGAAAAGAATGAAAAA
GATTTATTGGAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATCA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTGTGCTGTGTTTTCTTTAGTAAATAG
AGTTAGGCAGGGATATTCACCATTGTCATTTGCTATTAGCTTGCTCAATGCCACAGCTATTGCAGTAGCTGAA
GGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTTTAGAGCTATCCTCCACATACCCGTACGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>HQ595804 
GCTAAAGAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAAAATTGGTAAATGTGACAGAGAATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAGTTAACACCACTCTGTG
TTTCTTTAAATTGCTCTGAGGTGAAGAATGATAATAGGACCAGTAATAATAACACAAAAACAATGGAGGGAGG
GGAACTAAAAAACTGCTCTTTCAATGTCACCACATACGGGGGAGAAAAAAGAAAGAAAGAACATGCACTTTTT
TATAGTCTTGATGTAATAAAAGAAGGTAACAATGACAGCAGCTATAGGTTGGTAAGTTGTAATACCTCAGTCA
TAACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAATGATAAAAAGTTTAATGGATCAGGGCCATGTACAAATGTCAGCACAGTACAGTGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGTTGTTAAATGGTAGCCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGCCAATTTTACAGACAATGCTAAAACCATAATAGTACAGCTGAAAGAACCTGTACAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAGAGGTATTCATATTGCACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAATATTAGCAAAGGAAATTGGAGTAACACTTTAAGACAGGTAGCTGAAA
AATTAAGAGAACAATATAAGAATAAAACAATAAATTTTACTCAACCATCCCCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGTCTATGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTTATGATAACATTTGGGGTAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
TAACTACACAAGATTAATATACACCTTAATTGAAGACTCGCAGATCCAGCAAGAAAAGAATGAACAAGAATTA
TTGTCATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGGTAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCTGTACTTTCTATAGTGAATAAAGTTAG
GCAGGGATACTCACCATTGTCATTGGCTATTAGCTTATTCAATACAACAGCTGTAGTAGTAGCTGAAGGGACA
GATAGAATTATAGAAGCAGCACAAAGAGTTTTTAGAGCTTTCCTTCACATACCTAGAAGAATAAGACAGGGCT
TCGAAAGGGCTTTGCTATAA 
>HQ595806 
GCTGAAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAGTCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTAACAGAATATTTTAATGCATGGAAAAATGACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACTTGCACTGATTACAATACTACTAATACCACTAGTAGTAACACCACTAGTGGTGGAGTAAAACT
GATGGATGAAGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAGAAATAAGAGATAAGGTGAAGAGAGAA



TATGCATTGTTTTATAAACTTGATATAGTGCAAATAGATAATGAAAATAATAATACTCAATATAGGTTGATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACACTATTGTGC
CCCAGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGGAATTCAATGGAAAAGGAGAATGTAAAAATGTCAGC
ACAGTACAATGCACACATGGGATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGG
AAGAGGAAGTAATTAGATCTGACAATTTCACAAACAATGCTAAAACCATACTAGTACAGCTGAAGAAACCTGT
AGTAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGACAAGTAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGAATGGAATAGCACTT
TACAGGCAATAGCTAGCAAATTAAGCAAAAAATATAATACAACAAAAATAGCCTTTAATCAGTCCTCAGGAGG
GGACCCAGAAATTGTGATGTACAGTTTTAATTGTGGAGGGGAGTTCAAGCAGCTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAAATCAGATTTGGAATAACATGACCTGGATGCAGTG
GGAGAAAGAAGTTGGCAATTACACAGAACTCATATACACCTTAATTGAAGAATCACAAAACCAGCAAGAAAAG
AATGAACAAGAGTTACTGGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAC
AGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTATTAACTTGCTAGACGTCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAGGGATTAAGAAGATTTGGTAGAGGTATCCTTCACATACCTAGAA
GAATAAGACAGGGCTTTGAAGGGGCTTTGCTTTAA 
>JF680937 
GCTGAAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATCACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATTATCTTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAAGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CCTTAAATTGCATTAACAATAATGGTACCAATGATATTGGTGCCAATGGTACCAGTGGTGGTACCGGTGGTAC
CATTAATAGTACCATTAGTACCACCAATAGTAGTATAGGGAGAAGGGAGGAAGGAGAACTAAAAAACTGCACT
TTTAACATCACCACAAATATAAGAGATAAGATACAGAAAGAATATGCATTGTTTTATAGCCTTGATCTAGTAC
CAATAAAGAATGATAGTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCATGTCCCAAAGT
AACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAG
TTCAATGGAACAGGGCCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAA
CTCAGCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTTACAAACAATGT
TAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGA
AGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATT
GTAACATTAGTGGAGCAAAATGGAATAACACTTTAAAAAAGATAGTTGACAAATTAAGAGAACAATTTGAAAA
TAAAACAATAATAGCCTTTCGGCCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGCA
GGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAAATACCTACAGGATCAACAGCTCCTGGGAA
TTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTT
CGATATGATCTGGAAAAACATGACCTGGATGGAGTGGGAAAAAGAAATTGGCAATTACACAAACTTAATATAC
TCATTAATTCAAGAATCGCAAATCCAACAAGAAAAAAATGAACAAGAATTATTAGGACTAGATAAGTGGGCAA
GTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GGTAGGATTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCG
TTTGCTGTTAGCTTGTTTAATGCCACCGCTATCGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAACATTAC
AAAGAGCTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGAATTTTGCTATAA 
>D10112 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAATTTGCACTAATGTAAATAATACTAGGACCAATAGTAGTGATTGGGACAGGAGGGAAGGAGAAAA
GATGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAAATAAGGTGCGGAAAGAATAT
GCACTTTTTTATAAACTTGATGTAGTACCAATAGATAAGGCTAATACAAGTTATACATTGATACATTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTGGTGTCCACTCAACTATTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAG
TAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTAAAGGAACCTGTAGAAATTAA
TTGTACAAGACTCAACAACAATACAAGAAAAAGTATAGCTATAGGACCGGGGAGAACAGTTTATGCAACAGAC
AGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAACAACACTTTAAAACAGA
TAGTTACAAAATTAAAAGAACAATTTGGGAATAAGACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTGATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAATATGACCTGGATGGAGTGGGAGAGAGA
AATTGACAATTACACAAACTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAAAAA



GACTTATTGGAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTATACTTTCTTTAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGTTTGATACCATAGCTATAGCAGTAGCTGAG
GGAACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGAC
AAGGCTTAGAAAGGCTTTTGCTATAA 
>Y13716 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGATACTAATACCAATAATAGTATAATGGAGGGAGGAGAAATGAA
AAACTGCTCTTTCAATATCACCACAAGCATAAGGGATAAGATGCAGAAAGAATATGCACTTTTGTATAAACTT
GATATAGTATCGATAGGTAGTGATAATACTAGCTATATATTGACAGAGTGTAATGCCTCAGTCATTACACAGG
CCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACAATAAGACATTCGATGGAAAAGGACCATGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAGGTAGTAATTAGATCTGACAATT
TCACGGACAATGTTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAGGTATATACATGGGACCAGGGAGAAGATTTTATACAACAGGAAGAATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTAAAGAAAAATGGAATAACACTTTACACCAGATAGTTATAGAATTAAGGA
AACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTA
GTAAATCTCTGGATAAGATTTGGAATAACACGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAA
CACAACATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAA
TAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTAATTTCTACAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCATTGGCTATTAGCTTGCTTAATACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTT
TGCAATAA 
>JF706393 
GCTACAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAAGGCGAATATTACTGGTGAGGTGAATAATACTATAGGATTGGAAAAGATAGAAAT
GAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGGTAAGATGCAGAAAGAATATGCACTTTTTTATAAA
CCTGATGTAGTACCAATAGATGATGATAATACCAGCCATAGTAATACCAACTATTCCAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTAGACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGAGAATCTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGT
AGAAATTAATTGTACAAGACCCGGCAACAATACAAGGAAATTTATACGTATAGGACCAGGGGGACCAGGGAGC
GCATTTTATACAACAAAAGCAGTAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGAAGCAAAATGGA
ATAACACTTTAAAACAGGTAGTTAAAAAATTAAGAGAACAATTTGTGGATAAAACAATAGTCTTTAATCACTC
CTCAGGAGGGGACCCAGAGATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAAAAATAAATCTCTGGATGATATTTGGAATAACATGAC
CTGGATGGAGTGGGAAAGGGAAATTGACAATTACACACAATTAATATACAACTTAATTGAAGAATCGCAGAAC
CAACAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAT
CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTGCTTTCTCTAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCC
ACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCTATTCTCA
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN786861 
GTTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGTGAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCTACTCTGTG
TTACTTTAAAATGCACTGATTGGAAGAGGAATGCCACTGCTAATGCCACTGTTACCACCACTGCTACCCCTAG
TAGTAGCGGGAGAACGCTGGAGGGAGGAGAAGTGAAAAATCGCTCTTTCAATATCACCACAAACATAAGAGAT



AAAGTGAAGAAAGAATATGCACTTTTTTATAGAATTGATGTAGTACCAATAGAAAATGATAAAACTAGATATA
GATTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAGTGGAAAAGGATCATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTAACAGCTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAAATCTGACAATTTCACGGACAATGCTAAAAGCATAATAGTACAGCTGAA
TGAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGCAGA
GCATTTTATGCAACAGGAGAAATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGA
ATAAAACTTTAGGACAGATAGTTATAAAGTTAAGAGAACAATTTAGAGAACAATTTAAGAATAAGACAATAGA
AACAATAGTTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACCACTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCAGGAGGA
GATTTGGGGTAATTTGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAGCTTAATATACATCTTA
ATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGT
GGAATTGGTTTAGTATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATGGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCT
ATTAGCTTGCTTAATGCCATAGCCATAACAGTAGCTGAGGGGACTGATAGGGTTATAGAAGTAGTACAAAGAG
CTTATAGGGCTATTCTCCATATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGGTATAA 
>AJ535594 
GCTACAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGACCC
CAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ACGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTACATTGCGTCAATGTTCCTTATAATGTTTCTAAAACCAATAATAGTAGTGTTTCTAATACCAATAATAG
TAGTGGGGAAGGGGAAATGAAAAGCTGCTCTTTCAACATCACCACAAGCTTAAGAGATAGGGTTAAGAAAGAA
TATGCACTTTTTTATACACTTGATCTAGTACCAATAGATGATGATACTAATAGCACCAATAATGGCACCAATT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCATTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCGGGTTTTGCGATTCTAAAGTGTAAGGAGAAGGATTTCACTGGAAAAGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCA
GTCTAGCAGAAAAAAATGTAACAATTAGATCTGAAAATTTCACGGACAATGGTAAAAACATAATAGTACAACT
GAAGGATGCTGTAAGAATTAATTGTACAAGACCCAATAACAATACAAGAAAAGGCATACATATAGGACCAGGG
AGAGCATTTTATGCAACAGGAGGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAAAAT
GGAATGAAACTTTAGAAAAGATAAAGGAAAAATTAGAAGAACAATTTGAAAATAAAACAATAGTCTTTAATCA
CTCCTCAGGAGGGGACCCAGAAGTTGTAAGGCACATTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGATAACATGAC
CTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGACCTAATATACTCCTTACTTGAAAAATCGCAGAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACTATAA
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTGTCAACTTGCTTAATACC
ACAGCTATAGTAGTAGCTGAGGGAACAGGTAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATCCCCC
ACGTACCTAGAAGAATAAGACAGGGCTTTGAAAAGTGTTTGCTATAA 
>AJ535607 
GCTACAGGACAATTAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCA
CCCTATTTTGTGCATCAGATGCTAAAGCACGTGCTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAC
ATGGTAGAACAGATGCATGAGGATATAAAAAGTTTATGGGAACAAAGCCTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTAAATTGCACTGATAAGTTGAATGTTACTAAAAATAGTAATGGTACTAATAACAGTAG
TAGCAGTGGGAAACCGATGGAAGAAGGAGAAATGAAAAACTGCTCTTTTAATATCACCACAGAATTAAGAGAT
AAGGTGAAGAAAGAATATGCGCTTTTTTATAGACTTGATGTAGTACAAATAAATAATGATGATAATCCTACTA
AGCCTACTAGCAGTGCCAACTCTACTAAAGATAGCTATACCAGCTATAGATTGATAAATTGTAACTCCTCAAG
CATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCG
ATTCTAAAGTGTAACAATAAGACGTTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGCACAC
ATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAG
ATCTGAAAATTTCTCGAACAATGCTGAAACCATAATAGTACATCTGAACAAATCTGTAGTAATTAATTGTACA
AGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGGAGAGCACTTTATGCAACAGGAGACATAA
TAGGAGATATAAGACAAGCACATTGTAACATTAGTAAACAAGACTGGAATGACACTTTACAGCGGATAGTTGT
AAAACTAAGAGAACAATTTGGGAATAATAAAACAGAATTTAAGCAATCCTCAGGAGGGGACCCAGAAGTTGTA
ATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAG
GGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAC
TAGTTGGAGTAATAAATCCCTGACAACAATTTGGGAAAACATGACCTGGATGGAGTGGGAAAAAGAAATTGAC



AATTACACAAATTTAATATACAACTTACTTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTAT
TGGAATTGGATAAATGGACAGGTTTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGATTATT
CATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGG
CAGGGCTACTCACCACTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTGTTGCAGTAGCTGAGGGGACGG
ATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTGTTCTTCACATACCTAGAAGAATAAGACAGGGCTT
AGAAAGGGCTTTGCAATAA 
>AJ535612 
GCTGTAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGTCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTCTAAATTGCACTGATGTTAATGTTACTAAAACCAATAGTACAAGCTGGGGAATGATGGAGAAAGGAGA
AATAAAAAACTGCTCTTTCAACATCACCTCAAACAGGAAAAACAGGATGCAGAAAGAATATGCACTTTTTTAT
AAACTTGATGTAATATCAATAGAAAAGAATAGTACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTA
CACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTAATTAGATCTG
AAAATTTCTCGGACAATGCTAGAACCATAATAGTACAGCTGAACAAAACTGTACAAATTAATTGTACAAGACC
CAACAATAACACAAGGAAAAGTCTAAATGTAGGACCAGGAAGAGCAGTGTATACAACAGGAGATATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAACAGACTGGAATAACACTTTAAAACAGATAGTTATAAAAT
TAAGAGAACAATTTAGGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTATAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGATGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGAGTGATATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTAGCAACTA
CACAAGCAAAATATACACCTTACTTGTAGAATCGCAGAACCAACAAGAAAAGCATGAACAAGATTTATTGGCA
TTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTACATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTATCGTTCGCCATTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGG
ATTATAGAAGCATTACAAAGAGCTTATAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAA
GGGCTTTGATATAA 
>AJ418531 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCGTATGAAACAGAGGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTCCTTTAAATTGCACTAATTGGAAGAATAATACTAACACTAATAACAATAATAGTACTAAGAACAATACCAT
AGAGATAGAGGAAATAAAAAACTGCTCTTTCATCACAAACATAGGGAATAAGATAAAGGAAGAATATGCACTT
TTTCATGAACTTGATGTAGTACAAATAGACAGTACAAGCTATACGTTGAAAAATTGTAACACCTCAGTCATTA
CACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
AAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGAACCCTGTAAAAATTAATTGTACAAGACC
CCACAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAGAAGATTGGAATAACACTTTAAAACAGATAGTTGAAAAGT
TAAAAGAACAATTTGGGAATAAAACAATAGTTTTTAATCGATCCTCAGGAGGGGACGCAGAAATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAATTCATTTGCACCACTGCCGTGCCTTGGAATGCTAGTT
GGAGTAAGAATAAATCTCTGGATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAGAGACAAATTGACAA
TTACACAAACGAAATATACACCCTAATTGAACAATCGCAGAACCAACAGGAAAAAAATGAACTAGAATTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGCTGTGGTATATAAAAACATTCA
TAATGATAGTAGTAGGTATAGTAGGTTTAAGAATAGTTTTTGCTGTACTCTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCATTGACTGTTAGTCTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>AJ418494 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACAAAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACAATTCTTGAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAATGTCAATACCACTGACATCAGGAATGGTACTAATACCACTAGTAGTAGCAAGGAACT



AAAAATGGAGGAAGGAGAAATAAAAAACTGCTCTTTCAAGACCACCACAAGTATGAAAGATAAGATGCAGACA
GAATATGCATTTTTTTATAAACTTGATGTAGTACCAATAGATGATAATGATAATACCAGCTATGGTAATAACA
GCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATTTCCTTTGATCCAATTCC
CATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAATGTAATGAAAAGAAGTTCAATGGAACAGGACCG
TGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTACTTAGATCTGCCAATTTCTCAAACAATGCTAAAACCATAATAGTGCA
ATTGAATGAATCTGTAGTAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATATCATTTGGACCA
GGGAGCGCAATGTATGCAACAGGAGCAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTATAACAG
AATGGAATAACACTTTAACAAAGATAGTTAAAAAATTAAGAGACCAATTTGGGGGGAATAAAACAATAGTCTT
TAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTGGGTATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAATAGAAATCTGAGTCAGATTTGGGA
TACCATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGATGAAATATACAGATTAATTGAACAA
TCACAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGT
TTAGCATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTACTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATATTCACCACTCTCGTTTGCTGTTAGCTTG
CTCAACGCCACCGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTGCAAAGAATTTTCAGAG
CTGTTCTCCACATACCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AJ418495 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCCAAAGCATATGATAAAGAAGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAAAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGAGTTGAAGAATGCTACTTTTAGGAGTAATACAACCACTAATAGTAGCTGGGA
AAAGATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATGAAAGATAAGGTACAAAAA
ACTTATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATGGTGATAATACTACTAGTTATAGGTTGATAA
GTTGTAACACCTCAGCCGTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATAGAACAGGACCATGTACAAACGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGATGTAGTAATTAGATCTGAGAATATCTCAGACAATGCTAAAACCATAATAGTACAACTAAAGGAAGCTGT
GGAAATTAATTGTACAAGACTCAACAATAATACAAGAAAAAGTATACATATGGGACCAGGGAGAGCATTTTTT
GCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTACAACAAAATGGAACAAAACTT
TAGGACAAGTAGTTAAAAAATTAAGAGAACACTTTAACAGAACAATAGCCTTTAATCGATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTTATAATCAGATTTGGGATAATATGACCTGGATGGAGTGGGA
GAGAGAAATTGACAATTACACAGGTCTAATATACAACTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAACTATTGGAATTAGACAAGTGGGCAAATTTGTGGAGTTGGTTTGATATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAATAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTAATTTCTATAGT
AACTAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGTTTAATGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATTGGGTTATAGAAGTAATACAAAGAGCTTTTAGAGCTTTTATCCACATACCTACAAGAG
TAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>AJ418519 
GCAGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACCCATGCCTGTGTCCCCACAGA
CCCCGACCCACAGGAAATAATATTGGAGAATGTGACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGACATAATAAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATTTGAGTAATGATACTAATTCAAATTGCACTAGAGCGGGGAATTGTACTCATAA
CAATAGTAGTAGCGATGAAAAGAGGGCGAGAGAAGAAATAAAGAACTGCTCTTTCAACATAACCACAAACATA
AGAGATAAGATACAGAGGGAATATGCACTTTTTTATAAACTTGATCTAGTACCAATAGATAATGATACTATCA
GACATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCC
CATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACGATAAGAAGTTCAGTGGAAAAGGAACA
TGTAACAATGTCAGCGCAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATATCACAAACAATGCTAAAACCATAATAGTACA
TCTAAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCA
GGGAGAGCATTTTATACAACAGGGGGAATAATAGGAAATATAAGACAAGCACATTGTAACGTTAGTGAAACAA
AATGGAAAAAAACTTTAAAACAGGTAGGTGAAAAATTAAGAGAACATTTTAATAAAACAATAGTCTTTAACCA
ATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCGGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGGGTAATAAATCTCTGACTGAGATTTGGGATAACATGAC



CTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAAC
CAACAGGAAAAAAATGAACAAGAATTATTGGGATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACACAA
CACATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTACCTTCTTTAGTATATAGAGTTAGGCAGGGATATTCACCATTATCGTTAGCTGTTAGCTTGCTCAATACC
ATAGCCATAGCCATAGCTGAGGGGGCAGATAGGGTTAGAGAAGTGTTACAAAGAGTTTTTAGAGCTATTCTCA
ACATACCTAGACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AJ418521 
GCTGAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAATGCTACTAATGCTGAGAATGCTACTACTCCCACTAGTAGTAGCGGGGG
ACTGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCGCTAGCATAAGAGATAAGATGCAAAGA
GAATATGCATTGTTTTATAAACTTGATGTAGTACCAATAGATAGGGATAATACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTTTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACCGCTGTTAAATGGCAGCCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGTCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGTTGAAAGAAGCTGTAGA
AATTAAGTGTACAAGACCCAGCAACAATACAAGAAAAAGCATACCCATAGGACCAGGGAGAGCATTTTATACA
ACAGGCGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGAAAAATGGAATAACACTTTAG
GACAGATAGTTAAAAAATTAAAAGAACAATTTGAGAATAGCACAATAGTCTTTAATCAATCTTCAGGGGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTATAGATGCGATTTGGCATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAAACTCAATATACTCCTTACTCGAAAAATCGCAAAACCAACAAGAAAAAAAT
GAACAAGAATTATTGGAATTAGATGAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATAATAGTGGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTTGTACTTTCTCTAGT
AAATAGAGTTAGGCAGGGATATTCACCATCATCGTTGGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTA
GCTGAAGGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCTTTTATCCACATACCTAGGAGAA
TAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>U36869 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGTATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACGCATGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTTCTTTAAATTGCATTGATGTGGAGAGAAATAATACTAATACCACTAGTACTAACTCTAGTAGTAGCTGGGG
AACAATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATGAGGTGAAAAAA
GAATATGCAACTTTTTATAAACTTGATGTAGTACCAATAGATAATAGTAATAATAGTTATAGGTTGTTAAGTT
GTAATACCTCAGTCATTACACAGGCCTGTCCACAGATATCCTTTGTGCCAATTCCCATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAAAAGTTCCAGGGAAAAGGACCATGTAACAATGTCAGCACA
GTACTATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGACAATTTCTCGGACAATGCTAATACCATAATAGTACAGCTGAACAAATCTGTAGA
AATTAATTGTATAAGACCCAACAACAATACAAGAAAAGGTATACCTATGGGACCAGGGAGAGCATTTTATACA
ACAGGACAAATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTAGAGCACAATGGAACAACACTTTAA
AACAGATAGTTATAAAATTAAGAGAACAATTTAACAATAGCACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTA
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAACAAATCTCTAAAGGCAATTTGGGATAACATGACCTGGATGCAGTGGAA
AAGGGAAATCGACAATTACACAGGCTTAATATACACCTTAATTGAAGAGTCGCAGTACCAACAAGAAAGGAAT
GAAAAAGAATTATTAGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTTTAGAAATATTTCAAAGAGCTTATAGAGCATTTATTCACATACCTGTAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>U36872 
GCTAGAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAATGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATGCTAATTGCACTAAGAATTGTACTAATTCGGAAAATGCTGCCATTAGTAATAG



CACAGGAATGATAATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCTCAAATATAAGAGATAAG
TGGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAAGAATAATAATGCCAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTACCCCGGCTGGTTTTGCGCTGCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTC
TAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTTTCGAACAATGCTAAAACTATAATAGTACAGCTGAC
AAAACCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGAAGA
GCATTTTATGCAACAGGAGACAATATAGGAGACATAAGACAGGCACATTGTAACCTTAGTAAAACAGACTGGA
ATAACACTTTAAAACAGATAGTTGAAAAATTAAGAGAAGAATTTGGGAATAAAACAATAGCCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAACAAAACTATGCAGGAGATTTGGGACAACATGACCTG
GATGCAGTGGGAAAAAGAAATTGAAAATTACACAGGCTTAATATACACATTAATTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACAAGACTTATTGGCACTAGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAA
AATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGT
ATTTTCTATAGTGAATAGTGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCTACA
GCCATAGCAGTAGGTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGGGCTTGTAGAAGAGAATAGAACA
GGGTTTGGAAAGGGCTTTGCTATAA 
>AJ286342 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGGGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCCTGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAAGAATGTTAATAATACCAATAGTACTAGTCCCAATAATAGTACTAGTTG
GGGAAAGATGGAGGAAGGAGAAATAAAAAACTGCTCTTTCAAGGTCACCACATCCATAAAAAATAAGATGCAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAAGAAAAATACAAGATTTATGTTGATAC
ATTGTAACACCTCAGTCATTACACAAGCCTGTCCTAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGAAAAGGAACATGTAACAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACCCAACTGCTGTTAAATGGTAGTCTAGCAGAAG
AAGAGGTAGTACTTAGATCTGAAAATTTCACGGACAATGTTAAAACCATAATAGTACAGCTGAATGAAACTGT
AGAAATTAATTGTACAAGACCCGGCAATAATACAAGAAAAAGGATAGCTATAGGACCAGGGAGAGCAGTTTAT
GCAACAAGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGACAAAAATGGAATAAGACTT
TAAAACACATAGTTGCAAAATTAAAAGAACAATTTGGTAATAATAAAACAATAGTCTTTAAGCAATCCTCAGG
AGGGGACCCAGAAATTATAATGCACACCTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAGGATGAGATTTGGAATAACATGACCTGGATGCA
GTGGGAGAGAGAAATTGACAATTACACAGATTTAATATACACCTTAATTGAAAATTCGCAGAACCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGGTACTCACCATTATCGTTCGCTGTTAGTTTGTTTAATGCAATAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAATTGGTAGAGGTATCCTCCACATACCAG
TAAGAATAAGACAAGGCTTAGAAGGGGCTTTGTTATAA 
>U36875 
GCTGGAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATATGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAATTTAGATAATGGTACCATTAGTAATGCTACTCATACCACTAATAGTAGCAG
TGTTAATAATACCACTGGTAATAGCACGAGAAAGCTGGAGATAGACAGAGGAGAAATAAAAAACTGTTCTTTC
AATATTACCACAAACATAAAAGATAAGATGCAGAAAGCGCATGCACTTTTTTACAAACTTGATGTAGTACCAA
TAGATAATAGTACTACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGT
ATCCTTTGAACCAATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACG
TTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAA
CGCAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGGTAGTAATTAGATCTGAAAACTTCACAGACAATGC
TAAAACCATAATAGTACACCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAAGACAAAGAGA
AGTTTTCATATAGGACCAGGGAGAGCATTTTTAACAGAGATAGTAGGAGATATAAGACAAGCATATTGTAACA
TTAGTAGAGCAAAATGGAATAACACTTTACACCAGGTAGTTAACAAATTAAGAGAACAATTTGGAAATAGAAC
AATAGTCTTTAAAAATTCCTCAGGAGGGGACCCAGAAATTGTAACACACATGTTTAATTGTGCAGGGGAATTT
AAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTT
GCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAAATCTGAGTCAGAT



TTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTAATT
GAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTATGGA
ATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTT
AAGAATGGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATT
AGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTT
GTAGAGCTATTCTCCACATACCTAGAAGAATTAGACAGGGCCTGGAAAGGGCTTTGCAATAA 
>U36879 
GCTGCAGAACAATTGTGGGTCACAGTATATTATGGGGTACCAGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAACAATAGCATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTAGTAATGTAGATAATACTAATAATGATACTAATCCCACTAGTAGTAGTGGGGAAGGAGA
ACTAAAAAACTGCTCTTTCAATATCACCACAAGAATAGGAGAAAAGGTTCAGAGAAATTATGCACTTTTTTAT
ACCCTTGATATAGTACCAATAGATAAGGATGAAAATATTACTAAATATAGGTTGATAAATTGTAACACCTCAA
TCATTACACAGGCCTGTCCAAAGGTATCATTTGAACCAATTCCCATACATTATTGTCCCCCGGCTGGTTTTGC
GATTCTCAAGTGTAATAATAAGACATTCGATGGAAAGGGACGATGTCCAAATGTCAGCACAGTACTATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGACAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAGGAATCTGTACAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGGAAGCACTTTTTACAACAGATATAATA
GGAAATATAAGACAAGCACATTGTAACCTTAGTAGAACACAATGGAATAACACTTTAAAACAGATAGCTATAA
AATTAAGCGAACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCTAGAACTTGTAAT
GCACACCTTTAATTGTGGAGGGGAATTTAAGCAACTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTGAGA
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCCCTGGATAACATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAAGCTTAATATACACCTTACTTGAAAAATCGCGGAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCATTGGCTGTTAGCTTGTTCAATACAATCGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTGTTCTCCACATACCTGTAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>U36880 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGCCACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAGATTGCTTTGATGTTAATTTTAATGCTACTAATTCCACTAGCAGTAAGGATACTAATACCAATAA
TAGTAGAGTGGAAATGATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCTCCACAGACATAAGAGAT
AAGTTGCAGAAAGAATATGCGCTTTTTTATAAACTTGATGTAATACCAATAGATAATAGTAATACAAGCTATA
GGTTGATAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGCACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTC
TAGCAGAAGAAGAGGTAGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTAAA
AGAAGCTGTAGAAATTAATTGTACAAGACCCAGCAATAATACAAGAAAAAGTATACCTATAGGACCAGGGAGA
GCATGGTATGCAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTACCATTAATAGAGCAAAATGGA
ATAACACTTTAAAACAGATAGTCGGAAAATTAGGAGAACAATTTGTGAATAAGACAATAGTCTTCAATCACTC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGGGTTGCCCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAATAGAAATCTGACTGAGATTTGGGATAACATGAC
ATGGATGGAGTGGGAAAGAGAGATTGATAATTACACAAGCTTAATATACAACTTACTTGAAGAATCGCAGAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAA
CAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAACTTGTTTAATGCC
ACAGCAATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAATACAAAGAGCTTTTAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCTTGGGACTAGCTTTACTATAA 
>U23487 
GCTGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCCAAAGCACATGGGACAGAGGTACATAATGTTTGGGCCACACACGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAATATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATTATGTAGGGAATGCTACTAATACCACTAGCACTAATAATACCGCTAGTGGAAG



TTGGGGAGCGATGAGAGGGGAAATAAAAAACTGCTCTTTCAATATCACTACAAACATAAGAGATAAGGTGCAT
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGAAAAGAAGAATACTAGCTTTAGATTGATAA
GTTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGAAGTTTGATGGAAAAGGACAATGTACAAATGTCAGC
ACAATACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAG
AAGAGGTGGTACTTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGT
AGAAATTAATTGTACAAGGCCCAGCAACAATTCAAGAAAAAGTATATACATAGGACCAGGGAGAAGATTTCAT
GTAACAAGAGCCGTAACAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGGAGAAAACTC
TAAAACAGATAGTTGAAAAATTAAGAGAAAAATTTGGAAACAAAACAATAATCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAACTCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGGGTAACATGACCTGGATGCAGTG
GGAAAAAGAAATTAACAATTACACAGGCTTAATATACACCTTAATTCAAGAATCACAGAATCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAGTGGGGAAGTTTGTGGAGTTGGTTTAGCATAACAAACTGGCTGT
GGTATATTAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTTT
AGTGAATAGAGTTAGGCAGGGATATCCACCATTATCATTTGCTGTTAGCTTGCTCAATGTTACAGCTATCGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTGCAAAGAGTTGGTAGAGCTATTCTCCACATACCTGTTA
GAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>Y13719 
GCTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGCAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGTCAAAGCCTAAAGAATAATACCAATAATACCACTAATAATAACGGGGTAATACAGGGGGA
AGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAAAAAGAATATGCACTT
TTTTATAGAATGGATGTAATACCAATAGATAATGATAATACTAGTTATAGGTTGATAAATTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAGACGTTCAATGGAAAAGGTTCATGTAACAATGTTAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTA
GATCAGAAAATTTCATGGACAATGCTAAAATCATAATAGTACAACTGAATGAAACTGTAGAAATTAATTGCAC
AAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGCAGAGCATTTTATGCAACAGGAGACATA
ATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAGGAAAGATAGTTA
TAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTACTCAATCTGCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGACAACATGACCTGGATGCAGTGGGAAAAAGAAATTGA
GAATTACACAGACGTAATATACACCTTAATTGAACAATCGCAAAACCAGCAAGAAAAAAATGAACAAGAATTA
TTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAGTTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGATCAACGCCATAGCCATAGCAGTAGCTGAGGGGACT
GATAGGGCTATAGAAATATTACAAAGAATTTGTAGAGCTATTCTCAACATACCTACGCGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>AJ286330 
GCTACAGAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAGCAAACGTGACAGAATATTTTAACATGTGGAAAAGTAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCATTCTGTG
TTACTTTAAATTGCAGTAATGCTACTTATACCAATAGTAGTGAGAATGCTAAGGCTACTCCTACCCCTAAGAC
GATAGTGGACCCAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATGAGAGATAAGATGACGAAAGAA
CAGGCACTTTTTTATGCACTTGATGTAGTACCAATGGATAATGATAATGATACTATTAGGGACAATGGTACTG
CTAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCGTTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAACAACAAGACATTCAGTGGAAAAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGCTAA
GTGGCAGTCTAGCCGAAGGAGAGGTAATACTTAGATCTGACAATTTCACGAACAATGCTAAAACCATAATAGT
ACAGCTGAGTACATCTGTAATGATTAAGTGTTCAAGACCCAGCAACAATACAAGTAAAAGTATACATATGGGA
CCCGGGAGAGCATTTTATGCAACAGAAAGAGTAATAGGAAATATAAGACAAGCACACTGTAACCTTACTAGAG
CAGATTGGAATAGAACTTTAGAAAAGGTAGTTAAAAAATTAGGAGAACAATTTGAGAATAAAACAAGAATAAG
CTTTAATCAACCCGCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGAAGGGGAATTTAAACAG
CTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTGTGGATTACATTTGGGA



GAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAAACTTAATATACACCTTACTTGACCAC
GCGCAGAACCAGCAAGAAAAGAATGAACAAGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGT
TTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTG
TTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAG
CTTTTCTCCACATACCTAGAAGAATAAGACAAGGCTTAGAAAGAATTTTGCTATAA 
>AJ286332 
GCTGGAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGATGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACGCCACTCTGTG
TTACTTTACATTGCACTGATCTTAAGGCCAATGGTACTAATGCCACTGATACTAGTGGCACTGGTACTAATAC
CACTAGTACTAGCGAGAGAGGAGAACTAAAAAACTGCTCTTTCAACATCACCACAAGCATAAGAGATAAGGTG
CAGACAGAATATGCAATTTTTTATAAGCTTGATCTAATACCAATGACTAGTAATCCTACCAGTAATAATACCA
GCTTTAGGTTGATAAGGTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAAAAGGAGAA
TGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATCATAGTACA
GCTGAACCAATCTCTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAACGTATATCTATAGGACCA
GGGAGATCTTTTGTTACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGCGGGTCAC
AATGGAATAACACTTTAAAAAGGATAGTTGAAAAATTAGGAGAACAATTTAAGAATGTAACAACAATAGTCTT
TAAGTCATCCTCAGGAGGGGACCCAGAAATTACAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTACTGGGAATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAACCAGATTTGGAATAA
CATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATCACACAAGCTATATATACGCCTTACTTGAAAAATCG
CAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGCTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AATGCCACAGCCATAGCAGTAGCTGAGGGGACAGACAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCTT
TTATCCACATACCTAGAAGAATAAGACAGGGCTTAGAGAGGGCTTTGCTATAA 
>AJ286334 
GCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCGTTCTATTCTGTG
CATCAGATGCTAAAGCATATGTTAAAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAGGAAATAATATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAACAA
ATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTATGTGAAAAATAAGACCACCCCTAGTACTAATATCACTAGTGGTGGTGTGGGAGG
GATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAAGACTAGCACAGGCATAAAAGATAGGGCACAGAAAGAC
TATGCACTTTTTTATAAGGTTGATATAGTACCAATAGATAATAATAATAATACTAATACTAATTATACTAATT
ATATGTTGATAGGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCTTGT
AGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAACAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCT
AAATGAATCTGTAGTAATTAATTGTACAAGACCCAACAACCATACAAGAAAAAGTATACACCTAGGACCAGGG
AGGTGGTCAGTTTTGGCAACAAAAGACATAATAGGAGATATAAGAAAAGCACATTGTAACGTTAGTGAAGGAC
AATGGAATAAAACTTTAAGACAGATAGTTGAAAAATTAAAAGAACAATTTAAGAATAAAACAATAGCCTTTAA
TCAACCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTAGAAAGGTACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTGAGAGTGACATTTGGAATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAATTTAATATACACCTTAATTGAAGAATCGCAG
AACCAACAGGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGTCTTGGTTTAGCA
TATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGTTCGAT
ACCACTGCCATAGCAGTAGCTGAAGGGACAGATAGGGTCATAGAAGTATTACAAAGAATTTTTAGAGCTATCC
TCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>AJ286336 
GCTTTAGGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACATTATTTT
GTGCCTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAAATAACCCCACTCTGTG
TTGCTTTAAATTGTAGTAATTTGAATGATACCAATACTAATACCAACTATACTAATACCAACAATAGTAGTTG



GGGAAAGATGGAAAAAGGAGAGATGAAAAACTGCTCTTTCAATGTCACCACAGGCATAAGAAATAAGCTGCAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGAGGGTGATAATACAAGGTATACATTGATAA
ATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGC
CCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACACAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGACAGCTGT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACGTATAGGACCGGGGAGAGCATTTTTG
GTAACAGACCGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAAAAGATTGGAATGAAGCTT
TAACACAGACAGTTGCAAAATTAAGAGAACAATTTGGGAATAAAACAATATTCTTTAATCAACCCTCAGGAGG
GGACCCGGAAATTGTAAGGCACACTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATGGAGTG
GGAGAGAGAAATTGACAATTACACAAACTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAAGATTTACTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAATAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTGGTTTGCTTGATGCCACAGCTATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATTATCCACATACCTAGAA
GAATAAGACAAGGCTTAGAAAGGGCTTTACAATAA 
>AJ286337 
GCTACAGAAGAGAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCAGTGATGATATTAAGAATAATACTAATACTAATACAACTAGTAGTGGTGGGGAAATGAT
AGAGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCTCAGACTTAAAAGATAAGGTGCAGAAAGAA
TATGCATTGTTTTATAAACTTGATGTAGAACCAATAGATGATGATAGTAGGAATAATAATAATAGTACTAGCA
ATAGGAGTAATAATATTAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTAAACAGGCATGTCC
AAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAATGTAAGGAT
AAGGGGTTCAATGGAACAGGTACATGTACCAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TATCAACTCAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAGGTAGTACTTAGATCTGCCAATTTCAGTGA
CAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTACAAATCAATTGTACAAGACCCAGCAACAACACA
AGAAAAAGTATACGTATAGGACCAGGGAGTGCATTTTATGCAACAGGAGAAGTAATAGGAGATATAAGGCAAG
CACATTGTAACCTCAGTAAAGTACAATGGAATGACACTTTAGAACAGATAGTTAAAAAATTAGGAGAACAATT
TGAGAATAAAACAATAGTCTTTAATCAGTCAGCAGGAGGGGACCCAGAAATTGTAATGCACATTTTTAATTGT
GGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTGG
GAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATC
TCTGGATGAGATTTGGGATAACATGACCTGGATGCAGTGGGACAGAGAAATTAGCAATTACACAGAATTAATA
TACTCCTTGATTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGG
CAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTA
TCGTTTGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGGTTATAGAAATAG
TACAAAGAGCTTTTAGAGCTATTCTCCACATACCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATA
A 
>AF491740 
GCTAGAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTAATTTCAATAGCACTGATGTGAAGAATGCTACTAATACCACTGCTTCTAA
TACCACTAGTAGTAGCGGGGGAATGATGGAGGCAGGAGAAATAAAAAATTGCTCTTTCAATATTACCACACGC
CTAAGAGATAAGGTGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGGAAAGGATAATA
CTAGCTATAGGTTGATAAGTTGTGACACCTCAACCGTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGTGTAATGATAAGAAGTTCAATGGAACAGGA
ACATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGTTACTGTTAA
ATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTAGATCCGAAAATTTCACGAACAATGCTAAAAACATAATAGT
ACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACCTATGGGA
CCAGGCAAAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAA
CAAAATGGAATAAAACTTTAAAACAGATAGTTATAAAGTTAAGAGAACAATTTGGATATAATAAAACAATAAT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTG



GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTATGGAACAGATTTGGGA
CAACATGACCTGGATGGAGTGGGAAAGAGAAATCAGTAATTACACAGACTTAATATACACCTTAATTGAAAAA
TCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTG
CTCAACGCCACGACCATAGCAGTAGCTGAGGGAACTGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAG
CTATTATCCACATACCTACGCGCATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>HQ122397 
GCTGCAGAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCATTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATATTATTGCAAAATGTGACAGAAGACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAAAATGCTACTAGTACCACTAGTAGTAGCGGGGAAACAATGGGGGGAGG
AGAAATGAAAAATTGCTCTTTCAATATTACCACAAACATAAAAAATAAAGTGAAGAAAGAATATGCACTTTTT
TATAGCCTTGATGTAATAAAAATAGATAATAGTACTGACTATAGGTTGATAAGTTGTAATACCTCAGTCCTTA
CACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAACAATAGGACATTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCCG
AAAATTTCACGAACAATGCTAAAACCATAATAGTACAACTGAAGGAATCTGTAGTAATTAATTGTACAAGACC
CAACAACAATACAAGAAGAAGTATAAGTATAGGACCAGGCAGAGCATTTTATGCAACAGGAGATATAATAGGG
GATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGAATGACACTTTAAAACAGATAGTGATAAAGT
TAAGAGAACAATTTAAGAATAAAACAATAGTTTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTACTGCA
CAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAGTAGATCTGTGGATGATATTTGGGAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTA
CACAGACATAATATACACTTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAGGAATTATTGGAA
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTATCGTTCGCTGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAGGGAACTGATAGG
ATTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACACGCATAAGACAGGGCTTGGAAA
GGCTTTTGCTATAA 
>JN002029 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAGAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCACTAGTAGTAGCGGGAGAATGACAGTGGAGGG
AGGAGAAATGAAGAATTGCTCTTTCAATATCACCACAAGTATAAGAGATAAAATGCACAAAGAATATGCATTT
TTTTATAAACTTGATATAGTACCAATAGAAAAGGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTAGGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAGAGGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTA
GATCCGCCAATTTCTCGGACAATGCTAAAAACATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTAC
AAGACCCAATAACAATACCAGAAAAAGCATACCTATAGGACCAGGCAGAGCAATTTATACAACAGGAGGAATA
ATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAGCAAAATGGAACGACACTTTAAAACAGATAGCTA
CAAAGTTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGGATTATATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
TAACTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCT
TGGAAAGGATTTTGCTATAA 
>U36882 
GCTGCAGAACAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGACACGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAGTAGCATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAATAACCCCACTCTGTG



TTACTTTAAAGTGCACTGATGTCACATTTAATTGCACTGGTACCTCAAATTGCACTGATACCAATAGTAGTAG
TCCACTAAAGATGGAAAAAGGAGAGATGAAAAATTGCTCTTTCAATGTCACCACAAACATAAGAAATCAGGTG
AGGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAAAAATGATACAAATTTTATATTGA
TACACTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTGTCCTTTGAACCAATTCTCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGTATAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTGGTAATTAGATCTGAAAATTTCACGAATAATATTAAAAACATAATAGTACAGCTAAATGAGTC
TGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATAACTATAGGACCGGGGAGAGCATTC
CATGCAACAGGAAGAATAATAGGAGATATAAGAAGAGCACATTGTAACCTTAGTAGAGCACAATGGAATAACA
CTTTAAAACAGATAGCTACAAAATTAAGAGAACAATTTGGGGAAAATAAAACAATAGTCTTTAATCAATCCTC
AGGAGGGGACCCAGAAGTTGTACTGCACATTTTTAATTGTGGGGGTGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGAATTTGGGGTTGCTCTGGAAGACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAAATTTGGGATAACATGACCTGGAT
GGAGTGGGAGAGAGAAATTGAAAATTATACAGGCTTAATATACAACTTACTTGAAACATCGCAGAACCAGCAG
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGCCAAATTTGTGGAATTGGTTTAACATAACAAACT
GGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAGTTTTTACTATACT
TTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCACTATCATTCGCTGTTAGTTTGTTTAATACCACAGCT
GTAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACACAGAATTTGGAGAGGTATCCTCCATATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ207940 
GCTCAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTTGTGCAT
CAGATGCTAAAGCACATCACACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCCCAG
GCCACAAGAAGTAGTAATGGGAAATGTGACAGAATATTTTAATATGTGGAAAAATAATATGGTAGAACAAATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTACTT
TAGAATGCACTAATGTTACCAAGAACAGTACTGGCAATAGTAGTGATTTTGCCAATAACAGTGCTGTCAATAG
TAAGATGGATACAGAAGTAAAAAACTGCTCTTTCAATGTTACCACAAGTATAAGGGATAAGATGCAGAAAGAA
TATGCACTCTTTTATACAGTTGATATAGTACCAATAGAAAATGATAATAGTAGCTATAGATTGATAAATTGTA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTTGATGGAAAAGGACAATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TTGTAATTAGATCTGCCAATTTCTCTGACAATGCTAAAGTCATAATAGTACATCTGAATGAAACTGTAAACAT
TACTTGTGTACGACCCAACAATAATACGAGAAAGAGTATATCTATAGGACCAGGGAGAGCATTTTATGCAACA
GGAAGCATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGCCAAATGGAATGACACTTTACGAA
GGGTAGCTATAAAATTAGGAGCACAATTTAAAAATAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCC
AGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTAC
CTTGGAATTCTAGTTGGAGTAATAAATCTCTGGATATGATTTGGGGTAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGACAATTATACAGACTTAATATACTCCTTACTTGAAGACTCGCAGATCCAACAAGACAAAAATGAA
AAAGAGTTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGATATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAATCTTTGCTGTATTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCACTATCGTTGGCTGTCAGCTTGCTTAATGCTACAGCTATAATAGTAGCT
GAGGGAACAGATAGAATTATAGAAGTAGCACAAGGGATTTTTAGAGCCATTATCCACATACCTAGAAGAATAA
GACAAGGCTTGGAAAGGGCTTTGCTATAA 
>HQ385456 
GCTACAGACAAATTGTGGGTCACAGTATACTATGGGGTACCTGTATGGAAAGAAGCAACCACCACACTATTTT
GTGCATCAGATGCTAAGGCATATAGTACAGAAAAGCATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGCACAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTTGAA
CAGATGCATGAGGACATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACCTTAAATTGCACTAATATAAATAAGAATTTTACTAAAACTAATAATAGTAATATGAGGATGGATCAAGG
AGAAATGAAAAACTGCTCTTTCAATATTACAACAAACATAGGAGATAAGATAAGGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTATCAATAGATGATAGTAGTAGTAATACTAGTAATAAGAATTATAGTAACTATAGGT
TAATAAGTTGCAACGCCTCAGCCCTCACACAGGCTTGTCCAAAGGTAACTTTTGAACCAATTCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATGAGAAGTTCAATGGATCAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAAAAGACATAGTAATTAGGTCTGAAAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTAAACAC
ATCAGTAGTAATTAATTGTACAAGACCCAATAACAATACAAGGAAAGGTATACCTATAGGACCAGGGAGCGCA
TTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAAGATTGGAATA
ATACTTTAAAAGGGATAGTTGAAAAATTGAGAGAACAATTTGGAGAAAATAAAACAATAAACTTTACTCAATC
CTCAGGAGGGGATCCAGAGATTGTAACACACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCT



GCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGCAATAAAAATCTGAGTGATATTTGGAATAACATGACATG
GATGCAGTGGGAAAGGGAGATTGACAATTACACAGGTGTAATATACAGGTTAATTGAAGAATCGCAGAACCAG
CAAGAACAGAATCAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTGGTGGAGTTGGTTAGACATATCAA
ACTGGCTGGGGTACATAAAAATATTCATGATGATAGTAGGAGGCTTAATAGGTTTAAAAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTAATACCACA
GCAATAGTAGTAGATGAGGGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTTTAGAGCAGTTCTCCACA
TACCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>EU839603 
GCTGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGCAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAACAGCACGAATAGTAATAGCACGAGGAATAATAGTAGTACAGTAATAGT
AAAGGGACTAACAGAAGACTGGGGAAAGGTAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAG
GTGACTAAAGAATATGCACTGTTTTATAGAGTTGATGTAGTACCAATAGCTGATAGTGGTAATAATAATAGCT
ATAGATTGATAAATTGTAATACTTCAGTCATTACACAGGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAACAATAAGGCATTCAATGGAACAGGACCGTGT
AGAAATGTCAGCACAGTACAATGTACACATGGCATTAGGCCAGTAATATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGTAATAATTAGGTCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAA
GAGCTCTGTAAAGATTAATTGCACAAGATTCAGCAATAATACAAGAAGAAGTATACATATAGGGCCAGGGAGA
GCATTTTTTGCAACAACAAACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAGAATGGA
ATAACACTCTGAGTCAGGTATTTCAAAAATTAAGAGAACAATTGGGGAATAATAAAACAATAGTCTTTAATCA
ATCTTCAGGAGGGGACCCAGAAGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAGTGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCA
TCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGRGTAATAAATCTCTGGGTGATATTTGGGATAACATGAC
ATGGATGCAGTGGGAAAAAGAGATTGACAATTACACAGCAGAGATATACAAATTAATTGAAGAATCACAGAAC
CAGCAAGAAAAGAATGAACAAGAATTACTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGC
TATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCTTTCGCTGTTAGCTTGCTTAATGCC
ACAGCTATAGCAGTAGCTGAGGGGACAGACAGGATAATAAAAGTAGTACAAAGAATTGGTTGGGCTATCCTCC
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU839601 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCTCTCTATTTT
GTGCATCAGATGCCAGAGCATATGACACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGTTAAGGGTAAGACATTTGATGATAAAAATGAGATAAAAGAAATAAAAAATTG
CACATTCAATGTCACAGGAAATAGAGGAGATAAGGTACGGAGAGAAAATGCAAATTTTTATAACCTTGATATA
GTATCAATGGATGAGACTAATATTAATAATACTAAATATAGATTGTTACATTGTAATACCTCAGTCATTACAC
AAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATAATAAAACATTCAGTGGTTCAGGACCATGTACAAATGTTAGCACAGTACAATGTACGCATGGAATT
AGGCCAGTAGTGTCAACTCAACTGTTGAATGGCAGCCTAGCAGAAGAAGAGGTAGCAATTAGATCTGAAAATT
TCACGGACAATGATAAAAATATAATAGTACAACTGAATGTATCTGTAACAATTAATTGTACAAGACCCAACAA
CAATACAAGAACAAGTATACATCTAGGACCAGGGAAAACATTTTTTGCAGGAGGAGTAATAGGAGATATAAGA
CAGGCACATTGTAACCTCAGTGRAATAGAATGGAATAACACTTTAAGACAGGTAGCTATAAAATTAAAAGAAC
AATTTAATAAAACAATAGTCTTTAATCAAACCACAGGAGGGGACCCAGAAGTTGAAATGCACCACTTTGTTTG
TGGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGTAATAAAT
CTCTGAATGATATTTGGAACAACATGACATGGATGGAGTGGGACAGAGAAGTTAGCAATTACACACAATTAAT
ATACACCTTAATTGAAGAGTCACAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGG
GCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAACTATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTGTGCTATACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATT
GTCATTTGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAATA
ATACAAAATACTGGGAGAGCTATTCTCCACATACCTGTACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTAT
AA 
>MH078551 
ACTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCGGACGCTAAAGCATATAAGACAGAGATGCATAATGTCTGGGCAACACATGCCTGTGTTCCCACGGA
CCCCGACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATACCATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATGAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTTTAGAATGCAATGATACGAGTACTAATGATACCATTGACATGGAGAGGAGGAAAGGAGAACTAAAAAA
CTGCACTTTCAACATCACCACACCAATGCAAGATAGGAGGGAAAAAGAATGGGCATTTTTTAATGCACTAGAT
GTAGTAAAACTAAATGAGAGTAATAATAGCTATAGATTGATAAGCTGTAATACCTCAGTCCTTAAGCAGGCCT
GTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTACGATTCTGAAGTGTAA
TGATGAAGGGTTCAATGGAACAGGAACATGTAACAATGTCAGCACAGTACAATGTACACATGGCATTAAGCCA
GTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGGGGTGGTAATTAGATCTGAAAATTTCA
GTGACAATGCTAAAACCATAATAGTACAGCTCAAGGACCCTGTAGAAATTAATTGTACAAGACCCAATAACAA
TACAAGAAGAGGTATACATATAGGACCAGGGAGAGTATTCTTTGCAACAGAAGTAATAGGAGATATAAGACAA
GCATATTGTAACATTAATGAAACAAAGTGGAATAACACTTTACATCAGATAGCTGAAAAATTAAGAAAGCAAT
TTGAGAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGATCCAGAAATTGTATTTCACAGTTTTAATTG
CGGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTA
GGGATTTGGGGATGCTCGGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAAT
CATATAATGAGATTTGGAATAACATGACCTGGATGCAATGGGAAAGAGAAATTGACAATTATACAAAGGTAAT
ATATACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGCATTGGATAAGTGG
GCAAGTTTGTGGAGTTGGTTTAGTATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTAATAGGTTTAAAAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATT
ATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAGGTA
GCACAAAGAATCTTTAGAGCTTTCCTCCACATACCTAGACGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTAT
AA 
>MK303352 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACACCATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATGGCATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAGGCCATGTGTAAAATTAACCCCACTTTGTG
TCATCTTAAATTGCACTAATGCTAATACTACTTGTGGTAATAGTAATAGTAGTAATGCTAATAATAGTATTAG
TGACTGTGAAATGATGAAAAACTGCTCTTTTAATATCACCACAAGCACAAAAGATAAGGTACAAGATTATGCA
CTTTTTTATAACTTAGATGTAATATCAGTAGATAATAACAGTAGTAGATACAGATTGAGAAGTTGTAACACCT
CAGTCATTACACAGGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGCTTCTAAAATGTAATGATAAGATGTTCAGCGGGACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGCAGTATCAACTCAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAA
TTAGATCAAAAAATTTCACAAATAATGCTAACACCATAATAGTACAGCTAAATGAATCTGTAAAAATTGAGTG
TGTAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTATGCAACAGGAGCT
ATAATAGGAAATATAAGACAGGCATATTGTAATCTTAGCAAGACAGACTGGACTAACACTTTGAATCAGATAA
AAATAAAATTAGGACAACAATTTAGAAATAAAGCAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGCAATAAATCTATGAGTGAGATTTGGGATAACATGACCTGGATGGAATGGGAAAAAGAAAT
TGACAATTACACAGGCTTAATATACACCTTAATTGAGCAAGCGCAAAACCAACAGGAAAAGAATGAACAAGAA
TTATTAGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTTCAATATCAAATTGGCTGTGGTATATAAGAT
TATTCATAATAATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAATAAATAGAGC
TAGGGAAGGATACTCACCACTGTCATTTGCTATTAGTTTGCTAAATGCCACAGCTATAGCAGTAGGGGAGGGA
ACAGATAGGGTTCTAGAAATAGTACAAAGAGGTTTTAGGGCTTTTCTCCACATACCTAGAAGAATAAGGCAGG
GCTTAGAAAGGGCTTTAATATAA 
>MK303348 
GCTAAAGAACAATCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATAATACAGAGGTGCATAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCAAACGAAGTAGAATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAGTGCACTAATGCTAATAATACTCAAAATAATAGTAGTACATTTCAAAATAATAGTACTACATG
GGAAAGGGTGGAACCAGGAGAAATGAAAAACTGCTCTTTTAATATCACCACAGAAACCAAAGAGAAGGTGAAA
GACTATGCACTTTTTTCTAGCTTAGATGTAGAACAAATAAATAATAGAACTAATAGTGATAATAGTACTAACT
TTAGATTGATAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCTAT
ACATTATTGTGCCCCGGCTGGGTTTGCGCTCCTAAAATGTAAAGATAAAAGGTTCAATGGAACAGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCATTTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAGTAATTAGATCTAAAAATTTCTCGAACAATGCTGACATCATAATAATACAGCT
GAATGAATCTGTGCAAATTAATTGTACAAGACCTAACAACAACACAAGAAAAGGTGTACCTATGGGACCAGGG
AAAACATTTTTCACAACAGATGTAATAGGAAATATAAGACAAGCACATTGTAACATTAGCGGGGCAAAATGGA
ATAACACTTTAAGACAGATAGTTACAAAATTAAAAGAACAATATGGAAAAAACAAAACAATAGTCTTTAATCA
ATCCTCAGGAGGGGACCCAGAGATTACACTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA



TCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGCAATAAATCTATAGATGAGATTTGGAATAACATGAC
CTGGATGGAATGGGAGAAAGAAATTGATAATTACACAAGCTTAATATACACCTTAATTGAGGATGCGCAAAAC
CAGCAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTTCAATAT
CAAAGTGGCTGTGGTATATAAAGATATTCATAATAATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTCTTTAC
TGTACTTTCATTAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCATTTGCTATTAGTTTGCTTAATGCC
ACAGCTATAACAGTAGGGGAAGGGACAGATAGGGTTATAGAAATAGTACAAAGAGGTTTTAGGGCTATCCTCC
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTATTATAA 
>MK303350 
GCTGCAGACAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACATGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGACAAATGACATGGTAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAACTTGTACTGATATGAATACTACTAGTAGCAATAATACTACTAACAATAGTAGTAGCTGGGGAAG
AATGGAACAAGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAAGCACAAATGATAGGGTGAAAGACTAT
GCACTTTTTTATAAACTAGATATAGAACAAATGGAAAAGAATAGTACCAGTTATAAATTAATAAGTTGTAACA
CCTCAGTCATCACACAGGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTTAAATGTAATGATAAAAAGTTCAATGGAACAGGAACATGTCAAAATGTCAGCATAGTACAA
TGCACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGCTATTAAATGGCAGCCTAGCAGAAGAAGAGGTAG
TAATTAGGTCTGAAAATTTCACAAATAATGCTAAAACCATAATAGTACATCTGAATGAATCTATGGAAATTAA
TTGTACAAGACCCAACAACAACACAAGGAAAAATATACATATGGGACCAGGGAGAGCATGGTATGCAACAGGA
GAGATAATAGGAGATATAAGACGAGCATATTGTAACCTTAGCAGTACAAAGTGGAATAACACTCTAAAAAAGA
TAGTTATAAAATTAAGAGAACAATTTGGAGAGAACAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGACAC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAA
AGATACCTAAGGGATCAACAGCTCCTGGGACTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGCAATAAATCTATGAATGAAATTTGGGAGAACATGACATGGATGCAGTGGGAAAG
AGAAATTGACAATTACACAGGCTTAATATACACCTTACTTGAGAAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTAGATAAATGGGACAGTCTGTGGAATTGGTTTTCAATAACAAACTGGCTGTGGTATA
TAAAATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCATTGTCATTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGG
GAAGGGACAGATAGGATTATAGAAATAGTGCAAAGAGGTTTTAGGGCTATTCTCCACATACCTAGAAGAGTAA
GACAGGGCTTAGAAAGGGCTTTGGTATAA 
>MK303351 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCGCCACCACTCTATTTT
GTGCATCAGACGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACATGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGACAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTATTTTAGATTGCACCACTTTGAATAATAATAATAGTAGTAGCAATAATAGTGTTAGCAATAATAGTACTAG
GGTGAAGGACTCAGGAGAAATGAAAAACTGCTCTTTTAATATCACCACAAGCACAAAAGATAAGGTGAAAGAC
TATGCATTGTTTTATAACCTAGATATAATATCAATAGATGGTAATAATAATAATAGTTATAGATTAAAAAGTT
GTAATACCTCAGTCATTAAACAGGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGCTTCTAAAATGTAATAATAAGACATTCAACGGGACAGGACCATGTAACAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAACAGTGTCAACTCAGTTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AGACAGTAATTAGATCAAAAAATTTCACGAACAATGCTGAAACCATAATAGTACAGCTAAATGAATCTGTAAA
AATTGATTGTGTAAGACCCAACAACAATACAAGAAAAAGTGTTCACATAGGACCAGGGCAAGCATTTTTTGCA
ACAGGAGATATAATAGGGGATATAAGACAAGCACATTGTAATCTTAGCAGGACAAGCTGGGATAATACTTTGA
AAAGGATAGCTATAAAATTACAAGAACAATTTGGAAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGA
CCTAGAAATTGCAACGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATTCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TACCTTGGAATGCTAGTTGGAGCAATAGATCTCTGAGTGAGATTTGGGATAACATGACCTGGATGCAATGGGA
AAAAGAAATTGACAATTACACAGGCTTAATATACAACTTAATTGAGGAAGCGCAAAACCAGCAAGAAAAGAAT
GAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTTCAATATCAAATTGGCTGTGGT
ATATAAGATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAGT
AAATAGAGCTAGGAAGGGATACTCACCATTGTCATTTGCTATTAGTTTGCTAAATGCCACAGCTATAGCAGTA
GGGGAGGGGACAGATAGGATTATAGAAATAGTGCAAAGAGGTTTTAGGGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTAATATAA 
>MK303353 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACAACCACACTCTTTT
GTGCGTCAGATGCTAAAGCATATAACACAGAGGTGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG



TTACTTTACATTGTGCTAATGTTACGTGCACTAATGTTAGTAGCTCTGATAATCTTAATAGCACTGCTACTAA
TAGTAGTAGACCTTGCAATGTTAGTGGAGAAATGATAGAAGAAGTAAAAAATTGCTCTTTCAATGTTACAGAA
GGAATAAGAAATAAGATACAAAAAGTATATGCAACTTTTAATACACTTGATATAGTACCAATAGATGGGGGAA
GAATAATAACTGTGACTAAGACAGATGGTAATAAGACTACAAACTATACGTATGGAGACTATATGTTGGTAAA
TTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCC
CCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAGTGGAAAAGGACCATGTACAAATGTCAGTA
CAGTACAGTGCACTCATGGGATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGA
GGTAGTACTTAGATCTGACAATTTCTCTGAGAATACTAAAACCATAATAGTACAACTGAAGGAATCTGTAAAC
ATTACTTGTATAAGACCTAACAATAATACAAGGAGAAGTATACATATGGGACCAGGGGCAGCAATGTTTGCAA
CAGGAGAAATAATAGGAGACATAAGAAGAGCATATTGTACCCTTAATGCAACAGTTTGGAATAAAACTTTACA
ACAGGTAGCCACAAAATTACAAAAACATTTTGAGGAAAAAGGAATAGCCTTCGATCAACCCTCAGGAGGGGAC
CCAGAAATTACAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAG
AAAGGTACCTAAGGGATCAACAGCTCCTAGGGATATGGGGTTGCTCTGGAAAACTCATTTGTACCACTAATGT
GCCTTGGAATGCTAGTTGGAGTAATAAATCTCAGAAGGAGATTTGGGATAACATGACCTGGATGGAGTGGGAA
AGAGAGATTGACAATTACACAGGCTACATATACAGTTTACTTGAGACATCGCAAAACCAGCAAGAAAAGAATG
AGCAAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTA
TATAAAAATATTCATAATGGTAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTGTTGTACTTTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAATTTGCTTGATACCATAGCTGTAGCTGTAG
CTGGGGGGACAGATAGGGTTATAGAAGCAGCACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAAT
AAGACAAGGCTTAGAAAGAGCTTTACAGTAA 
>MK303354 
GCTGCAGGGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTTGTG
CTTCAGATGCTAAAGCATATGATACAGAGGCACACAATGTGTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTGGTATTGGGAAATGTGACAGAAGATTTTAACATGTGGGAAAATAACATGGTAGAACAG
ATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTGTCA
TTTTAAATTGCACTGATTTAAATAATAGCACTGGTTTAAATAATACTCATACGGGAGAAATGAAAAACTGCTC
TTTCAATATCACCTCACCCCTAAGAGATAAGATGCAGAAAGAATATGCACTCTTCTATAAACTTGATATAGTA
CCAATAGATGATGATAGAGCTAATAATACAAGTAATAATACTAGTTATAGATTGATAAGTTGTAACACCTCAG
TCATTACACAAGCATGTCCAAAGGTATCTTTTACGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGC
GCTTATAAAGTGTAACAATAAGACATTCGATGGAAGAGGACCATGTACAAATGTCAGCACTGTACAATGTACT
CATGGGATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTAAAAATTTCACTGATAATGCTAAAAATATAATAGTACAACTGAATAAACCTGTACAAATTAATTGTAC
AAGACCCAACAATAATACAAGAAAAAGCATACACATAGGACCAGGGAGAGCATTCTATGCAACAGGAGAAATA
ATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAAGAAACTGGACCAACACTTTACAACAGATAGTTG
GAAAATTAAGAGAAAAATTTGAGAACAAAACAATAGTATTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTG
AGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
ATAGTTGGAGTAATAAATCTCTGAAAACGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAGATTGA
CAATTACACAGACTTAATATACAATTTACTTGAAGAAGCGCAAAACCAGCAAGAAAAGAATGAGCAAGAATTA
TTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCCTTGCCGTTCGCTGTTAACTTGCTTAATACCATAGCTATAGCTGTAGCTGAGGGAACA
GATAGGGTTATAGAAGCAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTGTAA 
>MK303355 
GTTGCAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAAATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACAAAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACATGAAGAATTCTTGGGAAGCAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAGCAGATGCAGGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTT
GTGTTACTTTAAATTGCACTAATGTAAATGTGAATGATACTAATGTAAATTGTACTACTAATAGTACTACTAA
TGGAAATTGTACTACTAAGGGAAATATTAGTGAATGGGAAAGGGTGGAACAAGGAGACCTAAAAAACTGCTCT
TTTAATATTACCACAAGCACAGGTGATAAGGTAAAAAACTATTCAATTTTTGATAGCCAAGATGTAGTACCAA
TAAATAAGAATAGTGATAAATATAGATTGATAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAAAT
ATCCTTTGAGCCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGCTGCTAAAATGTAACGATAAGAAG
TTCAGTGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAA
CTCAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCTCGGACAATAC
TAAAACCATAATAGTACAGCTGAATGAATCTGTAACAATTAATTGTACAAGACCCAACAACAATACAAGAAAA
AGTATACATATGGGACCAGGGAGAGCATTCTTTGCAGCAGGAGATATAATAGGAAATATAAGAAAAGCACATT
GTAATGTTAGCAAGGAAAGCTGGAATAATACTTTGGAACGGATAAAGGAAAAATTAAAAGAACAATTTGGAGA
AAACAAAACAATAATCTTTCAGGAGCACTCAGGGGGGGACCCAGAAGTTGTAGTGCACACTTTTAATTGTGGA



GGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGCAATAAATCTTT
GGATCAGATTTGGAATAACATGACCTGGATGCAATGGGAAAAAGAAATTGACAATTACACAGACTTAATATAC
ACCTTAATTGAGAAAGCGCAAAACCAACAAGAAAAGAATGAACAAGATTTATTAGAATTAGATAAATGGGACA
GTTTGTGGAATTGGTTTTCAATAACAAATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTT
AATAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTGTCG
TTTGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGGGGAAGGGACAGATAGGATTATAGAAATAATAC
AAAGAGGCCTTAGGGCTATTCTCCACATACCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGATATAA 
>GU191372 
GCTGCTGATCAACTCTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCTACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGAAGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTTACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACGTTACATTGCACTAATTTGAGTCAAGTTGATAGTTGTAATAATACCAATGGTAATGGTACAGATATCGT
TAGTTGTAATAATAGTATCACTATTGATAGGGGGGAAATAAAAGTAATAAAAAACTGCTCTTTCAATATCACC
ACAAACATAAGAGATAGAGTGAAAAAAGAATATGCAATTTTTAATAAAATGGATATAGTACCAATAGATGAGG
ATAATAATACAAGTAATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAA
GATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAG
ACATTCAATGGATTAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTAT
CAACTCAACTATTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGCAAACTTCTCGAACAA
TGCTAAAGTCATAATAGTACGGCTGAATGAATCTGTAACAATAAATTGTACAAGACCTAACAACAATACAAGA
AGAAGTATAAATATACAACCAGGGAGAGCATTTTTTGCAACAGGAGACATAATAGGAAATATAAGACAAGCAT
ATTGTAATATTAGTGGAGCACAATGGAACAGAACTTTAAATTTGATAGCTAAAAAATTAAAAGAACAATTTAA
CAACAAGTCAATAATCTTTAGGCAATCCTCAGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTAGA
GGGGAGTTTAAACAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGACCAACAGCTCCTAGGGA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAACAAAACTCA
AAATGAGATTTGGGAAAACATGACCTGGATGCAATGGGAAAGAGAAATTGAAAATTACACAGGCACAATATAC
AACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAAATAAGTGGGCAA
GTTTGTGGAATTGGTTTAGCATATCACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAATTTTTGCTGTACTCTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCA
TTTGCTGTTAGCTTGTTTAATGCCATAGCAATTGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCAGTAC
AGAGGGCTTGTAGGGCTATCCTCCACATACCTAGACGAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>JF680936 
GCTGCAGAACAATCATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTAT
TTTGTGCATCAGATGCTAAAGCTCATATACCAGAGATGCATAATGTTTGGGCCACACATGCTTGTGTGCCCAC
AGACCCCAGCCCACAAGAATTAGAATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTA
GAACAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAGACTGCCAGGAGGCCAAGGGTATCAATGCTACTAATATCACTAGCAATACTAATAGTAGTAG
CATGGACCTGAGGGCGGAACAGGGAGAAATACAAAATTGCTCTTTCAATATCACTACAAGCATAAGAGACAAA
GTAAAGAAAGAATATGCATTACTTTATAAAGTTGATATAGTACCAATAGATAATGAGAATAACAATAAAAATA
AGACTAATAGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATATC
CTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGCGGTTC
AATGGAACAGGACCATGCACAAATGTCAGCACAGTACAATGTACTCATGGAATCAAGCCAGTAGTTTCAACTC
AATTGCTGTTAAATGGTAGTCTAGCAGAAAAAGAGGTAGTGATTAGATCTGAGAATTTCACAAACAATGCTAA
AACCATAATAGTACAGCTAAATGAAACTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGGAAAAGT
ATACCTATAGGACCAGGTAGGGCATTCTATGCAACAGGAGAAATAATAGGAGATATAAGACGAGCACATTGTA
ACATTAGTGGAGAAAAATGGAATAGAGCTTTAAAACAGGTAGCTGAAAAATTAAGAGAACAATATAATAAAAC
AATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGCAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATGTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAGTAGATCTCTGGATAATAT
TTGGAGTAATATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTATACAGGCTTAATATACAATCTAATT
GAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGACTTATTGGCACTAGATAAATGGGAAAGTTTGTGGA
ATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGGTT
AAGAATAGTTTTTACTGTACTTTCTATAGTAAACAAAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTT
AGCTTGTTTAATGCTATAGCCATAGCAGTTGCTGAGGGGACAGATAGGCTCATAGAAATAGTGCAAGGAGCTG
GTAGAGCTATCCTCCACATACCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>KF061032 
GCAGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA



CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGAGGAATGGTACTAATAGTAGTAGCTGGGGAATGATGGAGAGAGGAGA
AATACAAAATTGCTCTTTCAATGTCACCACAAGCATAAGTGATAAGATGCAGGAAAACTATGCACTTTTTTAT
AAACTTGATATAATAAAAATAGACAATAGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAACAATAAGAAGTTCAGTGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCGGTAGTATCTACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAA
ATTTCACGAACAATGCTAAAAGCCTAATAGTACAGCTGAATCAATCGGTACAAATTAATTGTACAAGACCCAA
TAACAATACAAGAAGAAGTATACATATAGGACCAGGGAAAGCATTTTATACAGGAGAAATAATAGGAAATATA
AGACAAGCACATTGTAACCTTAGCAGAGCAAAGTGGGATGACACTTTAAAAAGGATAGCTGACAAATTAAGAG
AACAATATGAGAATAAAACAATAGTCTTTAGTCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
CAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAG
CTCCTGGGGATTTGGGGTTGCTCTGGAAAAGTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCTGGATAAGATTTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGG
CATAATATACACCTTACTTGAAGAATCGCAAATCCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGAT
AAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGTTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTGGGAAGGGATACTC
ACCATTATCGTTCGCTGTTAATTTGCTCAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGATTATA
GAAGCATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACACGAATAAGGCAGGGCTTGGAAAGGGCTT
TACTATAA 
>KF061031 
GCTGAGGAACAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGAGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAAATGCAATAACTATACGGGGGATGTTACTAATAACACGGGGAGTAATACCACTGGTAGTAGCGG
GGGAGTGATGGAGGGAGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTGCGA
AAAGATTATGCACTTTTTTATAATCTTGATGTAATACAAATAAAAGATAAAAATAATAATGAAAGTAATAGTT
ATAGGTTGAGAAGTTGTAACACCTCAATCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGTGTAACGATAAGAAATTCAATGGAACAGGACCATGT
AAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCA
GCCTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCT
GAATAACACTGTAAATATTAATTGTATAAGACCCAACAACAATACAAGGAAAAGTATACCCATGGGACCAGGG
AAAGCATTTTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGGGTACAAT
GGAATAACACTTTAAAACAGATAGCTAACAAATTAAGAGAACAATTTGGGAAGAATAAAACAATAGTCTTTAG
TCCATCCTCAGGAGGGGACCCAGAAATTGAAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
ACATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAATAGATCTCTGGATCAGATTTGGGATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGATTAATACACACCTTACTTGAAGAATCGCAG
ACCCAACAAGAAAAGAATGAACAAGAATTATTGGCCTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACA
TATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTCGCTGTTAGCTTGCTCAAC
GCCACAGCCATAGCAGTAGCTGAGGGGACTGATAGGGTTATAGAAGTATTACGCAGATTTTATAGAGGTATTC
TCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY835445 
GCTGCAGAACAAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAGCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAACTAACCCCAC
TCTGTGTTACTTTAAATTGTACTGATAATATTACTAATACTAATACCAATAGTTCAAAGAATAGTTCTACTCA
TTCTTATAATAATAGTTTGGAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCGCAGGAATAAGGGATAAG
GTAAAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCCATAGAGGAGGATAAGGATACTAATAAAA
CCACCTATAGGTTGAGAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTCGCAATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGG
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGT
ACAGCTTAATGAATCTATAGCAATTAATTGTACAAGACCCAATAACAATACAAGAAGAAGTATACATATAGGA
CCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAGAA
CAGAATGGAATAGCACTTTAAGACAGATAGTTACAAAATTAAGAGAACAATTGGGGGATCCTAATAAAACAAT
AATCTTTAATCAATCCTCAGGAGGGGACACAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAG



CAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATCTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTTAATAACATTTG
GGAAAACATGACATGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACATCTTACTTGAA
AAATCACAGATACAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAGTTGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGGTAGGTTTAAG
AATAGTTTTTGCTGTGCTTTCTATAGCAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGT
TTACTCAATACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTA
GAGCTATTCTCCACATACCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>AY835444 
GCTGAAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATTTGAGGAATGCTACTAATACCACTAATCCCACTGTTAGTAGCAGGGTAATAAA
GAAGGAAATGATGGGAGAAGTAAAAAATTGCTCTTTCAATGTCACCACAGACATAAGAGATAGAATGCAGAAA
GTATATGCGCTTTTTTATAGACCTGATGTAGTACCAATACAAGACCATACTATAGAAAACAATAATACAATAG
AAAACAATACTACTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTT
TGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAAT
GGATCAGGACCATGTACAAATGTCAGCACGGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAAT
TGCTGTTAAATGGCAGTCGAGCAGAAGAAGAAGTAATAATTAGATCTGAAAATTTTACAAACAATGCTAAAAC
CATAATAGTGCAGCTGAATAAAACTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATA
TCTATAGGACCAGGGAGAGCATTTTATGCAACAGGGGACATAATAGGAGATATAAGACAAGCACATTGTAACC
TTAGTAGAGCAGAATGGAATAAAACTTTAAAATATATAAGTACAAAATTAAGAGAACAATTTGGGAACAAAAC
AATCATCTTTAATGGATCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTTTAATAAAAT
TTGGGACAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAACTTACTT
GAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGATTTATTGGCATTAGATAAATGGGAAAGTTTGTGGA
ATTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTGTT
AGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTACAGAGAACTT
TTAGAGCTATTATTCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>EU839605 
GCTACAGACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATAAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCAAATGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGACTTTAAATTGCACTAATGTTAATACCACTGATGTTAGGCGGAATGATACCAATAGCACTGTTGGCACTAA
TGATGGTTTAAGAATAAAACAGGGAGAAATAAAGAACTGCACTTTCAACATCACCACAAGCACAAATGAGAAG
GTGAAAGGAAATGCAATTTTTGATACACTTGATGTAGTACAAGCAGGTGAGAATAATAATAGCTATAGATTGA
TAAGTTGTAATACCTCAGTCATTACCCAGGCCTGTCCAAAGGTCTCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAGAGACAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTT
AGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACTCAATTGTTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAATAATTAGATCTGAAAATATCACGGACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGC
TGTGGAAATTGAGTGTGTGAGACCCAACAACAATACGAGAACAACAAGTGTACATATAGGACCAGGGCGAGCA
ATTTATGCAACAGGAGACATAATAGGTGATATAAGACGAGCATATTGTAACCTTAGTAGAGCAAACTGGACTA
ACGCTTTAAACCAGACAGCTAGGAAATTAAGAGAACAATTTAATAAAACAATAATCTTTAATTCATCCTCAGG
AGGGGACCCAGAAATTGTGATGTTTAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CCTCCGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTGTGGATAGAATTTGGGGGAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAGACCTAATATATAACTTACTTATGGAATCGCAGAACCAGCAAGAA
AAGAATGAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATTTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTATC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCATTTGCTGTTAGCTTGTTTAACGCCACAGCAATA
GCAGTAGCTGAGGGAACAGATAGAGCTATAGAAATAGTGCTAAGAATTTTTAGGGCTATCCTCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF680925 
GCTAAAGAAAAAGAAGAAGAACAAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAG
CAGCCACCACTTTATTCTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACA
TGCTTGTGTACCTACAGACCCCAGCCCACAAGAAGTAACATTGAGAAATGTGACAGAAAATTTTAACATATGG



AAAAATAACATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAA
AATTAACCCCACTTTGTGTCATTCTACATTGCACTGATAACATTACTCTTATCAATGATAATACTTCCACGAA
TGCTACTATGAGGGACGGGATGCAAGGGGAAATAAAAAACTGCTCTTTCAATGTGACCACAGGTATAAGAGAT
AAGGTGCGGAATGTATCTGCAATTTTTAATACAATTGATATAGTACCAATAGAAGAAAATGGTAATACTAGCT
ATAGGTTGGTAAATTGTAACACCTCAGTCATTAGACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAACGTTCAATGGATCAGGACCATGT
GAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAAAGATAGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACTATAATAGTACAGCT
GAATGAAACAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGG
GGAGCATTCTATGCAACAGACCAAATAATAGGAGATATAAGAAGAGCATATTGTGAAATTAATATAACAAAAT
GGAATGACACTTTAAGAAAAATAGTTGGAGAGCTAAGAGAACAATTTGGGAAGAATATAACAGTAACCTTTAA
TCACTCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAATTGTAGGGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTCTGGAAAGATATCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTGGGGTGACATTTGGGAGAACAT
GACCTGGATGCAGTGGGAAAAAGAAATTGAAAATTACACAGACTTAATATACAACTTAATTGAGGAATCGCAA
AACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTGGCTGTTAGCTTGTTTAAT
GCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCATTGCAAAGAGCTGGAAGAGCTATCC
TCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>HM030564 
GCTACAGAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGAATTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTGGGAGAGAAATAATAACAATAATACCAATAATACCACAGAGAATCTGAAAAT
GGAGACAGGAGAGATAAAAAACTGCTCTTTTAACATCACCACAAGCATCAAAGATAAGAGGCTGAGGGAATAT
GCACTTTTTTATAAATCTGATATAGTACCAATAAAAGATAGTGAGAACAATATTACTAGGTATAGATTGATAA
GTTGTAATACCTCAGTTATTACACAGGCCTGCCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCTTGTACCAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAATAATTAGATCTAAAAATATTACAGACAATACTAAAATAATAATGGTACATCTAAAGGAATCTGT
AAAAATTACTTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTCTAGGACAAGGGAGAGCAATCTAT
GCAACAGGAGACATAATAGGGGATATAAGGAAAGCACATTGTAACCTTACTAAAGCACAATGGAATAGCACTT
TAAAACAAATAGTTAAGAAATTAAGAGAATACTTTCCGAATAAAACAATAGTATTTAATCAATCCTCAGGAGG
GGACCCAGAAATTATGATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
TTGGAAAGATACCTAAAGGATCAGCAAATCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACCA
ATGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTAAATTATATTTGGGAGAACATGACCTGGATGCAATG
GGAAAGGGAGATTGACAATTACACAGATGTAATATACAAATTAATTGAAGAATCGCAGAACCAGCAAGAAAAG
AATGAATTAGACTTGTTAAAATTGGATGAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGTACTTTCTAT
AGCGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTTAATGCCACAGCTGTAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCTATTCTTCATATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>HM030559 
GTTGCAGAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
TCCCAGTCCAAATGAAGTAGTAATGGAAAATGTGACAGAATACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATACTAGGAACAATACCAATAACAGGAACGATACCAATAGCACAGACAGTACCCC
TATCCCTGGTGCTGGAAGAATTGATGATGGAGAAATAAAGAACTGCTCTTTCAACATCACCACAAGCACAAGC
GACAGAGTGAAGGGACATGCACTTTTTTATGGAATGGATGTAGTACCAATAAGTAATGATAATAGTAGTTATA
GATTAATAAGTTGTAATACCTCAGTCATTACCCAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAATGTAACGAGAAGAATTTCAATGGAACAGGACAATGTACA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGTAGTC
TAGCAGAAGATGAGATAGTAATTAGATCTGCAAATTTCTCAGACAATGCAAAAACCATAATAGTACAGTTCAA
TAAATCTATAGTTATTGATTGTACAAGACCCAATAACAATACAAGAAAAAGTGTACCTATAGGACCAGGGAGA
GCATTTTATGCAACAGGAGACATAATAGGAAATATAAGAAAAGCATATTGTAACCTTAGTAAAACAGAATGGA
ATAACACTTTAAAACAGGTAGCTATAAAATTACAAGAACAATTTAATAAAACAATAGTCTTTAATCAATCCAC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTC



CTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATAGACACTATTTGGGACAATATGACCTGGAT
GGAGTGGGAAAAAGAAATTGGCAATTACACAAACTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAA
GAGAAAAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTACTATACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTATTTAATGCCATAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACAAAGGGGTGTTAGAGCTTTTCTCCACATAC
CCAGAAGAATAAGACAGGGCCTAGAAAGAGCTTTGCTATAA 
>HM030562 
GCTGAAGAGGATTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACYCTATTTT
GTGCATCAGATGCTAAAGCACATAATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATCTAGGGAATAATACTTGTACCAATAGTACCAACAATAGTGCAGAAAATGGTAC
TTGTGACAGGACACTGATGGAGAAGGGAGAAATAAAAAACTGTTCTTTCAATATCAACACAGTCATACAAGAT
AAGGTACAAAAACAATATGCACTGTTTTATAAACTTGATGTAGTATCAATAGATAATGATAATACTAACCATA
CATATAGATTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCTTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGACCA
TGTAGAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTTTCAACTCAACTATTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCAGTAACAATGCTAAAACCATAATAGTACA
GCTGAACAAAGAAGTAAAAATCTATTGTGAAAGACCCAACAACAATACAAGAAAAGGCATACATATTGGACCA
GGGAGAGCATTTTATGCTACAGGAGATATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAGAGAAA
ATTGGACTGACACTTTGAACCAGACAGTTGCAAAATTAGGAGAACAATTCAAGAATATAACAACAATAATCTT
TACTAACTCCTCAGGAGGGGACCCAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCCTGGATTATATTTGGGGTAA
CATGACTTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGAAGTAATATATGATTTACTTGAAGAATCG
CAAAACCAGCAAGAAAAGAATGAAAAAGAATTGTTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTCG
ACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTAATAGGTTTAAGAATAGT
TTTTTCAGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTT
AATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTGCAAAGAATTGGTAGAGCAT
TTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>HM030565 
GCTACAGAAAAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCATTT
TATTTTGTGCAACAGATGCTAAAGCATATGTTACAGAGAAACATAATGTTTGGGCCACACATGCTTGTGTACC
CACAGACCCCAACCCACAAGAAATACAATTGAAGAATGTGACAGAAAATTTTAACATGTGGAAAAATCACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTCACCTTAAATTGTACTGATTGGAAAAATAATAGTACCAAAAACAATGACACTGCAACAGTGGTGCC
ACTGGTGCCACCAGGAGAAATAAAAAACTGCTCTTTTAATGTCACCTCAGACAGGAGAGATAAAATGAAGAAA
GAATATGCAACTTTTTATAATCTGGATATAATAAAAATAGAGGATAATGATAATACTAGCTATAGGCTAATAA
GTTGTAACACCTCAGCCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTATGCGATTCTAAAGTGTAATGATAACAATTTTAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAA
GCGAGGTAGTAATTAGATCTGAAAATATCACAGACAATGCTAAAACTATAATAGTACAGTTGACAGAACCGGT
AGAAATTAATTGTACAAGACCTGGCAACAATACAAGAAAAAGTATAGGTATAGGACCAGGGAGAGCATTCTAT
ACAACAGGAGCTATAATAGGAAATATTAGACAAGCACATTGTAACATTAGCAATTCAAAATGGAATAACACTT
TAAGAAAAATAAGTATAGAACTAAGAAAACAGTTCAAGAATAAAACAATAATCTTTACTAGTTCTTCAGGAGG
GGACCCAGAAATAGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGGAAGCTCATCTGCACCACTA
ATGTGCCTTGGAATAGCAGTTGGAGTAATAAAAATTACACTCAGATTTGGAGTAACACGACCTGGTTAGAGTG
GGAAAGAGAAATCGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAATA
AATGAAAAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACTGTACTTTCTAT
AATAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCAGCTAGCTTGTTTAATGCCATAGCCATAGCA
GTAGCTGAAGGGACAGATAGGATTATAGAAGCATTGCAAAGAGCTGGTAGAGCTATCCTCCACGTACCTAGAA
GAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AB428551 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCACCTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGGAAATATGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA



CAGATGCAGGAGGATGTAATCAGTYTGTGGGATCAAAGCCTAAAGCCATGTGTAGAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAATGGTAATAATACAAATAGTACTCATACCAATAGTAGTAGTAGTGAAGG
GGAAAAGCTGGAGAAAGGAGAAATAAAAAACTGCACTTTTAATATCACCACCAACATAGGAGATAAGCAGAGA
GACTATGCATTCTTTTATAAACTTGATCTAGAACCAATAAATAAGGATAATGCTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGGCCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGGTCTGCCAATTTCTCGAACAATGGTAAAATCATAATAGTACAGCTAAATGAAACTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACAGTTAGGACAAGGGAGAGCACTTTATGCA
ACAGGAGACATAATAGGAGATATAAGGCAAGCATATTGTACCATTAATGGAACAAAATGGAATAAAACTTTAA
ACCAAATAGCTGAAAAATTAAGAGAACAATTTGGGGAGAATAAAACCATAAAATTTCAGCCATCCTCAGGAGG
GGACCCAGAAGTTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
ATGTGCCTTGGAATAGTAGTTGGAGTAATAAAACTCTGAATCAGATTTGGGAGAACATGACCTGGATGCAGTG
GGAGAGAGAAATTGACAATTACACAAGAGAAATATACAGCTTAATTGAAGAAGCGCAGAACCAGCAAGAAAAG
AATGAACAAGACTTATTGGAATTGGATAAGTGGGATAATTTGTGGAGTTGGTTTAGCATAACAAAATGGCTGT
GGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGCTTGCTCAACGCTACAGCTATAATA
GTAGCTGAGGGGACTGATAGGATTATAGAAATAGCACAAAGAACTTATAGAGCTATTCTCCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AB289588 
GCTAAAGAACAAACGTGGGTCACAATTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAACAAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGCAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACTTTACATTGCACTGATGTCAATAGTAGCGCCACCAGTTTGGCGATGGAGAAAGGAGAAATGAAAAACTG
CTCTTTTAATGTTACCACAGAGATAAGAGAGAAGGTGAAGAACGAATATGCAATTTTTTATAAACTTGATGTA
ATACCAATAAAGAATAGTGATATTAGTTATAGATTGATACATTGTAATACCTCAACCCTTACACAGGCCTGTC
CAAAGACATCCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGATTCTAAAATGTAATGA
TAAGAGGTTCAATGGAACAGGACCATGTAACAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTA
GTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATCAGATCTGAAAATTTCACAA
ACAATGCAAAAACTATAATAGTACAACTGCATGAATCTGTACAAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAAAGTATACGTATACATAGAGGACCAGGGAGAGCATTTGTTACATCAGGCATACCAGGGGATATAAGA
CAAGCACATTGTAACCTTAGTAGAGCAGAATGGAATAAAATGTTAAAACATGTAGTTACAAAATTAGGAATGC
AATTTAACAATAGAACAATAAAATTTCAACCATCCTCAGGAGGGGACCCAGAGATTGTAACTCACAGTTTTAA
TTGTGGCGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATA
AATCTATAAATGAAATTTGGGATAACATGACCTGGATACAGTGGGACAGAGAGATTCATAATTACACAAACTT
AATATACACTTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAACTATTGGAATTGGATAAG
TGGTCAAATTTGTGGAATTGGTTTAGCATAACACACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
ATTATCATTGGCTGTTAGCTTGCTTAACACCACAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAA
ATAGTGCATAGGGCTTTTAGAGCTTTGCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTAC
TATAA 
>AB289590 
GCTGCAAAACAATCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCA
CTTTATTTTGTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAAC
ATGGTAGAACAAATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTAAATTGCACTGATCAACTAACTAATAATACTAATACCACTAGTAGTCCTAGTAGTTC
AATAGAGAAAGGGGAAATAAAAAACTGCTCTTTCAATATTACCACAAACATGAGAGATAAGATGCAGAAAGAA
TATGCACTTTTTTATAAACTTGATGTAGTTCCAATAAATGATAATGCCACTAATACCAACTATACCAACTATA
GGTTGATAAGTTGTAACACCTCAGTTATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACA
TTATTGTACCCCGGCTGGTTTTGCGATTTTTAAGTGTAATGATAAGAAGTTTAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGTTGTTGAATGGCAGTC
TATCAGAAGAAGAGGTAATAATTAGGTCTGAAAATTTCACGAACAATGCTAAAACTATAATAGTACAGCTGAA
TGAATCTGTAATAATTAATTGTACAAGACCCAATAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGA
GCATTTTATACAACAGGAGAAATAGTAGGAAACATAAGACAAGCACATTGTAACATTAGCAAAACACAATGGG
AGAGTACTTTAAGAAGGATAGCTATAAAATTAAAAGAACAATATAAGAATAAAACAATAGTATTTCAACCATC
CTCAGGAGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA



GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATACCAGTTGGAGTAATAAATCGCTGAATGAGATTTGGGATAACATGACCTG
GATGGAGTGGGAAAAAGAAGTTGAAAATTACACAAGCTTAATATACACCTTAATTGAAAAATCGCAAACCCAA
CAGGAAATAAATGAAAAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACGA
ATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTTGACACCACA
GCCATAATAGTAGCTGAGGGGACAGATAGGATTATAGAACTCATACAAAGAGCTTTTAGGGCTATTCGCAATA
TACCTGCAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AB428558 
GCTGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAGTTGGAAAATGTGACAGAAGATTTTAACATATGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATGTAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGACTGCACTGATGTTGGGAATACTACTAATACCAATGGTAGTGATACCAATAATATTGATAAGAC
AAGAATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAACAATAAGAGATAAGGCGCGGAGA
GAAAGCGCACTTTTTTATAGACTTGATGTAGTACCAATAGATGGTAATGATAATACTAGTAGTAATGCTAGTG
CCAGTTATAGGTTAATAAATTGTAACACCACAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAAT
TCCCATACACTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAAGGGTTCAGTGGAAAAGGA
AAATGTACTAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCACCTGCTGTTAA
ATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTATATCTAAAAATTTCTCAGCTAATACTGAAACCATAATAGT
ACAGCTGAACGAATCTATAGTAATTAATTGTACAAGACCCAACAACAACACAAGAAAAGGTGTACATTTAGGA
CCAGGGCAAGCAATATATACAACAGGAGCCATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTGAAG
AAAAATGGAATAACACTTTAAAACAGGTAGTTACAAAATTAAGAGAAATATTTAACAATGCAACAACAATATT
CTTTAATCAATCCTCAGGAGGAGATCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGATGAAATTTGGGA
TAACATGACCTGGATAGAGTGGGAAAGAGAAATAGGCAATTACACAGACTTAATATACAACTTACTTGAAAAA
TCTCAGAACCAACAAGAAAAAAATGAACAAGAATTATTGGAATTGGACAGTTGGGCAAGCTTGTGGAATTGGT
TTGACATATCAAAATGGCTGTGGTATATAAAAWTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCACTATCATTTGCTATTAGCTTG
CTAAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAG
CTATTATTCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AB221126 
GCTTTAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAGGTAGTATTAGTGAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAATTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACGGATTTGAAGAATGTTACTGCTAACAGTACTGCTAGTAATAGCAGTACTAATTGGAA
AAACATAAATGAAGTAATGACAAACTGCTCTTTCAATGTCACCACAGGTATAGGAAATAGGATGCAGAGAGAG
TATGCACTTTTTTATAAACTTGATGTAGCACCAACAGGTGCGGATAATACAAGCTATACATTGATAAATTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGC
TGGTTTTGCGCTTCTAAAATGTAATGATAAAAAGTTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATAAAACTGTAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGAGCAGGGAGAGCAATTTATGCAACA
GGAGCTATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGAAACAGACTGGAAAAACACTTTAAACA
AGACAGTTAGAAAGTTAAAAGAACAATTTAATCTAACAACAATTGTCTTTACAACACCCTCAGGAGGGGACCC
AGAAATTACAATGCACAGTTTTACTTGTGGAGGAGAATTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CGTGGAATACTAGTTGGAGTAATAAAACTTTCAACCAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAG
AGAAATTGATAATTACACAGGTTTAATATACAGCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAGAATTTTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCAATATTGTTGGCTGTTAGTCTGGTTAATGCCACAGCTGTAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGCACAAAGCATTGGGAGAGGCATTCTCCACATACCTACAAGGATAA
GACAGGGCCTCGAAAGAGCTTTGCTATAA 
>AB480697 
GCTACAGAACACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGAGACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAAGCTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA



CAGATGCATGAGGATGTCATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCAATCTGTG
TTACTTTAAATTGCACTAATAATACTTGGAGTGGGAATGCTACTAATGTCCCTACCAATGGGAGTAACTTGGG
AGAGATGAAAGAAGAAATGAAAAACTGCTCTTTCAATATTACCACACCCATAAAAAAGGAGTTGAAGAAAGAA
TATGCACTCTTTTATAACCTTGATATAGTACCAATAGATAATACCAGTTATGGGTTAAGAAGTTGTAACACCT
CAGTCATTACACAGTCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGCTTTTAAAGTGTAGAGATAAGAGGTTCAATGGAACAGGACCATGCGGAGATGTCAGTACAGTACTATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAA
TTAGATCAGAAAATATCACGGACAATACTAAAACCATAATAGTACAGCTGACCAAATTTGTAGAAATTAAGTG
TATAAGGCCCAACAACAATACAATAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAAAA
ATAACAGGAGATATAAGACAAGCACATTGTAATGTTAGTAGTAAAAATTGGACTAGCACTTTAAAACAGGTAG
CTAGAAAATTAGGAGAACACTTTCCAAATAAAAACATAACCTTCAATCACTCCTCAGGCGGGGACCCAGAAAT
AGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCATGATTTCATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAAT
TGACAATTACACAAACTTAATATACAACTTACTTGAAAAAGCGCAAAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAACTTGTGGAATTGGTTTAACATAACAGAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTGAATAGAGT
TAGGCAGGGATACTCACCCTTGCCGTTTGCTGTTAGCTTGCTCAATGCCACGGCCATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAATTATTACAAAGAATTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>AB480695 
GCTGCAGAAAAGAAAATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCCACTACCACTCTAT
TTTGTGCATCAGATGCTAGAGCATATGATACAGAGGCCCATAATGTTTGGGCCACACATGCTTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGAATTGACAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTA
GACCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCT
GTGTCTCTTTAAATTGCACAAATATTACCAAAAGTAGTAGCAATACTAATAGCAGCCAGACTACTACCACCAC
TAGTAGTACCACTAATGGTAGTAGTACCATAGAGGATGGAGACATGAGAAACTGCTCTTTCAATATTTCCACA
GATGTGGTAGATAAGGTGAAGAAAGAATATGCATCTTTTTATAAACTTGATATAGTACAAATAGATAAGAAAG
ATAGTGATAGCTATAGGTTAATAAGTTGTAACGCCTCAGTCGTTACACAAGCCTGTCCAAAGATATCCTTTGA
TCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAATGGA
TCAGGACCATGTAACAATGTCAGCACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCTACTCACCTGT
TGTTAAATGGCAGCCTAGCAGAGGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCAT
AATAGTCCAGCTGAATGAATCTGTAACAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGGATACAT
ATAGGGCCAGGGAGAGCAGTGTATACAACAGATCAAATAACAGGAGATATAAGAAAAGCATCTTGTAATGTTA
GTAGAGCAGAATGGAATAATGCTTTAAAAAAGGTAGTGGAAAAACTAAGAGAACAATTTGGGAATAATAAAAC
AATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAATAGCAATGCACATGTTTAATTGTAGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCATGGGAATCTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCAAGATGATAT
TTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGGCATAATATTCTCCTTACTT
GAAAAATCACAAAACCAGCAAGAACAGAATGAAAAGGACTTGTTAGAATTAGATAAATGGGACAGTTTGTGGA
ATTGGTTTGACATAACACACTGGCTGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTT
AGCTTGTTCAATACTACAGCAATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAATTAGCACAAAGGATTT
TTAGAGCTTTCATACACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTTTAA 
>AB287363 
GCTGCAGAGCAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGAAACCACTCTATTTT
GTGCCTCAGACGCTAAAACCTATGATACAGAGGCACATAGTGTTTGGGCCACACATGCCTGTGTACCCACAGA
ACCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGGGGAAAAATAAAATGGTAGAA
CAAATGCATGAGGATATAATTAGCATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGAAATTCTCAATAGCACTGAGACTAATAATAGAACTAATACCAGTACCACTAG
TGTACCAGATAGAGAACCAATGAAAAACTGCTCTTTCGATGTCACCACAAGCCTAAGAGATAAGATTACAAAA
GAATATGCACTTTTTTATAGACCTGATGTAGTACCAATAGATCAGACTAATAATACATATAATAATACATATA
GTACATATAGGTTAATACATTGTAACACCTCAGTCATTACCCAAGCCTGTCCAAAGATGTCATTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAATAGCTTCAATGGAACAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGT
TCAGCTGAAGGACCCAGTAGAAATTAATTGTACAAGACCCGGCTACAACACAATAAAAAGGGTATCGATAGGA
CCAGGAAGAGGAAGAGCAATTGTTGCAACAAAAAAGATAGAAGGAGATACAAAAAAAGCATATTGTACACTTA
ATAAAACACAATGGAATGACACTTTAAGACAGGTAGCTGAAAAATTAAGAGAACAATTTGGGAATAAAACAAT
AGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCATAGTTTTACTTGTGGAGGGGAATTTAAG



CAGCTCCAGGCAAGAGTCCTGGCTATGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGGAGACATCTG
GGATAACATGACATGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAACTTAATATACACCTTACTTGAA
GAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTACTAGAATTAGATAAGTGGGCAAGTTTGTGGAATT
GGTTTGACATAACACGATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAG
GATAGTTTTTGTGATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCAATTAAC
TTGCTTAATACCACAGCTATAGCAGTAGCAGAGGGGACAGATAGGGTTATAGAAGTAGTGCAAAGGGCTGGTA
GAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCTATAA 
>AB287364 
GCTAAAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGTTATTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTCTAAATTGCACTGATCCACAGACTAATACCACTGGTGCTAATACCACTGGTACCACTGGTAATAATAC
CACTATTAGCAACGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAACATGAGCAATAAGGTAAAGAAA
GAATATGCACTTTTTTATACATTAGATATAGTACCAATAGATGATGATAATAATATTACCAGTACCAGCTATA
GGTTGATAAGTTGCAACACCTCAGTTGTTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAGG
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAATAATTAGATCTGAGAATTTCACAGACAATGCTAAAAACATAATAGTACAGCTGAA
TAAAACTGTAGTAATTAATTGTACAAGACCCAACATCAATAGAAGAAAAGGTTTACGTATAGGACCGGGGAGA
GCATTTTTTACGACAGGAAACATAAAAGGAGATATAAAACAAGCATATTGTAACATTAGTAAAACAGACTGGA
ACAACACTTTAATACTGATAGTTAAAAAATTAAGAGAACAATATGAGAATAAAACAATAGTCTTTAAGCAATC
CTCAGGAGGAGATCTAGAAATCACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGA
ATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGGTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCAAGAGGAAATTTGGGGAAACATGACTTG
GATGCAGTGGGAAAAAGAAATAGACAATTACACAGGCATAATATACAGACTAATTGAAAAATCGCAAAACCAG
CAAGAAAAGAATGAACAAGATTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGATTAATAGGTTTAAGAATAATTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGCTTGTTCAACGCCACA
GCCATAGCAGTAGCTGGGGGGACAGATAGGATTTTAGAAGGATTGCAAAGAGCTTTTAGGGCTATTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGATATAA 
>AB588283 
GCTTTAGGACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCGTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAACTTGAATGATACTGCTAAGAACAGCAGTGTTCATTACAATAGTAGTCATTGGAA
AGAAATAAATGAAGTAATGACAAACTGCTCTTTCAATGTCACTGCAAGTATAGGAAATAAGAGGCGGAAAGAG
TATGCACTCTTTTATAAACTTGATGTAGTACCAATAGGTAATGATAATACAAGCTATGCATTGATAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTACCCCAGC
TGGTTATGCACTCCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAATAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAGATGGGACCAGGGAAATCAATTTATGCAACA
GGAAATATAATAGGAGATATAAGGCAAGCACATTGCAGCCTTAATAGAACAGAATGGGAAAACACTTTAACAA
AGATAGTTATAAAATTAGCAGAACAATTTAATACAACAGAAATTATCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTAGAA
AGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAAACTCTAGATGAGATTTGGAATAACATGACCTGGACACAGTGGGAAAG
AGAAATTGACAATTACACAGGCGAAATATACAGACTAATTGAAAAATCACAGAACCAACAAGAAAAAAATGAA
CAAGAGTTATTGGAATTGGATAAGTGGGCAAATTTATGGAATTGGTTTGACATAACACATTGGCTGTGGTACA
TAAAAATTTTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGGTACTCACCATTATCATTCGCTATTAGTCTGCTTAATGCCACAGCTGTAGCAGTAGCT
GAGGGGACAGATAGGATTTTAGAAGTAGTACAAAGAACTTGGAGGGGTATTCTCCACATACCTACAAGGATAA
GACAGGGCTTAGAAAGGGCTTTACTATAA 
>AB588296 
GCTAAAGAAAATTTATGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC



CAGATGCATGAGGATGTTATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTACACTGGCAATGCTACCCTTAAAAATACTAATAATACTACCAGTGCCAATAA
TACTAGCTGGGGAGCGATGGGAACAGGAGAAATAAAAGAGTGCCAGTTCAATATCACCTCAAACATAGTAAGG
CTACCACAAAAGGTAACGGGACAAAAAGCTCTTTTTTATAGCCTTGATATAACACCAATAGAGGGTAAGGCCA
ATACCAGTTATATGTTGAGAAGTTGTAACGCTTCAGCCATTACACAAGCCTGTCCAAAGATGTCCTTTGAGCC
AATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATACAAAGTTCAATGGATCA
GGACCATGTAGGAATGTCAGCTCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAAGAGAAGAGGTAGCAATTAGATCCGAAAATTTCACAAACAATGCTAAAGTCATAAT
AGTACAGCTGAAAGAAGCTGTACAAATTAATTGTACAAGACCCAATAACAATACAAGAAAGAGTATACACTTA
GGATTCGGCAGGGCAATGTATGCAACAGGGCAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTA
GAGCAAGATGGAATGACACTCTATATCAGATAGTTAAAAAATTAAGAAAACAATATAATGAAACATTAGGTAA
TAAAACAATAGCCTTTAATCATTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCGACAGCTCCTAGGGATTT
GGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATGA
TGACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAACTTAATATATACC
TTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGATCAATGGGCAAGTT
TATGGACTTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTACTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCGTTT
GCTGTTAGCTTGCTCAACGCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAATAGCACAGA
GAATTTTTAGAGCTGTTCTTCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AB287367 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATAAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTATAATGTTACTAATACTAATAGTACTACTACTAATAGTAGTAACTTGAAAGA
GAAGGGAGAAATAAAAAACTGCACTTTCAATGTCACCACAATGATAGAAAATAAGCAAAAGAAAGAATATGCA
CTTTTTTATAAACTTGATATAGCACCAGTAGGGGGTGATAATACAAGCTATGCGTTGATAAATTGTAACACCT
CAACCATTACACAGGCCTGCCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTACACCGGCTGGTTT
TGCGCTTCTAAAGTGTAAAGATAAGAATTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAGTGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTATAGCAGAAGATGAGATAGTAG
TTCGATCTGAAAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAACAGGACTATACACATTAATTG
TACAAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAT
ATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAACAGACTGGAATAACACTTTAAAACAAATAG
CTGAAAAATTAAAAGAACAATTTGGGGAGAATAAAACAATAAAATTTGAGCCATCTTCGGGAGGGGACCCAGA
AATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATACTTCTTGGAGTAATAAAACTTATGAGAAGATTTGGAACAACATGACCTGGATGCAATGGGAGAGAGA
AATTGACAATTACACAGGCTTAATATACACTTTAATTGAAGAAGCGCAAAACCAACAAGAAAAGAATGAACAA
GAATTATTGGAATTAGATAAGTGGGACAATTTGTGGAGTTGGTTTAGCATAACACAATGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATATTCACCATTGTCATTCGCTGTTAGTCTGTATAATGCAATAGCTATAGCAGTAGCTGAA
GGGACAGATAGGATTATAGAAGTAGGACAAAGAATTTGGAGAGCTTTTCTTCACATACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGGCTTTGCTATAA 
>AB287368 
GCTGAAGAAAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTACAAGAAGTGCATAACATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAAAATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGAGTGCACTGATTATAATGGGAATCAAACTCAAAATGGGACTAAACATAATAATACCAGAGGGAT
GAAAAAAGGGGAAATGAAAAGCTGCTCTTTCAATGTCACCACAAATATAGGAGGTAAAGTAAAGAAGGAAAAT
GCACTTTTTTATAATCTTGATGTAGTAAAATTACGGGATGGTAGTACACAAAGTAATAGTAGTAAAAATGATA
GTGGGATATATACATTGACAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCAATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAATGTAAAGATGAGAAGTTCAATGGATCA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGT
TAAATGGCAGTCTAGCAGGAAAAGAAGGGATAGTAATTAGGTCTGAGAATTTCACAAACAATGCTAAAACCAT
AATAGTTCAGCTGAATGAGACAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCT
ATGGGACCAGGGAGTGCAATTTATGCAACAGGAGCAATAATAGGAGATATAAGACAAGCACATTGTAACATAA
GTAGGGAAAAATGGAATAACACTCTAAAGAGGGTAGTTGAAGAATTACGAAAACAATTTCCTAATAAGACAAT
AGTCTTTAAGCAGCCACCCTCAGGAGGGGATCCAGAAATTACAACTCACAGCTTTAATTGTGGAGGGGAATTC



AAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATTTCAT
TTGGAATAACATGACCTGGATGCAGTGGGACAGGGAAATTGATAATTACACAAGCTTAATATACACCTTAATT
GAAAATGCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGA
GTTGGTTTGATATATCAAATTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTT
AAAAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTATA
AGCTTGCTTAACGCCAAAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAATAGTAAGAAGAATTT
TTACAGCTATTCTCAACATACCTAGAAGGATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>AB588311 
GCTACAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAGGCTTATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAGGTGAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTGAGATCAATGGTACCAATGCTGCCAATCTTACCAAAGAAGATACAGATATGAAAAA
TTGCTCTTTCAATGCCACTACAAGTGTGACAGATAAAAAACAGAAAGAATATGCACTATTCTATAAACTTGAT
GTAGTACAAATAGATAAGAATAGTAATAGTACCAACTATAGGTTGATAAGTTGTAATACCTCAGTCATTACAC
AGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTTTGCGCTTCTAAT
GTGTAAAGATAAGAAGTTCAATGGAACAGGACAATGTGCAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAAGTAGTAATTAGATCTGAAA
ATTTCACAAATAATGCTAAAGTCATAATAGTACAGCTAAATGAATCTGTAGCAATTAATTGTACAAGACCCAA
TAACAACACAAGAAAAGGTATACATATGGGACCAGGGAGGGCATATTACACAACAGGACAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAAACTGATAGCTGACAAATTAA
GAGAACAATTTAGGAATACAACAATAACCTTTAATCAGTCCTCAGGAGGGGATCCAGAAATAATAATGCATAC
TTTTAATTGTGGAGGAGAGTTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAA
CAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAGATCTCTGGATGACATTTGGGGGAACATGACCTGGATGGAATGGGAAAGAGAAATTGGCAATTACAC
AGACCTAATATACAACTTACTTGAAAAAGCGCAGAACCAGCAGGAAAAGAATGAGCAAGACTTATTGGAATTG
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTATACTTTCTCTAGTGAATAGAGTCAGGCAGGGATA
CTCACCATTGTCGTTTGCTGTTAGTTTATACAATACTATAGCTGTAACAGTAGCTGAGGGGACAGATAGGGTT
ATAGAACTAGGGTATAGAATTGTTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>AB731663 
GCTACAGGACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTAAAAAATGTAACAGAAGATTTCAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGCAAAGCTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAGTGGTGGGGCAAAAATGGAGACAGGAGAAATGAAAAACTGCTCTTTCAATAT
CACCACAGACCTAAGAGATAAGAGGAAGGAAGTATATGCAACTTTTTATAAACTGGATGTAGTACCAATAGAA
AGTAATAGTAATAGTAGTAGTAATTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAA
AGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTCCAATGTAAAGATAA
GAAATTCAATGGAACAGGACCATGTACAAATGTCAGCTCAGTACAATGTACACATGGAATTAGGCCAGTAGTG
TCAACTCAACTGTTGTTAAATGGCAGCCTGGCAGAAGAAGAGATAGTAATTAGATCTGCCAATTTCTCGGACA
ATGCTAAAAATATAATAGTACAGCTGAAAGAAGCTGTACAAATTAATTGTACAAGACCTAACAACAATACAAG
AAAAGGTATTCATATAGGACCAGGGAGAGCATTTTATACAACAGGACAAATAGTAGGAGATATAAGACAAGCA
CATTGTAACCTTAGTAGAACACAATGGAATAACACTTTAAAACAAATAGTTGGGAAATTAAGAGAACAATTTA
ATAAAACAATAGTCTTTAATCACTCTTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTACATGTGGAGG
GGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATT
TGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTCACG
ATGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAAGCACAATATACAC
ATTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACAGGATTTATTGGCACTAGATAAATGGGCAAGT
TTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAA
TAGGTATAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGGGTTAGGAAGGGATATTCACCACTATCGTT
TGCTGTTAGCTTGCTCGACGCTACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAA
AGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AB731667 
GCTGCAAAACAATCACAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCA
CTTTATTTTGTGCTTCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGT
ACCCACAGACCCCAACCCACAGGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAGC
ATGGTGGAACAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCC



CACTCTGTGTTACTCTAAATTGCACTGATCAACCAACTAATACTACCAATACCACTAGTGGTCATGGTAGTTT
AATGGAGAGAGGGGAAATAAAAAACTGCTCTTTCAATGTTACCACAGGCATAAGAGATAAGATGCAAAGAGAA
TATGCACTTTTTTATAAACTTGATGTAGTTCCAATAAATGATAATGCTAATAATGCCAGCTATACCAACTATA
GGTTAATGAGCTGTAACACCTCAGTTATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAATGATAAGAAGTTTAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACACTGTACACATGGAATTAGGCCAGTAGTATCAACTCAGTTGTTGTTAAATGGCAGTC
TATCAGAAGGAGAGGTAATAATTAGGTCTGAAAATTTCACGGACAATGCTAAAACTATAATAGTACAGCTGAA
TGAATCTGTAACAATTAATTGTACAAGACCCAGTAACAATACAAGAAAAGGTATACAGATAGGACCAGGGAGG
GCATTTTATACAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGCAAAACAGAATGGA
AAAGTACTTTAACAAAGGTAGCTATAAAATTAAGAGAACAATATAAAAATAAAACAATAGAATTTAAACAATC
CTCAGGAGGGGACCTAGAAGTTGTAATGCACAGTGTTAATTGCGGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATACCAGTTGGAGTAATAAATCACTGGGTGAGATTTGGGATAACATGACCTG
GATGGAGTGGGAAAAAGAAATTGAAAATCATACCAGCCTAATATACACCTTACTTGAAAAATCGCAGACCCAA
CAGGAAATAAATGAAAAGGAATTATTGGAATTGGATCAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTAATAGGTTTAAGAATAATTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGTTTGACTCCACA
GCCATAGTAGTAGCTGAAGGGACAGATAGGATTGTAGAATTCATACAAAGAGCTTTTAGGGCTATTCGCAATA
TACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTATAA 
>KF716497 
GCTGCAGAACAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATGGTTAGAAAATGTGACAGAGAACTTTAACATATGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCAACTTAACCTGCACTGATGCTAATACCACTAGTAGTGGTATCAATAGTAGTCATGTAATAGAAGAGGGAGA
AATAAAAAACTGCTCTTTCAATATTACCACAACATTAAGAGAGAAGGTGAAGACATACGCACTTTTTGATAGT
CTTGATGTAAGATCAATAGGTAATAGTACTACTAGTTATAGGATAATAAATTGTAATACTTCAGTCATTACAC
AGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTGTACCCCGGCTGGTTTTGCGCTTCTAAA
GTGTAACGATAAACAGTTCAGTGGAAACGGAACATGTAACAATGTCAGCTCAGTACAATGTACACATGGAATT
AGACCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCAAAAA
ATTTCACAGATAATGCTAAAATCATAATAGTACAGCTGAACCAATCTGTAGTAATTAATTGTACAAGACCCAA
CAACAACACAAGGAACAGTGTACATATAGGACCAGGGAGAGCATTATATACAACAAACATAATAGGAGATATA
AGACGAGCACATTGTGATATAAGTAGAGCAGAATGGAATAACACTTTAAGACATGTGGTTACAAAATTAAAAG
AAAAATTTAATGCAACAACAATAATCTTTAACCAATCCTCAGGAGGAGACCCAGAAACTGAAAGGCACAGCTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCTAGATGAGATTTGGAAAAACATGACCTGGATGCAGTGGGAAAAAGACATTGACAATTACACAGA
AATAATATACAGCTTACTTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AGTTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAGGATATTCATAATGATAG
TAGGAGGCTTAGTAGGTCTAAGAATAGTTTTTGCTGTGCTGTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCAGTATCATTTGCTATTAGCTTGCTAAATGTCACAGCTATAGCAGTAGCTGAGGGAACAGACAGGATTATA
GAAATAGCACATAGAGCTTTTAGAGCTGTTATCCACATACCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTT
TGCTATAA 
>KF716498 
GCTGTAGAAAAAGACAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTT
TATTTTGTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTATGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAGTACGGTTAGAAAATGTGACAGAAAACTTTAATATATGGGAAAATAACATG
GTAGAACAGATGCATGAAGATGTAATCAGTTTATGGGAACAAAGCTTAAAACCATGTGTGAAATTAACCCCAC
TCTGTGTTACTTTAAACTGCACTGATGCTGGAAATACTACTGAAGCTGGGAATACTACTAGTACCAACAGTAG
TAAAATAGAAGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAACGATAGACAATAAGGCGCGG
AAGGAAAGCGCACTTTTTTATAGACTTGATGTAGTACCAATAGATGATGATAATAATAGTGATAGTAGTACTA
GTGCTAGTTATAGGTTAATAAATTGTAACACCTCAGTCATTACACAGACCTGTCCAAAGGTATCCTTTGAGCC
AATTCCTATACACTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAACAATAAGACGTTCAGTGGAAAA
GGACCATGCACTAATGTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCACCTGCTGT
TAAATGGCAGTCTAGCAGAAAAGGAGGTAGTACTTAGATCAAAAAATTTCACAAATAATGCTGAAACCATAAT
AGTGCAGCTGAACCAATCTGTAGTAATTAATTGTACAAGACCCAACAACAACACAAGAAGAAGTATACATTTA
GGACCAGGGCAAACATTATATGCAACAGGAGACATAATAGGGGACATAAGACAAGCACATTGTAACATTAGTC
AAGCAGCATGGAATAACACTTTAAGACAGGTGGTTGCAAAATTAAAAGAACAATTTAATGCAACAACAATAGT
CTTTAATCGATCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTATTTGCGGAGGGGAATTTAAGCAG
CTCCAGGCGAGAGTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG



GAAAACTCATTTGCACCACTACTGTGCCCTGGAATACTAGTTGGAGTAAGAATAGAAATCTAACTGATATTTG
GGATAACATGACCTGGGTACAGTGGGAGAGAGAAATAGACAATTACACAAAAGAAATATACACTTTACTTGAA
GAAGCCCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATT
GGTTTGACATAACAAGCTGGCTGTGGTATATAAAGATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAG
AATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCGTTTGCCATTAGC
TTGCTAAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGACAGAATTATAGAAGTAATACAAAGACTTTGTA
GAGCTATTCTTCACATACCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AB588201 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGAGTAATGCTACTTTGAGGAATACTATTAATACCACTAGTGAGTTGAA
GAATGCTATTACTAATTCCACTAGTAGTAGCGAGAATACTACTAATACCAATAGTAGTATTACAGGAGAAATG
AAATACTGTTCTTTCAATATCACCACAGTCATAAGAGATAAGGTGCAAACAGAATATGCACTTTTTTATAAAC
TTGATGTAGTGCCAATAGATGATAGTAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACA
AGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAG
TGTAACGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTA
GGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAA
TTTCACGAACAATGCTAAAACCATTATAGTGCAGCTGAAAGAATCTGTACAAATTAATTGTACAAGACCCAGC
AACAATACAAGAAGAAGTATACATATTGCACCAGGGAGAGCATTTTATACAACAGGAAAAATAATAGGAGATA
TAAGACAAGCACATTGTAACATTAGTAGTACAAAATGGAATAGCACTTTAAGACAGATAGTTAAAAAATTAAG
AGAACAATTTGGGAATAAAACAATAAATTTTACGCGATCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGT
TTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAC
AGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAG
TAATAAATCTCTGCATGACATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAACAATTACACA
GCTTTAATATACAACTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAG
ATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAATTATTCATAATGAT
AGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATAC
TCACCATTATCGTTAGCTGTTAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTA
TAGAAGTATTACAAAGGGTTTATAGAGCAATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGC
TTTGCTATAA 
>AB588207 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAATATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAACTGCTCTGATAATGTGGAGAATGTTACTATTACCAATGGTAGTCTAATAAATACCAATGGTAG
TCTAAAGATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGGTGCAG
AAAGGATATGCACTTTTTTATAGACTTGATGTAGTACCAATAGATGATGATAATAATGATAATAATAATAATA
GTAGGACTAATAATAATAAGACTAATACTAGCTATAGGTTGATAAATTGTAACACATCAGCCATTACACAGGC
CTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGT
AACAATAAGACGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGC
CAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATTT
CTCGGACAATGCTAAAATCATAATAGTACATCTGAACGAATCTGTACAAATTAATTGTACAAGACCCAACAAC
AATACAAGAAAAGGTATACATATGGGACCAGGGGGAGCATTTTATACAACAGGAGAGATAACAGGAGATATAA
GACAAGCACATTGTAACCTTAGTATAACACAATGGAATAACACTTTAGAACAGGTAGCTGAAAAATTAAGAGA
ACAATTTAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCC
TGGGGATCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGATAGTTGGAGTAATAA
AAATCTAAGTGAGATTTGGGATAAAATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAGCTTA
ATATACACCTTACTTGAAGAATCGCAAAACCAACAAGACAAGAATGAACAAGAACTATTGGAATTGGATAAAT
GGGCAAGTTTGTGGAATTGGTTCAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGG
AAGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCA
TTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAG
CATTACAAAGAACTTTTAGAGCTATTCTCCACATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCT
ATAA 
>AB588209 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATACTACTGATAACAACAGCACTAATACTACTGATAACAACAGTACTAAGTACAA
TGATAGTGATATGAAAAATTGCTCTTTCAATGTCACCACAAGTATAGGAAATAAGATGCAGAAAGAATATGCA
CTTTTTTATAAACTTGATGTAGTACCAATAAGTAATGATAGTACAAGCTTTACGTTGATAAATTGTAACACCT
CAGTCATTACACAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTATTGTACCCCGGCTGGTTT
TGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGCACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTACAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGATGGGGGAGAGCATTTTATGCAACAGGAGCT
ATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAATAACACTTTAAAACAGATAG
CTATAAAATTAAGAGAACAATTTAATAAAACAATTATCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAAACTATGGATGAGATTTGGAAGAACATGACCTGGATGGAGTGGGAGAGAGAAATTGA
CAATTACACAGGCTTAATATACCACTTAATTGAAGAATCGCAAAGCCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTATGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCACTATCATTCGCTGTTAGTCTGTTTGATGCCACAGCTGTAGCAGTAGCTGAGGGGACA
GATAGGGTTCTAGAAGTATTACAAAGGATTTGGAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>AB588211 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTACAGAATACTACTAGTAACAATGGTAGTGTTGGGGAAGAGATGAAGGGAGA
AATGAAAAACTGCTCTTTCAATGTCACCACAAATATAGGAAATAAGATGCAGAAAGAATATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAGATAATGATAATACAAGCTATACGTTGATAAATTGTAACAACTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCT
AAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
AAAATTTCACAAACAATGCTAAAACCATAATAGTACAACTGAACGAAACTGTACAGATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACCTATGGGACCGGGAAGAGCATTTTATGCAACAGGAGATATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTGAAGTAAAATGGGTAAACACTTTAGGACAGATAAAGGAAAAAT
TAAAAGAACAATTTAATAAAACAATTGTCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAGGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAAACTCTGAGTGAGATTTGGGACAACATGACCTGGATGGAGTGGGAGAGAGAAATTAACAATTACAC
AAATTTAATATACAACTTAATTGAAGAAGCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTG
GATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATAA
TAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATA
CTCACCATTATCATTCGCTGTTAGTCTGCTTAATGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAGTAGGACAAAGAATTTGGAGAGCTGTTCTCCACATACCAACAAGAATAAGACAGGGTTTAGAAAGGG
CTTTGCTATAA 
>AB588233 
GCTGCAGAAGAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTACAAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGAGTAATGCCAGTAATAGCGCCACTAAGAATAACAGTTGGGCGATGGA
GACAGGAGAAATGAAAAACTGCTCTTTTAATGTTACCACAGAGATAAGAGATAAGGTGAAGAAAGAATATGCA
CTTTTTTATAAACTTGATGTAATACCAATAAAGGGTGATAATACTAGTAATACTAGCTACAGATTGATAAATT
GTAATACCTCAACCCTTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTTTTGTACCCC
GGCTGGTTTCGCGATTATAAAGTGTAATGATAAGGATTTCAAAGGAACAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCTACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGG
AGGTAGTAATCAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATAAAACTGTACA
AATTCATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTATTTTAT
GCAACAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGACTGGAATGAAACTTTAA
GACAGGTAGTTACAAAATTAGGAGAACAATTTGGGAATAATAAGACAATAAAATTTCAACCATCCTCAGGAGG



GGACCCAGAGATTGTAACTCATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGCATAACATGACCTGGATGCAGTG
GGACAGAGAAATTAATAATTACACAAGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAGGAATTATTGGAATTGGATAAGTGGTCAAATTTGTGGAATTGGTTTAACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAACGCCACAGCAATAGCA
GTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATCCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>AB480698 
ACTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAATTGGTAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATTGGAAGTCAAATTGCACTAATAATAATGATACCCAGAATAATAGTAATAATAG
TACCCAGAGTGATAATTGTAGTGGGAATACTAATAATACCCATAGTAATAGTAGTTTGGGAAGAATAGATGCA
GGAGAAGTAAAAAACTGTTCTTTCAATGTCACCACAGGCATAAGAGATAAGATAAAGAAAGAATATGCACTTT
TCTATACACTTGATATAATGCGAGTAAATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTAA
ACAAGCCTGTCCAAAGACATCATTTGAACCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATTCTA
AAGTGTAATGATAAGAAATTCAATGGAACAGGACTATGTAAAAATGTTAGCACAGTACAATGTACACATGGAA
TTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGC
AAATTTCTCAAACAATGCTAAAAACATAATAGTACAGCTGAATGAATCTATACCAATTAATTGTACAAGACCC
CACAACAATACAAGAAGAAGTATATCTTTTACACCAGGGAGTGCATTTGTTGCAACAGAAAACATAATAGGAG
ATATAAGACAAGCACATTGTAACATTAGTAGAGAAAGATGGAATAACACCTTAGGAAAGATAGTTACAAAATT
AAGAGAACAATTTAGGAATAAAACAATAGCCTTTAGGCCACCCATAGGAGGGGACCCAGAAATTGTAATGCAC
AGCTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATC
AACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTG
GAGTAATAAATCTCTAAATACAATATGGGACAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAACTAC
ACAGGCATAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGACTTATTGGAAT
TGGATAAGTGGGACAGTTTGTGGAGTTGGTTTGATATATCACAATGGCTGTGGTATATAAAAATATTCATAAT
GATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGA
TACTCACCATTATCGTTCGCTGTTAGTTTGCTTAATACCATAGCTATAGCAGTAGCTGAGGGAACAGATAGGA
TCATAGAAGCAGTACAAAGAACTTGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAG
GGCTTTGCTATAA 
>AB564745 
GTTAATGCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTC
TACTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAGTAAAAATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCAC
TCTGCATTACTATGGATTGCACTGATGTCAAGAGGAATGCTAATAGCACCAATACCACCACTAGTGTTAATAC
CACTAGCGGGGGAATGGAGGGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAG
GTGCAGCAACAATATGCACTTTTTGACAAACTTGATATGGTACCAATAAATGATAATAATAATACAAGGACTA
ATAGCTATAGGTTGATAAGATGTAACACCTCAATCATTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGAACAGGA
CTATGTACAAACGTCAGCATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGT
TCATCTGAATGAATCTGTAAAAATTAATTGTACAAGACCTCACAAAAATAAAATAAGAACGATACATATAGGA
CCAGGGAGAGCATTTATTGGAACAGACATAGCAGGAAATATAAAACAAGCATATTGTAACATTAGTGGAGAAG
AATGGGAGAGCACTTTAAAAAAGATAGTTAAAAAATTAGAAGAACAATTTAATACTACAAGAATAGCCTTTAA
CCACTCCTCAGGAGGGGACCCAGAAATAGTAATGCACAGTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATACAATTTGGAATAACAT
GACATGGATGGAGTGGGAAAGAGAAATTGACAATTATACAGGCTTAATATACAACTTAATTGAAAAATCGCAG
ATCCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAAC
GCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCATCACAAAGAGCTGGTAGAGCTATTC
TCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AB604946 



GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGACGCATCCACCACTTTGTTTT
GTGCATCAGACGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATGTGAAGAATCTTACTAAAAGTACTAATGGTAGTACCTGGGAAAAGATGGA
TAAAGGAGAAATAAAAAATTGCTCTTTCGATGTAACCACAAACATAAGAGATAAGGTGCAGAAAGAATATGCA
CTTTTTTATAAACTTGATGTAGTACCAATAGAAAATGATAATACTAGCTATAGGATGATAAGTTGTAATACCT
CAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTA
TGCGATTCTCATGTGTAAAGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGCTAATTTCTCAGACAATGCTAAAACTATAATAGTACAGCTAAATGAATCTGTAAAAATTGATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATGGTATGCAACAGGAGAT
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAACAAACTGGACTAATACTTTAACACAGATAG
TTGGAAAATTAACAGAACAATTTAAGAATAAAACAATAATCTTTAACCACTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCGCCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCAGAGTGAGATTTGGGATAACATGACATGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGACTTAATATACCTCTTACTTGAGAAATCACAAAACCAGCAAGAAAAGAATGAACAAGAC
TTATTGGAATTGGATAATTGGGCAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTACAACGCCACAGCAATAGCAGTAGCTGAGTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>D12582 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGAATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTTGAGGAATACTACTAATAACAATAGTAGTATCGAGGAAAAGATGAAGGGAGA
AATAAAAAATTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAGATAATGATAATAATAGTACTAATACATGCTATAGGTTGATAAGTTGTGACA
CCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGG
GTTTGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAG
TAATTAGATCTGAAAATTTCACAGACAATGTTAAAACCATAATAGTACAGCTGAATGAAACTGTAAAAATTAA
TTGTATAAGACCCAACAACAAGACAAGAAAAAGGGTAACTATGGGACCAGGGAGAGTATATTACACAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAGAATGGAATAAAACTTTAGAACAGA
TAGCTAACAAATTAAGAAAACAATTTGAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAGTTCATCTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTTTTAATGAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTAACAATTACACAAACTTAATATACAACTTAATTGAAGAATCGCAGAATCAACAGGAAAAGAATGAACAA
GACTTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAATATTACAAAGAACTTATAGGGCTATCCTCCACATACCTGTAAAAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>AB565497 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAATTATAACATGTGGAAGAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTACTGCATATAATAATAATACTAATACTACTGCTAAAACCTCTGATAGTGGCTGGGGAAC
GGTAGTAAATGAAGAAGTAAAAAACTGCTCTTTCAATATTACCACAAGCATAAAAGATAAGGTGCAGACAGAA
TATGCACTTTTTTATAAAGCTGATATAGTACAAATAGATAATAGTGATAATATAGATAAGGATGATAATAATA
CTAGATATAATAATACATATAGGTTGATGAATTGTAACACCACAGTCATTACACAGGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAAGATAAGAAGTTC
AATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTC
AATTACTGTTAAATGGCAGTTTGGCAGAAGAAGAGGTAGTAGTTAGATCCGAAAATTTTACAGACAATGCTAA
AAACATAATAGTACAGCTGAACAAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGC



ATACATATGGGACCAGGAGGAGCACTGTTTACAACAGAAATAACAGGAAATATAAGACAGGCACATTGCAACA
TTAGTAGAGCAGAATGGAATGATACTTTACAAAAGATAGTTGAAAAATTAGGGGAACAATTTAGCAAAAATAA
CACAATAGCCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGCAATAAATCTCAGAGCGA
GATATGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTATACAGAATTAATATACACCTTA
CTTGAAAAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAACTATTGGAATTGGATAAATGGGCAAGTTTAT
GGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGG
ATTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCCTTATCGTTCGCT
GTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGGGGGGACAGATAGGGTTATAGAAATAGTACAAATAG
TTGTTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGATTGGAAAGGGCTTTGCAATAA 
>AB565502 
GCTGCAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCCTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGATATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAATTTGAATGCTACTAATACTAATAGTACGGCTAATATTACCAGTAGTCCAATGGGGGT
AGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAGCATACAAACTAAGGTGAAAGACTATGCACTTTTT
TATAAAGTTGATGTAATACCAATAGATAATTCTACCAATTATAGGTTAAGAGAGTGTAACACTTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGCACCCCGGCTGGTTTTGCGATTAT
AAAGTGTAACAATAAACAGTTCAATGGATCAGGGGAATGTAAAAATGTCAGTACAGTACAATGTACACATGGA
ATTAAACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGATATAGTACTTAGATCTA
GCAATTTTACAGACAATGCTAAAGTTATAATAGTACAGCTGAATAAAGCTATAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGCAAGCATGGTTTGCAACAGGAGATATAATAGGA
GATATAAGACAAGCACATTGTAATCTTAGTAGCACAATATGGAATGACACTTTAGGACAGATAGTTGAAAAAT
TAAGAGAACAATTTGGGAACAAAACAATAAGCTTTCAGCGATCCTCAGGAGGGGACCCAGAGGTTGTAATGCA
CACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAAACTTATGAGCAGATTTGGGAAAACATGACTTGGATGCAGTGGGAAAAAGAAATTGACAATTA
CACAGGAGAAATATACAACTTAATTGAAGTAGCGCAAAACCAGCAAGAAAAAAATGAACTAGAATTATTGGAA
TTGGATAACTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATGA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTAGCTGTTAGCTTGCTCAATACCACAGCTGTAGCAGTAGCGGAGGGGACAGATAGG
GTTATAGAAGTAGTACAAAGGGCTTATAGAGCTATTCTCAACATACCTACAAGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>KT961002 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATGCTGTTGGTACCAATAGTAGTAGCAAGGATACTAATATCAATAATAGTAATGG
GGGAGAAATAAAAAACTGCTCATTCAACATCACCACAAACATGAGAGATAAGGTGCAGAAAGAATATACAACT
TTTTATAAACTTGATGTAGTACCAATAGACAATAATAATAATACTAGATATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAAAAGGACCATGTAAAAATATCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTAA
TTAGATCTGAGAATTTCACGGACAATGCCAAAACCATAATAGTACAGCTGAATGAATCTGTACAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCCGGGAGTGCATTTTATACAACAGGACAA
ATAATAGGAAATATAAGACAAGCATATTGTACCATTAGTGAAGCAAAATGGAATAACACTTTAAAAAAGATAG
CTATAAAATTAAGAGAACAATTTAACAATAATACAATAATCTTTAATCACTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGATCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACATGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAATCAGCAGGAAAAGAATGAACAGGAA
TTATTGGAATTGGATAAATGGGCAGGTTTGTGGAGTTGGTTTAACATAACAAACTGGCTGTGGTATATAAGAT
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGGATTGCAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>AB742153 



ACTGCAGAAAAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGACGCAGTCACCACTCTATTTT
GTGCATCAGATGCTAAGGCCTATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAGTGCTTTGATTATTGTGGGAATAGTACTGCTAAGAATGATACTAACTGTAGCAATAATACTGA
TGACTGGCGACAAGTGGAGACAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAACATAAGAGATAAG
ATACAGAAACAATATGCAATTTTTAATAGACTTGATATAGTAAAAATAGATGATGGTGAGAAAAACAAAAAGG
ATGAGAAAAATAGGACTATTGAGAGCTATAGGATAACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCC
AAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGGTATGCGATTCTGAAATGTAATAAT
AATACATTCAATGGATCAGGACCATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGATGAGGCAAAAATTAGATCTGAAAATTTCACAAA
CAATGCTAAAACCATAATAGTACAGCTACATAAGCCTGTGTACATTAATTGTACAAGACCCAACAACAATACA
AGAAAAGGTATACATATGGGACCAGGGAGAGCATTTTATGGAACAGATATAATAGGAGATATAAGACAAGCAC
ATTGTAACATTAGTAAAACAGCATGGAATAACACTTTAAAACAGATAGTTGCCAAATTAAGAGAACAATTTGG
GAAAAATAAAACAATAGCGTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCATACTTTTAATTGT
AGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAGTGGACCAACAGCGCCTGG
GGATTTGGGGCTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATC
TTATAATGCAATTTGGGAAAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAGAGGAGATA
TACAGATTACTTGAAGAATCGCAAAACCAGCAGGACAAGAATGAACAAGAATTATTGGCATTAGATAAATGGT
CAAATTTGTGGAATTGGTTTAACATAACAAAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTA
TCGTTGGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTCT
TACAAAGAGTTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGGCAGGGCGCGGAAAGAGCTTTGGTATA
A 
>AB641836 
GCTGATGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCACATAATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATGCTAATACCAGAAATAATACCAATAGTAACAGCAGTAGTACAGAAATACAACA
ACAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGATAAGTAAGGAATATGCA
CTGTTTTATAGGCTGGATGTAGTACAAATAGGGAATGAGAATAATACCAATTATACCAACTATAGGTTGATAA
ATTGTAACACCTCAGAAATTACACAGACTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGAACATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTATTGAATGGCAGCTTAGCAGAGG
AAGAGGTAATAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAATACAGCTGAATGAAGCTGT
AGAAATTAACTGTACAAGACCCAACAATAATACAAGAAGAAGTATACATATAGGACCAGGGAGAACAATTTTT
GCAACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGTACAAAGTGGAATAAAACTTTAA
AACAGATAGCCAAAAAGTTAGGAGATCAATTTGGAGAAAATAAAACAATAAGCTTTAACAAATCCTCAGGAGG
GGACCCAGAAATTACAATGCACAGTTTTATTTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATACCTACGGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAAAGTCTAAAGGGGATTTGGGATAACATGACCTGGATGGAGTG
GGAAAAAGAAATTGACAATTACACAGAATTAATATACAGTTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAG
AATGAACAAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTGT
GGTATATTAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTGCTGTGCTTTCTAT
AATCAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGTACAATACTATAGCTATTGCA
GTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGCACACAGAATTGGTAGAGCTATTTGCAACATACCTAGAA
GAATAAGGCAGGGAGCAGAAAGAGCTTTGCAATAA 
>KU869602 
GTTGTAGGAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTAGAAAATGTAACAGAAAATTTTAATGTGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTAGTAATTTGAAGAATGATACTAAGGCTAATAATGGTAGTAATACCAATAATAGTAGTGG
GAGAGTGGTGGAAAAAGGAGTAATGAAAAACTGCTCTTTCAATGTTACCACAAATAGAAGAAATAAGCCTCGG
AAAGAATATGCTCTTTTTTATGAACTTGATGTAACACAAATAGATGATACAAGCTATATATTGACACATTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTGCAATGTAATGATAAGGAGTTCAATGGAAAAGGACCATGTTCAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAGGAGAGA
TAGTAATCAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAGAT



TAATTGTACAAGACCTAACAACAATACAAGAAAAGGTATACATCTAGGACCAGGGAAAACATTTTTTGCAACA
GGAGAAGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGGAAAATGGGAAAACACTTTAAGAC
AACTAGCAAAAAAATTAAGAAAACAATTTGAGAATAGAACAATAGTCTTTAATCAACCCTCAGGAGGGGACCC
AGAGATTGTAATGCACAGTTTTAATTGCGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAAGATTTGGGACAACATGACCTGGATGGAGTGGGACAG
AGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATATTCACCAATATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGGT
GAGGGGACAGATAGGATTATAGAAATAATACAAAGAACTTATAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN043590 
GTTGTAGGAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTAGAAAATGTAACAGAAAATTTTAATGTGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTAGTAATTTGAAGAATGATACTAAGGCTAATAATGGTAGTAATACCAATAATAGTAGTGG
GAGAGTGGTGGAAAAAGGAGTAATGAAAAACTGCTCTTTCAATGTTACCACAAATAGAAGAAATAAGCCTCGG
AAAGAATATGCTCTTTTTTATGAACTTGATGTAACACAAATAGATGATACAAGCTATATATTGACACATTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTGCAATGTAATGATAAGGAGTTCAATGGAAAAGGACCATGTTCAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAGGAGAGA
TAGTAATCAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAGAT
TAATTGTACAAGACCTAACAACAATACAAGAAAAGGTATACATCTAGGACCAGGGAAAACATTTTTTGCAACA
GGAGAAGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGGAAAATGGGAAAACACTTTAAGAC
AACTAGCAAAAAAATTAAGAAAACAATTTGAGAATAGAACAATAGTCTTTAATCAACCCTCAGGAGGGGACCC
AGAGATTGTAATGCACAGTTTTAATTGCGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAAGATTTGGGACAACATGACCTGGATGGAGTGGGACAG
AGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATATTCACCAATATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGGT
GAGGGGACAGATAGGATTATAGAAATAATACAAAGAACTTATAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN043603 
GCTACAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATAACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGTAGTAATTTGAATAATACTAGTAATTTGAAGAATACTACTGATGCCAATACTACTATTAC
CAATAACAGTAGTAGAGTAGAGGGGGAAGAAGAAATGACAAACTGCTCTTTCAATGTTACCACAAACATAAGA
AATAAGGTGCAAAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTACCAATAGATAATACAAGCTATACGT
TGATACATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACCCAACTACTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAACGC
ATCTGTAGAAATTAATTGTACAAGACCCAACAATAATTCAAGAAAAGGTATAGGTATAGGACCAGGGAGCACA
TTTTATGCAACAGGAGATATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGAACA
ACACTTTAAAACAGCTAGCTATAAAATTAGGAGAACAATTTGGGAATAAAACAATAGCCTTTAAGCAATCCTC
AGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCA
CCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAAATAGGATCTGGGATAACATGACCTGGAT
GGAGTGGGACAGAGAAATTAACAATTACACAAACTTAATATACTCCTTACTTGAAGAATCGCAGAACCAACAA
GAAAAAAATGAACAGGACTTATTGAAATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATATCACGAT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTGTCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTGTAGAGCTATTCTCCACATAC
CTACACGCATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 



>JQ316128 
GCTACAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATAGCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCGTAGA
CCCCAATCCACAAGAGGTAGACTTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGTACCCATAATGTGACTGGTACTAATGCCACTAACAGTGGTGCTACTACCAATAGTACTAC
TACTACTACCACTACTAATATTGATGACGGAAACATGAAAAACTGCTCTTTCAATGTTACCACAAACATAGGA
AATAAGTTGCAGAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTACCAATAGATAAGGATAATACAAGCA
ATAATGATAATACAAGCTATACGTTGATACATTGTAACTCCTCAGTCGTTACACAGGCCTGTCCAAAGGTATC
CTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTC
AATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGACATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAA
AACCATAATAGTACAGCTGAACGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATACATATGGGGCCAGGGAGAACATATTATGCAACAGGGGCCATAATAGGAAATATAAGACAAGCACATTGCA
ACATTAGTGAAGAAAAATGGAATAAAACTTTAAACCAGATAGCTACAAAATTAAGAGAACAATATAATAAAAC
AAAAATATTCTTTGCTCCATCCTCAGGAGGGGACCCAGAAATTACAATGCACCGTTTTATTTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAGAGATACCTAGGGGATCAACAGCTCCTGGGGATTTGGG
GATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATAA
GATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAGCAATTACACAGGCTTAATATACAACTTA
CTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATTGGCACTGGATAAGTGGGCAAGTTTGT
GGAGTTGGTTGGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAATTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
GTTAGTTTGCTTAATGCCATAGCTATAACAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAG
CTTACAGAGCTATTCTCCACATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ316132 
GCTGCAACAGGAGGAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTAT
TCTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GACCAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAATCCATGTGTAAAATCTACTACATTCA
GTATTACTAATAGTAGTAGTAATCATAATACTACTAGCACCAATAGTACTAATACCACTAGTAGTATTGGGGG
AGGGATGGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAGCATAAGAGATAAGGTGAAGAAA
GAATTTGCTCTTTTTTATAAACTTGATGTAAAACAAATAGATAATACAGATAATACAAGCTATACATTGATAA
ATTGTAACTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTAC
CCCAGCTGGTTTTGCGCTTCTACAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAG
GAGAGATGATAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGT
AGAAATTAAGTGTATAAGGCCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGTACACTTTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAACAATGGAACAACACAT
TAACACAGCTAGTTAAAAAATTAAAAGAACAATATGGTAATAATAAAACAATAGTCTTTGCTCAACCCCCCCC
AGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCA
CCACTAATGTGCCTTGGAATACTAGCTGGAGTAATAAATCTTATCATGAGATCTGGGATAATATGACCTGGAT
GCAGTGGGACAGAGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAA
GAAAAGAATGAACAGGACCTATTGGCATTCGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTGTTTTGTACT
TACTATAGTGAAGAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCT
GTAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTTTAGAGCTATCCTTAACATAC
CTACAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTATAA 
>JQ316127 
GCTACAGAAAAATCGTGGGTCACAGTCTATTCTGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCCTCAGATGCTGAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACACGAAGTAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CACATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAACCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAAATGTAGTGATGAGAATATTAATAGTAATAGTACCAATAATACTAGTACCGATGATAGTAGTGG
GGGAGGAGTGATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACACACCTATATGATAAGGTG
AAAAAAGAATATGCTCTTTTTTATAGACTTGATGTAGTACCAATAGATAATACAGATAATACCAGCTATACGT
TGATAAATTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTAG
CAGAAGGAGAGGTAATAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAACGC



ATCTGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGGAGAAGTATACGTATAGGACCAGGGAGAGCA
TTTTATACAACAGGAGATATAACAGGAGATATAAGACGAGCATATTGTAACATTAGTAGAAAAGATTGGGAAA
ACACTTTAAAACAGCTAGTTATAAAACTAAGAGAACAATTTGGGAATAAAACAATAGCCTTTAATCGATCCTC
AGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCA
CCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCCCTGGATAAGATTTGGAATAACATGACCTGGAT
GGAGTGGGACAGAGAAATTAACAATTACACAAACTACATATACACCTTACTTGAAGAATCGCAGAACCAACAG
GAAAAGAATGAACAGGACTTATTGGCATTTGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAGAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTGTTCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAGTTTATAGAGCTATTCTCCACATAC
CTACAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JQ316135 
GCTGCAACAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAATATGGTA
GAACAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTCTGCATTGTAGTAATTTGAATTGTAGTAATTTGAGTAATACTAATACCAGTACTTTGAATTGTAG
TAATTTGAATAATACTAATACCAATAATAGTAGTGGGGGAGTGATGGAGGAAGGAGAAATGAAAAACTGCTCT
TTCAATGTTTCCACAAACATAAAAAATAAGATGCAAAAAGAATATGCTCTTTTTTATAAACCTGATGTAATGC
CAATAGATAATGATGATACAAGCTATACGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAA
GGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAG
AAGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTAT
CAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTAAAAATCTCACAGACAA
TGCTAAAACCATAATAGTACAGCTGAACAAATCTATAGAGATTAATTGTACAAGACCCGGCAACAATACAAGA
AAAAGTATAAGGATAGGACCAGGGAGTACATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAACAC
ATTGTAACATTAGTGAAGCAAACTGGAACAACGCTTTAAAACAGCTAGCTATAAAATTAAGAGAACAATTGGA
AAGTCAAACAATAGTCTTTAATCAATCTTCAGGAGGGAACCCAGAGATTGTAATGCACAGTTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGA
TTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCG
GAAGGATATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAGCAATTACACAACCTTAATATAC
ACCTTGCTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATTGGGATTGGATAAATGGGCAA
GTTTGTGGAATTGGTTTGACATAACATACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTT
GGTAGGGTTAAGAATAATTTGTTTTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCG
TTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTAC
GAAGAGCTTATAGAGCTCTTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JQ316130 
GTTGCAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACCCTATTTT
GTGCCTCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCATGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTAGTAATTACAATGGGACTTACAATGCGACTAGTACCAATGGGACTACTACTAGTAGTCC
TACTACTAGTAATGTAGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACCACCATAAGAGATAAG
ATGAAGAAGGAACATGCTCTTTTTTATAGACTTGATGTAGCACCACTAGAAAATAATAATACAACCTATACGT
TGATGAATTGTAACTCCTCAACCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAACCACTTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGCTTCTACAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTTCAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAG
CAGAAGAAGAAGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAGACCATAATAGTACAGCTGAACGC
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATAAGAATAGGACCAGGGAGCGCA
TTTTATACAACAGGAGAAGTAATAGGAAATATAAGACTAGCATATTGTAACATTAGTAGAGAAAAATGGAACA
AAACCTTAGAACAGCTAGTTATAAAATTAGGAGAACAATTTAATAAAACAATAATAACCTTTGATAACTCCTC
AGGAGGGGACCCACAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCA
CCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAAAGGCTATCTGGGATAACATGACCTGGAT
GGAGTGGGACAGAGAAATTAACAATTACACAAACTTGATACACAACTTACTTGAAGAATCGCAAATCCAACAA
GAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAACTGGTTTAGCATAACACAAT
GGCTGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAATCTTTTCTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGTAGTAGCTGAGGGGACAGATAGAGTTATAGAAATATTACAAAGAGCTTATAGAGCTGTCCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 



>DQ295195 
GCTGCAACAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGCCAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTCACTTTAAATTGTAATATTAATAGTAGTAGTGGTGGTAGTAATACTACTAGTACTAATACTACTACTAC
TAGTAGTAGTAAAGGAGTGATGGTGGAAGAAGGAATAAAGAACTGCTGTTTCATCATTGCCACCACCAGCAGA
AGTGATAAGGTGAAAAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTGAAAACAGATAATACTAGCAATT
CAAGCTATACGCTGATGAGTTGTAACTCCTCAGTCGTTACCCAGGCTTGTCCAAAGGTATCCTTTGAACCAAT
TCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGATCAGGA
CCATGTTCAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGATGTAGTAGTTAGATCTGAAAATTTTACAAACAATGCTAAAATCATAATAGT
ACAGCTGATTATACTTGTAATAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGTTTTGCA
CCAGGGAGCACTATTTATGCAACAGGAGGTATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAAAA
ATGAATGGAATGACACTTTAAAGGAAATAGTTATAAAATTAAGAGAACAATTTGGAAATGAAACAATAAAATT
TAATCGATCCTCAGGAGGGGACCCAGAGATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CCAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAA
AGCTCATCTGCACCACTAATGTACCTTGGAATACTAGTTGGAGTAATAAATCTCAGGATGATATCTGGCATAA
CATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAGGAATCG
CAGAACCAGCAAGAGAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTG
ACATAACAAACTGGCTGTGGTATATAAAAACATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAAT
TTTTTCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCGTTATCGTTTGCTGTTAGTTTGTTT
AATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAGATATTACAAAGAGCTTATAGGGCTA
TTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ295193 
GTTGCAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCATGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACCTGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTAGTAATTACAATGGGACTAGTACCAATGGGACTAATATCAATAATAGTAGTAGGATGGA
GGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAACCATAAGAGATAGGGTGCAGAAGGAATATGCT
CTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAATACAAGCTATACATTGATAAATTGTAACTCCT
CAACCCTTACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTACAATGT
ACACATGGGATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATATCACAGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTACAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATAAGGATAGGACCAGGGAGCACATTCTATGCAACAGGGGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAAGAATGGAACAACACTTTACAACAGCTAG
YTATAAAATTAAGAGAACACTTTGGGAATAAAACAATAATCTTTAATGAATCCTCAGGAGGGGACCCAGAGAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGA
ATACTAGTTGGAGTAATAAAACTCTAGAATATATCTGGGGTAACATGACCTGGATGGAGTGGGACAGAGAAAT
TAACAATTACACAGACTTAATATACAACTTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAGGAA
TTATTGGAATTGGATAAATGGTCAAGCTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGTAGTAGCAGAGGGG
ACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCTATTATCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>JQ316126 
GCTGCAGGAGGATTGTGGGTCACTGTCTATTATGGTGTACCTGCGGGGAGAGATGCTGACACCACCCTATTTT
GTGCATCATATGCTGCTGCATCTGACGCCGAGGCACATAATGTTTGGGCCACACCTGCCTGTGTACCCATAGA
TCCCAACCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAACTAACTCCACTCTGTA
TTACTTTGAATTGTAGAAATTGGAATAGAAATAATACTAATGCGAATACTATTACTAATAGCAGTAGTGTGAA
AGCGATGGAGGCAGACGAAGTGAAAAACTGTTCTTTCAATGTTACAAATACAAACATAAAAGATAAAAGGCAG
AGGGAATATGCCCTTTTTTATAAATATGATCTAATGCCAATAGAGAATAAGACTAATATAAGCCTCTATACGT
TGATACATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAGCAGGACCATGTAGAAAT
GTCAGCACAGTACAACGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAACTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAACGT



ATCTGTAGAAATTAATTGTACAAGGCCCAACAATAATATAGAAAGAAGGATAAGTATAGGACCAGGGAGAGCA
TTTCGTGCAATAAAAGCTATAACAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAGAAAATTGGAATG
ACACTTTAAAACAGCTAGCTATAAAATTAAGTGAACAATTTGGGAATAAATCAATAGTCTTTACGCAACCCTC
AGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAATC
CTGGCTGTGGAAAGATATCTACAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAGGCTCATCTGCA
CCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAAATATATCTGGGATAACATGACCTGGAT
GGAGTGGGACAGAAAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACCAACT
GGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTCTTTGTACT
TTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAATAGTACAAAGAGCTTTTAGAGCTATTCTCCACATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ295196 
GCTGTAGAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACCTTAAATTGTAGTAATTATGTGAAGAATGATACTAATACCACTAATAGTAATAATAATGATACCACTAA
GGGAGTGAGGGAGGAAGGAGAACTGAAAAACTGCTCTTTCAATGTTACCACAAGCATAAGAAATAAGATGAAG
CAAGAATATGCTCTTTTTTATAAACTTGATGTAGAACAAATAGATAATACAAGCTATACGTTGATAAATTGTA
ACTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAACGGGACCATGTTCAAATGTCAGCACAGTA
CAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATAGGACTAGGGAGAACGTTTTATGCAACA
GGAGAAATAGTAGGAAATATAAGACAAGCACATTGTAACATTAATAAAACAAAATGGGACAACACTTTAAGAC
AGCTAGTTATAAAATTAAAAGAACAAGTTGGGAATAAAACAATAGCCTTTGATCAACCCTCAGGAGGGGACCC
AGAGATCGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTGCTGTGC
CCTGGAATACTAGTTGGAGTAATAAATCTCAGGATGAAATCTGGCATAACATGACCTGGATGCAGTGGGACAG
AGAAATTAACAATTACACAAGCTTAATATACACCTTGCTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTTCTGTACTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCACTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAATATTACAAAGGGCTTATAGAGCTATCCTCCACATACCTAGAAGAGTAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY839827 
GCTGCAGCAGGAGGCTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTACATTGTAGTAATGTGAATGTTACTAATAGTACTACTGCCAGTAAAAATAGTAATAGTAGTGT
ACCATTAATGGAGGTAGGAGAAGTGAAAAACTGTTCTTTCAATGTTACCACAAGTATAAGAGATAAGGTGAAG
AAAGAATATGCTCTTTTTTATAAACTTGATGTAGAAAAAATAGATAATACAAGTACATTGATAGATTGTAACT
CCTCAGCCATTAACACACAGGCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGATCAGGACCATGTTCAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTAACAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAA
TAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAATGCATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGGGTATGATTTATGCAACA
GGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAACAATACTTTAGAAC
AGCTAGCTAAAAAATTTAGAGAACGATATGGGAATAATACAACAATAATCTTTAATCCACAACCCCCAGGAGG
GGATCCAGAGGTTGAAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTA
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGATGCTATCTGGAAGAACATGACCTGGATGCAGTG
GGACAGAGAAATTAGCAATTACACAGGTTTGATATACTCCTTACTTGAAGAATCGCAGACCCAGCAAGAAAAG
AATGAACAGGAATTATTGAAATTGGATAATTGGGCAGATTTGTGGAGTTGGTTTGACATAACACGATGGATGA
AGTATGTAAAAATATTCATGATGGTAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTTATGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCTACAGCTAGAGCA
GTAGCTGAGGGGACAGATAGGCTTATAGAAATATTACAAAGAACTTATAGAGCTATCCTCCACATACCTACAA
GAATCAGACAGGGCTTGGAAAGGGCTTTGCTATAA 



>DQ837381 
GCTAAAGAGCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATACAGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAGTATTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAAGTGCACTAATAATGTGAATGATACTACCACTAATGGCACTTCTAAGTGGAATGGTGATAATAG
CACTATAGGAGAAATAAAAAAATGCTATTTCAATACTACCACAGGCATGATAGATAAGATGAAGGAAGAATAT
GCATTATTTTATAACCTTGATATAGTACCACTAGATAATAGTCTTGCTAAGAATAGTAGTCATAATAAGACCA
GCTATGCCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAGGCCTGTCCAAAGATATCCTTTGA
GCCAATTCCAATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATACAAAGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAATTAC
TGTTAAATGGCAGTTTAGCAGAAGAAGACATAGTAATTAGATCTGAAAATATCACGAACAATGCTAAAAACAT
AATAGTACAGCTGAATGAACTTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAT
ATAGGACCAGGGAAAGCATTTTATGCAGCGGGAGACATAATAGGAAACATAAGACAAGCACACTGTAACATCA
GTAGGAAAAGCTGGACTGACACTTTAAAAAAGATAGCTGACAAATTAAGTGAACAATTTGGGAATAAAACAAT
AGTCTTTAAACCCTCCTCAGGAGGGGACCCAGAAATAGTAATGCACAGTTTTACTTGTGGAGGGGAATTCAAG
CAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATTCGAGTTGGAATAACAGAAACCTGAGTCAGATTTG
GGATAACATGACCTGGATGCAGTGGGAAAAGGAAATTGACAATGTCACAAGTGTAATATACAGGTTAATTGAA
AAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATCTGTGGAATT
GGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTCTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTGTTAGC
TTGTTCGACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCAGTACAAAGAGCTGGTA
GAGCTCTCCTTCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JQ316134 
GCTACAGAAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAATATTTTAATATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGCATTGTAGTAATTGGACGGTTAATTTCACCAAGAATAGTAATACTACTTTTAACAGTAGTAGTAG
TGATGAAATGATAAAGGAAGTAAAAAACTGCTCTTTCAATGTTACCACAACCATAAGAGATAAGGTGCAAAAA
GAATATGCTCTTTTTTATAAACTTGATGTAGTGAAAACAGATAATACTAGCAATTCAAGCTATACGCTGATGA
GTTGTAACTCCTCAGTCGTTACCCAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGATCAGGACCATGTTCAAATGTCAGC
ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGATGTAGTAGTTAGATCTGAAAATTTTACAAACAATGCTAAAACCATAATAGTACAGCTGAATGCATCTGT
AGAAATTAATTGTACAAGACCCCACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGAGCACATTTTTT
GCAACAGGAGCCATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGGGACAAATTGGAAAAACACGT
TAAGACAGCTAGTTATAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAGCCTTTAATCAATCCTCAGG
AGGGGACCCAGAGATTGTAATGCACAGTTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCA
CTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGATATCTGGGATAACATGACCTGGATGCA
GTGGGACAGAGAAATTAACAATTACACAAACTTAATATACACCTTGCTTGAAAAATCGCAGAACCAACAAGAA
AAGAATGAGCAGGAATTATTGGAGTTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACACAATGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTAATTTC
TATAGTAAATAGAGTTAGGCAGGGATATTCACCAATATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN043605 
GCTGCAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAACACCACCCTATTTTGTG
CTTCCGATGCTAAGGCATATGACACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGACCC
CAATCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGACATAATCAATTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCTGCGTTA
CTTTGAGTTGTAGAGAGTTGAATAAGACTAAAACCAACTGCAGTGGTAATTCAAATAGTACTCCTACTGCAAC
CCCTCCTCCAGCCAGTAACTGTAGTGGGAAAGTAATGGAGAAAGTAGAAATGAAAAACTGCTCTTTCAATGTT
ACCACAAACCTAAGAGATAAGATGAAGAAAGAATATGCTCTTTTCTATAGTAGTGATATAACGCAAATAGATA
ATACAAGCTATATGTTGACACATTGCAACACCTCAGTCATTACACAAGCCTGTCCAAAGACATCCTTTGAACC
AATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGCTTCTACAATGTAATGATAAGAAGTTTAATGGATCA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATATCTCAAACAATGTTAAAACCATAAT



AGTACAACTGAACGTATCTGTAGAAATTAATTGTATAAGACCCAGCAACAATACAAGGAGAAGTATAAGTTTT
GCACCAGGAAGTACATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTG
AAGCAAAATGGAACAACACTTTAAAAAAGCTAGCTATAAAATTAAGAGAGCAATTTGTGAATAAGACAATAGT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGATTATATCTGGGA
TAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAACTTAATATACTCCTTACTTGAGAAA
TCGCAAAACCAGCAAGAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGGAAGCTTGTGGAGTTGGT
TTGATATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AATCTTTTTTGTACTTTCTAGAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTG
CTTAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGCTATAGAAATAGTACAAAGAGCTTTTAGAG
CTATTCTCAACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KJ140263 
GCTGATGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGACCC
CAACCCACAAGAAGTGGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAGGACTAGTACCAATAGTAGTAGTGGGGGAGT
GATGGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAGCATAAAAAATAAGGTGCAAAAAGAA
TATGCTCTTTTTTATAAACTTGATGTAGTACAAATAGATAATACAAGCTATACCTTGATAAATTGTAACTCCT
CAATCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCGATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGATCAGGACCATGTTCAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCAAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATACATCTGTAGAAATTAATTG
TATAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGAGTACAATTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAACAACACTTTAAGACAGATAG
TTATAAAATTAAGAGAACAATTTGGGAATAAAACAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
GATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCAGAAGGAAATCTGGGATAACATGACCTGGATGCAGTGGGACAGAGA
AATTAACAATTACACAAGCTTTATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAG
GAATTATTGGAATTGGATAAATGGTCAAGTTTGTGGAATTGGTTTAACATATCTCAATGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCGGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTCATGCCACAGCTAGAGCAATAGCTGAG
GGGACAGATAGGGCTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGAC
AGGGTTTTGAAAGGGCTTTGCTATAA 
>KT878030 
GCTTTAGAACAATCATGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCATTCTATTCT
GTGCATCAGATGCTAAAGCACATGACCCAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCTATAGA
CCCCGACCCACAAGAAGTAAGATTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CCTTAAATTGTAGTAATGTGACTCCAAATAATGGGACTAGCAATAATATTACTCTGGAAGGAAGGGAGGAAAT
AAGAAATTGCTCTTTCAATGTTACCACAAACATAAGAGATAAGGTAAAGCAAGAATATGCTCTTTTTTATAGA
CTTGATGTAGAACAAATAGATAATACAACCTATACGTTAGTAAATTGTAACTCCTCAACCGTTACACAGGCCT
GTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGCTTCTACAATGTAA
TGATAAGAAGTTTAATGGATCAGGACCATGTTCAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATTTCT
CGAACAATGCTAAAAACATAATAGTACAGCTGAATGCATCTGTAGAAATTAATTGTACAAGACCCAACAACAA
TACAAGGAAAAGTATAACGCTAGGCCCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGA
CAAGCACATTGTAACATTAGTGAACAAAATTGGAATGTCACTTTAAAACAGCTAGCTATAAAATTAAGAGAAC
AATTTAAGAATAAAACAATATCCTTTCAACCACCCACAGGAGGGGACCCAGAGATTATAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAATAATA
GATCTGTGGACGATATCTGGCATAACATGACCTGGATGCAGTGGGACAGAGAAATTAACAATTACACAAACGA
AATATACAGATTACTTGAAGAGTCGCAAAACCAACAAGAGAGGAATGAACAAGACTTATTGGAATTGGATAAT
TGGGCAGGTTTGTGGAGTTGGCTTAGTCTATCAAAATGGATGTGGTATATAAAAATAGTTATACTAATAGTAG
CAGGCTTGATAGGTTTAAGAATAATTTTCTTTGTACTTTCTATAGTAAATAGTGTTAGGAAGGGATACTCACC
ATTATCGTTTGCTGTTAGTTTGCTTAATACCACTGCTGTAGTAGTAGCTGAGGGGACAAATAGAATTATAGAA
GTATTACAAAGAGCTTATAGAGCTGTCCTCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGC
TATAA 



>KT878031 
GCTACAGAGGAAAGGTGGGTTACAGTCTATTATGGGATACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGTCAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGACCAAAGTTTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACCATGAATTGTAGTGATTTGAATAAGACTAGTACCAATAATAGTAGTGGGAATAGTACTAATGGGGATGG
AATGGAGGAAGGAGGAATGAAAAACTGCTCTTTCAATGTTACTACAATTATAAGAGATAAGGTGAAGAACGAA
TATGCTCTTTTTTATAAGCTTGATATAGCACAAATGGAGGAGAATAGTACAAGCTACACATTGATAAATTGTA
ATTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGCTTCTAAAATGTAATGATAAGACGTTCAATGGATCAGGACTATGTGAAAATGTCAGCACAGTG
CAATGTACACATGGAATAAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGA
TAGTAATTAGATCTGAGAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAACACAGCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACA
GGAGGCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAAAATGGAACGAAACTTTAAAAC
AGGTAGCTATAAAATTAAGAAAACAATTCAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
GATTACAATGCATAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACGGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATGGAACTAATGGATCTCTGGACAATATCTGGGATAGCATGACTTGGATGGAGTG
GGAGAGAGAAATTGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAGGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAACTGGTTTAGCATAACACAATGGCTGT
GGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGATTAAGAATAATTTTTTCTGTACTTGCTAT
AGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATATTGCAAAGAGCTTTTAGAGCTATTCTCCACATACCTACAC
GAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KT878032 
GCTAAGCAAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATAAAACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACACGAAATAAGATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATACAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTAAATTGTAGTGAGTTAGACAATACTACTATCAGTACCAATAATACAGAGGACATAAGAAAGGA
AATAAAAGAGGAAATGGGAAACTTGAGAAACTGCTCTTTCAATGTTACCACATTAGTAAGAGATAGGAAGAAA
CAAGAATATGCTCTCTTTTATAAACTGGATATAGCAAAATTAGATAATGATAATAATAGTACAAGTTATACAT
TGATAAATTGTAACTCCACAACCATCACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGATTCTACAATGTAATGATGAAAAGTTCAATGGATCGGGACCATGTTCAAAT
GTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAAAAGAAGAGATAGTAATTAGATCTGAAAATTTCACAGACAATGTTAAAACCATAATAGTACAGCTGAATGA
GTCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAGGTTTTGTACCAGGGGCATCA
TTTATTGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTCACATTAATAAAACAAAATGGAATA
ACACTTTAGGACAGATAGCTAAAAAATTAGGAGAACAATTTGGGGGTAAGGACATAGTCTTTGATAACAGCTC
AGGAGGGGACCTAGAGATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACTCATCTGCA
CCACTAGTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTAAGAAGGAAATCTGGGATAACATGACCTGGAT
GGAGTGGGACAGGGAAATTAGCAATTACACAACCTTAATATACTCCTTGCTTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAGGAACTATTGAAATTGGATGACTGGGCAGGTTTGTGGAGTTGGCTTGACATCTCACACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGCTTTAAGAATAATTTTTGCTGTATT
TTCTATAATAAATAGAGTTAGGCAGGGATACTCATCATTGTCGTTCGCTGTTAGTTTGCTTAATGCTACAGCT
GTAACAGTAGCTGAGGGGACAGATAGAATTATAGAAATATTACAAAGAGTTTTTAGGGCTATTCTCAATATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT878033 
GCTGCAACAGGAGGAATGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCTTAT
TCTGTGCATCAAATGCTAAAGCATATATCTCAGAAGCACATAATATTTGGGCCACACATGCCTGCGTACCCAT
AGACCCAGACCCACAAGAAGTAACATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACTCCACTTT
GTGTTACTTTGAATTGTAGTAATGTAAATACCACTGGTACTAATCTCACTAGTAGTAATGAGAGGATGGAGGA
AGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAGTCCAAAGAGATAAGGTGAAACAAGAATATGCTCTT
TTTTATAGACTTGATGTACAACAAGTAGATAATACAAGCTATACATTGATAAATTGTAACTCCTCAACCGTTA
CACAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGCTCCT
AAAATGTAATGATAACAAGTTCAATGGATCAGGACCATGTTCAAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCACCTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATGGTAATTAGATCTC
AAAATTTCTCAAACAATGCTAAAACCATAATAGTACAGCTGAATGCATCTGTAGAAATTAATTGCACAAGACC



CAACAACAATACAAGAAGGAGTGTACATATTGCACCAGGGAGTGCAATTTTTGCAACAGGAGACATAATAGGA
GATATAAGACAAGCATATTGTAACGTTAGTGCAAAAAGCTGGAATAACACTTTAAAACAGCTAGTTGAAAAAT
TAAGAAAACAATATGGGGAAAATAGAACAATAACCTTTAAAGAACCATCAGGAGGGGACCCAGAGATTGTAAT
GCACATTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTTATCATCAAATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAA
TTACACAGGCTTAATATACAACTTGCTTGAAGAATCACAGATGCAACAAGAAAAGAATGAACAGGACCTATTG
AAATTGGATGAATGGGCAAGCCTGTGGAACTGGTTTAGCATATCCCAATGGCTGTGGTATATAAAAATATTCA
TAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATACCACAGCTATAGCAGTAGCTGAGGGAACAGAT
AGAATTATAGAAATATTACAAAGAGGTTGTAGAGCTATTATCAACGTACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>KT878036 
GCTTTAGAACAAGAAAAGTCATGGGTCACAGTTTATTATGGAGTACCTGTGTGGAGAGAAGCAACCACCCCCT
TATTTTGTGCATCAGAGGCTAAAGCATATGAGACAGAAGCACATAATATTTGGGCCACACATGCCTGTGTACC
CACAGATCCCAAACCACAAGAAGTAGTATTGGAAAATGTGACTGAAAATTTTAACATGTGGAAAAATGACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCAC
TCTGTGTTTCTTTAAATTGTAGCAATGTGAAAAATGTAACTAATGGCACTCAGACCAGTGGTAGTGTGATGAG
GGAAGGAGAAATGAAAAACTGTTCTTTCAATGTTACCACAAGCATAAGAGATAAGAAGAAGAAAGAATATGCT
CTTTTTTATAGGCTTGATATAGAACAAATAGACAATACAAGCAACAGCTATACGCTGATAAATTGTAATTCCT
CTACCATTACACAGGCCTGTCCAAAGATAAGCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGATCAGGACCATGTTCAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGACATAGTAA
TTAGATCTGAGAATTTCACAAACAATGCTAAAATCATAATAGTACAACTGAACACATCTGTAGCAATTACTTG
TGTAAGGCCCAACAACAATACTAGAAAAAGCATAACGCTCGGACCAGGGAGTGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGACAAAATTGGACTAACACTGTAAGACAGCTAG
CTGGAAAATTAAGAGAACAATTTGGGAATAAAACAATATACTTTAACCAATCCTCAGGAGGGGACCCAGAGAT
TGAAATGCTCAGTGTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCGGGAAAGCTCATCTGCACCACTAATGTGCCTTGGA
ATACTAGTTGGAGCAATAAATCTCTAAGTGATATCTGGAATAACATGACCTGGATGGAGTGGGACAGAGAAAT
TAACAATTACACAAACTTAATATACAACTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAC
TTATTGAAATTGGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTGTATAAAGA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGCTACTCACCATTATCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAACTAGTACAAAGAATTTGTAGAGCTTTTCTGCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGGTATAA 
>KT878037 
GCTGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGAGAGACGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACGGTTGGAAAATGTGACAGAAAATTTTAACATATGGGAAAATGATATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGAGGTTGGTAATTCTACTCAAAATAGTAATTTTACCCTTAATAGTAATGAAAC
AGACAGGAGAGATATGAAAAACTGCTCTTTCAATATCACCACATCAGTAAAAGATAAGGTGCGGAAAGAACAC
GCAATTTTTAATAGCCTTGATATAGTACAAATAGATGATGAGAATAAGAATAGTAGTGATAATACTAGTGCCA
GATATATGTTAAGACATTGTAATACCACAGTCATTTCACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCC
CATACACTTTTGTGCCCCGGCTGGTTTTGCGCTTCTAAAATGTAACAATAAGACGTTCAGTGGAAAAGGACCA
TGCAACAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAAAAATTTCACAGATAATGCTCAAACCATAATAGTACA
GTTGAACAAATCTGTAGTAATTAATTGTACAAGACCTGGCAACAACACAATAAGAAGTATACATGTAGGACCA
GGACGAGCATTCTACACACCAGGAACCATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAAAAAAG
AATGGAATAACACTTTAAGACAGGTAGTTGAAAAATTAAAAGAAAAATTCAATATAACAACAATAGTCTTTCA
GCAATCCTCAGGAGGAGACCCAGAAATTACAATGCATAACTTTAATTGTAAAGGGGAATTTAAGCAGCTCCAG
GCAAGGGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGC
TCATCTGCACCACTAATGTACCTTGGAATACTAGTTGGAGTAATAAAACCCACGATACGATTTGGAACATGAC
CTGGGTACAGTGGGAAAGAGAAATTGACAATTACACAGGCCTAATATACACCTTACTTGAGGAATCGCAGAAC
CAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAGTTGGGCAAGTTTGTGGAATTGGTTTACAATAT
CAAACTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGC
TGTACTTTCCATAGTAAATAGAGTTAGGCAGGGATATTCACCCCTATCATTGGCTATTAGCTTGCTAAACGTC
ACAGCTATTGCAGTAGCTGAGGGGACAGACAGGATCATAGAAGTAGTACAAAGAGCTTGGAGAGGGTTTCTAC
ACATACCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTTTAA 



>KT878038 
GCTTCAGAACAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCCGATGCTAAAGCATATGTCACAGAGGCACACAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACCGAAAAATTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCAATCTGTG
TTACTTTAAATTGTAGTGATTTAAAGAAAACCAATAGTAGTAATGATAATAGTACTGAAACCAATAGTAGTAA
TGATAATAGTACAGTAGTGGAGGAAGGAGATATGAAAAACTGTTCTTTCAATGTTACCACAGCCATACAAAAT
AAGGTGAAGCAAGAGTATGCTCTTTTTTATAAACTTGATGTAATGCCAATAGCTGATGATAATTCGAGCTATA
CATTGATAAACTGTAACTCCTCAAGCATTACACAGGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACA
TTATTGTACCCCGGCCGGGTATGCGATTCTAAAGTGTAATGATAGGAATTTCAATGGAACAGGACCATGCAAG
AATGTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTC
TAGCAGAAGGAGAGATAGTAATTAAATCTGAAAATATCACAAACAATGCAAAAACCATAATAGTACAGCTGAA
CGCATCTGTAGAAATTAATTGTACAAGACCAAACAACAATACAAGAAAAGGTATACATTTTGGACCAGGGAGA
ACAATATATACAACAGGAGAGATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGTACAGTGGA
AAAACACTTTGACAAAGCTAGCCAAAAAATTAAGAGAACAATTTAACAAAACAATAAGCTTTAACAAATCCTC
AGGAGGGGACCCTGAGATTGTAATGCACAGTTTTAATTGTGGAGGTGAATTTAAGCAGCTCCAGGCCAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCA
CCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGAATGAAATATGGAACAACATGACCTGGAT
GGAGTGGGACAGAGAAATTGACAATTACACACAACTAATATATTCCCTACTTGAAAAATCACAGATCCAACAA
GAAAACAATGAAAAGGAGTTATTGGAATTGGATAGTTGGCAAAGTCTGTGGAAATGGTTTGACATATCAAATT
GGCTGGGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTTCTGTACT
GTCTATAGTGAATAGAGTTAGGAAGGGGTACTCACCATTATCGTTTGCTGTTAGTTTGTTTAATGCTGTAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCATTACAAAGAGCTTTTAGAGCTATCCTCCATATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT878022 
GCTGTAGAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGTCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACTGAAAAATTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCAATCTGTG
TTACTTTAAATTGTAGTGATTTGAACATTACTAATACTAATACCAGTAGTAGTAGTAATAATACAATAGGAGA
TATGAGAGAACAGATGAGAAACTGCTCTTTCAATGTTACCACAGCCATACAAAATAAGGTGAAGAAAGAATAT
GCTCTTTTTTATAAACTTGATGTAATGTCAATAAATAATGATAGTACAAGCTATACATTGATAAACTGTAACT
CCTCAAGCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTATGCTATTCTAAAGTGTAATGATAGAAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTATCAGAAGGAGAGATAG
TAATTAAATCTGAAAATATCACAGACAATGCAAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATTAA
TTGTACAAGACCAAACAACAATACAAGAAGAAGTATACATGTAGGACCAGGGAGCATAATGTATGCAACAGGA
GCGATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAAGGTGGGACAATACTTTGAAACAGA
TAGCTGAAAAATTAAAAGAAAAATTTAACAACAGAACAATAAGCTTTAACCAATCCTCAGGAGGGGACCCAGA
AATAGAAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCCAGAGTCCTGGCTGTAGAAAGA
TACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCACAATGATATATGGAACAACATGACCTGGATGGAGTGGGACAGAGA
AATTGACAATTACACACGATTAATATATTCCTTACTTGAAACATCGCAGATCCAACAAGAAAAGAATGAAAAG
GAGTTATTGGAATTGAATAATTGGGAAAATTTGTGGAGTTGGCTTAACATATCAAGTTGGCTGGGGTATATAA
GAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAAAATAATTTTTTCTGTACTCTCTATAGTGAATAG
AGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAACTATTACAAAGAGCTTATAGAGCTATCCTCCATATACCTACCAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>KT878023 
GCTGTAAACCAATCAGAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCA
CTTTATTTTGTGCATCAGATGCTAAGGCATATAGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAATCCACAAGAAATCCTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAC
ATGGTAGATCAAATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTAAATTGCACTGATAAACTAAATACCACTAATAGTACTAGTGCTACTATTAGTCCAAT
AGAGAAAGGGGAAATAAAAAACTGCTCTTTCAATGTTACCACAAACTTAAGAGATAAGATGAAAAAAGAGTAT
GCACTTTTGTATAAACTTGATGTGGTTCCAATAAATGATAGTACTAATAATGACAACTATACCAACTACTATA
GGTTGATAAGCTGTGACACCTCAATTATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACA
TTATTGTGCCCCGGCTGGGTTTGCGATTTTAAAGTGTAATGATAAAAAGTTTAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAATTGTTGTTAAATGGCAGTC
TATCAGAAAAAGAGGTAATAATTAGGTCTCAAAATTTCTCGGACAATGCTAAAAATATAATAGTACAGCTGAA



TGAATCTGTAATAATTAATTGTACAAGACCCAATAACAATACAAGAAAAAGTATATCTATAGGACCAGGAAGA
GCAGTTTATGCAACAGGACAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGCAAAACACAATGGG
AGAAGACTTTAAAAGGGATAGCTATAAAATTACAAGAACAATATAACAATAAAACAATAGTATTTAACCATTC
CTCAGGAGGGGACCCAGAACTTGTAATGCACAGTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAGACTCATCT
GCACCACTGCTGTGCCTTGGAATACCAGTTGGAGTAATAAATCACTAGATGACATTTGGAATAACATGACTTG
GATGGAGTGGGAAAAAGAAATTGAAAATTACACAGGCTTAATATACACCTTAATTGAGAAATCGCAAAACCAA
CAGGAAATAAATGAAAAGGAATTATTGGAATTGGATAAATGGACAAATTTGTGGAGTTGGTTTGACATATCAA
ATTGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGTGGCTTGATAGGCTTAAGAATAGTTTTTACTGT
ACTTTCTTTAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTGACACCACA
GCCATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAATTCATACAAAGAGCTTTTAGGGCTATTCGCAATA
TACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGGTATAA 
>KT878024 
GCTGAAGAACAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGTTGCAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCATAAA
CCCCAACCCACAAGAAATGGTAATGGAAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACCTTAAATTGTAGTAATTTGAAAAATAGTACTAATAATAATAATATTACTATTGAAAAAGGAATGGAGGA
GGAAATAAAAAACTGCTCTTTCAATGTTACCACAAGCATAAGAAATAAGGTGAAGCAAGAATATGCTCTTTTT
TATAGACTTGATATAGAACAAATAGATAAAGATAATTCAAGCTATACGTTGATAAATTGTAACTCCTCAGTCA
TTACACAAGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TCTACAATGTAATGATAAGAAGTTCAATGGAACAGGTCCCTGTAAAAATGTTAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATGAGAT
CTGAAAATTTCTCGGACAATACTAAAACCATAATAGTACAGCTGAACACATCTGTAGAAATTACTTGTATAAG
ACCTAACAATAACACAAGAAAAGGTATACCTATAGGACCAGGGAGAGCAATTTATGCATCAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTAACATTACTGAAGCAAAATGGAACAACACTTTAAGACAGCTTGTTAAAA
AATTAAGAGAACAGTTTGGCAATACCACAATAATCTTTAGCAACTCCTCAGGAGGGGACCCAGAGATTGTAAA
GTTCAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGAATTATATCTGGGATAATATGACCTGGATGCAGTGGGACAGAGAAATTAACAA
TTACACAGAACAAATATACACCTTACTTGAAGAATCGCAAATCCAACAAGAAAAGAATGAACAGGAGTTATTG
GAATTGGATAAATGGTCAAATTTGTGGAGTTGGTTTACCATATCAAACTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAATAGAGTCAGGCA
GGGATACTCACCCTTGTCGTTCGCTGTTAGCTTGTTTAATACTATAGCTATAGTAGTAGCTGAGGGGACAGAT
AGGGTTATAGGAATATTACAAAGAACTTATAGAGCTGTCCTCCATATACCTACAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>KT878025 
GCTACAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACTACCACCCTATTTTGTG
CATCAGATGCTAAAGCATATGTCCCAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCATAGACCC
CAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAGAAATGACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTGAATTGTAGTGATTTAAAAAATAATACTAATATCAATATTACTAGTGAGGAAGCAGGGAAGGAAATGAC
AAACTGCTCTTTCAATGTTACCACAGCTATAAGAGGCAAGGTGCGGAATGAATATGCTCTTTTTTATAGACTT
GATGTAGTATCAATAGATAATACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAAGCCTGTC
CAAAGATATCCTTTGAACCAATTCCCATATATTATTGTGCCCCGGCTGGGTTTGCGATTATACAGTGTAATGA
TAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATTTCACAG
ACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAACAATTGATTGTATAAGACCCAACAACAATAC
AAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGACATAATAGGAGATATAAGACAAGCA
TATTGTAACATTAGTGGAGAAAAATGGAACAGCACTTTACACCAGCTAGCTATAAAATTAAGAAAACAATTTA
ATAGTGAAACAATAGTCTTTGAGCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGCTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGG
ATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGCTGGAGTAATAAATCTC
TGGATAATATCTGGAATAACATGACCTGGATGGAGTGGGACAGAGAAATTACCAATTACACAAACTTAATATA
CTCCTTGCTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGAC
AGTTTGTGGAGTTGGTTTAGTATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGTTTAAGAATAATTTTTTCTGTGCTTGCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATC
ATTTGCTGTTAGTTTGCTTAACGCCACAGCCATAACAGTAGCTGAGGGGACAGATAGGATTATAGAAATAATA
CAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT878027 



GATGCAGCAGAAAAAACATGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGACGCAAGCACCACCTTAT
TTTGTGCATCAGATGCTAAAGCACAAAACAGAGAGGTGCATAACGTCTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAATCCACAAGAAACAGTATTGGAAAATGTGACAGAAGATTTTAATATGTGGAAAAATGGCATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTAAATTGTAGGGAGGTGAATACAACTACTAATAGTTCTATTAGTATTAAGAATACAACTAGTGC
TGATAATAATTCTACTAATAGTAATAAGACAGTGGAGGAGGATGGAGAAATGAAAAACTGCTCTTTCAATGTT
ACCACAAACATAGGAAATAAAAGGAAAGAAGAATATGCTTTGTTTTATAAACTTGATGTAGTACAAATAGATA
ATTCAAGCTATACATTGATAAGTTGTAACTCCTCAGTCGTTACACAGGCCTGTCCAAAAGTGTCCTTTGAGCC
AATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAATGTAATGATAAGCAGTTCAATGGGTCA
GGAAAATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTAT
TAAATGGCAGTCTAGCAGAAGAAGATATAGTACTTAAATCTGAAAATTTCACAAACAATGCAAAAACCATAAT
AGTACAGTTGAACTCATCTGTAGAAATTAATTGTACAAGACCCAGTAACAATACAAGAAAAAGTATAAGGTTC
GGACCAGGGAGTGCATTTTTTGCACATGGAGATGTAACAGGAGATATAAGAAAAGCATATTGTAACATTAGTA
GAGAAAGCTGGGAAAATACTTTAAGACAGATAGCTATAAAATTAAGAGAAAAATTTGAGAATAAAACAATAGC
CTTTAATAAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTG
GAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAACAAATCTCAGTATGAAATCTGGAA
TAACATGACCTGGAATGATTGGGACAGAGAAATTGGTAATTACACAAACTTAATATACTCCTTACTTGAAGTA
TCGCAAATCCAGCAAGAAAAGAATGAACAGGAACTATTAGAATTGGATAAATGGGCAAATTTATGGAGTTGGT
TTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAAT
AATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCATTAGCTATTAGTTTG
CTTAACGCCACAGCTAGAGCAGTAGGTGAGGGGACAGATAGGGTTATAGAATTAGTGCAAAGAGCTTTTAGAG
CTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MK871374 
GCTGCAACAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGAAACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACTAGAAGTAGAATTGCCAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTATTTTGAATTGTAGTGATGCAAAGAATACTAGTACCAATAGTACTACGGAGAAAGTAATGGAGGAAGG
AGAAATGAAAAACTGCTCTTTCAATGTTACCACGAAGATAGCAAATATGGTGAATAATGAACGTGATGTATTT
GATGTAGTTGATATAGTTCATATAGGTAATAATGATACTACAAGCTATATATTGAGACATTGTAATACCACAG
TCATAACACAGGCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAGAGACAAGGGGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAGTGTACA
CATGGAATTATGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAAATGGTAATTA
GATCTGAAAATTTCACGGACAATGCTAAAAACATAATAGTACAGCTGAACACATCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAACAAGTATAACTTTAGGACCAGGGAGAGCATTTTTTGCAACAGGAGATATA
ATAGGAAATATAAGATATGCATATTGTAACATTAGTGAAGAAAAATGGAACGACACCTTAAGACAGCTAGTTA
TAAAATTAAGAGATCAATTTAAAGATCAATTTCCAAATCTCACAACAATATACTTTAATAGTTCCTCAGGAGG
GGACCCAGAGATTACAACGCACAGCTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATACCTACAGGATCAACGGCTCCTGGGGATTTGGGGATGCTCTGGGAAGCTCATCTGCACCACTA
GTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCATGATGAAATCTGGAATAACATGACCTGGATGGCGTG
GGATAGAGAAATTAACAATTACACACAGGTGATATACGACCTGCTTGAGGAATCACAGATCCAGCAAGAAAAG
AATGAGCAGGAATTATTGAAATTGGATTCATGGGCAGGTCTGTGGAAGTGGTTGGACATATCAAACTGGCTGT
GGTATATACAAATATTCATGATGATGGTAGGAGGCTTGGTAGGTTTAAGAATAATTCTTTGTGTACTTTCTGT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTACCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCA
GTAGCTGAGGGGACAGATAGAGTTATAGAAATATTACAAAGAATTTATAGAGCTATTATCCACATACCTACAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MN043576 
GCTGCTGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGACCC
CAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTGAATTGTAGTAATTTGAAGAATGAAACTACTAAGAATGAAACTAATACCAATAATAGTAGTGGGAATAT
GAGGGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAGCATAAGAGATAAGGTGCAGAAAGAA
TATGCTCTTTTTTATAAACTTGATGTAGAACAAATAGATAATACAAGCTATACATTGATAAATTGTAACTCCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTACAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATAAGAATAGGACCAGGGAGTACATTTTATGCAACAGGAGGC



ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGAACAACACTTTAAGACAGCTAG
TTATAAAATTAAGAGAACAATTTAGGCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTT
TTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACA
GCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGT
AATAAATCTCAGAAGGAGATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAA
ACTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAGGAACTATTGGAATTGGA
TAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAGAATATTCATAATGATA
GTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACT
CACCATTATCGTTTGCTGTTAGTTTGCTTAATACCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGGTTAT
AGAAATAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGGATAAGACAGGGCTTTGAAAGGGCT
TTGCTATAA 
>KU896118 
GCTGCAGCAGAAGACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAAGATTGCCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTGAATTGTAGTAATTTGAATACCAATAGTAGTAATGTGAATAGTAGTACTAATACCACTAGTAG
TAGTGGGGGAGTGATGGAGGAAATGAAAAACTGCTCTTTCAATGTTACCACAACCATAAGAAATAAGGTGCAG
AAAGAATATGCTCTTTTTTATAAACTTGATGTAGCACCAATAGATAATGATAATACAAGCTATACATTGATAA
ATTGTAACTCCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTTCAGATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAACGCATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATAGGTTTAGGACCAGGGAGCACATTTTAT
GCAACAGAGGCAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAACAACACTT
TAAGACAGCTAGCTATAAAATTAAGAGAACAATTTGAGAATAAAACAATAGCCTTTAATAAATCCTCAGGAGG
GGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTA
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGATATTTGGGATAACATGACCTGGATGGAGTG
GGACAGAGAAATTAACAATTACACAAACTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGCTAT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN043598 
GCTGCAGCAGAAGACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAAGATTGCCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTGAATTGTAGTAATTTGAATACCAATAGTAGTAATGTGAATAGTAGTACTAATACCACTAGTAG
TAGTGGGGGAGTGATGGAGGAAATGAAAAACTGCTCTTTCAATGTTACCACAACCATAAGAAATAAGGTGCAG
AAAGAATATGCTCTTTTTTATAAACTTGATGTAGCACCAATAGATAATGATAATACAAGCTATACATTGATAA
ATTGTAACTCCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTTCAGATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAACGCATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATAGGTTTAGGACCAGGGAGCACATTTTAT
GCAACAGAGGCAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAACAACACTT
TAAGACAGCTAGCTATAAAATTAAGAGAACAATTTGAGAATAAAACAATAGCCTTTAATAAATCCTCAGGAGG
GGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTA
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGATATTTGGGATAACATGACCTGGATGGAGTG
GGACAGAGAAATTAACAATTACACAAACTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGCTAT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN043588 



GCTGCAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAATTAACTCCACTCTGTGT
TACTTTGAATTGTAGTAATGTGAATGTGAATGTTACTAAGACCAATAGCAGTAGTACCAGTAGTAATGGGGGA
CTGATGGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAACATAAGAAATAAGGTGCAGAAAG
AATATGCTCTTTTCTATAAACTTGATGTAATACCAATAGGTAATACAAGCTATACATTGATAAATTGTAACAC
CTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGT
TTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAAT
GTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGT
AATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAAT
TGTACAAGACCCAACAACAATACGAGAAAAAGTACAAGTATAGGACCAGGGAGAACATTTTATGCAACAGGAG
ACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGAACAACATTTTAAGACAGCT
AGCTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTCAATCAATCCTCAGGAGGGGACCCAGAG
ATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGAT
ACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTG
GAATACTAGTTGGAGTAACAAATCTCAGGATGATATCTGGCATAACATGACCTGGATGGAGTGGGACAGAGAA
ATTGACAATTACACAAACTTAATATACACCTTACTTGAAGAATCGCAGATCCAACAAGAAAAGAATGAACAGG
AACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAG
AATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTGAATAGA
GTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAGG
GGACAGATAGGGTTATAGAACTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACA
GGGCTTGGAAAGGGCTTTGCTATAA 
>KU869580 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GCGCATCAGAGGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCGACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTGACATGTGGAGAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAATGGGACTAATACCACTAGTAGTATTGG
GGGGGTGATGGAGGAAGGAGAAATAAAAAACTGCTCTTTCAATGTTACCACAAGCATAAGAAATAAGATGAAG
AAAGAATATGCTCTTTTTTATAAACTTGATGTAGTATCAATAGATAATGATAATACAAGCTATACATTGATAA
ATTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAACTCCCATACATTATTGTAC
CCCAGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTATTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACCAGGGAGCACATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGGAGAATGGAATAACACTT
TAAGACAGCTAGTTATAAAATTAAGAGAACAATTTGGGAGTAGTAAAACAATAAACTTTACTCGATCCTCAGG
AGGGGATCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCAAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCA
CTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGATATCTGGGATAACATGACCTGGATGCA
GTGGGACAGAGAAATTAACAATTACACAACTTTAATATACTCTTTACTTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAACAGGGATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN043589 
GCTGCAGCAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTAAATTGTAGTGATTTGAAGAATGATACTAGTACCAATAATAGTAGTGGGGGAGTGACGGAAGG
AGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAACTTAAGAGATAAGGTGAAGCAAGAATATGCTCTT
TTTTATAGACTTGATGTAGTACCAATAGATAATACAAGCTATACATTGATAAATTGTAACTCCTCAGTCCTTA
CACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
ACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGG
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTG
AAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAACAAGTATAAGTATAGGACCAGGGAGAACATTTTATGCAACAGGAGACATAATAGGA



GATATAAGACAAGCACATTGTAACATTAGTGGAGAAAAATGGAACAACACTTTAAGACAGCTAGTTATAAAAT
TAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGAAGTATATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTA
CACAAACTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAGGAATTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACAATGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAACTATTACAAAGAGCTTGTAGAGCTATTTTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTATAA 
>KU869596 
GCTGCAAGAGAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACTCCACTCT
GTGTTACTTTAAATTGTAGAAATGAGACTTTGGAGAATGATACTAATACCACTCATAGTGATTGGAATGATAC
TGTTACCAATAAGAGTAGTGGGGGAGTGATAAAGGAAAGAGAAATGAAAAACTGCTCTTTCAATGTTACCACA
AGCATAAGAAATAAGGTGCAGAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTACCAATAGATGACGATA
ATACAAGCTATACGTTGATAAATTGTAACACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCCTTTGAACC
AATTCCCCTACATTATTGTACCCCGGCTGGTTTTGCGAGTCTACAGTGTAATGAGAAGAATTTCAATGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAAT
AGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGTAAAAGTATAAGGATA
GGACCAGGGAGCACATTTTATGCAACAGAAAGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTG
GAGTAAAATGGAAAAACACTTTAAAACAGCTAGTTCTAAAATTAAGAAAACAATTTGGGAATAAAACAATAGC
CTTTAAGCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTG
GAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGAGGAGATCTGGAA
TAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAACTTAATATACAACTTACTTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACAGGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGT
TTGAAATATCACACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AATTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTG
CTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGGG
CTATCCTTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KX960971 
GCTACAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGCAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGCGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGTAGTAATTTGAATACTACTAATACCAATAATAGTACTAGTACCAATAATACTAGTGGGAG
AGTGATGGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAACCATAAGAGATAAGGTGCAGAAA
GAATATGCTCTTTTTTATAAGCTTGATGTAGTATCAATAGATAAGAATGATAATACAAGCTATACATTGATAA
ATTGTAACTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
ACCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGCAGTTCAATGGATCAGGACCATGTAGAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGT
AGAAATGAATTGTATAAGACCCAACAACAATACAAGAAAAAGTATAAGTTTCGCACCAGGGAGTACATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAATAACACTT
TAAAACGGCTAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAATCAATCAGCAGGAGG
GGACCCAGAGATTATAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTA
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCACGATGTTATCTGGAATAACATGACCTGGATGCAGTG
GGACAGAGAAATTAACAATTACACAAACTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAGGAATTATTGGAATTGGATAAATGGTCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCTACAGCTATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KJ140267 



GCTACAGAAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACAGAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGCGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGTAGTAATTTGAGGAATGATACTAATACCACTAGTAGTAGTCAAGAGGAAGTGATGGAGAG
AGAAGGAATGAGAAACTGCTCTTTCAATGTTACCACAAACATAAGAAATAAGGTGAAGGAGGAATATGCTCTT
TTTTATAAACTTGATATAGTACAAATAGATAATGATAATACAAGCTATACATTGATAAACTGTAACTCCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTA
GATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAATTGCAC
AAGACCCAACAACAACACAAGAAAAAGTATACATCTAGGACCAGGGAGTACATTTTTTGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAACAACACTTTAAAACAGCTAGTTA
TAAAATTAAGAAAACAATTTGGGAATAAAACAATAGTCTTTAACCAATCCTCAGGAGGGGACCCAGAGATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGAATCATATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAA
CAATTACACAACCTTAATATACACCTTACTTGAGGAATCGCAGAACCAACAAGAAAAGAATGAACAGGAATTA
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATAT
TCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTGGCTGTTAGTTTGTTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGATATATTACAAAGAGCTTATAGGGCTATTCTCCACATACCTACAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KJ140248 
GCTGATGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGACCC
CAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAATAGTAGTGGGAGAGTGATGGAGAAAGTAGA
AATGAAAAACTGCTCTTTCAATGTTACCACAAACATAAGAGATAAGGTGAAGAAAGAATATGCTCTTTTTTAT
AAACTTGATGTAACACAAATAGATAATACAAGCTATACATTGATAAATTGTAACTCCTCAGTCATTACACAGG
CCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGTG
TAATGATAAGAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTACAATCTACACATGGAATTAGG
CCAGTAGTATCAAGTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATGAGATCTGAAAATT
TCACGAACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGACCCAACAA
TAATACAAGAAAAAGTATAGATATAGGACCAGGGAGAGCAATTTATGCAACAGGAGACATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAATAACACTTTAAGACAGATAGTTATAAAATTAAGAG
AACAATTTGGGAATAAAACAATAGTCTTTAATCATTCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAG
CTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCAGAAATATATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAGG
CTTAATATACACTTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATTGGAATTGGAT
AAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCTCAATGGCTGTGGTATATAAGAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAAAATAATTTTTTATGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTTTGCTGTTAGTTTGCTTCATGCCACAGCTAGAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAATATTACAAAGAGCTTATAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTT
TGCTATAA 
>KJ140252 
GCTGCAGGGGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACCTTGAATTGTAGTAATTTGAATAATAATGCTACTACCAATAGCAGTAGTGAGAAAGTGATGGAGGAAGA
AGAAATGACAAACTGCTCTTTCAATGTTACCACAAACATAAGAAATAAGGTGCAGAAAGAATATGCTCTTTTT
TATAAACTTGATGTAGTACCAATAGATAATACAAGCTATACGTTGATACATTGTAACTCCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACA
GTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAA
ATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATAAGTATAGGACCAGGGAGAACATTTTATGCAACAGGAGAAATAATAGGAGAT



ATAAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGAATAACACTTTAAGACAGCTAGCTATAAAATTAA
GAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAA
CAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGA
GTAATAAATCTCTGAATAATATCTGGGATAATATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACAC
AAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAGGAATTATTGGAATTG
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACATTGGCTGTGGTATATAAGAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGCT
ATAGAAATAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACACGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>AJ417425 
GCTGTAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGAATTGAAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCACGAATGTTACTAAGGTCAATGTTACTACAGTCAATTATACTAGAGAAATGGAGGAAGT
GGAGAACGAAATAAAAAACTGCTCTTTTAATATCACCACAAACATAAGAGATAAGGTGCAGAGAGAATATGCA
CTTTTTTATAGATTAGATGTAGTACCATTAGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAATACCT
CAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTATAAAATGTAATGATAAGACATTCAATGGAAAGGGACAATGTAGAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAGATAGTAA
TTAGATCGGAAAATCTCACAGATAATGCTAAAACTATAATAGTACAGCTGAAAGAACCTGTAAGCATTAATTG
TACAAGGCCCAACAACAATACAAGAAAAAGTATTAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGCAACCTTAATAAAACAGATTGGAATAACACTTTAGGACAGGTAG
TTAAAAAATTAAGAGAACTATTTAAGAATAAAACAATAGTCTTTAATCGATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACCGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTATGACTGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGAAAATTACACAGGCTTAATATACACATTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACTAACTGGCTGTGGTATATAAAAA
TACTCATGATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCAATATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAATAGTACAAAGAACTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCGCAGAACGGGCTTTGGTTTAA 
>KY820529 
GCTGCAGCAGAAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGTCACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAATAACTCCACTCT
GTGTTACTTTAAATTGTAGTGATTATTTGAAGAATGAGACTAATACCAAGAATGAGACTAATACCAATAATAG
TAGTGGGGGAGTGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTTACCACAAACATAGGAAATAAG
GTGCAGAAAGAATATGCTTTTTTTTATAAACTTGATGTAGTACCAATAGATAATACAAGCTATACATTGATAA
ATTGTAACTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCAAGGATAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGT
AGAAATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGTATAAGGATAGGACCAGGGAGTACATTTTAT
GCAACAGGAGGCATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAACAAAATGGGAAAACACTT
TAAGACAGCTAGTTATAAAATTAGGAGAACAATTTAGGAATAAAACAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCA
CTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCATAATGATATCTGGGATAACATGACCTGGATGGA
GTGGGACAGAGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAA
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAT 
>MK577479 



GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GCGCATCAGAGGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCGACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTGACATGTGGAGAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGTAGTAATTTGAAGAATGAGACTAATACCAATAATGGGACTAATACCACTAGTAGTATTGG
GGGGGTGATGGAGGAAGGAGAAATAAAAAACTGCTCTTTCAATGTTACCACAAGCATAAGAAATAAGATGAAG
AAAGAATATGCTCTTTTTTATAAACTTGATGTAGTATCAATAGATAATGATAATACAAGCTATACATTGATAA
ATTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAACTCCCATACATTATTGTAC
CCCAGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTATTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACCAGGGAGCACATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGGAGAATGGAATAACACTT
TAAGACAGCTAGTTATAAAATTAAGAGAACAATTTGGGAGTAGTAAAACAATAAACTTTACTCGATCCTCAGG
AGGGGATCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCA
CTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGAATTATATCTGGGATAACATGACCTGGATGGA
GTGGGACAGAGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAATTTTTTCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTCAATGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAACTAATACAAAGAGCTTATAGAGCTATTCTCCACATACCTA
CAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KU869586 
GCTGCAGCAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTAAATTGTAGTGATTTGAAGAATGATACTAGTACCAATAATAGTAGTGGGGGAGTGACGGAAGG
AGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAACTTAAGAGATAAGGTGAAGCAAGAATATGCTCTT
TTTTATAGACTTGATGTAGTACCAATAGATAATACAAGCTATACATTGATAAATTGTAACTCCTCAGTCCTTA
CACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
ACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGG
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTG
AAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAACAAGTATAAGTATAGGACCAGGGAGAACATTTTATGCAACAGGAGACATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGGAGAAAAATGGAACAACACTTTAAGACAGCTAGTTATAAAAT
TAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGAAGTATATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTA
CACAAACTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAGGAATTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACAATGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAACTATTACAAAGAGCTTGTAGAGCTATTTTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTATAA 
>MN043595 
GCTGCAAGAGAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACTCCACTCT
GTGTTACTTTAAATTGTAGAAATGAGACTTTGGAGAATGATACTAATACCACTCATAGTGATTGGAATGATAC
TGTTACCAATAAGAGTAGTGGGGGAGTGATAAAGGAAAGAGAAATGAAAAACTGCTCTTTCAATGTTACCACA
AGCATAAGAAATAAGGTGCAGAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTACCAATAGATGACGATA
ATACAAGCTATACGTTGATAAATTGTAACACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCCTTTGAACC
AATTCCCCTACATTATTGTACCCCGGCTGGTTTTGCGAGTCTACAGTGTAATGAGAAGAATTTCAATGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAAT
AGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGTAAAAGTATAAGGATA



GGACCAGGGAGCACATTTTATGCAACAGAAAGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTG
GAGTAAAATGGAAAAACACTTTAAAACAGCTAGTTCTAAAATTAAGAAAACAATTTGGGAATAAAACAATAGC
CTTTAAGCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTG
GAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGAGGAGATCTGGAA
TAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAACTTAATATACAACTTACTTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACAGGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGT
TTGAAATATCACACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AATTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTG
CTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGGG
CTATCCTTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KX960978 
GCTGCAGCAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAGCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAATATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTGAATTGTAGTAATGTGAAGAATGGTACTAATACCAATGGTACTAGTACCAATAGTAGTAGTGG
GACAGGGATAGAGGAAGGAGACATGAAAAACTGCTCTTTCAATGTTACCACAACCATAAGAAATAAGGTGCAG
AAAGAATATGCTCTTTTTTATAAACTTGATGTAGAACAAATAGATAATACAAGCTATACATTGATAAATTGTA
ACTCCTCAGCCACAACACAGGCCTGTCCAAAGGTATCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTC
TACAATGTAATGATAAGAAGTTCAATGGAACGGGACCATGTTCAAATGTCAGCACAGTACAATGTACACATGG
AATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAAGTAGTAATTAGATCT
GAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGAC
CCAACAACAATACAAGAAAAAGTATACATTTAGGACCAGGGAGAACATTTTATGCAACAGGAGACATAATAGG
AGATATAAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGGAAAACACTTTAAGACAGCTAGTTATAAAA
TTAAGAGAACAATTTGGGAATAACAAAACAATAGTCTTTAATCAATCCGCAGGAGGGGACCCAGAGATTGTAA
TGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAA
GGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACT
AGTTGGAGTAATAAATCTCAGGAGGATATCTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACA
ATTACACAAGTTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATT
GAAATTGGATGAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACGATGGCTGTGGTATATAAAAATATTC
ATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTGTGTGCTTTCTATAGTGAATAGAGTTAGGC
AGGGATACTCACCATTGTCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCAGTAGCTGAGGGGACAGA
TAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTG
GAAAGGGCTTTGCTATAA 
>AJ417415 
GCTGCAGAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACCGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTAGTAATTTGAGGAATAATACTAATACCAACAGTAGTACTATTACCAATAGTAGTAGTGA
GGGAATGATGGAGAAAGGAGACATGAGAAACTGCTCTTTCAATGTTACCACAACCATAAAAAATAAGGTGAAG
AAAGAACATGCTCTGTTTTATAAACTTGATATAACACCAATAGATAATGATACTACAAGCTATACGTTGATAA
ATTGTAACTCCTCAGTCGTTACACAGGCCTGTCCAAAGATATCCTTCGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAACACATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGAGGACATTTTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGGAAAATACTT
TAAGACAGCTAGCTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGCCTTTAAGCAAGCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTACTTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTA
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGATATCTGGAATAACATGACCTGGATGGAGTG
GGACAGAGAAGTTAACAATTACACAAACTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAACA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATAGAGCTATCCTCCACATACCTGTAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AJ417431 



GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTACATAATGTTTGGGCCACACATGCCAGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAACAATATGGTAGAT
CAGATGCATGAGGATATAATTAGTCTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAATGTGTGCCAACGTGAATGTCACTAATAAAGCCAACATGACTGGCCCTAATAATACTAGTTGGGA
AAAGATGGAAGGAGAGATAAAAAACTGTTCTTTCAATATCACCACAAATATAAAAGATAAGAGAGAGAAAAAA
TATGCACTTTTTTATGCACTTGATCTAGTATCAATGAAGGATAATGCAGATATTAGTAAAACTAATAATAGCT
ATAGATTGATACATTGTAATACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGAAGTTCAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTCACGGACAATGCTAAAAACATAATAGTACAGCT
GAATAAATCTATAGAAATTAATTGTACAAGACCCAACAATAATACAAGACAAAGTATATCTATAGGACCAGGG
AGAGCACTTTATACCACAGGACAAATAATAGGAGATATAAGACAAGCATATTGCAACCTTAGTAAAGTAAGCT
GGAATAACACTTTAAAACAGATAGCTGCCAAATTAAGAGAACACTTTAATAAAACAATAATCTTTAAGTCCTC
CTCAGGAGGGGACCCAGAAATTGTAACTCACAGTTTTAATTGTGGGAGGGAATTTAAACAGCTCCAGGCGAGA
ATCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAACGTTAGTTGGAGTAATAAATCTCATACAGAAATTTGGGATAACATGACCTG
GATGGAGTGGGAAAAAGAAATTGACAATTACACAAGCATAATATACACCTTACTTGAGACATCGCAGAACCAG
CAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATATCAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGCAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATACCACA
GCAATAGTAGTAGGTGAAGGGACAGATAGGATTATAGAAGTAGTACAAAGATTTCTTAGAGCTGTTCTTCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AJ417410 
GTTGTAGGAGAAGGATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTGAAAATAACTCCACTCTGTG
TTACTATGAATTGTAGTAATTTGGATGATACTAAAACCAATAATACTAATACCACCAATAGTACTAAAGCCAA
TAATACTAGTGGGGAAGGGATGGAGGAAGGAAAAATGAAAGACTTAATGAAAAACTGCTCTTTCAATGTTACC
ACAAGCATAAGAGATAAGATGCAGAGAGAATATGCTCTTTTTTATAAACTTGATATAGTACCAATAGATAAGG
ATAATACAAGCTATACGTTGATACATTGTAACTCCTCAGTCATTACACAGGCCTGTCCAAAGGCATCCTTTGA
ACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGCAGTGTAATGATAAGAAGTTCAATGGG
ACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCAT
AATAGTACAGCTGAACGCATCTGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATAAGT
ATAGGACCAGGGAGAGCATTTTATGCAACAGGAAGCATAATAGGAAATATAAGACAAGCACATTGTAACATTA
GTAAGGAAAAATGGGAAAACACTTTAAGACAGATAGCTATAAAATTAGGAGAACAATTTAGGGATAAAGCAAT
AGCCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTATTTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCT
CTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATACTATCTG
GGAGAACATGACCTGGATGCAGTGGGACAGAGAAATTAACAATTACACAAACTTAATATACACCTTACTTGAA
GAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGACAAATGGACAAGTTTGTGGAGTT
GGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAG
AATAATTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGC
TTGCTTAATGCCACAGCTATAGCAGCAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTATA
GAGCTATTCTCCACATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AJ417413 
GCTGCAACAGGAGGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGTCACCACCCTAT
TCTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAGGAAGTAAGATTGGTAAACGTGACAGAAGATTTTAACATGTGGAAAAATAGCATGGTA
GAACAGATGCATGCAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTGAATTGTAGTAATGTGAAGAAGAATGAGACTAGTGCCAATAATAGTAGTAATACCAATAATAG
TAGTGGGGAAATGATGGACAAAGGAGGAATGAAAAACTGCTCTTTCAATGTTACCACAAACATAGGAAATAAG
ATGAAGAAAGAATATGCTCTTTTTTATGAACTTGATGTAGTACAAGTAGATAATACAAGCTATACATTGAAAA
ATTGTAACTCCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAGTGTAATGATGGAAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
GAGAGGTAGTAATTAGATCTGAAAATTTCACGAATAATGCTAAAACCATAATAGTACAACTGAACGCATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGTACAATTTAT



GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGGAAAATACTT
TAAGACAGCTAGCTATAAAATTAAGAGAAAAATTTGAGAATAAAACAATAGCCTTTAAGCAATCCTCAGGAGG
GGACCCAGAGATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGAGGAGATCTGGGATAACATGACATGGATGCAGTG
GGACAGAGAAATTAACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTAGAGCA
GTAGCTGAGGGGACAGATAAGGTTATAGAAATATTACAAAGAGCTTGTAGAGCTATCCTCCACATACCTAGAA
GAATAAGACAGGGCTTCGAAAGGGCTTTAGTATAA 
>AJ417419 
GCTGCAGCAGAAAGAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACCCTGT
TTTGTGCATCAGATGCTAAAGCACAAAACAGAGAGGTACATAATATCTGGGCCACACATGCCTGTGTACCCAT
AGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTGAATTGTAGTGATGTGAAGAATGGTACTAGTACCAATAGTAGTAGTATTAGTACCAATAGTAG
TAGTGAGACAGTGATGGGGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAACATAGGAAATAAG
GTGAAGAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTAAAAATAGAAAATTCAAGCTATACATTGATAA
GTTGTAACTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGATATAGTAATTAGACCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACGCATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGGATAGGACCAGGGAGCGCATTTTAT
GCAAATGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGGAAAACACTT
TAAGACAGCTAGCTATAAAATTAAGAGAACAATTTGTGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGG
GGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTA
ATGTACCTTAGAATACTAGTTGGAGTAACAAATCTCAGGATGATATCTGGAATAACATGACCTGGATGCAGTG
GGACAGAGAAATTGACAATTACACAAACTTAATATACACCTTACTTGAAGAATCGCAAATCCAACAAGAAAAG
AATGAACAGGAACTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCTATAGCA
GTAGGTGAGGGGACAGATAGGGTTATAGAACTATTACAAAGAGCTTATAGAGCTATTATCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF224507 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTCT
GTGCATCAGACGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTATTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAAGTGCACTGATTTGAATGATACTAATACCAATAATAGTAGTACTTCGGAAAATAATACTAATCC
CACTATTAGTGGTGGGGAAGGGATGGGGGAAGGAGAGATGAAAAACTGCTCTTTCAATGTTACCACAAACATA
AGAGATAAGGTGCAGAAAGAATATGCTCTTTTCTATAAACTTGATATAATACCAATAGATAATACAAGCTATG
CATTGAGACATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTTCA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAA
TGCATCTGTAGAAATTAATTGTACAAGACTCAACAACAATACAAGGAAAAGTATAAGGATAGGACCAGGAAGC
ACATTTTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGA
ATGACACTTTAAAACAGCTAGTTATAAAATTAGGAGAGCAATTTGGGAATAGTAACATAATAGTCTTTAAACA
ATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTATTTGTGGAGGGGAGTTTAAGCAGCTACAGGCA
AGAGTCCTGGCTGTGGAAAGGTACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCA
TCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTGAGAATGAGATCTGGGATAACATGAC
CTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAACTTAATATACGACCTACTTGAAAAATCGCAGAAC
CAACAAGAAAAAAATGAACAGGAACTATTGGAATTGGATAAATGGGCAAGTTTGTGAAATTGGTTTAACATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTCTT
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCC
ACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCTATTCTCA
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AB097870 



GCTACAACTAAAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAATCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGATACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAGGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAATATG
GTAGATCAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAACTAACCCCAC
TCTGTGTCACTTTAAATTGCATTGATTATGTGAAAAATGCTACTAATACTAATAGTACTGCTACTAATACCAC
TAGTACAACCAATAGTACAATAGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAA
AAGGTGAAAGACCATGCACTTTTTTATAAACTTGATATAGTAAAAATGAAAGATGATAGTGCCAATAATAACA
GCTATAGGTTGATAAATTGTAACTCCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCA
TGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAACAGAAGAAGGGATAGTAATTAGATCTAGCAATTTCACAGACAATGCTAAAGTCATTATAGTACA
GCTGAATGAATCTGTACGAATTGATTGTATAAGACCTAACAACAATACAAGAAAAAGTATAAATCTAGGACCA
GGGCAAGCATGGTATACAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTACTAGCAAAA
ATTGGAATAACACTTTAATACAGGTAACTGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAGACTTTAA
ACAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGAGTAATAAATCTCTGGATGACATTTGGAATAACAT
GACTTGGATGGAGTGGGAAAGAGAAATTCACAATTACACAGCAGAAATATACACCTTAATTGAACAATCGCAG
AACCAGCAAGAAAAGAATGAACTAGAATTATTAAAATTGGATACGTGGGCAAGTTTGTGGAGTTGGTTTGACA
TATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTT
TGCTGTACTTTCTATAGTAAATAGAGTTAGCCAGGGGTACTCACCATTGTCGGTTGCTGTTAGCTTGCTCAAT
ACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTATAGAGCCATTC
TCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY423386 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAACTAGTATTAGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATATTACTAGTTCCAATAATATTACTGGTTCCAATAATAATAGTAATTTGGAACA
GATGACAAGAGAAATAAGTAACTGCTCTTTCAATATCACCACAACCATAAAAAATAAGAGACAGAGAGAATTT
GCACTGTTGAGTAAACTTGATATAGTACCAATAGATAATGATAGTTATAGTTATATGTTGATAAATTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTCAACCAATTCCCATACATTATTGTACCCCGGCTGG
TTTTGCGATTCTAAAATGTAATGATAAGAAGTTTAATGGAACGGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGACCAGTGGTGTCAACCCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGGTCTAAAAATTTCACAGACAATACTAAAACCATAATAGTACAGCTGAAGGAATCTGTAGAAATTAA
TTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACCTTAAACCAGA
TAGTTGGAAAATTAAGAGAATTATATAAGAATAAAACAATAGTCTTTAATTCATCCTCAGGAGGGGATCCAGA
AATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATGCAGTGGGAGAGAGA
AATTGACAATTACACAAATTTAATATACACTCTAATTGAAGACTCGCAGAAACAACAAGAAAAGAATGAACAA
GAATTATTGGCATTGGATACATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAGTAGGGTTAAGAATAGTTTTTATTGTACTTTCTATAGTGAATAG
AGTTAGGAAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCCGAG
GGGACAGATAGGGTTATAGAAACAATACAAAGAGCTTTTAGAGCCATTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGCTTTTACTATAA 
>HQ386146 
GCTGAAGATCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCCCTCTATTTT
GTGCATCAGATGCTAAGGCATATAATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTATGGATAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATGTGATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTGTTG
CTTTAAATTGTACTGATACTAACATCACTAGTACTACTCCCACTAGTACTACTGGTACTACCAATACTACTGG
TACTACCAGTAGTACTACCGTGAGACCAACAGAGGGAGGAGACATGAAAAACTGCTCTTTCAATATTAGCACA
AGCATGAAAAGTAGGGCGCAGAAAGAATATGCACTTTTTTATAAGCTTGATTTAGTACCAATAAATGATACCA
CTTATAGGTTGATAAGTTGTAATACCTCAAAAATTACACAGGCCCGTCCAAAGATATCCTTTGAGCCAATTCC
TATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAGAGATAAGGAGTTTAATGGAACAGGACCA
TGTAATAATGTCAGCTCAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATG
GCAGTCTAGCAGAAAAAGACATAGTAATCAGATCTGAAAATTTCACAGACAATATTAAAAACATAATAGTACA
GCTGAAAGAACCTGTAATAATTAATTGTACAAGACCCAGCAACAATACAAGCAAAGGTATACACATGGGACCA



GGGAGAGCATTTTATGCAACAGGACAAATAACAGGAGATATAAGAAAAGCATATTGTAACATTAGTGAAGGAA
AATGGAATAACACTTTAAAAGATATAGCTAGAAAATTAAGAGAACAATATGGGAATGACACAAAAATAAATTT
TAAACCATCCTCCGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACACATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGCAATATATTTGGCAAAA
CATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACACTTTAATTGAGGAATCG
CAAATCCAACAAGAAAAGAATGAAAAAGAATTATCGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCA
GCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGACAGTAGCAGGCCTGGTAGGTTTAAAAATAGT
TTTTTCTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGCTTATTC
AACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAGATATTACAAAGAACTTTTAGAGCTA
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>HQ386218 
GCTACAGAAGACACGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAGCATTGAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTGGAACAG
ATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CCTTAAATTGCACTGATCTGAAGAATAATACTAAGAAGAATAATACTACTAAGAATGATACTAATACCATTGC
TAATAGCTGGGAAAAAATGGAAAGGGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAAAGAT
AAAATGAAAAGGGAATATGCACTTTTGTATAAACTTGATTTAGTACCAATAAAAGATAATAATAATAGCCTTG
ATAATACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAGGTAACCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAAAAGTTTAATGGG
ACAGGACCATGTAAAGATGTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGCAGTATCAACTCAACTAC
TGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCACAGACAATCTTAAAAACAT
AATAGTACAGCTGAACATATCGGTGGCAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGGGTAACT
CTAGGACCAGGGAGAGTATGGTATACAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTA
GTAGAGCAGCATGGAATAACACTCTAAAACAGATAGTTATAAAATTAAGAGAACAATTTGGGAATAATAAAAC
AATAAAATTTCAGCCATCCTCAGGAGGGGACCTAGAAATTGTAACACATAGTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGAT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCGAGTTGGAGTAATAAATCTCTAAATGAAAT
TTGGGAAAATATGACCTGGATGCAGTGGGATAAAGAGATTAACAATTACACAGACATAATATACAACTTAATT
GAAAAGGCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGTGGA
ATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTT
AAGAATAGTTTTTAGTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATT
AGCTTGCTCAATACCATAGCCATAGCAGTAGGTGAGGGGACAGATAGAGTTATAGAAATAATACAAAGAGCTT
GTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>U34603 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCGATGATGTGAATACCACTAATAGTACTACTACCACTAGTAATGGTTGGACAGGAGAAAT
AAGGAAAGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAAGCATAAGAGATAAGGTTCAAAAAGAATAT
GCACTTTTTTATAACCTTGATGTAGTACCAATAGATGATGGTAATGCTACTACCAAAAATAAAACTACTAGAA
ACTTTAGGTTGATACATTGTAACTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCATTTGAACCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTACGATTCTGAAGTGTAACAATAAGACGTTTGATGGAAAAGGACTA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCACGGACAATACTAAAACCATAATAGTACA
GCTGAATGAATCTGTAGCAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCA
GGGAGAGCCTTTTATGCAGCAAGAAAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAC
AATGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGAGAACACTTTGGGAATAAAACAATAAAATTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTGTAAGGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGGATAACAT
GACCTGGATGCAGTGGGAAAGAGAAATTGACAGTTACACAAACACAATATACGACTTAATTGCAGAATCACAG
AACCAGCAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCA
TAACAAACTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTT
TGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAAC
GCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCTATCC
TCCACATACCTACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY970946 



GCTACAGAGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATGATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTAATTTAAGGAATGCTACTAATACCACTGCTACTAATACCACTAGTAGTGGATGGGG
AGAAGAAATGACAAACTGCTCTTTCAATATCACCACAAGCATAAGAAATAAGGTTCAGCAAGAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGATAAGAATACTGCTAAATATAGGTTGATAAATTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAGGAGGGGTAGTAATTA
GATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTATAGAAATTAATTGTAC
AAGACCCAACAACAATACCAGAAAAAGTATACATATAGGACCGGGGAGAGCATTCTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGGAAAATGGAATAACACTTTAAAACAGATAGTTA
CAAAATTAAAAGAACAATATGGGAATAAAACAATAGTATTTAAGTCATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCCCTGAATAAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
AAATTACCCAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCT
TTGAAAGGGCTTTGCTATAA 
>GU455480 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGGAATGTGACAGAAAATTTTAACATGTGGAACAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTACACTGATTATTGGAAGAATAATGATACTAATACCACTAGTAGTAATGCTACTAGTACCAC
TAGTAGTAACGGAAACACAGAGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAACCATAAGA
GATAAGGTGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTTGTACCAATAGATAATGATAATACCAGCT
ATAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGA
ACAGGATCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAATAATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCAT
AATAGTACAGCTGAATGAAACTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACAT
ATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTA
GTATAACAAAATGGAATAACACTTTACAACAGATAGTTGAAAAATTAAGAGAACAATTTAAGAACAAAACAAT
AGAATTTAAGCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTG
GGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAAAATTACACAGGCAAAATATACAACTTACTTGAA
AAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGAAAGTTTGTGGAGTT
GGTTTAGCATAGTAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGC
TTGCTCAATTCCATAGCCATAGCAGCAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAATTTATA
GAGCTTTTATCCACATACCTACAAGAATAAGACAGGGCTTGGAACTAGCTTTGCTGTAA 
>GU455465 
GCTGAAGAAGAAGGAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTAT
TTTGTGCCTCAGATGCTAAAGCATCTGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTCTAAATTGCACTAATTTGAAGATGAATGCTAATAATACCAATAATTCTAGTATGAAGGCTACTGA
TACCAATAATACTAATGCCAATATTACAGAGTGGAAAAAGATGGAGGAAGGAGAAATAAAAAACTGCTCTTTT
AATGTCACCACAAGCATAGGAAATAAGATGCAGAAAAACTATGCACTTTTTTATAGACTTGATGTAGTACCAA
TGGAGGAGGATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGT
ATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGAT
TTCAATGGAACAGGACCATGTACAAATGTTAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAA
CTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGATGTAGTAATTAGATCTGAAAATTTCACGGACAATGC
TAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGCACAAAACCCAACAACAATCAAAGAAGA



AGGATACGCTTAGGACCGGGACCGGGGAGTGTATTTTATGCAACAGGAGAAATAATAGGACATATAAGACAAG
CACAATGTACCCTTAGTGGAGTAAAATGGAATAACACTTTAAGACAGGTAGTTGAAAAATTAAGGGAACAATT
TGGGAATAAAACAATAGCCTTCAATCAATCCTCAGGAGGGGACCCAGAAATTGTACTGCACAGTTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAG
GGATTTGGGGTTGCTCTGGAAAAATCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATC
TCTAAAGTACATTTGGGAAAACATGACCTGGATAGAGTGGGAAAGAGAAATTGACAATTACACAAGCCTAATA
TACACCTTAATTGAAGAATCGCAGATCCAACAGGAAAAAAATGAACAAGAGTTATTGGAATTGGATAAGTGGG
CAAGTTTGTGGAATTGGTTTACCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
TTTAGTAGGCTTCAGAATAGTTTTTGCTGTGCTTTCTATAGCGAATAGAGTTAGGCAGGGATACTCACCAATA
TCATTTGCCATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAG
TACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTA 
>EU744159 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTTAGGAAATAATACTAATACCACTAATACTGCTAATAGTAGCGGGAAAAT
AACGGAAGAAGGAGAGATAAAAAACTGCTCTTTCAATATCACCACACCAATAAGAGATAGGTTGAAGAAAGAA
CATGCACTTTTTTATAAACTTGATGTAGTGCCAATAGATAAGGATAATACTAGCTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCGATGGAAAAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGG
TAGTAATTAGATCTGAAAATTTCACGAACAATGCAAAAACCATAATAGTACAGCTGAACGAATCTGTAGAAAT
TAACTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAAAATGGGAGAACACTTTAGAAC
AGATAGTTAGAAAATTAAGAGAACAATTTAAAAATAAAACAATAGTCTTTGATCAATCCTCAGGAGGGGACCC
AGAAATTGTAACACACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAA
AGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGAAATTTGGAATAACATGACCTGGATGCAGTGGGAGAA
AGAAATAGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTATTTACTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCTATTATCCACATACCTACAAGAATAA
GACAGGGCCTCGAAAGGGCTTTACAATAA 
>GU455505 
GCTACCGAGGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAATCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGCCTGTAAATTGCACTGAGGAGAATTGCACTGATTGGAAGAATACGAATAG
CCCTGGTGGGGGGAATGTGAGTAGAGAGGAATTGATGGAGAAAGGAGAAATAAAAAACTGTTCTTTCAATATC
ACCACAAACATAAGAGATAAGATGCAGACAGCATATGCAGCTTTTTATAAACTTGATATAGTACCAATAGAGG
ATAATAAGGATAATAATGATAGTACCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCC
AAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAT
AAGCAGTTCAGTGGGAAAGACATATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAG
TATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCACGGA
CAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGAAATTACTTGTATAAGACCCAACAACAATACA
AGAAAAAGTATACATATAGGACCAGGGAGAGCACTTTATACAACAGAAATAATAGGAGATATAAGAAAAGCAT
ATTGTACCATTAATGGAACAAAATGGAATAACACTTTACAAAAGATAGTTGAAAAATTAGAAAAGAAATTAGT
TGAAGAATTAGGAAAAAATTTTAAGAATAGAACAAATAACACAATAGCCTTTAGGCCATCCTCAGGAGGGGAC
CCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGG
AAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGT
GCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATCAGATTTGGGATAACATGACCTGGATGCAGTGGGAG
AAAGAAATTGAAAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATG
AACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTA
TATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAG
CTGAGGGGACAGATAGGATCATAGAAGTATTACAAAGAGCTGGTAGAGCTATCCTCCACATACCTGTAAGAAT
AAGACAGGGCTTAGAAAGGGCTTTGCTATAA 



>GU455448 
GCAGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATAGCACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGAATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTATTGGGGGAATACTACTAATTTGGGGAATACTACTAATGGGAAGAATAATAC
TGATATTAATATCACGAGTGCTACTAATACCATAGAAATAAAAAAATGCTCTTTCAATATCACCACAAGCCTA
AGAGATAAGGTGCGGAAAGACTATGCACTTTTCTATAAACTTGATCTAGTACAACTAAGGGAGGGTGATAATA
CCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGGTTTGCAATTCTAAAGTGTAAAGATAAGAAGTTCAATGGGACAGGA
CCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTATCAGAAGAAGGGGTAATAATTAGATCTGCCAATTTCTCGGACAATGCTAAAACCATAATAGT
ACAGCTAAATGAATCTGTAATAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGA
CCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTGGAA
TACAATGGAATAATACTTTAAAACAGATAGCTATAAAATTAAGAGAACAATGGGGGAATAATAAAACAATAGT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATGTGGGGTTGCTCTG
GAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTATGAATGAGATTTGGGA
TAAAATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACTCTTTAATTGAAGAT
TCACAGATCCAACAAGAAAAGAATGAGCAAGAATTATTGGCATTAGATAAATGGGAAAGTTTGTGGACTTGGT
TTAACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTG
TTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTCTAGAAGTATTACAAAGAATTTTTAGAG
CTATACTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ178989 
ACTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCATTATGTG
TTACTTTAAATTGCATTAATTTGAATACTACTAATACCAATGCTACTACCAATGCTACTAATACCCATAGTAA
TAGTAGTTGGGACAGGATGGAGGTAGGAAAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAGGAAAC
AAGATGCAGAAAGAATATGCCCTTTTTTATAAACTTGATGTAATGCCAATATCTGGTGATAATACAAGCTATA
CATTGATAAATTGTAAAACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCC
TATCAGAAGGGGAGGTAATAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAA
TCAATCTATAACAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACCTATAGGACCAGGGAGA
GCCTTTTATGCAACAGGAGACATAATAGGAGATATAAGAAAGGCACATTGTAACATTAGCAGAACAGATTGGA
ATAACACTTTAAAACAGGTAGTTACAAAATTAAGAGAACAATTTAAGAATAAAACAATAATCTTTAAGCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAATTTTATTTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGCAATTTGGGATAACATGACCTG
GATGGAGTGGAAGAGAGAAATTGACAATTACACAAACTTAATATACACCTTACTTAAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGACAAATTTGTGGAGTTGGTTTAGCATAACAA
ATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGCAGGCATGGTAGGTTTAAGAATAGTTTTTGCTGT
AATTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTATTAGTTTGCTTAATGCCACA
GCTGTAGCAGTAGCTGAGGGAACAGATAGAGTTATAGAAGTAGTACAAAGAACTTGTGAAGCTATTCTCCACA
TACCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTATAA 
>EU744007 
GCTGCAGATAATTTATGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGATGCAAACGCCTCTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCCGAGGAATGATACTAGTAATTTGGGGAATGCTACTAATAGTAATACTACTAA
TGATAATGGTACTGCTAGTAATAGTAGCATAGGAAGAATGAGGGAAGAAATGAAAAACTGCTCTTTCAATATC
ACCACTAGCATAAGAGATAAGGTGCAAAAAGAATATGCACTTTTGTATAAACTTGATATAGTACCAATAGATA
CTGATAATCATAATAGTACTAAGGATACTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACA
GGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAG
TGTAATAATAGGACATTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGCACACATGGAATTA
GGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAGAGATAGTAATTAGATCTGACAA



TTTCACAGACAATGCTAAAACCATAATAGTACAGCTAAACGAAACTGTAAAAATTATTTGTACAAGACCCAAC
AACAATACAAGAAAAAGTATATCTATAGGACCAGGAAGAGCATTTTATGCAACAGGAGACATAGTAGGAGATA
TAAGAAAAGCACATTGTAACATTAGTAAAGCAAACTGGGGGATCACTTTACGACGGGTAGCTGAAAAATTGAG
AGAACACTTTAAAAATAAAGCAATAGCCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTACAATGCACAGT
TTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAC
AGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAG
TAATAAATCTATGGAGGATATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAGGAAATTGACAATTATACA
AAAGACATATACACCTTAATTGAAAAAGCGCAAACCCAGCAAGAAATGAATGAACAAGAATTATTGGAATTGG
ATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAGGCTATTCATAATGAT
AGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTAATATAGTGAATAGAGTTAGGCAGGGATAT
TCACCATTATCGTTTGCTGTTAGCTTGTTCGACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTA
TAGAAGTAGCACAAAGAGCTTTTAGAGCTATTCTCAACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGC
TTTGCTATAA 
>GU455525 
GCTACAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTAAATTGCACTGATGAGTTGGAGAATGTGACTGATACTAATAACAATAGTAGTAGCGAGGGAATGAGGGA
GGAGAAAGGAGAAATAAAAAACTGTTCTTTCAATATCACCACAGACCTAAGAGATAAGGTGCAGAAAACATAT
GCAACGTTTTATAAGCTTGATATAGTACCAATAGATAATGGTAATGAGACCAAGAATGGTAATGAGACCAAGA
ATACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAGATATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAACA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGT
TAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATCTCACGAACAATGCTAAAACCATAAT
AGTACAGCTAAAGGAACCTGTAAAAATTGAGTGTATAAGACCCAACAACAATACAAGAAAAGGTATACATATA
GGACCAGGGAGAGCATTTTACACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTG
GAGCAGCATGGAATAATACTTTACACAAAATAGCTAAAAAATTAAAAGAAAAATTTGAAAATAGAGCAATAGT
CTTTGAGCAATCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCGGGCAAGGATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACCGCTGTGCCTTGGAATACTAGTTGGAGCAATAAATCTTTGAATGAGATTTGGGA
TAACATGACCTGGATGGATTGGGAAAGGGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAA
TCACAGATCCAACAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGT
TTACCATAACAAACTGGCTGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTGTTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTG
CTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAG
CTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCAATAA 
>EU744052 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAGGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACGAGAAATACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGATGTGAGGAATGTTAATACTACTACTAATAGTAGCGGGAAATTGATGGAGAG
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGATAATGATCCAATAGATAATGAGAATAATAATGGAAGTAGTACTA
ATAACACTTATACCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATC
CTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTC
AATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTC
AACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCACGAACAATGCTAA
AACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAGGGGT
ATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATTAGACAAGCACACTGTA
ACATTAGTGGAACAAAATGGAATAACACTTTAAGACAAATAGTTATAAAATTAAGAGAACAATTTGTGAATAA
AACAATAGTCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGCAATAAATCTCTAGATCA
GATTTGGGAAAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTATACAAACATAATTTACAACTTA
ATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTAGCATATCAAGCTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTGCTGTAATTTCTGTAGTAAAAAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCT



GTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAA
TTTTTAGAGCTATCCTCCATATACCTACCAGAGTAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>U15030 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATGTGAATGTTACTGATACCAATAGTACTACTAATGCCACTATTGGTAGCTGGGA
AAAGATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGGGCAGAAA
GAATATGCACTTTTTTATAGACATGATGTAGTACCCATAAATACGACTAAATATAGATTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTCGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAACGTATCTGTAGACATTAA
TTGTACAAGACCCAACAACAATATAAGAAAAAGGATACATATAGGACCAGGGAGAGCATTTTATACAACAGGA
CAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAACAAGATGGAATAATACTTTAAACCAGA
TAGCTAAAAAATTGAGAGAAAAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGATATGATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGA
AATTGACAATTACACAGGCTTAATATACAACTTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAA
GAATTATTGGAATTGGACAAATGGGCAAATTTGTGGAGTTGGTTTAGCATAACAAACTGGCTGTGGTATATAA
GATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTGCGATAGTGAAGAG
AGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCGTAGCAGTAGCTGAG
GGGACAGATAGGGTTGTAGAAGTCTTACAAAGAGCTGGTAGAGCTGTTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>L08655 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTTGAAGAATGCTACTAATACCACTAGTAGTAATACCAATAGTAGTAGTTGGGG
AATGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGCCATAAGAGATAAGGTGCGGAGA
GAACATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAGTAAAAATATTACCAGCTTTAGGT
TGATACATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTA
TTGTGCCCCGGCTGGTTTTGCAATGCTAAAGTGTAACAATAAGACGTTCAGTGGAAAAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGATGTAGTAATTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACAACTGAACGA
ATCTGTGGTAATTAATTGTACAAGACCTAACAACAACACAAGAAAAGGTATACATATAGGACCAGGGAGAGCA
GTTTATACAACAGGAAGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGGAAA
ACACTTTAAAACAGATAGTTACAAAATTAAGAGAACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATACGATTTGGAATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATAGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGGATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGTTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTCAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACTGATAGGGTAATAGAAGTAGTACAAAGAATTTGTAGAGCTATTCGCCACATAC
CTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JF320008 
GCTACAAAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTGCCCACAGA
TCCCGACCCACAAGAAATATTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTAATGCTAATGTTACTAGTGTTAATGGTACGAGCGCTACTAGTAGCGAGGAATTGAG
GAATTGCTCTTTCAATGTTACCACAGACAGAAGAGATAAGATGAAGACAGAATATGCACTTCTCTATAGGCTT
GATATAGTACAAATAGATAATAGTAGTAGTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTC
CAAAGATATCCTTTGAGCCAATCCCCATACATTACTGTACCCCGGCTGGCTTTGCGCTTCTAAAGTGTAATGA
TAAGAAATTTGAGGGAAAGGGACAATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTA



GTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCCAGCAATTTCTCGG
ACAATGCTCAAACCATAATAGTACATCTGAATGAATCTGTACAAATTAATTGTACAAGACCCAACAATAATAC
AAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTCTATGCAACAGAAGCCATAGTAGGAAATATAAGACAA
GCACATTGTAACCTCAGTAGAGAATCATGGAAAGACACTTTAGAAAGGGTAGCTAAAAAATTAAGAGAAAAAT
TTAAGAATAAAACAATAGCCTTCAATCACTCCTCGGGAGGAGACCTAGAAATTGTAACGCATAGTTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAACAAAA
CTATGGAGCAAATTTGGGATAACATGACCTGGATGGAATGGGATAAAGAGATTAACAAATACACAGGAGTAAT
ATACACCCTAATTGAAAACTCGCAAACCCAACAAGAAAAGAATGAACAAGAATTATTAGCATTGGATAAGTGG
GCAAGTTTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAACATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATATTCACCATT
ATCATTTGCTGTCAGCTTGCTCAATGTCACAGCTATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGTA
GCACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATTAGACAGGGCTTGGAAAGGTTTTTGCAAT
AA 
>JF320215 
GCTACAGAGCAATCGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAAATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGATTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAGTTGCAAGGATCTCAATGGTACTAAGACCAATAATAGTAGTGTTAGTAACAGTAGCATAGGGGA
AGAAATGAAAACAGAGATAAAAAACTGCACTTTCAATGTCACTGGAGGCATAAGAGATAAGGTACAGAAAGCC
TCTGCATTGTTTAATTTACTTGATATAGTACCAATAGATGGAAGTAATGATAGCTATAGGATAACAAGTTGTA
ACACCTCCACCATTACACAGGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTACAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGG
TGATAATTAGATCTCAGAATATCTCAGACAATACTAAAACCATAATAGTACAGCTGAATGAATCTATAGTAAT
TAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGATATAATAGGAGATATACGCCAAGCACATTGTAACATTAGTAGAACAAAATGGAATAATACTTTAGAAC
AGATAGTTAAGAAATTAAGGGAAAATTTTGGGAATAGAACAATAGTCTTTAATACTTCCTCAGGAGGAGATCC
AGAAATTGTAATGCACAGCTTTAATTGTGCAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAA
AGCTACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAATAATAGCTGGAGTAATAAACCTCTGAAAGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAA
AGAAATTAGCAATTACACAAACACAATATACACCTTAATTGGAGAAGCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGGTGGCTGTGGTATA
TAAAAATATTTATAATAATAGTAGGAGGCTTGATGGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGCTTGCTCAGCGCCACAGCCATAACAGTAGCT
GAGGGAACAGATAGGATTATAGAAGCACTTCAAAGAACTGGTAGAGCTATTATCAACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGTCTTTGCTATAA 
>JF320208 
GCTCAGGAGCAACTGTGGGTCACAGTGTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAACATTACCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAAACTTAATGGTACTAATAACCTGACTAATACTAATAACACTAGTAATATCGGGGG
GGAAGAGATGAAAAACTGCTCTTTCAATATCACCACAAACGTGAGAGATAAAATGAAAAAAGAATATGCAACA
TTTTATAGCCTTGATATAGTACGAATAGAGGGGAATGATAATACTAGTTATAGGTTAGTAAGTTGTAACACCT
CAGTCCTCACACAGGCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAAGGACAAGAAGTTCAATGGAACAGGAGCATGTAAGAATGTCAGCACAGTACAGTGT
ACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TCAGATCTGAAAATATCACTGACAATACTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAAAGATTAATTG
TACAAGACCCAACAACAATACAAGGAAAAGTATACATATAGCACCAGGGGGAGCATTTTATGCAACTGGGGAT
ATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGAGCAGACTGGAATAACACTTTAAAACAGATAG
TTAAAAAATTAAGGGAAAATTTCAATAAAACAATAGTCTTTAATACCTCCTCAGGAGGAGACCCAGAACTTGT
AATGCACAGCTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
ATAGTTGGAGTAATAAATCTTTTAAACACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGA
TAATTACACAGGCTTAATATACTCCTTAATTGAACAATCGCAAACCCAGCAAGAAATGAATGAACAAGAATTA
TTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAGAGTTAG
GAAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTATCTGAGGGGACA



GATAGGGTTATAGAAATATCGCAAAGAATTGTTAGAGCTATTATCCATATACCTAGAAGAGTAAGACAGGGCT
TGGAAAGGCTTTTGATATAA 
>JF320230 
GCTGCAGAAAACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTTAAACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAACTGCACTAATGTTGTTACTGCGAATATGACTGATGAGACTAGGGGAGAAATAAAAAATTGCTC
TTTCAATGTCACCTCGGTCCCAGGAGACAAGCCACAGAAAGAATATGCACTGTTTTATAGTCTTGATGTAGTA
CAAATAGGTGATAGTGATAGTAATACTAGCTATAAGAATAACTATACTAGCTATAGGTTAATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGGGGTTCAATGGAACAGGAAAATGTAACAACATCAGCACAGTACAA
TGCACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAGGAGAAGTGG
TAATTAGATCTGCCAACTTCACAGACAATAGTAAAACCATAATAGTACAGCTAAATGAGTCTGTAGAAATAAA
TTGTATAAGACCCAACAATAATACAAGAAAAAGTATCCCTATAGGGCCAGGGAGAGCATTCTATACAACAGGA
GAGATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAAAACTTTAGAACAGC
TAGTTACAAAATTAGGACACCAATTTGAGAATAAAACAATAATAAAATTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGGGATGCACAGTTTTACTTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTATAGAA
AGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATGCTAGCTGGAGTAATAAATCTGTAGACCACATTTGGCAAAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGACAATTACACACAAACAATTTACAGTTTACTTGAAGAATCGCAGACCCAGCAAGAAAGGAATGAA
AAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTGTCAGCTTATACAACGCAACAGCTATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGTACTAAGAGTTGGTAGAGCTATTATCCATATACCTACAAGAATAA
GACAGGGCTTGGAAAGGCTTTTGCTATAA 
>JF320013 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATACAAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAATATTTCAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCACTCTGTG
TTACCTTAAGTTGCACTGAGTTGAGAAATAATACTAATAATAATAATGCTACAGATAGCACCAATAGCAATAC
TTCTTTCATCAATAATGAAATGAGAAACTGTTCTTTCAATGTCACAGCACCCTTAAGAGATAAGGTAAAGACA
GAATATGCACTTCTTTATAAACTTGATATAACACAAATAAAGGAGAATAGTGATAATACCAGCTATAGGTTGA
TAAATTGTAATACCTCAGTCATTACTCAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTATAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAACAGTGTCAACCCAGTTACTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACTATAATAGTACAGTTGAACAAAAA
TGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATAAATATAGGACCAGGGAGAGCATGG
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTACCATTAGTCAAAAAAGCTGGAATAACA
CTTTACACCTGGTAGTAGAAAAATTACGAGTACAATTAGGGAATAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACACCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCATG
GCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTACACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATAGATGAGATTTGGAATAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAAAATCGCAAAACCAGCAAGAA
AAGAATGAGCAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACCATATTTTC
TATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTAGCTGTTAGCTTAGTCAATGCCATAGCCATA
GCAGTAGCTGAGGGGACAGATAGAGCTATAGAAACATTACAAAGAATTTGTAGGGGCATCCTTAACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF320018 
GCTGTAGGACATAATGCTTCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAA
CCACCACTCTATTTTGTGCATCAGATGCTAAAGGATATGATCAAGAGGTACATAATGTTTGGGCCACACATGC
CTGTGTACCCACAGACCCCAACCCACAAGAAATAGTATTGGAAAATGTAACAGAGAATTTTAACATGTGGAAA
AATGACATGGTAGACCAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAT
TAACCCCACTCTGTGTTACTTTAAATTGCTCTGATGTTAAGAATAGCACTAATAATAATGCCACTGGGGTGAT
GGACAACGGGGAAATGAAGAACTGCTCTTTCAATATTACCACAAGTATAAATGATAAGAGGCAAAAAGAATAT
GCACTGTTTTATAAACTTGATATAACACAAATGGATAATGATAATACTAGCTATAGGTTAATAAGTTGTAACA
CCTCAGTCATTACACAGGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGATCAGGAACATGTAAAAATGTCAGCACAGTACAA



TGTACACATGGAATCAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCGAGCAGAAGAAGAGGTAA
TAATTAAATCTGAAAATCTCACGGACAATATTAAAACCATAATAGTACAGCTGAATGACTCTGTAAAAATTGA
TTGTATAAGACCCAATAACAATACAAGAAAAAGTATACATCTGGGACAAGGGAGAACATGGTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTAATAGCGATTGGAATAGAACTTTAATATGGA
TAGTTAACAAATTAAGAGAACACTTTATAAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGAGATCCAGA
AATAGTACTGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGACCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAGATCTCTAAATGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGA
AATTGACAATTACACAAACTTAATATACTCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACAA
GAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAA
GGGACAGATAGGATTATAGAAATATCACTAGCAGCTTTTTGGGCTATTGTCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGAATTTTGTTATAA 
>JF320028 
GCTACATCATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAGATACCACTCTATTTTGTG
CATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAACAG
ATGCATAAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCCCTCTGTGTTA
AGTTAAATTGCACTAATGTTAATTTGAATAGCACTGTGCAGGACAATAGTACCAGAATAGAGGAAGGAGAAAT
AAAAAATTGCTCTTTCAATATCACATTAAGAGAGGAGGAGAAGGTGCAGACAGACTATGCACTTTTTTCTAAA
CTTGATATAGTAAAATATAACAATGATAGCTATAGGTTAATAGGTTGTAACATCTCAGTCACTAAACAGGCCT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
TGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATCTCT
CGGAAAATGCCAAAATCATAATAGTACACCTGAATAAATCTGTAGTAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTGTACACATAGGACCAGGGCAGGTACTTTATACAGGAGACATAATAGGAAATATAAGACAA
GCACATTGCAACATTAGTAAAAGAGCATGGAATAACACTTTACAACAAATAGTTAGAAAATTACAAGAACAAT
TTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTG
TAGAGGGGAATTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTG
GGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAT
CTTATAATGAAATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTAGCAATTACACAGGCTTAAT
ATACTCTTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGAATTATTGGAGTTAGATCAATGG
GCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAGTTTTTRCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATT
ATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATA
ATTCAAGGAGCTTTTAGGGCTATTCGCAACATACCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTACTAT
AA 
>JF320019 
GCTGCAGAGCAAGGGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTCTTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATATGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCTCTGACATAAGCGTCAACAACAGTATGGGAGGGACGGAGAAAGGAGGAATGAAAAACTG
CTCTTTCAATATCGCCAAGTCAAAAGATAAGGGACGTGCAATTTTTGATAAAGTTGATGTAGTAAAAATAAAT
GGTAGTAGTGATAATGATAGTGCTATCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTC
CAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCAGGGTATGCGATTATAAAGTGTAATGA
TAAAAGGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTGCAGTGTACACATGGAATTAGGCCAGTA
GTGTCAACTCAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGGTCTGCCAATCTTTCAA
ACAATGCTAAAAACATAATAGTACAGCTGAATGAATCTGTAGCTATTAATTGTACAAGACCTAATAACAATAC
AAGAAGAAGTATACATGTAGGACCAGGGAAAGCATTATATACAACAGACATAATAGGGGATATAAGACAAGCA
TATTGTACCATTAATAAACAAAATTGGACTAACACTTTACAACAGATAAGTACAAAATTAAGAGAGCATTTTG
GGAATAAGACAATAGTCTTTAAAAATGCCTCAGGAGGGGACCCAGAAATTGCAATGCACAGTTTTAATTGTAG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGA
ATGTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAGTCTC
TGGATCAAATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAGGCATAATATA
TAACTTAATTGAAGAATCGCAGACCCAACAAGAAAAGAATGAACTAGAATTATTGAAATTAAATCAATGGGCA
AGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TAGTAGGCTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCGTTATC



GTTTGCTATCAGCTTGTTTAATGCTACAGCCATAACAGTAGCTGGGGGAACAGATAGGGTTCTAGAATTATTA
CAAAGATTTGGTAGAGCTATTCTTAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGAATTTTGCAATAA 
>MH078552 
GCAGAAGATTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAGAGACGCAACCACCACTCTGTTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAAAATTAGGAAATGTGACAGAAAATTTTAACATGTGGAACAATAGCATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTCTAAATTGCACTGATCTTAGTAACAGCACTACCAGTAATGGGAGCGAAAGCTTGAGGGGGGAAATGAAAAA
TTGCTCTTTCAATGTCACCCCAGACGTAAGCGATCGGAAGAAGAGAGAATATGCACTTCTCTATAAGCTTGAT
ATAGTACAAATTGATAATAGTAACACCAATAATAGTAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAACCTGCCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTACAATGTAAGGATAAGAAATTCAGTGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAGTAGTAATTA
GGTCTGCCAATTTCTCAGACAATGCCAAAACTATAATAGTACAGCTGAACGAATCTGTATTTATTAATTGCAC
AAGACCCAGCAATAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTCTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAAGCCAATGGAACAATACTTTAAGACAGATAGCTA
GGAAATTACGAGAACAATTTGAGAATAAAACAATAGTCTTTAAACAGTCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCCGTACCTTGGAATA
AAACTTGGAGTAACAAAACTATGGATGCAATTTGGGATAACATGACCTGGATGCAATGGGATAGCGAAATTAA
CAATTACACAAAACATATATACACCTTGCTTGAAGAATCACAAAACCAACAAGAAAAGAATGAACAAGATTTA
TTAGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCGTTAGCTGTTAGCTTGCTCAACGCATCAGCCATAGCAGTAGGTGAGGGGACA
GATAGGGTTCTAGAAATATTACAAAGAATTTATAGGGCTGTTCTTCACATACCTAGAAGAATAAGACAAGGCT
TGGAGAGGGCTCTGCTATAA 
>MH078553 
GCTGCACAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATGAGATTGGAAAATGTGACAGAAGAATTTAATATGTGGAAGAATAGCATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAGAGTGCTCTAATGTTATCTGTACTACTAATAGTAGTAATATTACTACCTGTACTAGTAATAGTAC
CACTAGCCCTAACATTACTAGCCCTAACATTACCACTAGCCCTACGGAAATGAAAAATTGCTCTTTCAATATT
ACCACACCCCAGAGGGATAAGACGAAGGAAGAATATGCATTTTTTTATAGCCAAGATGTAGTACCAATAGAAG
AAGAAAAAAGTAATAGAACATATAGAACATATAGGTTAAGAAGCTGTAACACCTCAGTCATTACGCAGGCCTG
TCCAAAGACATCCTTTGAGCCAATTCCCATACATTACTGCACCCCGGCTGGTTTTGCGCTTCTGAAGTGTAAG
GAGACAGACTTCAATGGAACAGGAACATGTACAAATGTCAGCACAGTACAATGCACACATGGAATTAGACCAG
TAGTGTCCACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAAATAGTACTTAGATCTGCCAATTTCAC
AGACAATACTAAAACCATAATTGTACAGTTAAAAGAACCTGTAGAAATAAATTGTACAAGACCCAACAATAAT
ACAAGAAAAAGTATACATATAGGGCCCGGGAGGGCATTTTATGCAACAGGAGAAATAATAGGAAATATAAGAC
AAGCACATTGTAACATTAGTGGAACAAAATGGAATGAAACATTAGAGCAGCTAGTTCAGAAATTAAGAAGCAA
ATTTGGGAATAAGAAAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAGGTTGTGATGCACACTTTTAAT
TGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCC
TGGGAATTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAG
ATCTCTGGACCACATTTGGAACAACATGACATGGATGCAGTGGGAAAAAGAAATTGACAATTACACAACACTA
ATCTACACCTTGCTTGAAGATTCGCAAAACCAGCAGGAAAAAAATGAACAAGAATTATTGGAATTGGATAAAT
GGGCAAGTCTGTGGAACTGGTTTAGCATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGG
AGGCTTGGTAGGTCTAAGAATAGTTTGTGCTGTAGTTTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCT
TTATCATTTGCTGTCAGCTTGCTTAACACTGTAGCTATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAG
TAGGACAAATACTTGGCAGAGCTATTCTCCACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCT
ATAA 
>MH078555 
GCTGAAGACAACTTGTGGGTTACAGTTTATTATGGGGTACCAGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAAAAGCATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGCATTAATAAATGTGACAGAAAACTTTAACATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACTCCACTTTGTG
TTACTTTAAATTGCACTAATGTTACTATTACTGGGAATAATACCACTGATGGTGGTAATGATACTAGGATTAA
TGTCACTAGTGACGAAATAAAAAATTGCTCTTTTCATACTCATATAGGAGACCAAAAGCAAAGAGAATATGCA
ATATTTCATACACTTGATATGGTACCAATAAAAAATGATAATATTAGTAATAAGAATGATACTTTGTATAGGT
TAATGCATTGTAACACATCAGTCATTAGGCAGGCATGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTA



TTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAAAAATTCAATGGAACAGGAACATGTCAAAAT
GTCAGCACAGTACAATGCACGCATGGAATTAAGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGCCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGCCAACTTCACAGACAATGCTAAAACCATAATAGTGCAGTTAAAGGA
CCCTGTAAAAATAAATTGTATAAGACCCAACAATAATACAATAAAAGAGGTACGCATAGGTCCAGGTGCATAT
TTTAGAGCAGGACAGATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAACAGATTGGAATACCA
CTTTATATCAGATAACTCAAAAATTAAGAGAACAATATAATAAAACAATAATTTTTAATCAATCCACAGGAGG
GGACCCAGAGGTTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCT
GTAGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACACATCTGTGCCACTT
CTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTGGATTACATTTGGGATAACATGACCTGGATGGAGTG
GGAAAAAGAAATTGACAATTACACAGGACTAATATACACCTTACTTGAACAATCGCAGTACCAGCAAGAAAAG
AATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGCCATATCAAATTGGCTGT
GGTATATAAGGATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTAATTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATCGCA
GTAGCTGAGGGGACAGATAGAATTATAGAAGTAGGACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGAAGTTTGCTATAA 
>EF210726 
ACTACAGAACAATTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATAGTACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAC
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACCTTAAATTGTACTGATAGGCTAAATGCCACTAGAACTAATGCCACCACTGATGCCCATATTACCAATGA
AATAAAAAACTGCTCTTTCAATGTCACCGCAAGCATAAGAGATAAGGTAAAGACAGAATATGCACTTTTTTAT
AGCCTTGATGTAGTACCCATAGAGGATAATGATAATACCAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCACT
CCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGTACTCAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGCAGTAATTAGAT
CTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAACTGAAAGAACCTGTAGAGATTAATTGTACAAG
ACCCAATAACAATACAAGAAAAAGTATACATATAGGGCCAGGGAGAGCATTTTATGCAACAGGAGACATAATA
GGAGATATAAGGCAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAGCACTTTAACACAGATAGTGGGAA
AATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAATCAATCCGCAGGAGGGGACCCAGAAATTACAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGGATGAGGTTTGGGGCAACATGACATGGTTACAGTGGGAAAGAGAAATTGACAA
TTACACAAGCTTAATATACACATTACTTGAAGAATCACAGAACCAGCAAGAAAAGAATGAAAAAGAATTACTA
GAACTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTGAATAGGGTTAGGCA
GGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAAGGGACAGAT
AGGGTGCTAGAAGCGGGGCAAAGAATTTTTAGAGCTTTTATCCACATACCTAGAAGAATAAGACAAGGCTTAG
AAAGAATTTTGCTATAA 
>EF210730 
GCTGCAGAAGACAGGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGTTAAGATTGGAAAATGTGACAGAAGAGTTTAACATATGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAAGATTACCATGAAAAGTACTAATAATACTAATACTAATACTAGTTGGGAAAGGGG
GGAAGAAATGAAAAATTGCTCTTTCAATGTCAGCTCAAGCGTAAGAGACAAGATGAAGAGAGAATATGCACTT
TTTTATAAACTTGATATAGTACCAATAGATGATAGTAATAGTAGCAGCAGTAACTATAGTAGCTATAGGTTGA
TAAATTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGCTTTTAAAGTGTAATGATAAAAGGTTCAATGGAACAGGAAAATGTACAAATGTC
AGTACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAACGGCAGTCTAGCAG
AAGAAGAGGTAATACTTAAATCTGCCAATATCACAGACAATGCTAAGACCATAATAGTGCAGCTAAATGAAAC
TGTAGAAATAAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACCTATAGGGCCAGGGAGAGCATTT
TATACAACAGGAGATATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTAGAGCAAAATGGAATCTAA
CTTTACACCGTATAGCTACAGCATTAAAAGCCAAGTTTAATGATAATACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAGTTGTGATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTTCCGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGAACAAATTTGGAATAACATGACTTGGATGGA
GTGGGAAAAAGAAATTGACAATTATACAGGATTAATATACAACTTACTTGAAAAATCGCAGAACCAGCAGGAA
AAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTC



TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGCTTGCTCAACGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGGACAAAGAGCTGGTAGAGCTATCCTCCACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>EF210732 
GCTGCAGATGATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAATATTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAGGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCACTCTGTG
TTACTTTAAAGTGCACTAATGTCAATAGTACTACTAGCACCAATAGTAGCGAGGAAGGGATAGGGGAAATGAA
AAACTGCTCTTTCAATATCACCACAAGCGTAAAAGACAAAGTACAAAAAGAATATGCACTTTTTTATAGACTT
GATATAGTACCAATAGATAATACCAGCTATAGGTTAGTAAAGTGTAACACCTCAGTCATTACACAGGCCTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAATGTAGAGA
TAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAACA
GTATCAACTCACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAA
AAAATGAGAAAACCATAATAGTACAGCTGAATCAATCTGTAGAAATTACGTGTATAAGACCCTACAACAATAC
GAGAAAAAGTATACATATGGGACCAGGAAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGAAAA
GCACATTGTAATGTTAATAAAACAAAATGGCATGAGGCTTTAAAAAAGATAGCTAAAAAATTAGAAGAACAAT
ATAATAATAATAAAACAATAAGTTTTAATCAATCCACAGGAGGGGACCCAGAAACTGCAATGTTTACCTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTC
CTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCTATGAGTGAGATTTGGGAGAACATGACCTGGATGGAGTGGGAAAAAGAAATTAGCAATTACACAGGCTT
AATATATAACTTAATTGAAAAATCGCAAAACCAGCAAGAACAGAATGAACAAGAATTATTGGCATTAGATAAA
TGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTATACTGTCTATAGTAAATAGAGTTAGGCAGGGATATTCACC
ATTATCGTTGGCTATTAGCTTGCTTGATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAA
GTAGCACAAAGAACTTATAGAGGCATTCTTAACATACCTACCAGAATAAGACAGGGCTTGGAAAGGGCTTTGC
TATAA 
>KC596069 
GCTGCAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTATTGGAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTACAATTAACCCCACTTTGTG
TTACTTTAAATTGCACGGATGTGAAAAATACTACTAATGTCAATAATACTGCTAGTGTCAGTAATAGTACTGT
CAATAATAGTGATATGAAAAACTGCTCTTTCAATATCACCTCAGGCATAAGAGATAAGGTGCAGAAAAAGTAT
GCAACATTTTATAACCTTGATCTAGTACAAATAGAAAATGACAATACTAGCTATAGGATAGTAAGTTGTAACA
CCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAAGGATAAGAATTACAATGGGAGCGGGCCATGTAAAAATATTAGTTCAGTACAA
TGTACACATGGAATTAGACCAGTGGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TCATTAGATCTGAAAACTTTACAAACAATGCTAAAACCATAATAGTACAGCTAAATGAAACTATAGAAATTAA
TTGCACAAGACCCAACAATAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATACAACAGGA
GAAATAATAGGGGATATAAGACAAGCACATTGTAACATCAGTAGAGCAAGATGGGGAAAAGTGTTAAAACAGG
TAGCTATAAAATTACGAGAACAATTTAATAAAACAATAGCCTTTAATAAATCCTCAGGAGGGGACCCAGAAAT
TGTATATCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTGAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAATAAAACTCTGGACGACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGA
AATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAACTA
GAATTATTGAAATTGGATACATGGGCAGGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACTGTACTGTCTATAGTGAATAG
GATTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGATCAATTTCATAGCTGTAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGTATCACAAAGGATTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCAGTAA 
>JN251896 
GCTACAAAACGTAGTGCTACAGAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGGAAAGAAGCAA
CCACCACCCTATTTTGTGCATCAGATGCTAAAGCAGTTGACACAGAGGTACATAATGTTTGGGCTACACATGC
CTGTGTACCCACAGACCCTAGCCCACAGGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAC
AATGATATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAAT
TAACCCCACTCTGTGTTACTTTAAATTGCACTGATTATTGCACTAATAGCACTAATAGCATTAGTAGCAATAA
TGGGACTAAAAATTGTACTAATGAAATGAAGGGAGAAATAAAAAACTGCTTTTTCAATATCACCACAGGCAGA
GGAGATAAGCTGCAAAAAGAATATGCACTTTTTTATAAAAGTGATTTAATGCAAACAGAAAATGAYAACAGTA
GTTATATGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAACCAATTCC



CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACATTTGAGGGGAAAGGACCA
TGTAACAATGTTAGCACAGTACAATGTACACATGGAAGTACGCCWGGAGTGACGACTCAACTGCTGTTAATGG
CAGTCTAGCAGAAGAAGAGATAGTAATTAGATCAAAAAATTTCTCGAACAATGCTGAGACCATAATAGTGCAG
TTGAACGAATCTATAGCAATTGATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGATTTG
GGAGAACATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGYATACTTAATAAAACAGA
ATGGGAAAACACTTTAAAAAAGGTAGCTAGAAAATTAGRGGGACAATTTAGGAACAGAACAATAGCCTTTAAC
AAATCCTCAGGAGGGGACCCAGAAATTGTAATGCATACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGG
CAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACT
CATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCAAGATTACATTTGGAATAATATG
ACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAGGATTAATATACACTTTGCTTGAAGACTCGCAAA
ACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACAT
AACAAATTGGCTGTGGTACATAAGATTATTCATAATAATAGTAGGAGGATTAGTAGGTTTAAGAATAGTTTTT
GCTGTGCTTTCTATAGTGAATAAAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGTTTAATG
CAATAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAAAGAATCTGTAGAGCTATCCT
CCACATACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN251901 
GCTGCAGGGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGTATTGAACAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGCAATAACATTACTACTAATAGCACTATTACCTGGGGAAAGATGGAGCCAGGAGAAATAAA
AAACTGCTCTTTCAATACCACCACAGACAGAAGGGATAGGGTGCGAAAAGAATATGCACTTTTTTATAAACTT
GATATAGTACCAATAAATGAAAATGATAATAAAACTAATACCAACTATAGGTTAATAAGTTGTAATACCTCAA
CCATTACACAAGCATGTCCAAAGATATCCTGGGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGCAATGATAAGGAGTTCAATGGAACAGGACCATGCACAAATGTCAGCACAGTACAATGTACA
CATGGAATCAGGCCAGTAGTGTCAACTCAGTTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATATCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGGACTCTGTAAACATTACGTGTGT
AAGACCCAGCAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGGAGCATGGGAAAAAACTTTAAACCAGACAGCTA
TAAAATTAAGAGAACATTTTAAGAATAAAACAATAATCTTCAAGCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
ATAGTTGGAGTAATAGATCTTTGGGACACATTTGGAATAACATGACCTGGATGCAGTGGGAGAAGGAAATTGA
TAATTTCACAGGCTTAATATACAATTTGCTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTA
TTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACTGTAATTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCCTTATCATTCGCTGTTAATTTGCTTAATACTGTAGCTATAGCAGTAGCTGAGGGGACA
GATTGGGTTATAGAAATAGTACTAAGATTTTGTAGAGCTATCCTTCACATACCTAGAAGAATAAGACAGGGCT
TGGAGAGGGCTTTGCTATAA 
>JN251906 
GCTACAGGYAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GCGCATCAGATGCTAAAGGATATGTGAAAGAGGCACATAATATTTGGGCCACRCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATTACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGTACTGATTATTGGAATAATACCAAAACTAMTAATAGYACCGGGGAAATAATGATGGACAW
GGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAACAATAAGAGATAAAGTGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGGGGAAGATAATAGTAATACTAGTTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGG
CTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAA
TGYACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAG
TAATTAGATCTGACAATTTCTCTGACAATGCTAAAACCATAATAGTACAGCTGAAAAATGCTGTACCAATTAA
TTGTACAAGACCCAACAACAACACAAGAAAAGGTATACATATAGGACCAGGGAGAGCAATGTTGGCAACAGGA
GAAATAATAGGAAATATAAGAAAAGCATATTGTAACATTAGCAGAGAAAAATGGGATAACACTTTAGAACAGG
TAGCTACAAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGATCCAGA
AATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACACTAGTTGGAGTAATAAATCTATGGAATATATTTGGCAAAACATGACATGGATGCAGTGGGAAAGAGA
AATTGACAATTACACAGACATAATATACAATTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAA
GATTTATTGGCATTAGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAGTTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACTGTATTTTCTATAGTGAATAG



AGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAG
GGGACAGACAGGGTTATAGAAGTAGCACAAAGATTTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGAC
AGGGCCTTGAAAGGGCTTTGCTATAA 
>AY819715 
ACTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATRMTACAGARGTGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGTTTTTGATAAATGTAACCGAAAATTTTAATATGTGGGAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAGAGCATAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGGTGGAGAAGAATACTACCACTGCTACTCCTCCCACTTTGAAGCTTGAGAA
AGGAGAAGTAAAAAACTGCTCTTTCAATGCCACCACAAACATAAGCGATAAGGTGCAGAGACAATATGCACTG
TTGTATAAAGCTGATGTAGTACAAATAGAAGAAAATAGTACTGACTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGACAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTA
GGTCTGAAAATCTCACGGACAATGTTAAAACCATAATAGTACATCTGAATGAATCTGTACAAATTAATTGTAC
AAGGCCCAGCAACAATACAAGAAAAGGTATACCTATAGGACCAGGGAGAGCATGGTATGCAACAGGAGATATA
ACAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGCAAAATGGGATGAAACYTTAAAGAAGGTAGTTA
AAAAGTTAAGAGAACAATTTAAGAATAAGACAATAATCTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACACTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAGAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTAGATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTAA
TAATTACACAGGTTTAATATACAGGTTAATAGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGTTTAATGTCATAGCTATAGCAGTAGCTGAGGGGACA
GACAGGGTTATAGAACTAATACAAACAGCTTTTAGAGCTTTCATCCACATACCTAGAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>HQ896488 
GCTACAGACAATTGGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTACATAATGTTTGGGCCACACATGCGTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAATTTGGCAAATGTGACAGAACCATTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTAAAGAATACTACTAATACCACTGATCCAAATACNAATGCCATGAAGAACTG
CTCTTTCAATATTACCACAAACATACAAGATAAAAGGCAGAAAGAATATGCACTTTTTTATAAACTTGATATA
GCACCAATAGATGATAATAATAGCAGCAGTTATACCTTGATAAGTTGTAACACCTCAATCATTACACAGGCCT
GTCCAAAAATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
CCAGAAGAATTTCAATGGAACAGGTCCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCA
GTAGTATCAACTCAATTGCTGCTAAATGGCAGCTTATCAGAAGAAGAGGTAGTAATTAGATCTAGTAATTTCT
CAGACAATGCTAAAAACATAATAGTGCAACTAAATACACCTGTAAAAATTAATTGTACAAGACCAAATAACAA
TACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGACAAATAATAGGAGATATAAGA
CAAGCACATTGTAATATTAGTCTAACAGATTGGAATAACACTTTACAGCAGATAAGTAAAAAATTAACAGAAC
AATTTGGAGAAAATAAAACAATAAGATTTGCGCCATCCTCAGGAGGGGACCAAGAAATTACAATGCACAGTTT
TAATTGTAGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAG
CTCCTGGGAATTTGGGGTTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTG
GAGGTAATAAAAGTCTGACTGACATTTGGAACAACATGACCTGGATGGAATGGGAAAGAGAAATTAACAATTA
CACAGACATAATATACAATTTACTTGAAAAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTGTTGGAA
TTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGTTGTGGTACATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGGTGAGGGGACAGATAGG
GTTATAGAAATATTACAAAGAGCTGGTAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCAGTAA 
>JX500709 
GCTACAGAAAGGTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATGTCATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGACTGCACAAATGTAAACAAGAATGAGACTTTAGGGAATGAGACTTTGACAGGAGAACTAAAAAA
CTGCTCTTTCAATATTACCACAAACATAAGAGATAAGGTAAAGAAAGCAAATGCAATTTTTGATAAACTTGAT
ATAGTACAAATAGATGATGATAATAATAGTGATAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACAC
AAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA



GTGTAACAACAAGACGTTTGGTGGAAAAGGACTATGTACAAATGTCAGCACTGTACAATGTACACATGGAATT
AAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAACAGAAATAGTAATTAGATCTGACA
ATTTCTCGGACAATGCTAAAAACATAATAGTACAGCTGAATGAATCTGTAGCAATTACTTGTGAAAGGACCAA
CAATAATACTAGAACAGATATTCATATAGGACCAGGAAGAGCATTTCATGCAATAGGAGATATAAAAGGAGAT
ATAAGAGTAGCACACTGTAACATTAGTAAAGCAAATTGGAGTAGAACTTTAGAGCAGATAGCTAACAAATTAA
GAGGAATTGAACAATTTAAGAATAAAACAATAGTCTTTAATAGCTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGA
GATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATATAA
GTTGGAGTAAGAGGTGGGATAATGGAAGTCTGACTGATATTTGGGATAATATGACCTGGATGCAATGGGAAAA
AGAAATTGACAATTACACAGACATAATATACAGCTTACTTGAAAAAGCGCAAAACCAGCAAGAAAAAAATGAA
CAGGAATTGTTGGAGTTGGACAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTACA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTAATTTCTATAGTGAA
TAGAGTTAGGAAGGGATACTCACCATTATCATTAGCCATTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCT
GAGGGAACAGATAGGATTATAGATTTAGCACAACAAATTTGTAGAGCTATCCGCCACATACCTAGAAGAGTGA
GACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>JX500707 
GCTACAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAATACAGAGGTACATAATGTTTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACCTTAAATTGCACTGATTTTGAGTTGAGGAATAGTACTAATAATACCATTAACAGTGGAGAAATGAAAAA
CTGCTCTTTCAATACCACAAACCTAAGAAATAAAATACAGAAAGAATATGCACTTTTTTATAAGCTGGATTTA
GTACCAATAGATAATGATAATACCAGTTATATGTTGATAAGTTGTAACACCTCGGTCATTACACAAGCCTGTC
CAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGTGTAAAGA
TAATAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTGCAGTGTACACATGGAATTAGGCCAGTA
GTATCCACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAGTTAGATCTAGCAATTTCTCAG
ACAATGCTAAAAACATAATAGTGCAACTAAAAGAACATGTAAAAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAA
GCACATTGTAACCTTAGTCAAACAGAATGGAATAAAACTTTAGGACAGATAGTTGAAAAATTAAAAGAACAAT
ATGGTAATAAAACAATAATCTTTAACCAATCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTG
GGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCATGGAATGCTAGTTGGAGTAATAAAT
CTCATGATGATATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTATACAGACATAAT
ATACAACTTACTTGAAAAATCGCAAAACCAGCAAGAAAAAAATGAACAAGAATTATTGGAATTGGATAAATGG
GCAAGTTTGTGGAATTGGTTTGACATAACACGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GGTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGTGTTAGGCAGGGGTACTCACCATT
ATCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTA
TTACAAAGAGCTGGTAGAGCTATTCTCCATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTAT
AA 
>JX500708 
GCTACTCAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTAAGGAAGCACATAATGTTTGGGCTACATATGCCTGTGTACCCACGGA
CCCCAGCCCACAAGAAATACCATTGAAGAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTAACCCCACTCTGTG
TTATTTTAAATTGCACTAATGTTGCTAGTACCAATAATAGTAGCATAGAAGGGTCAGAAATGAAAAACTGCTC
TTTCAACATCACCACAAGCATGAAAAAGGGAGTGAAAAAAGAATATGCACTCTTTTATAATCTGGATGTAGTA
CAAATAGATAATAATGATACTAGTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCGTTACACAAGCCTGTC
CAAAGCTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGCAACAA
TAAAACATTCAATGGAACAGGGCCATGTACAGATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTA
GTATCAACCCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGTCAATCTCACAG
ACAATACTAAAACAATAATAGTACAGCTGAAAGAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAAGGTATTCATATGGGACCAGGGAAAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAA
GCACATTGTAATGTTAGTAAAATAAAATGGAATAACACATTAATACAGGTAGTGGGCAAATTAAGAGAACAAT
TTAAGAATAAAACACTAAACTTTACTAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCGAGAATCCTTGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTG
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAAT
CTCTAGATGACATTTGGAATAACACGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGAGGTAAT
ATACAGTTTAATAGAACAAACGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGG
GCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATATTCACCATT



ATCATTTGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGGTGAGGGAACAGATAGGGTTATAGAAGTA
GTACAAAGAACTTTTAGAGCTGTACTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTAT
AA 
>MF373130 
GCTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAATTGCACTGATTTGGAAAATGAAACTAATAGTACTTTAAAAAATGAAACTAATAGTAATAATGC
GACTATTAGTGGGGAAAAGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACAAGCCTAGGAAAT
AAGATGCAGAAAGAATATGCAACTTTTTATAAGCTTGATATAGGACCAATAGATAATGATAATACTAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATACAAAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTGAATGGCAGTC
TAGCAGAAGAAGATATAGTCATTAGGTCTGAAAATTTCACGGACAATGCTAAAACTATAATAGTACAGCTGAA
CAAGTCTGTAGAAATTCATTGTATAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACTAGGGAGA
GCATTTTATACAACAGGAGAAATAATAGGAGATATAAGGCAAGCACATTGTAACCTTAGTAGCACAAATTGGA
CTAACACTTTAAGACAGATAGCTGTCAAATTAAGAGAACAATTTAAGAATAAAACAATAAACTTTACTCGACA
CTCAGGAGGGGACCTAGAAGTTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTACTGTGCCTTGGAATAAGACTTGGAGTAATAAATCTCTGGATGACATTTGGAAAAACATGACCTG
GATGCAGTGGGAAAGAGAAATTGATAATTACACAGACTTAATATACACCTTACTTGCAGACTCACAGCGCCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTAATGCCATA
GCCATAGTAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGGGCTATCCGCCATA
TACCTACAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCTATAA 
>MF373142 
GCTGCAGAACAATTATGGGTCACAATCTATTATGGGGTACCTGTGTGGCAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAGTGTTAGGAAATGTGACCGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAGATGTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTATGTGGGAAATACTACTAATACCACTAGTACAACTGATGCCACTAGTATGGG
AATGGATAGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATGAGAGATAAGATGCAGAAGGAATAT
GCACTCTTGTATAAATATGATATAGAACCATTAGATAGAAGTACTACTAGTTATAGGTTGAAAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAATAATGAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCGGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAGGTAG
TAATTAGATCTGAAAATTTTACAGACAATGCTAAAATCATAATAGTACAGCTGAAGGAAGCTGTAGAAATTAA
TTGTACAAGACCCAACAATAATACAGCAAAAAGTATACCTATGGGACCAGGAAGAGCATTTTATACAACAGGA
AGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAAAAAAATGGAATAACACTTTAAAGCAGA
TAGTTACAAAATTAAGAGAACAATTTGGAAATAAGACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGCAATAAATCGCTGGACAGAATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGA
AATTGACAATTATACACAAATAATATACACATTGATTGAAGAATCGCAAACTCAACAAGAAAAGAATGAACAA
GAGTTATTGGAATTGGGAAAGTGGGACAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTATGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTACTGTACTGTCAATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGTTTAATGCAACAGCTGTAGCAGTAGCTGAG
GGAACAGATAGGGTTATAGAAATAGTACAAAGAGGTTTTAGAGCTTTCCTTCACATACCTAGAAGAATAAGAC
AGGGCTTTGAAAGAGCTTTGCTATAG 
>MF373144 
ACTGCACCAAGCTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAGGCATATGAGAAAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAGGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATCCTGTTTTGAGAAATATTACTAGGAATAATGATACTACAGCCACTAATGAGAC
AATAAAGAATGAGACAATAAAGAATGGAGAAATGAGAAACTGCTCGTTCAATGTCAGCACAGACGTGAGAGAT
AAGATGCAGACACAATATGCACTTCTTTATAAACTTGATTTAGTGAAAACAGAGAATGATAATACCAGTTATA
GGCTGATAAGTTGTAACACCTCAGTCCTTACACAGGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACA



TTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAATTTCAATGGAACAGGAAAATGTAAC
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGTTGTTAAATGGCAGCC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATTTCACAAACAATGTTAAAACCATAATAGTACAGCTCAA
TGAATCTGTAGCAATTAATTGTACAAGACCCAATAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGA
GCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTCAAGCAGAATGGA
ATAAAACTTTAGAAAAGATAGTTACAAAATTGAGAGAACAATTTAAGAACAAGACAATAGTCTTTTCTCCCCC
CTCAGGAGGGGATCCAGAAATTGTATCACACAGTTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGCTGTTCTGGAAAACTCATTT
GCACCACCACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTAGAGCAGATTTGGGATAACATGACCTG
GATGCAGTGGGACAAAGAAATTCACAATTACACAGAATTAATATACACCTTAATTGAAGAATCGCAGATCCAG
CAGGAAAAGAACGAACAAGAATTATTAGAGTTAGATAAATGGTCAAATTTGTGGAATTGGTTTGACATATCAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTTGT
GCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTATTAGCTTGCTTAATGCTACA
GCCATAACAGTAGCTGAGGGAACAGATAGGGTTATAGAAGCAGTACAAACAGCTGGTAGAGCTATCCTCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>MF373161 
GCTGAAGACCAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATACGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTACATTGCACGAACTTAACTAATAGTACTACCACTAGTATTAGCCCGACAATGAGTCCAGAAATAAA
AAATTGCTCTTTCAATACCACCACAAGTATGAGAGATAAGATAGAGAAAAAATATGCATTATTTTATGACCTT
GATGTAGTACCAATAGATAATAATAATACTAATACCAGCTATACCAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTACCCCTGCTGGTTT
TGCGCTTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACCGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGCGGTAC
TTAGATCTGAGATATCTCCAGACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTACAAATTAATTG
TACAAGACCCAATAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAGGCATATTGTAACGTTAGTGGGAAAGCCTGGAATAAAACTTTAGGAAAAGTAG
TTATAAAATTAAGAGAACAATTTAATAATAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAATTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGGGGAAAAATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACAGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAGATCTCTGGATGACATTTGGAATAATATGACCTGGATGCAGTGGGAAAAAGAAAT
TGATAATTACACAAGTTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAC
TTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCGATATATCGAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTGCCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATATTCACCATTATCATTTGCTATTAGCTTATTCAACGCCACCGCCATAGCAGTAGCTGAGGGA
ACAGATAGGGTCATAGAACTATTACAAAGAACTGGTAGAGCTATCCTCCACATACCTGTAAGAATAAGACAAG
GATTGGAAAGGCTTTTGCTATAA 
>KP411828 
GCTAAAGAAGAGAGAAAGTCATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAGAGTATATAGTAAAGAAGCACATAATGTTTGGGCCACATATGCCTGTGTACC
CACAGACCCCAACCCACAAGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACATGGGGAAAAATGACATG
ATAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCAC
TCTGTGTTACTTTAAATTGCACTGATTGGGAAAAAAATAATACCAGCACTAATAACAATACTAGTAGCGCTAG
TAACAACAGCTGGAGTATAATGGAAAAAGGGGAGATAAAAAACTGCTCTTTCAACACCACCACAGACGTGAAA
GATAAAATGCAAAAAGAATATGCACTCTTTTATAAACTAGATGTTCAACAAATGGGTAATAGTAATAATAGTA
CTAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAAAAGTTCAATGGGACAGGG
CCATGTAAAAATGTCAGTACTGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGTCAATCTCACGGACAATGCTAAAACCATAATAGT
ACAGCTAAAAGAACCTGTAAACATTAGTTGTATAAGACCCAATAACAATACAAGAAAAGGTATTCATATAGGA
CCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTTTTA
ACCAATGGAATAACACATTAAAACAGATAGTTGACAAATTAAGAGAACAATTTGGGAACAAAACAATAGTCTT
TAATAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCGAGAATCCTGGCTGTGGAAAGATACCTCAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATTTGTACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTGTAGATCACATTTGGGAGAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGGAACAATATACTTCTTACTTCATGAATCG
CAACTCCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTG
ACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAAT



TTTTGCTGTGCTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTACTT
AATGCCACAGCTATAGCAGTAGCTAAGGGAACAGATAGGGTTATAGAAGTAATACAAAGAACTTGTAGAGCTA
TTCGCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MF373204 
GCTGCAAACAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAGGGAAGCAAACGTCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACTCACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAGCACTGGAAAATGTAACAGAAAACTTTAATATGTGGAAAAATCCCATGGTAGAA
CAGATGCATGAAGATGTAATCAATTTATGGGATCAAAGCCTCACACCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAAATTGCACTGATGTAAAAGAGGGTAGTAATAGCACTGAGAACAGCACTATGACGGGAGAAGCAGT
AATGACAAACTGCTCTTTCAATGTCACTGCAGGGATAAAGGATAAGATGCAGAAGGAATATGCCTTTTTCTAT
AAACTTGATGGAGGACCAATAAGTACTGATAATACCAGCTATAGGTTGAAAAGTTGTAACCCCTCAGTCATTA
ACCAAGGCTGTCCAAAGAAAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCGATTCT
AAAGTGTAGAGATAAGACATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGGTAGTAATTAGATATC
AAAATATTAGTGACAATGCTAAAACCATAATAGTACAGCTAAAAGAACCTGTACAAATTAATTGTACAAGACC
AGGCAACAATACAAGAAAAAGCATACATTTTGGACCAGGGAAAACATTTTATGCAACAGGAGACATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAAAGAAACTTGGAATAACACTTTAAAACAGATAGTTGAAAAAT
TAAGAGAGCGTTTTAACAAAACAATAGTCTTTAATCAATCCACAGGAGGGGACCCAGAAATTGTAATGCACAG
TTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGACCAA
CAGCTCCTAGGAATTTGGGGTTGCTCTGGAAGACACATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GCAATAAATCTCTGGATATGATTTGGGGAAACATGACCTGGATGGAGTGGGAAAAAGAGATTGGTAATTACAC
AGGCTTAATATACTCCTTAATTGAAGAATCGCAAACCCAACAAGAAAAGAATGAAAAGGATTTATTGGAATTG
GATAAGTGGGACAGTTTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGA
TAATAGCAGGCTTGGTAGGTTTAAAAATAGTTTTTGTTGTATTTTCTATAGTGAATAGATGTAGGAAGGGATA
CTCACCATTATCGTTTGCTGTTAGTTTGTTCAACGCCATAGCTATAGCAGTTGCTGAAGGGACAGATAGGATT
ATAGAAGCAATACAAAGAACAGGTAGAGCTATTCTTCATATACCTACAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCAATAA 
>GU204920 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCGAGAATGCTACTAGTATCACTGGTAGTAGCGGGAACGTTACTAATAGCACTACTAGTAA
CGGGAACACTGCTAGTAGCAATAATAGTAGCGGGAACATGACGGAAAAAATGAAAAAATGCTCTTTCAATATC
ACCACAGCCATAAGAGATAAGGTGCAGCAACAATATGCACTTTTTTATAACCTTGATATAGTACCAATAAATA
ATACAGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAGGTTC
AATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCAGTGACAATGCTAA
AACCATAATAGTGCAGCTGAACAAATCTGTAGAAATTCATTGTGCAAGACCCAACAACAATACAAGAAAAAGT
ATACATATAGCACCAGGGAGGGCATTTCATACAACAGGAAGCATAATAGGAGATATAAGAAAAGCATACTGTA
ACATTAGTAGAGCAAACTGGACTAACACTCTAGAACAGATAGCTAGCAAATTAGGAAAAGAACTTAACAAAAC
AATAATAGCTTTTAAGCCATCTTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGAAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATAA
GATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTG
ATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAGCAAGAATTATTGGCATTGGATAACTGGGAGAGCTTGT
GGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCT
ATCAGCTTGCTTAATGCCACAGCAATAACAGTAGGTGAGGGGACAGATAGGGTTATAAAAGCAGTACAAAGAG
CTTGTAAAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCCTGGAAAGGGCTTTGCTATAA 
>JN251856 
GCTGCAGACAAATTGTGGGTAACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGGTTTGAGAAATGCTACTAATGCCACTAATAGTAGCGGGGGAACTAATGCCACTAA
TAGTGGCGGGGGAACTAATGCCACTAATAGTAGCGAGGGAACGATGGAGGGAGGAGAAATGAAAAACTGCTCT
TTCAATATCACCACAAATATAAGAGATAAGACGAAGAACGAATATGCACTTTTTTATAAACTTGATGTAATAC
CAATAGATGGTGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAA



GGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATACA
AAGTTCAATGGATCAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAACAGTGT
CAACTCAACTGTTATTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTACTTAGGTCTGAAAATTTCACGAATAA
TGCTAAAATCATAATAGTGCAGCTGAAGGAACCTGTAAACATTACTTGTACAAGACCCAACAACAATACAAGA
AAAGGTATACATATAGGACCAGGGAGAACACTTTATGCAACAGGAGGAATAATAGGAAATATAAGACAGGCAC
ATTGTAACATTAATGGAACAGAATGGAATAATACTTTACAACAGATAGTTATAAAATTAAGAGAACAATTTGA
GAATAAAACAATAGCCTTTAATCGATCCTCAGGAGGGGACCCAGAAGTTGTAATGCACATGTTTAATTGTGGG
GGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTT
GAATATGATTTGGGACAACATGACCTGGATGGAGTGGGAAAGAGAAATTAGCAATTACACAAGCTTAATATAC
ACTTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGGATTAGATAAATGGGCAA
GTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCA
TTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTAC
AAAGAGCTTGGAAAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCAATAA 
>KY213741 
GCTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTATTGGAAAATGTGACAGAAGAGTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGACGCTACCAGTGGTAATAATACCAGTGGTAATATAACGGGGGAGGGAGGAATGAA
AAACTGCTCTTTTAATGTCACCACAGACATAAAAGATAAGAGAATAGAAAAAGCATTGTTTTATAAAGATGAT
TTAGTACAAACAGGGAAGAATAATACTATTTATAGGTTGATGAGCTGTAACACCTCAGTCATTACCCAAGCCT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTATGCGATTCTTAAGTGTAA
TAATAAGACATTTAATGGATTAGGGCGATGTACAAATGTCAGCACAGTACTATGTACACATGGAATTAGGCCA
GTAGTATCAACTCAACTGATGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCA
CAAACAATGCTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAAAAATTAATTGCACAAGACCCAACAACAA
TACAAGAAAAAGTATACATATGGGGCAAGGGAAAGCATGGTATACAACAGGAGAGATAATAGGAGACATAAGA
CAAGCATATTGTACAATTAACAAAACAAAATGGAATGACACTTTAAAACAGATAGCTGAAAAATTAAGAAGAC
AATTTGGGAATAAAACAATAGTCTTTAATCAGCCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTC
CTAGGAATGTGGGGTTGCTCTGGAAAACTCATTTGCCCCACCTCTGTGCCTTGGAATGCTAGTTGGAGCAATA
AATCTCTGGAAGATATTTGGAATAACATGACCTGGAGGCAATGGGAGACAGAAATTGACAATTACACAGGCTT
AATATACACCTTACTTACAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTAGAATTGGATAAA
TGGGCAAATTTATGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAG
GAGGCTTGATAAGTTTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACC
ATTGTCGTTGGCTATTAGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGCTTATAGAA
TTAGTGCAATTAACTTTTAGAGCTATTCTTCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGACTTTGC
TATAA 
>KY213740 
TCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAGTCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACCATTGATAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCTTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATGTAAATAGAACCAGGGGGAATGATACCAAGGGGAATGGTACCCGTATAATGGA
GAAAGGAGACGTAAAAAACTGCTCTTTCGATATCTACACAAACATGAGAGATAAGAAGCAAAAACAAAATGCA
CTTTTTTATAATCTTGATATAGTACCAATAAATGAGGGTGGGAATAATACTAATACTAGCTATAGGTTGATAA
GTTGTAACGCCTCAGTCACTAAACAAGCCTGTCCAAAAATATCATTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTATTATGTAAGGATAAAAGGTTCAATGGAACAGGAATATGTAAAAATGTCAGC
ACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCTACACAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAAATCTGAAAATATCAGTAACAATGCTAAAAACATAATAGTACAGCTGAAGACTCCTGT
GAAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATAGGGCCAGGGAGTGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGCATGGAATAACACTT
TAAAACAGATAGTTGAAAAATTTACAAAAATTGAAAATAAAACAACAATAATCTTTAACAGCTCCTCAGGAGG
GGACCAAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCAGGTGCTACACTG
ATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTCACTGAGATTTGGGATAACATGACTTGGAGGGAGTG
GGAAAGCGAAATTGATAATTACACAAACATAATATATTCCTTGCTTGAAGCATCGCAAAACCAACAAGACAAT
AATGAACAGGAATTATTAGAATTGGATAGTTGGGCAAATTTGTGGAATTGGTTTAACATAACAAATTGGCTGT
GGTATGTAAAAATATTCATAATGGTAATAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGTTGTGCTTTCTAT



AGTGAATAGAGTTAGGCAGGGTTACTCACCACTATCGTTCGCTGTCAGCTTGCTTAACTACACAGCTATAGCA
GTAGCTGAGGGAACAGATAGGGTTATAGAAGCAGCAAGAAGAGCTTTTAGAGCTATCCTCCACATACCTAGAA
GAATAAGGCAGGGCGCGGAAAGGGCTCTGGGATAA 
>KY213747 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCCAGAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAAGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTGCTTTGAATTGCACTGATTTGGGCAGTAATACTACTAATTTGGGCAATATTTCTGCCGGTAGTATAATGGA
AGGAGGAGAAATAAAGAACTGCTCTTTCAATATCACAACAAGCATAAAAACTAGGGTGAAAGAACATGCAATT
TTTAATAGCCTTGATGTAGTACCAATAGATAATACCAGCTATAGGATGGTGCATTGTAATACCACAGTCATTA
CACAGGTTTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATCCT
AAAGTGTAACAATAAAACATTCGATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTACTGCTAAATGGCAGTTTGGCAGAAGAAGAGGTAATAATTAGATCTA
GCAACTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAGAGTATACATCTAGGACCAGGGAAAGCATGGTATGCAACAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAGTTACACAAAATGGCAGGACACTTTAAAAAAGATAGTTGAAAAATTAA
GAAAACAATTTGGGAACAAAACAATAGTATTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAACGCACAG
TTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAA
CAACTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAATCTTACAATGACATTTGGGAGAACATGACTTGGATGGAATGGGAAAGAGAAATTGCCAATTACAC
AGGAGAAATATACACCTTAATTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAATTATTGGAATTG
GACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAGAATAGCTTTTGCTGTACTTTCTATAGTAAATAGGGTTAGGCAGGGATA
CTCACCATTGTCATTAGCTGTTAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGTT
ATAGAAGTAGCACAAAGAGCTGGGAGAGCCATTCTCAATATACCTAGAAGAATCAGACAAGGTTTAGAAAGGG
CTTTGCTATAA 
>KY213751 
GCTACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGACGCAACCACCACTCTATTTTGTG
CATCAGATGCTAGGGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCAAGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTG
CTATGAATTGCACTAATGTGAGCAGTAATACTACTAATACTACCAGTGGTATAATGGAAGGAGTAGGAGAAAT
AAAAAACTGCTCTTTCAATATCACAACAAGCATAGAAGGTATGAAGAAAAAACATGCAATTTTTAATAGCCTT
GATGTAGTACCAATAGATAATACCAGCTATATACTGACGCATTGTAACACCACAGTCATTACACAAGCTTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAACAA
TAAAACGTACAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAAGTAATAATTAGATCTAGCAACATCATGG
ACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAGAGTATACATCTAGGACTAGGGAGAAGATGGTATGCAACAGAAATAATAGGAGATATAAGACAAGCA
CATTGTAACCTTAGTTCCACAAAATGGCAGAAAACTTTAAAACAGATAGCTCAAAAGTTAAGAGAACAATTTG
GGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGG
GGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGA
ATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTT
ACACTGACATTTGGGATAATATGACTTGGATGGAGTGGGAAAGAGAAATTGCCAATTACACAGGAGAAATATA
CAACTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGACCAGTGGGCA
AGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGGGTTAGGCAGGGATACTCACCATTGTC
ATTGGCTGTTAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGTTTATAGAAGTAGTA
CAAGGAGTTTATAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KY213748 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACCTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAAGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTGCTTTGAATTGCACTGATTTGAATACTACTAATTGGACTAATGCCAGTAGTATAATGGAGAAAGGAGAACT
AAAAAACTGCTCTTTCAATATCACAACGAGCATAAAAGATAGGGTGAGAAGCCATGCAATTTTTAATAGCCTT
GATGTAGTACCAATAAATAATGCCAGCTATAGGTTGATGCATTGTAACACCACAGTCATTACACAAGCTTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAA
TAAAATGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTA



GTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTAGATCTAGCAACTTCACGA
ACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTATAGAAATTAACTGTACGAGACCCAACAACAATAC
AAGAAAGAGTATACATCTAGGACCAGGGAAAGCATGGTATGCAACAGACATAATAGGAGATATAAGACAAGCA
CATTGTAACCTTAGTTATTCAAAATGGCAGAACACTTTAAATCACATAACTAAAAAATTAAGAGAACAATTTG
GGAACAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAATTTTAATTGTGG
GGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTT
ACACTGACATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGCCAATTATACAGGAGAAATATA
CACCTTAATTGAAAAATCACAGAACCAACAAGAAAAGAATGAATTAGAATTATTGGAATTGGACCAATGGGCA
AGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGGTAGGTTTAAGAATAGTTTTTGCTTTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTC
ATTAGCTATTAGCTTGCTGAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAACTAGTA
CAAAGAGCTTATAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>AY945710 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGATAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCGGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATTTGAATGCTACCAATAGTAGTACGACCAATAGTAGTATGATAGGGGGAGGAGA
AATGAAGAACTGCTCTTTCAATGTCACCACAAACATAGGAGCTAAGGTAACAGAATATGCACTTTTTTATAAA
ACTGATATAGTACAAATAGCTAATGATAATACCAGCTATAGGCTGACAAAGTGTAACACCTCAGTCATTACAC
AAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACGTTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAACAATGCAAGGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAATGATTAGATCTAGCA
ATTTCTCGGACAATACTAAAGTCATAATAGTACAGCTGAATGAATCTGTACAAATTAATTGTACAAGACCTAA
CAACAATACAATAAAAGGTATACATATAGGACCAGGGCAAGCATGGTATACAACAGGACAAATAATAGGAGAT
ATAAGAAAAGCACATTGTAACCTTAGTAGCACAAATTGGAATAACACTTTAAAACAGATAGTTAAAAAATTAA
GAGAACAATTTAGAAATAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGACCCAGAGATTACAATGCTCAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGA
GTAATAATAAATCTTATGAGCAGATTTGGAATAATATGACTTGGATGCAGTGGGAAACAGAAATTGACAATTA
CACAAAAGAAATATACACCTTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAACTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAGGATATTCATAA
TAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTGCTGTAGTAAATAGAGTTAGGCAGGG
GTACTCACCATTGTCATTAGCTGTTAGTTTGCTCAATGCCACAGCTGTAGCAGTAGCTGAAAGGACAGATAGG
ATTATAGAAGTAGGACTAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAA
GGCTTTTGGTATAA 
>KJ952535 
GCTAAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAATTGTATGTTACTAATACCAATAGTACGGTTAATAATACCAATAGTACGGTTAC
TAATACCAATATTACAGTGGAGGAAGGAGTAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAGGAAAT
CAGGTGAAAGACTATGCATTTTTTTATAACCTTGATATAAAACAAATAAAGGAGAATGATAATACCAGTTATA
GGGTAATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAAAGTTCAATGGAACAGGACCATGTACA
AATGTCAGTACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTT
TGGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCACAGATAATGCTAAAATCATAATAGTACAGCTGAA
TGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTCTAGGACCAGGGAGA
GCATGGTATACAACAGGACAAATAATAGGAGATATAAGACACGCACATTGTAACCTTAGTAGCACAAAATGGA
ATAACACTTTAAGACTGATAACTAACAAATTAAAAGAACAATTTGGGAACAAAACAATAGTCTTTGATCAATC
CTCAGGTGGGGACCCAGAGATTGTAATGCACACTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATTT
GCACCACTGATGTGCCTTGGAATACTAGTTGGAGTAATAATAGATCCCTGGATGACATTTGGAATAATATGAC
TTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGAAGTAATATACAACCTAATTGAAAAATCGCAGAAC
CAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAT
CAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGCTTGCTCAATACC



ACAGCTGTAGTAGTAGCTGAGGGGACAGATAGGGTCATAGAAGTAGTACAAAGAGCTTTTAGAGCTTTTATCC
ACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN248321 
GCTACAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGACGCTAAAGCCTATATGACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATATTCTTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTACTAACAATAATAGTAGCACGGGAAGGAATGGTACTAATCCCACCAGTAG
TAGCATGGGAAAGATGGATAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGGCATAAGAGATAAG
ATACAGAGAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAAGGATAAGGATAACACAAGCT
ATATATTGATGAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTGTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGAAAATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTATTAAATGGCA
GTCTATCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAATTATAATAGTACAGCT
GAATGAATCTATAGTAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACATATAGCACCGGGG
AGGGCATTTTATACAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAACAAAAT
GGAATGACACTTTAAGACAGATAGTTACAAAATTAAGAGAACAATTTGGGAATAAAACAATAACCTTTAATCA
CTCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACCTCTGTGCCTTGGAATAGCAGTTGGAGTAATAAATCCCTAAATGAGATTTGGGATAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTACTTGAACAATCGCAGAAC
CAACAGGAAAAGAATGAACAAGAATTATTGGGATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCAATTAGCTTGCTTAACGCC
GCAACCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGGAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAAGGTTTGGAAAGAGCTTTGCAATAA 
>JN248329 
GCTGCAAAAAACTTGTGGGTCACAGTTTATTACGGGGTACCTGTATGGAAAGATGCAACCACAACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCAAAAATGCTACTATTAATATCAATATGACGACAGAAGAAATGAAAAACTGCTCTTTCAA
TGTCACCACAAGCATACAGACTAAGGTGAAGGACTATGCACTTTTTTATAAAGTTGATGTAGTAGAATTAAAT
AAAAGTAATAATAATGATACCGAATATAGGATGATACATTGTAACACCTCAGTCATTACACAAGCTTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGTGTAACAATAA
AAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTA
TCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAACTTCACGGACA
ATGCTAGAGTCATAATAGTGCAGCTAAATAAATCTGTAGAAATTAACTGTACAAGACCCAACAACTATACAAG
AAAAAGAATAAGTATAGGACCAGGGCGAGCATGGATTACAACAGGACAAATAATAGGAGATATAAGACAAGCA
CATTGTAACCTTAGTAGAACAAACTGGACTAACATGTTAAAACAGGTAGCTGCAAAATTAAGGGAACAATTTG
GGAACAACAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGACCCAGAGATTACGAGGCACAGTTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAAT
CTCTGGGTGACATTTGGGATAATATGACTTGGATGGAGTGGGACAGAGAAATTCACAATTACACAAAAGAAAT
ATATGCCTTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGAAATTGGATAAGTGG
GCAAGCTTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCAGT
GTCTTTAGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTA
GCACAAAGAGCTTGTAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTAT
AA 
>JN248333 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAGTTTTAACATGTGGCAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTACTCTAAATTGTACTGATTTAACTTTTAATAATACCGAAGCTACTACCAATAGTAGCGGTAATAGTAGTAA
CTTTGAGGGAGCGAAAGACATGAGAAACTGCTCTTTCAATGTAACCACAAGCATAAGAGATAGGATAAAGAAA
GAATATGCATTCTTTTATAAACTTGATACAGTTGCAATAGATGGTGTTAATAACAGCTATAGGTTGATAAATT
GTAACACCACAACCATCACACAGACCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTCC
AGCTGGTTTTGCACTTCTAAAATGTAAGGATAAGAAGTTCAGTGGAACAGGACCATGTAAAAATGTCAGCACA



GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGTCAATTTCTCAAACAATGCTAAAAATATAATAGTTCAGCTGAATGAGCCTGTAGA
AATTAATTGTACAAGACCCAACAATAATACAAGAAAAGGTATACATTTTGCACCAGGGAGCACATTTTATGCA
ACAGGAGAAATAATAGGAGACATAAGACAAGCATATTGCAACGTTAGTGGAGCGAAATGGAATCGCACTTTAA
AACAAGTAGCTATGAAATTAAGAGAACAATTTGTGAATAAAACAATAATTTTTAATAGCTCCTCAGGAGGGGA
CCCAGAAATTGTACTGCACAGTTTTACTTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATAATATTTGGCATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAGGCATAATATACTCCTTAATTGAAGAGTCACAGAACCAACAAGAAAAGAAT
GAACAAGACTTATTAGCATTAGATGAATGGGCAAGTTTGTGGGATTGGTTTAGTATAACAAAATGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTACTGTATTTTCCATAAT
AAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGGAGAGCTTTTATCCACATACCTAGAAGAA
TTAGACAGGGCTTAGAAAGGTTTTTACTATA 
>JN248335 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTATGGAAAGATGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCAATGATTTGAGAAATACTACTACTAATACCAGTATTGAAGAGAAAGTAGAAATAAAAAA
CTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTAAGAGACTATGCATTTTTTTATAATTCTGATATA
GTACAAATAGATAAAGATAAGAATGAGACTACCAACTATACCCAATATAGGCTGATAAATTGTAACACCTCAG
TCATTACACAAGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GCTTCTAAAGTGTAACGATGAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGATGTAGTAATTA
GATCCAGAAATTTCACGGACAATACTAAAATTATAATAATACAGCTGAATGAATCTATAGTAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATCCCTCTAGGACCAGGGAAAGCATGGTTTGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGCATAAAATGGAATGCCACTTTAAAAAGGATAACTG
CAAAATTAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCTGCAGGAGGGGACCCAGAGACTGT
AGTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGAGTGAGATTTGGGATAATATGACTTGGATGCAGTGGGATAGAGAAATTAA
CAACTACACAAGAGAAATATACACATTAATTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACTAGATTTA
TTGAAACTGGATGAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCAATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTTGCTGTAAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGATA
GATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCTGTTATCCACATACCTACAAGAATCAGACAGGGCT
TAGAAAGGGCTTTACTATAA 
>JN248337 
GCTGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGATGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATACAAAACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAGTAGTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTTAAATTAACACCACTCTGTGTTA
CTTTACATTGTAATGATACAGGGAATAAGACTAGGAATGGGACTGATGTCAATGATAATTGGGATGCGGGAAG
TGACATAAAAAACTGCTCTTTCAATGTCACCACAATGTTAGAAGGGAAGGTGAAGTCAACATATGCTTTCTTC
AATAGCCTTGATATAACACAATTGGAAAATGATAATAGTACATATAGATTGACAAAGTGTAATACCACAGTCA
TTACACAAGCCTGTCCTAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TATAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGAT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACCACTCTGTAGCAATTAATTGTACAAG
ACCCAACAACAATACAAGGAAAAGTATACATCTTGGACCAGGGAGAGCATTATTTACAACAGACATAATAGGA
GATATAAGAAAAGCATATTGTAACATTAGTAGAGAAGAGTGGAATAAAACTTTAACACAGATAGCTAAAAAGT
TAAGTGATCAATATGGGAATAGAAACATAACCTTTAAGCCATCCTCAGGAGGGGACCCAGAAATTACAACTCA
CAGTTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAGTGTGCCTTGGAATAATACTT
GGAGTAAGAATAAAACCCTGAATGACATTTGGAATAACATGACCTGGATAGAGTGGGAAAGAGAAATTGACAA
TTACACAAGCTTAATATACACCTTAATTGAAGACTCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATTG
GAATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGTATAACACAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCAATATCATTAGCTGTTAGTTTGTTTAATGCAACAGCAATAGCAGTAGCTGAAGGGACAGAT



AGAATTATAGAAATAGCACAAAGAGCATTTAGAGCTTTTATCCACATACCTAGAAGAATAAGACAGGGCCTTG
AGAGGGCTTTACTAGAATAA 
>JN248343 
GCTGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAATCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGACCAG
ATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTGTCA
CTTTAAATTGCAGTAATGTGAATTGCAGTAATGTGAATGCTACTACTTGTAGTAATGTGAATGTTACTAATGC
TACTGTCGAGGGAATGAAGGACTTAAAAAACTGCTCTTTCAATATCACCACAAGAATGAGAGAGAAGGGGCAG
AAAGAGTACGCATTTTTCTATAAATWTGATGTAGTACCAATAGATAATACTAGTAACTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCC
GGCTGGTTTTGCACTTCTAAAGTGTAACGACAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGA
TAGTAATTAGATCTAAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAAT
TAATTGTACAAGACCCAATAACAATACAAGAAGAAGTATACCTGTAGGACCAGGGAGAGTATTGTATACAACA
GGAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAATGTGGGATGGAATAACACCTTAAAACAGA
TAGTTATAAAATTAAGAGAACAATTTGGAAATAAAACAATAACCTTTAAGCCCTCCTCAGGAGGGGACCCAGA
AATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAACAAATCTCTGGAAACCATTTGGAACAACATGACCTGGATGGAGTGGGATAGAGA
AATTAACAATTACACAAGCTTAATATACACCTTAATTGAARAATCGCAGAACCAGCAAGAAAAGAATGAACAA
GAATTATTAGCATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACTGTACTTTCTATAATAAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCAGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGTTTATAGAAATCTTACGAAGAGCTTATAGGGCTTTTATCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCAATAA 
>JN248344 
GCTGCTGTAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACCCTAT
TTTGTGCATCAGAAGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAGGAGATATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAGATGCAAGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATGCTAAAAGCACTGATAGTAGCATGGGAAAGAATGGTACTAGTAACACTAC
TAGTAGCCCGAGAACGATGGAAGAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATAGGAGAT
AAGAGAAAGAAAGAATATGCACTTTTTTATAGATTAGATGTAATGTCAATAGATAAGGATAACCAAAGTTATG
CATTAATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGCAGTTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTATTAAATGGCAGTC
TATCAGAAGGAGAGGTAGTAATTAGATCTGAAAATATCACGAACAATGTTAAAAATATAATAGTACAGCTGAA
TGAATCTGTAGTAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATAAGCTTCACACCTGGGAGT
ACATTTTATGCAACAGATATAATAGGAAATATAAGACAAGCACATTGTAATATTAGTGCAGAAAAATGGAAGA
GCACTTTAAAAAAGATAGCTACAAAATTAAGAGAACAATTTGAGGATAAGAATAAAACAATATCCTTTGAGCA
CTCCACAGGAGGGGACCCAGAAATCGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACCGCTGTGCCTTGGAATGCCAGTTGGAGTAATAGATCTCTAAATGATATTTGGGAGAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTACTTGAACAATCACAAAAC
CAGCAGGAAAAGAATGAAAAAGACTTATTGGAATTGGATAAGTGGGAGAGTTTGTGGAGTTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATGATAGGTTTAAGAATAGTTTTTAC
TGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCAACTAGCTTGCTTAACGCA
ACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAAAAGTAGTACAAAGGGCTTGGAGAGCTATTCTCA
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>JN248347 
GGTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTTTGTG
TTACTTTAAATTGCACTAATTTAAGGAATAATAATAGTACCAATATCACGACAGGGGGAGGAGAAATAAAAAA
CTGCTCTTTCAACATCACCACAGGCATGCAAACTAAGGTGAAAGACTATGCATTGTTTTCTACATTTGATATA
GTACCAATAGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAAGCTTGTCCAAAGG
TATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAATGAAAAAAA
TTTCAATGGAAAAGGATCATGTAAAAATGTCAGTACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCA



ACCCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAAATCTAGCAATTTCACGAACAATG
CTAGAACCATAATAGTACAGTTGAATGAATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAA
AAGTATACATCTAGGACAAGGGCGAGCATGGTACGCAACAGGAGACATAATAGGAGATATCAGACAAGCACAT
TGTAACCTTAGTAGCACAAAATGGAATAACACTTTAAGACAGATAGTTGAGAAATTAAGAAAACAATTTGAGA
ACAAAACAATAATCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTATAATGCACAGTTTTAATTGTGGAGG
GGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATT
TGGGGATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCCCATG
ATGACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAGAGAAATATACAA
ATTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAGTTGGATAAATGGGCAAGC
TTGTGGAACTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAG
TAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATT
AGCTGTTAGCTTGCTCAATGTCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAA
AGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>JN248353 
GCTGTAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCTAGAGCATATTCTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGAGTTGAAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTTTGTG
TTACTTTAAATTGCACTGATACCAATAGTAGTACTGTGGAAAGGACGGAGGGAGGAGAGGTAAAAAACTGTTC
TTTCAATATCACCACAGAAATAATAGATAAGAAGAAAAAAGAATATGCACTGTTTTATAAACTTGATGTAGTT
CCAATAGAAGATAGTGATAATGCCAGTAATAGTAATTTTTCCAGCTATAGATTGATAAATTGTAACACCTCAG
TCGTTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAAACGTTCGAGGGGAAAGGACCATGTACAAATGTCAGCACAGTCCAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAGTAATTA
GAGTTGACAATCACACGAACAATGCTAACACCATAATAGTGCAGCTGACAGAAGCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAGAGGTATACATATAGGACCAGGGAGAGGAATGTTCTATGCAACAGACATA
ATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAATAAAATGGAATAACACTTTAAAAAAGGTAGCTG
AAAAATTAGGGGAAAAATTTAATCAAACTAAAATAATCTTTAATTCCTCCTCAGGAGGGGACCCAGAAGTTGT
AATGCACATTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCACGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATG
ATACTTGGAGTAATAAAACTCTGAAAGATATTTGGGATAACATGACCTGGATGGAGTGGGATAAAGAAATTAA
CAAATACACAAATACAATATACAACTTGCTTGAAGAATCGCAGAACCAACAAGAACAGAATGAACAAGAATTA
TTGGAATTAGGTAGATGGGCAAACTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTATCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTATTAGCCTGTTTAATGCCATAGCCATAGCAGTAGCTGAAGGGACA
GATAGGATTATAGAAGGATTACAAAGATTTGGTAGAGGTATTCTCCACATACCTAGAAGAATAAGACAGGGCT
TGGAAAGGACTTTGCTTTAA 
>JN248354 
ACTGCAGAGAAATTGTGGGTTACAATCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCTCTGATTATTTGGGAAATAATAATACCAATAGTAATAATACCACTAGTAATAGTGCCAG
TGATAATAGTACCATTAATAATAGTAGTCGGGAAATGATGGGGGGAGAAATGAAAAACTGCTCTTTCAATATT
ACCACAAGCATAGGAGAGAAGGCGAAGAACGCAGCACTTTTTTATAGCCTTGATGTTGAACCAATAGAGAATA
GTAATACTAGCTATAGATTGAGAAGTTGTAACACTTCAATTATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGAAGTTCAATGGC
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTCC
TGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTAATTAGATCTAGCAATTTCACAGACAATGCTAAAATTAT
ACTAGTACAGCTGCAGGAACCTGTAACAATTAATTGTATAAGACCCAACAACAACACGAGAAAAGGTATACAT
TTAGGACCAGGGAGAGCATTATACACAACAGAAATAGTAGGAAATATAAGACAAGCATATTGTAACATTAGTA
GGGAAAAATGGAATAACACTTTAGGAGAGATAGTTAAAAAATTAAGAGAAGAATTTCAGAATAAAACAATAAT
CTTTAATCAATCCTCAGGGGGGGACCCAGAAATAATGATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCATATGATGACATTTGGAA
TAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCTTTATATACACACTAATTGAAGAA
TCGCAGATCCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGT
TTAGCATAACAAACTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTATCATTCGCTGTTAGCTTA



CTCAATGCCACGGCTGTAGCAGTAGCTGAGGGGACAGACAGGGTTATAGAAGGAATACAAAGAGCTTATAGAG
GTTTTATCCACATACCTACAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>JF297222 
GCTGTAGAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCGAAAGCACATAAGACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAATATTTTAACATGTGGAAACATGGCATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTTCCTTAAATTGCACTGATTTGAGAAATGATACTAATACCAATAATAGTAGTAGTAGTAATAGTAGTAGTAG
TAATACCACTCATAGTGCTAGTAATAGTAGTAGTGAGAATAAGATGGACCTAGGAGAAATGAAAAACTGCTCT
TTTAATGTCACCACAGACACAGGAGATAGGGTGGTGCAACGTGCACTTTTTTATAGACTTGATGTAGAACAAA
TAGGTAATAGTACTACTAGCTATAGGTTGATAAAGTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAGGT
ATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAAAGATGAGCAT
TTCAGTGGAAAAGGAAACTGTACAAATGTCAGCACAGTACAATGTACGCATGGAATTAAGCCAGTAGTATCAA
CTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAGGTAGTAATTAGGTCTGACAATTTCACAGATAATGC
AAAAAGCATAATAGTGCAGCTGAGTGAAGCTGTAGAAATTAATTGTACGAGACCCAACAATAATACAAGACAA
GGTATACACCTAGGACCAGGGAGAGCATTTTATTCAACAGGAGACATAATAGGAGATATAAGACAAGCATATT
GTACCCTTAATGAATCAAAATGGAATAATACTTTACAGAAGATAAGTGTAAAATTAAAAGAAATATTTAATAA
TAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGATCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTT
GGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCCTGGA
TTATATTTGGGAAAACATGACCTGGATGCAGTGGGACAAAGAAATTAATAATTACACAGATTTAATATACACC
CTACTTGAAAGTGCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATT
TGTGGAGTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGGT
AGGTTTAAGAATAGTTTTTGCTGTACTATCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTT
GCTGTTAGCTTGCTCGACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTAATAGAAGTAGTACAAA
GAGCTTGTAGAGCTATTCTCCACATACCTACACGCATAAGACAGGGCTTAGAAAGAGCTTTGGTATAA 
>JX446800 
GCTACAGACCAAATGTGGGTCACAGTCTATTATGGTGTGCCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCACATTCCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAGAATTTGATGTGTGGAAAAATGACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAACTGCTCAGATCTTAACTGCACAAATCAGAATAGTACTTCACACTGCACAGTTCAGAATACTAC
TGATAGTGGGATAAGAGACATGAAAAACTGCTCTTTCAATGTTACCACAGAGATAAGGGATAGGGTGCGGCAA
GATTATGCAATTTTTAATAAACTTGATATAGTACCAATAGATAATGATAGTAGGAATGATAGTAGGAATGATA
GCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATGTCCTTTGAACCAATTCC
CATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAAAAGGATCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATG
GCAGTTTAGCAGAAGAGGAGGTAGTAATCAGATCTTACAATTTCTCGGACAATGCTAAAAACATACTAGTACA
GCTGAAAAACTCTGTACAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCA
GGGAGAACATTTTATGCAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAAAAG
AATGGAATGACACTTTAGAAGAGATAGTTGGGAAATTAGGAAAACAATTTAATAAAACAACAATAGTCTTTAA
CCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAG
GCAAGAGTCCTCGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCTACGAGGATATTTGGTATAACAT
GACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGCACTAATATATGATTTAATTGAAAAATCACAA
AACCAGCAAGAAATAAATGAAAAAGATTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TATCAAAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTT
TGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCATTTGCCATTAGCTTGCTTAAC
GCGACAGCTATAGCAGTAGGTGAGGGAACAGATAGGGTTATAGATATAGTACAAAGAACTGGTAGAGCTATTC
TCAACATACCTAGAAGAGTGAGACAGGGTTTGGAAAGGACTTTGCTATAA 
>JX446818 
GCTGCAGAACAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATACAACACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCGCAAGAAATAGTATTAGAAAATGTGACAGAAAAGTTTAATATGTGGAAAAATAACATGGTAGAG
CAAATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCGCTGATGTTACTAAGGCAAATACTACAAATACTACTGAGACCCTTGATAATAATATGAA
AGGAGAGATAAAAAACTGCTCTTTCAATGTCACCACAACTATAAGAGATAGGATAACAAAAGAACATGCACTC
TTTTATAGACTTGATGTAGTACCAATAGAAGATAATAGTAATAGTAGCAATAGTACCTATAGATTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCC
GGCTGGTTTTGCGATTGTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACTATGTAGAAATGTCAGCACT



GTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGCTATTAAATGGTAGTCTAGCAGAAGAAG
ATGTGGTAATTAGATCTGAAAATTTCACAGACAATGTTAAAACCATAATAGTACAGTTGAATGAATCGGTACA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGGCCAGGGAGAGCATTTTATGCA
GCAGGAGATATAATAGGAGATATAAGACAAGCACATTGTGACATTAGTAGTGAAAAATGGAATAAAGCTTTAG
GACAGATAGTTATAAAATTAAGAGAACACTATCAGAATAAAACAATAAAATTTAATTCATCCACAGGAGGGGA
TCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATG
TGCCTTGGAACACTAGCTGGAGTAATAAATCTATAGATGACATTTGGAACAACATGACCTGGATACAGTGGGA
AACAGAAATTGACAATTACACAGGCTTAATATACAACTTACTTGAACAATCGCAGAATCAGCAAGAAAAAAAT
GAACAAGAGTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGCTATGGT
ACATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGTTTAATACCGCAGCAATAATAGTA
GCTGAAGGGACAGATTGGATTATAGAAGTAGCACAAAGATTTCTTAGAGGAATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JX447795 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGAAAGAAGCAACAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTGCAGAGGCACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAACTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATTTAATCAGCTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGAATGATAATGATACTAATATCAATAGTACTACTGCCAATAGTACCAA
TGGTGCTACTGCCAATAGTACGGTGAATAGTACTAATACCCATAGTACAACGGGGGGAATAGAAATGAAAAAC
TGCTCTTTCAATATAACCACAAGCATACAAACTAAGGTGAAAAACCATGCACTTTTTTATAAACTTGATGTAG
TACCAATAAACAATGATAGTGATACTACCAGCTATAGGTTAATAAGTTGTAACACCTCAACCATTACACAAGC
TTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAATGT
AACAATAAAAAGTTTAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGCACACATGGAATTAGGC
CAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTAGATCCAGCAATTT
CACAGATAATGCTAAAATCATAATAGTACAGTTGAATGAAACTGTACAAATTAATTGTTCGAGACCTAGCAAC
AATACAAGAAAAGGTATAAATATAGGACCAGGGCAAGCATGGTATACAACAGACCAAGTAGTAGGAAATATAA
GACAAGCACATTGTAACATTAGTATCACAAAATGGAATAACACTTTAAAATGGGTAACTGAAAAATTAAGAGA
ACAATTTAAGAACAAAACAATAGTCTTTCAGCCACCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTT
AATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGC
TCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAA
TAAATCTATGGAGTATATTTGGCAGAACATGACTTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAACA
GAAATATACACCTTAATTGAACAATCACAGAACAAACAAGAAAAAAATGAACTAGAATTATTGGAATTGGATA
AGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATCTTCATAATGATAGT
AGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCATTAGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAG
AAATAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTT
GCTATAA 
>JX447156 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTGACATGTGGAACAATAGCATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTAAGCTAAATTGCACTGATCTGGTGGGGAATGCTACTAAGGCCTCTAGTAAGATGAAGGAAGGAGGAGAGAT
GAAAAACTGCTCTTTCAATGTCACCACAAGCATAAAAGATAAGATAAAAGACTATGCACTTTTTTATAAATAT
GATGTAATACAACTAGAGGAAAATAAGACCAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAAG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGTG
TAATGATAAAAAGTTCAAGGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATAAGG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAGTAATTAGATCTAGAAACT
TCACAGACAACGCTAAAATCATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGGAAAAGTATACCTCTAGGACCAGGGAAAGCATGGTATGCAACAGGAGACATAATAGGAGAGATA
AGACAAGCACATTGTAGCCTTAGTAGCATAAAATGGAATAACACTTTAAAACAGATAGCTGAAAAATTAAGAG
AACAATTTGGGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAAGGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTA
ATAAATCTTTGGATAAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAGATTAACAATTACACAAA
AGAAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC



ACCATTGTCATTAGCTGTTAGCTTGCTTAATGTCACAGCCATAGTAGTAGCTGAGGGGACAGATAGGATTATA
GAAGTAGTACAAAGAACTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAAGGACTT
TGGTATAA 
>JF297229 
GCTGTAGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACCGAGAGACATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGCACTTGGAAAATGTAACAGAAAACTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCAAGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTAATAGTACCAGTAGTAATGCTACTAATATCAATAACACGATGCTAATGGA
GAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAACCTAAGATAGTAGACTATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGATAATGATACCAGCTATAGGATGATACATTGTAACACCTCAGTCA
TTACACAAGCTTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATCCACAGTTCAATGGAACAGGAAAGTGTAAAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAGATAGTACTTAGAT
CTAGCAATTTCTCAGACAATGCTAGAAATATAATAGTACAGCTGAAAGAACCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGGAAAAGTATACATATAGGGCCAGGGAGAGCAATGTATGCAACAGGACAAATAATA
GGAGATATAAGGAGAGCATATTGTGTACTTAATAGCACAAAATGGAATAACACCTTAAAACAGATAGCTGAAA
AATTAAGAGAACAATTTAGGAACAAAACAATAGTCTTTAAGCACTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTA
GTTGGAGTAATAAAACTCTAAATGATATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGAAAA
TTACACAGGAGAAATATACACCTTAATTGAAAGATCGCAGAACCAGCAGGAGCAGAATGAACTAGACTTATTA
AAATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTAGCTGTCAGCTTGCTTAATGTCACAGCAGTAGTAGTAGCTGAGGGGACAGAC
AGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCTTTTATCCACATACCTAGAAGAATTAGACAGGGCTTAG
AAAGGGCCTTGCTATAA 
>MG989620 
GCTGCAGCAGAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGACGCGAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGAAGCATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
TCCCAGCCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAAAAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
CTATTTTAAAGTGTAAAGATGAAGAGTTGAATAGTAGTAGCAATAGTACTGATATTAGTAACAATAGTACTAA
TAGTACTTGGGGGATGAGAAGGGAAATGCAAAACTGCTCTTTCAATGTCACCACAAACATAGGAGATAAGAGG
CATAAAGAATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATAATGATGATAATAGTAATTGTAGTG
ATAGTAATAAGGCTGAGAATAGTAGTGATACTGATGAGTGTAGGAGGAGTTATAGATTGATAAGCTGTAATAC
CTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGT
TTTGCGATTCTAAAATGTAATGATAAAAAGTTTAATGGGACAGGACCATGTAAAAATGTCAGCACAGTACAAT
GTACACATGGAATTAGACCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAGT
AATTAGATCTGAGAATTTCACAAATAATGCTAGAAATATAATAGTGCAGCTGAAGGAAACGGTAAAAATTGAG
TGTATAAGACCCGGCAACAATACAAGAAGAAGTATAACTATAGGACCAGGGAGAGCATTTTACACAGGAGAAA
TAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACACAATGGAATAAAGCTTTAGAACAGGTAGA
AACAAAATTAAGAGAACAATATAAGCATAATACAACATTCTTTAAGCAATCCTCTGGAGGGGACCTAGAAATT
GTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTATC
TAAGGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAA
CAAAACTTGGAGTAATAAAACTGAAAATGAAATTTGGAATAACATGACCTGGATGCAGTGGGACAGAGAAATT
CAGAATTACACGAAAATAATATACAATCTACTTCAAAAATCACAGAACCAGCAAGAAATGAATGAAAAAGATT
TATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGATT
ATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGGGTT
AGGCAGGGATACTCACCTTTATCGTTTGCTGTTAGCTTGCTTAATACCACAGCTGTCGCAGTAGCTGAAGGGA
CAGATAGGATTATAGAAATAGTACAAATAATTTTTAGAGCTATTCTCTACATACCTAGAAGAATAAGACAGGG
CTTTGAAAGGGCTTTGCTATAA 
>MG989578 
GCTAAAGAGGCCTCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGAGGCTAAAGCATATGATCCAGAGGCACATAATGTTTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAGAAATGACATGGTAGAA
CAGATGAATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAGTTGCACTAACGCCCGTGGCACTAATAGTAGTGCCACTAATAATAGTGAGACTACTAGTACCCC
TACTCCTACCACTAAAAGTAGTATGGACCCAGGAGAGATAAAAAACTGTTCTTTCAATACTACCACAAGTTTA
AGGGATAAGGTGAAGAAAGAATATGCACTTTTTTATAGACTTGATGTAGTACCAATAGGTGATGATAATAATA



CTAATACTAGCTATAGGTTGATAAATTGTAACACCTCAACCATTACACAAGCCTGTCCAAAGGTATCCTTTGA
GCCCATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGACAAGAAGTTTAATGGG
AAAGGACCATGTTCAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGC
TATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCTCGAAAAATCATAAAACTAT
AATAGTACAGCTGAATGAAGCTGTACCAATTCATTGTACAAGACCTAACAACAATACAAGAAAAAGTATACAT
ATAGCACCAGGAAGAGCATTCTATACAACAGGAGAAATAATAGGAAATATAAGACAAGCATATTGTACCCTTA
ATGGAACAAAATGGAATAACACTTTAAAAATGGTAGTTAGCAAATTAAAAGAGCAATTTAATAAAACAATAGT
CTTTAATACATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAATGAGAGTTGGAGTAATAAATCTCTAAAGACAATTTGGGA
TAACATGACATGGATACAGTGGGAAAGAGAAATTAATAATTACACAGAAGAAATATACTCCTTACTTGAAAAA
TCGCAGAACCAACAAGAACAGAATGAAAAAGAATTATTTGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGT
TTGACATAACACAGTGGCTATGGTATATAAGGATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAAT
AGTTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTG
CTTAATACCACAGCCATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAGGGGCTTTTAGAG
CTATTATCCACATCCCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG989587 
GTTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAAACGCATCCACTGCTTTATTTT
GTGCATCAGATGCTAAAGCATATGATCAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTCTAAATTGCACTAATATTACTCCCAATACTGCTAATGGTACTATTAATACCAATGATACCAAGACTGC
TAATAACACTATTGTAAAAGAAATGAAAAACTGCTCTTTCTATGTCACAACAAACATAAGAGATAAAGTGAAA
AAAGAATACGCGCTTTTTATAACCTTGATGTAGTACAGATAGAAGATGAAGATAAGAATACTAATAAGACCAA
CAATATCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTCAG
CCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAATGTAATAATAAGAATTTTAAGGGAA
CAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACT
ACTAAATGGCAGTCTAGCAGAAGAAGAAGTAATGATTAGATCTCAAAACTTTACAGACAATGCCAAAACCATA
ATAGTACAGCTGAATGAAACTGTACAAATTCATTGTACAAGACCCAACAACAATACAAGAAAAAGCATACCTA
TAGGACCAGGGAGAGTATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTTC
TAGAGCAAACTGGACTAGCACATTAGGAAAGGTAGCTAAAAAATTACATAAACAATTTAATAAAACAACAATA
GCTTTTGAGTCATCCTCAGGAGGGGACCCAGAAGTTGTAATGCACCATTTTATTTGTGGAGGGGAATTTAAGC
AGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGACTTTGGGGTTGCTC
GGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTGGAGATTATATTTGG
GAGAATATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACTCCCTACTTGAAA
CATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGCCTATGGAATTG
GTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGA
ATAGTTTTTACTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCCATTAGCT
TGCTCGACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGGGCTGTTAG
AGCTATCCTCCATATACCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTATTATAA 
>MG989506 
GCTGCAGCAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATAAGACAGAGATGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAGTATTGGGGAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATTATCATACTAACAGTAGTGTGAACAGTAGTGTGGAAGAAGGAGAAAAAATGAA
AAACTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCATTGTTTTATAGACATGAT
GTAGTACAACTAGATAGTGGTAATGGTACTAATGGTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTAT
AAAGTGTAACAATAAAACATTCAGTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACGCAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTA
GCAATTTCACAAACAATGCTAGAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACCAGACC
CTACAACAATACAAGAAAAAGTATACATATAGGACCAGGACGAACATGGTATGCAACAGGAGAAGTAATAGGA
GACATAAGAGCAGCATATTGTACCCTTAATAGCACAAAATGGAATAACACTTTAAAGCAGATAGTTAAAAAAT
TAAGAGAACAATTTGGGAATAAAACAATAGCTTTTAAATCACCCTTAGGAGGGGACCAAGAGATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTTATTTGCCCCACTGTTGTGCCTTGGAATACTAGTT
GGAGTAATAAGTCTTATGAAGAGATTTGGGAAAACATGACCTGGATACAATGGGAAAGAGAAATTGACAATTA
CACAAAAGAAATATACACTTTAATTGAAGAATCGCAGAACCAACAGGAACTGAATGAACTAGACTTATTAAAA
TTGGATGAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGCTGTGGTACATAAAAATATTCATAA



TGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTAGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGG
ATTATAGAAATAGTGCAAAGAGCTTATAGAGCAATTCTCCACATACCTACAAGAATAAGACAGGGCCTCGAAA
GGGCTTTAGTATAA 
>MG989541 
GCTGCAAAAGAAGAAAAAACGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAGATACCACTC
TATTTTGTGCATCAGATGCTAAAGCATACAGCACAGAGGCACATAATATCTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAGTAGAATTAAAAAATGTGACAGAAAATTTTAATATGTGGACAAATAACATG
GTAGAGCAAATGCAGGAGGATATAATCAGTTTATGGGATCACAGCCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTACTTTAAACTGCAACAATCTTACTGAGGTTAATAGTACTACAAATAGTACTGATAGTTTGAAGAT
GGAAGTAGGAGAGATGAAAAACTGCTCTTTTAATGTCACCACAAATATAGGGAATAGGAAGAACGAACATGCA
CTTTTTTATAAACTTGATGTAGTACAACTAAAAGAAAATGATACTCATAGCTATAGACTGATAAATTGTAATA
CCTCAGTCATTAAACAGACCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTTTTGTACCCCGGCTGG
TTTTGCGCTTCTAAAATGTAACGAAAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGCATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAACTTCACAAACAATGTCAAAACCATAATAGTACAGCTAAATGAATCTATAGAGATTAA
TTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATAGGGCCAGGGGGGCCAATTTATACAACAGGA
GACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGGGCAAAATGGAATAACACTTTAAGACAGA
TAGCTATAAAATTAAGAGGCATATATCATAAAGCAAAAATAATCTTTGAGGCACCCGTAGGAGGGGATCCAGA
AATTGTAACTCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGTTGCGCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACACTAGCTGGAGTAATAGAACTCTGGATGGGATTTGGGACAACATGACCTGGATAGAATGGGAAAGAGA
AATTGACAATTACACAGAGGTAATATACAGGTTACTTGAAGACTCACAGAACCAGCAAGAAAAGAATGAACAG
GAATTGTTGGAATTGGACAAATGGTCAAATTTGTGGAATTGGTTTAATATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAA
GGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTTTAGAGGAATTCTCCATATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGTCTTTGCTATAA 
>MG989610 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAACCCACAAGAAATAAGATTGGAAAATGTAACAGAAAACTTCAACATGTGGAAAAATCCCATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAGAGTTAACCCCACTCTGTG
TCATTCTAAACTGCACTGATGTTAATGCAACTGATACTAATGCAACTGCTATTAATGCAACTATAGTGGAAAA
TACTGGAGAGATAAAGAACTGTTCTTTCAATGTCACCACAGAGATACAAGGGAAGAAGAAGAAAGACTATGCA
CTTTTTTATAGCCTTGATATAGTGCCAATAAAAGATAAAAATGATACTAATAGCAGATATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTAAGCCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGCTTTTAACGTGTAACGATAAAAAGTTCAATGGAACAGGGCCATGCTCAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCGGAAGAAG
ATATAATAGTTAGATCTGAAAATTTCTCGGACAATGCTAAAAACATACTAATACAGCTGAATGACTCTGTAGT
AATTACCTGTACAAGACCCAACAATAATACAAGAAAAAGTATACACATGGGACCAGGGAGAACAATTTATGCA
ACAGGAAGCATAATAGGGGATATAAGACAAGCACATTGTAACATTAGTGGAGAAAAATGGAATAAGACTTTAA
GACGGATAGCTATAAAATTACAAGAACAATATAATAATTATACAATAATTTTTAAGAACTCCTCAGGAGGGGA
CCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATGCTAGTTGGAGTAATAAAAACCTAACAGAAATTTGGAATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTACACAGGCATAATATACAACTTACTTGAAAAATCGCAGAACCAGCAAGAAATAAAT
GAACAAGAATTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTCGCTGTTAGCTTGTACAACGCCATAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAATAGGACAAGGAGCTATTAGAGCTCTCCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGTTTTTGGTATAA 
>MG989551 
ACTAATCAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACGCAGTTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGAGATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TCACTTTAGATTGCACTAATATAACTCAGTGTAACGGGACACAGGCAGGAGTAAATTGCACTGATTCAAATCA
CAATGCCACTACAGTTGGGGGACAAGAGATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATCAG
AAGAAGAAAGAATATGGACTTTTCTATGACCTTGATATAGTAGCAATAGGTGATAAAAATAGTAGTACCTATA



GGTTGAAAAGTTGTAACACCTCAGTTATTAAACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAATTTTAGTGGATCAGGACTATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTA
TAGCAGAAGATGAGATAGTAATTAGATCTGAGAATTTCACAAACAATGCTAAAACTATAATAGTACAGCTGAA
CCATTCTGTAGAAATTAATTGTACAAGACCTAACAACAATACAAGAAGAAGTATACATATAGCACCAGGGCAA
GCATTTTATGCAACAGGAAGTATAATAGGAAATATAAGACAAGCACATTGTAACGTTAGTAAAGATCAATGGA
ATGACACTTTAGAACAAATAAGGGGAAAATTAAGAAAGCAGTTTAATACTAGTACAATAATTTTTGAGCAACC
CTCAGGAGGGGACCCAGAAATCGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGA
CYCCTGGCTGTAGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGCTGGAGTAGTAAAAAGTATGAGGACATCTGGGGTAACATGACCTG
GAGGCAGTGGGAAGGAGAAATTGACAATTACACAAACTTAATATACAGCTTAATTGAGGAAGCGCAATACCAG
CAAGAAAAGAATGAGCAAGAATTATTGGAATTGGATAAATGGACAGGCTTGTGGAGTTGGTTTAACATAACAA
ACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTGTTAGCTTGCTAAACGCCACA
GCTATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGCAAGAAGAGCTTTTAGAGCTATACTCCACA
TACCTACACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>U39258 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCAGTAGTCCGATGGGGGGAGGAGAGATAAAAAA
CTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCACTTTTTTATACAGTTGATGTA
GTACCAATAGATGATGATAATACCAGCTATAGGTTGCTAAATTGTAACACCTCAGTCATTACACAGGCTTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAA
TAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAGTGTACACATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCACGG
ACAATGCTAGAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAAAGTATACCTCTAGGACCAGGGCAAGCATGGTATACAACAGGACAAATAATAGGAGATATAAGACAA
GCACATTGCAACCTTAGCAGCACAAAATGGAGGAACACTTTAGAACAGATAACTGAAAAATTAAAAGAACAAT
TTGGGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAAGGCACACTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAT
CTCTGAATGAGATTTGAAATAATATAACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGAGAAAT
ATACACCTTAATTGAAGAATCGCAGAACCTACAAGAAAAGAATGAACTAGAATTATTGGAATTGAATAAGTGG
GCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCAGT
GTCATTAGCTGTTAGCTTGCTCAACACCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGTTCTAGAAGTA
GTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTCAAAAGGGCTTTGCTAT
AA 
>DQ354116 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACTCACAGA
CCCCAGCCCACAAGAAGTAGCACTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTGATTATGCTACTAATACCAGTAGTGCTACTAATACCAGTAGTGTGGAGGAGGTAGA
AAAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTAAAAGATTATGCACTTTTTTAT
AAAAGTGATGTAGTACCAATAGATAATGATAATACCAGCTATAGGTTAATAAAATGTAACACCTCAGTCATTA
CACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTGT
AAAGTGTAACAATAAAAAGTTCAATGGAACCGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAGTAATTAGATCTA
GCAATTTCTCGGACAATGCTAAAATCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGGGCATGGTTTGCAACAGGACAAATAATAGGA
AATATAAGACAAGCACATTGTAACCTTAGTAGCACAAAATGGCATAACACTTTAAGACAGATAACTGAAAAAT
TAAGAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTCAAATGCA
CAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGTTGTGCCTTGGAATGCTAGTT
GGAGTAATAGAACTCATGATCAGATTTGGAATAATATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAAAAGAAATATACACTTTAATTGAAGAATCGCAAAACCAACAAGAGAAGAATGAACTAGAATTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAA



TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTGGCTGTTAGCTTGCTCAATGCCACAGCWATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>DQ354118 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAGCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGGAAAATATCATGGTAGAC
CAGATGCATGAAGATATAGTCAGTTTATGGGATCAAAGCCTAAGGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAGGAATGCTACTACTAATACCAGTAGTACTAATACCAGTAGTATAATGGA
GGGAGGAGAAATGAAAAACTGCTCTTTCAATATTACCACAAGCATAAACACTAAGGTGAAAGACCATGCACTC
TTTTATACACTTGATGTAACACCAATAGATAATACAGATAATACCAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTACAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAA
TTAGATCTAGCAATTTCTCGAACAATGCTAAAGTCATAATAGTACAGTTGAATGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACTAGGACGAGCATGGTATACAACAGGACAA
ATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAGCGCAAAATGGAATAACACTTTAAAACAGGTAG
CTGAAAAACTAAGAGAACAATTTGGGAACAAAACAATAGTATTTAAGAATTCCTCAGGAGGGGACTTAGAGAT
TGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGTTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTTATTCAGACATTTGGGATAATATGACTTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAAAAGAAATATACACCTTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACTAGAC
TTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGCTTGTTTAATGTCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>DQ354119 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGAYGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGCGTACCCACAGA
CCCTAACCCACAAGAAATAGTATTGGAGAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATTTGAATAGGAATAACACTGATTTGAATAGTACTAACACCAATAATAGTACTAA
CACCAATAATAGTAGTTGGGAAGAGATGAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTG
CAGAAAGAATTTGCACTTTTTTATAGACTTGATATAGTACCAATAGATAATAAGGATAATAAGGATAATACAA
GCTATATGTTGATAAACTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTGTCCTTTGAACCAATTCC
CATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCA
TGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGCTAAACG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATACTAAAACTATAATAGTACA
GCTAAATGCATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATAAATATAGGACCG
GGGAGAGCATTTTGGGCAACAGGAGGTATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAAATCAA
AATGGAAGAATGCTTTAGGACAGATAGCTGAAAAATTAAAAGAACAATTTGGGAATAAAACAATAGTCTTTCA
GCCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGAATAACAT
GACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAA
AACCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTT
TACTGTACTTTCTCTAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTCGCTATTAGTTTGCTTAAT
GCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTGGTAGAGCTATTC
TACACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGACTTTGCTATAA 
>AY945711 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGAATGAAGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTGCTTTAAATTGCACTAATTTAGGGAATGCTACTAATAACAGTAGTATGATGGGAGAAATGAGAAACTGCTC
TTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCACTTTTTTATAAAATTGATGTAGAACCA
ATAGATAATACTAGCTATAGGTTGAGACATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCT



TTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAA
TGGAACAGGACCATGTACAAATGTCAGTACAGTACAGTGTACACATGGAATCAGGCCAGTAGTATCAACTCAA
CTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAGTAATTAGATCTAGCAATTTCTCGGACAATACTAAAA
TCATAATAGTGCAGCTGAAGGAATCTGTAGAAATTAACTGTACAAGACCCAACAACAATACAAGAAAAAGTAT
AAATCTAGGACAAGGGCGAGCATGGTATACAACAGGAGAAATAACAGGAGATATAAGAAAAGCACATTGTAAC
ATTAGTATCACAAAATGGAATAACACTTTAAAAGAGATAACTAAAAAATTAAGAGAACAATTTGGGAACAAAA
CAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATT
TAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGT
TGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGAACTATGAAGGAGA
TTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACACCTTAAT
TGAAGAATCACAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGG
AATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTT
TAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGT
TAGCTTGCTTAATACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCT
TATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGACTTTGGTATAA 
>HM215431 
GCTGCAGACCAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAGTCCACAAGAATTGGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTACTATCACTAATAGTAGTACTACCACTAATAGTAATACTACCGCTAATAGTAGTAG
GATAGTAGAGGAAGAAATGAAAAACTGCTCTTTCAATATCACTGCAAGCATAAGAGATAAGGTTCAGAAAGAA
TATGCACTTTTTCATACACTTGATGTAGTACCAATAAATGAAGGTGGTAGTAACAGTACATATAGGATGATAC
ATTGCAACACCTCAGTCATTACACAGTCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAAGTGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGGATCAAGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATATCTCAGACAATACTAAAACCATAATAGTACACCTGAATAAATCTGT
ATACATTAATTGTACAAGACCCAACAACAATACAAGGAGAAGTATACATATAGGACCAGGGAGAGCATTTTAT
ACAACAGACATAATAGGAAATATAAGAGCAGCACATTGTACCATTAATAAAACACAATGGAGTGACACTCTAA
AAAAGATAGTTATAAAATTAGGACAACATTTTAAAAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAACTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATGCTAGTTGGAGTAATAAAACTTTAAAGAATATTTGGGGTAACATGACCTGGATGCAGTGGGA
AGAAGAGATTGACAATTACACAGACTTGATATACACTTTAATTGAAGAATCGCAAGTCCAGCAAGAAAATAAT
GAAAAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACACTGGCTGTGGT
ACATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTCAGCTTGCTGAATGCCACAGCTATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAAGTAGTACAGAGAGCTTGTAGAGCTATTATCCACATACCTAGAAGAG
TGAGACAGGGCTTAGAAAGGGCTTTAATATAA 
>HM215435 
GCTGTAGAACAATTGTGGGTCACAATCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTACTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGAATGAGGATGTAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCAGTAAGGTGAACAATACTACTCATAACATTACTAATGATGAGGCAGGATTAAAAAACTG
CTCTTTCAATATCACCACAAACATGAAAGATAAGGTGCAGAAGGAACGTGCACTTTTTTATGATCTTGATATA
ATAGCAATAGATAATGATAAGAATAGTAGTAAGAGTAATAGTAGTTATAGGTATAGGTTAAGAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAG
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGACATAA
TAATTAGATCCGAAAATATCACGAGTAACAGTAGAAATATAATAGTACAGCTGAACGAAACTGTAAAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTATAGGACCAGGGAGAGCATGGTATGCAACAGGA
GATATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGCAGAATGGGAGAAAACTTTAAAGAGGG
TAGCTGAAAAATTAAAAGAACAATTTGATAATACAACAATATTCTTTAATCAATCCGCAGGAGGGGACCCCGA
AATTGCAATGCACAATTTTAATTGCAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGCAATAAAAGTCTAAGTGAGATTTGGGACAACATGACCTGGATGCAGTGGGAGAGAGA
AATTGACAATTACACAGGCTTAATATACAACTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAA
GATTTATTGGCATTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTTATACTTTCTATAGTAAATAG



AGTTAGGCAGGGATACTCACCCTTATCGTTCGCTATTAGTTTGCTTAACGCCGCGGCTATAGCAGTAGCTGAG
GGGACAGATAGGATTGTAGAAGTATTACAAAGAATTGGTAGAGCTATTATCCACATACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGGCTTTGGTATAA 
>EU839606 
GCTTCAACAAAGTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAAGTGGAATGATAGGACTAATGTCACTGATAGTGTTGAGAAAGGAGAAATAAA
AAACTGCTCTTTCAATGTCACCACAGCAGTAAGAGATAAGGTGCAAAAAACATATGCATTATTTTATAGGCTT
GATGTAGTACCAATAGATGATAAACAGGATAATAGTAGCAGTAATAGTAGTAGCTATAGATTGATAAATTGTA
ATACCTCAAGCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACTCCAGC
TGGTTTTGCGCTTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACAAACAATGCTAACCATAATAGTACAGCTGAATGACTCTGTAGTAATTA
ATTGTACAAGACCCAACAACAATACAAGAAGAAGTATAACTATAGGACCAGGGAGTGTATTTTATACAGGAGA
AATAATAGGAGATATAAGACAAGCACATTGTAACCTTAATAGGACAAAATGGATGAACACTTTAGAACAGGTA
GTTATAAAATTAAGGGAACAATTTGGGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAA
TTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATA
CCTAGGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTTCCTTGG
AACGCTACTTGGAATAATAGATCTGTGGATTATATTTGGCAGAACATGACCTGGATGCAGTGGGATAGAGAAA
TTAACAATTACACAAACCTCATATACAGCTTACTTGAGAATGCGCAGAACCAGCAAGAACTTAATGAACAAGA
ATTATTAGAATTGGACAAGTGGTCAAATTTGTGGAGTTGGTTTTCCATAACAAATTGGCTGTGGTATATAAGA
TTATTCATAATGATAGTAGGTGGCCTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAG
TTAGGCAGGGATACTCACCAATATCATTTGCTGTTAGCTTGTTTGATACCATAGCTTTTGCAGTAGCTGAGGG
GACAGATAGGGTTATAGAAGTAGTGCAAAGAATTTTTAGAGCTATCCTCCACATACCTACAAGGATCAGACAG
GGCTTGGAAAGAGCTTTATTATAA 
>EU839607 
GCGACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTAAATTGCAGTGATTGGGGGAATAGTTCTRGTAGCAATAGTTCTAGTAGCACTAACAGTAGTTGGGA
CCAAGTAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCTCAGGCATAAGAGATAAGATACAGAAA
GAATATGCATTTTTTAATAAACTTGATGTAATACCAATAGATGATAATAAGAATAGTAGTAGTAATAATACTA
GGAACTATAGATTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAAT
TCCCATCCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAGGATAAAAAGTTCAATGGAACAGGA
CCATGTAAACATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGTTAA
ATGGCAGTCTGGCAGAGGAAGAGGTAATAATTAGATCTGAAAACTTCACGAGCAATCATAGAATTATAATAGT
ACAGCTGAATGAAACTGTAAAAATTAATTGTACAAGACCCAACAACAATACTAGGAAAAGTGTACATATAGGA
CCAGGGAGAGTATTTTATGCAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAAACG
CATGGATTGGCGCTTTAAAACGGGTAGCTATAAAATTAAGAGAACAATTTGAGAATAGAACAATAAATTTTAC
TCAACCCTCAGGAGGGGACCCAGAAATTGTACTGCACAGTCTCAATTGTGGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACCGCTGTGCCTTGGAACACCAGTTGGAGTAATAAATCTCTGGATGAGATTTGGGACAACAT
GACCTGGATGCAGTGGGATAGAGAAATTAACAATTACACAAACTTAATATACACCTTGCTTGAAGAATCGCAG
AACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACA
TAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTGAATAGGGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAAT
GCCACAGCTATCGCAGTAGGTGAGGGGACAGATAGGATTATAGAAATAGCACAAACAATTTTTAGAGCTTTTC
TCCACATACCTAGAAGAATAAGACAAGGCTTCGAAAGGGCTCTGCTATAA 
>HQ217662 
GCTGCAGACAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCGACCACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGAAAAAGAGGTACATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGATAATAAAAGTATTGCAAATTGCACTGATTTGCAGAATGGTAA
TGAAAGTATTGACACTAGTCAAGAACAAGGAGAAATAAAAAAATGCTCTTTCAATGTCACCACAGGCATTAGA
GATAAGATGCGGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACAAATAAATGATGATAACAATACTA
ACAACAATACTAACAGCAGCTATAGTGAATATAGATTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTG



TCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAT
GATAAGAAGTTCAATGGAACAGGACGATGTGAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAG
TAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCAC
GAACAATGCTAAAACCATAATAGTGCAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAAT
ACAAGAAGAGGTATAACTATAGGACCAGGGAGGGTATTTTATACAGGGGAAATAATAGGAAACATAAGACAAG
CACATTGTAACATTAATGGAACAGAATGGAACAACACTTTAAGACAGATAGTTATAAAATTGAGAGAACAATT
TGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGATCCAGAAATTGTAATGCACATGTTTAATTGT
GGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGG
GGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTACCTTGGAATACTAGTTGGAGTAATAGAAA
TCTAACAGATATTTGGGATAACCTAACCTGGATAAAGTGGGATAGAGAAATTAACAATTACACAGCTTTCATA
TACAACTTACTTGAAGAAGCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGG
CAAGTTTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGTACATAAAAATATTTATAATGATAGTAGGTGG
CTTAATAGGTTTAAGAATAGTGTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTA
TCATTTGCTGTTAGCTTGCTTAATGTCACCGCTATCGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAG
TACAAAGAGTTTTTAGAGCTATTCTTCACATACCTACAAGAATTAGACAGGGCTTGGAAAGGGCTTTGCTATA
A 
>EU839608 
GCTGCAGAAAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTCAAGCATATAAAGAAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACGCGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATACTTTGAGGAATAATACTGCTAATATCACTGACGGGATAGAGAAAGGAGAAAT
AAAAAACTGCTCTTTCAATGTCACCACAGGCATAAGAGACAAGATACAAAAAGAATATTCACTTTTTTATAAA
CTTGATGTAGTACAAATAGATGATAATAATAATAATACTAATAGTAGTTACTATAGATTGATAAATTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAATGTAATGAGAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAG
TGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAG
TAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGTTAAAGGAACCTGTAATAATTAA
CTGTACAAGACCCAACAACAATACAAGAAGAAGTGTACATATAGGACCAGGGAGTGTATTTTATACAGGGGAA
ATAATAGGAGATATAAGGAAAGCATATTGTACCCTTAATGTAACAGAATGGAATAACACTTTAAAACAGGTAG
TTGAGAAATTAGGAGAACAATTTGAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCCACACTGCTGTGCCTTGGA
ATGGTAGTTGGAGTAATAAATCTCTGAGTAATATTTGGGAGAACATGACCTGGATGGAGTGGGATAGAGAAAT
TAACAATTACACAAACTTAATATACACCTTACTTGAGGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAA
TTATTAGAATTGGATAAATGGTCAAGTTTGTGGAATTGGTTTGACATAACGAAATGGCTGTGGTATATAAGAT
TATTCATAATGATAATAGGTGGCTTAATAGGTATAAGAATAGTTTTTGCTGTACTTTCTATAGTGAAAAGAGC
TAGGCAGGGATACTCACCATTATCGTTAGCTATTAGCCTGCTTAACGCCATCGCTATTGCAGTAGCTGAAGGG
ACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGCTAGAGCTATTCTTAACATACCAAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTGTAA 
>EF593260 
GCTGACGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTATTTT
GTGCATCAGACGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAGGTAGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGACTTTAAATTGCATTGATATTAATACTAATGGCACTAATAGCACTAACAGCTGGGATAAAGTAGAGAGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAGATATAAAAGAAAGTGTACGAGGATATTCACTTTTTAAT
AAACTTGATGTAATACCAATAGAAGATAATAATAATAAAACTAATGGAAGTCATAGTAACTATAGATTGATAA
ATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGACCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACGTTTAATGGAAAAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAATAATTAGATCTGAAAATTTCACAGAAAATACAAAAATCATAATAGTACAGTTGAATGAAACTGT
AACAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATATGGGACCAGGGAAAGCATTTTAT
ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGAACACAATGGAATAACACCTTAA
AAAGGGTAGTTGAAAAATTAAGAGAACAATTTGGGAATAAGACAATAATCTTTAATCAATCCACAGGAGGGGA
CGTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAACGCCAGTTGGAGTAATAAATCTCTAGATAAGATTTGGAATAACATGACCTGGATGGAATGGGA
GAGAGAAATTGACAATTACACAGGCCACATTTATAACTTACTTGAGCAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACACAATGGCTGTGGT



ATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATGCTATAGCCATAGCAGTA
GGAGGGGGAACAGATAGAGTTATAGAAATAGTAAGAGCAGCTTTTAGAGCTATTATCCACATACCCAGAAGAA
TAAGACAAGGCTTGGAAAGGGCTTTATTATAA 
>EU578580 
GCTGCAGAACAATTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGGACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAGGTAGTATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATAGGGAGGGTACTAATAGTACTAATACCACTAGCAGTTGGGGAAAGGTAGAGAA
AGGAGAAATAAAGAACTGCTCTTTCAATATCACCACAGGCATAAGAGATAAGGTGCAGAAAGTATATGCAACT
TTTTATAAACTGGATGTAATATCAATAGATAATAGTAGTAACTATAGATTGATAAATTGTAATACCTCAGTCA
TTACACAAGCCTGTCCAAAGGTTTCCTTTGAACCAATTCCCATATATTATTGTACCCCAGCTGGTTTTGCGAT
TCTAAAATGTAATGATAAAACGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTAGTGTCAACTCAATTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGAT
CTGAAAATTTCACGAACAATGCAAAAACCATAATAGTACAGCTGAATGAATCTATAGCAATTAATTGTACAAG
ACCCAACAACAATACAAGAAGAAGTATACATCTAGGACCACTGAGTGCATTTTATACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAGCACAATGGGATAACACTTTAAGAAAGATAGTTATAAAAT
TAAGAGAACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTTTTAATTGTGGGGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTGAGGGAT
CAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCAGGTGCACCACCTCTGTGCCTTGGAACATCAGTT
GGAGTAATAAATCTCTGGAGGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAATTGGCAATTA
CACACAATTAATATACACCTTAATTCAAGAATCGCAAGACCAGCAAGAAAAGAATGAACAAGAATTATTAGAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAGATATTCATAA
TGCTAATAGGAGGCTTGATAGGATTAAGGATAGTTTTTGCTGTATTTTCTATAGTGAATAGGATTAGGCAGGG
ATACTCACCATTGTCATTAGCTGTTAGCTTGCTTGATGCCACAGCTATCGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGCAATAAGAGGAGGTTTTAGAGCTCTTCTCCATATACCTACAAGAATAAGACAGGGATTAGAAA
GGCTTTTGCTATAA 
>EU578603 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAGCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTTCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGATGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAGAATTAACCCCACTCTGTG
TTACATTAAATTGCACTGATGTTGAGAGAAATGATACTAGTAGCAATAGCAGTAGTGTTAAGAACAATAATAC
TAGTAGCACTAACAGGAGCAACTGGGAAAAGGGAGAGAAAGGAGAAATAAAAAACTGCTCTTTCTATATCGAC
ACAGGTATAAAAGGTAGGGTGCAAGAATATTCTCTTTTTCATAAACTTGATGTAGTACCAATAGATGGTAGGA
ATGCTTCTAGTAATAGATTTATATTGATACATTGTAATACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATC
CTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTC
AATGGAACAGGACCATGTACAAATGTCAGCACAGTACACTGTACACATGGAATTAAACCAGTAGTGTCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGATCTGAAAATCTCACAGACAATGCTAA
GACCATAATAGTACATTTGAAAGAACCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGC
ATACATCTAGGAGCAGGAAGAGCATTATATACTAATGGAGAAATAATAGGAAATATAAGACACGCACATTGTA
ACATTAGTAGAACACAATGGAATAAAACTTTAGGAGAGATAGTTAAAAAATTAAGAGAAAAATTTAGGAATAA
AACAATATTCTTTAATCAATCCTCAGGAGGGGACGTAGAAATTGTAATGCACAGTTTTAATTGTCAAGGGGAA
TTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTAGATTA
TATTTGGGGTAACATGACCTGGATGCAGTGGGATAAAGAAGTTAGTAATTACACACAATTAATATACACTTTA
CTTGAAGACTCGCAGAACCAGCAAGAAAAGAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAATTTGT
GGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGG
TTTAAGAATAGTTTTTGCTGTAATCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
GTCAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTGCAAAGAG
GCTTTAGGGCTATTCTCCACATACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF277060 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGTTGGGGAAAGGTACTAGTGCTAATGCTACTAGTGCTAATGTCACTAGTGA
GAAAGGGGAAATAAAAAACTGCTCTTTCAATATCACCACAACATTAAGAGATAAGGTGCAGAAAGCACATGCA
TTGTTTTATAGACTTGATGTAGTACCAATAGATGATAATAATGATAATAGTAGCAGTAGCTATAGATTGATAA



ATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTAC
CCCGGCTGGTTTTGCGCTTCTAAAATGTAATAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGAAAACTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGACTCTGT
AGTAATTAATTGTACAAGACCCAACAATAATACAAGAAAAGGTATAACTATAGGACCAGGGAGTGTATTTTAT
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTGCAAAATGGAATAACACTTTAA
AACAGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
TCCAGAAATTGTATTGCACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAACGCTAGTTGGAGTAATAAATCTGTTGATTACATTTGGGATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAACAATTACACAAACTACATATACACCTTACTTGAAGATGCGCAGAACCAGCAAGAAAAGAAT
GAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAAGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGTTTGATGCCATAGCTATCGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGTGCGCAGAATTTTTAGAGCTGTTCTCCACATACCTACAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGTTA 
>AF277055 
GCTGCAGAACAAGAACAAGGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTCTGTGCATCAGATGCCAAAGCATATGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACC
CACAGATCCCAACCCACAAGAAGTAATGCTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTACTTTAAATTGCAGTGATACCTGGAGAAATGATACTAATGCCACTGCCAGTAGTTGGGAAAAGGG
AGAGAAAGGAGAGATAAAAAACTGCTCTTTCAATGTCACCGCAGGCATAAGAGATAAGGTGCAGAAAGAATAT
GCACTTTTTTATAAACTTGATGTAATACCAATAGATAATAATAATGGTAGTGAAAATAGTAGCTATGGTAGCT
ATAGATTGATAAATTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACACTATTGTGCCCCGGCCGGTTTTGCGATTCTAAAGTGTAATAATAAGAAGTTCAATGGAACAGGACCATGT
ACAAATGTTAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACCCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATTATAATAGTACATCT
GAATAAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATGGGACCAGGG
AAAGTATTTTATACAGGGGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCGGCATGGA
ATAACACTTTAGAACAGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAAGCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATATCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTCTGGATGAAATTTGGAATAATATGACCTG
GATGCAGTGGGATAGAGAAATTGACAATTACACAAACTTAATATACAGCTTACTTGAAGAATCGCAGAACCAG
CAAGAGAAGAATGAAAAAGATTTATTAGAACTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAA
GCTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
ACTTTCTATAGTGAATAGGGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGCTTGCTTAATGCCACA
GCTATCGCAGTAGCTGAGGGAACAGATAGGATTATAGGAGTAGTACAAAGAATTTGTAGAGCTATTATCCACA
TACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF593245 
GCTACACAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTATGTGAAAAATGATACTAGTAGCACTAACAGTAGCAGCTGGGAGAAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGATGCAGAGGGAATATGCACTTTTTTAT
AAACTTGATGTAATACCAATAGATAGTGAGAATAATAGTAATATAAATAGTGGGAATAATAGTAATAGTAATT
TTAGTAGCTATAGTAATTTTAGATTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATC
CTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCTAAAGTGTAATGATAAAAAGTTC
AATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTC
AACTGTTGTTAAATGGCAGTCTAGCAGAAGAGGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGTTAA
AACCATAATAGTACATCTGAATAAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGT
ATACATATGGGACCAGGGAAAGCATATTTTACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACA
TTAGTAGAAAAGAATGGAATGACACTTTAAAACAGATAGTTATAAAATTAGGAGAACAATTTAGAAATAAAAC
AATAGCCTTTAATCAATCCTCAGGAGGGGACATTGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCTAGTTGGAGTAATAAATCTCAAGAGGAGAT
TTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAACAATTACACAAACCTCATATATACCTTACTT
GAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGACTTATTAGCATTGGATGAATGGGCAAATTTGTGGA



ATTGGTTTGCCATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGCGGCTTGATAGGTTT
AAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTT
AGCTTGCTTGACGCCATAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTTATAAAAGTAGTACGAAGAGCCT
TTAGAGCTATTCTCCACATACCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF277070 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACCTTAAATTGCACTGATAAGTTGAGAAATAATATAAGTGACACTAACAGTAGCAGCTGGAAACAGGAAGG
AGAAATAAAAAACTGCTCTTTCAACATCACCACAGGCATAAAAGGTAGGGTGCAAGAATATTCACTTTTTTAT
AAACTTGATGTAATACCAATAGATAGTAGAAATAATTCTGATAATAGTACTGAATTTAGGAGCTATAGATTAA
TAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTATTATTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCAAAAACCATAATAGTACAGTTGAATGAATC
TGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATGGGCCCAGGGAAAGCATTA
TTTACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCACAATGGAATAACACCT
TAAAACAGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCTTCAGGAGG
GGACATAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTA
ATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAACTGAGATCTGGGATAACATGACCTGGATGGGGTG
GGAGAAAGAAATTGACAATTACACAAAACTCATATATACCTTACTCGAGGAATCGCAGAACCAGCAAGAAAAG
AATGAACAAGAATTATTAGAATTGGACAAGTGGGCAAATTTATGGAATTGGTTTGACATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCAGTATCATTTGCTGTTAGCTTGCTAAATGCCACAGCTATAGCA
GTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACGAAGGGCTTTTAGAGCTGTTCTCAACATACCCGTAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF277072 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGATTTGAATAATGTTACTTATGTTAATATCACTGAAAAAGGAGAAATAAAAAA
CTGCTCTTTCAATATCACCACAGAAGTACAAGATAAGATGAAAAAAGCATATGCATTCTTTTATAGACTTGAT
GTAGTACCAATAGATGATAATCATGGTAATAGTAGCAGTAATAGTAGCAGTAATTATAGATTGATAAATTGTA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCACCGGC
TGGTTTTGCGATTCTAAAATGTAATAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGTAAT
TAATTGTACAAGACCCAACAATAATACAAGAAGAGGTGTAACTATAGGACCAGGGAGAGTATTTTATACAGGA
GAAGTAACAGGAGATATAAGACAAGCACATTGTAATGTTAGTAGGACAAGATGGAAAAACACTTTAAAACAGG
TAGAGATAAAATTAAAAGAACAGTTTGGGAATAAAACAATAAACTTTAGTCAACCCTCAGGAGGGGATCCAGA
AATTGTACTGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGA
TACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAACACTAGTTGGAGTAATAAATCTCTTAATGATATTTGGGATAACATGACCTGGATGCAGTGGGACAGAGA
AATTAACAATTTCACAGAATACATATACACCTTACTTGAAAATGCGCAGAACCAGCAAGAAAAGAATGAACAA
GAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTGATGCCATAGCTATCGCAGTAGCTGAG
GGAACAGATAGGATTATAGAAATAGTGCAAAGAATTTTTAGAGCTTTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTGGAAAGAGCTTTGTTATAA 
>AF277073 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAT
CAGATGCATGAAGATATAATCAGTCTATGGGATAAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATAATTTGAGAAATGATGATAAAAGCACTAACAGTAACAGCTGGGAAGTAGAGGT
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGAATAAGAGATAGGTTTAAGCAAGAATATTCACTC
TTTTATAAACTTGATGTAATGCCAATAAATGATACTAATAGTAGTAATAATGTTAGTAGCAATTATAGTAGCT



ATACATTGGTACATTGTGATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAACTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAATTCAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAGGAAGAGGTAGTAATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGTT
AAATGAATCTGTAGCAATTAATTGCATAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGG
AGAGCATTCTATACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAGAGCAAAATGGA
ATGACACTTTAGAACGGATAATTATAAAATTAAGAAAACAATTTGGAAATAAAACAATAGTCTTTAAGCAAAG
CTCAGGAGGGGACGTAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGTTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTAGATAAGATTTGGGATAACATGACCTG
GATGGAGTGGGAGAGAGAAATTGACAATTACACAAACCTCATATATACCCTACTTGAAGAATCGCAGAACCAG
CAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGCATAACAC
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGATTGATAGGTTTAAGAATAGTTTTTGCTAT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTGATGCCACA
GCCGTAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGGAGTACAAAGAATTTTTAGAGCTATTCTCCACA
TACCTGTAAGAATCAGACAAGGCTTGGAAAGGGCTTTACTATAA 
>EU578429 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTGCAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAGTCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAAGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGGCCTTAAATTGCACTGATAATTTGAGAAATGGTACACGTGGCACTAACAGTAGCATCTTGGAAGAAGGACA
GAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGCATAAGAGGTAAGGTGCAAGAATACTCACTT
TTTTATAAACTTGATATAATACCAATAGATAGTAGGAATAAGTCTAATAATAGTACTGAGTATAATAGCTATA
GATTAATAAATTGTAATACCTCAGTCATTAGACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACA
TTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAATGTAATAATAAGACGTTCAATGGATCAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGCAGTGTCAACTCAACTGCTGTTAAATGGCAGCC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAA
TGACTCTGTAGTAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATCTAGGACCAGGGAGT
GTATTTTATACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAATA
ACACCTTAAAACAGATAGTTACAAAATTAAGAGAACAATTTGGGAATAAAATAATAGTCTTTAATCAATCCTC
AGGAGGGGATCCAGAAATTGTATTGCACAGTTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTTCTGTGCCTTGGAACGCTAGTTGGAGTAATAAATCTTTAACTGATATTTGGGATAACCTGACCTGGAT
GCAGTGGGATAGAGAAATTACCAATTACACAGAGATCATATACACCTTACTTGAAGACGCGCAAAACCAGCAA
GAAAAGAATGAACAAGACTTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGTT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTTACTGTTAGCTTGCTTGATGCCATAGCT
ATCGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTGCTAAGAATTTTTAGAGCTATTATCCACATAC
CTACAAGAATCAGACAGGGCTTTGAAAGGGCGTTGTTATAA 
>EU578386 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGTTCCAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACCTTAAATTGCACTGATAATTTGAGAAATGGTAATTTAAGAAATGATACAAAGGGCACTAACAGTAGCAG
CTGGGAAAAGGTACAGAAAGGAGAGATAAAAAACTGCTCTTTCAATATCACCACAGACATAAGAGGTAGGGTG
CAAGAATACTCACTTTTTAATAAACTTGATGTAATACCAGTAGATAGTTCTGATAATAGTACTAAGTTTAGAA
GCTATATATTAATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCA
TGTAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTACTATTAAATG
GCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCACGAACAATGCAAAAAGCATAATAGTACA
GTTGAATGAATCTGTAGTAATTAATTGTACGAGACCCAACAACAATACAATAAAAAGTATACGTATGGGAATA
AGGAGAGCATTCTATACAAAGGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACACATT
GGGATAACACCTTAAAACAGATAGTTATAAAATTAAGAAAACAATTTGGGAATAAAACAATAGTCTTTAATCA
ATCCTCAGGAGGGGACGTAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCA
AGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAGATCTCTTGATTATATTTGGGATAACATGAC
CTGGCAGCAGTGGGATAGAGAAATTAACAATTACACAGAATACATATACACCTTACTTGAAGGTGCGCAAAAC
CAGCAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAA



CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCCTGATAGGTTTAAGGATAATTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTAGTTGATACC
ATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGCAAGAAGAATTTTTAGAGCTTTCCTTC
ACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU577148 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGTAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAGTTAACTCCACTCTGTG
TTACTCTAAATTGCACTGATAATTTGAATAATTTGAGAAATGATACTAGTAGCACTAACAGTAGCATTAGTGG
CACTAACAATAGCAGCTTGATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCGATATCACCACAAGCATGAGA
GATAAGATGCAGAGAGAATATGCACTTTTTTATAAACTTGATGTGACACCAATAGATAGTGGGAATATAGATA
ATGGGAGTAATTCTAATAATTATAGTAGCTATAGATTGATAAATTGTAATACCTCAGTCATTACACAGGCCTG
TCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAT
GATAAGAAGTTCAATGGAGCAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAAACCAG
TAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAACAAGAGGTAGTAATTAGATCTGAAAATTTTAC
GGACAATGCTAAAACCATAATAGTACAGCTGAATAAATCTGTAGAAATTCATTGCACAAGACCCAACAACAAT
ACAAGAAGAAGTATAACTTTTGGACCAGGGGCATCATTCTATACAGGAGAAATAATAGGAGACATAAGAAAAG
CATTTTGTACCCTTAATAGAACAGAATGGAATGACACTTTAAATCAGATAGTTATAAAATTAAGAGAACAATT
TGGAAAGAATAAAACAATAGCCTTTAAACAATCCTCAGGAGGGGACGTAGAAGTTGTAATGCACAGTTTTAAT
TGTGGAGGGGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCC
TAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAG
ATCTCTAAATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAACAATTACACAAACCTC
ATATGGAACTTACTTGAAGAATCTCAGAACCAGCAAGAAAAGAATGAACAAGAGTTATTGGAATTGGACAAAT
GGGCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGAATAGTTTTTGCTATATTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCA
TTGTCATTTGCTATTAGCTTGCTTGACGCTATAGCCATAGCAGTATCTGAGGGAACAGATAGGATTATAGAAG
TAGTACGAAGAGCTTTTAGAGCTATTCTTAACATACCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCT
ATAA 
>EF593264 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATGATTTGAATAATTTGAATACTACTAGTGGCAATACTACTAGTGGCAATAACAG
TAGCTGGGAAAAAGTAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAG
ATAACGAAAGAACATGCACTTTTTTATAGACTTGATGTAATACCAATAGATAGTGGAAATAATACTGAAAATA
ATACTTATAGTAGCTATACATTGATAAATTGTAATACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAAT
GGAACAGGACAATGTAAAAATGTCAGCACAGTTCAATGTACACATGGAATTAGACCAGTAGTATCAACTCAAC
TGCTGTTAAATGGCAGTTTAGCAGAAGAAGACATAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAAC
CATAATAGTACAGCTGAATAATTCTGTAGTAATTAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATA
CACATAGGACAAGGGGCAGCATTTTTTACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTA
GTAGAGCAAATTGGACTAACACCTTAAAACAGATAGTTAGAAAATTAAAAGAACAATTCAGGAATGCAACAAC
AATAGACTTTACTCAATCCTCAGGAGGGGATATAGAAATTACAACGCACACTTTTAATTGTGGAGGAGAATTT
AAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTAGATAATAT
TTGGAATAACATGACTTGGATGCAGTGGGATAGGGAAATTGACAATTACACAAAGTACATATATACCTTACTT
GAAGAATCGCAGATCCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGA
ATTGGTTTAGCATAACACAATGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTGCTGTACTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCATTGGCTGTT
AGCTTGTTTGATACTATAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACGAAGAGCTT
TTAGAGCTATTCTCCACATACCAGTAAGAATCAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>EF593268 
GCTGAAGAACAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGTTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTTGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTA
TTACTTTAAATTGCACTGATGATTTAAGAAATGATACTAAGAGCACTAACAGTAGTTGGATGGGGATGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCTCAGGCATAAGAGATAAGGTGCAGAAAGAATATGCATTG



CTTTATAAACTTGATGTAATACCACTAGATAATAAGACTTATATGGATAATATTACTGCTAAAAACTATAGTA
CCTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGACAAGAAGTTCAATGGAACAGGACCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATG
GCAGTCTATCAGAAGAAGACGTAGTAATTAGATCTGAAAATTTCACAAAAAATGAGAAAATTATAATAGTGCA
GCTGAATGAATCGGTAGCAATTAACTGTTCAAGGCCCAACAACAATACAAGAAGAAGTGTACATATAGGACCA
GGGAGGGCATGGTATACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAACAAT
GGAAAGACACTTTAACAAAGGTAGCCATAAAATTAAGAGAACAGTTTAATAAAACAATAATCTTTAATCAACA
CTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCCTGGAACACTAGTTGGAGCAATAAATCTCTAAGTGATATTTGGGATAACATGACCTG
GATGCAGTGGGATAGAGAAATTAGCAATTACACAGACTACATATATACCTTACTTGAAGAATCGCAGAACCAG
CAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGTCAAATTTGTGGAATTGGTTTGACATAACAC
AATGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGTGGTTTGATAGGTTTAAGAATAGTTTTTGCAGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCATTATCATTTGCTGTTAGCTTGTTTGATGCAGTA
GCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTAAGAGGCATTTTTAGAGCTATTCTCCACA
TACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>U32396 
GCCACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAAATTGAGAAACAATATAAGTAGTGGGGAAAAGATGGAAATAGGAGAAATAAA
AAACTGCTCTTTCAATATCACCTCAGGCATAAGAAATAAGATGCAAAAAGAATATGCACTTTTTTATAAACTT
GATATAATACCAATAGATGATGATAATAATAGGAATAATAGTAGCAATAATACTGTTAGGAACTATAGATTGA
TAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTG
TACCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTC
AGCACGGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTATTAAATGGTAGTCTAGCAG
AAGAAGAGGTAGTAATTAGGTCTGAAAATTTTACAAATAATGCTAAAACCATACTAGTGCAGCTGAATGAATC
TGTAGTAATTAACTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCCTTT
TATACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAAAATGGAATGACACTT
TAAAACAGATAGTTATAAAATTAAGAGAACAATTTGGGGAGAATAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAACACTAGTTGGAGTAGTAAAAATCTGAGTGATATTTGGGATAACATGACCTGGATGGA
GTGGGATAGAGAAATTAACAATTACACAAAATTCATATACACCTTACTTGAAGAATCGCAGAACCAGCAGGAA
AAGAATGAACAGGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAACAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTCAGCTTGCTTAATGCCATAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAAAAGCAGTGCAAAGAATTTGTAGAGCTATCCTCCACATACCTA
GAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AF086817 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTACCACCACTTTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAACATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAC
CAGATGCAAGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAAGTGCAATGATACTACCATGTCAAAGAATGATAGCAATACCCTTACAATGGAGAAAGGAGAAAT
AAAAAACTGCTCTTTCAATGTCACCACAAGCCTAAGAAATAAGGTGCAGAAAGAATATGCATCTTTTTATAGA
CTTGATTTAGTACAAACAGATGAAAATAGTACTAGCTATAGATTGATAAGTTGTAACGCCTCAGTCATTAAAC
AGGCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAA
GTGTAATAATAAGACGTTCAATGGAACAGGAACATGTACAAATGTCAGCACAGTACAATGCACACATGGAATT
AGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTATAGCAGAAGAAGAGATATTAATTAAATCTGAAA
ATATCACGAACAATGCTAAAACCATAATAATACAGCTGAACAAATCTGTAAAAATTAATTGTACAAGACCCAA
CAACATATCAAAAAGAAGAAGTATGCATATAGGAACAGGGAGAGTATTTTACACAGCAAACAATAGGAAATAT
AAGACAAGCACATTGTAACCTTAGTAAAGCGGAATGGAATAACACTTTACCACAGATAGTTAAAAAATTTAGA
GAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTAATGCACAGTT
TTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACA
GCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCAACACTAACGTGCCTTGGAATATTAGTTGGAGT
AATAAAACTTATGATGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAG
ACCACATATACAACTTACTTGAAAAATCGCAAAACCAGCAGGAAAAGAATGAACAGGACTTATTAGAATTGGA



TAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATA
GTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACT
CACCATTATCGTTCGCTGTTAGCTTGTTTAATGCCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTAT
AGAAGTAGTACAAAGAGTTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAAGGCTTGGAAAGGGCT
TTGCTATAA 
>DQ823362 
GCTACAGACAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATCACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGCGTAAAAATAGCCCCACTCTGTG
TCACTCTAAATTGCACTAATTTGAGGAAGAATGTCACTAATACCAATGGTACCATTACCAGTAATAGTACCAA
TAATGGTACTAGTTGGGAATACATGGAGGGAGGAGAAATGAAAAATTGCTCTTTCAATGTCACCACAAGCATA
GGAAATGAAATGAAGGAAGATTATGCACTTTTTTATAAGCTTGATATAAAGTCAATAAAGAATGATAATACAA
GCTATATATTGATAAATTGTAACAACTCAGTCATTACACAGGCTTGCCCAAAGGTAACCTTTGAACCAATTCC
CATACATTATTGTGCCCCTGCTGGTTTTGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGAAAAGGACCA
TGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATG
GCAGTCTAGCAGAAGGGGACATAGTAATTAGATCTGAAAATTTCACAGACAATGTTAAGACCATAATAGTACA
GCTGAATGAATCTATAACAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCA
GGAGGGACATTTTTTGCAACAGGAGCTATAATAGGAAACATAAGACAAGCACATTGTAACCTCAGTAGGGCAC
AATGGAATAAAACTTTAGAACAAATAGTTATAAAATTAGGAAAACAATTTAACAGTACAACAATAATCTTTGA
TCAACAACCCCCAGGAGGGGACCCAGAAATTTTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAGGGGATCAGCAGCTCCTAGGGATTTGGGGTTGCGCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAATGCTACTTGGAGTAATAAAACTCTGAAGCAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAGAGAGAAATTAACAATTACACAGACATAATATACAATTTAATTGAACAATCA
CAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTA
GCATAACAAACTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTACTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAGTTTGTTT
AATGCTATAGCTATAGCAGTAGCTGAGGGGACAGATAAGATTATAGAAATAGCACAAACAATTGGCAGAGCTA
TTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAAGGTTTTTGCTATAA 
>DQ823363 
GCTGCAGAACAAACATGGGTCACAGTTTATTATGGGGTACCGGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGAGTTTAATATATGGAAGAATAACATGGTAGAT
CAGATGCAAGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAAAGTGCACTAATGATTTGACTCTAAATTGCACTAAGGATTTGAAGAATGATACCAAGAACAATAG
TACCAGTACCAATTGTACAGTGGAGGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATGTCACCACAGGCATA
GGAGATAAGATGCAGAAACAATATTCACTTTTTTATAAGCTTGATGTAGTACCAATAGATAATACAAGCTATA
CTTTAATACATTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGATTAGGAACATGTACA
AATGTTAGCACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAAATAGTGATTAGATCTGAAAACCTCACGGACAATGTTAAAACCATAATAGTGCAGCTGAA
TGAATCTATACAAATTAATTGTACAAGACCCAACAGGAATACAATAAGAAAGATATATATAGGACGGGGGAGA
GCAATTCATGCAACAGATTTAACAGGAGATATAAGGAAAGCACATTGTAACCTTAGTAGAGAACAATGGAATA
ACACTTTAAAACAGATAGTTACAAAATTAAGGGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTC
AGGAGGGGACCTAGAAATTGTAATGCACACTTTTAACTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTCTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATGGAGGAGATTTGGAATAACATGACCTGGAT
GCAGTGGGAGAAAGAAATTGACAATTACACAGGCCTAATATACACTTTACTTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGACTTATTGGAGTTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTTTACTGTGCT
TTCTATAGTGAATAGGGTTAGGAAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCTACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGAGCACAAAGAATTGGTTGGGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>DQ823364 
GCTGTAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCAAGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAAATTGCACTAATTTGAAGAATAATACCAATACCAATAGTACCAGTACCAATAGCAGTAGTTGGAT
GGAGGGAGAAATGAAAAATTGCTCTTTCAATGTAACCACAGGCATAGGAAATAAGATGCAGAAAGAATATGCA



CTTTTTTATAAGCTTGATGTAGTAGCAATAGATAATACAAGCTATACGTTAGTAAATTGTAACACCTCAATCA
TTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGCAGTTCAATGGATTAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACAT
GGCATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGAGTAGTGATTAGAT
CTGAAAACTTCACGGACAATGTTAAAACCATAATAGTGCAGCTGAATGTACCTATACAAATTAATTGTACAAG
ACCCAACAATAATACAAGGAAAAGTATACATTTTGGACCGGGGGGAGCAATTTATGCAACAGGAGATATAATA
GGAGACATAAGACAAGCACATTGTAACCTTAGTAGAGAACAATGGAATAACACTTTAAAACAGATAGTCACAA
AATTAAGGGAACAATATAAGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTGTAAT
GCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTGTAAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAAAGAAATTGACAA
TTATACAGGCTTAATATACACTTTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAGTTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAGTAGGGTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGGGTTAGGAA
GGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCAACAGCTGTAGCAGTAGCTGAGGGGACAGAT
AGGCTTATAGAAGGAGCACAAAGACTTGGTAGAGCTTTTCTCCACATACCTAGAAGAGTAAGACAGGGCTTAG
AAAGGCTTTTGCTATAA 
>JN562768 
GCTGCACAACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTAT
TTTGTGCCTCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAATTAGATTTGAAAAATGTGACAGAAGATTTCAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTGGAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATTTAAGAAATGATACCAATGCCAATAATACCACTGTTCCTAAGACCACTGC
CGCTACCACTACCACTGCCACTAGTGGTAAAGGTAAAGGTAATAGTACAGGAACAAAAATGGGGGAAGGGGAA
ATGAAAAACTGCTCTTTCGATGTCACCACAAACATAGTAGATAAGAAGCAAAAAGAATATGCACTTTTTTATA
AACTTGATCTAACAGAAATAGGTGGGAATAATGCAAGTAGGGATAATACAAGTAATACAAATTATACAAGCTA
TACATTGATAAGGTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATA
CATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGGTCATGTA
AAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAG
TCTAGCAGAAGAAAAGGTAGTACTTAAATCTGAAAATTTTACAAACAATGCTAAAAACATAATAGTACAGCTG
AATACACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTGTACATATGGGACCGGGGA
AAGTATTCTTTGCAACAGGAGCAATAATAGGAGATATAAGAGAAGCACACTGTAATATTAGCAGAGCAAAATG
GAATAACACTTTAAAAAAGATAGTTGAAAAATTAAAAGAAAAATTTAATAAAACAATAGTCTTTCAACCACCA
TCTCCAGGAGGGGATCTAGAAATTGTGATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAA
GAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCAT
TTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCAGAAAGAAATTTGGGAGAACATGACC
TGGATGCAGTGGGAAAAAGAGATTGACAATTACACAGGCATAATATACACATTAATTGAAGAATCGCAGCTCC
AACAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGATAGTCTGTGGAGTTGGTTCAACATAAC
AAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACT
GTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGTATAATACCA
TAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGATTTGGCAGAGCTATTCTCCA
CATACCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>DQ869026 
GCTACAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTCT
GTGCATCCAACGCTAGAGCATATGATACAGAGGTCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGG
CCCCAACCCACAAGAACTAAAATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACCAATTATTGGAGAATACTACTATGAAGAATGCTACTAATATCAATAATAGTAG
CTGGGGAAAGATGGAGCAAGGAGAAATAAAAAACTGCTCTTTTAATGTCACCACAAGCATAAAAGATAAGATG
CAGAAAGTATATGCACTTTTTTATAAACTTGATGTAGTACCACTAGATAATAGTGAAACTAATAAGACTAATG
CCACTTCCAGTTATAGGTTGATAAGTTGTAATACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGA
ACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAACAAGAGGTAGTAATTAGGTCTGAAAATGTCACAAACAATGCTAAAACCAT
AATAGTACAGCTGAATGAAACTGTGCATATTAATTGTACAAGACCCAACAACAATACAAGAAAGAGTATACAT
ATAGCACCAGGGAGACCATTTTATGCAACAGGAGATATAATAGGGGATATAAGACAAGCACATTGTAATCTTA
GTAGAGAAGATTGGAATAACACTTTAAAAAGGATAGTTGAAAAATTAAGAGAACAATATAGGAATAAAACAAT
AGCCTTTAAACAATCCTCAGGAGGGGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCTGGATCAGATTTG



GAAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAACTACACAGACATAATATACAATTTAATTGGA
GAAGCGCAAATCCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAGTT
GGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTGCTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGC
TTGCTTAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTA
GAGCTATTATACACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EF363123 
GCTAAAGAAGACACGTGGGTCACAGTCTATTATGGGGTACCTGTTTGGAGAGAAGCAACCACCACCCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTATTGGAAAATGTGACAGAAAAGTTTGACATGTGGGAAAATGACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTAAGGAATGCTACTAATACCAATAGTAGTAGCGAGGAAAAGATAGAGGGAGG
AGGAATGACCAACTGCTCTTTCAATGTCACCACAGCCTTACAAGATAAGGTGAAGAAAGAATATGCACTTTTC
TATAAACTTGATGTAGTACAAATAAATAATACTGATAATACCAGCTATAGATTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGCAATAATAAGACGTTCAGTGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTA
GATCTGAGAATTTCACAGACAATGCTAAAAACATAATAGTACAGCTGAATGTATCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGCAACAAAATGGAATAACACTTTAAAACAGATAGCTA
AAAAATTAGAAGAACAATTTGGGAATAATAAAACAATAGTCTTTAAGTCATCCTCAGGAGGGGACCAAGAAAT
TGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCCCTGAATGACATTTGGGAAAACATGACCTGGATGGAGTGGGACAGAGAAAT
TAACAATTACACAGGATTAATATACAGCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAGCAAGAA
TTATTGGCATTCGATAAATGGGCAAATCTGTGGAGTTGGTTTAACATATCGAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTAATGCTATAGCCATAACAGTAGCTGAGGGG
ACAGATAGGGTTATAGAATTAGTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGATATAA 
>EU289199 
GCTAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAAGCTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAAGGGTAATAATACCAATGCTAATTCTACTAGTATGGAACCAGAAGAAAT
GAAAAACTGCTCTTTCAATATCACCTCAGGCATAAGAGATAAGTTTCAGAAAGAATATGCAATTTTTTATAAA
TATGATATAGTACAAATAGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAA
GTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATT
AAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCA
ATTTCTCAGACAATGCTAAAAGTATAATAGTACAGCTGAAGGAACCAGTAGTAATTAATTGTACAAGACCTAA
CAACAATACAAGAAAAGGTATACATATAGGACCAGGGAAAACACTTTACGCAACAGGGGAAATAATAGGAGAT
ATAAGACAAGCACATTGTAATCTTAGTACTAAAGATTGGAATAACACTTTAGCACAGGTAGTTAGAAAATTAA
GAGAACAATTTGGGAATAAAACAATAAACTTTACTCACTCTTCAGGAGGGGACCCAGAAATTATAATGCATAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGACACA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGATAGTTGGA
GTAATAAATCTCTAGACACAATATGGAATAACATGACCTGGATGGAGTGGGATAGAGAAATTAGCAATTACAC
AAGCATAATATACAGTTTAATTGAAGAATCACAGAATCAACAAGAAAAGAATGAACAGGAACTATTGGAATTA
GATAAATGGGCAAGTTTGTGGAGTTGGTTTGAAATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTTTAGTGAATAGAATTAGGCAGGGATA
CTCACCATTATCGTTTGCTGTTAGCTTGTTCAACACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAATAGTACAAGGAGCTGGTAGAGCTATCCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATA
A 
>JN944917 
GCTGCAGACCAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACACTATTTT
GTGCATCAGATGCAAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATCATATGGTAGAA
CAGATGCATGAGGATATCATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATCTTGTGAATAGTAATATTACTCGTGTTGACAATACTACGGAAAAGGAAATGAA



AAACTGCTCTTTCAATGTCACCTCAGGCATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTGTATAAACTT
GATATAGTACAAATAGATAATGATAATACTAGCCATAGGGATAATACTAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATCAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACGAACAATGTTAAAAACATAATAGTACAGCTGAATGAATCTGTACAAATTAA
TTGTACAAGACACAATAACAATACAAGAAAAAGTATCAATATAGGACCAGGGAGAGCATTTTATGCAACAGGA
AAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGCAGAACACTTTAAAACAGA
TAGTTAAAAAATTAAGAGAACAATTTAAGAATAAAACAATAGCCTTTGCTCCATCCTCAGGGGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTAATGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCAGGATACGATTTGGGGAAACATGACTTGGATGCAGTGGGAAAGAGA
AATTGACAATTACACAGACTTAATCTACAACTTACTTGAAGAATCGCAGAACCAACAAGAGAAAAATGAACAA
GAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACACACTGGCTGTGGTATATAA
AAATGTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTGATGCCATAGCCATAGCAGTAGCTGAG
GGAACAGATAGGATTATAGAACTATTACAAAGAATTTTTAGAGCTTTTCTCCACATACCTACAAGAATAAGAC
AGGGCTTGGAAAGGGCATTGCAATAA 
>JN944930 
GCTACAGACAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGTCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAGTACTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAACAATACTGCTACTAATACCACCAGTAGTGCTACTACTACCGCCAGTAG
TGCTAATAAAACAGCAAAGGAGGAAGCAGTAATGAAAAATTGCTCTTTTAATATCACCACAAACGTGAGAGAT
AAAGTAAAGAGAGAATATGCCTTGTTTTATAACCTTGATGTAGTAAAACTAGAAGAGGATGAAACCAGCTATA
GGTTGGTAAGTTGTAACACCTCAGTCGTTACACAGGCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACA
CTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTC
TGGCAGAAGGAGGCGAGGTAATGATTAGGTCTGCCAATTTCACAAACAATGCTAAAACCATAATAGTACAGCT
GAGTAAATCTGTAGCAATTAATTGTACAAGACCAAACAACAATACAAGTAAAAGTATACATATGGGACCAGGG
GGAGCATTTTTTGCAACAGGAAGAATAATAGGAGATATAAGAAAAGCATATTGCACTGTTAATGGAACAGAAT
GGAATACAACTTTAAGACAGATAGTTGAAAAATTCAAAAAACAATTTGGGGAGAATAAAACAATAGTCTTTAA
GCCATCCGCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAAAAATAAAACTTATGAGTACATTTGGAATAA
CATGACCTGGATAGAGTGGGAAAGAGAAATTGACAACTACACAGGCTTAATATACAATTTAATTGAAAAATCG
CAGAACCAGCAGGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGACAGTTTGTGGAGTTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCATTATCGTTTGCTGTTAGCTTGCTA
AACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAGTTGGTAGAGCTA
TCCTCCACATACCTACAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTATAA 
>JN944938 
GCTGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATGTGACTATCAGTAGTACTAATGGTAGTACCGCTAATGTTACTATGAGAGAAGA
AATGAAAAATTGCTCTTTTAATACTACCACAGTCATAAGAGATAAGATACAGAAAGAATATGCACTTTTTTAT
AAACTTGATATAGTACCAATAGAAGGAAAGAATACCAATACCAGCTATAGGTTGATAAATTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAAAGGGACCATGTAGAAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTATTGCTAAATGGCAGTCTAGCAGAAGAAGACATAATAATCA
GATCTGAAAATTTCACAAACAATGGTAAAAACATAATAGTACAGCTGAAGGAACCTGTAAAAATCAATTGTAC
AAGACCCGGCAACAATACAAGGAGAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGCCATA
ATAGGAGATATAAGAAAAGCACATTGTAACATAAGCACAGAACAATGGAATAACACTTTAACACAAATAGTTG
ACAAGTTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAACCAATCCTCAGGAGGGGATCCAGAAGTTGT
AATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACTTA
AAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTTATGATTACATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGA



CAATTACACAGGCTTCATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACTAGAATTA
TTGGAACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAATTAT
TCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCATTTGCTGTCAGCTTGCTTAACGTCACAGCTATAGCAGTAGCTGAGGGAACA
GATAGAGTTATAGAAATAGTGCAAAGAGCTGTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCT
TCGAAAGGGCTTTACTATAA 
>EF593288 
GCTAAAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAGCACCACTCTATTTT
GTGCTTCAGATGCTAAAGGCTATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAACATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAGAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCATTTGAGGAATGATACTAATACCACTAGGAATACCACTAGGAATAACGAGAC
AGTAATAGAGAAAGGAGACATGAAAAACTGCTCTTTCAATACCACCACAGCCGTGAGAGATAAAATGCAGAAA
GAATATGCACTTTTGTATAAACTTGATTTAGTATCAATAGAGGGCAATAATAGTAGTAATAATAGTGAGTTGT
ATAGGTTAATAAGTTGCAACACCTCAGTCATTACAAAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAAACGTTCAGTGGAACAGGACCATGT
ACAAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTTTAGCAGAAGAAGAGGTAGTAATTAGATCAAAAAATCTCACAGACAATACTAAAATCATAATAGTACAGCT
GAACGCCTCTGTAAAAATTACGTGTATGAGACCCAACAACAATACAAGAAAAAGTATACATCTAGCACCAGGG
AGAGCATTGTACACAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAGAAT
GGAATAATACTTTAAGACAGATAGTTACAAAATTAAGAGAGCAATTTAAGAATAAAACAATAGCCTTTAATCA
CTCCTCAGGAGGAGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATTCATAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGACATTTGGGATAACATGAC
CTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAGGTTTAATATATGACTTAATTCTACAATCGCAAACC
CAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAGTTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGTACAACGCC
ACAGCCATAGCAGTAGCTGAAGGGACAGATAGGATTGTAGAAATCTTACAAAGAGCTTATAGAGCTATTATCC
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTATAA 
>EF593289 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTATTAGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGATGAGGAATAATACTAATAATAATACCACTAGTAGTAATAATGTTACTGACAG
TGAATGGTCAAGAGACATGAGAAACTGCTCTTTCAATATCACCACAAGCATAAAGAATAAGGTGCAGCAAAAA
TATGCAATGTTTTATAAACTAGATGTAGTGCAAATAAAGGATGATAATAATATTACCAGTTATAGGTTAATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATAAACTTTGACCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTAAAGTGTAGAGATAATAAGTTCAATGGAACAGGACCATGTACCAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTGGCAGAAG
AAGGGATAGTAATTAGATCTGAGAATCTCACAAACAATGCTAAAACCATAATAGTGCAGCTGAAAGAAGCTGT
ACAAATTAATTGCACAAGACCCAACAACAATACAAGAAGAAGTATAAATATGGGACCAGGGAGAGCATTTTTC
ACAACAGGGGACGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGAATGATACTT
TAAAACAGATAGCTAAAAAATTAGGAGAAAAATTTATAGGTAAAACAATAGCCTTTAAGAACTCCTCAGGAGG
AGACATAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGACTTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATACACAGATTTGGGATAACATGACCTGGATGCAGTG
GGAGAAAGAAATTGACAATTACACAACATTCATATATACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAGG
AATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGTCTTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGGTAGTAGCAGGCTTGGTAGGTTTAAGGATAGTTTTTGTTGTACTTTCTGT
AGTAAATAGGGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTAATACTATAGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAACTGGTAGAGCTATCCTCCATATACCTACAA
GAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>HM769944 
GTTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAG
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAAATTGCACTGATGCAGAGGTCACTAGGAAAACCAATACCACTAGTGGAGACTGGGAAAAGGTGAA



GAAGGGAGAAATAAAAAACTGCTCTTTTGATGCCATAAACACGAAAAATAAGGTGCAGAAACAATATGCACTC
TTTGATACCCTTAATGTAGTGTCAATAGATGATGATAATAATAGCAACAACAATAGCAACAACAATAACAACA
CCAACTATAGCGACTTTAGGTTAACAAAGTGTGACACCTCAGTCATTAGACAAGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGACAGATTTTAAT
GGAACAGGACTATGTAACAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAAAGGGGGTAGTACTTAGATCTAAGGATTTCAAGGAAAATACTAAAAT
CATAATAGTGCAGCTGAATAAAGCTGTAAACATTACTTGTACAAGACCCAACAACAATACAAGAAAAGGTGTA
CATATGGGACCAGGGGGGGCACTTTTTGCAACAGATGTAATAGGAGATATAAGAAAAGCACATTGTAACATTA
CTAGAGAAGAATGGAATAACACTTTAAAACAGATAGTACTAAAATTAAAAGAAAAATTTGAGAACAAAACAAA
AATAGTCTTTACTAACTCCTCAGGAGGGGACCCAGAGGTTACGATGCATACTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGAATGATAGTTGGGGTTATAGTTGGAGTAATAGGAC
TAATAAATCTCTGGAAGAGATTTGGGATAACCTGACCTGGAGGGAGTGGGAAAGAGAAATTGACAATTACACA
GATCTAATATACAACTTAATTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTATTGGCATTAG
ATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGAT
AGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAGAAGAGTTAGGCAGGGGTAC
TCACCATTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCAATAACAGTAGCTGAGGGGACAGATAGAGTTA
TAGAAATAAGGCAAAGAGTTTTTAGAGGTGTCCTTCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGC
TTTGCTATAA 
>JQ609746 
GCTACAGAAAAGATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAGCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGAAACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCCCTCTGTG
TTACTTTAAATTGCACTGATTATGAGGGAAATAAGGCCACTGGTAATACCACTAAGGCCACCAGTACTACCGC
TGGTACCACTAGTGCTGCCACTGTTACCCCTAGTAGTGCCTCTACGACCACTAATGGTAGCGGGGGAGCGATG
GAAGAAAGAGAAATAAAAAACTGCACTTTTAATATCACCACAGGCATGAGAGATAAGGTACAGAAAGAATATG
CATTATTGTATAAGTTTGATATAGAACCAATAAAGGATGATAGTGATAAGACTAATACTACTAATACCAACTA
TAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATA
CATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGAAAATGTA
CAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAG
TCTAGCAGAAGAAGAGATAATAATAAGATCTGAAAATCTCACGAAAAATCAGAAAACCATAATAGTACAGCTG
AATGAAACTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAGGAGTATACCTATGGGGCCAGGGA
AAGCATTCTATACAACAGGAGCAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAATGCAACATG
GTATAAAACTTTAAAACAGGTAGCAAGAAAATTAAGAGAACATTTTAATAAAACAATAGTCTTTAACCAATCC
ACAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAG
TCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTG
CACCACTACTGTGCCTTGGAATAGTAGTTGGAGTAATAAAACTTATGATGCAATTTGGAATAACATGACCTGG
ATGGACTGGGAAAGAGAAATTGACAAGCACACAGGCGTAATATATAACTTAATTGAACAATCGCAAAACCAGC
AAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAACTGGTTTGACATAACAAA
ATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTATTATA
CTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAG
CTATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCTATTCTCAACAT
ACCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ869017 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAAGCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAAATTTGCAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAGGAATACTACTAATACCACTAATCATACCAATATCAATGAGGAAATGAA
AGGGGAAATAAAAAACTGCTCTTTCAATGTCACCACACACATAAGAGATAAGGTACAAAAAGAATATGCACTC
TTTAATAGACTTGATATAGTACCAATAGAGAAGGATAATATTAGCTATAGGTTGATAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
AATTCTAAAATGTAACAATAAAGAGTTCAATGGAACAGGATCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGAGGTAGTAATTA
GATCTGCCAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAACAAATCTGTAGAGATTACTTGTAT
AAGACCCAATAACAATACAAGAAGAAGTATACCCATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCGCATTGTAACATTAGCAAAGGAAATTGGACTGACACTTTAAGAAAGATAGTTA
AAAAATTAGGGGAACGATTTGGGGAGAATAACACAATAGCCTTTAATCAATCCTCAGGAGGGGATCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATAC



CTACAGGATCAACAGCGCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAAAATGTGACTGAGATTTGGGATAAAATGACCTGGATGCAATGGGAGAGAGAAAT
TGACAATTACACAGATTTGATATACTCCTTAATTGAAGAATCGCAGAACCAACAAGAACAGAATGAACATGAT
TTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGT
TAGGCAGGGATGCTCACCATTATCGTTTGCTGTTAGCTTGCTCAATTTCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGGAGAGCTATTCTCAACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTGGCTATAA 
>DQ869019 
GGTAAAGAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGATACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAATTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGAATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAGATTGCCATAATGTAATGAATAAGACTAATATGACGAGTGAAAAGGAAGTGATAGGAGAAATGAA
AAACTGCTCTTTCAATGTCACCACAAATATAAGAGATAAAGTGAAGAGTGAATATGCACTTTTTTATAAACTT
GATATAGTACAAATAAAGGAGGATGGGAGTAATACCAGCTATAGGTTGACAAGTTGTAATACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGGAGTTCAAGGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTACTGCTAAATGGCAGTCTAGCAGAAAAGGAGATAGTAATTAGGTCTG
AAAATTTCACGAACAATGCTAAAACCATAATAGTACAGTTAAATGAAACTATAGTAATTAATTGTACAAGACC
CAGCAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGATATAATAGGA
GATATAAGGCAAGCACATTGTAATATTAGTGGAACACAATGGAGAAACACTTTAGGAAAGGTAGCTAGTAAAT
TAGGAAAACAATTTAATAAAACAATAGTACAGTTTAAGAACTCCGCAGGAGGAGACCCAGAAATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCTTTGAATGAGATTTGGGACAACATGACCTGGATGGAGTGGGAAAAAGAAATTGAAAATCA
CACAGAAAAAATATACTCCTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTTGCTATTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAATAGCACAAAGAATTTTTAGAGGTTTTCTCCATATACCTAGAAGAATAAGACAGGGCTTTGAAA
GGGCTTTGCTATAA 
>DQ869014 
GCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAGCACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAGATTTTAATGCATGGAAAAATAACATGGTAGATCAG
ATGAATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGAAATTAACCCCACTCTGTGTTA
CTTTACATTGCAATGATACTAATACTACCACTAGTTCCACTGGTAATAATACCATTAGTCCCACTACTAGTAG
TTGGGATAAAATGGATAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAACATAGGAGATAAGAGG
CAGAGAGAATATGCACTTTTTTATAAACTTGATGTAATGCCAATAGATAATACAAGCTATACATTGATAAATT
GTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACGTTTAATGGAAAAGGACCATGTAGAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAACAGTACAGCTGAATGAATCTGTGCC
AATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACCTATAGGACCAGGAAGAGCATTTTTTGCA
ACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAAATTGGACTAGAGCTTTAGAAC
GGATAGTTCCAAAATTAAGAGAACAATTTGGGAATGAGAATACAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGTTCAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTAGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCCTGAATGAGATATGGGATAACATGACCTGGATGCAGTG
GGAGAGAGAAATTGACAATTACACAAATTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGT
GGTATATAAGATTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTATACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTCGCTATTAGTTTGTTTAATGCAATAGCTATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCAACATACCTACAA
GAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>DQ869027 
GCTGCAGAACAATTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA



CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAAGGGAGAAAATGCCACTGCCCCTACTGCCACTAGTGCAGGAGAAATAAA
AGACTGCTCTTTCAATATCACAGCAGCTATAAGAGATAAGGTAAAGAAAGAAAATGCACTTTTTTATAAATCT
GATATAGTACCAATAGATGATGATAATACTAATAACAGCACTCTTGCTAATATCAGCACTCCTACTATCTATA
GGTTGATAAGTTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGTGTAATGATAACATGTTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGGAAAAGAGGTAGTAATTAGATCTGAAAATATCACGAACAATGCTAAAACCATAATAGTACATCTGAA
TGAATCTGTACAAATTAATTGTACAAGACCCAACGAATATAGAACAAGACGTATACATATAGGACCAGGGAGA
GCATTTGTTACAACAAAAAGCATAACAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAAAAGATTGGA
ATAAAACTTTAGCACTGATAGTTGATAAATTAAGAGGACAATTTAAGAATAAAACAATAGTCTTTAATCACTC
CTCAGGAGGGGACCCAGAAGTGGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAATACTAGTTGGAGCAATAAAAATTTAACTCAAATTTGGGAGAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACAATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGT
ACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGCTTACAAAGAATTGGTAGAGGTATTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU578061 
GCTGAAGAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGACGCTAAAGGATATGAAACAGAGGCACATAATGTCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTAATGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGTACTGACTACGTGGGGAATGGCACTAGTGGCACTAATGCCACTAGTAATACCACTGACAA
TGATTGGGGAATGAAAAACTGCTCTTTCAATGTCACCACAAATATAAGAGATAAGGTGAAGACAGAATATGCT
CTCTTCTATAAACCTGATGTAGTACCAATAGACAAAAGTAACTATATTCTAATACATTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGCGAT
TCTACAATGTAATGACAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTAAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATACATCGGTAGAAATTACTTGTACAAG
ACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCAGTTTATGCAACAGGAAAAGTAATA
GGAGATATAAGACAAGCGCATTGTAACCTTAGTACAGCAGACTGGAAGACCACTTTACAAAAGATAGCTACAA
AGTTAGGAGAACAATTTAATAATAGCAAAATAATCTTCAATTCATCCTCAGGGGGGGACCCAGAAGTTGTAAG
TCACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAGACTCATTTGCACCACTAATGTGCCTTGGAACACTA
GTTGGAGTAATAAATCTCAGGAGGAAATCTGGAAAAACATGACCTGGCTGCAGTGGGAAAGAGAAATTGACAA
TTACACAGAATTAATATACACCTTACTTGAAGAGTCGCAAACCCAGCAAGAAAAGAATGAACAAGATTTATTG
GCATTAGATAAGTGGAACAATTTGTGGAGTTGGTTTGGCATAACACAATGGCTATGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAA
GGGATACTCACCAATATCGTTGGCCACTAGCTTGCTTAATGCCACAGCAATAGTAGTAGCTGAAGGAACAGAT
AGGATTATAGAAGTACTACAAAGAATTATCAGAGCTTTTCTTAACATACCTAGAAGAATAAGACAGGGCTTCG
AAAGATCTTTACTATAA 
>FJ469738 
GCTGAAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTAACTGATTTGAAGAATGCTACTAATACCACTGCTCCTAATGCCACTGCTAC
TAATACCACTGCTAATAGCACGGGAGAGGTGGGGGGAGGAGAAATGAAGAACTGCTCTTTCAATGTCACCACA
AGCATAAGAGATAAGATAAAGAGAGAATATGCAATTTTTTATACACTTGATATAGTACCAATAAATAATAATG
ATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTAC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCAT
AATAGTACAGCTGAAAGACCCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAC
ATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTACCCTGA
ATAGAACAGACTGGAATAACACTTTACAACAGATAGTTAAAAAATTAAGAGAAATTGAACAATTTAAGGATAA
AACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA



TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGACAC
AATCTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACATACATAATATACAGCTTA
CTTGAGAAATCGCAGAACCAGCAAGATAAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAATTTGT
GGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAATTTTTACTATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
ATTAGCTTGTTCAACGCCACAGCGGTAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAG
CTTTTAGAGCTATTCTTCATATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT283937 
GCTGAAGAAGAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATACTCAACAGAGAAACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACGAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGGTTGGGGAAATAATACTAAAGCCACTAATAGTAGTCCTACTAGTGCCACTAC
TAGTACTTCTACTAATGCCACTAATAGTAGTTTGGAAATAAAGATAGAAGAAATAAAAAACTGCTCCTTCAAT
ACCACCACAATAGCAGATAAGAGGCATAAAGAATATGCACTTTTTTATAAACTTGATGTAATAAAAATAGATG
GTGACAATAATAATGGTAGCTATACCAACTATAGGTTGATAAATTGTAATACTTCAGTCATTACACAGGCCTG
TCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGACTGGTTTTGCAATTCTAAAGTGTAAT
GATAAGAAATTCAATGGGTCAGGACTATGTACAAATGTCAGTACAGTACACTGTACACATGGAATTAAACCAG
TAGTGTCAACTCAACTATTGTTAAATGGCAGCCTAGCTGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCAC
GAACAATGCTAAAACCATACTAGTACATTTAAATGAAACTGTGAACATTACTTGTACAAGACCCCACAACAAT
ACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGAC
AAGCACATTGTAACATTAGTAAAGCAAATTGGACTAACACTTTAAGACTGGTATCCACAAAATTAAAAGAACA
ATTTAGGAATAAAACAATAGTTTTTAAACCACCCTCAGTAGGGGACCCAGAAATTGTAATGCACAATTTTAAT
TGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCC
TGGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAAAAA
TTGGAGTAACAATCTGAGTAAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTAC
ACACAAATAATATATAGCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAAT
TGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGCTATGGTATATAAAAATATTCATAAT
GATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTATAATTTCTATAGTGAGTAGAGTTAGGCAGGGA
TATTCACCATTGTCATTTGCTGTTAGCTTGTTAGATGCCACAGCAATAGCAGTAGCTGGGGGGACAGATAGGA
TTATAGAAGCAGCACGAAGAGTTTTTAGAGCTTTTATCCACATACCTAGAAGAATAAGACAAGGCTTTGAAAG
GGCCTTGCTATAA 
>EF593254 
GCTGAACAAAATAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTAT
TCTGTGCATCAGATGCTAAAGCATATGATACAGAGATGCATAATGTGTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAAAATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAGAATGACATGGTA
GACCAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATAGGTTGAATAATAGCACTGTTAATGGTACCACTAATAGTAGCTGGGGGAA
AATGGAACCAGGAGAAATAAAAAACTGCTCTTTCAATGTCACTCATAGCATAAGAGATAAGATAAGCAAAGAA
TATGCACTTTTTTATAAACTTGATATAGTACCAATAGATAATGACAATGCTAGCTATAGGTTGATAAGTTGTA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAGACTTTTAGTGGAAAAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGACC
TAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAAAATCATAATAGTACAGCTGAAAGAACCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCACAT
GGAGACATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTGCAGAAAAATGGAATAAAACTCTAAAGC
AGATAGCTGACAAATTAAGAGAACAATATGGGAACAAAACAATATCCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTACTTGTGGAGGGGAGTTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATCGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGC
CTTGGAATACTAGTTGGAGTAATAAGTCTTTAGATAAGATTTGGAATAACATGACCTGGATGGAGTGGGATAG
AGAAATTAACAATTATACAGAATTAATATATTCTTTAATTGAACAATCGCAAAACCAACAGGAAAAAAATGAG
CAGGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATCACAAACTGGCTGTGGTATA
TAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCATTAGTAAA
TAGAGTTAGGCAGGGATACTCACCACTATCATTTGCTGTTAGCTTGCTTAACGCCATAGCCATAGCAGTAGCT
GAGGGAACAGATAGGGTTATAGAAATATTACAAAGAATTGGTAGAGCTATCCTAAACGTACCTGTAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN944936 
GCTACAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCTTATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAATTAGTATTGGAAAATGTAACAGAATATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTGGACGAATGGCACTGATTGGAATACCACTAATAGTAATAATACCACTATTAG
TAAAGAGGAAACGATAGAGGGAGGAGAAATGAAGAACTGCTCTTTCAATATCACCACAGCAACGGGAGATAAG
AAAAAAGAACGTGCATTTTTTTATAAGCTTGATGTAGCACCAATAGATAATAGTAATACCAGCTATAGGTTGA
TAAGTTGTAATACTTCAGTCATTACCCAGGCATGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGATCATGTACAAATGTC
AGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTAAAAATTTCTCGGACAATGCTAAAATCATAATAGTACAACTAAATGAATC
TGTACCAATTAATTGTACAAGACCCCACAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGAGCCTGG
TATGCAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTGAAGCAAAATGGAATAACA
CTTTAAAACAGATAACTGAAAAATTAAAAGAACAATTTAATAAAACAATAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAGTTACAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGGATACAATTTGGAATAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAGGGTTAATATACACCTTAATTGAAGAATCGCAGATCCAACAAGAA
AAGAATGAACTAGACTTATTGAAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTGAGAATAGTTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTGTTAGTTTGCTTAATGCTACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTGCAAAGAATTGGTAGAGCTATTCTCAACATACCTA
GAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCAATAA 
>EF593291 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACACTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAGGAATGCTACTAATATTACTAATACTACATTAGAAATGGAGAGAGGAGA
AATGAAAAACTGCTCTTTTAATATCACCACAAACTTCCAGAAGAGGTGGAAGACAGAACGTGCAATCTTTAAT
AGCCTTGATGTAGTACAAGATGATACTGATGGTAATGCTAGTTATAGGTTAAGAAGTTGTAATACCTCAGTCA
TCACACAGGCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAAT
TCTAAAATGTAACAATGAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGAT
CTGAAAATTTCACAAACAATGCAAAAGTCATAATAGTACAGCTGAATAAATCTATAGAAATTATTTGTACAAG
ACCCAACAACAATACAAGAAAAGGTGTACATTTCGGACCAGGGAAAGCATTTTTTCTAACAGGAGACATAATA
GGAGACATAAGACAAGCACATTGTAATATTAGTAAAGCAAATTGGACTAATGCTTTAGAACAGATAGTTGAAA
AACTAAGAGAAATATATGGGAAGAATAAAACAATAAACTTTACTCAACCCTCAGGAGGAGACCCAGAAATTGT
AATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAGGTCTCTGGAGGAAATTTGGAATAATATGACCTGGATGCAGTGGGAAAAAGAAATTGA
CAACTACACAGGCCTAATATACACCTTAATTGAAGAATCGCAAACCCAGCAAGAAAAGAATGAAAAAGATTTA
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACGCTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGTAGTAGCTGAGGGGACA
GATAGGGTTATAAGTGCATTGCAAAGGATTGGTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCT
TCGAAAGGGCTTTACTATAA 
>EF593293 
GCTGAAGACCAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACAAGACCCAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAGTAGTAATGGGAAATGTGACAGAACATTTTAACGTGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTATACTGGGAATACTACCAATACTGGGAATGCTACCAATACTAACAGTACTGT
GAATGCTTCCAGTACCTTGGAAGAGACGGGAATGAAAAACTGCTCTTTCAATATAACCACAAGCATAAAAGAT
AAAAGGTATCAAGACTATGCACTTTTTTATAAACTTGATGTAGTAGCAATAAATAATGATAATGCTAGCTATA
GGTTGATAAATTGCAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACA
TTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAAACATTCAATGGAAAAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCGACTCAACTGCTGTTGAATGGCAGTA
TAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGTTAAAACCATAATAGTACAGCTGAA
CAAAACTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAGA
GCATGGTATGCAACAGGAAACATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGGGCACAATGGA
ATGACACTTTAAAAAAGGTGGTTGAAAAACTAACAGAAAAATATGGTAATAAAACAATAGCCTTTCGGCCACC



CGTAGGAGGGGACCCGGAAATTATAATGCACACTTTTAACTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGA
ATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTAATGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTCTAGATGACATTTGGGAAAACATGACCTG
GATGCAGTGGGAAAAAGAAATTGACAACTACACACAGGAAATATACAATTTAATTGAAGTATCGCAGAACCAA
CAAGAAAAGAATGAACTAGAATTATTAAAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAATAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACA
GCTATCACAGTAGCTGAGTGGACAGATAGGATTATAGAAATAGTACTAAGAATTTGTAGAGCTATCCGCAATA
TACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTACTATAA 
>EF593294 
GCACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAATATGTGGAAAAATAACATGGCAGAACAG
ATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTTTGTGTTA
CTCTAAATTGCACTGATTTGAAAAATGCTACTAGTACCAATGATACTAGTCTCAATAATAGGACTATGGAAGA
AGGAGACATGAGAAACTGCTCTTTCAATATCACCACAAGCATAGGAAATAAGGTGAAGAAAGAGCATGCACTT
TTCTATAAACTTGATGTAGTTCCAATAGGTGATAATACAAATAATACAAGCTATGCTTTGAGAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAATGAGAAGAATTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGTTGTTAAATGGCAGTCTAGCAGAAGGCGAGATAG
TAATTAGGTCTGAAAATATCACGGACAATGCTAAAACTATAATAGCACATCTGAATGTATCTGTAATAATTAA
TTGTACAAGATATAATAACAACACAAGAAAAAGTATACATATGGGACCAGGGGCAGCATTTTATGCGACAGGG
GATATAATAGGAGATATAAGACAATCACATTGTAACGTTAGTAAAAAAGCTTGGGAGAACACTTTAAAAGGGG
TAGCTGAAAAGTTAAGAGAAAAATTTGGGGATAACACAACAATAGCCTTTAATAAATCCTCAGGAGGAGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAATGTAAGTTGGAGTAATAAATCTCTGGAAAAAATTTGGGGGAACATGACCTGGATGGAGTGGGAGAG
AGAAATTGACAATTACACAGGACTAATATATAACTTAATTGAAGAATCACAAAACCAACAGGAAAAGAATGAA
CAAGAATTATTGGCATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCATTATCGTTGGCTGTTAGTTTGCTTAATACTACAGCTATAGCAGTAGCT
GAAGGGACAGATAGGATTATAGAAATATTACAAAGATTTTGTAGGGGTATCCTTAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGGGGCTTTGCT 
>GU330249 
GTTACAGGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATCACTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTACAATATTACTAAGACTAGTAATAGTACTAATACCAGTAGTAGTAGTTTGGA
TGAAATGAAGGGAGAAATAAAAAAACTGCTCTTTCAATATCACCACAAGCCTAAGAGATAAGTGGCAGAAAGA
ATATGCACTGTTTTATAAACTTGATGTAGTTCCAATAGATAATGGTACCACATATACCTTGATAAATTGTAAC
ACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTCCAGCTG
GTTTTGCACTCTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACA
ATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATA
GTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTCCAGCTAAAAGATCCTGTAGAGATCA
ATTGTACAAGACCCGGCAACAATACAAGAAAAAGTATACATCCAGGACCAGGGAGAGCAATCTATGCAACAGA
AGCAATAATAGGAGACATAAGGCGAGCACATTGTATCATTAATGGCACAAAATGGAATAACACTTTAGGACAG
ATAGTCAAAAAATTAGGAGAGCAATTTAATACAGCAAAAATAATTTTTAATCACTCCTCAGGAGGGGACCCAG
AAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAG
ATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCT
TGGAATGTTAGTTGGAGTAATAATAGATCTCTAGATAAAAATGATAATAGGTCTCTATATTATATTTGGGACA
ACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCATAATATATAACTTAATTGAACAATC
ACAGAACCAACAGGAAAAGAATGAACAAGAATTACTGGAATTAGATAAGTGGGCAAGTTTATGGACCTGGTTT
GACCTATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAG
TTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCT
CAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTAATAGAAGTAGCACAAAGAATTTTTAGAGCT
TTTCTTCATATACCTAGAAGAATAAGACAGGGCTTTGAAAGGTGTTTATTATAA 
>GU330333 
ACTGCAGGACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTATGAGAAGAAGAATACTACCGATAATAGTACCACCAATAATAGTACCATCAC
TAATAGTACATGGGGAGAGATGGAAGACAAAGGAGAAATAAAAAATTGCTCTTTCAATGTCACCTCAAACATA
AGCGATAAGAAGCAGCAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAAGAATG
ACAATGCTACTTATACTAACCATAGGTTGATAAGTTGTAACGCCTCAGTCATTACACAGGCCTGTCCAAAGGT
ATCTTTTGAGCCAATTCCCATACATTTTTGTGCCCCTGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACG
TTCAATGGAACAGGACCTTGTACAAATGTCAGCACAATACAATGTACACATGGAATTAGGCCAGTAGTATCAA
CTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAGGAGGTAGTAATTAGATCTGAAAATATCTCGGACAATGC
TAAAACCATAATAGTACAGCTGAAAGAACCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAA
AGTATACCTATAGGACCAGGAAGAGCACTTTATACAACAGGAGAAGTAATAGGAGATATAAGGAAAGCATATT
GTAACATTAGTGGAACAAAATGGAATAAAACTTTAGGACAGATAGTGAGCAAATTAAGAGAACAATTTCCAAA
TAAAACAATAATCTTTAATCATTCCTCAGGAGGGGACCCAGAAGTTGTAATGCACATTTTTAATTGTAGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTT
GGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGA
TAATATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGATATAATATACAAT
TTACTTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAGTTGGACAAATGGGCAAGTT
TGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGT
AGGTTTAAGAATAGTTTTTACTGTACTTACAATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTT
GCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGAACAGATTGGGTTATAGAAATATTGCAAA
GAGCTTTTAGAGCTATCCTCCACATCCCTACAAGAATAAGACAGGGCTTAGAAAGGGCTCTGCTATAA 
>KT124777 
GCTACAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAAATTTAATGTGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGACTGCAGTGATTTACCTAGTAATAATACCACTAGTGGTAATACCACTGCTAATAGTACCACTAG
TGAAATCACTGGTGAAATGGAAATGAAAAATTGCTCTTTCAATATTACCACAAACTTAAGAGATAAGACACAG
AGTCAGTATGCACTTTTTTATAAACTTGATATAGTACAAATGCATGAGGATAAGAATAACAATACTAACTATA
GGCTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGATGTTCAGTGGAAAAGGAGATTGTACA
AATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATTTCACGAACAACGCTAAAACCATAATAGTACAATTGAA
TGAAACTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATATCTATAGGACCAGGGAGA
GTATTTTATGCAACAGGAGGAATAATAGGAAATATAAGACAAGCATATTGTACCCTTAATGAAACAAAATGGA
ATGACACTTTAAGAAAGATAGCTATAAAATTAAGAGAACAATTTCCGAATAAAACAATAGTCTTTAATTCATC
CTCAGGAGGGGACCCAGAAGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTGGATCAGATTTGGAATAACATGACCTG
GATGGAGTGGGACAGAGAAGTTCACAATTACACGCAATTAATATATACCTTAATCGAAGAATCGCAGAACCAG
CAAGAACAGAATGAAAAAGAATTATTGGAATTAGGTAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACA
GCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGGAGAGCTTTTCTCCATA
TACCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTATAA 
>KT124795 
GCTAAAGAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCAGTTAAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACAATGCACCAATAATGTGACTGTCATTAATGAGACTCAGGTCAATAATAATAATAGTGTAATAGG
AAACATAAAAGAAGAAGTAATAAACTGCTCTTTCAACACAACCACAAGCATAAGAGATAGAGTTACGAAAGAA
TATGCACTTTTTTATAGACTTGATGTAGTAGAAATAAATGATGATAAGAATAGTAGCAATGCTGAAAAGAATG
ATAGTTCTAGGAACTATAGGATGATAAATTGTAACACCTCAGTCATTACGCAGGCCTGTCCAAAAATATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAAT
GGATCAGAGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATGATTAGATCTGTCAATTTCTCGAACAATGCTAAAGT
CATCATAGTACAGCTGAATGAAACTATAGAAATCAACTGTACAAGACCTGGCAACAATACAAGAAAAAGTATA
CCTCTAGGACCAGGGAGGGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACA
TCAGTAAAGAAAAATGGGAGAATGCTTTAGAACGGATAGCTATAAAATTAAGAGAACAATTTGGAAATAAAAC



AATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACACCTTTAATTGTGGAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTGTAGATGAAAT
TTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTATACAGAATTAATATACTCCTTACTT
GAAGAATCGCAAAACCAGCAAGAGAAAAATGAACAAGAATTATTGGCATTGGATAAATGGGATAGTTTATGGA
GTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTGCTGTATTTTCTATAGTGAACAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTC
AGCTTGCTTAACGCCACAGCTATAATAGTCGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAGCTT
TTAGAGCTTTTATCCACATCCCTAGAAGAATAAGACAGGGCTTCGAAAGGTGCTTGATATAA 
>DQ869020 
GCTACAGAGCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAATGTATGGGACAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATGATTTGACAAACACGACTTTTAGAAACAGCACGACTTTTGAAAACAGCTCTCT
CATTGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAATCCTAAGAGATAAGGTGCACAAAGAA
CATGCATTGTTTTATAAACTTGATGTAGTACCAATAGATGATAATAATACTACTAATACTAGCTATAGGTTAA
TAAATTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTG
TGCCCCTGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCACAGGAAAAGGACCATGCACAAATGTC
AGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAG
AAAAAGAAGTAGTAATCAGATCTGAAAATTTCACGAACAATTTTAAAACTATAATAGTACAACTGAATGAATC
TGTAGGAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATCAGTAGGGATGAATGGAATAAGA
CTTTAAAGGCTGTAGCTGAAAAATTAAGAGAACAATATAATAAAACAACAATAATCTTTAATCACTCCTCAGG
AGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGCAATAAATCTATGAATCAGATTTGGGATAACATGACCTGGATGGA
GTGGGAGAGAGAAATTAGCAATTACACAGACTTAATATACTCCTTAATTGAACAATCGCAGAACCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTGAATGCCACGGCCATA
GCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTATTACAAAGAGCTGGTAGAGTTATTCTCCACATACCTA
CAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTATAA 
>DQ869021 
GCTACAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATTCTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTGATTTGAATATCACTAAGTCGAGCGATAATACTGCTACTTCTACTCCTGCTAAGGC
CACTAATAGTAGCATGGGGGAAGAAATGAAAAACTGCTCTTTCAATATCTCCACAAGCACAAGAGATAGGATG
CAGAGAGAATATGCACTCTTGTATAAACTTGATATAGTACCACTAGATAATGTTAATGATAGTACTTATAGGT
TGATAAGTTGTAACACCTCAGTCACTACCCAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGGAAGAATTCAATGGAACAGGACAATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAATGGTATCAACTCATCTGCTATTAAATGGCAGTCTAG
CAAAAGGAGAGGTAAAAATTAGATCTGCCAATTTCTCGAGTAATACTAAAAACATAATAGTGCAGCTGGATGA
AACTGTACAAATTAATTGTACAAGACCCGGTAACAATACAAGAAGAAGTATACCTATGGGACCAGGGAGGGCA
TGGTATGCAATAGGAGAAATAACAGGAAATATAAGAAAAGCACATTGTGTACTTAATAAAACAACTTGGAAGA
ACACTCTAAAACAAATAGCAAGGAAATTAGAAGACCAATATAAGGTTAAAACAATAATCTTTAAGAACGCCTC
AGGAGGGGACCCAGAAGTTGCAATGCACACTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTTTGGATGCAATTTGGCATAACATGACCTGGAT
GGATTGGGAAAGAGAAATTGACAATTACACAGACATAATATACAACTTAATTGAAGAATCGCAGAACCAGCAA
GAAAAGAATGAACAAGATTTATTGGAATTAGATAATTGGGCAAGTTTGTGGAATTGGTTTACAATAACAAACT
GGCTGTGGTATATAAAAATATTTATAATGATAGCAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTCAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTCCAAAGAGCTTATAGAGCTGTTCTACATATAC
CTAGAAGGATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>DQ869022 
GCTACAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



TCCCAGCCCACAAGAAGTGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAACTGCACTGAGCCAAAGTTTAATGCCACTGATACTGCTAATCATACCTCTGGTATTAGTGGGGA
AATGAAAAACTGCTCTTTCAATGTCACCACAGACGTAAGAGATAAGATACAGAAAGAATATGCACTTTTGTAT
AAACTTGATATAGTACCAATAAATAAAAATGCTAGTACCTATAGGTTGATAAGTTGTAATACCTCAGTCATTA
CACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCT
AAAGTGTAATGAAAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
CCAATTTCTCAAACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTAGAAATTAATTGTACAAGACC
CGGCAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGG
GATATAAGACAAGCACATTGTAATATTAGTAGAACAAAATGGAATAACACTTTAAGTAAGATAGCTGAAAAAT
TAAGAGCACAATATGGGGAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGGAAAAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAA
CTACACAGATTTAATATACACCTTACTTGAAGCATCGCAAAACCAGCAAGAAAAGAATGAAAAGGAATTGTTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTATACTTACTATAGTGAATAGAGCTAGGCA
GGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTATTACAAAGGGCTTGTAGAGCTATTATACACATACCTACGAGAATAAGACAGGGCTTGG
AAAGGATTTTGCTATAA 
>FJ469687 
GCTGTAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAGGAAACAGTCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTAATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAGAGTGCTATGATTATGTGAAAAATGCTACTAATGGCACTACTACTCCTGACAATAGTACTAACTG
GAGCAAGATGGAGCAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGAATAAGAGATAAGGTGCAG
AAAGAATATGCTCTTTTTTATAAGCTTGATGTAGTACAAATAGATAATAAAAATAATAGCTATAGGTTGATGA
ATTGTAACACCTCAAAGATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGAACAGGACAATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTATTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATAAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGCGCATTTTAT
GCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAATAACACTT
TAAAACAGGTAGTTGCCAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGG
GGATCCAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTAAATCAGATTTGGGATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACTAGAACTATTGGAATTGGATAACTGGGCAAATTTGTGGAATTGGTTCGACATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGGTAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACTATAGCCATAGCA
GTAGCTGGGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGTAGAGCTATTCTCAACATACCTACAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ469688 
GCTGCAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTACACTTGAAAAATGTGACTGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATTTTGGGAATACTACCAATACCACTATCGGGGGAGAGATGGAAAAAGGAGAAAT
AAAAAATTGCTCTTTCAATATCACCTCAAACATAAGAGATAGGGTGCAAAAAGAATATGCACTTTTTTATAAA
ACTGATGTAGTACCAATAGAGAATGAGAAAATAGATAATAAGACAGTAGGTAATAGTACTAGTACCAACTATA
CCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAAGTAACCTTTGAACCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGCAATGATACCAAGTTCAATGGAACAGGA
CTATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAA
ATGGCAGTCTAGCAAAAGAGGATGTAGTAATAAGATCTGAAAACTTTACAAACAATGCTAAAACCATAATAGT
ACAACTGAATGAATCTGTAATAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCA
CCAGGGAGAGCATTTTATGCAACAGGAGATGTAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAG
CAGCATGGAATAACACTTTAAAAAAGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTT



TAATCGCTCCTCAGGAGGGGATCCAGAAATTATAATGCACAGCTTTAATTGTGGAGGGGAGTTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCCCCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTCAATTACATTTGGGATAA
CATGACCTGGATGCAGTGGGATAAAGAAATTAACAATTACACACAGATAATATACAGCTTAATTGAGGAATCG
CAGAACCAACAAGAAAAGAATGAACAGGACTTATTGGGATTGGATCAATGGGCAAGTCTGTGGAGTTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGT
TTTTACTGTACTTTCCATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAACTTGCTT
AATACCATAGCCATTGCAGTAGGTGAGGGGACAGATAGGATTCTAGAAATATTACAAAGAATTTATAGAGCTA
TTATCCATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469693 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAAATAAGATTAGAAAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTCTAAATTGCACTGAGTTGACTACTAATAATACCAATAATACTACCGCTAATACTACTGATACTGATGA
AATGAATGAAGAAATGAAGAGGTGTGTACTGATTTGCTCCTCCTCTATCACGACCACCGTAAGGAAAGAGGAT
GCGACAAAATATGCTCATGATTATTTTCATGATGCGGATGAAATACATAACGATGATAATAGCAGTAGCTGTT
ACACCTCATTAAGTAGTAACGCCTGTCCCATTGCAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTCAAGTGTAACGATACGAAGTTCAATGGAACAGGAACATGTAAAAATGTCACCACAGTA
CAATGTACACATGGAATTATGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGCCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGTTGAATAAATCTGTAACAAT
TACTTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAGACTGGAATAACACTTTAGGAC
AGATAGCTAACAAATTAAGAGAACAATTTGGGAATAATAAAACAATAGCCTTTAAGCCATCCTCAGGAGGAGA
CCTAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCATGGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGCCAGATTTGGGATAAAATGACCTGGATGCAATGGGA
AAGAGAAATTGACAATTACACAGAGTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGCTACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAATTCTTACAAAGAGCTTTTAGAGCTCTTATCCACATACCTAGAAGGA
TAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>HQ217201 
GCTGATAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCTAACACCTCTTTATTTTGTG
CATCAGATGCTAAAGCCTATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CGATCCACAAGAAGTATACTTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATGTAATCAGTTTATGGGAACAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTTGTGTCA
CTTTAAATTGTACTGATTATTGTGGGACTAATACCACTAGGAATACCACTAAACCCATTGATTGTAATACCAC
TAGTAGTAAGGCCACTAGTGATAATACCACTATGATGGAGGCACAAGGAATGAAAAACTGTTCTTTCAATATC
ACCACAAGCATAAGAGATAGGGTAAAGAAAGACTATGCACTTTTTTATAGCATTGATGTAGTAAAAATAAATG
ATACAAATGTAGTAAAAATAAATGATACAAATGACAGCTATGATAGCTATAGGATGATAAGTTGTAATACCTC
AATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTT
GCGATTCTAAAGTGTATCAATAAGACATTCAGTGGAAAAGGGCCATGTAACAATGTCAGCACAGTACAATGCA
CACATGGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAGTAAT
TAGATCTGACAATTTCTCAGACAATGCTAAAAACATAATAGTACAGTTGAACACATCAGTAGTAATTAATTGT
ACAAGACCCAACAACAACACAAGAAAAAGTATACATATAACACCAGGGAGAGCATTTTTTACAACAGGAGAAG
TAATAGGAGATATAAGACGAGCACATTGTAACATTAGTAAAGCAAACTGGACGAAAACTTTGATAGAGGTAGC
TAAAAAATTAAAAGAACAATATAATAAAACAATAGTCTTTAAGAATTCCTCAGGAGGGGACCCAGAAATTATA
ATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAA
GGGATCAACAGCTCCTGGAAATTTGGGGTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTTGGAATGA
TAGTTGGAGTAATAATAAATCTCTGAAGGAGATCTGGAATAACATGACCTGGATGGAGTGGGACAAACAAATT
AACAATTACACAAACTTAATATACACTTTACTTGAGGATTCGCAGAACCAGCAAGAAAAAAATGAACAAGACT
TATTGCAATTGGATAAATGGGCAAATTTGTGGAGTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAAT
ATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTTTTGTACTTTCTTTAGTGAATAGAGTT
AGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAGGGAA
CAGATAGGATTATAGAAATATTACAAAGAACTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGG
CTTGGAAAGGCTTTTGCTATAA 
>FJ469730 



GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTACTATTGAAAAATGTGACAGAAAATTTTAGCATATGGAACAATAGCATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTGGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGCAGAATGCTAATGCTACTAAGATTAATAATAGTAGTAGGGAAGCGATGGG
GGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATGACAGATAAGATGCAGAAAAAGTATGCAATTTTT
TCTAAACTTGATATAGTACCAATAGATAATAATGGTACTAATAGCAGCTATAGATTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGGTTT
TGCGATTCTAAAGTGTAACGATAAGGATTTCAATGGAACAGAACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGACGAGGTAGTAA
TTAGATCTAAAAATTTCAGTAACAATGCTGAAACCATAATAGTACAACTGAAAGAACCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGCAAAAGTATACATTTAGGACCAGGGAGAGCATTTCATGTAACAGGAGAA
ATAATAGGAGATATAAGACAGGCACATTGTAACATTAGTAAGGCAAAGTGGGGTGAAGCTTTAAAACAGATAG
GTAAAAAATTAGAAGAAAAATTTAAGAAGGAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCTAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATAC
CTAGAGGATCAACAGCTCCTGGGGAGTTGGGGTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAGTAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGGCAATTACACAAGCAAAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAGGAATGAAAAAGAA
TTATTGGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGG
GTTTAGAAAGACTTTTGCTATAA 
>FJ469737 
GCTACAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACGACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAAATACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAATGCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTTTGTGTTA
CTTTAGATTGCACTGATGTAGGGAATACTACTAATATCACTAGTACTAATATCACTAGTATGAGTGAGGGAAT
GATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACACCCATAAGAGATAAGGTACAGAAAGAA
TATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAGGGATAATAATACAGATAGGGATAATAATACTA
GATTTAGGTTGATAAGTTGTAACTCCTCTGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCA
TGTAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGGGGTAGTAATTAGGTCTAGCAATTTCAGTGACAATACTAAAACCATAATAGTACA
GCTAACAGAGGCTGTAGAAATTAATTGTACAAGACCCAACAACACTACAAGAAAAGGTATACGTATAGGACCA
GGGAGAGCAGTTTATGCAACAGAAAAAATAATAGGAGACATAAGAAAAGCACATTGTAACATTAGTAGAGAAA
AGTGGAATAACACTTTAGGACAGATAGTTGTAAAATTAAGAGAACAATTTAAGAATAGAACAATAGTCTTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGATAACAT
GACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACACAATTAATATACACCTTAATTGAAGAATCACAA
ACCCAACAAGAAAAGAATGAACTAGAATTATTGAAATTGGATGACTGGGCAAGTTTGTGGAATTGGTTTGACA
TATCAAAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTT
TGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAACTTACTTAAT
ACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCTATTC
TCAACATACCTAGAAGAATTAGACAGGGCGCGGAAAGGGCTTTGCAATAA 
>JQ403102 
GCTGAAGATAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACCCAGAGGTTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCTCAAGAGGTAGTATTGGGAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAAATGCACTGAGTACTATGGCAAGAATGATACTAATATCACTAACGCTACTATTAGCCCTATCCT
TAATAGTAGCGAGGGAACAGAAATAAAAAACTGCTCTTTCAACATCACCACAAACTTCAAAGACAAGAAGCAA
AAAGAATATGCACTTTTCTATAGACTTGATATAGCACCAATAAAGGATGATGATAATACCAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCAATTCTAAAATGTAATGATAAGAAATTTAATGGAACAGGAGAATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCTACTCAGCTACTGTTAAATGGCAGTCTAGCAG
AAGAAGAAATAGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACACCTAAATGAAGC
TGTAGAAATAAATTGTACAAGAGTCAGCAACAATACAAGAAAAAGTATTTCTATAGGACCAGGAAAAGCATTT



TATACAACAGGAGAAGTCATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGCACAAAATGGAATAACA
CTTTAGGACAGATAGTTAAAAAATTAAGAGAACAATTTGGCAATAAAACAATAATCTTTAATCAATCCTCAGG
AGGGGACCTAGAAATTGTAACGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAATCCTG
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATACTAGCTGGAGTAAGAGTAATAAATCTCTGAAAGATCTGAATGAGATCTGGGGCAA
CCTGACCTGGATGGAGTGGGACAAAGAAATTGCAAATTACACAGACAAGATATACACTTTGCTTGAAAAAGCG
CAAAACCAGCAGGAAAAGAATGAACAAGATTTATTGGCATTAGACAAATGGGACAGTTTGTGGAATTGGTTTA
GCATAACACACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTT
AACGCCACCGCAATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAATAGCACAAAGGATTTTTAGAGCTT
TTCTCCACATACCTAGAAGAATAAGGCAGGGCGCGGAAAGGGCTTGGTTATAG 
>FJ469741 
ACTGCAGAACATGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAGAGCATATGATACTGAGGTACATAATATGTGGGCCACACATGCCTGTGTACC
CACAGACCCCAGTCCACAAGAAATAGTAGTGGAAAATGTGACCGAAAATTTTAACATGTGGAAAAATGACATG
GTAGAACAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTACTCTAAATTGCACTGATGATTTGACAAATAATACTAAGGCCAATAGTAGTACAGGGGGAATAAT
AGAGGGAAAAGGAGAAATAAAGAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAAAGAA
TATGCGCTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATGATAATACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAATGGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGGTCTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATGAGTCTGTAGC
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGCAAAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTCTAACACACTGGAAAAACACTTTAA
AAAAGGTAGTTATAAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGAAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTG
GAAAGATACCTAGCGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGACATTTGGGATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGATAATTACACAAAAGTAATATACAACTTACTTGAAGTATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTTAATGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGAATTCTAGAAGTATTACAAAGACTTGGTAGGGCTTTTCTTCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469748 
GCTAAAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGAATTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACTTGCACTGATCCGTTGAATATTACTGCCAATGGTGATAATGCGACTACTATCCCCAGGATAAA
CGAAACAAAAATAAGAAATTGCTCTTTCAATATCACCACAAAAATAAAAGATAAGGAGCAAGATACATATGCT
CTTTTTGATAAACTTGATTTAATACCAATAAAAGATAATGATACTAGGTTTAGGTTGATAAGTTGCAACACCT
CCATCATCACACATGCCTGTCCAAAGGTATCCTTTACTCCCATTCCCATACGTTATTGTGCCCCAGCTGGTTT
TGCGATTCTAAAATGTAAGGATGACAAGTTCAATGGAACAGGACCATGTACAGATGTCAGCATAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAC
TTAGATCCAAGAATTTCTCGGACAATGCTAAAACCCTAATAGTACAGCTGAATGAAACTGTAGTAATTAATTG
TACAAGACCCAGCAACAAGCTAATAAGAAGGATACATATAGGACCAGGCAGAGCATTTTATGGGACAGATATA
AAAGGAAATATAAGACAAGCATATTGTAACATTAGTAGGACAGCATGGAATAACACTTTAAGAAAGGTAGTTA
TAAAATTAGGAGAACAATTTGGGGATAATAAAACAATAATCTTTGAGCAACCCGTGCGGGGAGGGGACCCAGA
AATTATGATGCACACTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTT
GGAATACTAGCTGGAGTAATAAATCTTATGATGACATTTGGAATAACATGACATGGATGCAGTGGGAAAGAGA
AATTGATAATTACACAAGCTTAATATACACCTTAATTGAGGAATCGCAACACCAACAAGAAAAGAATGAACAA
GACTTATTGTCATTAAATGAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAG
AATTAGGCAGGGATACTCACCATTGTCGTTCGCTATTAGCTTGCTTAATACTACAGCCATAGCAGTAGCTGAG
GGGACAGATAGAATTATAGAAGTAGCACAAAGAGCTTTTAGAGCTATTATCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGCTTTTACTATAA 
>FJ469760 



GCTGTAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTGCCATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGCAAAATTAACTCCACTCTGTG
TTACTTTAGATTGCAATGATACCATTAGCAATAGCACTAATGCTACCAATAGTACTAGCGAGGGAATAATAGA
GAAAGGAGAAATAAAAAACTGCTCTTTTAACATCACCACAAGCATAGGAAATCATAAGGTGCAGAAAGACTAT
GCACTTTTTTCTAAACTTGATGTAGTACCAATGGATAGTGGTAATACCAGTTATAGGTTAATAAATTGTAACA
CCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAATGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTGCAA
TGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCCAGCAATTTCACGGACAATGCTAAAGTCATAATAGTACAGCTGAAAGAACCTATAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGCACCAGGCAGTGCACTGTATACAACAGAT
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAATACTTTAGGACAGATAG
TTACAAAGTTAAGAGAACAATTTAATAAAACAATAATCTTCAATCGATCCTCAGGAGGGGACGCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTAAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGA
TAATTACACAAGCAAAATATATGACTTAATAGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGGTAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGATCATAGAAGTAGTACAAAGAACTTGTAGAGCTATTCTTCACATACCCACAAGAATAAGACAGGGAT
TGGAAAGGGCTTTGCAATAA 
>FJ469762 
AATGCAGAACAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAACAGAGGCACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
TCCCAGCCCACAAGAAGTAAAATTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAATTTGCACTGCTTTGAATGTTACGAATGTTACTCGAGCCAACTATAGCTCCCCCACCAGTAGTAG
CGGGGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAGGGTGAAAAAAGAATATGCACTT
TTTTATACACTTGATATAGTACCAATAGAAAATGACAATACTAGCTATAGGTTGATAAATTGTAACACCTCAG
TCATTACCCAGGCCTGTCCAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGTCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGATAAGAGGTTCAATGGATCAGGACCATGTACAAATGTTAGTACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGCAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTATAGAAATTACTTGTAC
AAGACCCAACAACAATACAAGAAAAGGTATAAATATAGGGCCAGGGAGAGCATTATATGCAACAGGAGCCATA
ATAGGAAATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAAAACTTTGGAACAGGTAGTGA
TAAAATTAAGAGAACAATTCGAGAATAAGACAATAGTCTTTAAACCACCCTCAGGAGGGGACCCAGAAATTGT
AATGCACTCTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAGATCTATGAATGAGATTTGGGATAATATGACCTGGATACAGTGGGAAAGAGAAATTGG
CAATTACACAGACTTCATATACTCCTTGCTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGATTTA
TTGGCATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAAAATTAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGCAGCTGAGGGGACA
GATAGGGTTATAGAAATAGTACAAGCATTTTTTAGAGGCATTCTCCACATACCTGTACGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>EU578460 
GCTGTAAAACAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTT
TATTCTGTGCATCAGATGCTAAAGCATATGATACAGAGAAACATAATGTTTGGGCCACACATGCTTGTGTACC
CACAGACCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAGCAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACACCAC
TCTGTGTTACTTTAAACTGCAGTGATAATTGGAATACTACTAATTCGGGGAATGATACTAATAATACTACTAA
TTCGGGGAATGATACTAATACCTACAATACTAGTAATCCATGGGAAATAAGAGACATGAAAAACTGCTCTTTC
AATATCACCAAAAGTATAGGAAATAAGATACAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGCACCAA
TAGATGGTGATAATACAAGCTATACATTGGTAAATTGTAACACCTCAGTCATTACACAGACCTGTCCAAAGGT
ATCCTTTGAACCAATACCCATACATTATTGTACTCCTGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAG
TTCAATGGAACAGGACCCTGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAA
CTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATATCTCGGACAATAC
TAAAACCATAATAGTACAGCTGAATTCATCAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAA



GGTATACATATGGGACCAGGGGGAGCAATTTATGCAACAGGAGCCATAATAGGAAATATAAGACAAGCACATT
GTAATGTTAGTAGTGCAAAATGGAATGACACTTTAAGACAGATAGCCAAAAAATTAAGAGAAGAATTTGGGAA
TAAAACAATAGTTTTTAATCAACACTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGA
GAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAGCAGCTCATGGGGATTT
GGGGTTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAATAAAAATCTGAG
TACAATTTGGGATAATATGACTTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAAC
TTGCTTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTAGCATTAGATAAATGGTCAAATT
TATGGGATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAGATTATTCATAATGATTGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTT
GCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGAGCACAAA
GAATTTGTAGAGCTATCCTCCATATACCGAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTACAATAA 
>EF593295 
GCTACAGACCAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATAATCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATTAGTTTATGGGAACAAAGCTTAAAGCCCTGTGTAGAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATGCTACTGCTACTAATATCACTAGTAATACTACTAGTGTAAATAGTAGCACTCC
TAATATCACCAATGAGTGGCCAGGGGAAATAAAAAACTGCTCTTTCAATATTACTACAGACCTAAGAGATAAG
ATGCGGAGAGAATATGCACTCTTTTATAGACTTGATGTAGAACAAATAGATGCCAATAATAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATCGTAGTTAGATCTGAAAATTTCACGAACAATGCAAAAATCATAATAGTACAGCTGAATAAATC
TGTAGAAATTAGTTGCACAAGACCCAACAACAATACAAGAAGAAGCATACATATAGGACCAGGGAGAGCATTC
TATACAACAGGACAAATAGTAGGAAACATAAGAAAGGCATATTGTAATGTTAGTACAGGAAAATGGGAGGAAG
CTTTAAAACAGATAGTTACAAAATTAGGAGAGCAATTTAAAAACATAACAACATTAAAATTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGTGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATACTAGCTGGAGTAATAAATCTCTGAATCAGATCTGGAATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAGGCCTAATATACACCTTAATTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTACTAGAATTAGATAGCTGGGCAAGTTTGTGGAATTGGTTTAGCATATCACAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACT
TGCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTCAGCTTGCTTAATACCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTTTAGAGCTGTCCTCCACATAC
CTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>EF593296 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACCCACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCAATGATTCTGATGGTAATATTACTAGAAGTGCCAATGATTCTATTACTAGCAGGGCTAA
TATTAGTAGGGAGGGGAAGGAAATGAAGAACTGCTCTTTTAATATTACCACAAGCATAAGAGATAAGGTACAG
AAAGAATATGCACTCTTTTATAAACTTGATGTAGTACCAATAGATAATACTAATAGTAGCTATAGGTTAATAA
GTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCAATCCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGGCCATGTAGAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACACAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGAGAATTTCACGAACAATGCTAAAACCATACTAGTACAGCTGAAAAAACCTGT
AGTAATCAATTGTACAAGACCAGGCAATAATACAAGCAAAAGTATACATATGGGAGCAGGGAAAGCTTTTTAT
GCAACAGGAAGAATAATAGGAGATATCAGGCAAGCACATTGTAATATTAGTGGAAAAGAGTGGAATGAGACTT
TAAGCCTGGTAGCTCACAAATTAAGAGAACAATTTGAGAATAAAACAATAATCTTTAACCAATCCTCAGGAGG
GGACCCAGAAATTATAATGCACACTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTATGGACGAGATTTGGAATAACATGACCTGGATAGAATG
GGAAAGAGAAATTGACAATTACACAGGTATAATATACAATTTAATTGAACTATCGCAAAACCAGCAAGAAAAG
AATGAACAAGAATTATTGGCATTAGATAAATGGACAAGTTTGTGGAGTTGGTTTAACATATCAAACTGGCTGT
GGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGGATTACAAAGAGTTTTTAGAGCTTTTCTGCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGTTATAA 
>EF593297 



GCTACAGAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTGCAT
CAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAAATTTAACATGTGGAAGAATAACATGGTAGAGCAGATG
CAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTACTT
TAAATTGCACTGATATGAACAATAGTACTACTAATACCAGTAGGAATAATTGGGAAAAGATGGAACAGGGAGA
GGTAAAAAACTGCTCTTTCAATATCACCTCAAGCATGAGAGATAAGGTGCAAAAAGAATATGCAACTTTTTAT
AAACTTGATGTAGTACCAATAGCTAATAATAATAATAATACCAGATATAGGTTGATAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAGAGTTTCAATGGAACAGGGCTCTGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTA
AATCTAGCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTAAATGCATCTGTACAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACACATGGGACCAGGGAAAACATTTTATGCAGCAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCACAATGGAATAAAACTTTAGAACTGGTAGTTG
GAAAATTAAAAGAACAATTTAATAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATATTA
GTTGGGGTAATAAAACTCATGATGACATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAAATAGAAAA
TTACACAGACTTAATATACAGCTTGCTTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTG
AAATTGGATCATTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTAATATAGTAAATAGAGTTAGGCA
GGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGTCACAGCTATAGCAGTAGCTGAGGGAACAGAT
AGGGTTATAGAAGTAGTACAAAGAGTTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGGTTTGCTATAA 
>GU330460 
GCTGCAGAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGCCTATGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGCTAATACCACTAATACTAATGCCAATAGTACTAATAACAGTAGCTTGGGAAC
AATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAACATCACCACAAACCTAAGAGATAAGGTGCAGAAAGAA
TATGCACTTTTTTTATAACCTTGATGTAGTGCCAATAAAGGGTGAGGATAATACTAGCTATAGGTTGATAAGT
TGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACTC
CAGCTGGTTTTGCGATTCTACAATGTAATGATAAGAAATTCAATGGATCAGGACCATGTACAAATGTCAGCAC
AGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAA
GAGGTAGTAATTAGGTCTGAGAATTTCACAAATAATGCTAAAACCATAATAGTACAGCTAAATGAATCTGTAG
TAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGAAGAGCATTTTATGC
AACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTACAAAAGCCTGGAAGGAAGCTTTA
CAACAGGTAGCTATAAAACTATCAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGAG
ACCCAGAAGTTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGT
GGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTACT
GTGCCTTGGAATGTTAGTTGGAGTAATAAATCCATGAATGACATTTGGAATAACATGACCTGGATGGAGTGGG
AAAGAGAGATTGACAATTATACAAACATAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGATAAGAA
TGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGG
TACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAG
TGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTATTAGCTTGCTTAATGCCACAGCCATAGCAGT
AGCTGAGGGAACAGATAGGGTGGTAGAAGTATTACAAAGAGCTTTTAGAGCTGTTATACACATACCTAGAAGA
ATAAGACAGGGCTTAGAAAGGTTTTTGCTATAA 
>HM234503 
GCTGACGAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCCCTCTGTATCA
CTTTAGAGTGCACTGATTTGAATACCACTAGGAATAGTACCACTAGGAATGGTACCATTATGGAAGAGATGAA
AAACTGCTCTTTTAATATCACCACAAGCATAAGGGATAAGGTACAGAAGGAATATGCAGCTTTTTATAGGCTT
GACCTAGTACCAATAGATAATAGTAGTAAGACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAGG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTG
TAATGATAAAAATTTTAATGGAACAGGGCCATGTAACAATGTCAGCACAGTACAATGCACACATGGAATTAGA
CCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATC
TCACAGACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATA



AGAAAAGCACATTGTAACATTAGCAGGATAAAATGGAATGACACTTTAGCAAAGATAGTTACAACATTAAGAG
AAAAATTTGGGGGTAATAAAACAATAGTCTTTAATCAATCTTCAGGAGGGGACCCAGAAATTGTAATGCACAA
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAGATCTTACAATAACATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACAC
AGGTGTCATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTA
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATA
CTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAATATTACAAAGAATTTTTAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGA
TTTTGCTATAA 
>KC312470 
GTTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGTCATATCAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
TCCCAACCCACAAGAAGTAGTATTAGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGGATTGCTCTGATTATTGGGGGAATAGTACTGAGTCCAATAATAGTAGTAGTACTAATAATACTAG
TAGTACTAGTAATGGTACTAGTACTGAGTCCAATAATAATATCACGAGGGGGGAAGGAGAATTAAAAAACTGC
TCTTTCAATATCACCACAAGTATAAAAGATAAGATACAGAAAGAATATGCAATTTTTTATAAACTTGATGTAG
TACCAGTAGATAATGATAACAATAATAATACTAACAATACTAGATATAGGTTGATAAGTTGTAACACCTCAGT
CATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCG
ATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACAC
ATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAGACATAATAATTAG
ATCTGAGAATCTCACGAACAATGCTAAAACCATAATTGTACAGCTGAACACAACTGTAAAAATTAACTGTACA
AGACCCAACAACAATACAAGGAAAGGTATACATATAGGACCAGGGAGAACATTTTATGCAACAGGGGAAATCA
TAGGGAATATAAGACAAGCACATTGTAACCTTAGTGGAAACGAGTGGAATGATACTTTACACAAGATAAGAGA
AAAATTAAAAGCACAATTTCCTAATAAAACAATAATCTTTAAGCAACCCGTAGGAGGGGACCCAGAAATTGTA
ATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAA
AGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGC
TAGTTGGAGTAATAAATCTCTGGATGATATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGAA
AATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTAT
TGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATGTT
CATAATGATAGTAGGAAGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGG
CAGGGATATTCACCACTATCGTTTGCTATTAGCTTACTCAACGCCACAGCCCTAGCAGTAGCTGAAGGAACAG
ATAGGATTATAGAAGGATTGCAAAGAGCTTTTAGAGCTATTCTTAATATACCTACAAGAATAAGACAGGGCTT
GGAAAGGGCTTTGCTATAA 
>KT124807 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACGTGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATCTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTCAAGCCATGTGTAAAATTAACCCACTCCTGTG
TTACTTTAAATTGCACTGATTTGACGAATGAGACTTATACCAATGCTAGTAGTGTTAATGCTAATGCTAGTAT
TAGTAGTAATATGAAAGGAGAAATAAAAAACTGCTCTTTCAATACCACCACAAGCATAGGAAATAAGATGCAG
AAAGAATATTCACTTTTTTATAAACTTGATATAGTACCAATAGGGAAGAATGATACAAGCTATATATTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTACCCCAATTCCTATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGGGGTAATAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACATCTGAATGAATCTAT
AGAAATTAAATGTACAAGGCCCAACAATAATACAAGAAGGGGTATAAATATAGGACCAGGAAGAGCATGGTAT
ACAACAGGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGGAAACTGGAATAAAACTTTAA
AGCAGGTAGTTACAAAATTAAGAGAACAATTTGGGAACAACAAAACAATAAGCTTTCAACCATCCTCAGGAGG
GGACCCAGAAATTACAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCT
GTGGAAAGATACATAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTTATCTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGACATTTGGGATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTAACAATTACACAAGGTTAATATACACCCTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAGTTATTGGCATTGGATGACTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAGTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGTATAGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTAT
AGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATACCACAGCAATAGTA
GTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCTATTATCCACATACCTACAA
GAATAAGACAGGGCTTCGAGAGGGCTTTACTATAA 



>KT124813 
GCTACAGAAAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTC
TATTTTGTGCATCAGATGCTAAGGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAACAAGCATTGGAAAATGTGACAGAAAATTTTGACGCGTGGAGAAACAACATG
GTAGACCAAATGCATGAGGACATAATCAGTTTATGGGATCAAAGTCTAAAGCCCTGTGTAGAACTAACCCCAC
TCTGTGTTACTTTAAATTGCACTGATGCTAATAATACCACTGGTGGGAATAATACTAATATCCTAGAGAAAGG
AGATTTAAAAAACTGCTCTTTCAATAGCACAACCGTAGAAAATAAGATGAAGCCAGAATATGCATTTTTTAGT
ACACTTGATATAGTACCAATAAAGTATGAGAATGGTAAGAATGATACTAGATATAAGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCTTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGCTTTTAAAGTGTAACAACAAGACATTCAATGGAAGCGGGCCGTGTACAAAGGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TACTTAGATCTGAAAATTTCTCGAATAATGCTAAAAACATAATAGTACAGCTGACAAAACCTGTAGTAATTAA
TTGTACAAGGCCCAACAACAATACAAGAAGAAGTGTACATATGGGACCAGGGAGAGCATTTTTTACAACAGAT
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTTATAAAAATTGGAAAGACATGTTAGAACAGGTAG
CGAAAAAATTAGGAGAACAATTTAGGAAGAACACAGTAAACTTTACAAGCCCCTCAGGAGGGGACCCAGAAAT
TGTACTGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ATAATAGTTGGAGTAATAAATCTCAGAGTGACATTTGGAATAACATGACCTGGATGCAGTGGGAGAGAGAAAT
TGACAATTACACAGACATAATATACACCTTACTTGAAAAAGCGCAAATCCAACAAGAAGAGAATGAACAAGAC
TTATTAAAATTAGATTCATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAGATGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTCTTTGTACTTTCTTTAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAAGGG
ACAGATAGGGTTATAGAAGGATTACAAAGAGCTTGTAGAGCTATTCGCCACATACCTAGGAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>DQ869016 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCATTCTATTCT
GTGCGTCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCTCTAACTACTCGAAAAATAATACTAACAATAGTACTAGTAGTAACAATAGTAGTTCCGA
GGGAGGGATAGACATAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAGGAAATAAGATGCAG
AAGAACCATGCACTCTTTTATAACCTTGATGTAATACCAATAGAAAATGAGGGTAATAAGACTTATAGGTTGA
GGCATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAGTGGAACAGGACCATGTAAAAATGTC
AGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAG
AAGAAGATGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAACTAAAGGAGCC
TGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCGATAGCACCAGGGAGAGCATGG
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAACAGTGCCTGGAATGAGA
CTTTAAAAAAGATAGTTGACAAATTAAGAGAACAATTTAATAACAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTGACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCACGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCAGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGACAACATGACCTGGATGCA
ATGGGAAAAAGAAATTGACAATTACACAGGGATAATATATGGCTTAATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTGTTAGCATTGGATCATTGGGCAAATCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTCTTACAGTACTTTC
TATAATAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTAATGCCATTGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTACAGAGCTGTTACCCATATACCTA
GAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>DQ869024 
GCTACAGGAAATTTGTGGGTCACAGTCTATTATGGGATACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGATACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAGAATGGTATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGTGGGGGATGCTACTAATACCAAGAATAGGAGCAAGGGGGAGATGGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATGTCGCCACAAGAATAAGCAATAGGATGCAGAAAGAATATGCATTGTTT
TATAAACTTGATGTAGTACCAATAGATAATGTTAATACTACTGAAAAGAAGAATAACTATACCAAATATAGAT
TGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATCCATTA
TTGTACACCAGCTGGTTTTGCGCTTCTAAAGTGTAGAGATAAAAAGTTCAATGGAACTGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAG
CAGAAGAAAAGGTGATAGTTAGATCTGAAAATTTCTCGGACAATGTTAAAACCATAATAGTACAGCTGAAAGA



ACCTGTAAAAATTAATTGTACAAGGCCCAATAACAATACAAGAAAAGGTATACATATGGGACCAGGGAAAACA
TTGTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTCAGGCAGAATGGAATA
AAACTTTAGTACAGATAGTTAAAGAATTAAGAGAACAATTTAATAATAACACTATAGTCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATGATGAGATTTGGAATAACATGACTTGGAT
GGATTGGGAAAGAGAAATTAACAATTACACAGGCTTAATCTACACATTACTTGAAGAATCGCAGAACCAGCAA
GAAAAGAATGAACACGAATTACTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTATT
TTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCC
TTCACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGATGTTTTAGAGCTATTCGCCACATAC
CTAGAAGAACAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ869025 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGACGCAAACGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCCCAAGAAGTAGAATTAAAAAATGTAACAGAAAATTTTAATATGGGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTGGAGGAATGGTACTAACACCAATACTACTACAACCTGTAATAGTAGTGCAGA
GAGGGAGGAAAAAGAAATAAAAAACTGCTCTTTCAGGGTCAATACAGGAATAGGAGATAAGGAAAATATAGAA
CAAGCACTTTTTTATAAAATTGATTTAGTACAAATAGATGGGAATAATTCCACATATATGCTGGCAAAGTGTA
ACACCTCAGTCATTACGCAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAGAGATCAGAGGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAGAATTTCACAGACAATGCTAAAAACATAATAGTACAGCTGAATGCATCAGTAACAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCCTTTTATGCAACA
GGAGAAATAATAGGAAATATAAGACAGGCATATTGTAACATTAATGAAAAACAATGGAATAACACTTTACGCC
AGATAGTTACAAAACTAAGAGAACAATTCGGGAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAGAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCAAAGGATGAGATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTAGTAATTACACACACTTAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTTTAGT
GAATAGAGTTAGGCAGGGATACTCACCATTACCGTTTGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCTATCCTCCACATACCTACAAGGA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ869029 
GCTACAGAAAAATCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATGACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCCAATACTACTAATACTAATACTACTAATAATAGTAGCTGGGAAAGGATGGA
AACAGGAGAAATAAAAAACTGCTCTTTCAATATCACAACAAGCTTAAAAGAGAAGGTACAGAATGAATATGCA
CTTTTTTATAAACTTGATGTAGTACCAATAGATAATAGTACCAAATATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGT
GATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAGAGTGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACCCAACTACTGCTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGAAAATTTCACAAACAATGTTAAAACTATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGGAAAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGAAAAGCATATTGTAACATTAGTGAAGCAAGATGGAAGAACACTTTAAAACAGGTAGTTA
AAAAATTAAGAGAACAATTTAGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGGAAAAGATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGA
CAATTACACAAGCATAATATACACCCTAATTGAAGAATCGCAGAACCAACAAGAAAAGAACGAAAAAGAATTA
TTGGAATTAGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATAATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTCAATACCATAGCTATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAAGATTACAAAGAATTGGCAGAGCATTCCTCCATATACCTAGAAGAATAAGACAGGGAT
TTGAAAGGGCTTTGCTATAA 



>DQ869030 
GCTGAAAAAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTTCCCACAGA
CCCTAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTTGAAGAATACTACTAATACCAATAGTAATGCTACTAATACCACTAGTAGTCC
TATTAATGGGGAAATGAAAAACTGCTCTTTCAATATCACCTCAACCATAAGAAATAAAATGCATAAAGAATAT
GCACTTTTGTATAAACTTGATATAGTACCAATAGATGGGGATAATACAACCTATACGTTGACAAATTGTAACA
CCTCAGTCATTACCCAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTTTGAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTATCAGAAGAAGGAATAG
TAATTAGATCTGAAAATTTCACGAACAATGCCAAAACCATAATAGTACAGCTGAATGAATCCATAGAAATGAA
TTGTACAAGACCCAACAACAATACAAGGAAAGGTATCCATATAGGACCGGGGAGAGCATTTTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGAAACTTTAAAACAGA
TAGTCACAAAATTAAGAGAACAATATGGGAATAATAAAACAATAATCTTTAATAAATCCACAGGAGGGGACCT
AGAAGTTGAAATGCTCAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTGAAGGATCAACAGCTCTTAGGGCTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATAATAGTTGGAGTAATAAATCTCAGAGTGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGACAATTACACAGAATTAATATACACCTTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAG
CAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGGGGTTTAGTAGGTTTAAGAATAGTCTTTACTGTGCTTTCTATAGTAAA
TAGAGCTAGGAAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTTAATGCCACAGCTGTTGCAGTAGCT
GAAGGGACAGATAGGGTTATAGAAGTAGTACAAAGAACCTGTAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ869031 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAATGTGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACGTTAAATTGCACTAATTATAATGGTACCCAGACTAATACCACTACCAACAGTGGTAACTGGAAAAAGAT
GGAGGCAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGACATGCAGGACAGGTATCAGAAAGAATAT
GCACTTTTTTATAGACCTGATATAGTAGAAATAGGTAACGATAGTAGTTATAGATTGATAAGTTGTAACACCT
CAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATCCCTATATATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAAACATTCAGTGGGAAAGGACCATGTACAAATGTCAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTCACAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTAA
TTAGATCTGAAAATTTCACGAACCCTGTGAAAACCATAATAGTGCAGCTGAAGGATCCTGTAAAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGAGGACATTTTATGCAACAGGGGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGGAGCAGAATGGAATAAAACTTTAAATCAGATAG
TTAAAAAACTAAAAGAACAATTTGGGGAAAATAAAACAATAATCTTTCAGCCACACGCAGGAGGGGATCAAGA
AATTGTAAAGCACATGTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTT
GGAATACTAGCTGGAGTAATAAATCTTTAAAGGCAATTTGGGATAACATGACATGGATGGAATGGGAAAGAGA
AATTGACAATTACACAGACTTAATATACAATTTACTTGAAGAATCGCAAAACCAGCAAGAAAAAAATGAACAA
GACTTATTGGCATTAGAGAAATGGGACAGTTTGTGGAATTGGTTTTCCATAACACATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTGACGCCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGATTGTAGAAATATTACAAAGAATTTTTAGGGCTATCCTCCACATACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGGCTTTGCTATAA 
>FJ469701 
GCTGAAGACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAAATTTGGGAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATTGGAAAGCTAACGTTACTAACAGCACTGATGGGAAAGCTATGAATGTTAC
CAAGGCCGATAATAGTAGCATAGGAACAATGGAGGGAGAAGTAAAAAACTGCTCTTTTAACAGTACCACAGAC
ATAAGAGATAAGGTAAGGAAAGAACATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATAATAATG
ATAGTACCAGCTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATGCAAAGTTCAATGGG
ACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCAAATTTCTCAAACAATGCTAAAACCAT



AATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCAGGCAACAATACAAGAAAAAGTATAACT
ATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAGATAATAGGAGACATAAGAAAAGCACATTGTAACATCA
GTAAAGAACAATGGAGGAAAACTTTAGACAAAGTAGTTAAAAAATTAAGAGAACAATTCGGAGAAAATAAAAC
AATTGCCTTTAATAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGAATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAGATCTCTAAATGAAAT
TTGGAATAACATGACCTGGATGCAATGGGAAAGAGAAATTGACAATTATACAAATGAAATATACAACTTACTT
GAAAAATCGCAGAACCAACAGGAGCAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGA
ATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAAAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTT
AGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAATTAATACAAAGAATTG
GTAGAGCTATCCTCCACATACCTACTAGAATAAGACAGGGCCTTGAAAGGGCTTTGCAATAA 
>KC473846 
GCTGAAGAACAGTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTATTAATGGGAAATGTGACAGAAGAGTTTAACATATGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGCTAAGGTTAATAGTACTAATGCTACTAGTACCTGTGTTAATAGTGATAGTAC
CTGTGTTAATAGTACTGAAGACATGAAAAACTGCTCTTTCAATATCACCACAACATTAAGAGATAAGGTGCGG
AAAGAATTTGCACTTTTTTATAGACTTGATGTAGTACCAATAGATGATAGTGATAATAGTACCAGCTATAGGT
TAATAAATTGTAACACCTCAGCCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTA
TTGTGCCCCGGCTGGTTTTGCGCTTCTAAAATGTAACAATAAGACGTTCAGTGGAAAAGGACCATGTACCAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGGAGAGGTAATACTTAGATCTAAAAATTTCACAGATAATAAAGAAACCATAATAGTACAGCTGAACGA
ATCTGTAACAATTAATTGTACAAGACCCAGCAACAACACAAGAAGAGGTATCCATATAGGACCAGGACAAGCA
TTCTATACAACAGGACAAATAATAGGAGATATAAGACAAGCATACTGTACCATTAGTAAAGCAAAATGGAATA
ACACTTTAAAACAGGTAAGTGAAAAATTAGGAGAAAAATATAATGCAACAACAATAAACTTTAAGCAACACTC
AGGAGGAGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTGTAGATGAGATTTGGGAGAACATGACCTGGAT
ACAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACTCCTTACTTGAAAAATCGCAGAACCAGCAG
GAAAAGAATGAACAAAAATTATTGGAATTGAATAGTTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAGGATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTATT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGCTTGCTAAATGTCACAGCT
GTAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAATTGGGAGAGGTATTCTTCACATAC
CTGTACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF593222 
GCTACAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGAGACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGACTTGGAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGGATTGAGGAATAATACTAGTACTACTAATATTACTAGTGGGGGAGGAGATGAAAT
GAGAAACTGCTCTTTCAATGTCACCACAAATATAAGAGATAGGTTTAAGAAAGAATATGCACTTTTTTATAAC
ATGGATATAGTACAAATAGATAATGATAATAGTAGTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAAGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCT
AAAGTGTAAAGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATCAGGCCAGTAGTATCTACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAATTAGATCTG
AAAATCTCACGGATAATGCTAAAACCATAATAGTACAGCTGAACCAAGCTGTACAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTCTATGCAACAGGGGATATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAAAGAAGAATGGAACAAAACTTTACATCAAGTAGCTAAAAAAT
TAATAGAAAAATTTGGGAATAAGACAATAGCCTTTAACAGATCCTCAGGAGGGGACCCAGAAGTGGTAATGCA
CAGTTTTACTTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGGACGAGATCTGGAAGAACATGACCTGGATGGAATGGGAAAAAGAAATTGACAATTA
CACAGATTTAATATACAACTTACTTGAACAATCGCAAAACCAGCAAGAAAAGAATGAAAAAGAATTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGG
ATATTCACCAATATCGTTGGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGG
ATTATAGAAATAGTACAAAGAACTTTTAGGGCTATTCTCCACGTACCTACAAGAATAAGACAGGGCTTGGAGA
GGCTTTTGCTATAA 



>DQ410465 
GCTGAAAAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATCTGAAGAATAATGCTACTAATACCACGAGTAGTTTCGAGAAACCGATGGA
GAAGGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAGAGAATATGCA
CTTTTTTATAAACTTGATGTAATACCAATAGAAGAAGATAATACTAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAA
TTAGATCCGACAATCTCACGGACAATACTAAAATCATAATAGTACAGCTAAATGAAACTGTAGAAATGAATTG
TACAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGCAGAGCATTTTATACAACAGGAGAA
ATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTATAGCAAAGTGGAATAACACTCTAAAAAAGATAG
CTATAAAATTAAGAGAACAATTTGAGAATAGAACAATAGTTTTTAAGCAATCCTCAGGAGGGGACCCAGAAAT
TGCAATGTTCAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGA
ATATTAGTTGGAGTAATAAAACTCATGATCAGATTTGGCACAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGATAATTACACAAACGTAATATACACCTTAATTGAAGAATCGCAAATCCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGCGAATAGAGT
TAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>DQ410422 
GCTGCAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGGCAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAACATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATAAATTAACCCCACTCAATGTCACTTCAAATTGCACTGATGGGAATAATACAGC
TAATAGTACCAGTAATACCAGTAATACCAGTAGTATCCTGGAAATGAAGGTAGGAGAAATAAAAAACTGCTCT
TTCAATGTCACCACAAGCATAAGAGATAAGATGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTAC
CAATAGATAAGCATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCC
AAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAAAC
AAAACGTTCGAGGGAAAAGGAAAATGTCACAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGG
TGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGACAACTTCACAAA
TAATGCAAAAATCATAATAGTACAGCTGAAGACGGCTGTAAAAATTAATTGTACAAGACCCGGCAACAAGACA
AGAAAAAGTATAACTAGAGGACCAGGGAGAGTATTGTATACAACAGGAGGAATAATAGGAAATATAAGATTAG
CACATTGTAACATTAGTAGAACAGAATGGAATAGCACTTTAGGACAGATAGCTAAAAAATTAAGAGAACAATT
TAAGAACAAAACAATAGTCTTCAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAATTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAG
GGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATC
TCTGGAGACAATTTGGGGGAACATGACCTGGAATCAGTGGGAACGAGAAATTGACAATTACACAGGCTTAATA
TACACCCTACTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAAGAAGACTTATTAAAATTAGATAAGTGGG
CAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTGGTAGGTTTAAGAATAGTTTTTACTGTACTCTCTATAGTGAATAGAGTTAGGCAGGGCTACTCACCATTA
TCGTTTGCTGTTAGCTTGCTCAATACTATAGCTATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAG
CACAAAGAGCTTGTAGAGCTATCCTCCACATACCTGTACGAATAAGACAGGGTTTAGAAAGGGCTTTGCTATA
A 
>FJ469739 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATCAGTTGAACATTACTACTAATAATAGTAGTGGTTTGAACAGCACGGAAGTAGA
AATGAAAAATTGCTCTTTCAATATCACCACTAACATAAGAGATAAGATACAGAAAGAATATGCACTCTTTTAT
AAACTTGATGTAGTACCAATAGATGGTAGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTAACCTTTGACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAATGTAATAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTG



AAAATTTCACGAACAATGCTAAAACCATATTAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACC
CAACATCAAGAAGGCAAGACATATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGATCCATAACAGAT
ATAAGACGAGCACAATGTAACATTAGTCTGACAAAATGGAATGAAACTTTAAGAAAGATAGTTGACAAATTAA
GAGAGCAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAA
CAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGA
GTAATAAATCTCATGATATCATTTGGAACAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACAC
AGGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTA
GATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TGGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTTTAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTTGCTGTTAGCTTGCTTAATACAACAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTT
TTAGAAGTATTGCAAAGAGCTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>FJ469743 
GCTACAGAACAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCCACGCATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGAACTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATGATTTGGAGAACGGTACTAGTACCGCTAATAGTAATGTCACTGGTAACGT
TAGTACTAATGTCGCTGATAGTAGTACCACTAATAGTAGTTGGGGACAGATGGAGAAAGGAGAAATAAAAAAC
TGCTCTTTCGACATCACCACAAGCATAGGAAATAAGATGCTGAAAGAATATGCACTCTTTTATAAACTTGATG
TAGTATCAATAGATAATGATACTAAGACCAAACCTAATGAAGGATCAGAAGGTAATGCTACTGATCCTAAGAG
GAAGATATATAAGAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACTCAGGCCTGTCCAAAGATATCC
TTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGATGTTCA
ATGGAACAGGACCATGTAGAAACGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCA
ACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAAGTAGTAATCAGATCTGAAAATTTTTCGGACAATACTAAA
AACATAATAGTCCATCTGAATCAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGCA
TACATATAGGACCAGGGCAAGCGTGGTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAA
CCTTAGTAGCACAAAATGGAATAACACTTTAAAACAGATAGTTATAAAACTAGGAGAACAACTTGAGAATAAG
AATAACACAATAAGCTTTAAGCCATCCTCAGGAGGGGACCTAGAAATTGTAATGCACAGTTTTATTTGTGGAG
GGGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGAT
TTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGTAAGAATAAATCT
CTGGATGAGATTTGGAATAATATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGGATTAATAT
ACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATGGGATAAGTGGGC
AAATTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTGGGAGGC
TTGGTAGGTTTAAGAATAATTTTTGCTGTGCTGAATAGGGTTAGGCAGGGATACTCACCAATATCGTTTGCTG
TCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGCACGAAGACT
TTTTAGGGCTATTCTTCACATACCTACAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTATAA 
>EF593228 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAAACGCAACCACAACTCTATTTT
GTGCATCAGATGCTAAAGCACATGATCCAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TCACTTTACACTGCACTAATGTGACTACTAATGAGACTACTACTAATGTGACTAGCACTGGTAGTAATGATAC
AATGAGGGGGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGACCTAAGAGATAAAATAAAGAAA
GAATATGCACTTTTTTATACAATTGATATAGTACAAATGGGGGAGAATAGCACTTCCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCC
GGCTGGGTTTGCAATTATAAAGTGTAATGATAAGCAGTTCAGTGGAAAAAGAGCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
ATGTAGTAATTAGATCTGACAATTTCACAGATAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTAAA
AATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATGGTTTGCA
ACAGGAGACGTAATAGGACCGATAAGAAAGGCATATTGCAACATTAGTAGAGCAAATTGGAATAAAACTTTAA
TCCGGGTAGTTACAAAATTACAAGAACAATATAAGAATAAAACAATAACCTTTAAGCCATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGATCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACCAGTTGGAGTAATAAGACTCTGAATAACATTTGGGATAACATGACCTGGATGGAATGGGA
AAGAGAAATTGACAATTACACACAAACAATATACACTTTACTTGAAGCATCACAAATCCAACAAGACAAGAAT
GAACAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTTTAGT
GAATAGAATTAGGCAGGGATACTCACCAATATCGTTGGCTGTCAGCTTGCTTAATACCATAGCAATAGTAGTA



GCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTTGTAGAGCTATTCTCAACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGAGCTTTGCAATA 
>FJ469753 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCATCTTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTAGTTAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAG
CAGATGCATGAGGATATAATCAATCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCACTAGTTGCAATGCCACTGATAGTAAGTGTACTGTTAATGCCACTAATAACATTAATAG
AAGTGAGGAATTAATGAACTGCTCTTTCAAGATCACCGGAGGCATAAAAGATAAGGAGGAGATAAAACATGCA
CTTTTTTATACAAATGATCTAGTACCAATGAATAAGAAGGAAAATAAGGATAATACCAATTTTAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACCTTCAGTGGAAAAGGACAATGTAACAATGTCAGC
ACAGTCCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTATTGAATGGCAGTTTAGCAGAAG
AAGACATAGTGATTAGATCTGAAAATATCACAGACAATGTTAAAACCATAATAGTACAGCTGAATGAAACTAT
ACAAATTAATTGTACAAGACCCTACCACAATGCAAAACAAAGGATACATATAGGACCAGGAAGAGCATTTTAT
GCAACAAAAAGAATTAAAGGAGACATAAGACAAGCACATTGTAACATTAGTATGACAAAATGGAATAACACTT
TAGAGAAGATAGTTACAAAGTTAAGAGAACAAGTGGGGAATAAAACAATAGTCTTTAACCAATCCTCAGGGGG
GGACCCAGAAATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCAGCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTACAACGATATTTGGAATAACACAACCTGGATGCAGTG
GGAAAGAGAAATTGATAATTACACAGAAACAATATACTCCTTAATTTCAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAGCTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTAGTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTAACGCCACGGCCATAGCA
GTAGGTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCTATTCTCAACATACCTACAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ469755 
GCTGCAGAGCAATTGTGGGTCACAGTCTATTATGGGATACCTGTGTGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAACCTATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGCAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATAAATTAGATAATATTACTAGTACCAATAAAAGCAGCAGGGAAATGATGGGGGG
AGAAATGAAAAATTGCTCTTTCAATATCACCTCTAACATAAGAGATAAGATGCAAAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCATTAGATAACAAAGATAATACTAGCTATAGGTTGATAAGTTGTAACACTTCAG
TCCTTACACAGGCCTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTA
GATCTGAAAATTTCACAAACAATGCTAAAAACATAATAGTACAGCTAAATGAACCTGTATTAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGGACAGAATGGAATAATGTTTTAGAAAAGATAGTTG
ACAAATTAAGAGAGCAATTTGAGAATAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAAATTAC
AATGCACAGTTTTAATTGTCAAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTA
AAAGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCATGATACCATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGA
CAATTACACAGACTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGAATTA
TTAGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTATTTTCCTTAGTAAATAGAGTTAG
GCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTTAATACAACAGCTATAGCAGTAGGTGAGGGAACA
GATAGGATTTTAGAAGGGTTGCAAAGAGCTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>FJ469765 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGACGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAATATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATGTGAAGAATAATGTTACTAATGACAATAGTAGTAACTGGATAAAAGGAGAAAT
GAAAAACTGCTCTTTCAATGTCACCTCAAGTGTGAGAGATAGGATGCAGAAAGAATATGCACTTCTTTATCAA
CTTGATATAGTACCAATAGATGATAAGAATAATACCAACTATAGGTTGATAAGTTGTAACACCTCATCCATTA
CGCAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGCAGTTCAATGGGTCAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGA



ATTAAGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTG
AAAATTTCACAAACAATGCTAAAACCATAATAGTACAACTGAATGAAACTATAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAGAAGTATAAGTGTAGGGCCAGGGAGGGCAATTTATGCAACAGGAGACATAATAGGA
GATATAAGACAAGCACATTGTAATGTTAGTGAAGCAAAATGGAATAAAACTTTACAACAGATAGTTGAAAAAT
TAAGAGATCAATTTAGGAATAAAACAATAATCTTTAATGGATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTCTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGGATGCAATTTGGGATAACATGACCTGGATGCAGTGGGAAAAGGAAATTGACAATTA
CACAGGCATAATATACAATCTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCA
TTGGATCAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAA
TGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGCAGTACAAAGAGCTTGTAGAGCTGTTCTTCACATACCTGCAAGAATAAGACAGGGCTTAGAAA
GAGCTTTGCTATAA 
>FJ469770 
GCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CGACCCACAAGAAGTAGACTTGACAAATGTGACAGAAGAGTTTAACATGGGGAAAAATAACATGGTAGACCAG
ATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAATGCTGGGAATAGCACTAATACTACCATGGAAGAGAGAGGAGAAATAAAAAATTGCTC
CTTCAATATCACCACAGCGATGAGAGATAAGGTGCAGAAACAATATGCAATTTTTAATAGTCTTGATGTGATA
CAAATAAAGGAGGATAATAATACCAGTGAGACCAATTATTCCAGTTATAGGTTGAGAAGTTGTAACACCTCAA
CTGTTACACAGGCTTGTCCAAAAATATCCTTTGAACCAATTCCAATACATTATTGTACCCCAGCTGGTTTTGC
GATTCTAAAATGTAAAGATAAGCAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTA
GATCCGAAAATTTCACAAACAATGCTAAAAACATAATAGTACAGCTGAACGAACCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGGACAAGTGTACATCTAGGACCAGGGAGAGCATTTTATACAACAGGAGATATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACACTTTATACAAGATAGTTG
AAAAATTAAGAGAAAAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCATAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTAGAGCAGATCTGGGATAATATGACCTGGATGCAGTGGGAAAAAGAAATTGA
CAACTACACAGGCTTAATATATACCTTACTTGAAAATTCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATATTCACCATTGTCGTTTGCTATTAGCTTGCTCAACACCACAGCCATAGTAGTAGCTGAGGGGACA
GATAGGGGTATAGAAATATTACAAAGAATCTTTAGAGCTATTCTCAACATACCTACAAGAATAAGACAGGGAT
TAGAAAGGCTTTTGCTATAA 
>EF593256 
GGTAAAGAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAGAGGATATAATACAGAGGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAGAGTGCACTGATTATGGGAAGAATGTTACTAATAATACTACTATTAGTGCCACTAGTAAGATCGA
GGAAACAATGAAAGGAGAAATAAAAAATTGTTCTTTCAATATTACCACAAGCCTAAGAGATAAGATGCAGAAA
GAATATGCGCTTTTGTATAAACTTGATATAACCCCAATAGATAAGAATAATACAAGATATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACACTATTGTGCCCC
GGCTGGATTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTTAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAG
AGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACACCTGAATGAATCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAACGTATGACTTTTGGACCAGGTAAAGTATTTTATACA
ACAGGAGAAATAGTAGGAGATATAAGAAGAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTAC
AAAAGATAGTTATAAAATTAAAAGAACAATTTAAAAATAAAAGAATAGTCTTTAGGCCACCCTCAGGAGGGGA
CCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGACTGTA
GAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATAGAGTGGGA
GAGGGAAATTGACAATTACACAGGCTTAATATACAACCTACTTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTATTCAATACCACAGCTATAGCAGTA



GCAGAGGGAACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCTATCCTCAATATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF593299 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTCCCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACCTTAAATTGCACTAATTTGAGGAATGATACTCAGACCAATGCTACCGAAGCCCCCAGTATTAGTAGAGA
GGAAGAGATAGAGAGAAAAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAGCATAAAAGGTAAGATGCAG
AAAGAATATGCAATTTTTTATAAGCTTGATATAGTACCAATGAATAATGATAGTATAAGCTATACTTTGATAA
ATTGTAACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCAATTCTAAAGTGTAATAATAAAACGTTCAGTGGATCAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAAAATCATAATAGTACAGCTGAACAGATCTGT
AGAAATCAACTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAACATTTTAT
GCACCAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAAAAGATTGGAATAACACTT
TAAATCAGATAGCTACAAAGTTAAGAGAACAATTTAAGAGTGAAACAATAATCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGAAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTT
CTGTGCCTTGGAATATTAGTTGGAGTAATAAATCTCTGGATAAAATTTGGAATAACATGACTTGGATGCAGTG
GGAGAGAGAAATTGACAATTACACAAACTTAATATACACATTAATTGAAGACTCGCAGAACCAGCAGGAAAAG
AATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAATTTGCTTAATGCTATAGCTATAGCA
GTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTGGGGGTATCCGCCACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ469684 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAAGAATAATGTTACTACTATTAATAATGGTAGTGAGGCAATGATAAAAGA
GGAAATGAAAAACTGCTCTTTCAATGTTAGCACAAATGTAGCAGATAAGAGGCAAAAGGAATATGCACTTTTT
TATAAGCTTGATATAGTACAAATGGAAAGTAACAATTCTAGTTATAGATTGATAAGTTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAAGTAGTAATTAGAT
CTAAAAATTTCACAGACAATGCTAAAATCATAATAGTACATCTGGATGAACCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGGATAACTATGGGACCAGGGAGAGTATATTATACAACAGGAGAAGTAATA
GGAAATATAAGACAAGCACATTGTAACATTAGTGGAGTAAAATGGAATAACACTTTAGGAAAAATAGTTAAGA
AACTAAGAGAACAATTTGGAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTATGGAAGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAA
TTACACAAGAGAAATATACAACTTAATTGAACAATCACAAAACCAGCAAGAAAAGAATGAAAAAGAATTATTA
GAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAGGGTTAGGAA
GGGATATTCACCAATATCATTTGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTGTAGAGGCCATACAAAGATTTTTTAGGGCTATCCTTCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGTCTTTGCTATAA 
>HQ216370 
GCTGCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTCAACACGTGGAAGAATAACATGGTAGAA
CAAATGAATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAACATTAACCCCACTCTGTG
TTACTTTAAATTGCACAGATTGTACGAACACTACCTGTAATAACACCTGGGGTAATGTCACTAACGGTAATAA
CACCTGGGGTAATGTTACTGTCTCGGGAGGGGGAGAAATAAAAAACTGCTCTTTCAATATCACCAATAGCATA
GAAAGTAAGATGCAGAAAAATTATGCACTCTTTTATAGCATTGATGTAGTATCAATTGATGGTAGTAATAGTA
GTTATAGATTGATACATTGTAATACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAAACATTCAATGGAAAGGGACCA



TGTACAAATGTCAGCACAGTCCAATGTACACATGGAATTAGGCCAGTAGTGTCCACTCAGCTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGGTGTAATAATTAGATCTGAAAATTTCACAGACAATGCTAAAACTATAATAGTACA
GCTAAATGAAACTGTACAAATTAATTGTTCAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCA
GGGAGAACATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGAGAAA
GGTGGAATAAAACTTTAGAAATAATAGTTAAAAAATTAAGAGAGCAATTTGGGAATAAAACAATAGTCTTTAA
TAAGTCCTCAGGAGGGGACTCAGAAATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATTCCTTAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTATGGATGAGATTTGGAATAATAT
GACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAGCTTAATATATAACTTAATTGAAACATCGCAA
ACCCAGCAAGAAATAAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATA
TAACAAATTGGTTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTT
TGCTATACTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCACTATCATTTGCTGTTAGCTTGCTTGAT
GCCATAGCTATTGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGCACAAAGAATTTTTAGAGCTTTTC
TCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>HQ216504 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTACTGGCAAATGTGACAGAAAAGTTTAACGGGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAATTTGCACTAATTATACCAGGAATGATACTAATGCTAGCAATAATAGTACCTGGGGAATGATGGA
GGGAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGAAGAAAGAATATGCT
CTTTTTTATAATCTTGATGTAATACCAATAGATGATGGTAATACCAGCTATAGGTTAAGAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAGACATTCAGTGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAA
TTAGATCTGCCAACCTCACGGACAATACTAAAACCATAATAGTACAGCTAAATGAATCTGTAGTAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAACATTCTATGCAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGGACAGAATGGAATAACACTTTAAAAAAGGTAG
TTGAAAAATTAGGAAAACAATTTCCCAATAAAACAATAATCTTTACTCAACCTGTGCGGGGAGGGGACCCAGA
AATTGTCATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTT
GGAATAGTAGTTGGAGTAATAAATCTTTGGATAAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGGCATAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTA
GAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAG
AGTTAGGAAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGCAGTACCAAGAGTGTTTAGAGCTTTTCTCCATATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>JX863969 
GCTACAGACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCCACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAACTGCTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAGGAAGTCAGATTGGAAAATGTGACAGAGGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAGAGTGCAAGAATATTACTAGTACTAATACCACTAGTACTAATACCACTAGTACTAATACCACTAG
TACTAATGCCACTGTGAACAAAGAAGAAATAGAAATGAAAAACTGCTCTTTCAATACCACCACAGAAGTAACA
GATAAGAAGAAGAGAGAATATGCACTTTTTTATAACCTTGATTTAGTATCAATGGATAATGATAAGGGAACCA
ATGGAACCAATAGTACTAAGTATAGGTTGATAAGTTGTAACACCTCAGTCATCACACAGGCCTGTCCAAAAGT
GACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGTGTAATGATAATAAG
TTCAATGGAACAGGACCATGTAACAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAATAGTATCAA
CTCAACTGTTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATTTCACGAACAATGC
TAAAACTATAATAGTGCAGCTAAAAGAAGCTGTAAAAATTGATTGTGTAAGACCCAACAATAATACAAGAAAA
AGTATACATTTTGGACCAGGGAGCGTATTTTATGCAACAGAAATAATAGGAAATATAAGACAAGCATATTGTA
ACATTAGTAGAGCAGAATGGAATAACACTTTAAGACAGATAGCTATGAAATTAAAGAACCAATTTGGGAATAA
AACAATAGCCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGAGGA
AATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAGACACAATACACAAACTA
ATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTGCCATCACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TATAAGAATAGTTTTTACTGTGCTTTCAATAGTGAATAGAGCTAGGCAGGGATACTCACCATTATCGTTTGCT



GTTAACTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTGTTACAAAGAG
CTGGTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN562798 
GCGACAGAACAACAACAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATAGTATTAGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTATTTTAAATTGCACTGATTTGAATGTTACTAATACTAATTTGAATAGTACTAATACTAATAACAC
TCTCATTATGGAGAAAGGAGAAGTAAAAAACTGCTCTTTCAATGTCACCACACCCACAAGCGATAGGGTGCGG
AAAGAATATGCATATTTTTATAAACTTGATGTAGTACAAATAGATAATAATGACAATAGCAGCTATAGGTTAC
TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACGATAAAAAGTTCAATGGAACAGGGCCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAATAGTAATTAGATCTGAAAATATCTTGAACAATGCTAAAACCATAATAGTACAGCTAAATGAAAC
TGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGAAGAAGTATACCCATAGGACCAGGGAGAGCATTT
TATGCAACAGATATAATAGGTGATATAAGACAAGCACATTGTAACATCAGTGCAGCAAAATGGAATAAAATGT
TAGAACAGGTAGCTGGAAAATTAAGAGAACAATTTGGGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTCAAGCAACTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAGGGGATCAACAGCTTCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGGATTACATTTGGAATAACATGACCTGGATGAAGTG
GGAAAGAGAAATTGACAATTACACAGGCTTAATATACGCCTTACTTGCAGAATCGCAAATCCAACAAGAAAAG
AATGAACAAGAATTATTGGAACTAGACAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGCTGT
GGTATATAAGAATATTCATAATGATTATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTGTTAGCTTATTCAATGCCATAGCTATAGCA
GTAGCTGAAGGGACAGATAGGATTATAGAGTTAGTACAAAGAATTTTTAGAGCTTTTCTCCACATACCTAGAG
GAATAAGACAGGGCTTAGAAAGGGATTTACTAGAA 
>EU577811 
GCTACAGAAGAATGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAGTCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTGATGTGGATACTAATACTACTAATGGGAATACTGCTAATACCAATGTTAGGAAAGA
AATAATAATGGAAAAAGGAGAGATGAAAAATTGCTCCTTCAATGTCACCACAAACATGAGAGATAACATAAAG
AAAGAATATGCGCTTTTTTATAAACTTGATGTAGTACACATAGATGATAGTGAGAATAATAGTACATATAGGT
TGACAAGCTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGATCATGTACAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATTAGATCCGAAAATATCACAAACAATGCTAAAATCATAATAGTACAGCTGAATGT
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGGGGTATAACGATAGGACCAGGCAGGGCA
TTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGGATA
ACACTTTAAGACAGGTAGCTAGAAAATTAAGAGAACAATTTAATAATAAAACAATAGTCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATACTAGCTGGAGTAAGGATAAAAATCTGAGTCAAATTTGGGATAACATGACCTG
GATGCAGTGGGAACAAGAAATTGATAATTACACAAGCATAATATACAGTTTAATTGAAGAATCGCAAAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAA
ACTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTGATACAAAGAATTTTTAGAGCTGTTCTCCACA
TACCCACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EU577862 
GCTACAAACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACACGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAAATGCATGAGGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCAATCTGTG
TTACCTTAAAGTGCAGTACTCCTAATATTACTATGAGTAATACTTCTAGTGCTAATGTTAGCCAGGAAGGTAA
TAATACTTCTAGTGCTAATGTTAGCCGGGAAGGGGTGGAAGAAATGAAATACTGCTCTTTCAATGTTAGCTCA
GGCCTAACAGATAAGGTGAAGAAACAATATGCAACTTTTTATAATTTTGATTTAGTAAAATTAGAGGATAATG
ATACCTATATGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGCCCAAAAATAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGACAAGAAGTTTAATGGAACAGGA



CCATGTAAAAATGTCAGTACAGTCCAATGTACACATGGGATTAGGCCAGTAATATCAACGCAACTGCTTTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTTACAAATAATGCTAAAACCATAATAGT
ACAGCTGAATGAAACTGTAATGATTAATTGTACAAGACTCAACAACAACACAAGAAAAAGTATAACTATAGGA
CCAGGGAGAGCATTCTATGCAACAGGAGAAATAACAGGAGATATAAGAAAAGCACATTGTAACATTAGTGGAA
CAGCTTGGAATAAAACTTTAGCACAGCTAGTTAAAAAATTAAGAGAACAATTTGGGGAACATAAAACAATAGT
CTTTAAACCCTCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGGGGTATCAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTAGATTCAATTTGGGA
TAACCTAACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACAACCTACTTGAAGAA
TCACAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCCTGATAGGTTTAAGAAT
AGTTTTTGTTGTACTTTCTATAGCAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTG
CTTAACGCCATAGCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGTACAAACAATTTTTAGGG
CTATTCTCCACATACCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>EU577947 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
TCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACACTGCACTAATTTGACTTTAAACTGCAATAAAACAACGAATGAAACGAGTGGGGGAGGAGCAAT
GAAAAACTGCTCTTTCAATGAAGGAGAAATGAAAAACTGCTCCTTCAATAGCACCACAAGCATAAGGGATAAG
GTGCGGAAAGAATATGCATTATTTTATAGCCTTGATATAGTACCAATAGATAATGATAACAAGAATAGTAGTA
CAGATAGCAAGAATAGTAGTGAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCATGTCCAAA
GACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAG
AATTTCAATGGAACAGGACCATGTAAGAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTAT
CAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATCTTACAGACAA
TACTAAAACCATAATAGTACAGCTGAATCAATCTATAGAAATAAATTGTACAAGACCCAACAACAATACAAGA
AAAAGTATAACTATAGGACCAGGCAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCAC
ATTGTAACATTAGCAAAGCAAAGTGGAATGACACTTTAAGACAGATAGCCAGCAAATTAAAAGAACAATTTCC
GAATAAAACAATAGCCTTTAATCACTCCTCAGGAGGGGACCCAGAAGTTGTAATACATAATTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAGTCTTT
GGATGATATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAGGAAATTAACAATTACACAGGAGTAATATAC
AACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGATTTATTGGAATTGGATAAATGGGCAA
ATTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTTTGTTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCG
TTCGCTGTTAGCTTGCTCAACGCTACAGCCATAGCAGTAGCTGAAGGGACAGATAGAATTATAGAGCTCTTGC
AAAGAATTCTTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>EU577989 
GCTACAGACAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGATAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGCTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGTACTGATTGTTTAAATTGCACTGGTACCAATAATACTACTAGTGGCACTGATACCAATAA
TACTACTGATTCCAGTAATACTACTAATTTAATGATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATC
ACCACAGACCTGAAAGATAAGGTGCGGAAGGAATATGCACTCTTGTATAAACTTGATGTAGTACCAATAGAGG
AGGATCAGAGTAATACTAGCTATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACAGGCTTG
TCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAC
AATAAGACTTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAG
TAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTTCCAATTTCTC
TGGCAATGCTAAAAACATAATAGTACAGCTGAATGAATCTGTACCAATTACTTGTATGAGACCCAACAATAAT
ACAAGAAGAGGTATACATATGGGACCAGGGAAAGTATTTTATGCAACAGGAGCGATAATAGGAGATATAAGAC
AAGCACATTGTAACATTAGTGGAGAAAAATGGAATAACACTTTAAAACGGATAGTTCAAAAACTAAGAGAACA
ATTCCCGAATAAAACAATAATCTTTAACAGATCCTCGGGAGGGGACCCAGAAATTACAACACACAGCTTTAAT
TGTAGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCC
TGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAA
ATCTCTAAATGATATTTGGGATAAAATGACCTGGATGCAGTGGGAAAGAGAAATTGACAACTACACAGGCTTA
ATATACACCTTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAAAAAGACTTATTGGCATTAAATACAT
GGGCAGATGTATGGAATTGGCTTAACATAGCAAACTGGATGTGGTATATAAAAATATTCATAATGATAGTAGG
AGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCA



TTGTCGTTCGCTGTTAGCTTGTTCAACGCCACCGCCATAGCAGTAGCTGAGGGAACAGATAGGATTCTAGAAG
TATTACAGAGAATTGGTAGGGCTATTATCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCT
ATAA 
>KX156438 
GCTACAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTAAAAGAGGTCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGGAATTAACCCCACTCTGTG
TTACTCTAAATTGTGTTGATTATTGGGGATCCAATATTACTAATACTAATAGTACCTCTAATAATACTAGTAG
GGTGGGGGAAGCAGAAATGAAAAACTGCTCTTTCAATATCACTGCAGGAATAAAAGATAAGATGCAGAGAGAA
TATGCGCTCTTTTATAAACCTGATGTAGTACCAATAGATAACAATAATAATAATAGTTATAGGGTGATAAGTT
GTAATACCTCAATCATTAAACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAATTCAATGGAACAGGGCCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTAAAACAAGCTGTAAA
AATTAATTGTACAAGACCCAACAATAATACAAGAAGAAGCATACATATAGGACCAGGAAGAGCATTTTATACA
ACAGGAGATATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAGTAGAATGGAATAACACTTTAG
GACAGATAGTTAAAAAATTAAAAGAACAATTTGGGGGAAATAAAACAATAGTCTTTACTCAATCCTCAGGAGG
GGACCCAGAAATTGTGATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
ATGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTAGACAAAATTTGGAATAACATGACCTGGATGGAGTG
GGAGAGAGAAATTGACAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAAAAAGAATTATTGGAATTGGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGTTAT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTAT
AGTAAATAGAGTTAGGAAAGGATACTCACCACTATCGTTTGCTGTTAGCTTGTTTGACGCCACAGCAATAGCA
GTAGCTGAGGGAACAGATAGGATTATAGAGTTCTTACAAAGAGCTTGGAGAGCTTTTCTGCATATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU578032 
GCTACAGAGAAGAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAGATTGCGCTAATTTGACTAATAGTAATGATAGTAATAGTGATAATAGTACTTTTTTAGAAATGCC
TGGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGACCTAAGAGATAAAGTGAAGAAAGAATATGCA
CTTTTTTATAGTCTTGATGTAATACCAATAGACATGGAGAATAATGATAGCATTAAGAATAATACTAGCTACA
GGTTGAGAAGTTGTAACACCTCAATCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTACTGTGCCCCGGCTGGGTTTGCGATTCTAAAGTGTCTTAATAAGATGTTTAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGGAGAGATAATAATTAAATCTGAGAATATCACAAACAATGCTAAGACCATAATAGTACATCTGAA
TGAATCAGTAGAAATTAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATACATATAGCACCAGGGAGT
GCATTTTATACAACAGGACAGATAATAGGAGACATAAGACAGGCACATTGTAACCTTAGTAGGGTAAGCTGGG
ATAAAACATTAGAAAGGGTAGCTAACAAATTAAGAGAAAGATTTAATAATAAAACAATAAACTTTACTCAACC
CTCGGGAGGGGACCCAGAAGTTGTACTGTTCAATTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGA
GTCCTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTACTGTGCCTTGGAATGATAGTTGGAGTAATAAAAATCTGACTACAATTTGGGATAGCATGACATG
GATGCAGTGGGAAAGAGAAATTGACAATTACACAAACATAATATACAAATTAATTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACTAGATTTATTGGAATTGGACAAGTGGGAAAGTCTGTGGAATTGGTTTGACATAACAA
GCTGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCACT
GCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAATTGGCAGAGGTATCCTCCACA
TACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGATATAA 
>KX156451 
GCTACAAACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAGAGCATATGATAAAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATTTGAATGGTACCGTTACTACTAATACCACTAGTACTAATGCCACTAATGACAA
CACAGTGATGGAGAAAGGAGAAATGAAAAACTGCTCTTTTTATGTCACCACAAACATGAGAAATAAGAAACAG
AAACAATATGCACTTTTTTATAAACTTGATGTTGTACCAATGAATAAAAAGAATAATACTAAAAACAGATATA
GGATAGTAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACA



TTATTGTGCCCCTGCTGGTTTTGCGATTATGAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTGGTATCGACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGGGCCAATAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAA
GGAATTTGTAGTAATTAATTGTACAAGACCCCACAACAATACAAGAAAAGGTATACATATGGGACCAGGGAGG
GCATTTTATACAACAGGAGAAATAGTAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAACAGCTTGGA
ACAACACTTTAAAACAGATAGTTAAAAAATTAAGAGAAAGATTTAATAAAACAATAGTCTTTAAACCACCTTC
GGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTACGGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAACTCATTTGTA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTGGATCAGATTTGGCATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACACAATTAATATACACCCTACTTGAGGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGTCAAGTTTGTGGAATTGGTTTGATATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGGATAAGAATAATTTTTGTTGTGCT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCC
ATAGCAGTAGCTGAGGGAATAGATAGGATTATAGAAATACTACAAAGAGTTGGTAGAGCTATCATTCACATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN562778 
GCTGCAGAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTGTTA
CTTTAAATTGCTCTGATGTGAATGTCACTAATAGTACTAATAGTACTATGGGAAATGCTACTAACGCCATTAA
TAGTAGCATGGAAATGATGGAGAAAGGAGAAATAAAGAACTGCTCTTTCAATGTCACCACAAATATGAGAGAT
AAGGTGCAGGGAACATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATAATACTACTAGCTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTTTAAAATGTAATAATGAGAAATTCAATGGATCAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGTTATTAAATGGCAGTTTAG
CAAAAGAAGAGGTAGTAATTAGATCTGAAAATTTCATGAACAATGTTAAAACCATAATAGTACAGCTGAATGA
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCA
TTTTATGGAACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACA
CTTTAGAACAGATAGTTAAAAAATTAGGAGAACAATTTGAAAATAAAAATATAACCTTTCAACCATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCTAGAGTCCTG
GCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAATCATCTGCAACA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTAGACGACATTTGGGATAACATGACATGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAAACGAAATATACTTCTTACTTGAAAAGTCGCAGAACCAGCAAGAA
AAGAATGAACAGGACCTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTGC
TATAGTGAATAGAGCTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACCGCTGTA
ACAGTAGCTGAGGGGACAGATAGGATTATAGAACTACTCCAAAGAGCTTTTAGAGCTGTCCTTCACGTACCTA
GAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JN562811 
GCTGCAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTGGAAGGGGAATACCACTAACACCACTAACACCACCGATACCACTACTAGTAC
CTCTAGTAGTAAAGGGAAAATGATGGAGGGAGAAGAAATGAAAAACTGCTCTTTCAATGTAACCTCAGGCATA
AAAGATAAGGTGCAGAAGGACTATGCATTCTTTTATAAACTTGATTTAGTACAAATAGATGATAGTGATAGTA
CTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATCACACAGGCCTGTCCAAAGACATCCTTTGAGCCAAT
TCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGAACAGGA
CCCTGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTGAAAACATCTCGGACAATGTTAAGACCATAATAGT
ACAGCTGAACGAAACAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGA
CCAGGGAAAGCATTTTATGGAACAAATGTAATAGGAGACATAAGACAAGCACATTGTAACATCAGTAGAACAC
AATGGAATAACACTTTACAGCGAATAGTTAAAAAATTAAGAGAAATTGAACAATTTAAGAATAAAACAATAGA
CTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCATACTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGCAATAAATCTATGGATGAGATTTGGGA
GAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGAATTAATATACAACTTAATTGAAAAA
TCGCAAAACCAGCAAGAAAAGAATGAGCAAGAATTATTGGCATTAGACAAATGGGCAAGTTTATGGAATTGGT
TTAACATATCACATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAAT



AGTTTTTACTGTATTTTCTATAGTGAATAAAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTGTTAGCTTG
CTTAATACTACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAGGGAGCTTTTAGAG
CTATTATCCACATACCTACAAGAATAAGACAGGGCCTTGAAAGAGCTCTGCT 
>DQ869015 
GCTGCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTACCCGTGTGGAAGGAAGCAACCACCACTTTATTTT
GTGCCTCAGATGCTAAAGGATATGAGAAAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAGAAATGTGACAGAAAAATTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGAATTGAATACCAATAGGACCACTAATGGTCAGAACAATCAGACCAATACTAA
TAATATCACTGATGGGATAGAAAAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCCTAAGAGAT
AAGATGCAGAAAGAATATGCACTCTTTTACAAATCTGATGTAATACCAATAGATAACAGCATGGATAACATCA
CAAATACTACCCAGTATAGGTTGATAAGTTGTAACGCCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTT
TGAACCAATTCCCATACATTATTGTGCCCCAGCAGGTTTTGCGATTCTAAAGTGTAACCAGAAGAATTTCACT
GGAAAAGGAGAATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAAC
TGCTGCTAAATGGCAGTCTAGCAGAAGAAGACATAGTAATTAGATCTGACAACATCACGGACAATGTTAAAAA
CATAATAGTACAGCTGAATGAAACTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGGAGAAGTATA
CCAATAGGGCCAGGGAGAGCATTTTATGCAACAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTA
GTGGAGCAAAATGGAATAATACTTTAAGAAAGATAAGTAAAAAATTAAAAGAATACTTTCCAGATAAAGCAAT
AGCCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGGCGATATTTG
GGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATACACTTTACTTGAA
GAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATT
GGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCACTATCGTTTGCCATTAGC
TTGCTCAACGCAACAGCCATAGCAGTAGCTGAGGGGACAGATAGAATCATAGAAATAGTACAAGGAGCTTGTA
GAGCTATTATCAACATACCTAGAAGAATAAGACAGGGCTTGGAACGGTCTCTGCTATAA 
>DQ869033 
GCTACAGAAAAATTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAGGTACACAATGTCTGGGCTACTCATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATACTACTACAAAATGTGACAGAAAATTTTAACATATGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTAATTATATTTGGAAGAATGCCACTCATAAGAATAGTAGTCTCAAATGGGAGACGGG
AGAAATAAAAAATTGCTCTTTCAATATCACCACACCCATAAGAGATAAGATGAAGAGAGAATTTTCGCTTTTT
TATAAGTATGATATAGTACCAATAAATAATGAAGATAATAGTAATACCAACTATACCAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTACTGTGC
CCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGGGTTCAGTGGAAAAGATGAATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTGAATGGCAGCCTAGCAGAAG
AAGGGGTAGTAATTAGATCAGACAATTTCTCAAACAATGCTAAAACCATAATAGTGCAGCTGAATAAAGCAGT
AAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAGGGTGTACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAATATTAGTGGAAGAGAATGGAATGATACTT
TAAGACAGATAGCTAAAAAATTAAGAGAACAATTTGGTAATAAAATAATAAAATTTACAGAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
CTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTG
ATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTACAAGGAAATTTGGAGTAGTAACATGACCTGGAGGCA
GTGGGAAAAAGAAATTGACAATTACACAGACACAATATACAGCTTAATTCTAGAATCGCAGGGCCAACAAGAA
AAGAATGAAAAAGAATTATTGGAGTTAGATCAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTAATTTC
TTTAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCATTGGCTGTTAGCTTGCTCAACGCCACAGCTGTA
GCAGTAGGTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTTTAGAGCTCTTCTTCACGTACCTA
GAAGAATAAGACAGGGTTTAGAAAGAATTTTGCTATAA 
>KM259097 
GCAGCAAATCAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGATTTGAAGAATAGTACTAGTAATAGTACTAGTAACCCTGATAATAGTACTGC
TAATAGCATAGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAA
TATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGAGAATGACACTCAGAGCTATAGGTTGGTAAGTTGTA
ATACCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGC



TGGTTTTGCGATTCTAAAGTGCAGAGATAAGAAATTCAATGGAACAGGACCATGTAAAAACGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTGGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACGAACAATGTTAAAACCATAATAGTACAGCTGAATGAATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGTGGTGCATTTTATGCAACA
GGAGATATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAAGAAAACTTTAGAAC
AGATAGCTAAAAAATTAAGAGAAAAATTTGAGAATAAAACAATAGTCTTTAATTCATCCTCAGGAGGGGACCC
AGAAATTGTAACACACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAA
AGATACCTACGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATTACATTTGGGAGAACATGACCTGGATGCAGTGGGATAG
AGAAATTAACAATTACACAGACTTAATATACAACTTACTTGAAGCATCGCAAAACCAACAAGAAAAGAATGAA
CAAGACTTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCGACATAACCAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTACTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCAATATCGTTTGGTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATCCTCCACATACCTAGAAGAATAA
GACAGGGCTTCGAAAGGCTTTTGCTATAA 
>DQ410535 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAGAGCCTCAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGATGAGCTGAATCTGAAGAATAATACTAATACCACAGAGGGAATAATGGAAACGGG
AGAAATAAAAAATTGCTCTTTTAATATCACCACAAACATAAGAGATAGAATGCAGAGGGAATATGCATTTTTT
TCTAAACTTGATGTAGTACCAATAGAAGAAGATAAAGGAAATATTACTAGAAATAATGCTGGAAATTATACTG
GCAAAAATTATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAGGTAAC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAGGTTT
AATGGAACAGGACCATGTATAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTC
AAGTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGAAGTAATTAGATCCGTCAATATCACGGACAATGCTAA
AATCATAATAGTACAGCTGAGGGAATCTGTACAAATGAATTGTACAAGACCCGCAAACAATACAAGAAAAAGT
ATACATATAGCACCAGGCAGAGCATTTCATACAACAGGAGGAATAATAGGAGATATAAGACAAGCACATTGTA
ACATTAGTAGAATAGCATGGAATAATGCTTTAAATAGAACAGCTAAAAAATTAAGAGCTCAATTTAATAATAA
AACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAGCACTCACTTTGAATTGTGGAGGGGAA
TTCAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATACTAGTTGGAGTAATAAATCTCTGGAGCA
GATTTGGGAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAAACATAATATACAGCTTA
ATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGT
GGAATTGGTTTGATATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
GTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAATTCTTACAAAGAG
CTGGTAGAGCTATCCTCCATATACCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY835452 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGAAAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCGCTCTGTG
TCACTTTAAACTGCAGTGATGTGAATACCACTAGTGTTAATACCACTGCTAGTAGCATGGAGGGGGGAGAAAT
CAAAAACTGCTCTTTCAATACCACCACAAGCATGAGTGATAAAATGCAGAAAGAATATGCACTTTTTTATACA
CTTGATGTAGTACCAATAGTTAAGGAAAATAATACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAT
GTGTAATAATAAGACATTCGATGGAAAAGGGCCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGACA
ATTTCACGGACAATGCTAAAACCATAATAGTACATCTGAATGAATCTATAGAAATTACTTGTACAAGACCCAA
CAACAATACAAGCAAGAGTATAACTATAGGACCAGGGAGAGCATTTTATGCAACAGGAAGGATAATAGGAGAT
ATAAGGAAGGCACACTGTAACATTAGTGGAGAAAAATGGCATAACGCTTTAGAACAGATAGTTAAAAAATTAG
GAGAAAAATTTGAGAATGCAACAACAATAAGATTTAATCAATCCTCAGGAGGAGACCAAGAAATTGTAATGCA
CACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAGTAGTT
GGAGTAACAAATCTCTGAAATGGATTTGGGACAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTA
CACAGGCATAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGACAAAAATGAAAAAGAATTATTGGAA
TTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAGATATTCATAA
TGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG



ATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACGGCCATAGCAGTAGCTGAGGGGACAGATAGG
ATCATAGAAGTATTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>KX156493 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGATGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACTTTAAATTGTACTGATTATAAGGGGACTTATAATGGGACTGCTACTAATAGTAGCACTAATAGTAGCAC
TGTTAGTAGCGGGGAAACAATGAAGGGGGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGG
GATAAGATGCAGAAAGTATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGGTAGTAATAGTAATA
AAAGTAATAATTATACCAACTATAGGTTAATAAGTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGT
ATCCTTTGAACCAATTCCCATACACTATTGTGCCCCGGCCGGTTTTGCGATTCTAAAGTGTAACAATAAGACA
TTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTCCAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCACCTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTGGTAATTAGATCTGCCAATTTCTCGAACAATGC
TAAAACCATAATAGTACAGCTGAATAAAACTGTAAACATTAATTGTACAAGACCCAACAACAATACAAGAAAA
GGTATACATATAGGACCAGGGAGAGCATTCTATACAACAGGAGAAGTAGTAGGAAATATAAGACAAGCATATT
GTAGTATTAATGTGACAGAATGGAATAACACTTTAACACTGGTAGTTACAAAATTAAGAGAACAATTTGGAAT
GAATAAAACAATAATCTTTACTAACTCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGA
GGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGCAATAAAACTAT
GGATGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAGATTGACAAGTACACAGACTCAATATAC
ACCTTAATTGAAGATTCGCAGAAACAACAAGAAAAGAATGAACAAGACTTATTAGCATTAGGGAAATGGGCAA
GTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCG
TTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTTTAGAAGCATTAC
AAAGAGCTTTTAGAGCTTTTCTTCACATCCCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>KX156542 
GCTACACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATGACCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TGACCCACAAGAAGTAGAATTGAAAAATCTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCAATTTGTGTTA
CCTTACATTGCACTAATTGGAATGCTACTAAGAATGCTACTAATACCAATTATAGTAATACTAATAGTAGTTG
GGGAACAATAAAGGAAGGAGAAGTAAAAAACTGCTCTTTCAATGTCACCACACCAATAAAAAATAAGAGGCAG
AAAGAATATGCACTTTTTTATAAACTTGATTTAATATCAATAAATGATGATAATACAAGCTATACTTTGATAA
ATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGAAAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAG
AAGGGATAGTAATTAGATCTGAAAATATCTCGAACAATGTTAAAACCATAATAGTACATCTGAATGAATCTAT
ACAAATTAATTTTACAAGACCCAACAATAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGACATAACAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTGCAAGATGGAATAACACTT
TAAAAAGGATAGTTATAAAATTAAGGGAACAATTTGAGAATAAAACAATAATCTTTAATCAATCTGCAGGAGG
GGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGATATTTGGCATAACATGACCTGGATGCAGTG
GGAGAAAGAAATTGGCAATTACACAAGCAAAATATACTCTTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATTTTCATAATGGTAGTAGCAGGCTTGGTAGGATTAAGAATAGTTTTTAGTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTATTAGCTTGCTTAATGCCACTGCTATAACA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCCATTCGCAACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGAAGTTTGCTATAA 
>KX156380 
GCTGCAAAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCACCACCACTCTAT
TTTGTGCCTCAGATGCTAGGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GATCAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTCACTTTAAATTGCACTGAAAACTTAACGAATGTCACTGTTAGAGGTAATAGTGACAGTGCTACTAATGT
CACTGGTATGACAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAACAATATGCACTC
TTTTATAAAATTGATTTAGTACCAATAAGGGATGAGAATACTAGCCAGATCTATAGGTTGATACATTGTAACA
CCTCAGTCATCACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGG



TTTTGCGATTCTAAAGTGTAATAATAAAGAATTCAATGGAACAGGGCCATGTAAAAATGTTAGCACTGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGATGAGGTAA
TAATTAAATCCAGCAATCTCACAGACAATGCAAAAATTATAATAGTACAGCTACAGGAAGCTGTACAAATTAA
TTGTACAAGACCCAGCAACAATACAAGGAAAAGTATAAATATAGGACCAGGAAGAGCACTTTATGCAACAGGA
GAAATAACAGGAGATATAAGACAAGCACATTGTAATGTTAGTAAAGCAAAATGGAATGAAACTTTAAGACAGA
TAGTTCTAAAATTAAGAGAAAAATTTCCAAACAAAACAATATCCTTTAACAAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGA
TACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAAACTATGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGGCTTAATATACAACTTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACAA
GAATTATTGGAATTGGATAAATGGTCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTCAACGCCATAGCTATAGCAGTAGCTGAG
GGAACAGATAGGGTTATAGAAATAGTGCAAAGAACTTGTAGAGCTATTATCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGCTTTTGCAATAA 
>FJ469697 
GCTACAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGACAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTAGTAATGCCACTATTACTACGCCCACTAATGAGACTGAGCCCACTAATAGTAGTCTGAA
AATTGTGGAAGGAGAAATAAAAAACTGCTCTTTCAACGTCACCACAGACATAAGAGATAAGACAAAGAAAGAA
TATGCCCTTTTTTATAAACTTGATGTAGTACCAATAGATAATAATAATACTAATAATACTAGCTATAAGTTGG
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTTACGAAAAATGAGAAAATTATAATAGTACAGTTGAACCAATC
TGTAGAAATTAATTGTACAAGGCCCAGTAACAATACAAGAAGGAGTATACATATAGGACCAGGGAGAGCATTC
TATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATAACA
CTTTAGAACAGGTAGCTAAAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAAGGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGGCTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGATATTTGGAATAATATGACCTGGATGGA
GTGGGAAAAAGAAATTAACAATTACACAAACTTAATATACAACTTACTTGAAGAATCGCAAAATCAACAAGAA
AAGAATGAACAAGAGTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTATTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTGGCTGTAAGCTTGCTCAACGCTACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCATTGCAAAGAGCTTATAGAGCTATTATCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469698 
GCTAATGAAACCTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATACTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACCATTGATAAATGTGACAAAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGACGTTTTGAGGAATGCTAGTAGTACCAATGGGACAGTCAGTAAGAATAATAATAG
CACTAATGTTAACAAAACAGAATTAGAGATGGAGCCAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACA
AGCATGAAAGATAAGTTGCAGAAAGAACATGCACTTTTTAATAAACTTGATGTAGTATCAATAGATAGTGATA
GTAATAAGACTAGTACCAGCTATACCAGCTATAGGTTGGTAAGTTGTAACACCTCAAGAATCACACAGGCCTG
TCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAT
AATAAAACATTTAGTGGAAAAGGACTATGTGGAAATGTCAGTACAGTACAATGCACACATGGAATTAGGCCAG
TAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGATGAAGTAGTAATTAGATCTGAAAATTTCAC
AGACAATACTAAAACCATAATAGTACAGCTGAACGAAACTGTACAAATCAACTGTACAAGACCCATCATCAAG
ATAAGAAAAGGTATACACATGGGACCAGGGAAAGCATTTTATGCAACAGGAGATATACTAGGAGATATAAGAC
GAGCACATTGTAACATTAGTGGAATAAAATGGAATAACACTTTAAAACAGATAGTTGATAAATTAAGAGAACG
ATTCCCAAATAGAACAATAATCTTTAATCAATCCTCAGGAGGGGATCCAGAAATTGTAACACACAGTTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCC
TGGGGATTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGGGAGTTGGAGTAATAG
AACTTATGACACAATCTGGGGAAATTTGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGACTTA
ATATACAGCTTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAAAAAGAATTATTAGAATTGGATAAAT
GGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGCTGTGGTATATACAAATATTCATAATGATAGTAGG



AGGCTTGATAGGTTTAAGGATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCA
TTATCGTTTGCTGTTAGCTTGCTTGACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAG
TATTACAAAGAATTGGTAGAGGTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCT
ATAA 
>HQ217185 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAGCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAACAG
ATGCATGAGGATGTAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAACTGACCCCACTCTGTGTTA
CTTTAAATTGTACTAAGTATTCAGGCACTAGTGCTACTGCTAATAGTACTGGTGCCTCCACTACTAGTACCCC
CACTGCTACTAGTGGTGCTAGTACCCCCAATACTACTGCTAGTAGTGGGGAAAAAATGAAAAATTGCTCTTTC
AATATTACCACAAGCATAAAAGATAAGATACAGAGAGAATATGCGATTTTTTATGAATATGATTTAGTACCAA
TAACAAATGATACTATCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATAACACAGGCCTGTCCAAAGGT
ATCCTTTCAGCCAATTCCTATACATTACTGTGCCCCGGCTGGTTTTGCAATTCTAAAATGTAACAATAAGACG
TTCAATGGCACAGGACCATGTAACAATGTCAGCGTAGTACAATGTACACACGGAATTAAGCCAGTGGTATCAA
CTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTACTTAGATCTGAAAATTTCACAGAGAGTAC
TAAAAACATAATAGTAAATCTGAATGCATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAA
AGTATAAATATAGGACCAGGGAGAGCATGGTACGCAATGGGACAAGTAATAGGAAATATAAGACAAGCACATT
GTAACATTAGTAGAGCAAAATGGAATGACACTTTAAAAAAGGTAGCTGAAAAATTAAGAAAGCAATTTAACAA
GACAACAATAGTTTTTAATTCCTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTATTTGTGGAGGG
GAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTT
GGGGTTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGAACTTTTAA
TGAAATTTGGAAAAACATGACCTGGATGCAATGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACGAC
TTACTTGAAGTAGCACAGACCCAACAAGAACAAAATGAACAAGAATTATTGAGCTTAGACAAGTGGGCAAGCT
TGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAAT
AGGTTTAAGAATAGTTTTTGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTC
GCTATTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTAAGAA
GAATTTTTAGAGCTATTATCAACGTACCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTATAA 
>KC935957 
GCTGCAGGCAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAGATTTTAATATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAGTTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAGGAGTGCTACTAGTATCACGAATAGTAGCGAGAGAACGATGGAGGGGGG
AGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTCATACCAATAGACAAAGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTCAAGTGTAACGATAAGAAGTTCAATGGAACAGGATCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCGACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CCGCCAATCTCACGGACAATGCTAAAACCATAATAGTGCAGCTGAATAAATCTGTAGAAATGAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATATCTATAGGACCAGGCAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTGGAGCACAATGGAATGACGCATTAAGAAAGATAGCTATAA
AATTAAGAGAACAATTTACGAATGCCACAATAGTCTTTAATCAATCCTCAGGAGGGGACCAAGAAATTGTAAC
GATCAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGATCAGATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTAATAA
TTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTATACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAAGGGACAGAC
AGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCAACATACCCCCAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>DQ410068 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGGACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGAAATGCTACTAATACCAATAGCAGTAGCGGGGGAACGAGGGAGGGAGG
AGAAATAAAAAATTGCTCTTTCAAAATCACCACAAGCATAAAAGATAAGGTGCAGGAAGAATATGCACTTTTT
TATAAACTTGATGTGATACCAATAGAAGATGATAATACTAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCA



TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAAGATAGGAAGTTCAATGGAACAGGGCCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CCGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTACTTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGCAGAGCATTTTATACAACAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGGATAACACTTTAAAACAGATAGCTATAA
AATTAAGAGAACAATTTAATCATAACACAACAGTCTTTGATCAATCTTCAGGAGGGGACCCAGAAATTGTAAA
GCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTTCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGATCAGATTTGGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTCAGAA
TTACACAAGTTTAATATACAACTTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACATGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGTGAATAGGGTTAGGCA
GGGATACTCACCCTTATCGTTCGCTCTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAAGGGACAGAT
AGGGTTATAGAGGTATTACAAAGAATTTGTAGAGCTATTCTCCATATACCTACAAGAATAAGACAGGGCTTGG
AAAGGATTTTGCTATAA 
>EF363124 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAGGAATGCTACTAATACCACTAATAGTAGTGGGGGAAAGATGGAGGGAGG
AGAAATAAAAAACTGCTCTTTCAATATTACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTT
TATAGACCTGATATAGTACCAATAGATAAAGATAGTACTAATACCAGCTATAGGTTGATAAATTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGCGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAAAGATAAGAAGTTCACTGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACTCATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGACAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAAAGACTCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAA
ATAATAGGAGATATAAGGCAAGCACATTGTAACCTTAGTAGAGCAAAATGGGATAACGCTTTAAAACAGGTAG
TTCTAAAATTAAGAGAAAAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAACGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAT
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TAACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTATACTTTCTATAGTGAATAAAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTAGAAAGGACTTTGCTATAA 
>EF363126 
GCTGAAGAACAGTTGTGGGTCACAGTCTATTATGGGATACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGTACTGATGTGGAGAAGAATAATACTACTAATACCACAACTACTAGTACCACAACTACTAT
TACCCCACTAATGATGGAGAAGGGAGAAATAAAAAATTGCTCTTTCAAAATCACCACAAACATGAGAGATAAG
GTGCAGAAAGAATTTGCACTTTTTCATAAATTTGATGTAGTACGAATGGAAGAAGATAATACTGATAATACTA
GCTATAGGTTGGTAAGTTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGTGTAATAATAAGGAGTACAATGGAACAGGACCG
TGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGATATAGTAATTAGCTCTGCCAATCTCACAAACAATGCTAAAATCATAATAGTGAA
ACTGAATGAATCTGTAGCACTGAACTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCA
GGCAGAGCATTTTATGCAACAGGAAATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAC
AATGGAGTAACACTTTAAAAAGGGTAGCTATAAAATTAGGAGAACAATTTAATAATAAAACAATAGCCTTTAA
ACAATCCTCAGGAGGGGACCCAGAAATTGTAATGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAAAACTATGGACCAGATTTGGAATCACAC
AACCTGGATGCAATGGGAAAGAGAAATTGATAATTATACAGACTTAATATACTCCTTAATTGAAGACTCGCAA
AACCAACAAGATAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACA



TAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTT
TATTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTGTTAGCTTGCTCAAC
GCCACCGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTGGAGAGCTATTC
TCCACATACCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>DQ410498 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGGAGGTAATACAGAGAGACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCGAATGTTACTAATACCACGGGTAGTGGTGAGACAAGGTTGGAGAAGGAAGA
CATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTACAGAAAGAATATGCACTTTTTTAT
AGACTTGATGTAATACCAATAGATGATGGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTTAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATCAGATCTG
CCAATCTCTCAGACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGTACAAATGAATTGTACAAGACC
CAGCAACAATACAAAAAAAGGTATATATATAGGACCAGGCAGAACAGTTCATGTAGCAAGAAAAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGGGACAAAATGGAATGACACTTTAAAAAGGATAGCTATAAAAT
TAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCT
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGGATCAGATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTA
CACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAGCCAACAAGAAAAGAATGAACAAGAATTATTGGCA
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAGTAGTTTTTATTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAATAGTGCAAAGAGTTTTTAGGGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTATAA 
>JQ251132 
GCTACAGACAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTATAATGGTACTAGTGTAAATAATACCAATAGTGCTAGTAATAGCAGTAGTAC
TAGTGTGAATAGTACCAATAGTATTAGTAATAGCAGTGGAGAGATAAAAGAATGCTTTTTCAATATCACCTCA
GGGTTAAGAGACCAGGTGAAGAAAGAACGTGCACTTTTTTATACACTTGATGTGGAACCAATAAATAGTACTT
ACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCA
TGTAAAAATGTTAGCACAGTACAGTGTACACATGGAATTAGACCAGTAGCATCAACTCAACTGCTACTGAATG
GCAGCCTAGCAGAGGAAGAGGTAGTAATTAGATCTGCCAATTTCACAGACAATGCTAAAATCATAATAGTACA
GCTGAACAAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATCTAGGACAA
GGGAGAGCGTGGTATACATTAGAAAAAGTAATAGGAGATATAAGACACGCATATTGTACCCTTAGTAGAGCAC
AATGGAATAACACTCTAAAACAGATAGTTGAAAAATTAGGAGAACAATTTGGGAAGAATAGAACAATAGTCTT
TAATCCATCCTCAGGAGGGGACCCAGAAATTGTAACACATAGCTTCAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATAAGATTTGGGATAA
CATGACCTGGATGGAGTGGGACAGAGAAAATTGGCAATTACACAAGCGTAATATACACCTTGCTTGAAAAATC
GCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTT
GACATAACAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAG
TTTTTGCTGTACTTTCTATAGTGAATAGAATTAGGCAGGGATACTCACCAATATCGTTCGCTGTTAACTTGCT
TAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTATAGAGCT
TTTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ410260 
GCTCAAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTTAGGGAGGGCTACTAATACTACTGGGAATGCTACTAATACTACTGGGAA
TGCTACTAATACTAATAATAGTGGCGGGGGAACAGTGGAGGAAAGGGAAATGAAAAACTGCTCTTTCAACATC
ACCACAAGCATAAGAGATAAAATAAAGAAAGAATATGCACTTTTTTATAGACTTGATGTAGTACCAATAGATA



ATGATAATGATAATACAAGCCATAATGATAATACAAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTAC
ACAGGCCTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTA
AAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAA
TTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGA
AAATTTCACAGACAATGCTAAAACCATAATAGTACAGTTGAAAGACCCTGTAAAAATTGAATGTATAAGACCC
AACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAG
ATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACACTTTAAGACAGATAGTTGGAAAATT
AAGAGAACAATTTAAAAATAAAACAATAGTCTTTAATCAATCCTCAGGGGGGGACCCAGAAATTGTAATGCAC
AGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACATGATC
AACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTTGGAATGCTAGTTG
GAGTAATAAATCTCTAGAGATGATTTGGAATAACATGACCTGGATGGAATGGGACAGAGAAATTAACAATTAC
ACAAGCTTAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGAATTATTAGGAT
TGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAAT
GATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGA
TACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAAGGGACAGATAGGA
TTATAGAAGTATTACAAAGAATTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAG
GGCTTTGCTATAA 
>DQ410292 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAATTAGAATTGATAAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCCGAAGAATGCTACTGATCTGAAGAATGGTAATAGTACTAACATGAATAGTAG
TAGCGGGAAAATGATGGAGGAGGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAACATGAGAGATAAG
GTACAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATGGAAGAAGATAATACTAGCTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGCGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAAG
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGCCAATATCACAGACAATGCTAAAAACATAATAGTGCATCTGAATAT
ATCTGTGCAAATGAATTGCACAAGGCCCAGCAATAATACAAGAAAAAGTATACATATAGGACCAGGCAGAGCA
TTTTATGCAACAGAAAAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGGAGCAAATTGGAATA
ACACTTTAAAAAACATAGTTATAAAATTAGAAGAAAAATTTAAGAATAAAACAATAGTCTTTAAACAATCCTC
AGGAGGGGACCCAGAAATTACAATGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTAGCTGTGGAAAGATACCTATGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTTAAACAGATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGAGAATTACACAGGCTTAATATACTCCTTAATTGAAGAATCGCAAACCCAACAA
GAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCGAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCC
GTAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATAC
CCACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAATAA 
>DQ410356 
GCTGAAGAAAGCTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATACAAAAAAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAGGAATGATACCAATGTGGGGAATAGTACTAGCAGGAATGATACCAATGT
GGGGAATAGTACTAGCAAGTGGGGACAGATAGAGAAGGGACAAATATACAATTGCTCTTTCAATATCACCACA
AGTGTAAGTGATAAGGTACAGAAAGAAAGAGCTATCTTCAATAAACTTGATATAGTACCAATAGGGGATGATA
ATAGTACATATAGATTAGTAAGTTGTAATACCTCAGTCCATACACAGGCCTGTCCAAAGATATCCTTTGAGCC
AATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAATGTAATGATAAAAAGTTCAATGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGT
TGAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACAAACAATGCTAAAACCATAAT
AGTACAGCTGAATACATCTATAGACATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTTTACATATA
ACACCAGGGAGTGCAATTTATGCAACAGGAGACATAATAGGGGATATAAGACAAGCACATTGTAACATCAGTG
AAGCAAAATGGAATAATACTTTAAAACTAGTAGCTGCAAAGCTAAAAGAACAATATGGGAATAACACAATAAT
CTTTCAGCCATCCTCAGGAGGGGATCCAGAAATCACCACTCACAGTTTTAATTGTGGAGGGGAATTTAAACAG
CTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTGAATAGGATTTGGGA
TAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAAAATTACACAGGCTTAATATACAACTTACTTGAAAAA



TCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGT
TTGACATAACAAACTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTAAATAAGGTTAGGCAGGGATACTCACCAATATCATTGGCTATTAATTTG
CTTAATGCCACAGCAGTAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGCACAAAGAGTTTTTAGAG
CTTTTCTTAACATACCTAGACGGATAAGACAGGGCTTTGAAAGGGCTTTATTATAA 
>JQ403103 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGAACTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATAAATTCAATACTTCTAATACCTCAAATTGTACTGATAATTCTAAGAATGTAAC
TTGTAGTGAGGAAACAGATATGAAAAACTGCTCTTTTTATGCTACTGCGGGAATACAGGGTAAGGTAAAGAAA
GAATATGCACTTTTTTATAACCTTGATATAGTATCCATAGAGGAAAAGGGTAGGAAAGATAACCCCACCTACA
ACACCTATAGGTTGACAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTACCCCAGCTGGATATGCACTTCTAAAGTGTAAGGATAAAAAGTTCAATGGAACAGGA
CCATGTACAAAGGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCACAAATAATGCTAAAACCATAATAGT
ACAGCTGAATGAAGCTATAAAAATTAATTGTACAAGACCTAATAACAACACAAGAAAAAGTATACATATAGCA
CCAGGAAGAGCATTTTTTGCAACAGGAGAAATAATAGGAGAAATAAGGAAAGCACATTGTAACATTAGTGGAG
GAACATGGAATAACACTTTAAGAAAGATAGTTGCAAAATTAAGAGAACAATTTGGGAAGAATAAAACAATAGT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGACATTTGGAA
TAACATGACCTGGATGGAGTGGGAAAGAGAGATTGACAATTACACAAGCATAATATATGACCTGATTGAAAAA
TCACAAAACCAACAAGAACAGAATGAACAAGAATTATTGGAATTAGATAAGTGGTCAAATTTGTGGAGTTGGT
TTGATATAACACATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCCTGATAGGTTTAAGAAT
AGTCTTTGCTGTGCTTACTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTG
TTCAATGCTACAGCTGTCACAGTAGCTGAAGGGACAGATAGGATTATAGAATTAGTACAAAGAATCTGTAGAG
CTATTCTTCACATACCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JQ403104 
GCAGAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGAGTTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTCTGTGTTA
CTTTAGATTGCACTGAGTTGCACAATGTTACAGAAATGAAAAACTGCTCTTTCAATATCACCACAGACCGAAG
GGATAAGATGCAGAAAACATATGCGCTTCTTTATAAACTTGATATAGTAGCAATAGATAATGATAATAATACT
AACAGCAATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGATAT
CCTTTGAACCAATTCCCATACATTATTGTGCACCAGCTGGCTTTGCGATCCTGAAGTGTAGAGATCATATGTT
CAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACT
CAATTACTGTTGAATGGCAGTCTAGCAAAAGAAGAGGTAGTAATTAGATCCGAAAATATCACGGACAATGTTA
AAACCATAATAGTACAGCTGAATGAATCTGTACCCATTGATTGTATAAGACCCAACAACAATACAAGAAAAAG
GATTACTATGGGACCAGGGAGAGTACTTTATACAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGT
AACATTAGCAAAGTAAAATGGAACAAGACTCTAAAACTAATAGCTGCAAAATTAAAAGAACAATTTGTGAATA
AAACAATAGCCTTTAATAAATCCTCAGGAGGGGACCTAGAGATTGTAACACACAGTTTTAATTGTGGAGGGGA
ATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTATATGATCAACAGCTCCTGGGAATTTGG
GGTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTGGATC
ACATTTGGGGTAACATGACCTGGATGGAGTGGGAAAAAGAAATTGGCAATTATACAGGCTTAATATACACCTT
ACTTCAGGACTCGCAAACCCAACAAGAAAAGAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTG
TGGAATTGGTTTGACATATCAAATTGGCTGTGGTACATAAAAACATTCATAATGATAGTAGGAGGCTTAATAG
GTTTAAGAATAATTTTTACTGTGATTACTTTAGTGAAGAGAGTTAGGCAGGGATACTCACCACTATCGTTGGC
TGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGAGGACAGATAGGGGTATAGAAATATTACAAAGA
ATTGGTAGGGCTATCCTTCACATACCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTATAA 
>HQ217329 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAGATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCGAAGGGTGAAAATACTACTGTCACTAATAGTACTACTAATCCTGTCCCTAC
TAGTAGCCCTAATGATACTAAGACCACTATTAATCCAATGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTC
ACTGCAAGCAGAAGAGATAAGTTCCAGAAAGAATATGCACTTTTTTATAAGCTTGATGTAGAACCAATAGGTA



ATAGTAGTACAAGTTATACATTGATAAGTTGTAACACCTCAGTCATTACACGGGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGAAATTCAAT
GGAACAGGATTATGTACAAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACTCAAT
TACTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATATCACAGACAATGCAAAAAC
CATAATAGTACAGCTAAATGAAACTGTAGAAATTAATTGTACAAGACCCAACAACCATACAAGCAAAGGTATA
CGTATAGGACCGGGGATAGGAACGGGGAGTACATTTTATGCAAAAAGAAGAATAATAGGAGATATAAAACAAG
CACACTGTAACATTAGTAGAGCAAAATGGGAAAAAACTTTACAACTGGTAGCTACAAAATTAAGAGAACATTT
TAGTAATAGAACAATAGTCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGG
GGATTTGGGGCTGCTCGGGGAAAATCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATC
TCAGGATGAAATTTGGAAAAACATGACCTGGATGCAATGGGAAAAAGAAATTGACAATTATACAGACTTAATA
TACACCTTACTTGAAAGTTCACAGAACCAACAAGAAAAGAATGAACAAGAATTATTAGAGCTAGATAAATGGG
CAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTGATAGGTCTAAGAATAGTTTTTACTGTACTGTCCATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTA
TCGTTCGCTGTTAATTTGCTTAATACTACAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAATAT
TACAAAGGGTTGGTAGGGGTATCCTCCACATACCTAGAAGAATTAGACAGGGCGCAGAAAGGGCTTTGCAGTA
A 
>FJ469745 
GTTGCAGCAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGGAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTTAATACCACTAAAGCTCATACCACCAGTACTGCTAATACCACTGGTGCTCC
GCAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCGCGAGCCTAAGGGATAGGGTGAAAAAAGAATATGCG
CTTTTTTATACAACTGATATAATACAAATAGAGAATGACACCAACTATAGGTTGATAAGCTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAACACATTCAATGGAAAGGGACCATGTACAAATGTCAGCACAGTGCAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGACAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTAAAGGAAGCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGTAGGTCATTTTATGCAACAGACATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAATACTTTAGGACAGATAGTTATAA
AATTAAGAGAACAATTTGGGAATAATAGAACAATAGTTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGGATTACATTTGGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
GAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTAGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGGCATAACAAATTGGCTGTGGTATATAAGACTAT
TCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGTTCAATGCAATAGCCATAGCAGTAGCTGAGGGAACA
GATAGGGTTATAGAATTAGTACAAAGGATTTTTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCC
TTGAAAGGGCTTTAATATAA 
>MK147530 
GCTGAAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTCTTCT
GTGCATCAGATGCTAAGGCATACAATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATCCTTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTAAAGAACGATACTAGTACCAATAGTAGTATTGGGGAGAGAGAAATGGTAAG
AAACTGCTCTTTCAATATCACCACAGGCATAAAAGATAGAATGAAGAAAGAATATGCAATTTTTTATAAACTT
GATACAATACCAATAGATAATAGTAATACTAGCTATATGTTGAGACATTGTAACACCTCAGTCATTAAACAGG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAGAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTGGTGTCAACCCAGTTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCTAATT
TCTCGGACAATACTAAAACTATAATAGTACAGTTGAATGTATCTGTAGAAATTAATTGCACAAGACCCGGCAA
CAATACAAGGAAAGGGATACATATAGGACCAGGGGGAGCATTTTATACAAGAGGACAAATAACAGGAGACATA
AGACAAGCACATTGTAACATTAGTAAAAGAGCCTGGAATGACACTTTACAACAGATAGTTAACAAATTAGGAG
AAAAGGTTGGAGAGAATAAAACAATAATCTTTAATCACTCCGCAGGAGGGGACCCAGAAATTGTAACGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAGAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGA
GTAACAAATCTTTAAATACAATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACAC
AGGCCTAATATACACCTTAATTGAAGAATCGCAAAACCAACAGGAAAAGAATGAACAAGAATTATTGCAATTG



GATCATTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAATTATTTATAATGA
TAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAAAGTTAGGCAGGGATA
CTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATCGCAGTCGCTGAGGGGACAGATAGGGTT
ATAGAAGTAGTACAAAGAGCTGGTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>FJ469772 
GCTGCAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGATGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGCAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGGACAACGACATGGTAGAT
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTGTCCGTAGTAATAATGCCACCAATACTACTGGTAGTGCTAATGAAGGAGA
AATGAAAAACTGCTCTTTCAATATCACCACAAGCCTAAGAGATAAGGTGCAGAAAGAACATGCATTTTTCTAT
AAATCTGATGTAATACCAATAGATAATGATAATAATAATACCAGTTATAGGTTGATAAGTTGTAACGCCTCAA
AAGTTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTA
GATCTAAAAATTTCTCGAACAATGCTAAAATCATAATAGTACAGCTAAAAGAATCTGTAGAAATTATTTGTTC
AAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGTAGCGCATTTTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGATTAAATTGGACTAACACTTTAGAACAGATAGCTA
AAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAAACTTTACTCACCCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAAACTCAGACGGAAATTTGGGGAAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGAACAGTACACATCAGGCATATACACCTTAATTGCAGAATCGCAAGACCAGCAAGAAAAGAATGAACGAGAA
TTATTAGAATTAGGTAAATGGGAAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTGTAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAAGTATTACAAAGAATTGTTAGAGCTATTATCAACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTACTATAA 
>EF593269 
GCTACAGAAAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGATAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTGGAATAATAATGGTACCAATAATAATAGTACCAATACCACAACCCTTAAGGA
GGGAGAAGAAATAAGAAACTGCTCTTTCAATATCACCACAACTATAAGAGATAAGATGCAGAAAGAATATGCA
GCTTTTTATATACATGATATAACACCAATAAATGGTGATAATACTAGTTATAGGTTGACAAGTTGTAACACCT
CGGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAAAGATAAGAGATTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGT
ACACATGGGATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TCAGATCTGAAAATTTCACAAACAATGCTAAGATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAATAAAAGGTATACCTATAGGACCAGGGCAAGCATTTTATGCAACAGAAACA
ATAGTAGGAGAGATAAGAAAAGCATATTGTAATATTAGTAAAACAAAATGGAATAACACTTTAAGTCAGATAG
TCAAAAAATTAAAGGAACAATTTGAGAATAAAACAATAGCCTTTAATCAATCATCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ACACTAGCTGGAGTAATAAATCTCTGGGGGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAAGCATAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAACAGTACAAAGAGCTTGTAGAGCTATTCGCCATATACCTACAAGAATAAGACAAG
GCTTGGAAAGGACTTTGCTATAA 
>EF593271 
ACTGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAAGACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAATATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCTCTGATATCAATAGGAATGATACTAGTAGTACTAATAGGAGTGATACTAGTAGTATTAA
TGGGAATGATACTAGTAGTACTAATAGTAGCTTGAAAATAAAAGAGAAAGAAGAAATAAAAAACTGTTCTTTC



AATATCACCTCAGACAGAAGAGATAAGTACCAAAAGGAATATGCACTTTTTTATAAACTTGATATAGTACCAA
TAGGTGATAATAATGATGATACTAGGAATAATAATACCAGTTATAGATTGATAAGTTGCAACACCTCAGTCAT
TACACAGGCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATT
CTAAAATGTAAGGATAGGGGATTTAATGGAACAGGAGCATGTACAAATGTCAGTACAGTACAATGTACACATG
GAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTATCAGAAGAAGGGGTAGTAATTAAATC
TGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTAAACGAAACTGTAAAGATTAACTGCACAAGA
CCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAACATTTTTTGCAACAGGAGGCATAGTAG
GAGATATAAGACAAGCACATTGTAACCTTAGTAGAACACAATGGAATAACACTTTAAAACAGATAGCTATAAA
ACTAAACAAACAATATGGGGAAAATACAACAATAGTCTTTAACCATACCTCAGGAGGGGACCCAGAAATTGTA
ATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAA
AGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCCCCACTGCTGTGCCTTGGAATGC
TAGTTGGAGTAATAAATCTCAAAAGGAGATTTGGGAGAACATGACCTGGATGCAATGGGAAAAGGAAATTGAC
AACTACACAGGCATAATATACTCCTTGATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAGGAATTAT
TGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAACTGGCTGTGGTATATAAAACTTTT
CATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCCATAGTGAATAGAGTTAGG
CAGGGGTACTCACCATTGTCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAG
ATAGAATTATAGAAATATTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTT
AGAGAGGGCTTTGCTATAA 
>EF593273 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCCTCAGATGCTAAAGGATATGAGACAGAGAAACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTAACAGAATATTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGTACTAATTATACTGGTACTAATGCCACTAGTAATCATACTGGTACTAAGGCCCCTAGTAA
TAGTAGCTGGATGATGGAGAAGGAGGGAGAAGTAAAAAACTGCTCTTTCAATATTACCACAGACCTAAGAGAT
AAAGTACAGGAACAATATGCATTGTTTTATAAACTTGATATAGTGCAAATAGATAATGATAATACTAATAATA
CTAATTATACTAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACGTTCAGT
GGAAAGGGATCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAAC
TGTTGTTAAATGGCAGCCTAGCAGAAGGAGAAGAAGTAATAATTAGATCTGAAAATCTCACGGACAATGTCAA
AACCATAATAGTACAGCTGAATGAACCCGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGT
ATAAATATAGGACCAGGGAGAGCATTCTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTA
ACATTAGTAAAGAAAAATGGAACAACACTCTAATAAAGATAGTTAAAAAATTAAAAGAACACTTTAATAAAAC
AATAGTCTTTAAGCAATCTTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATCAGAT
TTGGGACAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTATACAGGCATAATATACAATTTAATT
GAAGAATCGCAAAACCAACAGGAAAAGAATGAAAAGGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGA
ATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTAGCTGTT
AGCTTGTTTGACGCCACCGCCATAGCAGTAGCTGGGGGAACAGACAGGATTATAGAAATATTACAAAGAATTT
TTAGAGCTGTTATTCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGTCTTTGCTATAA 
>EF593274 
GCTGCAGGACAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTATTTT
GTGCATCAGATGCTAGATCATATGACACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATGCCACTAGCAGCAGGGCTGCTTACAATAGTAGTACCGAGGGAACAGAAATGAA
AAACTGCTCTTTCAATATCACCTCAAACATAAGAGATAAGGTAACAAAAGAACATGCACTTTTTTATAGTTTT
GATTTAGTACCAATAGATAATGATAATACCAGTAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAATGATAAACGGTTCAATGGACCAGGGCCATGTAAAATGTCAGCACTATACAATGTACACATG
GAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGGAGATGTAGTCATTAG
ATCTGAAAATCTCACGAACAATGCTAAAACCATAATAGTACAGCTGACAAAATCTGTAAAAATTAATTGTACA
AGACCCAATAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGCCATAA
TAGGAGACATAAGAAAAGCATATTGTAACATTAGTAGAGCAGAATGGAATGAAGCTCTAAGCCTGACAGCTAT
AAAATTAAGGGAACACTTTAAGAACAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAACTGTA
TCGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAA
GGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAATGA
GAGTTGGAGTAATAAATCTCTGGATAGTATTTGGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAC



AATTACACAGGCATTATATACAGGTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTAT
TGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTACATAAAAATATT
CATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTATTTTCTATAGTAAATAGAGTTAGG
CAGGGATACTCACCATTATCGTTGGCTATTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAGGGGACAG
ATAGGATTATAGAAGTAATACAAAGAATTTTTAGAGCTATTCTTCACATACCTAGAAGAATAAGACAGGGCTT
CGAAAGGGCTTTGCTATAA 
>EF593276 
AATGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAGGAAATAGTAATAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGAAATTAGGAATGCTACATTTAAGAATCAGGATAGTACTAATAGTAGTAGTAA
CTGGGAAAAGATGGAAAAGGGGGAAATAAAAAACTGCTCTTTCAATGCCACCACAGGCATAAGAGATAAGTTA
CAGAAAGTATATGCACTTTTTTATAAACTTGATGTAGTGCCAATAGGTGATAGTGAGACTTCTTTTGATAATA
TTACTAACACCACCAACTATAGGTTGATAAGTTGTAATACCTCAGTCATTAGACAGGCCTGTCCAAAGGTATC
TTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAACAATAAAACATTC
AGTGGAAAAGGACCGTGTACAAATATCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTC
AACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAATTAGATCTGACAATTTCTCGGACAATGCTAA
AGTCATAATAGTACAGCTGAATCAATCTGTAGTGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
GTACATATAGGACCAGGGAGTGCATTTTATGCAACAGGAGACATAATAGGAGACATAAGGCAGCACATTGCAA
CATCAGTAAAGGAGATTGGAATAAAACTTTAACACAGGTAGCTGAAAAATTAAGAGCACAATTTGGGAAAGAA
AAAATAGTCTTTAATCATTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTAGAGGGGAAT
TTAAACAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGG
TTGCTATGGAAAACTCATTTGCACCACCAATGTGCCTTGGAACAGTAGTTGGAGTAATAAAAATCTAAGTGAG
ATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACATTCACAATATATAACTTAC
TTGAAGCATCGCAAAACCAACAAGAAAAGAATGAACACGAATTATTGAAATTGGATAAATGGGCAAATTTGTG
GAATTGGTTTGACATTACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGT
TTAAGAATAGTTTTTGCTGTACTTAATATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTA
TTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAGT
CTTTAGAGCTTTTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN024210 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAAATACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAAAATTAGAAAATGTGACAGAAGATTTTGACATGTGGAACAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGAAAATACTACTAATGCCGCTAATGGTAGTTCGGGGAATACTACTATTAG
CACAGGAATAAAGGAAATGAAAAACTGTTCTTTCAATGTCACCTCAGGAATAAGAGATAAGATGAAAAAAGAA
TATGCACTTTTTTATACACTTGATGTAGCACCAATAGAGGATGATAATAGGAGCTATACGTTGACAAGTTGTA
ACACCCCAATCACTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCAATACATTATTGTGTCCCGGC
TGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGCCAACTTCTCGAAAAATACTAACACCATAATAGTACAGCTAAATGAATCTGTAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACA
GGGGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGAATGGAATAAAACTTTAGAAA
AGGTAGTTGAAAAATTAAGAGAACAATATAATAAAACAATAACCTTTAAGCCATCCTCAGGAGGGGACTTAGA
AGTTACAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCAACACTGCTGTGCCTT
GGAATGCTAGTTGGAGCAATAAATCTCAAAAGTATATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGA
AATCAGCAATTACACAGACTTAATATACAACTTACTTGAGGAATCGCAGAACCAGCAAGACAAGAATGAACAA
GAACTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTGAATAG
AGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTGTTTAGAGCTTTTCTCCATATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ469683 
GCTGCAGACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTGAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCACTCTGTG
TCACTTTAACTTGCACTGATGCTGTTCCTACTAATAGTAGTAGTACTAATAATAATAATAGTACTGATAATAG



TAGTAGTACTACTGATAGAGAAATGATGGGAGAAATAAAAAACTGCTCTTTCAATGTCACAACAAGCCTAAAA
GATAAGTTACAGAGAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGGTAATAATAGTA
ATACCAGCTATAGGTTAATAAATTGTAATACTTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAAATAGTAATTAGATCTGAGAATATCACGGACAATGCTAAAACCATAAT
AATACAACTGAATGAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATA
GCACCAGGGAGAGCATTTTATGCAACAGGAGCCATAATAGGAAATATAAGACAAGCATATTGCATCATTAATA
AAACAGAATGGAATAACACTTTACAAAAGATAGCTAAAAAATTAGGAGAACAATTTGAGAACAAAACAATAGT
CTTTAAGCAACACTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTATTTGTGGAGGGGAATTTAAACAG
CTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGAAATCTGACTCAGATTTGGGA
TAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAACTACACAAGCTTAATATACACTTTGATTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCCTGTGGAATTGGT
TTAGCATAACTAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTGGCTGTTAGCTTG
CTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGATTTGGTAGAG
GTGTTCTCCACATACCTAGAAGAATAAGGCAGGGCTTTGAAAGGGCTTTGCTATAA 
>HQ238279 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACGTGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCCGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATGTGAATAGTACTCGTAGTAATTACACTACGATAGAGCCAGGAGAAATAAAAAA
CTGTTCTTTCAATATCACCACACGCCAAAAAGGAAAGATGCAGAAAGAACGTGCACTTTTTTATAAACTTGAT
GTAGAACCAGTAGATAATACTAGTTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAA
AAGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAGGGATAA
AAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTA
TCAACTCAGCTGCTGTTAAATGGTACTCTAGCAGAAGAAGAGGTAGTAATAAGATCTGAAAATTTCACAAATA
ATGTTAAAACCATAATAGTACAGCTGAACAAATCTGTACCAATTGAGTGTGTAAGACCCAACAATAATACAAG
AAAAGGTATATCTTTTGGGCCAGGGAAAGCAATTTATACAACAGGAGAAATAATAGGAAATATAAGACAAGCA
CATTGTAACCTTAGTAGAGCAAACTGGACTAACACTTTAAAACAGGTAGTTGAAAAATTAAAAGAACAATATG
GGAGTACAACAATAATATTTGATCAATCCTCAGGAGGAGACCCAGAAATTAAAACACACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGG
ATTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTTCTGGAGTAATAGATCTCTGAATGACATTTGGAATAA
CATGACCTGGATGGAGTGGGAAAAGGAAATTGACAATCACACACGCTTAATATACACCTTAATTGAAGAATCG
CAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTGAGAATAGT
TTTTGCTGTGCTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AATGCCACGGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGCAATACAAAGAGCTTGTAGAGCTA
TTCGCCACGTACCTAGAAGAATAAGGCAAGGCTTGGAAAGGATTTTGCTATAA 
>FJ496085 
GCTGGAGATAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAGTCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAATGTGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAATTTATGGGACCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAAGATTAATAATACCAATAATGCCACAGATAATGTCAATGTCACAGCCAAGGAAGA
CATAATGAAAAACTGCTCTTTCAATATCACCACAGGCGTGAAAGATAGGGTGAAAAAAGAATATGCAACTTTT
TATAGCCTTGATATAGCACCAATAGAAGATAATAATGATAGTATTAGCTATAGGTTAATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAAGTATCTTTCAAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTT
TGCGCTTCTAAAATGCAACAATAAGACATTCAGTGGAAAAGGAGATTGTACAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAC
TTAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGATGAAAACACCTGTAAACATTAATTG
TACCAGACCCAACAACAATACAAGAAAAGGCATACATATAGGACCAGGGGGAGCATTTTTTACAACAGGACAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAGGGCATGGAATGAGACTTTAGGACAGGTAG
TTATAAAATTAAGAAAACAATTTGGGAATAAGACAATAACCTTTAAGCAACCCTCAGGAGGGGACCCAGAAAT
TGTACTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTAAATGACATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAAT
TCACAATTACACACAAATAATATACAGCTTAATTGAAGAAGCGCAGAACCAACAAGAGCAGAATGAAAAAGAA



TTATTGGAATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAATTTTTATTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTATTCAATTCCACAGCCATAGCAGTTGCTGAGGGG
ACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCGCCACATACCTACAAGAATAAGACAGG
GAGCAGAAAGGGCTTTGCTATAA 
>JF689854 
GCTGAGGAAAAATTGTGGGTCACGGTCTATTATGGGGTACCTGTATGGAAAGAAGCAGCCACCACGCTATTTT
GTGCATCAGATGCGAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGACAAATGTGACAGAAGATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATGAGTTAAGGAATACTACTAATACTACTAATACCATTGGTAGTAGCTTGGATAT
GGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAAAGAATAT
GCACTTTTTTATAAACCTGATATAGTACCAATAGATAATAATAATAATAATACCAGCTATAGGTTGATAAGTT
GTAACGCCTCAGTCCTTACACAGGCCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCGGGTTTTGCAATTTTAAAGTGTAACGAGAAGAAGTTCAAAGGAAAAGGAGCGTGTAACAATATCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGG
TAGTAATTAGATCTGACAATTTCACAGATAATGTTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACA
GGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGAAACTTTAAAAC
GGATAGTTGAAAAACTAAGAGAACAATTTGAGAATAAAACAATAGCCTTTAAGCAATCCTCAGGAGGAGACCC
AGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTATGGAAGAAATTTGGAATAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAAAATCACAGAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACTACAGCCGTAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTATTACAAACAATTTTTAGGGCTATTCTCCACATACCTGTAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF689856 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTATTCTTGGAAAATGTAACAGAACATTTTAACATGTGGAACAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCGCTAATCTGACTTTAAATTGCACTAATCGGAATGAAATTAAACCCACCTCTCCATCTAG
CACTACCACTCCTACCACTCCTACCAATACCACCCCTCCCACTAGTATTTGCAGGGAGATGATGAACTGCTCT
TTCAATATTACCACAAACATAAGAGATAAGGTGAGGAAAGAATATGCATTATTGTATAAGCTTGATGTAGTAC
AAATAGATGATAAAGATGATAAAAATAAGACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACA
AGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAG
TGTAATAATAAAACATTCGATGGAAAAGGACAATGTAACAATGTTAGCACAGTACAATGTACACATGGAATTA
GGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAAAAGAGGTAGTAATTAGATCTGACAA
TTTCTCGGACAATGTTAAAACCATAATAGTACAGCTAAAGGACGCTGTAAAAATTAATTGTACAAGACTCAGC
AACAACACAAGAAGAAGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATA
TAAGACAAGCACATTGTAACATTAGTAGAGAAGAATGGAAAACAGCTTTAGAGCAGGTAGCTAATAAATTAGG
CGAACAAGTTAGTAGATTAAGCAACGAGAATAAAACAATAGTCTTTAACTCATCCTCAGGAGGGGACCCAGAA
ATTGTAATGCACAGTGTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGAT
ACCTAAAGGATCGACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTG
GAATACTAGTTGGAGTAATAAAAGTCTGAGTCAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAG
ATTGGTAGATACACAGACATAATATACAACTTAATCGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAG
AATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAA
AATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGA
GTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCAATAGCAGTAGCYGAGG
GAACAGATAGGATTATAGAAGGATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACAAGAATAAGACA
GGGCTTGGAAAGGGCTTTGCTATAA 
>JF689857 
GCTACAGACAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTCGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAAACCGAGAAGTAGTAATACTACTAACTTGGGGAATGATACTGACAGAGAACTTGA



GAAAGGAGAAATAAAGAACTGCTCTTTCAATATCACCACAGGCATAAGAGATAAGGTGCAAAAAGAATATGCA
TTTTTTTATAAACTTGATGTAGTACCAATAAATGATGATAGTGCTAATCATACTAATACCAGCTATAGGTTGT
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACTGTACAATGCACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAGTTAGATCTGAAAATCTCACAAACAATGCTAAAACCATTATAGTACAGCTGAACAAATC
TGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATACAACAGGAGATATAATAGGAGATGTAAGACAAGCACATTGTAACATTAGTAGAAAAGAATGGGAAAACA
CCTTACAACAGATAGCCAACAAATTAAGAAAACAATTTAATAATAGCATAATAATCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGGATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGGCAATTACACAAGCTTAATATACACCCTAATTGAAAAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAATAAATAGGGCTAGGAAGGGATATTCACCATTACCGTTTGCTGTTAGCTTGCTCAATGTCATAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTACTACAAAGAATTTGCAGAGCTATTATCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGAGCTTTAATATAA 
>JF689859 
GCTGCAGAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTTGAAGAATACTACTGATTCGAGTAATGCTACTAGTGGAGAAATAAAAAA
CTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATCTGCACTTTTTTATAAACTTGAT
GTGGTACCAATAGATAATAATAATACTAATACCAGCTATAGGTTAATAAGTTGTAACACCTCAGTTATTACAC
AGGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATGATAAGAAGTTCAAGGGAACAGGATCATGTACAAATGTCAGCACAGTACAATGTACACATGGTATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTACCA
ATTTCACGGACAATACTAAAACCATAATAGTACAGCTGAACGAATCTGTAGTAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTATGCAACAGGAGAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAGTAAAGCAAAATGGGATAACACTTTAAAACAGATAGTTGAAAAATTAA
GAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAACGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGA
GTAATAAATCTCTGGAGAAGATTTGGAATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACAC
AAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATGG
GACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGCCTAAGAATAGTTTTTACTGTACTTTCTATAGCGAATAGAGTTAGGCAGGGGTA
CTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGAGTT
ATAGAAGTATTACAAAGAGCTTTTAGAACTGTTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>JF689860 
GCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGTCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CGACCCACAAGAAATAAGGTTGGAAAATGTGACAGAAGACTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAACTTAAATAATACCAAGACCAATGATACCAATGCCGATAATACTAATAAGGTGGAGAC
AGGAGACATGAAAAATTGCTCTTTCAATATTACCACGGGTATGAGAGATAAGGTGCAGAAAAAATATGCAACT
TTTTATAATCTTGATTTAGTAAAAATGAATGATGAAAATGATAATACCAGCTATAGGTTGGTAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAG
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGTTGCTAAATGGCAGCCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACAAACAATGCCAAAGTCCTAATAGTACATCTGAATGAATCTGTAGCAATTAA
TTGTACAAGACCCGGCAACAATACAAAACAGAGTATAACTATGGGACCAGGGAGAGCATTCTATACAACAGGA
AAAGTAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAGAATGGAATACCACTTTAAAACGAA
TAGCTAAAAAATTAGAAGAACAATTTAATAAAACAATAGCCTTTAAGCAAGCCTCAGGAGGGGATCCAGAAAT
TGTAACACACAGTTTTAATTGTGGTGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGA
ATACTAGTTGGAGTAATAAAACTCTTGATAACATTTGGGGGAACATGACCTGGAGGCAGTGGGAAAGAGAAAT



TGAAAATTACACAGACTCAATATACAGATTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGAA
TTATTGGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTAATATAACAGAGTGGCTGTGGTATATAAAAA
TATTCATAATAATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGAAGGGGTACTCACCACTGTCGTTTGCGGTTAACTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAATAGTACAAAGAGGTTGTAGAGCTATCCTTCACATACCTAGAAGAATAAGACAGG
GCTTTGAAAGGGCTTTAGTATAA 
>MK383403 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATATTGACAAATATGACAGAAAATTTTACCATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTGAAGTGCACCAATGTGACAGTGAATGTTACTAATACCAATAGTAGTAGCGAGGAAACGATAGACAA
AGAAATGAGAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGATGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATTGATGATAATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAAGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAGGAACTTCACGGGAACAGGACGATGCAACAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGCCAACTTCACAAACAATGCTAAAATTATAATAGTACAGCTGAATCAATCTGTAGAAATTAATTGTACAAG
ACCCGGTAACAACACAAGAAGAAGGATACGTATAGGACTAGGCAGAGCATTTTATGCAACAGAGGAAATAACA
GGAGATACAAGAAAAGCATACTGTAACATTAGTAGAACAGAATGGAATAACACTTTAAAACAGATAGTTAGAA
AATTAAGAGAACAATTTCCGAATAAAACAATAGTCTTTAAGCGATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCAGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAA
TTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAGCAAGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTGCAAAGAGCTTGGAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>HQ216575 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAAGTGCACTGATGTTAACATCAATAGTACTAGTAATATCAATAGTACTAGTACCACAGATGATAT
TGCCATCATGAAAAACTGCTCTTTCAATGTCACCTCAGGAGTGAAAGATAAGTTACAGGAAGAACGTGCACTT
TTTTATAAATTTGATGTAGTATCAATCGATAATAGTAATACTAGTTATAGGTTGATAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGACATCCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATCAGAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACA
CATGGAATCAAGCCAGTAGTATCAACGCAACTGCTGTTAAATGGCAGTCTGGCAGAAGAGGAGGTAGTAATTA
GATCTGCCAACTTCACAGATAATGCTAAAGTCATAATAGTACAGCTGAATGAATCTGTAACAATCCAGTGCAT
AAGACCCAACAACAATACAAGAAGAGGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGCTATA
ATAGGAGATATAAGACGAGCATATTGCAATATTAGTGAAGCAAAATGGAATAACACCTTAAACAGGGTAGCTA
AAAAATTAAGAGAACAATTGAATACGACGACAATAGTCTTTAGTTCCTCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAATTTTATCTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AGAGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAATTCATCTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTATGGATGCCATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGA
TAATTATACAAACTTAATATATAACTTAATTGAAGAATCGCAAATCCAACAAGAAAAGAATGAACAAGAATTA
TTGGCATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTATGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTATACTTTCTATAATAAATAGAGTTAG
GCAGGGATACTCACCCTTATCGTTAGCTATTAGTTTGTTCAACGCCGCAGCAGTAACAATAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGTT
TAGAAAGTGCTTTGCTATAA 
>HQ216584 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGTTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGAATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGTACTAATTATAATGAAACTACTACTAATAGTACTACCACTAATGCCACGGTGGTGTCCCC



AGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGGCATAAGAGACAAGGTAAGGAAAGACCATGCACTT
TTTTATGCACTCGATATAGTACCAATAGATAATACAATAGATAATACTAGCTATAGATTGGTAAGTTGTAACA
CCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTTTTGTGCCCCGGCTGG
TTATGCGATTATAAAGTGTAATAATAAGACATTTAATGGATCAGGACCATGTAGAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGACCAGTGGTATCAACACAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAGATAG
TAATTAGATCTGCAAATTTCTCAGACAATACTAAAACCATAATAGTACAGTTGAACGAAGCAGTAAAAATAAA
TTGTACAAGACCCAACAACAATACAAGGAGGAGTGTACATATGGGACCAGGGAGTGCATTTTATACAACAGGA
GGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAGAGATTGGAATGGAGCTTTAAAACAGA
TAGTTGAAAAATTAGGAGAACAATTTCAAAATAAAACAATAGTCTTTAAGCAATCTTCAGGAGGGGACCCAGA
AGTTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGC
TACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCCCTGGAAAACTCATTTGCACCACTAATGTGCCTT
GGAATAATAGTTGGAGTAAGAATAAATCTTATAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAG
AGAAATTAACAATTACACAGACTACATATACAGCTTGATTGAAATATCGCAAAGACAACAAGAAAAGAATGAA
CAGGAATTATTGGAATTGGACAAATGGGCAAATTTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTTCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTAATACCATAGCCATAGTAGTAGCT
GAGGGAACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGTGGAGCTATTCTCCACATACCTAGGAGAATAA
GACAGGGCTTTGAAAGGATTTTAGTATAA 
>HQ216686 
GCTGTAGGACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTTGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGGAAATGCTACTAATACCAATACTACTAATACCACTAGTAGTAGCGGGGG
AATGATGGAAAAAGGAGAACTAAAAAACTGCTCTTTCAATATCACCACAAACATGAGGGACAAGATGCAAAAA
GAATATGCATTATTTTATAAACTAGATGTAGTACAAATAGATAAGGATAATGATAATACCAGCTATAGGTTGA
CAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTGAAGTGTAATAATAAAACGTTCAATGGAACAGGACCGTGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAAGAATTAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAAGGAATC
TATACCAATTCATTGTATAAGACCCAACAACAATACAAGAAAAAGTATCCATATAGGACCAGGGAGAGCATTT
TATGCAACAGACATAATAGGGGATATAAGACAAGCACATTGTAACCTTAGCAGAGAAGGATGGAATAACACCT
TAAAACAGATAGTTGCAAAATTACAAAAACAATTTGGGAATAAAACAATAGTCTTTAATAGCTCATCAGGAGG
GGACCCAGAAATTACAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTACCTTGGAATGATAGTTGGAGCAACAATAAATCTCTGGATGACATTTGGGGTAACATGACCTGGATGCA
GTGGGAAAGAGAAATTGACAATTACACAGCTGTAATATATGACTTACTTGAAAAATCGCAAACCCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGTTTGCTTAATGCCACAGCTATA
GCAGTAGGTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAACTGGGAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGAAGCTTATTATAA 
>HQ216727 
GCTGCAGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGAGGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAGGAAATAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTTGAGGAATAAGACTGATCCTAATTCTAATATCACTATTAAAATAGAGGAGAA
AGGAGAAATAAAAAACTGCTCCTTCAATATCACCACAAGCATAAATGGTAAGATGCAGAAAGAATATGCATTT
TTTTATAAACTTGATATAACACCATTAGATGATAATGATAATAGCAGCGATAATAGCAGCTATAGGCTGGTAA
GTTGTAATACCTCAGTCATTACGCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGCTTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACTATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGCCAATTTCACGGACAATACTAAAGTTATAATAGTACAGCTGAAAGAAGCTGT
AAACATTAGTTGTACAAGACCCAACAATAATACAATGAAAAGTATACATATAGGACCAGGGAGAGCATTTTAT
ACAACAGGAAAAATTATAGGGGATATAAGACAAGCACATTGTAATATTACTAGAGCAACATGGAATAAAACTT
TAGGACAGATAGTAGAAAAATTAAGAAAACAATTTAAGAAGGAAACAATAATCTTTAAGCAATCCTCAGGAGG
GGACCCAGAAGTTGTAACACACAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTAGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGGGTAACATGACCTGGATGGAGTG



GGAAAGAGAGATTAACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAA
AATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCCATAGTC
GTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTGTAGCGCTATTCGCCATATACCTACAA
GAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>HQ216762 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACGAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAGTCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTCTAAATTGCACTGATTATTGGGGGAATGTTACTAGCAATACTACTGCTACCAATAGTAGTAGCGGGGG
AAAGAAGGAGGAAGGAGAAATAAAAAACTGCTCTTTCTTTAGCACCACAAGTATGATAGATAAGCAAAAGAGA
GAACGTGCACTTTTTTATGCACTTGATTTAACACCAATAAAAACTATTGCTACTAATGGTAGTGATAATGTTA
CTGAATATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAAT
TCCAATACATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAGACATTTGATGGAAAAGGG
GAATGTACAAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTGCTTTTAA
ATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGACAATATCTCAGACAATGCTAAAACCATAATAGT
ACAGCTGAAAACCCCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGGGTAACTTTAGGA
CCAGGGAGAGTCTTTTATACAACAGGACAGGTAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAG
CAGATTGGAATAACACTCTAAAAGAGATAGTTGGAAAATTAAGAGATCGATTTAAAAATAAAACAATAACCTT
TAATCATTCTTCAGGAGGAGACCCAGAAATCGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AAATCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTACGATGACATTTGGGGGAA
CATGACCTGGATGCAATGGGAAAAAGAAATTAGCAATTACTCAGGGTATATATACACCTTAATTGAAGAATCG
CAGATCCAACAGGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGGAAGCTTGTGGAATTGGTTTG
ACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTCAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGGGTTAGGCAGGAATACTCACCCTTATCATTTGCTGTTAGCTTGCTC
AACACCATTGCCATAGTAGTAGCTGAAGGGACAGATAGAATTATAGAAATAGTACAAACAGCTTATAGAGCTT
TGCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>HQ216816 
GCTGTAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTCCCCACAGA
CCCTAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGTACCAATTTGAAGAATATTACTAAGACCAGTAATAGTAGTAGCACCAATACTAGTATTCC
TCAGGAGATGGAAGGAGAAATGGAAAACTGCTCTTTCAATGTCACCACAACAATAAGAAATAAGATGCAAAAG
GAATATGCACTTTTTTATAAACTTGATATAATGCCAATAGCTAATGACAGTACAAGCTATGCATTGATACACT
GTAACACCTCAACCATTACCCAGGCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAG
GGATAGTAATCAGATCTGAAAATCTTACGGACAATACTAAAACTATAATAGTACAGCTGAATAAATCTATAGC
GATTAATTGTACAAGACCCAACAACAATACAAGGAAAATGATACATATGGGACATATAGGTGGAGGGAGAGCA
TTTTATGCAACAGGAAAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGACATGATTGGAATG
ACACGTTAAACTTGATAGTTACAAAATTAAAAGAACAATTTAATAAAACAATAATCTTTGATCGTCCCTCAGG
AGGGGACCTAGAAGTTGTAACACACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTGAGAATGAGATTTGGGGTAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACGGGCTTAATATACACCTTACTTGAAAAATCGCAGAACCAGCAGGAA
AAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTGTA
GCAGTAGCTGAGGGGACAGATAGAGTTCTAGAAGTACTACAAAGAATTTGCAGAGGTATTCGCAACGTACCTA
GAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTATAA 
>HQ216841 
GCTGCAGCTCAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCCTATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
GGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GACCAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCT
GTGTGACTTTAAATTGCACTGAGTTCTCTGGGAATAGTACCAATGTCAATAATAGTACTGATGGGAATAGTAC



CAATGTCAATAATAGTAGTGTGGAAAACAAGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAACATCAGCACA
ACCGTGAAAGATAAGGTAAAGAAAGAATATGCACTTTTTTATAGCCTTGATGTAGTACCAATAGAAGATGATA
ATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAAGCCTGTCCAAAGGTAACCTT
TGATCCAATTCCCATATATTATTGTACCCCGGCTGGTTTTGTGATTCTAAAGTGTAATGATGGAAAGTTCAAT
GGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAAC
TGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTTACAAATAATGCAAAAAC
CATAATAGTACAGCTGAATAGTTCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATA
GCCATGGGACCAGGGAGAGCATTTTGGACAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACC
TTAGTAAAGCAAAATGGGAGAGCACTTTAGACCAGGTAGTTGAAAAATTAAGAGAACAATATGGAGAAAATAA
AACAATAATCTTTAAGCAATCCTCAGGAGGGGATCCAGAGATTATACTGCACAGTTTTAATTGTGGAGGGGAG
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCGGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTAACAAATCTCTGGACAG
GATTTGGAAGAACATGACATGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGACTTAATATACAGCTTA
CTTGAAGAATCGCAGAACCAACAAGAAAACAATGAAAAAGACTTATTGGCATTGGATAAATGGGCAAATTTGT
GGAATTGGTTTAGCATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAAAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCATTTGCT
ATTAGCTTGTTTGATGCCATAGCCGTAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGGAGCACAAAGAG
TTGGCAGAGCTATTCTCCACATACCTGCAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JX863966 
GCTGCAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAAATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCGACCCACAAGAAGTAGAATTGGAAAATGTGACAGAATATTTCAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGACATCATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAACACTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATGCGAAGAATCCTGAGAACAATAGCACTAGTACCACTCAGCCTAGTACTACTGC
CACTACCACTAAGAATACCTGGGAAAGGATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACAACA
AGCATGAATGATAAGGAAAAGAAAGAACATGCAATTTTTTATAAACTTGATATAGTACCAATAGATGATAGTG
AAAATAGTACTAATAATACCCTGTATAGGTTGGTAAGTTGTAAAACCTCAACCATTACACAAGCCTGTCCAAA
GATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAGAGAAGAG
GAGTTCAGTGGAAAAGGACCGTGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTAT
CAACTCAACTGCTACTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGACAATTTCTCGGACAA
TACTAAAATCATAATAGTACAACTGAAAGAATCTGTAAAAATTAAGTGTATAAGACCCAACAACAATACAAGA
AGAAGTATACATATGGGACCAGGGAGAGCATTTAGTACAACAGGAGACATAATAGGGGATATAAGACAAGCAC
ATTGTAACATTAGTGGTATAGAATGGAATAACACTTTAAAACAGATAGTTAGAAAATTAAGAGAACAATTTGA
GAATCAAACAATAAAGTTTGAACGATCCTCAGGAGGAGATCTAGAAGTTGTAATGCACAGTTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAA
TCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCT
GAATGACATTTGGAATAACATGACCTGGATGGAGTGGGATAAAGAAATTGACAATTACACAACAGCAATATAC
ACCTTGCTTGAAAAGGCGCAGAACCAACAAGAAAAGAATGAACAAGAGTTATTAGAATTAGATAAATGGTCAA
GCTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCG
TTTGCTGTTAGCTTGCTCGACGCCACAGCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTGC
AAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTACTATAA 
>JX863971 
GCTGCAGAAGACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTCTACATTGCACTAATTTGACACGGAATGCTACTGTGGCAGGGAATGCTACTGAGGCACCGGCACCGACTAG
TACTAGTAACAATGGGACTATTAGTAAAATTGATGAAGACATGAAAAACTGCTCTTTCAATATTACCACAAGC
ATAAGAGATAAGATACAGAAAGAATATGCACTGTTTTATAAATCTGATATAGTGCCAATAAATAAGACCAGCA
ATACCAGCTATAGGATAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCAGCTGGCTTTGCGATTCTAAAGTGCAGAGATAAGCAGTTCAATGGAACA
GGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACCCAACTACTGT
TAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTCAAAATTTCTCGGACAATGCTAAAATCATAAT
AGTACAGCTGAACAAAACTGTAGAAATTAAGTGTACAAGACCCGGCAACAATACTAGAAGAAGTATACATATG
GGACCAGGGAAAGTATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTG
GGAGAAATTGGACTGACACTTTACAACAGGTAGCTGAAAAGTTAAGAGAACAATTTAATAAAACAATAACCTT
TAACCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAAGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AATTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAATAGATCGCAGACTGAAATTTGGAATAA



CATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACTCCCTACTTGAACAATCG
CAGATCCAACAAGAAAAGAATGAACAAGACTTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AACGCCACCGCCATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTGCTACAAAGAATTTTTAGGGCTA
TTCTCCACGTACCTGTAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JX863972 
GCTGCAGAAAATTTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAAAATTGGAAAATGTGACAGAAGACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACACAAGTTATAACAGTACGAATGTCACTAGACTCGAGGAAAAAATGGAGAAAGG
AGAAATAAAAAATTGCTCTTTCAATATCACCACAAGTCTAAGAGATAAAAAGAAAGAATATGCACTTTTTTAT
AGTCTTGATGTAGTACAACTAGATACTAAGGATAATAATAAGAATACTAGCTATAGGTTAAGAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGAGAAGAAGTTCAATGGAAAAGGAAAATGCGAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGCTAACTTCTCAGACAATGCTAAAACCATAATAGTACAGCTAAAAGAAGCTGTAAAAATTAA
TTGTACAAGACCCGGCAACAATACAAGAAGAAGTATACATATGGGACCAGGGAAAGTGTTTTTTGCACAAGAC
ATAATAGGAGATATAAGACAAGCACATTGTACCCTTAATGGAACAAAGTGGAGGGACACTTTAAAACAGGTAG
TTAAACAATTAGGAGAACAATTGGTGAATAAAACAGAAATAAAATTTAAGAAGTCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATGTCAGTTGGAATAATAAGTCTTATGACAGTATTTGGGAGAACATGACCTGGATGCAGTGGGACAGAGA
AATTGACAATTACACAAACATAATATACACCTTAATTACAGAATCGCAGATCCAACAAGAAAAGAATGAAAAG
GAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTGGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCTGTTCTCCATATACCTAGAAGAATAAGAC
AGGGCGCTGAAAGGTTTTTTCTATAA 
>JX863919 
GCTGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCTCTCTATTTTGTG
CATCAGATGCTAAAGCATATAAGACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACTGACCC
CAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGACAAATAATATGGTAGAACAG
ATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCTTGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCATTGATCCGAACAATACTATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCAC
AACCATAAGAGATAGGGTGCATAAAGAATATGCACTTTTCTATAAACTTGATATAACACCAATAGAAGATAGT
ATTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAA
TTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGG
ACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTA
AATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCAAATTTCTCGGACAATGCTAAAAACATATTAG
TACAGTTGAACGTATCTGTAGGAATTAAGTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGG
ACCAGGGAGAGCATTTTATGCAACAGGAGCAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAA
AGAAATTGGAATGACACTTTACATCAGGTAGTTAACAAATTAAGAAAACAATATAACAAAACAATAATCTTCA
AGCCCTCCTCAGGGGGGGACCCCGAGATTGTATCACACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCA
GGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATCTGGGGTTGCTCTGGAAAA
CTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGCAATAAATCTGTAGATTATATTTGGGGAAACA
TGACCTGGATGGAATGGGAAAGAGAAATTGACAATCATACAMACTTAATATACACCTTACTTGAAGAATCGCA
AAACCAACAAGAAAAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTAAC
ATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTT
TTGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAACTTGCTTAA
TGCCACAGCTATAACAGTAGGTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATT
CTCAACGTACCTAGAAGAATAAGGCAGGGCGCGGAAAGGGCTTTACTGTAA 
>JX863983 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATTGGAATGCTACTAATACCAATAATAATACAACCTATAATAGTAGCTTGAAGCT
AGGGGAGGGAGAAATGAAAAATTGCTCTTTCAATGTCACCACAGCAGTAAGAGATAAGGTGAAAAAAGAATAT



GCACTCTTTTATAGACTTGATGTAGTACCAATAGATGAGGATAATAATAGTAATATTAGTAATAAGAACTATA
GGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGATCAGGACCATGTACA
AATGTCAGCACAGTACAGTGTACCCATGGAATTAAACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TGGCAGAAGAAGGGGTAATAATTAGATCTGAGAATTTCTCGGACAATGCAAAAAACATGATAGTACAGCTGAA
AGAAGCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGTATAGGACCAGGGAGA
GCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGA
ATAACACGTTACAGCAGATAGTTACAAAATTAAGAGAACACTTTAAGAATAAGACAATAGTTTTTAATCACTC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTGTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCAACACTGTTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGAGCAGATTTGGAATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAGATCAGATATACAGATTAATTGAAATATCGCAAAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGACCAATGGGCAAGTTTGTGGAACTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAAAATAGTTTTTGCTGT
ATTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTCAATGCTATA
GCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCTATTCTCCACA
TACCTAGAAGAATAAGACAAGGCTTTGAAAGAAGTCTGCTATAA 
>JX863984 
GCTGTAGATCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGAGCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGATATTGAAAAATGTGACAGAAAATTTTAACATGTGGACAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACGAATTGCACAATGTTACTGTTACCAATAATAATGGTAGTACTTCTATCAATGC
TAGTATGGAAGGAGAAATGAAAGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAAGTATAAGAGATAAG
ATTCAGAAAGCATATGCACTTCTTTATAAACTTGATGTAGTACCAATAGATAATAGTAAGACCAATAATACCC
GCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATAACCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAATTCAATGGAACAGGACCA
TGTAAAAATGTCAGCACAGTACAATGTACGCATGGAATTAGGCCAGTAGTGTCAACTCAACTATTGTTAAATG
GCAGTCTAGCAGAAGAAGAAATAATAATTAGATCTCAAAATATCTCGAACAATGCTAAAACCATAATAGTGCA
TCTGAACACATCTGTACAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATAGCACCA
GGGAGAGCATTTTATGCAACAGGAGACATAACAGGAGACATAAGACTAGCATATTGTAACATTAATGGAACAG
AATGGAATAGAACTTTAACCCAGATAGCAGGAAAATTAAAAGAACAATTTAAAAATGCAACAATAAGGTTTAA
TCCTGCCTCAGGAGGGGACCCAGAAATTGTTATGCACACTTTTAATTGTGGAGGGGAATTTAAACAACTCCAG
GCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGAATCTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTGGGGCAGATTTGGGATAACAT
GACCTGGATACAGTGGGAAAGAGAAATTGACAATTACACAGGAGCAATATACAAATTACTTGAAGAATCGCAA
AACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTT
TGCTGTATTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTAGCTATTAGCTTGCTCAAC
ACCACAGCCATCACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCTATTC
TCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JX863985 
GCTACAGATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTACATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATGTGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTAATTTGAGGAATGATACTACTACCCCAAAGAATGCTACTAATTCGAATACCACTGA
TAGGAGCGGGGCAGAGGAAATGAGAAACTGTTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAGG
GAATATGCACTTTTTTATAAACTTGATCTAGTACCAATAGATGATGATAAGAATACTAAGAATAATAGTACTA
AATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTTAAGTGTAAGGATAAGGAGTTTAATGGATCAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATG
GCAGTCTAGCAGAAGGAGAGGTAGTAATTAGATCTGAGAATTTCACGAACAATGCTAAAACCATAATAGTACA
GCTAAAAGAAGCTGTAGAAATTAATTGCACAAGACCCAATAACAATACAAGAAGAAGTATACCTATAGGACCA
GGGAGAGCATTTTATGCAACAGGAGACATAATAGGAAATATAAGAAAAGCATATTGTAATGTTAGTGGAGCAA
AATGGAATGACACTCTAGAACAGGTAGCTAAAAAATTGAGGGAACAATTTGGGGAGAATAAAACAATAATTTT
TAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCCCCACTGCGGTGCCTTGGAATACTAGTTGGAGTAATAAATCCCTAGGAGAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAAAGAAATTAGCAATTACACAAAAATAATATATAACTTAATTGAAGAATCG



CAAACCCAACAAGAAAAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTA
ACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAGTAGGATTAAGAATAGT
TTTTGTTATACTTTCTATAGTAGATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTC
AACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTGTTGAAGCAGTGCAAGGAGTCTGTAGAGCTG
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTTTAA 
>JX863986 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACCTTAAATTGCACTCAGTATAATGGTACTGCTCTTCAGAATAGGACTAATAATATCAATGATAGTATGGT
AGGAGAAGTAAAGAACTGCTCTTTCAATGTCAGCACACCCATAAGAGATAAGATAAGGAAAGAATATGCGCTT
TTTTATAAACTTGATATAGTACCAATATATAGTGACAAAGATAATACCACAGATAATACCACATATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTGACCTTTGATCCAATTCCAATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAGGATAACAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAGAATTTCACGGACAATGCTAAAAACATAATAGTACAGCTGAAAGAACC
TGTAAACATTACTTGTATCAGACCCCATAATAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGAAATAACAGGAGATATAAGAAAAGCACATTGTAACGTTGCTAGAGCAAAATGGAATAACA
CTTTACACCAGGTAGTTGAAAAATTAAGAAAACAATTTCCAAATAAAACAATAATCTTTAAGCACTCCTCAGG
AGGAGACCCAGAAATTGTAACACACAGTTTCAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCAGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATCAATCTCAGGATATTATTTGGAATAACATGACCTGGATGCA
GTGGGAAAAAGAAATAGACAATTACACAGGCCTAATATATGACTTACTTGAAAAATCGCAGAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGCTTTTACTGTGCTTTC
TATAGTAAATAGGATTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAAGGGACAGATAGAATTATAGAAATAGTACAAAGGGCTGGTAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCCTAGAAAGAGCTTTGCAATAA 
>JF320059 
GCTGCAGAGCAATTATGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATTCTACAGAACAACATAATGTGTGGGCCACACATGCCTGTGTGCCCACAGA
CCCAAACCCACAGGAAGTAAGATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACCCTAGATTGCACTGAAGTTAGGACTAATACTAACACCACTAGCAGTACTCCTTCTACTACTAAGAGTAC
TACTACCACTACTAGCAGTATTGACGGGAGAGAAGAAATAAAAAACTGCTCTTTCAATATCACCACAAATATA
AGAGATAAGATACAGAAACAATATGCACTTTTTTATACACTTGATATAGTACCAATAGAGGAAAAGAATGCTA
GTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCTTTTGA
ACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGCAATAATAACACGTTCAATGGG
TCAGGACCATGTACAAATGTCAGTACAGTACAGTGCACACATGGAATTAAGCCAGTAGTATCAACCCAACTCC
TGTTAAATGGCAGTCTAGCAGAAGAAGATGTGGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCAT
AATAGTACAGCTAAAGGAGCCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAT
ATAGTACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGTACCATTA
ATGCAACAAAATGGAATAGTACTTTAGGACAGATAGTTGAAAAATTACAAGAACAATTTAAGAATAAAACAAT
AATCTTTAATAGTTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTAGAAACAATTTG
GGACAAAATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATATAACTTAATTGAA
GAATCGCAAAACCAACAAGAAAAGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAATCTATGGAATT
GGTTTAATATATCAAACTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
GATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGC
TTGCTTAACGCCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTA
GAGCTATCCTTCACATACCCACAAGAATAAGGCAGGGCTTCGAAAGGGCTTTACTGTAA 
>JF320361 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTTCATAATGTTTGGGCCACACAGGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAAGTTTAACGTGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGATTTACAGAATACCACTAACAGTATCATTAGTAATAATGATACAAAAGGAGA
AATGAAAAACTGCTCTTTCAATATCACCACAAACATGAGAGATAAGATGCAGAGAGAATATGCACTTTTTTAT



AAACTTGATGTGGTCCCAATAGAGAATAATAATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCA
TTACACAAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAATAATAAGACGTTTGATGGAAAGAGACAATGTACAAACGTCAGCACAGTACAATGCACACAA
GGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAACGGCAGCCTAGCAGAAGAAGAGGTAGTAATAAGAT
CTGAGAATTTTACAGACAATGCTAAAACTATAATAGTACAGCTGAAGGAAGCTGTAGAAATTAATTGTACAAG
ATCCAACAACAATACAAAAAAAAGTATACATATGGGACCAGAGAGAGCATTTTATACAACAGGAGGTATAATA
GGAGATATAAGACAAGCACATTGTAACATTACTAAAGCAAAATGGAATGACACTTTAAGACAGGTAGCTGAAA
AATTAAGAGCACAATTTGGAAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTATAAT
GCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTAGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTA
GTTGGAGTAATAAATCTCTGGATACAATCTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAA
TTACACAGACCTGATATACTCCTTACTTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACATGAATTATTG
GAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAGTAGAGTTAGGCA
GGGATATTCACCATTGTCATTAGCTGTCAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAAGGGACAGAT
AGGGTTATAGAAATAGTACAAAGAGCTTGCCTAGCTATTGTCCACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>JF320054 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAGGAAATATGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGAGGAATGATTTGAGGAATGCTACTAATAACGCTACTATTATTAACAC
CACTAGTAGCGATAGAGGAGAGATAAAAAACTGCTCTTTCAATGTCACCACAGAAACAAGCGATAGGAGGCGG
AAAGACTATGCACTTTTTTATAAACTTGATGTAGTACCAATAGAGAATGATAATAATAGCTATATGTTGATAA
GTTGCAACACCTCAAGAGTTACTCAAGCCTGTCCAAAGATAACCTTCGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGAAATTCAGTGGAACAGGACCATGTACTAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAG
AAGATATAGTAATTAGATCAAAAAATTTCACAAACAATGCTAACATCATAATAGTACATCTGAACAAATCTGT
AACAATTGAGTGTATAAGACCCAACAACAATACAAGAAAGAGTGTACGTATAGGACCAGGGAGCGCATTCTAT
GCAACAGGAGGCATAATAGGAGATATAAGACAAGCACATTGTAACATTACTAGAGCAAACTGGACCAGCACTT
TAAGACGGGTAGTTGAAAAACTAAGAGAACAATTTGGGAATAAAACAATAAACTTTACTCACTCCTCAGGAGG
GGACCCAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCG
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTACCTTGGAATGCTAGTTGGAGTAATAAGACCCTGAGTGCCATTTGGGATAACATGACCTGGATGGAGTG
GGAAAAAGAAATTGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAAAATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAATTTGTTTAATGCCACAGCAATAGCA
GTAGCTGAGGGGACAGATAGGATTTTAGAAATATTACAAAGAGCTTATAGAGCTGTTATCCACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>EU577917 
ACTGAAGACAATTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAAACTTGGAAAATGTGACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTAGATTGCTCTAATGCTACTATCAGGAATGATAATAATAGTACTGAGAAAAATAGTAGCTCGGAAAG
AATAGAGATAGAAGAAGTAAAAAACTGTTCTTTCAATGTCACCTCAGACATGAGAGATAAGTACCAAAAAGTA
TATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATAATAATAATAATACTGGTAATTATACCAATT
ATAGATTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGCTGCTAAAATGCAAGGATAAGGGATTTAATGGAACAGGAACATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTGTTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCT
GAACGAAACTGTAGAGATTAACTGCACAAGACCCGGTAACAATACAAGAAAAGGTATACATATGGGACCAGGG
AAAGTCTTTTATACAACAGATGTAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAACACAATGGA
ATAAAACTTTAGAACAGATAGCTATAAAACTAAACAAACAATATGGGGAGAATAAAACAATAGTCTTTAACCA
CTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGAGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCA
TCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGAATGCAATTTGGGATAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAGCATAATATACTCCTTGATTGAAGAATCGCAAAAC



CAACAAGAAAAGAATGAACAAGACTTATTGGAATTGGGTAAATGGGCAAGTTTGTGGAATTGGTTTGATATAT
CAAACTGGCTGTGGTATATAAAACTTTTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGC
TGTACTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCC
ACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAGGTATTCCAAAGAATTGGTAGAGCTATCATCC
ACATACCTAGAAGAATAAGGCAGGGCTTTGAAAGGGCTTTGCTATAA 
>EU578004 
GCTGAGAAGTGGGTTGAGAAGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGAAACAGAGAAGCATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATG
GTAGAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCAC
TCTGTGTTACTTTAAATTGCACTGATGATCTTACTTTAAATTGCACTACGAATGGTACTAGTAATAGTAATAC
TACTAGTAATTGTAGTAGCTTGGATAGAGGAGAAATAAAAAACTGTTCTTTCAATGTCACCACAAATATAAGA
GATAAGTTACAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGACACTGATAAAAGTAATA
CCAGTTATACTTTGATAAGTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAAT
TCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGATCAGGA
CCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCTCAGACAATGCTAAAACCATAATAGT
ACATCTGAACGAATCTGTAGACATTACTTGTGAAAGACCCAACAACAATACAAGAAAAGGTATACACATAGGA
CCAGGGAGATATGCATTTTATGCAACAGGAAACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTG
CAACAAACTGGACTAACACTTTAAGAATGGTAGTTAGCAAATTAAGAGAACAGTTTCAGAATAAAACAATAAT
CTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAACAG
CTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTAATGTTCCTTGGAATGAGAGTTGGAGTAATAAGTCTCTGGAGACGATTTGGGA
TAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGTTTAATATACACCTTACTTGAAGAA
TCGCAAAACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAACTTGTGGAATTGGT
TTAGCATAACAAACTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGTGTAATAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTG
CTTAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTGTAGAAGTGTTACAAAGAATTGGTAGAG
CTATTCTTAATATACCTAGAAGAATAAGACAGGGCTTCGAAAGAGCTTTGCTATAA 
>KM258984 
GCTAAGGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCGGATACCACTCTATTTT
GCGCATCAGATGCTAAAGCATATGATCCAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAAAATTGGAAAATATGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATGTCCCACAGAATAGGACCGAGACAGGAGAAAACAACAGAACCGAGGAAGGAGA
AATGAAAAACTGCTCTTACAATATCACCACAGAAATGAGAGATAAGAGGCAGAAAGTATATTCATTGTTTTAT
AAGCTTGATATAGAACCAATAGACAATAATACTAGTGGTAATGGTAATTATTCCAGCTATAGGTTGATAAGTT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCCGGTTTTGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGATCAGGACCATGTAACAATGTCAGCACA
GTACAATGCACACACGGAATTAGACCAACAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAG
AGATAGTAATTAGATCTGAAAATTTCACAAACAATGTTAAAAACATAATAGTACAGCTGAATGAATCTGTAAA
AATTAATTGTATAAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTATTTGAT
GCAACAGACATAATAGGAGATATAAGACAAGCATATTGTGACATTAGTAAGGAAGAATGGAATAAAACTTTAG
AACGGTTAGATAAGAAATTAAGAGAACAATTTAATAAAACAATAAAATTTGAGCAACCATCAGGAGGGGATCT
AGAAATTATGACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTACATGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGC
CTTGGAATACGAATACTAGTTGGAGTAATAAATCTCTAACAGAGATTTGGGATAACATGACCTGGAAGCAGTG
GGAAACAGAAATTGACAATTACACAGGCCTAATATACACCTTACTTCAAGAATCGCAAACCCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTACTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTGGCTATTAGCTTGCTTAATGCTACAGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAATTTTTAGAGGTATCCTCCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>KM259000 
GCTGGAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAGTTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAGATTGCACTAATGTTACTTATACCCCTAATAATAACTGTACCACTAATAATAGAACGGTTAATGC
CACGAGGGAGGACGGAGACATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAAATAAGATGCAGAAA



GAATATGCACTTTTTTATAAACTTGACATAACACCAATAGATCCTGATAAAAAGAAGAATAAGAAAGGTAATG
GTACTGATGATACTAAAAGCTATATGTTGATAAGTTGTAACACCTCAGTCGTTACACAGGCCTGTCCAAAGAT
ATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGAAC
TTCAATGGAACAGGACCGTGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAA
CTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGACGAGGTAATGATTAGATCTAGAAATTTCTCGGAAAATGC
TGACAACATAATAGTACAGCTGAATAAATCTATAGCAATTAATTGTACAAGACCCAACAACAATACAAGCAAA
GGTATCCATATGGGACCGGGAAGAGCATTTTATGCAACAGGGAGAATAATAGGAGATATAAGACAAGCACATT
GTAACCTTAGTAGAGGAGACTGGTGGAGCGCTTTAAAACAGATAGTTACAAAATTAGGGGAACAATATAGGAA
TAAAACAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTGAGGCACAGTTTTAATTGTGGA
GGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTAGGGA
TTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTTA
TAAGGCGATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAACATAATATAT
GACTTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAA
GCTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTT
AATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCG
TTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGCGGGGACAGATAGGATTATAGAAGTAGTAC
AAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KM259100 
GCTACAGAAAAATTGTGGGTCACAATCTATTATGGGGTACCAGTGTGGAAGGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAATTGGAGGAATAGTACTGATTGGAAAAATAGTACTAACACCGGAAATATTAC
TAACACCACAATCATGATGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATTACCTCTTTAATAAAA
GATAAGATGCAGAAAGAATATGCACTTTTTTATAAACTTGATATAGTACCAATAGATGGGGATAATACCAGCT
ATAGGTTGATAAGTTGTAACACCTCAGTCACCACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTAT
ACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCGTGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATCAGATCTGCCAATCTCTCGGACAATACTAAAACCATAATAGTACAGTT
GAATGGATCTGTAGGGATTGTGTGTGAAAGACCTAACAACAATACAAGAAAAAGTATACATATGGGACCAGGG
CAAGCACTGTATGCAACAGGAAACATAATAGGAAATATAAGACAAGCACATTGTAATATCAGTAAAGAAGATT
GGATTAAAGCTTTACAACAGGTAGCTAATAAATTAAAAGAACAGTTTAAGAATAACACAATAACCTTTAGGCA
ACACTCAGGAGGGGATCTAGAAGTTGAAACGCACAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCA
AGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATACAATTTGGAATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGAAC
CAACAAGAAAAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGGTTTGACATA
ACAAGTTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTG
CTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGC
CACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAAGTATTACAAAGAATTTATAGAGGTATTCTC
CATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>DQ410616 
GCTGCAGAAAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTCT
GTGCATCAGATGCTAAAGCAACTGATACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTATTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGACTTGAAGAATGCTACTAATGCCACTGATACTAATACCACTGATAGTGTCGGGGG
AATGATGGAGAAAGGAGAAATGAAAAATTGTTCTTTCAATGTCACAACAAGCATAAGAGATAAGATGCAGAAA
GAATATGCATATTTTTATAAACTTGATGTAATACCAATAGAAAGTGAAAGTGAAAATAATAACAGTAGCAATT
TTACTAGCTATATGTTGAGAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACA
GGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCACCTACTGT
TAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAATCATAAT
AGTACAGCTGAATGAATCTGTAGTAATTAATTGCACAAGACCCAACAATAATACAAGAACAGGTATAAATATA
GGACCGGGGAGAGCATGGTATACAACAAAAGACATAATAGGAAATATAAGGAATGCATATTGTAACATTAGTA
GAGCACAATGGAACAACACCTTAAAACAGGTAGTTGCCAAATTAAAAGAACAATTTGGGAATAAAACAATAGT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCAACACTGCAGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTTATGAAATGATTTGGAA
CAACATGACCTGGATGGAGTGGGAGAGAGAAATTAACAATTACACAGGCTTAATACGCAACTTACTTGAGGAA



TCGCAGAACCAGCAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGT
TTAGTATAACAAAATGGCTGTGGTATATAAAGATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTATTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTGGCTATTAGCTTG
TTTAATGCTACAGCCATAACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCGTTACAAAGAGCTGGGAGAG
CTTTGCTTAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ410553 
ACTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTCACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGAATTGGTAAATGTGACAGAAAATTTTAACGCGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATTTGAATGATACTAATACCAATGATTTGAGGAATGATACTAGTAATGCTACTAG
TATCAATAATACTGATACTAATACCAATAATACAGAAAAGGAAATGAGAGGAGAAATAAAGAACTGCTCTTTC
AATATCACCACAAGCATAAAAGATAAGGTACAGAAAGAATATGCACTTTTTTATAAACTTGATATAGTACCAA
TAGATAATGAAATAGAGGTTAATAGTACTAATTATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCAT
TAGACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGCTT
CTAAAGTGTAACGAGAAGAATTTCACGGGAAAAGGACAATGTAAAAATGTCAGCACAGTACAATGTACACATG
GAATTAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGGATAGTAATTAGATC
TGAGAATTTCACAAACAATGCGAAAACCCTAATAGTGCAGCTGGAAGAACCTGTAAAAATTACTTGTACAAGG
CCCAACAACAATACAAGAAAAGGTATACATCTAGGACCAGGGGGAGCGTTTTTTACAACAGGGCAAATAATAG
GAAAAATAAGACAAGCACATTGTGAAATTAATGGAACAAGATGGAATAACACGTTAGGACAGATAGTTACAAA
ACTAAGAGAAAAATTTGGTAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTCATG
CATACTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGG
ATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAG
TTGGAGTAATAAATCTCTGGAAAAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAAT
TACACAGGCTTAATATACACCTTAATTGAAAGATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGG
AATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCAT
AATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCCTTATCGTTCGCTGTCAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATA
GGATTATAGAAGTAATACAAGGAATTGGTAGAGCTATTCTTCACATACCTGTAAGAATAAGACAGGGCTTGGA
AAGAGCTTTGCTATAA 
>DQ410585 
GCTGCAGAGCAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCTCTTTGTG
TCACCTTAGATTGCACTGATATGTCAAATACTAATACTACTAGTAGTCAGTTGAATAATACCATTAATGGTGT
TAATTTGACTGAAGTGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAGGATAAGGTG
CAGAGAGACTATGCACTTTTTTATAGACTTGATGTAGTACCAATAGAGAATGATGCTAATAGAGAGAATGATG
CTAATAGGAATAGTACTAAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGAT
ATCCTTTGAACCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACT
TTCGATGGAAAAGGACAATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAATAGTGTCAA
CTCAACTGCTGCTAAATGGCAGCCTAGCAGAAGAAGATATAGTAATTAGATCTGACAATATCTCAGACAATGC
TAAAACCATAATAGTACATCTAAATGAATCTGTAGAAATTACTTGTATAAGACCTAATAACAATACAAGGAAA
AGTACACCTATGGGACCAGGGGGAGCATGGTTTACAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATT
GTACCCTTAATAGAACAATATGGAATAACACTCTGAGACGGGTAGTTAGCAAAATAAAAGAAATACCACAATT
TAAGGAAAAAACAATAATCTTTAATCACTCCTCAGGAGGGGATCTAGAAATTGTAATGCACAGTTTTAACTGT
AGAGGGGAATTCAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAG
GGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAAC
TTTGGGAGAGGTTTGGAATAACATGACCTGGATGCAGTGGGAAAAGGAAATTGAGAATTATACAAGCTTGATA
TACACTTTAATTGAAGAATCGCAGACCCAACAAGAAAAGAATGAACAAGAGTTATTGGAATTAGATAAATGGG
CAAGTTTGTGGAATTGGTTTGATATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGG
CCTGATAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTG
TCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAG
TACAAAGAACTTTTAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATA
A 
>DQ410596 
GTTACAGAACAATTGTGGGTCACAGTTTATTATGGAGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAGAATGACATGGTACAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAGGCCATGTGTAAAATTAACACCACTTTGTG



TTACTTTAAATTGTACTGAGGTGAACGTGAACAGTACTGATAGTTTGAATAATAACAATACTTGGAAAGAAGA
AATGACAAACTGCTCTTTCAATGTCACCACAGACATAAAAGATAGGGTGCAAGGACATGCACTTTTTTATAGA
CTTGATGTAGTGCCAATGGGTAATGAAAATAATACTGGCAAATATAGGTTGATAAATTGTAATACCTCAGTCA
TTACTCAGGCCTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGACCATGTAAGAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTGGTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTACTTAGAT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAACTGAACAAGACTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACACGAACAAGTATACCTATGGGACCAGGGAAAGTATTCTTTGCAACAGAAATAATAGGA
AATATAAGACAAGCACATTGTAATCTTAGAAAAGCAAAATGGGATGATGCTTTAAAACAGGTAGTTACAAAAT
TAAGAGAACAATTTGGGAATAATAAAACAATAATTTTTAATCACTCCTCAGGAGGGGACCTAGAAATTGTAAC
ACACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTTATTTGCACCACTACAGTGCCTTGGAATGCTA
GTTGGAGTAACAAATCTTTGGAGAATATTTGGAATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAA
TTATACACAGTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTG
GGATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGGTTAAGGATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGAA
GGGATACTCACCCTTATCGTTCGCTGTTAGCTTACTTAATGCCATAGCCATAGCAATAGCTGAAGGGACAGAT
AGGATTATAGAAATAGCACAAAGAGCTTGTAGAGCTATCCTCCACATACCTAGAAGAGTGAGACAGGGCTTGG
AAAGGGTTTTGCTATAA 
>KX156472 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAGAAATGACATGGTGGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAATTTGAAGAATGTTACTGTGAGGGATGGTGAGAATATCAATAGAACAATAGA
GAGAGGAGAAGTAAAAAATTGCTCTTTTAAAGTCACCACAAATATAAAAGATAAGATGCTGAAAGAATATGCA
CTTTTTTATAAACTTGATGTAGTACCAATAGATCAGGGTAATACTAGCTATCAGAATTATACTAGCTATAGGT
TGGTAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTGTCCTTTGATCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTTGATGGAAAAGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACACAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCTCAAACAATGCTAAAATCATAATAGTACAGCTGAAGGA
ATCTGTAGTAATTAATTGTACAAGACTCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGCAGAGCA
TTTTATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGGAACACAATGGAATA
ACACTCTAGGTCAGATAGTTAAAAAATTAAGAGAACAATTTAGCAATAAAACAATAATCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAGTCAGATTTGGGATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGATAATTACACAGAATTAATATACAGCTTAATTGAAGAATCGCAAAACCAGCAA
GAAAAGAATGAACAAGACTTATTGGCATTAGATAAATGGTCAAATTTGTGGAATTGGTTTAGCATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCAAAATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTGGTAGAGCTGTCCTCCACATAC
CTAGAAGAATAAGACAAGGCTTTGAAAGGGCATTGATATAA 
>KX156483 
GCTGCAGGAAATATGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTCCTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTGGGGGAATTCTACTAATATCACTAGTAGTAGTGGGAAACTGATAGAGAAAGG
AGAGATAAAAAACTGCTCTTTCAATATCACCACAAGTTTAAGAGATAAGGTGCAGAGAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAGATGGTAATACAAATAGTACTAACACCAACTATACCCATTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGACAAGAAGTTTAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTCAATGGCAGCCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAAC
TGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAGAGTATACATATGGGACCAGGGAGAGCATTT
TATACAACAGGAGAAATAATAGGAGACATAAGACAGGCACATTGTAACATTAGTAGAGCAGAATGGAATAACA
CTTTAAAACAGATAGTTAAAAAATTAAGAGAACAACTTGGGAATAATAAAACAATAAGATTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTATCGCTTAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCC



CCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTGGGAATACATTTGGAATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAGACGTAATATACAGCTTAATTGAAAGATCGCAGAACCAGCAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAATAAATAGAGTTAGGCAGGGGTACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGTCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTCTAGAAATATTACAAAGAGCTTATAGAGCTGTTCTCCACATAC
CTGTAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KX156523 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAAGTTAAATTGCACTGATGGTGTAAATTGCACTGATACTAAAGCCAATAAAAG
TAACTGGGGAAAAATGGACACAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGATATAAGAGATAAG
ATGCAGAAAGTATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATAATGAGAAGAGGGATAATACTA
GCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCC
CATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAATGTTCAATGGAACAGGACCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTTTAGCAGAAGAGGTAGTAATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCT
GAATGAATCTGTAACAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGG
AGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGGAAAGCACATTGTAACATTAGTATGAAAAATT
GGAACAACACTCTAGGACAGATAGTTAAAAAATTAAGAGAACAATTTAAAAATAAAACAATAATTTTTAAGCC
ATCTTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAGTAGATCTCTAGATGATATTTGGGAGAACATGAC
CTGGATGCAATGGGAAAGAGAAATTGAAAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGATC
CAGCAAGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAATGGACAAATTTGTGGAATTGGTTTAACATAA
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCC
ACTGCCATAGTAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATCATCC
ACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX156374 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCTTGCGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAACAATGACATGGTAATA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGTGCAGAATATTACTAAGACCAATAGTAGTAGTGTGAGCAATAGTACTAG
TGCCACTAATAGTAGAGGGGTGACCAATACTACTAAAGAAATGAAAAAATGCTCTTTCAATGTCACTGCAAGC
TTAGGAAATAAGAGAAGGAAAGAATATGCACTTTTTTATAAACTTGATATAGTACCAATAGATAGGAATGATA
ATACAAGCTATATGTTGATAAATTGTAATACCTCAGTCATCACACAGGCCTGTCCAAAGGTATCCTTTGAACC
AATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAATTTCACTGGAATA
GGACCATGTAAGAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGGGGAGGTAATGATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAAT
AGTACATCTGAACGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACACATG
GGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTACGATTAATA
AAACAAATTGGGAGAACACTTTAAGAAAGGTAGCTAAAAAATTACAAGCTAAATTTGGGGTGAGTAAAACAAT
AGTCTTTAACCAATCCTCAGGAGGGGACCCAGAAGTTGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCT
CTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAAAAAGAAATTTG
GGACAACATGACCTGGATGGAGTGGGAAAAAGAAATTAGCAATTACACAAACATAATATACTCCTTACTTGAA
GAATCGCAGAACCAACAAGAAAAGAATGAACAAGATTTATTGAAATTGGATACGTGGGCAAGTTTGTGGAATT
GGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCGTTATCGTTCGCTGTTAAT
TTGCTTAATACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTGTA
GAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ469703 
GCTGCAAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCT



GTGTTACTCTAAATTGCACTGATTGTACTAATACCTCTAAATGTTTTGCTAATGCCACTAATAGCACTAATCA
GATCGAGGAATCGGAGGTAGGAGAAATAAAAAATTGCTCTTTCAACATCACCACAAGCATAAGCGATAAAAGG
CAAAAAGAATATGCACTTTTTTATAAATCTGATGTAATATCAATAGATAATAGTAGTACTAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGCTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGATCAGGACCATGTACAAATGTC
AGCACTGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCCAGCAATTTCACGAACAATGCTAAAGTCATCATAGTACAGCTGAATGAAAC
TGTAAAAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGCAGAGCATTC
TATGCAACAGGAGAGATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAGAGTGGAATAAAG
CTTTAGAGCAGATAGCTATAAAATTAGAAGAACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGG
GGGAGACATAGAACTTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGCAATAAATCCCTAAATGACATTTGGAATAATATGACCTGGATGGA
GTGGGAAAGAGAAATTGATAATTACACAAACTTAATATACAATTTGATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAGCAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTATATAAAACTATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTGC
TATAGTAAATAGAGTTAGGAAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTATTAGATGCCTTTGCCATA
GCAGTAGCTGGGGGGACTGATAGGTGTATAGAAATATTACAAAGAGCTTGGAGAGCTATCCTCCACATACCTA
GACGAATAAGACAAGGCTTAGAAAGGTGTATGCAATAA 
>FJ469706 
GCTGTAGATCAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTACTGGAAAATGTGACAGAAAATTTTAACGTGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGCTAGTGCTACCACCAGTGGTATCAATACTACTGTCAGTACTGCTAATACTAC
TACCCATGGTATTAACAAGGACATGAAAAACTGCTCTTTCAATATCACCACAGACCTAAGAGATAAAGTGAGA
AGGGAATATGCATTATTTTATAAGCTTGATATAGTATCAATAGATAATGAGACTGATAGTAAGAATACTAAGA
ATACTAGCAGCTATAGATTGATAAGTTGTAACACCTCAAGTATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGA
AGTGGACCATGTACAAATGTCAGCACAGTACAATGTACTCATGGCATTAGGCCAGTAGTATCAACTCAACTGC
TGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCAT
AATAGTACAGCTGAATGAAACTGTAAAAATTGAGTGTATGAGACCTAGCAACAATACAAGAAAAAGCATACAT
ATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTA
GTGAAAGAGAATGGAATAAGACTTTAAAATATGTAGTTATAAAATTAGGAGAACAATTTGGAAATAAAACAAT
ACAATTTCAGCAACCCTCAGGAGGGGATCCAGAGATTGTAATGCACAGTTTTAATTGTAGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGGGCTGCT
CTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCTGAATGAGATTTG
GGATAACATGACTTGGATGCAGTGGGAAAAAGAAATTGACAGCTACACAAATGAAATATATACCTTACTTGTA
GAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATT
GGTTTGATATAACAAATTGGCTGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAG
AATAATTTTTGCTGTACTTTCTATAGTGAATAGGGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGC
TTGCTCAACGCCACGGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTGGA
GAGCTTTCATCCACATACCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469718 
ACTGCAGAAGAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGAAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTTGGGAAATGATACTAATGCCAATAATAATAGCGCGGGACTAATGGAAAGAGG
AGAAGTGAAAAATTGCTCTTTCAATATTACCACAAACATAAGAGGTAAGGTGCAAAAAGAATCTGCAGTGTTC
TATAAACTTGATGTAATACCAATAGATAAAAGTAATTCAAGCTATAGGTTGATACACTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCCACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGAT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTGCAGCTGACAGAAGCTGTAGTAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTCATGCAACAGGAGATATAATA
GGAAACATAAGACAAGCACATTGTAACATTAGTGGGACAAAATGGAATAACACTTTAAGACAGATAGCTAAAA
AATTAGGAGAACTATATAAAAAGGGAAGAATAGTTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCACTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTA



GTTGGAATAATAGATCTTTAGACCATATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAA
TTACACAGACATAATATATAAATTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTG
GCATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAACTGGTTGTGGTACATAAAAATATTTA
TAATAATAGTAGCAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTAGTACAAAGAGTTTTTAGAGCTATTTTACACATACCTAGAAGAATAAGACAGGGCTTAG
AACGAGCTTTGCTATAA 
>DQ410115 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCCGAGGAGTGCTACTAATGCCACGAATAGGAATGCTACTAATGCCACGAATAG
TAGCGAGGGAATGATGGAGGGGGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAG
GTGCAGAAAGAATATGCACTTTTTTATAAACTTGATATAATACAAATAGAAAATACTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTGCAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAAAAG
AAGAGGTAGTAATTAGAGCCGCCAATCTCACGGACAATACTAAAATCATAATAGTACAGCTGAATGAATCTGT
AGAAATGAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGCAGAGCATTTTAT
ACAACAGGAGCAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACCT
TAAAAAAGATAGCTATAAAATTGAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAACGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAATAAGAGTTGGAGTAGTAAATCTCTGGATCAGATTTGGCAGAACATGACCTGGATGCAGTG
GGAAAGAGAAATTGATAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCACTATCGTTCGCCATTAGCTTGCTCAACGCCACAGCTATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTTGGAGAGCTATTATCCACATACCTACAA
GAATAAGACACGGCTTGGAAAGGGCTTTACTATAA 
>DQ886037 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGGGTATGAGACAGAGGTGCATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGAGAAGAAGAATGATACTAATACCACTGTGGTTACTACTACTAGTACCCC
TAATAGTACCTGGGAAATGATGGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATGTCACCACAAACATGAGA
GATAAGTTACAGAAAGTATATGCACTCTTTTATAAACTTGATATAACACCAATAGATAATGGTAATGAAAGTG
ATACTAATACTACATATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTT
TCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGACGTTCACT
GGAAAAGGACCATGTAGCAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCACC
TACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAAT
CATAATAGTGCAGCTGAACAATTCTGTAACAATTAATTGTACAAGACCCAACAATAATACAAGAAAAGGTATA
CATATAGGACCAGGGAGAGCCTTTTATGCAACAGGAGAGATAATAGGAAATATAAGACAAGCACATTGTAACA
TTAGTCTAAAAGACTGGAACACCACTTTAATCCAGGTAGTTGGAAAATTAAAAGAACAATTTCCAAATAAAAC
AATAACCTTTGATCAACCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATAAAACTTGGAGTAAGAATAAAACTCTGAGTCA
GATCTGGGATAACATGACCTGGATGCAGTGGGAAAAAGACATTGAAAATTACACAGTAGAAATATACAAATTA
ATTGAAAAATCGCAAAACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGG
TTTAAGAATAATTTTTAGTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCT
ATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTTTAGAAGGGTTACAAAGAG
CTTTTAGAGCTATTATACACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCCTTGCAATAA 
>FJ653236 
GCTGCAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTACTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TCACTTTAAATTGCTCTGATTGGAAGAGTGATACTAATACCACTGCTACTAATGCCACTGCTGAGCCCAATAG
TAGTAATGAAGTAAAAAATTGCTCCTTCAATATCACCACAAGCATAAGAGATAAGGTGACAAAGGAGTATGCA
CTTTTTTATAGACTAGATGTAGTACCAATAGATGATAGTAATGATAATACTAGCTATAGGTTGATAAATTGTA
ACACCTCAGTCATCACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGCACACATGGAATTAAGCCAATAGTGTCAACCCAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGATG
TAATGATAAGATCTGAAAATATCACGAACAATGCTAAAATCATAATAGTACAGCTGAAAGATCCTATAAACAT
TAATTGTACAAGACCCAGCAACAACACAAGTCAAAGTATACATATAGGACCAGGGAGAGCATTTGATGCAACA
AAAACAATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGTACAATGGAATAACACTTTAGGAC
AGATAGTTAAAAAATTAAGAGAACAATTTAACAATAGAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATGTTAGTTGGAGTAATAAATCCCTGAAAGCGATTTGGGACAACATGACCTGGATGGAGTGGGAGAG
GGAAATTGACAATTACACAGGCATAATATACAACTTAATTGAAGAATCACAGAACCAACAAGAAAAGAATGAA
CTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTTCTGTAATTACTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCAATATCGTTTGCTGTTAGCTTGCTCAATACCATAGCAATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACTAATAGTTATTAGAGGTATTCGCCACATACCTACAAGAATAA
GACAGGGCTTGGAAAGGGCGTTGCTTTAA 
>FJ653196 
GCTGAAGATAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCACATAGTACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTCTTAGAAAATGTAACAGAAAATTTTAACATGGGGAAAAATAACATGGTGGAA
CAGATGCAAGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTATAATACCAATAGTAGTAGCACTGATAATAATACCAATAGTAGTAGTAAAAC
AATAGAAGAGGTAGGAATGAAAAATTGTTCCTTCAATACTACCACAGCCATAAGAGATAAGACGACAAAAGAA
TATGCACTTTTTTACAAAACTGATATAGTACAAATGGAGAATGAGACCAACTACAGGTTGATAAATTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAGGGATAAGAAGTTCAATGGAACAGGAACATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTATTGAATGGCAGTTTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATTTCACAAACAATGCTAAGACCATAATAGTACAATTGAATGAAACTATAGAAATCAA
TTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGAA
AAAATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACACTTTAAGACAGG
TAGCCATAAAGTTAAGAGAGCAATTCGGGAATAAAACAATAATTTTTAATCGATCCTCAGGAGGAGACCTAGA
ACTTGTAATGCACATTTTTACTTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTAAGTAGAATTTGGGATAACATGACCTGGATGGAGTGGGAAAAGGA
AATTGACAATTACACAAACTTAATATACACCTTGCTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAG
GAATTATTGGAATTGGACAAGTGGGCAAATTTGTGGACTTGGTTTAGCATAACAAACTGGCTGTGGTATATTA
AAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTCAATAG
AGTTAGGCAGGGTTACTCACCATTGTCATTAGCTGTTAGCTTGCTTAATACTACAGCTATAGCAGTAGCTGAA
GGGACAGATAGGGTTCTAGAAGCAATACAAAGACTTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGAAGTTTGCTATAA 
>FJ653597 
GCTGCTGATAAATATTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTAACGCCACTTTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATATGGAATAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACAGATTATGTGAAGAATGTCACTAAGAATAGTACCACTAGTAATAACACTGCTAGTGG
TTGGAAACAGATAGAGAGAGGAGAAATCAAAAACTGCTCTTTTAATGTCACCACAATCATAAAAGATAAGGTG
AAGAAAGAATATGCACTTTTTTATAGACTTGATGTAATGCCAATAGATAAGGATAATACAAGCTATACATTGA
TAAATTGTAACACCTCAGTCATTGCACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGGTTTGCGCTTCTAAAGTGTAAAGATAAGAATTTCAATGGAACAGGACCATGCAAAAATGTT
AGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAGCAG
AAGGAGAGGTAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAAC
TATACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGTAGCATGGAATAACA
CTTTAGAAAAGGTAGTTAAAAAATTAGGAGAACTATTTAATAAAACAATAGTCTTTAAGCAACCCTCAGGAGG
AGACCCAGAAATTACAATGCACCATTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG



CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAAGATCAGATTTGGGGTAACATGACCTGGATGCAATG
GGAGAAAGAGATTGACAATTACACAAACGAAATATACAGATTAATTGAAAAGTCGCAAACCCAACAAGAAAAG
AATGAACTAGACTTATTGGAATTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAACTTGCTTGATACTATAGCTGTAACA
GTAGCTGAAGGAACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCTGTTATCCACATACCTAGAA
GAATAAGACAGGGCGCAGAAAGGATTTTGCTATAA 
>FJ653474 
GCTGCTGACCAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAGGCATATGATACCGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCTACAAGAAGTAGAATTGGAAAATGTGACAGAAGAGTTTAACATGTGGGAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TCACTTTAGATTGCACTGATGTGAATCCTAATGCTACCCATAGCAATGGTGGTACTAATGCTACCCATAGCAA
TAGTAGTACTGAGGAACTGATGGAAAATGGAGAGATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAACA
GATAAGCTGCAGAAAACATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATAATAATAATAATA
ATACCAACAATACCAACTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGACATC
TTTTGAGCCAATTCCCATACATTTCTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAAGGATAAAAACTTC
AGGGGAAAAGGACAATGTACAAATGTCAGCACAGTACAATGTACGCATGGAATTAAGCCAGTAGTGTCAACTC
AACTGTTGTTAAATGGCAGTTTAGCAGAAGGTGAGGTAGTACTTAGATCTAAAAATTTCACAAAAAATACTAA
CACCATAATAGTACAGCTGAGCGAACCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAGGT
ATACATATAGGACCAGGAAGAGCATTTTATGCAACACAAGACATAATAGGAGATATAAGAAAAGCATATTGTA
ACATTAGTAGAACACAATGGAATAACACTTTAAAACAGATAGCTAAAAAATTAGGAGAACAATATAATGCAAC
AATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTGAAGGATCAACAGCTCCTGGGAATTTGGGGGT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTAGATGATAT
TTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGAAATAATATACAACTTAATT
GAAAAATCGCAGAACCAGCAAGAAATAAATGAAAAGGAATTATTGGAGTTAGATAAATGGGCAAACTTGTGGA
ATTGGTTCAACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTT
AAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTT
AGCTTGTATAATACCATTGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTT
TTAGAGCTCTCCTTCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGCTTTTGCTATAA 
>FJ653390 
GCTGTAGAACAAACGTGGGTTACAGTCTATTATGGGGTACCTGTCTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGGTATAAAACAGAGGTTCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTTAAAGAGTGCTAATGATACCAGCAATGGTACTAGTGCTACTAATAGTAGCGG
GGAAAGGATGGAGGGGGAAATGAAGAACTGCTCTTTCAATATCACCACAAGCATAAGAGACAAGATGCAGAGA
GAATATGCACTTTTGTATAAACTTGATATAGTACCAATAGATAATGATAATACCAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACGCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTAGAAATGTTAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTGATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCTTAATAGTACAGCTAAAAGATCCTATAAA
AATAAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGCAGATTGGAATAAAACTTTAA
GTCAGATAGTTGATAAGTTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCCCTGGAGACAATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAGGCCTAATATACACCTTAATTGAAGAATCGCAAATCCAGCAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCCTGTTCAACGCCATAGCCATAGCAGTA
GCTGAGGGGACAGATAGAATTATAGAAGTAGCACAAAGAATAGGTAGAGGGATTCTTCACATACCTAGAAGAA
TAAGACAGGGACTGGAAAGGTCTTTGCTATAA 
>FJ653478 
GCTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAGGGATATAATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTATTGGGAAATGTAACAGAAGACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAACCTTGTGTAAAATTAACCCCACTCTGTG



TTACTTTAAATTGTAGCAAGGTGAGAAATAATAGTACCAATAATAGTACCAATGCTACCACTGGTAAAAACAT
GACAACAATAGAGCCAGAAGAAATGAGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATGGGGGAT
AAGAGGAAAAAAGAATATGCACTTTTCTATAGCCTTGATATAGTACCAATAGATAATGATAATACTGATAGTA
CTGGTAATTCCAGCAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATC
CTTTGAACCAATCCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATGAGACATTC
AATGGAAAGGGACCCTGTAAAAATGTCAGCACAGTGCAGTGTACTCATGGAATTAGGCCAGTAGTATCAACTC
AATTGCTGTTAAATGGCAGTCTAGCAGGAAAAGAGGTAGTACTTAGATCTGAGAATTTCACAGACAATGCTAA
AACCATAATAGTACAGCTGAATGAAACTGTAGAGATTCATTGTATAAGGCCCAACAACAATACAAGGAAAAGT
ATAAGTTTAGGACCAGGGAGGGCGGTTTTTACAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTA
ACATTAGTAGAGCAAACTGGACTAGCACTTTACAAAAGATAGCCAAAAAATTACAAGTACAATTTGGAAATAA
TACAACCATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTT
GGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACCAGTTGGAGTAATAAAACTCTGAG
TCAGATTTGGGATAACATGACTTGGATGCAGTGGGAAAAAGAAATTGAAAATTACACAGGCTTAATATACACC
TTAATTGAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAGATT
TATGGAGTTGGTTCGACATATCAAACTGGCTATGGTATATAAGAATATTCATAATGATAGTTGGAGGCTTAAT
AGGTTTAAGAATAGTGTTTACTGTACTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTG
GCTATTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGGGGGGACAGATAGAGCTTTAGAAATATTACAAG
CAGCTTTTAGAGCTATAATTCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ653547 
GCTGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATGGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATGTGAGGAAAAATGATACTAATACCACTAGTGGTGGGTGGAGAGCGATGGAGAC
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACACCAATAAGAGATAAGATAAGAAAAGAATATGCACTT
TTGTATAACCTTGATGTAGTACCAATAGATAAGGATAATGATAATACCAGCTATAGATTGATAAGTTGCAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTAACATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGATGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAA
TGTACACATGGAATCAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAAAAGAGATCA
TAATTAAATCTGAAAATATCACGGACAATGTTAAAACCATAATAGTACATCTGAATGAATCTGTAGAAATTCA
TTGTATAAGACCCAATAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATGGTATGCAACAGGA
GAGATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGTAGCAACATGGAATAACACTTTAAAAAAGA
TAAGGGAAAAATTAAAAGAACAATTTAATAAATCAATAGTCTTTAAGCAGCCCTCAGGGGGGGACCCAGAAAT
TATAATGCACACTTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATAC
CTAACGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCCCTAGATCAGATTTGGAATAACATGACCTGGATGGAATGGGAGAGAGAAAT
TGATAATTACACACACATAATATACAACTTAATTGAAATATCGCAGAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGTGT
TAGGAAGGGATACTCACCATTATCGTTCGCCGTTAACTTACTTAATACCACAGCAATAGCAGTAGCTGAAGGG
ACAGATAGGATTATAGAATTAGTGCAAAGAGGGTTTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>HQ217476 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTCAAATTAACCCCACTTTGTG
TCACTCTAAATTGCACTGATGTGAAGTATAATGAGACCACTATTTCTACTAATACCACTAGTAGTCAAGAAGG
AGACATGAAAAACTGCTCTTTCAATATCACCACAAGCACAAACAGGAAGGTGCTAAAAGAATATGCACTTTTC
TATAAACTTGATGTAATGCCAATAGGTGATGATAATGAAAGCTATACTTTGATAAGTTGTAACACCTCAGTCG
TTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATAATAAGACGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGACCAGTAGTGTCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAGTTAGGT
CTGAAAATTTCAGCAACAATGCTAAAACCATAATAGTACATCTGAATGAAGCTGTAATAATCAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGGAGAGCATTCTATGCAACAGGGGGAATAATA
GGAGACATAAGACGAGCACACTGTAACCTTTCTAGAGAAGAGTGGAATAGCACTTTAAAAAAGGTAGCTCAAA
AATTAGGAGAACAATTTGGGAATAAAGCAATAGTCTTTAGTCCACCCTCAGGAGGAGACCCAGAAATTGTAAT
GCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGTTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGGATGTTA



GTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGGAATGGGAGAGAGAAATTGACAA
TTACACAGGCCTAATATACTCCTTAATTGAAGAATCGCAGAGCCAACAGGAAAAGAATGAACAAGAATTATTG
GCATTGGATAAGTGGGCAGGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGAA
GGGATACTCACCATTATCGTTGGCTGTTAATTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAATATTGCAAAGATTTTGTAGAGCTATCCTGCACATACCTAGAAGAATAAGACAGGGCCTTG
AAAGGGCTTTTCTATAA 
>HQ217546 
GCTGCAGATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCCAGAGCATATGAAAAGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGATGTTCCGATTAAAGGGAATAATACCACTAATGGGAATAATACCCCTAGTGGGAA
TAATACCACTGATGGGAATAATACCACCAGTAGCTGGGGACTGATGGAGAAAGGAGAAATAAAAAACTGCTCT
TTCAACATAACCTCTAGCATAAGAGATAAGGTGCAGAGAGAATATGCATATTTTTATAAGCTTGATATAGTAG
CAATAGATAATACTAGCTATAGGTTGATAAGTTGTAACGCCTCAGTCATTACACAAGCCTGTCCAAAGGTATC
CTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATGAGAAGTTT
AAGGGAAAAGGATCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AACTGCTGTTAAATGGCAGCCTAGCAGAAAAAGAGGTAATAGTTAGATCTGACAATTTCACGGACAATGTTAA
AACCATAATAGTACAGCTAAATACATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGT
ATATATATAGGACCAGGGAGAGCAGTCTATACAACAGGAAGAATAATAGGAGACATAAGAAAAGCACATTGTA
ACATTAGTAGAGAAAAATGGAATGAAACTTTAATAGCGATAGCTAAAAAGTTAAGGGAACAATTTGAGAATAA
GACAATAGTCTTTAGGCCTCACGCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAGGACTTGGAGTAATAAAACTCTGAATGA
GATTTGGGATAACCTGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGAATAATATACAAATTA
ATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
GTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
GTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAACTATTACAAAGAG
CTTGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>HQ217818 
GCTGTAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAAATGCTAAATCATATAGTACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGACCAAAGCCTAACACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGTAGTAATTTAGAGAATACTACTAGTACCACTAGTAGTAATAGTAGTAACAATGGAAACAT
AAAAGAAGAAATGAGAAACTGCTCTTTCAATATCACCACAAATATAAGAGATAAGAGACAGAAAGAATATGCA
CTTTTTTATAAACTTGATATAGTACAAATAGGTGATAATAATGATAATAATACCAGCTATAGGTTGATAAGTT
GCAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGATTTGCGCTTCTAAAGTGTAACAATAAGACATTCGAGGGAAAAGGAGAATGTAGAAATGTCAGCACA
GTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGCTAAATGGTAGTATAGCAGAAGAAG
GAATAGTAATTAGATCTGACAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAATGACACTGTGGA
AATTAATTGTACAAGACCCAGCAATAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATACA
ACAGGGGAAGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGGGTAAAATGGACTAACACTTTAA
AAGAGGTAGCTATAAAATTAAGAGAACAATTTAAAAATAAAACAATAACCTTTAATAGCTCCTCAGGAGGGGA
CCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGAAAACATGACCTGGATGGAGTGGGA
AAAAGAAATTGACAACTACACAGACACAATATACAGATTAATTGAGGAGTCGCAAAACCAGCAAGAAAAGAAT
GAACAAGATTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTATTCTCTATAGT
GCGTAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTA
GCTAAAGGGACAGATAGGATTCTAGAAATTTTACAAAGAACTGGTAGAGCTTTTATTCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>HQ217889 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTAGAAAATGTGACAGAACCATTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAACCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAATAACTCCACTTTGTG



TTACTTTAGATTGCACTGATCCTGATAATTCTACTAATACTAATGCTACTCAGACTAATAATGCTGGTAATAG
TACCATTGGTAATAATACCACTAATATTGGGGAAATAATGACAAACTGCTCTTTCAATATCACCTCAAGCCTA
AGAGATAAAGTGAAGACAGAATATGCATTATTTTATAAACTTGATATAGTACCAATAGATAAGGTTAAGGAGG
ATAGCAATAATACTAGATTTAGGTTGATAAGTTGTAACACCTCAGTCACTACACAGGCTTGTCCAAAGGTAAC
CTTTGATCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAATGTAGAGATAATAAGTTC
AATGGAACAGGACAATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGGACTGAAAATCTTGCAGACAATACTAA
AACCATAATAGTACAGCTGAACCAGTCTGTAGAAATTAATTGTACAAGACCTGGTAACAATACAAAAAAAGGT
ATAAGCATAGGACCAGGGAGAACAGTTTATGCAACAGAAAGGATAGTAGGAGATATAAGAAAAGCACAGTGTA
CCATTAATAGACAAAAATGGAGGACCACTTTAAAACAGGTAGTTGAAAAGTTAAGAGAAAAATTTGGGGAGAA
AAAAACAATAATCTTTGAACAACCCTCAGGAGGGGACCTAGAAATTACAACACACAGTTTTAATTGTAGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTT
GGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAA
TACCATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGGCAATTACACAGATCTAATATATGAC
TTACTTGAAAATGCGCAGAACCAGCAAGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTT
TGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTT
GCTGTTAGCTTGTATAACGCCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTAAGAA
GAATCTATAGAGCTATCCTTCACATACCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>GU330736 
GCTGAACAATTGTGGGTTACAGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGGTAGAGAAGCATAATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCAAAACCACAAGAAGTAGTAATGGAAAATGTAACAGAAAATTTTAATATGTGGACAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGTACTGATAAACCAGTCAATAGTACTAATGCTACTGGAAGTTGGGAAAACATGCAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAGAAATAAGAGATAGGGTGAAAAAAGAATATGCACTTTTTTAT
AGACTTGATGTAGTGCCAATAGATGGTAATGATAACAATACTACTGGCCACTATAGGATGATAAATTGTAACT
CCTCAGTCGTTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAATGCTAAAGAATTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAG
TACTTAGATCTCAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGCAATTAA
CTGTACAAGGCCCAACAACAATACAAGAAAAGGTATACATATAGCACCAGGGGGGGCAATTTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAGTCTTAGAGAATCAAGCTGGAATAGAACTCTAAGATTGA
TAGTTACAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAGTCTTTAATCAACACTCAGGAGGGGACCC
AGAAATTGCAATGTTTAGTTTTAACTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCAACACTGCTGTAC
CTTGGAATACTAGCTGGAGTAATAAATCTCTAGATTACATTTGGCATAACATGACCTGGATGGAATGGGAAAG
AGAAATTGACAACTACACAGAATTAATATACTCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATA
TAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTCAGCTTGTTCAACGCCACAGCAATAGCAGTAGCT
GAGGGGACAGATAGAATTATAGAAATATTACAAAGAGGTTTTAGAGCTATTCTCCACATACCTAGACGAATAA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>GU330809 
GCTGAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGATTGGGAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCGAAAAATAATAATACCACTAGTAATAATAATAGTACTATCAATAGTAGTAG
AGAGATGGGAGACATGAAAAACTGCTCTTTCAATATCACCACAAGCCTGAAAGATAAGGTGAAAGAAAATGCA
TTGTTTTATAAACTTGATGTAGTGCCAATAGATAAGGATAATATTAGCTATAGGTTAATAAGTTGTAACACCT
CAGTTGTTACACAGGCCTGTCCAAAGATATCCTTCGAGCCAATTCCTATATATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGTATTAGGCCAGTAGTATCAACTCAACTACTGTTGAATGGTAGTCTAGCAGAGGAAGAGGTAGTAC
TTAGATCTAGCAATTTCACAAAGAATACTGAAAACATAATAGTACAGCTGGAAAAACCTGTAAACATTACTTG
TGTAAGACCCAACAACAATACAAGGAAAAGTATACATATGGGACCAGGAAAATCATTTCTTGCAACAGGAGAC
ATAATAGGAGATATAAGGCAAGCATATTGTAACATTAGTGAAGCAGAATGGAATAACACTTTAAGACAGATAG
CTAGAAAATTAAAAGAACAATATAGCAATAAAACAATAGTCTTTAAGCCATCCTCAGGAGGGGACCCAGAAAT
TGCAACGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA



ATGCTAGTTGGAGTAATAAATCTCATAGTGACATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGACATAATATACACCTTACTTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAA
TTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATACTTTTTTCTGTACTTTCTATAGTGAATAGAGT
TAGGAAGGGATACTCACCACTATCGTTTGCCATTAGCTTGCTTAATACAACTGCTATAGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAAGTATTACAAATAGTTTGTAGGGCTATTCTCCACATACCCAGAAGAATAAGACAGG
GCTTAGAAAGACTTTTGCTATAA 
>GU330839 
ACTGAAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGCAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGAGCAAAGCCTGAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATGTGAAGAATACTACTAGTTTGAATACTACTAATATTACTAATAATGGTTCGAG
CAGTGCTAGTAGTAGTTCGAACAATACTGCTAGTACCGAAGGAGAAATGAAAAACTGCTCTTTTAATGTCACC
ACAAACTTCAGGGATAAGATACAGAAAACTTATGCACTTTTTTATAAACTAGATTTAGCACCAATAGAGGAGA
ACAATACAAACAATACTAACTATACGTTGATAACTTGTAAAACCTCAGTCATTACACAGGCCTGCCCAAAGAT
ATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAG
TTCAATGGGACAGGACCATGTAGGAATGTCAGCACAGTGCAGTGTACACATGGAATTAGGCCAGTAATATCAA
CCCAACTGTTATTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCGATATCACAAACAATGC
CAAAAACATAATAGTACAGCTGAACGAATCGGTAACTATTGAGTGTACAAGACCCAACAACAATACAAGAAAA
AGTATACATATAGGACCAGGGAGAGCCTTTTATGCAACAGAAGGTATAATAGGAGATATAAGACAAGCACATT
GCAACATTAGTAAAACACAATGGGAAAATACTTTAAAACAGATAGTAAAAAAATTAAGAGAACAATTTAATAA
CACAATAATTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGAAATGCACAGTTTTAATTGTGGGGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGACCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAGTGA
AATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGGTATAATATACAACTTA
ATTGAAAAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAATTTGT
GGAATTGGTTCAGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGG
CTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAGGAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCT
ATTAGCGTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAACTATTTCAAGGAG
CTCATAGAGAAGTGGTATAAAAATAAGACAGGGCTTAGAAGAAAAGTTGCTATAA 
>JF689862 
GCTACAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATACTACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAAATTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAGATTGCATTGATATTAATATTACTGCCAGTAATACTAGTAGTACCAGTAATAGTAGTAGGTTGGA
GACAAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGATGTAAGAGATAAGATGAGGAAAGAATAT
GCACTTTTTTATAAACTTGATATAGTACCAATAGATGATAAGAAGAATAGTAGTAGTACTAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTCAAGTGTAATGATAAGAAGTTTAATGGAACAGGACCATGTACAAATGTC
AGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTTTGGCAG
AAGAGGAGGTAATAATTAGATCTGAAAACCTCACGGACAATGCTAAAACTATAATAGTACAGCTGAATGAAAC
TGTACTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACTTGGGAAAGCATTT
TATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGAGCAGCATGGAATAAAA
CTTTAGAACAGATAGCAAGAAAATTAAGAGAACAATTTGTGAATAAAACAATAGTCTTTACTCAATCTTCAGG
AGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTACCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTATGATTTGGGATAACCTGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAACCTAATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTTGATAAGTGGGCAAATCTGTGGAATTGGTTTGGCATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGATTAAGAATAGTTTTTACTGTACTCTC
TATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATA
GCAGTAGCAGAGGGGACAGATAGGATTATAGAAGCAGTACAAATAGCTGGTAGAGCTATTCTCCACATACCTA
GAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF689863 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATAATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTGGTATTGGGCAATGTGACAGAAAAATTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG



TTACTTTAAATTGTACTAATGCTTGGAATGAGACTGCTGCCAACAGGAGCAAGAACAGCAATGAGAAAATAAT
AGAGAAAGGAGACATAAAAAACTGCTCTTTCAAGATCACAGGAAGCATAAGAGATAAAGTGCAGGAAAGATAT
GCATATTTTAGTAAACTTGATATAGTGCCAATAGAGAATAATCCAGTAGGGAATAATAGTAGTAGCAACTATA
GCAGCTATAGGATAATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACATTTAATGGAACAGGA
GCATGTAAAAATGTCAGCACAGTACACTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTGGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCTCAAACAATGCTAAAACCATAATAGT
ACAGCTGAAGGAAGCAGTGGCAATTAATTGTACAAGACCCGACAACAATACAAGAAAAAGTATAAATATAGGA
CCAGGGAGAGCATTTGTTACAACAGGAGACATAATAGGAAATATAAGACTAGCACATTGTAACATCAGTAGAG
CAAAATGGAATAAAACTTTAAATCAGACAGTTAAAAAATTAAGAGAACAATTTGGAAATAAAACAATATTCTT
TAATAAATCCTCAGGAGGGGACCCAGAAATTACAATGTTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAA
AACTCATTTGCACTACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAGGATGAGATTTGGAACAA
CATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAAGCATAATATACACATTAATTGAGGAATCG
CAAAACCAACAAGAAAAGAATGAGCAAGATTTATTGGCATTAGATAAGTGGGCAAATCTGTGGAATTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGT
TTTTGCAGTAATTTCTATAGTGAAAAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTT
AATACCACTGCTATCGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAACATTGGTAGAGCTA
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGAGTTTGCTTTAA 
>JF689866 
GCTGCAGAAAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATTAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCACTGAGTATACTAAGAACAGTAGTACCACTAACTGTACTGCTAATACTCCCACTCCTAC
CGCTAACAGAAGCCAGGAGGAAGGAGAAATGAAAAACTGTTCTTTCTATGTCACCCCAAGCATAAGAGATAAA
TTTAAGACAGAATATGCAGTGTTTTATAAATCTGATCTAGTACAAATAGATAATAATAATACCACCTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAG
CAGAAGAAGATATAATAATTAGATCTGAAAATATCACAGACAATGCTAAAACCATAATAGTGCATCTGAATGA
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAACACAAGGAAAAGTATAAATATAGGGCCAGGGAGAGCA
TTTTATGCACAAGGAGAAGTAATAGGAGATATAAGACAAGCACATTGCAACATTAGTGAAGCAAAATGGAATC
AAACTTTACATAGGATAGTTATAAAGTTAAGAGAACAATTTAATGAGAATACAACAATAGTCTTTAATAAATC
CTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTGGATTACATTTGGGGAAACATGACATG
GATGGAATGGGAAAAAGAAATTGACAATTACACAGGCATAATATACAACTTAATTGAAGAATCGCAAATCCAA
CAAGAAAAGAATGAACATGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTAACGCCACA
GCCATAACAGTAGCTGAGGGAACAGATAGGGTTATAGAAATACTACAAAGAATTTGGAGAGCTTTTCTTCATA
TCCCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JF689867 
ACTAATGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCCAATATCACTGATACCAATACCACAAAGAGTACTGTTCATAACGCGAGTAT
ATACGAAATGGAGAAGGGAGAAATAAAAAATTGCTCTTTCAATGTCACCTCAAACATAAGAGATAAGGTGCGG
CAAGAATATGCGCTTTTTTATCAGCTTGATGTAGTACAATTAGAAAATAATAATAAGAATAGTACTAGCTATA
GGTTGGTAAGTTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGAACAGGACCATGCAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATTAGGTCCGCCAATTTCACGGACAATACTAAAAACATAATAGTACAGCTGAA
TGTATCTGTAGAAATGAATTGTACAAGACCCAATAACAATACAAGAAAAGGCATACATATGGGACTAGGCAGA
GCATTTTATGCAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGCGAAAAATGGA
ATAAAACTTTAGGAAAGATAGCTGAAAAATTAAAAGAACAATACAATAAAACAATAGTCTTTAATTCATCCTC
AGGAGGGGACCCAGAAATTACAATGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA



CCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAAACTATAGCCAGATTTGGGAACACATGACTTGGAT
GCAGTGGGAAAGAGAAATTGAGAATTATACAGGCATAATATACGGCTTAATTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAGTTATTGGAATTAGGTAAATGGGACAGTTTATGGAATTGGTTTAGCATAACAAAAT
GGCTGTGGTATATAAGATTATTCATAATAATAGTAGGAGGCTTGGTAGGGTTAAGAATAATTTTTATTATACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTGGAGAGCTTTTCTCCACATAC
CTAGGAGAATAAGACAGGGCTTGGAAAGGTCTTTATTATAA 
>JF689870 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAGGAATGCTACTAATACCACGAGCACGATGGAGGGGGGAGAAATAAAAAA
TTGCTCTTTCAATATCACCACAAACATGAGAGATAAGGTGCAGAAAGAATATGCACTTTTTTATAAACTTGAT
GTAATACCAATAGAACAAGATAATACTAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
CGATAAGAAGTTCAGTGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTAGCATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAACGAGGTAGTAATCAAATCTGACAATTTCA
CGAACAATGCTAAAATAATAATAGTAAAGCTAAATAAATCTGTACAAATGAATTGTACAAGACCCAACAACAA
TACAAGGAAAAGTATACCTATAGGACCAGGCAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGG
CGAGCACATTGTAATCTTAGTGGAGCAGACTGGAATGACACTTTAAAAGAGATAGTTATAAAATTAAGAGAAC
AATTTGAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGATCCAGAAATTGTAACGCTCAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAGAGGGTCAACAGCTC
CTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATACTAGTTGGAGTAATA
AATCTCTGAATCAGATTTGGCAGAACATGACCTGGATGCAGTGGGACAGAGAAATTCATAATTACACAAGCTT
AATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTATTGGAATTAGATAAA
TGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGTTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
ATTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTGGCTGAGGGGACAGATAGGGCTATAGCA
GTATTACAAAGAGCTTGTAGAGCTATTCTTCACATACCTACAAGAATAAGACAGGGCTWGGAAAGGGCTTTGY
TATAA 
>JF689871 
GCTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGACGCTAAAGCACATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAAATGTACTAATGTTGGGAATGTGACTAATGGCACTAGCAGCAGCTGGAGAACAATAGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATGTTACCTCAAACATAAGAGATAAGGTGGAGCAAGAGTATGCATATTTT
TATAAACTTGATGTAGTGCAAATAAGTGATGATGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAG
TCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAGACTTTTAATGGAGCAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGGATAATAATTA
GATCTGAGAATATCACAAACAATGCTAAAACCATAATAGTACATCTGAAGGACCCTGTACAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAGGTGTGCATATAGGACCAGGAAGAACATTTTATGCAACAGGAGACATA
ATAGGAGATATAAGACAGGCACATTGTAACATTAGTAGATCAGAATGGAACAACACTTTAAGAGAGGTAGTTA
AGAAATTAAAAGGACAATTTGAGAATAAAATAATAAAATTTAACCACTCCTCAGGAGGGGACCCAGAAATTGT
AATGAACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCCTGGAATA
ATAGCTGGAGTAATAATAAATCTTTTGAGCAGATCTGGGGTAACCTGACCTGGATGGAGTGGGAGAGAGAAAT
TGACAATTATACAGGCCTAATATACAACCTAATTGAAGAATCACAGAACCAACAAGAAAAGAATGAACTAGAA
TTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAGA
TATTCATAATGATAGTAGGAGGCTTAGTAGGATTAAGAATAGTTTTTGCAGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTCAATACCACTGCTATCGCAGTAGCTGAGGGA
ACAGATAGAATTATAGAAATATTACAAAGAATTGGTAGAGGTATTCTCCACATACCTACAAGAATAAGACAAG
GCTTGGAAAGGCTTTTGCTATAA 
>JF689872 
GCTACAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGACACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTCTAAATTGCACTGATAAGGTGGGGAATGAGACTGCTGCTAATGATACTGCAGAGGAGAAAGGAGAAAT
AAAGAATTGCTCTTTCAATATCACCACAAACATGAGAGATGAAACGAAGAAAGACTATGCACTTTTTTATAAA
CTCGATATAGTACAACTAGACGATAATACTACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAGG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTG
TAATAATAAAGAGTTCAATGGAACAGGATTATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAAAGGTAATAATTAGATCTGACAATC
TCGCGAACAATGCTAAAACCATAATAGTACAGCTGACTGAACCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACCTATAGGTCCAGGGAGAGCATGGTATGCAACAGGAAACATAATAGGAGATATA
AGACAAGCATATTGTAACATTAATAGAACAAAATGGAACACCACCCTACATCGGGTAGCTGAAAAATTAAGAG
AACAATTTGAGAGTAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAATTT
CAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTA
ATAAATCCCAGGAACAGATTTGGAATAACATGACATGGATGCAGTGGGAAAAAGAAATTGACAACTACACAAG
CATAATATACACCTTAATTGAGCAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTAGAT
ACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGATTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCCTTATCGTTTGCTGTTAGCCTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGACAGGATTATA
GAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTT
TGCTATAA 
>JF689873 
GCTGCAGAAAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCGGATGCTAAAGCATATAGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTATTGAAACAGGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATTCTACTAATTTGAAGAATTCTACTAATACCACTAGTAGTGGCGG
GAGAACGATGGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCTTAAAAGATAAGGTGCAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATAATGATAATACTAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCGTTACACAGGCCTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATC
TGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATGGGACCAGGGAAAGCATTT
TATACAACAGGAGACATAATAGGAAATATAAGACAAGCATATTGTAACATTAGTAGAGCACAATGGAATAACA
CTTTAAAACAGGTAGTTAGAAAATTAAGAGAACAATTTGGAATGAATAAAACAATAGTCTTTAATCACTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCA
CCACTGCAGTGCCTTGGAATATTAGTTGGAGTAATAAATCTCATGATGAGATCTGGCATAATATGACCTGGAT
GGAGTGGGAAAGAGAAATCGACAATTACACAAACGTAATATACAACTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGAATTATCAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGAAATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACT
TGCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAATACTACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCTATCCTCCACGTAC
CTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JF689876 
GTTGAAACAAAAGACAATTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCTAATCCACAAGAGGTAGTATTAGAAAATGTAACAGAAAATTTTAACATGTGGAACAACAATATG
GTAGAACAGATGAATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAC
TTTGTGTCACTTTAAATTGCACTAAGCCTGATCCGAGGAATGCCAGTAGCTATGAAGAAGAGAGGGGGAGGGA
AGAAATAAGAAATTGCTCTTTCAATATCACCACTAGCATAAGAGATAAGAGGCAGAAAGAATATGCAATATTT
AATATACTTGATATAATACCAGTATATAATGATAATATTAGCTTTAGGTTGATAAGTTGTAACACCTCAACCA
TTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CCGCCAATATCTCAAACAATGCTAAAACCATAATAGTACAGCTGAATGGAATTGTAGAAATGACTTGTATGAG
ACCCAACAACAATACGAGAAAAAGTATAAATATGGGACCAGGCAGAGCATTTTATGCAACAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTACCCTTAATAGAACACACTGGGATGACACTTTAAAAAGAATAGTTATAA
AATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAATCATTCCTCAGGAGGGGACCTAGAAATTACAAT
GCTCAGTTTCAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTA



GTTGGAGTAATAAATCTCAGGATCAGATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAGGAAATTGAAAA
TTACACCGGCTTAATATACACCCTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGACTTATTG
GAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGCACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGTCACAGCCATCGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGCATTACAGAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCCTAG
AAAGGGCTTTGCTATAA 
>HQ216908 
AATGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GCGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGGATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TTACTTTAAACTGCACTAAAGCCAATATCACTAAAGCCAATATCACTCATGGCAGTACTCATAACAGTACTCA
GGGGAACAGGATAGAGGACATAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTG
CGAAAAGAATATGCACTTTTTTATAAAGTTGATATAGTACCAATAGATGATGATAATACCAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGAACAGGACCATGCACAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGTAGTCTAGCAG
AAGAAGAGATAGTGATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAAGACCC
TGTAAAAATTCATTGTACAAGACCTAGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TTTGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAATAGAGTAGATTGGAATAAAA
TGTTAAACCAGACAGCTGCCAAATTAAGAGAACAATTTAGGAATCAAACAAGAATAGTCTTTAACCACTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAATATTTGGAATAACATGACCTGGAT
GGAGTGGGACAGAGAAATTAACAATTACACAAACATAATATACTCCTTGATTGAAGAATCGCAGAACCAACAG
GAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTGTGCT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATACCATAGCC
ATAGTAGTAGCTGAGGGGACAGACAGGGTTATAGAAATAGTGCAAAGAGCCTTTAGGGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTATAA 
>HQ216925 
GTGGCAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATAAAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACAGGTATTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAATGTTGATAGGACCAATAGGACCAATAGTAGCGAAGCAGAAATGAGAGAAATGAA
AAACTGCTCTTTCAATATAACCACAAGCATGAACGATAAGATGCAAAAAGGATATTCAGTCTTTTATAAACTG
GATCTAGTAGCAATAGGTAAGGAGAAGAATGATACTAACTATACTGACTATAGACTGATAAGTTGTAACACCT
CAGTCCTCACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACGTTTAGTGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATCTCACGGACAATACTAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTG
TACAAGACCCAACAACAATACAAGAAGAAGTATACCTATAGGACCGGGGAGTGCTTTTTATACAGCAGATATA
ATAGGGGATATAAGACAAGCACACTGTAACATTAGTAGAACAAAATGGAATACCACTCTAGAACAGGTAAGGA
AAAAATTAAAAGAACAATTTAATAACACAAAAATATTATTTGATAAACCCGTAGGAGGGGACCTAGAAATTGT
AACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTA
AAAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATA
CTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAATATGACCTGGATGGAGTGGGAAAAAGAAATTGA
CAATTATACAGGCTTAATATACACCTTACTTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAGTGGCTGTGGTATATAAAAATAT
TCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCATTGGCTATTAGCTTGCTCAACACAACAGCTATAGCAGTAGCTGAGGGAACA
GATAGGATAATAGAAGTATTACAAAGAGCTGGTAGAGCTGTTCTCCATATACCTAGAAGAATAAGACAGGGCT
TTGAAAGGGCTTTACTATAA 
>FJ152546 
ACTGCAGAAAAGTTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGGAAAAATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAGAGAGAAGCATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACAATTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG



TTACCTTAAATTGCACTGAGGTGCAGAATAATACTGCTAATGCCACTGGTAGTTCTACTGCCAATCCTAGTAA
TGGTACCAAGAACGAAACCATTGATGATAGTGGGAGAATAGAATTAACAAACTGCTCTTTCAACATCACCACA
AACATAAGAGATAGGGTAAAGAAAGAATATGCAATTTTTAGTAAACTTGATGTAGTACCAATAAATGATGATA
GTACTAATACTAGCTTTAGGTTGATAAATTGTAACACCTCAGTCATCACACAAGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAGTAAAAATTTCAGT
GGAAAAGGAGAATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAAC
TGCTGCTAAATGGCAGTTTAGCAGAAGATGAGGTAATGATTAGATCTGACAATTTCTCGAACAATGCTAAAGT
CATAATAGTACAGTTGAATAAGTCTGTAGAAATTACTTGTACAAGACCCGCTAACAATACAAGAAAAAGTATA
CCTATGGGACCAGGGAGGGCATTTTTTGCAACAGGAGACATAATAGGAAATATAAGAAAAGCATTTTGTATCA
TTAATGGAACACAATGGAATGACACTTTACAACAGGTAGCTGCAAAACTAGGAGAACAATATGGGAATAAAAC
AATAGTCTTTAATCAATCCGCAGGAGGAGATCTAGAAATTACAACACACACTTTTAATTGTGGAGGGGAGTTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTGATGTGCCTTGGAATGTTAGTTGGAGTAATAGATCTGAGGAGGAGAT
ATGGGAAAACTTGACCTGGATGCAGTGGGAGAGAGAAATTGATAATTACACAGACTTAATATACAACTTACTT
GAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGA
ATTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTT
AAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTT
AGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAATAGCTG
GTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTAATATAA 
>FJ152547 
GCTACAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTATTGAAAAATGTGACAGAAAATTTCAACATGTGGTCAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TCACTTTAAATTGCACTGATTATAATGGTACTTGTGCCAAGGATACTTCTAAAAATAATGTTACTTGTGGCAA
TGATACTGTTGATAATAGTAGCATAGGAGAAGTAAAAAACTGTTCTTTCAATATCACCACAGGAATAAGAGAT
AGGGTGCAGAAAGACTATGCACTTTTGTACAAACTTGATTTAGTACAAATAGATGAGGAGAGTGATGGTAAGG
ATGATACTAATAGCTCTAGTAATGATACTAATAGTTTTAATAGTTCTAGTTCTAGTTCTAATAGGCATAGGTA
TAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATA
CATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATACGAAGTTCAATGGATCAGGACCATGCA
CAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAG
TCTAGCGGAAGAAGAAGTAATAATTAGATCTGCCAATCTCTCGGACAATACTAAAACCATAATAGTGCAGCTG
AACAAATCTGTAGAAATTAAATGTATAAGACCCAACAACAATACAAGAAGAAGTGTACATATAGGACCAGGAA
GCGCATTTTATACAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGGCACAGACTG
GAACAACACTTTAACATGGATAGCTATAAAATTAAGAGAACAATTTCCAAATACAACAATAGCCTTTAATCAC
TCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAA
GAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCAT
TTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTACACGAAATTTGGGATAACATGACC
TGGATGCAGTGGGAGAAAGAAATTGACAATTACACAAATGTAATATATAACTTACTTGAAGATTCGCAAAACC
AACAGGAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCGACATAAC
AAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCT
GTACTTGCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCA
TAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAATTCTTCCAAAGACTATTTAGAGCTATTCTCAA
CATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX863987 
GCAGAACAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAACCACTATTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAGTAATATTGGCAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTGGAAGAATAGTACTAATACCACTGTTATTTATAATACCCCGGGGTTGAATAGATT
AGAAATGAAAAACTGCTCTTTCAATGTTACCACAGAAATAAGAGATAAGCAAAAGAAAGAATATGCACTTTTT
TATAAACCTGATGTAATAGAAATGGATAATACCAGCACCAGCTATAGGTTGATAAATTGTAACACCTCAACCG
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAACAATAAGACATTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGCCAATTTCTCAAACAATGCTAAAGTCATAATAGTACAGCTAAATGAATCTGTAGTAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAGGTATACACATCGGACCAGGGAGTGCCTTTTATGCAACAGGAGATATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAACTATGGAATAACACTTTAAAACGGATAGTTGAAA
AATTAGGAGAACAATTTGAAAAGAATAAAACAATAGTCTTTCAGCCATCCTCAGGGGGGGACCCAGAAATTAC
AACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTA



AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
TTAGCTGGAGTAATAAATCCTACAGTGAAATTTGGGATAACATGACATGGATGCAGTGGGAAAGAGAAATTGA
CAATTACACAGGCTTAATATACAGCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACCTA
TTGGCATTAGATAAATGGGCAGATTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAATTCTACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGCAGGGCAAAGAGTTTGGAGAGGTATCCTCCACATACCTACAAGAATAAGACAGGGCT
TAGAAAGAGCTTTACTATAA 
>JX863988 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGCACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTAATGTGACTGTTACTAACACCAATAATAGTACCAATAATATTACTGCTTTGAATAT
CACTAGTAGTGAGGAAGAAGCGAGAAAAGAAATGAAAAACTGCTCTTTCGCAATCGACACAGACATGGGAAAA
AAGAAGCAGAAAGACTATGCACTTTTTTATACACTTGATATAGCACAAATAGAAGATAATGGTAATAACAGCA
ATAGCAGCTATAGGTTGATAAGTTGTAATACCTCAAGAATTACACAAGCCTGTCCAAAAATATCCTTTGAGCC
AATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTGCTAAAGTGTAATGATAAGGAGTTTAGTGGATCA
GGAAATTGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGT
TAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGATCTGAAAATTTCTCAGATAATGCTAAAAACATAAT
AGTACAGCTGAACAAAGCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATCCATATG
GGACCAGGGAAAACATTTTTTACAACAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAC
AAAATTGGACTAACACCTTAACGCAGATAGCAAAAATATTACATAAACAGTTTAATAATAAAACAATAATCTT
TGAGAAACACTCAGGAGGGGACACAGAAATTGTAACACATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTC
CAGGCCAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCAGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGTAATAGATCTATGGATGAAATTTGGAATAA
CATGACCTGGCAGCAATGGGAAAGAGAAATTGAAAATTACACAAACATAATATACACCCTAATTGAAGGCGCG
CAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAGGCTTGTGGAGTTGGTTTA
GCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAAT
TTTTGCTGTGCTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGCTTGTTT
GATGCTACAGCCATAGCAGCAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACTAAGGATTTATAGGGGTA
TTATCCACATACCTACAAGAATAAGACAGGGCTTCGAAAGGCTTTTGCTGTAA 
>JX863991 
TCTGCAGAAAGACTTTGGGTCACAGTCCATTATGGGGTTCCTGTGTGGAAAGAGGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACACGAAATATTATTGAAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACAAAGTTTAATAACACTGGTAATAACAATGATACAACAAAGACAAAAAGTACAGGACT
TAATGGCACTGATGCAGAGATGAAAAACTGCTCTTTCAACATTAGCACAGGAATAAAGATGCAGAAAAACTAT
GCACTTTTTTATGAAAATGATGTAGTACCAATAGATAATACCAGTTATATGCTAAGAAGTTGTAACACCTCAA
TCATTACACAGGCCTGTCCAAAGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGAGCATGTACAAATGTCAGCACAGTACAGTGTACA
CATGGAATTAAGCCAACAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGATATAGTAATCA
GATCTGCCAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAGAACCCTGTACAAATTAATTGTAC
AAGACCCAACAACAATACAAGGAAGGGTATAAATATAGGACCAGGGAGAGCAGTTTATGCAATAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTCTCAAAGATTGGAATAATACTTTGTATCAGGTAGCTC
AAAAATTAAAAGAAAAATTTAATAAAACAATAATTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGAGAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGATTACATTTGGAATAACATGACCTGGATGCAGTGGGAAACAGAAATTGATAG
TTACACAAACACTATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAGGACTTATTG
GAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTGCTTTCTATAGTGAAAAGTGTTAGGCA
GGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGCTTATAGAAATAGCACAAAGAATTGGTAGAGCTGTCCGCCACGTACCTAGAAGAATAAGACAGGGCTTTG
AAAGGGCTTTACTATAA 
>JX863992 
GCTACAAGCAATTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACTACTCTGTTCT
GTGCATCAGATGCTAAAGCCTATGAGACAGAGGCACATAATATTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA



CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TAACTTTAAATTGCACTGATTATTGGAATAGTACTTGGAACAGTAATAGAACAGAAGGGAAAGGAGAAATAAA
AAACTGCTCTTTCTATGTCACCACAAACATGCAAGATAAAAAGCAAAAAGTACGTGCACTTTTTTATAGTCTT
GATTTAGTACCAATAGATAATGATAATAATACTGCAGATAATACTAATAATACTAATTCTAATAATAGTACTA
AATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCGAAGGTATCTTTTGAGCCAATTCC
TATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGTATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATG
GCAGTCTGGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAGACAATACAAAAAATATAATAGTACA
GCTGAATGAATCTGTAGCAATTAATTGTATAAGACCCAACAATAATACAAGACAAGGTATACATATAGGACCA
GGGAGAGCATTTTATGCAACAGGAGACATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAG
ACTGGAATAAAACTTTAGAAAAGGTAGTTAAAAAACTAAGAGAACAATTCATCAATAAAACAATAGTCTTTAA
GCCCTCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAA
GCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGAGGGGATTTGGAATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGATCTAATATACAACTTACTTGAAGAATCGCAG
AACCAGCAAGAAAAGAATGAAGAAGACTTATTGGCATTAGATAAATGGGCAAATTTATGGAATTGGTTTGACA
TAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTCTT
TTCTGTACTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAAC
GCCACCGCTATAGCAGTAGCTGAAGGAACAGATAGGGTTCTAGAAATATTACAAAGAGTTTTTAGAGCTATTC
TCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JN562781 
GTTACAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAATAATGAGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAAAGTAAACAAAACTGATACTAATACCGCCAATACTGATGGGGTAGAAGGGATGAA
TGAAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAATGAAGGAACTAAGGTGAAAAAAGAATATGCACTT
CTGTATAAACTTGATGTAGTATCAATAGGTAATAGTAATAACGATAGTAGCTATAGTAACTATAGGTTGATAA
GTTGTAACACCTCAGTTATTACCCAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGTAAAGGAGAGTGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCACCTGTTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGACAATTTCTCAAACAATGCTAAAACTATAATAGTGCAGCTGAATAAAACTGT
AAAGATTATTTGCACAAGACCCAATAACAATACAAGAAGAGGTATAAATTTAGGACAAGGGAGAGCATGGTAT
GCAACAACAGACATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACACAATGGAATGACATTT
TAAGACTGGTAGTTAACAAATTACAAGGACAATATGGAACTAATAAAACAATAAGATTTGAGCAACCTGTGGG
GGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAGCATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACGCATCTGCA
CCACTGTTGTGCCTTGGAATAATAGCTGGAGTAATAAATCTTATAATGATATTTGGGATAATATGACCTGGAT
GCAGTGGGACAAAGAAATTGAAAATTACACAGGACAAATATACGCCTTAATTGAAGAAGCGCAAATCCAGCAG
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTTGGAGGCCTCATAGGTTTAAGAATAATCTTTACAGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGTTTGCTCAACGCCACAGCT
ATAGCAGTAGGTGAAGGGATAGATAGGGTTCTAGAAGTAGTACAAAGAATTTTTAGAGCAGTTATTCATATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGATTTGTGCTATAA 
>JF320615 
GCTTCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTATTACAAAATGTTACAGAAAACTTTAACATGTGGAATAATGACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCACTTTGTG
TTACTTTAAAGTGTACTGATTTGAATGCCACCAGTGGTACTAATGTCACTGGTAGTATCGAGGAAAGAGACAT
GACCAACTGCTCTTTCAATATAACCACAAACATGGGAGATAAGATACAAGACTATGCATTGTTTTATAAACTT
GATGTAGTAGGTAATAGTACGACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCACTACGCAGGCCTGTC
CAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAAGA
TAAGAAGTTCAATGGAGCAGGACTATGTACAAATGTCAGCACAGTACAATGTACCCATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAAAAATTTCACGG
ACAATGCTAAAACTATAATAGTACAGCTGAAAGACGCTGTAAAAATTAATTGTACAAGACCCAACAATAATAC
AAGAAAAAGTATACATATAGGACCAGGGAAGGCATTTTATACAACAGGAGATATAATAGGAGATATAAGACAA
TCACATTGTAACCTTAGTATAGCAAAATGGAATGCCGCTTTAAAACAGGTAGCTGACAAATTAAGAGGACAAT
TTGGCAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGCAATGCACAGTTTTAATTG
TGGAGGAGAATTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTG



GGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAT
CTCTGGATGAGATTTGGACTAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAAACTTAAT
ATACAGCCTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGG
GCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCAAT
ATCGTTGGCTGTTAGCTTGCTCAATGCCACCGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTA
GTACAAAGAACTGTTAGAGCTGTTCGCCACATACCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTAT
AA 
>JF320613 
ACAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAACACCACTCTATTTTGTG
CATCAGACGCTAAAGGATATACCACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAGATTGCACTGATTTTTCTAAGAATGATACTAATACTACTAATACTGCTAATACCACTAGGAATGATAC
TAATACTACTAATAATACCACCGGTATTAGTTTGGATGCAGAAAGAGGGGAAATACAAAACTGCTCTTTTAAT
ATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAGTATGCACTGTTTTATAAAGCAGATGTAGTGCCAATAG
ATAATAATAATAGAAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAATGTAATGATAAGAAGTTC
AATGGATCAGGAGCATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTC
AACTCCTGTTAAATGGCAGCCTAGCAGAGGAAGAGGTAGTAATTAGGTCTGAAAATTTCTCAAACAATGCTAA
AATCATAATAGTACAGTTGAGGGAACCTGTAAAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATATCTATAGGACCAGGGAGAGCATTCTATACAACAGGAAATATAATAGGAGATATCAGACAAGCACATTGTA
ACATTAGTAGAGAAGATTGGAATGCCACTTTACAAAAGATAGTTATAGAATTAGGAAAACAATTTAAAAATAA
AACAATAGTTTTTAATCACTCCTCAGGAGGGGATCCAGAAATTGTAACGCACAGCTTTAACTGTGGAGGAGAA
TTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATGCTAGTTGGAGTAATAAAACTCAGACAGA
GATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACTCATTA
ATTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGT
GGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTGCTATACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCATTGGCT
GTTAGCTTGTACAACGCCATAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAGTACAAAGAA
TTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCCTTGTTATAA 
>JF320048 
GCTGTAGAACAAGGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAAATTGCACTGATTATACTAATAATTGCACTAGTAATTGCACCAATACCGCTATTGAAACGATAAG
GAGAGAAATGAAAAACTGCTCTTTCAATATTAGCACAACAATAAAAGATAAGGTGCAGAAAAAATATGCGCTT
TTTTATAAACTTGATATAGTGCAAATGGATGATACTGATAATACTAGCTATAGATTGATAAGTTGTAATACCT
CAGTCATTACACAGGCCTGTCCAAAGGTAACTTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTT
TGCGATTCTGAAATGTAGGGATAAAAGATTCAATGGAACAGGACCATGTGGAAATGTCAGCACAGTACAATGT
ACACATGGAATCACACCAGCAGTATCAACACAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAGTAA
TTAGATCTGCCAATCTCTCAGACAATACTAAAAATATAATAGTACAGCTGAAAGACCCTGTAAACATTACCTG
TATGAGACCCAGCAATAATACAAGGAAAAGTATAACTATAGGACCAGGGAGAGCATTTTATACAACAGGAGAA
GTAACGGGAGACATAAGGCAAGCACATTGTAACATTAGTGAAGCAGCATGGGAGGACGCTTTGAGACAGATAA
GTACAAAACTAGGAGAACAATTTAAGAATAGAACAATAGTCTTTAATCAATCAGCAGGAGGGGACTTAGAGAT
TATAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGA
ATAATAGTTGGAGTAATAGATCTATAGCAGATATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAGT
TGACAATTACACAAACTTAATATACAACTTGCTTGAAGACTCGCAGAACCAGCAAGAAAAAAATGAACAAGAA
TTATTGTCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATATAAAGA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGCGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGCAGTATTACAAAGAATTGGTAGAGGCATCCTCCATATACCTGTACGAATCAGACAGG
GCTTAGAAAGGTTGTTGCTATAA 
>JF320308 
GCTGCAGAAGATTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTGTTGGAAAATGTGACAGAATATTTTAACATATGGAAAAATGACATGGTAGAA



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGCG
TTAGTTTAAATTGCACTGACTTGGGGAATGATACTAATACCAGCAGTAGTGCGACCAACAATAGTAGCATAGG
AAACATAGAAAAAGGAGAAGTAAAAAACTGCTCTTTCAATATCAGTACAAACATAAAAAACAAGGTGGAAAAA
CAACATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATAATACCAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAAGCCTGCCCAAAGGTATCCTTCGAGCCAATTCCTATACATTTTTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAATGAGAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTGAGCACAGTACAA
TGTACACATGGAATCAGGCCAGTAGTATCAACTCAACTATTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TGATTAGATCTGAAAATTTCACAAACAATGTTAAAACCATAATAGTACAGCTGAATGAAACTGTAAAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAGAAGTATAACTATAGGACCAGGGAAAGCATTTTATGCAACAAAC
ATAGTAGGAGATATAAGACAAGCATATTGTAACGTTAGTAAAGCAAAATGGGAAAAAACTTTAAAACAGGTAG
CTGACAAATTAAAAGAACAATTTAAGAGTAGCACAATAATCTTTAACCAATCCTCAGGAGGGGACTCAGAAAT
TGTACTGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAGAGGTAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATAATAGTTGGAGTAATAAAACTCTGGATGAGGTTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAAT
TCACAATTACACAGGCTATATATACACCCTAATTGAAGAAGCACAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTAGAGTTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAGA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTCAATGTGACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAATAGCACAAAGAGCTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>JF320003 
GCTGCAGACCAAACATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTAAGTAGGAATGTTACTAATAATAATAATAGTAGCGAGAAACTGATAGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAAGTGCAGAAAGAATATGCCCTT
TTTTATAAACTTGATGTAGTACCAATAAATGATGATAGGGACAACCCTAATAGTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCTATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGATGTTCAATGGAATAGGAACATGTAAAAATGTCAGCATA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTATTAAATGGCAGCCTAGCAGAACAAG
ACGTAGTAATCAGATCTGCCAATTTCAGTGACAATGCTAAAACCATAATAGTACAGCTGAAAGACGCTGTACA
AATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAACAAAATGGAATAACACTTTAC
AACAAATAGTTGAAAAACTAAGAGAAAAGTTTAAGAATAAAACAATAGTCTTTAATCCATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAATGGTACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAATCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATCAAATTTGGGATAACATGACCTGGATGCAATGGGA
AAAAGAAATAGACAATTACACAGACACAATATACAAATTACTTGAAATATCGCAGAACCAGCAGGAAAAAAAT
GAAAAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTATTAGCTTGTTTAATGCCACAGCAATAACAGTA
GCTGAGGGGACAGATAGGATTATAGAAGCTTTACAAAGAGCTGGCAGAGCTATTCTCAACATACCTAGGAGAA
TAAGACAAGGTTTAGAAAGGGCTTTGCTATAA 
>JF320097 
GCTACAGCCAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAGGCAGTTAATACAGAGAAGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTAATGGGAAATGTGACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATGATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAGTGCTCTAATTTGAATAAGACCGCTAACCTTAGTGATAATGGGAAGGAAGAACTAAAAAACTG
CTCTTTCAATGTCACCACAAGTATAAGAGATAAGGTTCGGAAAGAATATGCACTTTTTTATAATCTTGATATA
GTACAAATAGATGATAAGAATAATAATACCAATAATACTAAATATAGGTTGACACATTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGCATCATTTGAGCCAATTCCCATACATTTTTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAACAATGAGAGTTTCAATGGAACAGGACCCTGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAGTGATTAGAT
CTGAAAATATCAGTGATAATGCTAAAACCATAATAGTACAGCTGAAAAAACCTGTACAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAAAGCCTTCTTTGCAACAGGGGAAATAATA
GGAGATATAAGACAAGCACATTGTATCCTTAATAGAACACAATGGAATAACACTTTAGGAGAGATAGCTAAAA
AATTAGGGGAAATATTTGGCCAAAATAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGACCCAGAAATTGT
TATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA



AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
ATAGTTGGAGTAATAAATCTATGAAAGATATTTGGGATAACATGACCTGGATGCAGTGGGACAGGGAAATTAC
CAATTACACAAAAGTAATATATTCCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGCATTAGATAAGTGGGACAGTCTGATGAATTGGTTTTCCATAACAAACTGGCTGTGGTACATAAAAATAT
TCATAATGATAGTAGGAGGTTTGGTAGGTTTGAGAATAGTTTTTACTGTACTTTCTGTAGTGAATAGAGTTAG
GCAGGGATATTCACCATTGTCATTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGCAATACAAAGAATTCTTAGAGCTGTTCTCCACGTACCTAGAAGAATAAGACAGGGCT
TGGAAAGAATTTTGCTATAA 
>JF320038 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATACCATTGGAAAATGTAACAGAGAAGTTTAACGTGTGGGAAAATTACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATTTGACAAGTACTAATATTACTAATACTACAAATACTAATAGCACTAGGTGGGT
GGAAGAGCCAGGAGAAATAAAAAACTGTTCTTTCAATGTTACCACAAACATAAGAGGCAAGATGCAGACAGAA
TATGCATTGCTGTATAAACTTGATATAGTGCAAATGGATGATGATGGTAAGAATAGTAGCAATAGTAGCTATA
GGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAGAGTTCAATGGAAAAGGAGACTGTACA
AATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGTC
TAGTAGAAGGAGATATAGTAATTAGCTCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACATCTGAA
TGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTCTAGGACCAGGGAGA
GCATTTTTTACAACAGGAGAGATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGCAAGCTGGG
ATAAAACTTTAAAACAAATAGCTATAAAATTAGGAGAACAATATGAGAATAAAACAATAGTATTTAATCAATC
TGCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCTCCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGAACAGATTTGGAATAACATGACCTG
GATGGAGTGGGAAAAAGAAATTAACAATTACACAGACCTAATATACACCTTACTTGAAGAATCGCAAAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAA
ACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTCAGCTTGCTCAACGCTACA
GCCATAACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCCATTCGTAACG
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF320526 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATTGGAATAATACGCAGAATAGTACTGATTGGGGAAATAGTACTAATGTGGAAAA
GATAGGTAAAGAAGAGATAAAAAACTGCTCTTTCAATATCACCACAACAATAAGAAAGAAGGTAAAGAAAGAA
TATGCACTTTTTTATCATCTTGATGTAGTGCCTATAGATAAGGATAATACAACTTATATATTGAACCATTGTA
ACACCTCAGTCATTACACAGACCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTAAAGTGTAAGGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAGTAATTAGATCTGAAAATCTCACGGACAATACTAAAAACATAATAGTACAACTGAAGGAACCTGTAGAAAT
TAATTGTACAAGACCCAGCAATAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTTTATACAACA
GGAGACATAATAGGAGATATAAGACGAGCACATTGTAACATTAGTGAAGAAAAGTGGAATAACACCATAAAAC
AGATAGCTAAAAAACTACAAGAACACTTTGGAAACAAAACAATAACATTTAATCAATCCTCAGGAGGGGATCC
AGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAAAATCTGAGTAAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAG
AGAAATTGACAATTACACAGGCTTAATATACAGCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAGACTATTCATAATGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCT
GAAGGGACAGATAGGGTTATAGAAGCAGTACTAAGAGTTTGTAGAGCTGTTCTCCATATACCTAGAAGAATAA
GACAGGGCGCAGAAAGGGCTTTGCTATAA 
>JF320160 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTAGTGTTGGGAAATGTGACAGAAAATTTTAACATATGGGAAAACAACATGGTAGAC



CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATGTTAAGTCTAATGTCACTACTAATGATAACACCACCGCCAATATCACTGGTAG
TGGCGGGGGAAAGATGGAGCCAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAATGATGAGAGATAAG
GTGCAGAAAGAACATGCACTTTTTTATAAGCTTGATGTAGTACCACTAGATCCTAATAGCACTAATAGTTATA
GGTTAATAAGTTGTAACACCTCAGCCGTTACCCAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAGCAGTTCAATGGATCAGGACAATGTAAC
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTACTGCTAAATGGCAGCC
TAGCAGAAGAAGATGTAGTACTTAGGTCTAAAAATTTCTCATCCAATACTCAAAACATAATAGTACAGCTAAA
AAACGCTGTACAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAAGTATACATATGGGACCAGGGAGA
GCATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGAACAGAATGGA
ATAACACTTTACAACAGATAGTTGAAAAGTTAAAAGAACAATATAGGAATAAAACAATAAACTTTACTCAAAC
ATCCCCAGGAGGGGATCCAGAAATTGCAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCCTGGAATGCTAGTTGGAGTAATAGATCTCTGGATATGATTTGGGATAACCTGAC
CTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACCTAATATACACCTTACTTGAAGAATCACAGATC
CAACAAGAAAAGAATGAACAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAA
CAAACTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATACT
ACAGCTATAGCAGTAGCAGAGGGAACAGATAGGGTTATAGAAGTATTACACAGAACTTTTAGAGCTATTATTC
ACATACCTGTAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>JF320169 
GCTGCAGAAAAAGATCAATTTTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTC
TATTTTGTGCATCTGATGCTAAAGCATATGAAACAGAGAAGCATAATGTATGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTACTTTAAATTGCACTAATGTTACCATGGCAAATAGCATGACGAATGATACCAGTGACAAGATTAC
CGATGGAATGAAAAATTGCTCATTCGAAATCGCCACAGAAATAAGAGATAAGATGCAGAAACAATATGCAGTT
TTTTATAATCTTGATATAGTACCAATAAATGATAATACTAATAGTAGTGCTACTAACTATAGGTTGATAAGTT
GTAACACCTCAGCCATTACACAAGCCTGCCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACA
GTACAATGTACACATGGAATTAGGCCAGTGGTATCAACCCAATTTCTGTTAAATGGCAGCCTAGCAGAGGAAG
AGGTAATGATTAGATCTGCCAATTTCTCGAATAATGCTAAAACCATAATAGTACAGCTGAATCAATCTGTAGT
AATTAATTGTACAAGACCAAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAACATTTTATGCA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGAACAGCATGGAATAACACTTTGA
AAATGGTAGCTGAAAAATTAAGAGAACAATTTAATAAAACAATAATCTTTAATCGTTCCTCAGGAGGGGACCT
AGAAACTGTAACACACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGC
CTTGGAATATTAGTTGGAGTAATAAAACTCAGGATGAAATTTGGAATAACATGACCTGGATGCAGTGGGAAAG
AGAAGTTGACAATTACACAGGCTTAATATACACCTTAATTGAAAAATCGCAGAGCCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTGGGTAAATGGGCAAGTTTGTGGAGTTGGTTTGATATAACAAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCT
GAGGGGACAGATAGGATTATAGAATTCTTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTACAAGAATCA
GACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JF320053 
GCCACACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTTGAATGGCACTAACACCAACATCACTAGTAGGAACACCACCAGTAATAACAT
AATGGAGGCAGGAGAAATAAAAAACTGCTCTTTCAACATCACCACAAATATAAGAGATAAGCTGCAGAAAGAA
TATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGGAAGTAATTATAGGTTGATAAGTTGTAACA
CCTCAGTCCTTACACAAGCCTGTCCAAAGGTATCCTTCGAGCCAGTTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAATGTAATAATAAGACATTCAATGGAAAAGGACCATGTAGAAATGTCAGCACAGTACAA
TGCACACATGGGATTAGGCCAGTAGTATCAACTCAACTATTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAG
TGATCAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAACGAATCTGTAGAGATTAA
TTGTACAAGACCCAATAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGCAAAGCAAAATGGAAGAACACTTTAAAACAGA
TAGTTCACAAACTAGGAAAACAGTTTGAAAACAAAACAATAAGCTTTAACCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACACTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA



TACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATATGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGA
AATTGAAAATTATACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAA
GAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAGTAGTTTGTGTTATATTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCAATATCGTTTGCTGTTAGCTTGTTTGATGCCATAGCCATAGCAGTAGCTGGG
GGGACAGATAGGGTTATAGAATTATTACAAAGAGCTTTTAGGGCTATTCTTCATATACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGGCTTTGCAGTAA 
>JF320356 
ACTGCAGAAGACTCGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAGAGTTAACCCCACTCTGTG
TTACTTTAAACTGCACTAATCTAAGAAATACTACTAATGCCACTAATGAGACAATGAAAGGGGGGGGAGAAAT
GAAAAACTGCTCTTTCTATACCACCACAAAAATGGGAGATAAGACACATAAAAATCAGGCACTTTTTTATAGC
CTTGATATAGTACCAATAAATGATGATGATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAATCATTA
CACAGGCTTGTCCAAAGATATCTTTTGAGCCAATTCCTATACATTACTGTACCCCGGCTGGTTTTGCGATTCT
AAAGTGTAGGGATAAGAAGTTTAATGGAACAGGACCATGTAGAAATGTTAGCACAGTGCAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTG
AGAATTTCACAGACAATGCTAAAACTATAATAGTACAGCTAAAAGAAGCTGTAAACATTACTTGTATACGACC
CAACAACAATACAAGAAAAGGTATACACATGGGACCAGGGAGAGCATTTTATACAACAGGAGACATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAACACAATGGGAGAAGACTTTACAACAAGTAGGTGAAAAAT
TAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAGTAGTT
GGAGTAACAGATCTGTGGATGACATTTGGAACAATATGACCTGGATGCAATGGGAAAAAGAAATTGACAATTA
CACAAGTCTAATATACACCTTACTTGAGACATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAAGAATATTCATAA
TGTTAGTAGGAAGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAAAAGAGTTAGGCAGGG
ATACTCACCAGTATCGTTAGCTATTAGCTTGTTCAACGCCGTAGCCATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAAACAGCACAAGGAATTTTTAGA 
>JF320592 
GCTGAACAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGTCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTAAATTGCACTGATATGAATACTACTAATTCGAATGATACTACTACCGAAGGTATTAGTAGTGATATGAG
AATGGGGGAAGGAGAAATGAAAAACTGCTCCTTCAATATTACCACAAGCATAACAGATAAGCAGCAGAAAGAA
TATGCACTTTTTTATGCACTTGATGTAGTAAAAATAGATAATACAAGCTATAGATTGACAAATTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGTGATTCTAAAGTGTAATGATGATAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAGTAA
TTAGATCTGAAAATTTCACGAACGATGTTAAAGTCATAATTGTACATCTGAACGAATCTGTAGACATTAATTG
TACAAGACCCAATAACAATACAAGAAAAAGTATACATATGGGATGGGGAAGAGCATTTTATACAACAGGAGAA
ATAATAGGAAATATAAGGCAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAAAACTTTAGAAAAGATAG
TTAAAAAATTAAGAGAGCAATTGCAAGTTGAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGAGACCC
AGAAATGGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTATGAATGCAATTTGGAATAACATGACATGGATGGAGTGGGAGAA
AGAAATTGAAAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGTTGTACTTTCTGTAGTAAA
TAGAGTTAGGAAGGGATACTCACCATTATCATTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGGGCAAAGAATTTGTAAAGCTATCTGCCATATACCTAGGAGAATAA
GACAGGGCCTTGAAAGAGCTTTGCAATAA 
>KT124791 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTAACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTAATTTAAATTGTACTGATTGTGAGAATTCAAATTGCACTGATGCTAATAACAATACCAGTAGCGAGGGAAA
AATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAACATAGGAAATAAGATGCAGAAAGAA
TTTGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATACTAATAATACCAGATATAGGTTAATAAGTT
GTAATACCTCAACCATTACACAGGCTTGTCCAAAAGTCACATTTGAACCAATTCCTATACATTATTGTGCTCC
AGCGGGTTTTGCGCTGCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATCAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AAGTAGTAATTAGATCTGAAAATTTCACAAACAATGCCAAAGTCATAATAGTACAGCTGAATAAATCTGTAGA
AATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCA
ACAGGGGGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAAAAAAATGGGAAGAAACTTTAG
AAAAGATAGTTGTAAAATTACAAGAACAATTTGGGAATACAACAATAGTCTTTAATCACTCCACAGGAGGGGA
CCCAGAAATTATAATGCACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTA
GAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATGTTAGTTGGAGTAATAAATCTAAGGATCAGATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGAAAATTACACAGGCATAATATACAATCTAATTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTAGAGTTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATCTCAAAATGGTTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGCTTAATACTATAGCCATAGTAGTA
GCTGAAGGGACAGATAGGGCTATAGAAGTATTACAACGCATTTTTAGAGCTTTCATTCACATACCTAGAAGAA
TTAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KR423026 
GTTGCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAGGGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGCAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTATAATGGTAATAATACCAATAGTGCTAATCATAGTAGTATCAATGCCACTAG
TAACAATAATAATAGTACTGCTACCCCTAGTATTAGCAATGGCACAATAGGAGAAATAAAAAATTGCTCTTTC
AATATCACTTCAAGCATAAGAGATAAGATGCAGAAAGAATATGCCCTTTTCTATAAATATGATATAGTACCAA
TAGAAAATGAGAATAATGAGAGTACTACCAATTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAGGC
CTGCCCAAAGGTATCATTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGT
AATGATAAAAAGTTTAATGGAAAAGGACCATGTACAAATGTCAGCACAATACAATGCACACATGGAATTAAGC
CAGTAGTGTCAACTCAGCTTCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATTATTAGGTCTGAGAATTT
CATAAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGCAATTAATTGTACAAGGCCCAACAAT
AATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAA
GACAGGCACATTGTAACCTTAGTGAAACACAATGGAAAAAGACTTTAAAACAGGTAGCTACAAAATTAAGAGA
ACAATTTAACAATAAGACAATAGTCTTTAACCAATCCTCGGGAGGGGACCCAGAAATTGTAATGCACACTTTT
AATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGC
TCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAA
TAAAACCCAGAGTGAAATTTGGCATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGAT
TTAATATACACCTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATA
AATGGGCAAACCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGT
AGGAGGCTTGATAGGTTTAAGAATAGTTTTTATTGTACTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCA
CCATTGTCGTTCGCTGTTAGTTTGCTTAATACCACTGCTATAATAGTAGCTGAGGGGACAGATAGGGTTATAG
AAGCAGCACAAAGGATTGGTAGAGCCATTCTTCACATACCTGCTAGAATAAGACAGGGCTTGGAAAGGGCTTT
GCTATAA 
>GU331039 
GTTACAGCACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAGAAATGACATGGTAGAA
CAGATGCATGATGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGATTGCATTGATGCAAATGTAACTGGTATAAATGTAACTAATACCAATGGTAGTAGTTGGAAAAC
AGTGGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAAATACAGAAAGAATATGCA
CTTTTTTATAAACTTGATGTAGTACCAATAGAGGATGATAATACTAGCTATAGGTTGATAAATTGTAACACCT
CAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTT
TGCAATTCTAAAGTGTAATGATAAGGAGTTCAATGGAAAAGGACCATGTAGCAATGTCAGCACTGTACAATGT
ACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGGGGTAGTAA
TTAGATCTGACAATTTCTCAAACAATGCTAAAACCATAATAGTACAGCTAAATGAAACTGTTCAAATTAATTG
TACAAGGCCCAGCAACAATACAAGGAAGAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAA
ATAACAGGAGACATAAGACAAGCACACTGTAACATTAGTAGAGTAGAATGGAATAAAACTCTAGAAAAAATAG
CTGAAAAATTAGGTAAAAAATTTCACACAACAACAATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC



CTACAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAGTCCCTGGATCAGATTTGGGAAAACATGACCTGGATGGCATGGGAAAAAGAAAT
TGACAATTACACAGGCTTGATATACAACTTAATTGAACAATCTCAGAACCAACAAGAAATAAATGAAAAAGAG
TTATTGGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTATTTGCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTGTCATTTGCTGTCAGCTTACTCAACGCCACAGCTATAGCAGTAGGTGAGGGG
ACAGATAGGATTATAGAAATAGTAAGAAGAGCTTGTAGAGCTATCCTTAACATACCTAGAAGAATAAGACAGG
GCGCGGAAAGGGCTTTGATATAA 
>GU331147 
ACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCCGTATGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAGTTCAGAGAAACATAATATTTGGGCCACACACGCTTGTGTACCCACAGACCC
CAGCCCACAAGAAATACCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGACCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGCGTTA
CTTTAAACTGTACTAATTTAAACTGTACTAGTTCACAGAACCATAATACTACATGCAGGAATGTTAGCAAGGA
AATGGAGGGTGAAATAAAAAACTGCTCTTTCTATACCACAACAAACATAAGAGATAGGGTAACAAAAAAATTA
TGCATTATTTTATAGCCTTGATATAGTACCAATAGATGATAATAATAATACTAATATCAGTTATAGGTTGACA
AGTTGTAACACCTCAATCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTG
CCCCGGCTGGTTTTGCGATCCTAAAATGTAATGATCAAGAGTTTAATGGAACAGGACCATGTAAAAATGTCAG
CACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAG
AAAGACATAGTAATTAGGTCTAGCAATATCTCGGACAATACTAAAACCATAATAGTACAGTTGAAAGAAGCTA
TAATAATTGATTGTATAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTA
TGGAACAGGAGACATAATAGGAAATATAAGACAAGCATATTGTAGCATTAATATAAGTAAATGGGATGAAACT
TTAAGACAGATAGCAGGAAAATTAGGAGAGCAACTTAATAAAACAAAAATAATAACCTTCAAAAATTCCTCAG
GAGGGGACCCAGAAATTACAATGTTCAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCT
GTCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACC
ACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTGTGGATATGATTTGGCATAACATGACCTGGATGG
AGTGGGAAAGAGAAATTGACAATTACACAGGTTTAATATACAAGTTACTTGAAGCATCGCAAAACCAGCAAGA
ACAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGG
CTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTACTGTACTTT
CTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTACAATACTATAGCCAT
AGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTACTACACAGAATTTGGAGAGCTATTCTTAATATCCCT
AGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KM353701 
GTTGCAGGAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGATACTACTCTATTTT
GTGCATCAGATGCTAAAGCATACGATACAGAAGTACATAATGTTTGGGCCACACACGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTACTATTGGGAAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTGTAGGGATTAATGCTAGTACCCCTACTAATCGTAGCATGGAAGAAGGAGA
AATAAAAAACTGCTCTTTTAATATCACCACAAGCTTCAGGGATAAGATGCAAAAAGAATATGCACTTTTTTAT
AGACTTGATATAGCACCAATAGATACTGCTAAAAATACTACTAGCAATAATTTTACCAGTTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTGAAATGTAACAATAAGACGTTTAATGGAAAAGGACCATGTAAAAATGTCAGC
ACAGTAACATGCACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGATATAGTAATTAGATCTGCCAATTTCAGTAACAATGCTAAAAACATAATAGTGCAGCTGAATGAATCTGT
AAAAATTGAGTGTATGAGACCCAACAATAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAACTGGACTACCACTT
TACAACGGATAGTTACCAAGTTAGGAAAACAATATAACAAGACAAAAATAGTCTTTGCTCAACCCCCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCT
CTGTGCCTTGGAATAATAGTTGGAGTAAAAATAGATCTCTGGAGGACATTTGGGGAAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGATAATTACACAGACTTAATATACACTTTACTTGAAAAATCGCAAAACCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGCATTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAATGTCACAGCCATA
ACAGTAGCTGAGGGGACAGATAGAGTTATACAAGTATTCCAAAGAGCTTGTAGGGCTATTCTCCACATACCTA
GAAGAACAAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>JN687749 
GCTACAGAAAAATTGTGGGTAACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGGATATAAGACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGGAAAATAACATGGTAGAA



CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTACATTGCACTAATGTGAATGCTACTAGTACCAATAGTACTATTGATAGTGCTAATAGATATAGTAG
CGGGATGAAAAACTGCTCTTTCAATATCACCACAAACCTAAGAGATAAGGTGAAAAAAGAATATGCACTTTTT
TATGATCTTGATATAGTACCAATAGATAAGAACAGCTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACAC
AAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAA
ATGTAATAATAAGACATTCGAGGGAAAGGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGGTCTGTCA
ATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAACGAGTCTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTCTATGCAACAGGAGAAATAATAGGAGAT
ATAAAACGAGCACATTGTAACATTACCAGAGAAAAATGGAATAATACTTTAAAACAAGTAGTTGAAAAATTAA
GAGAACAATTTAAGAATAAAACCATAACCTTTAAAAACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCCAGAATCCTGGCTGTGGAAAGATATCTAAGGGATCAG
CAGCTCCCAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGA
GTAATAGATCTCTGGATTATATTTGGGGGAACATGACCTGGATGCAGTGGGAAAAGGAAATTGACAATTACAC
AGGCTTAATATACAACTTAATTGAAAAATCGCAAATCCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTA
GATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTCTAGTGCTTTCTATGGTGTATAGAGTTAGGCAGGGATA
CTCACCTTTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAGGTAGCACAAAGAGCTTTTAGAGCTGTTCTCCACGTACCTAGAAGAATAAGACAGGGCTTTAAAAGGG
CTTTGCTATAA 
>JN687758 
GCTACAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGGATATGATACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAC
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCAATGATACTTGGGGAAATGCTACTCAAACAAATAACAGTAGGGTGGTTACTACTCCCAC
TACTGATAGTAAGTTGGGAAAGAGAGAAATGACAAACTGCTCTTTCAACATCACCTCAAACATAAGAGATAGG
GTACAGGAAGAACATGCACTGTTTTATAAATTTGATGTAGTACCAATAAAGGAGGATGATAATAATAATAATA
CTAGATATAGGTTAATACATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAACAAGTTCAATGGGTCAGGA
CCATGTAGAAATGTCAGTACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTATTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTTCCAATTTCACAGACAATGCTAAAACCATAATAGT
ACAGTTGAATAAATCTGTAGAAATTACTTGTATAAGACCTGGCAACAATACAAGAAAAAGTATACCTATAGGA
CCAGGGAGAGCATTTTTTGCAACAGGAGACGTAATAGGAGATATAAGAAAAGCACATTGTACCCTTAATAGAA
CAGATTGGAGGAATACCTTAAAGCAGATAGCGACAAAATTAAGGAGACAATTTGAAAATAAAACAATAAGCTT
TCAAAAGTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAA
GACTCGTCTGCAGCACTGATGTAAAGTGGAATACTACTTGGAGTAATAAATCTCTAGAGGAGATTTGGAACAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGAAAATTACACCAGTGAAATATACACCTTAATTGAAAAATCG
CAGAACCAGCAGGAAAAGAATGAACAAAAATTATTGGAATTGGATAGATGGGCAAGTTTGTGGAATTGGTTTG
ATATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATTGTAGGAGGCTTAATAGGTTTAAGAATAGT
CTTTGCTGTGTTTTCCCTAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTA
AACGCCACAGCTATAGCAGTAGCTGGGGGAACAGATTGGGTCATAGAAATAGTGCAAAGAGCTTATAGAGCTG
TTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>HQ908116 
ACTGCAGAACAGTTGTGGGTCGCAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGGACAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACAGATCTGAGAAATGCTACTACTAAGGCCATTAATAGTAGCGAGGGAAAGATGGAGGG
AGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAGGAATAAGAGATAAGGTGCAGAAAGAATATGCACTC
TTTTATAACCTTGATGTAGTACCAATAGAAGATGATAATGATAATACTAGTTATAGGTTAAGAAGTTGTAATA
CCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAAAAGGACCATGTACAAATGTTAGCACAGTACAA
TGTACACATGGAATTAGACCAGTAGTGTCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATCAGATCTGCCAATTTCACAGACAATGCTAAAATCATAATAGTACAGTTGAATGAATCTGTAGGAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGCATACATATAGCACCAGGCAGCGCATTTTTTGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCATATTGTAACATTAATAGAACAAAATGGAATGACACCTTACACAAGG
TAGTTGAAAAATTAAGAGAACAATTTAAAAATACAACAATAGACTTTAAGCCATCTTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA



TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTT
GGAACACTAGTTGGAGTAATAAATCTATGGAGCAGATTTGGGACAACATGACCTGGATGCAGTGGGAAAGAGA
AATTGATAATTACACAAACCTAATATACTCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAAAATGAACAA
GAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTACTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAACACCACAGCAATAGCAGTAGCTGAG
GGAACAGATAGGGTTATAGAAGTATTACAAATAGTTTATAGAGCTGTTCTTCACATACCTACAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ251004 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATGCAAAGAATGAAAATTGTACAAAGAGTGAAAATAATACCACAGAGGATGGAAT
TAATGCCACTAGCTGTGAGATAGAAGAAATGAAAAATTGCTCTTTCAATACCACCACAAGTGTGAGAGATAAG
ATGCAGAAAGAATATGCACTCCTTTATAAACTTGATATAGAACCAATAAAAAATGATAGTACTAGCTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTCACGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGCTTATAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTCTAG
CAGAAGAAGAAGTAGTGATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGA
AACTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCA
TTTTATGCAACAGGAGGAGTAATAGGGGATCCAAGACAAGCGCATTGTAACATTAGTGGAACAAAATGGAATA
ATACTTTACAACAGGTAGTTAAAAAATTAAGAGAAAAATTAGGTGATAATAAAACAATAGTCTTTAGTCACTC
CTCAGGAGGGGACCCAGAAATTGTCATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCATGATCAGATTTGGAAAAACATGACCTG
GATGCAGTGGGAAAAAGAAATTGACAATTACACAGATTTAATATACACTTTAATTGAAGAATCGCAGAACCCA
ACAAGAAAAAAAATGAACAAGGAATTGCTGGAGCCTAGAATAAATTGGGCAAGTCTGTGGGAATTGGGTTTTG
ACATAACCAAACTGGCTGTGGTATATAAAAAATATTCATAATGATAGTGGGAGGCTTGGTAGGTTTAAGAATA
GTTTGTGCTGTACTTACTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGC
TTAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTGTTACAAAGAATTGTTAGAGC
TTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGCTTTTGCTATAA 
>JN944897 
GCTACTGCACCAGATAAGTGGGTCACAGTACATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATACTCAACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGTATTGATGAGATTACTAATCGGACGAATAATACTCACAAAGATGGTCAGTTAATGGA
TAAAGGAGAAATAAAAAACTGCTCTTTCAATACCACCACAAGTGTACAAGACAAGTTGCAGAAAGTATCTGCT
CTATTCTATAAACCTGATGTAGTACGAATAGGGGATAATAATAATAGCAGTAATAGTAGCAGCTATAGATTGA
TAAATTGTAATACCTCAATCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGATCAGGACTATGTACAAATGTT
AGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAAATGAGGTAGTAATTAAATCTGAAAATTTCACGGATAATGCTAAAACCATAATAGTACAGCTGAAGGAAGC
TGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATGCGACAGGAAACATAATAGGAGATATAAGAAAAGCATATTGTACCATTAATATAACAAAATGGAATAAAA
CTTTGGAACAGATAGTTGACAAATTAAGAGACAAATTTGGAGAGAATAAAACAATAGTCTTTAATTCATCCGC
AGGAGGGGACCCAGAAATTGTAACTCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAACAATAGTTGGAGTAATAAATCTCTGGAGTATATTTGGGGCAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAACTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAGCTCCAGCAG
GAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCT
TGCTATAGCGAATAGAGTTAGGCAGGGATATTCACCCCTATCATTGACTGTGAGCTTGTTTAATTACACAGCA
ATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGTAGGAAGAGTTTTTAGAGCTTTCATTCACATAC
CTAGAAGAATAAGACAAGGCCTTGAGAGGCTTTTACTATAA 
>JN944907 
ACAGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAC



CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGAGTTGAATAATAATAGTACCACTACCACTAATAGTAGCGAGGGAAAGGAAATGAA
GAACTGTTCTTTCAACATCCCCACAAGCATGCAGGATAAGACGAAGAAAGAATATGCACTCTTTTATAAACTT
GATATAGTAAAAATAGATGATAGTAATAATAGTACCAATAATAGTACCTATAGGTTGATAAGTTGTAACACCT
CAGTCGTTACACAGGCCTGTCCAAAGGTATCTTTTCAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACTTTCAATGGAACAGGACAATGTACAAATGTCAGCACAGTGCAATGC
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGATATAGTAC
TTAGGTCTGCCAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAATAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAT
ATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGAGAACAATGGAATAACACTTTAAAGAAGATAG
TTACAAAATTAAGAGAACAGTTTAATAAAACAATAATCTTTAAGTCCCCCTCAGGAGGGGACCCAGAAATTGT
ACAGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTA
AGGGACCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAACAAATCCTATTCAGAGATTTGGAATAACATGACCTGGATAGAGTGGGAAAGAGAAATTGA
CAATTACACAGGGGAAATATACAGGTTAATTGAAGAATCGCAAAACCAACAAGAAAGGAATGAAAAAGACTTA
TTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCATAGTAGGTCTTAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAATGCCATTGCCATAGCAGTAGCTGAAGGGACA
GATAGGATAATAGAAGTGTTACAAAGATTTATTAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCT
TAGAAAGAGCTTTACTATAA 
>JN944909 
GCTGCAGAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCAATCTATTTT
GTGCATCAGATGCTAAAGTATATGATACAGAGACACATAATGTTTGGGCCACCCACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTAAATTGCACTGATTCTAATGGTGATAGTAGCATTGCTAATAGTAGCAGCAGTGAGGCGGTGAAAGA
AATGAAAAACTGCTCTTTTAATATTACCACAAGCATAAGAGATAAGTTGCAAAAAGAATATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAGATACAAAAACTAATACTTCTAAATATAGGTTAATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATCCTAAAATGTAAAGATAAAAAGTTCAATGGAACAGGGCCATGTAAAAAGGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACACAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGAAAATTTCACAAACAATGCTAAAACCATACTAGTACAGCTGAACACATCTGTAGTAATCAAATGTAT
GAGACCCGGCAATAATACAAGCAAAAGTATACATATGGGAGCATTGAGAGCTTTTCATGCAACATCAAGAATA
ATAGGAGACACAAGGCGAGCACATTGTAATGTTAGTGGAGAAGATTGGAATAAGACTTTAAGCCATGTAGTTG
ACAAATTAAGAGAACAATTTAGGAATAAAACAATAGTCTTTAACCATTCCTCAGGAGGGGATCCAGAAATTGT
AATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTA
CAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGAGTCATTTGCACCACTACTGTGCCTTGGAATG
TTAGTTGGAGTAATAAATCTCTGAACGAGATTTGGAACAACATGACATGGATGGAATGGGAAAAAGAAATTAA
CAATTACACAGGTATAATATACACCTTACTTGAACGATCGCAAAGCCAGCAAGAAAAGAATGAACAAGAATTA
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTACATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATATTCACCCTTATCGTTTGCTGTTAGCTTGCTCAATACTATAGCCATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGAATTACAAAGGGCTTGGAGAGCTGTTCTTAACATACCTACAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>FJ469691 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTCACTAGTACTAATACCACTAGTAATAGTAGTAGCGAGATAGAAATGGAAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCCTAAGAGATAAGGTGCAGAAAGAACAGGCACTTTTT
TATAAATATGATGTAATACCAATAGATAATAATGGTACTAGAACCAGCTATAGGTTGCTAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACTATGTACAAATGTCAGCACAGTACAATGT
ACACATGGGATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAC
TTAGATCTGAAAATTTCTCGAACAATGCTGACATCATAATAGTACAGTTGAAGGAAGCTGTAAAAATTGATTG
TATAAGACCCAACAACAATACAAGAAGAAGTATAAATATGGGACCAGGAAGAGCATTTTATGCAACAGGAGAA
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAGAAGAATGGAATAACACTTTAGTACAGATAG
CTGAAAAATTAAGACTACAATTTCCGAATAAAACAATAGCTTTTAATCACTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACATTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATAC



CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTGTGGATTACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAAT
TGAGAATTACACAGGCTTAATATACAACTTAATTGAAGACTCGCAAAACCAACAAGAAAAGAATGAACTAGAA
TTATTACAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACAGTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGTAGTAGCTGAGGGA
ACAGATAGGGTTATAGAAATGTTACAAAGAATTTTTAGAGCTATTATCCACATACCTACAAGAATAAGACAGG
GCTTTGAAAGGGCTTTGCTATAA 
>FJ469696 
GCTACAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTCTGTG
CATCAGATGCTAAAACATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAACTGACCCCACTCTGTGTTA
CTTTAAACTGTACAGATTATTGGGGAAATGATACTAATACCAATAGTACAGGTCATATGGGAAATGATACTAC
TACCAATAGTATTAGTGAAGTGAAAAATTGCTCTTTCAATGTCACCACAAGCATAAAAGATAAAAGTCAGGAA
GAAAAAGCACTTTTTTATAAACTTGATGTAGTACCAATAGGAAATAGTAATACTAGCTATAGATTGATAAATT
GCAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCAATTCTAAAGTGTAACGATGAAAAGTTCAATGGAAAAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAG
AGGTAAGGATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGTTGGACAAATATGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGCAAAAGTATATCTATAGGACCAGGAAGAGCATTTTATGCA
AGGGAAAAAATAATAGGACCTATAAGACAAGCACATTGTAACATTAGTAAAACAAAATGGGATGACACTTTAC
AAGAGATAGTTAAGAAACTAAAAGAACAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGA
CCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTGTAGAGGAGATTTGGAATAACATGACCTGGATGGAGTGGGA
AAAAGAAATTGATAATTACACAAGCTTAATATACACCTTAATTGAAAAATCGCAAAACCAGCAAGAAAAGAAT
GAACAAGAGTTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGT
ATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCACTCTCGTTTGCTATCAGCTTGTTTAATGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCTTTTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>FJ469700 
GCTGCAAAAAATGAAGAACAGAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCA
CTCTATTTTGTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAGTACTATTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAAC
ATGGTAGAACAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTAAATTGCACTGGCTGTGAGACTTCAAATTGCACTGTCACTAATGGGAATAATACTAC
CAGTAGAAGTAGTAGTCAAGGGAATGATACCGCTGAAGGAGAAATAAAAAGATGCTCTTTCAATATCACCACA
AACATAAAAGATAGAGTGACAAGAGAATATGCATATTTTTATAGTCTTGATGTAGTACCAATAGAAACAAGCG
AAAATAATACAAGCAAAAATAATACTAACTACTACAGGTTGAGAAGTTGTAACACCTCAGTCATTACCCAGGC
CTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGT
AATAATAAAACGTTTAATGGAACAGAAACATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGAC
CAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGACATAGTAATTAGATCTGAGAATCT
CAGCGAAAGTATTAAAACCATAATAGTACATCTGAATGAGTCTGTACAAATTAATTGTACAAGACCCAACAAC
AATACAAGAAAAAGTATACCCATGGGACCAGGGAAATTTTATGCAACAGGAGACATAATAGGAGACATAAGAA
AAGCACATTGTAATCTTAGTAGGACAGACTGGAATAAAACATTACATAGGGTAGCTAGCAAATTAAGAGAAAA
ATTTGAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTACAATGTTCAGCTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCC
TGGGAATTTGGGGTTGCTCTGGAAAACTTATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAATAG
AACTCTGAACAAGATCTGGGATAACCTGACCTGGATGCAGTGGGAAAGAGAGATTGACAATTACACAAGCTTA
ATATACTCCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGACTTATTGGAATTGGACAAGT
GGGACAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTATGGTATATAAAAATATTTATAATGATAGTAGG
AGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCA
TTATCATTTGCTGTTAGCTTGCTCAATACCACTGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAG
TAGCACAAAGAATTGGTAGAGCTATTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469708 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTATTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTGAATTGCGGGGATGCTAATACCACTAATGCTAATACCACTAATACTAATATGAACGGGCTAAATGT
GGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTGCAGAAAGAATAT
GCGCTTTTTTATAAACATGATGTAGTACCAATAGAGAGGACCAATACTACCAGCTATAGGTTGACAAGTTGTA
ACACCTCAGTCCTTACACAGGCCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATAACAAGACATTCAATGGATCAGGACCATGTAAAAATGTCAGCACAGTA
CAGTGTACACATGGAATTAAGCCAGTAATATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAGTAATTAGATCTAAGAATTTCTCGGACAATGCTAACATCATAATAGTACAACTGAAGGAAGCGGTAACCAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGCATACATATAGCATCAGGTAGAGCATTTTATGCCACA
GGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCACAATGGAATAAAACTTTAGGAC
AGGTAGTTAATAAATTAAGAGAAGAATTTGTGAACAAAACAATAGTGTTTAATCGCTCCTCAGGAGGGGACCA
AGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCACGAGTCCTGGCTGTGGAG
AGCTACCTAAAGGATCAACAGCTCCTGGGCATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGTAATAATAAAACTCTAGAGCAAATTTGGAACAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGAAAATTACACAGACACAATATACAACTTAATTCAAGACTCGCAAAGCCAACAAGAAAAGAAT
GAACTAGAATTATTAAAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGT
ATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACGGTGTTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATCGCAGTA
GCTGAGGGAACAGATAGGGTCATAGAATTTTTACAAAGAATTTTTAGAGCTATTATCCACATACCTGTAAGAA
TAAGACAGGGCTTGGAAAGGATTTTGCTATAA 
>FJ469709 
GCTGCAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATTATGATTATGAGAAGAATTGGACCAGTTACACTAATGCTACGTGGGAACAGAA
GGAAGAAATAAAAAACTGCTCTTTCAATATTACCACGAGCATAAGTGATAAAAAGAAACAGGAGCATGCACTT
TTTTATAGACTTGATGTAGTACCAATAGAAACTACTAATAATGCTAGTAATAATAGCTACTATAGGTTGATAA
ATTGTAACACCTCAATCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACGTTCAACGGGTCAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAA
AAGAGGTAGTAATTAGATCTGCCAATTTCTCGGACAATGCTAAAGTCATAATAGTACAGTTGGATGTACCTGT
ACAAATTATTTGTTCAAGACCCAACAACAATACAAGAAAGAGTACACATATAGGACCAGGGGCAGCACTCTAT
ACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAGCCAAAATTGGACTGCCACTT
TAAAAAAAGTAGTTCCAAAGTTAGGGGACCAATTTGGCAACAAAACAATAGTCTTTAACCAATCCTCAGGAGG
AGATCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCTCCACTA
ATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCATATTTGGGGTAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGACAATTACACAGACTTAATATACACCTTACTTCAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAAGAATTATTAGAATTGGATAAGTGGGGAAATTTGTGGAATTGGTTTAGCATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTCTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGTTCAATGCCACCGCTATAGTA
GTAGCTGAGGGAACAGATAGGATTATAGAAATAGTGCAAGGAGCTTTTAGAACTATCCTCCACGTACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCATTGCAATAA 
>JQ250880 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAGTATTGAAAAATGTGACAGAAGAATTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAACCTGCACTGATTACTATGGTACTAATAGTAATGAGACTAAGGATGGCAATGAGACTGCCATTAA
TGTGACTGCCACTAATGTGACTGAGGCTGGCACTGATGTAAAAAATTGCTCTTTCAATATCACCTCAAGCATA
AAAGATAGGCTACAGAAAGAATATGCACTTTTTTATAAAAGTGATATAACACCAATAGATGGGAATGATACTA
ATAACTATATATTGATAAGTTGTAACACCTCAGTCATTACACAGGCATGTCCAAAAATATCCTTTGAGCCAAT
TCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAGTGTAATAATAAGACGTTCCAGGGAAAAGGA
TCATGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAA
ATGGCAGTTTAGCAGAAGAAGGGATAGTGATTAGGTCTGAAAATATCTCGAGCAATACTAAAAACATAATAGT
ACAGTTGGACAAAGCTGTAAACATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGA
CCAGGGAGAGCATTTGATGCAACAGGAGAAATAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTGCAA
CACAATGGGAACAAACTTTAAAAGGGATAGCTGCAAAATTACTAGAAATTAAAGAATTGGAGAATAAAACAAT
AGTCTTTAAAAGTTCCTCAGGAGGGGACCAAGAAATTGTTACGCACAGTTTTAATTGTGGAGGGGAATTTAAG



CAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGGATTATATTTG
GGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAGGCTTAATATACAGCTTAATTGAA
GACTCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTGTTGGAATTAGATAAATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATTATGATAATAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAATTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGC
TTGTTCAACGCCATAGCTATTGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGGAGCACAAAGAATTTTTA
GAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>HQ217266 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAACAATAGCATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTACATTGCACTGATTATCAGGGAAATACTACTAGTCAGGGAAATATTACTAATGCCACTGAGAGGAC
TACCCCTGAGATGAAAAACTGCTCTTTTAATGTCACCACAGTCATAAGAGATAAGGTGCAAAAAGAACATGCA
CTTTTTTATAGACTTGATGTAGTACCAATAGATAATAATGATAATAACAGCTATAGGTTGATAAATTGTAACA
CCACAGCCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGGGGTTCAGTGGAAAAGGAGAGTGTAAAAATGTCAGCACAGTACAA
TGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGGAGGGGTAG
TAGTTAAATCTGCCAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACAAAACTGTAGTAATTAA
TTGTACAAGGCTCAACAACAATACAAGGAAAAGTATACCTATAGGACCAGGGAAAGCACTTTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGGAAAGAATGGAATGACACTTTACAACAAA
TAGTTGAAAAATTAAGAGAACAATTTAATAAAACAATAATTTTTAATCAATCATCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTAC
CTAGGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTATGGATGACATTTGGAAGAACATGACCTGGAGGGAGTGGGATAGAGAAAT
TGGCAAGTACACAAACCTAATATACACCTTGCTTTCAGATTCGCAGAACCAGCAGGAAAAGAATGAACAAGAA
TTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTTTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTCGCTATTAGTTTGTTTAATACCATAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATCTTAGAAGGCTTACAAAGAGCTGTTAGGGCTATCCTTCACATACCTGTAAGAGTAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>JQ403068 
GCTGCAGAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGACAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGACCAAGGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTAATTTGAATAATGGTACTCATAATAGTACTAATGGGAGTAGTAGTAATAATACAAT
GGAGGAAGAAGAAATGAAAAACTGCTCTTTCCAGGTTACCACAAGCCAAATCGATAGGTTTCAGAACGCATAT
GCACTTTTTTATAAACTTGATCTAGTACCAATGGATCCAATGTATAACAATAGTATTAGCTATAGGTTAATAA
GTTGTAACACCTCAGTCATTACACAAGCCTGCCCAAAAGTATCTTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAATTTCACTGGAAAAGGAGAATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
ATGAGGTAGTAATTAGATCTGACAATTTCACGAACAATGCCAAAAATATAATAGTACAGCTGAATGTACCTGT
AGAAATTAATTGTACAAGACCCAATAACAACACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTCAATCAAAATGGAATAACACTT
TGAGACAGATAGTTAGAAAATTAAGAGAACAATTTCCAAATAAAACAATAGTATTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTT
CTGTGCCTTGGAACGCTAGTTGGAGTAATAAATCTCTAGAACAGATTTGGGATAACATGACCTGGATGCAATG
GGAAAGAGAAATTGACAATTACACAAAAGTAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAAAAG
AATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCATAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTA
GTAGCTGAGGGGACAGATAGAGTCATAGACATATTGCAAAGAGCTGGTAGAGCTATCCTCAACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JQ403095 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGAATTGAAAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAA



CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATGATGCCACTAATAATAACACTGATACTAATACCACTAGTACTATCACTAGTAA
TAGCAGGGAAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGAATAAGAGATAAGGTAAAGACAGAATAT
GCACTTTTTTATGGACTTGATGTAGTACCAATAGATGAGAATGGTAGTACCAGCTATAGGTTGAGAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGCTTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGTCCATGTAGAGATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAACAAAACTGTACAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTATGCAACA
GGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAACAGAATGGGAGGACACTTTAAGAC
AGATAGCTGAAAAACTAAGAGAACAATTTGGAGTTAATAAAACAATAGTCTTTAATCAATCCTCGGGAGGGGA
CCCAGAAATTGTACAGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGCTGGAGTAATAAATCTCAGACTGACATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGAAAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAAT
GAACTAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTCATACTTTCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTCAATGCCACGGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAGATACTACAAAGAGCTGGTAGAGCTATCCTTAACATACCTACAAGAA
TAAGACAGGGTTTGGAAAGAGCTTTGCTATAA 
>KM259364 
GCTGCAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCCTATGAGACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAGAATGACATGGTGGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCTCTGATGAGCTTGCTAATACTTCCTTTACTAACAATACCACTAATAACTCTACTGTTAT
GGATAACTCTACTGTTATGGAAAAGGGAGAAGTGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGAT
AAGATGCAAAAGGAATATGCATTATTTTATAAACTTGATGTAGTACAAATAGATAAGAATAGTACTAGCTATA
GGTTGATAAATTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAACTCCAATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAGTGTAATAATAAGACATTTAATGGAAAAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAGTAATTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAA
AGAACCTGTACAAATTAATTGTACAAGACCCCACAACAATACACTAAAAGGTATACATATAGGACCAGGGAGA
GCATTTTATGCAACAGGAAGCATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGGAGCAGCATGGA
ATAAAACCTTAGTTGGGGTAGCTAAAAAATTAACAGAACAATTTGAAAATAAAACAATAAGTTTTAATCGATC
ATCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGCAGGAGAATTTAAGCAGCTCCAGGCAAGA
ATCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCTTGGGAATTTGGGGTTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCTTGGAATACTACTTGGAGTAATAAATCTCTGGATGAGATTTGGAATAACATGACTTG
GATGCAGTGGGATAGAGAAATTAACAATTACACAAACATAATATACAACCTAATTGAAGAATCGCAGAACCAA
CAGGAAAAGAATGAAAAAGAATTATTCGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACAC
AGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTATTGT
ACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACA
GCCATAACAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAATTTGTAGAGCTATTCTCAACA
TCCCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KM259479 
GTTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGATAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGACTGCACTGATGTTAATATCACCACCACCCCCGATAATAGTACCGCGAATGGTACTACTAATAC
TAATAGTACCACTAGTAGTAGCGGGGAAATGATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATAACC
ACAGACTTAAAAGATAAGAAGCAGAGAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATG
ATAATAGTACTAGCTATAAAAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTG
TCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCACTGCTAAAGTGTAAT
GATAAAAGGTTCGATGGGAACGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAG
TAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAGTTTCAC
AAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCCGTAGTAATTAATTGTACAAGACCCAACAACAAT
ACAAGAAAAAGTATAACTATAGGACCAGGGAGTGCATTTTATGCAACAGGAGAAGTAATAGGAAATATAAGAC
AAGCATATTGTGACATTAATGGAACAAAATGGAATGACACTTTGAGACAGGTAGTTGAAAAATTAAGAGAAAT
TGAAGAATTTAAGAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGT



TTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAAC
AGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCGCCACTGCTGTGCCTTGGAATAATAGTTGGAG
TAATGATAAAAATATAAGTCAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTAC
ACAGAATTAATATACCGATTACTTGAAAAATCGCAGAACCAACAAGAACAGAATGAACAAGACTTATTGGCAT
TAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAAT
GATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGTGTTAGGCAGGGA
TACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGG
TTATAGAAGTAGTACAAAGAACTTGCAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAG
GCTTTTACTATAA 
>EU578667 
GCTAACGAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATGATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTGAATTGCACTAATATTACCAACACTGGTAATAGCACTGGTAATAATATTACCAGCACTAGTAATGC
CACTGGTAATATTATCAATGATGATAGTAGGAACGACTTCGCAAACTGCTCTTTCAACATCACAACAAGTATA
AGAGATAAGGTTAGTAAACAACATGCACTTTTTGATAGACTTGATGTAGTGCGAATAGATGATAATAATGAGA
CTATGTATAGGTTAATACATTGTAACACCTCAGTCATTACACAGGCTTGTCCCAAGATAACATTTGAACCAAT
TCCCATACACTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGCAGTTCAATGGAACTGGA
CCATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTGA
ATGGAAGTCTAGCAGAAGAAGAGGTAGTAATCAGATCTGAAAATTTCGCAAACAATGCCAAAATCATAATAGT
ACAGTTGAATCAATCTATAACAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGA
CCGGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGACATAAGACGAGCATATTGTAACCTGAGTAGAA
CTGACTGGAATAACACTTTAAAAAGGATAGTTACAAAATTAAAAGAACAATTTGGGAATAAAACAATAGTCTT
CAATCGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTCAAGCAGCTT
CAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTTTCGAGGAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTATACAAGCATAATATACTCCCTACTTGAACACTCG
CAGTACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCA
GTATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGT
TATTGCTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTT
AATGCCACAGCTATAGCAGTAGGTGAGGGGACAGATAGGGTCCTAGAAATAGTACTAAGAATTTGTAGAGGCA
TACGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>HQ217967 
GCTAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTCAGGGAATGTTACCACTAATAATGAAATAGAAATGAAAAATTGCTCTTT
CAAAATCACCACAAGCAGAAGAGATAAGATGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACAA
ACAGATAGTGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGG
TAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAA
GTTCAATGGAACAGGATCATGTACAAATGTCAGCACAGTACAATGTACACATGGCATTAGGCCAGTAGTATCA
ACCCAATTGTTGTTAAATGGCAGTCTTGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATG
CTAAAATCATAATAGTACAGTTGAATGAATCTGTAGAAATTAATTGTACAAGACCCTACAACAATACAAGAAA
AAGTATACCGATGGGACCAGGGAAAGCATTTTATGCAACAGGAGAAGTAATAGGAGATATAAGACAAGCGCAG
TGTACCCTTAATAAGACAAAATGGGATAACACTTTAAGACAGATAAGTAGAAAATTAGAAGAACAATTTGGAA
ATGCAGCAATAGTCTTTAATCAATCCTCAGGAGGAGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGG
GGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATT
TGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGG
ATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAAGCCTAATATACAC
CTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGGTACATGGGCAAGT
TTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTCTGG
TAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGTTACTCACCCTTATCATT
TGCTGTTAGCTTGCTCAATGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAA
AGAGTTTTTAGAGCTGTTCTCCACGTACCTAGAAGGATAAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>HQ218020 
GCTACAGGACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCGACCCACAAGAGGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCAGTAATGTCAATATCACTAGTAATGTCACTAATGCCACTAGTAATGCCACTGCCACAAG
TAATGCCACTAGTGATAACGGGAGAGAAGAAATGAAAAATTGCTCTTTCAATACCACCACAGGAGTAAAAGAT
AAGCTGCGGAAAGACTATGCGCTTTTTTATAGCCTTGATATAGTGCCAATAGATAATGATAATAGGAATAATA
GCTATAGGTTGATAAGTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAATGTAATGATAAAACATTCAATGGATCAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACA
GCTGAATGAAACTGTAGAAATTAATTGTACAAGACCTAACAACAATACAAGGAGAAGTATACCTATAGGACCA
GGAAGAGCATTTTATGGAATGGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAA
AATGGAATAACACTTTAAAAAGGGTAGTTGCCAAATTAAGAGAACAATATGGAAATAATAAAACAATACAATT
TACAAATCACTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTGGGAACAGATTTGGCATAA
TATGACCTGGATGGAATGGGAAAAAGAAATTGACAATTACACAGAGATAATATATTCCTTACTTGAAGAATCG
CAAAACCAGCAAGAAAAGAATGAACAAGACTTATTAGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTA
ACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTGGTAGGTTTAAGAATAGT
GTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGGTATTCACCATTGTCGTTTGCTGTTAATTTGCTC
AATGCCACAGCTATAGCAGTAGGTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGTGGGGCTA
TTCGCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTACTATAA 
>HQ218034 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCCTATGTAAAAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTCTAAATTGCACTGATGCCACTGTTATGAATGTTACTAATACCAATGGTAATGGTACCACTGATAATCG
GACACAGATACAGATAGGAGAAGTAAAAAACTGTTCTTTCAATAGTACCCCAGACATGTTAGATAAGGTGCAG
AAACAATATGCACTTTTTTATAGCCTTGATGTAGTACCAATGGAAGAAGATAATAAGAATAATAGCCAGAATT
ATACCAAATATAGGTTGATAAGTTGTAACACTTCAACCATTACACAGGCCTGTCCAAAGGTAACTTTTGAGCC
AATTCCCATTCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGAAGAAGTTCAATGGATCA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGTTGT
TAAATGGCAGCCTAGCAAAAGAAGAGGTAGTAATTAGATCTGAGAATTTCACGAACAATGCTAAAATCATAAT
AGTACAGCTGAATCAATCTGTAGAAATTAACTGTACAAGACCCAACAACAATACAAGAAAGAGTATACATATA
GCACCAGGGAGGGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTA
GAGCAAAGTGGAATAACACCTTAAAACAGATAGTTGAAAAATTAAGAGAACAATTTAATAAAACAATAGTCTT
TAATCAATCCTCAGGAGGGGACCCAGAAATTACAATGCACAGTGTTAATTGTGGAGGGGAGTTTAAACAGCTC
CAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAA
AACTCATTTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTCAGGAAGAGATTTGGGGTAA
CATGACCTGGATGCAGTGGGAAAAGGAAATTGACAATTACACAAGCTTAATATATAACTTAATTGAAGAATCG
CAGAATCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTG
ACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTC
GACGCCACAGCCATAGCAGTAGCTGGGGGGACAGATAGGGTTATAGAAGCATTGCAAAGAGCTGGTAGAGCTA
TTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>GU330865 
GCTTCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATGCAATTAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
TTTTAAATTGCACAAATGCTACTAGGCCAAATGCAACTACCACAAATTCTAATAATACCACTGATGAGGGAAT
AATAGAGGAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCATAATCAGAAATAGTAAGCCAAAGAAAGAA
TATGCACTCTTTAATAAAATAGATGTGATACCAATAGATAATAATGATAGTAATAATGATAGTAATAATAACA
GTAAAAGCAATAATAGTAGAAGCAATGATAGTAAAAGCTATATGTTGATAAATTGCAATACCTCAGTCATTAC
ACAGGCCTGTCCAAAGGTATCCTTCGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGATTCTA
AAGTGTAAGGATGAGAAGTTCAATGGAACAGGTCCATGTAAAAAATGTCAGCTCAGTACAATGTACACATGGA
ATTAGGCCAGTGGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTG
AAAATTTCACCAACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGCTGTAAACATTACTTGTATAAGACC
CGGCAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGTGCATTTTATACAACAGACATAATAGGAGAT
ATAAGACGAGCACATTGTAATATCAGTGCAACAAAATGGAACAACACTTTATACCAGGTAGTTAAAAAACTAA
GAGAACAATTTAAAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTACAATGCATAC



CTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGTATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGA
GTAATAGATCACTAAATCAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACAC
AGACACAATATACCGCCTAATTGAAGCATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTG
GACCAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTACATAAGATTATTCATAATAA
TAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTGTCATTTGCTACTAGTTTGCTTGATACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAGTAGTACGAGGAATCTGTAGAGGCATCCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGG
CTTTACAATAA 
>JF689877 
GCTGCAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACTACCACTCTGTTTT
GTGCATCAGATGCTAAAGCACATAGTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTAGAGAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTTTGTG
TCACTTTAAATTGCACTGATGATTGGAATAGTACTAGAACTAATACCACTGATGCTGGTAAAAGTACCTATAA
TTATACCCTTAGTGCTGATAAAAAAGAAATAAAAAACTGCTCTTTCTATGTCACCACAGACGTAAGTGATAAG
AAAAAGAAAGAACATGCACTTTTTTATACATATGACATAGTACCACTGGATGAGAATGATAAAAATAGTACTA
ACAGCAGCTATAGGTTGACAAGTTGTAAAACCTCAAGCCTTACACAGGCTTGTCCAAAGGTATCCTTTGAACC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTTGATGGAAAA
GGACTATGCAAAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACCCAACTGCTGC
TAAATGGCAGTCTAGCAGAAAATGAGACAGTACTTAGATCTGACAATTTCACAAACAATGCTAAAAACATAAT
AGTACAACTAAAGACACCTGTAAACATTACTTGTGAAAGGCCCAATAACAATACAAGAAAAGGTATACATATA
GGACCAGGGAGGGCATTTTATGCAACAGGAGAAATTATAGGAGATATAAGGCAAGCACATTGTAACATTTCTA
AAACAAGCTGGAATAGCACTTTAAAAGAGATAGCTGAAAAATTAAAGAAAAAATTTAATAATAGCATAATAGT
CTTTAATCATTCCTCGGGAGGGGACCCAGAAATAGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATAAACAGCTCCTAGGAATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTACAATTTGGGA
TAACATGACCTGGATGGAATGGGAAAGAGAAATTGAAAATCACACAAACACAATATACCACTTACTTGAAGAA
TCGCAGAACCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAGATCTGTGGAATTGGT
TCGATATAACAAATTGGCTATGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTACTGTAATTTCTCTAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTCAGCTTG
CTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACAGAGAGCAGTTAGAG
CTATTCTCCACATACCTAGAAGAGTGAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF689879 
GCTGCAGAACCATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCCTATGACACAGAGATGCACAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGTACTGATGTGAATAGCAATACTACCACTAATAGTTCTAGGGCCAGTAGTAATAGTAATAC
TACTACCAATAGTAGTATTCCGGAGGATTCAGGAATGACAAACTGCTCTTTCAATGTCACCACACTCGTAAGA
AACAATGTAAAGAAGGAATATGCACTGTTTTATAAACTTGATATAATGTCAATAGGTAATAACAGCTATGCAT
TGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGAAGAATTTCAATGGGTCAGGGCCATGCAACAAT
GTCAGCATAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGCCTAG
CAGAAGAAGATATAGTAATTAGATCTGAAAATTTCTCAGACAATGCTAAAAATATAATAGTACAACTGAATGC
ATCCATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGGATAACTATGGGACCAGGGAGGGTA
ATTTATACAACAGGAGAGATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTCTTGCAAAATGGAATG
ACACTTTAAAACAGATAGTTAGCAAATTAAGAGAACAATTTAGAAATAAAACAATAGTTTTTAATAAATCCAC
AGGAGGGGACCCAGAGATTGTAAAGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAMAACTCATTTGCA
CCACTACTGTGCCTTGGAACACTAGTTGGAGTAACAAATCTTATGAAACTATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATACAGCTTACTTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGACTTATTAGCATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTACCATATCAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGCTTGTTCAACGCCATAGCT
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGCACAAAGAATTGGGAGAGGTATCCTCCATATAC
CTACAAGGATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>JF689883 
GCTACAAAAAATTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACCGATGTGAGGGAGAATGCTACTAATACCAATAACACCGTTGGTAATAACACAAGCAC
CCATGACACCACTGAAATGAGAAACTGCTCTTTCAATATCACCGCAACCATAGGAGATAAGGTCAAAAAAGAA
TATGCACTTTTCTATAACCTTGATGTAGTAAAAGTAGATAATGATAATGCTAATACTAGCTATAGGTTAAGAA
GTTGCAACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTAC
ACCAGCTGGTTTTGCGATTCTACAATGCAACAATAAGATGTTCAATGGATCAGGACTATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTATCAGAAG
AAGGGGTAGTAATTAGATCTGAAAACTTCACAAACAATGCTAAAACCATAATAGTACAGCTAAATGAAACTGT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACACATAGGACCAGGGGGAGCATTTTAT
GCAACAGGAGCTATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGGAAAGGAATGGAATGAAACTT
TACATAAGGTAGTTACAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAATACTAGCTGGAGTAATAAATCTATGGAGGACATTTGGGACAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGACAATTACACTAAAGAAATATACCGCTTAATTGAAGAATCGCAAACACAGCAAGAAAAA
AATGAACTAGAATTATTGGAATTGGATAAATGGGATAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCAGTTAGCTTGTTCAACGCCATAGCCATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGTTTTTAGAGCTATTCTCCACATACCTAGAA
GAGTAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JF689885 
GCTAAAGAGAGTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACTCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTATTGGCAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACCAATGTGACTACTAGTACTACTGCTAATGCTACCAGTAACAATGTGACTACTAGTAC
TGCTGCTAATGCTACCAGTAACAGTAGTGCTGAGGAACTAGAAAAACCAGGAGAAATAAAAAATTGCTCTTTC
AATATCACCACAGGAATAAGAGATAAGATGCAAAAAGAATATGCGCTTTTTTATAAGCTTGACGTAGTACCAA
TAGATAATAGTAATGATAGCTATAGGTTGGTAAGTTGTAACACCTCAGTCATTACACAGGCCTGCCCAAAGAC
ATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTTAAATGTAACAATAAGACA
TTCAATGGGTCAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAA
CTCAACTGCTGCTAAATGGCAGCCTATCAGAAGAAGAGGTAATGATTAGATCTAAAAATTTCTCAGACAATGC
ACAAAACATAATAGTACAGCTGAATAAAACTGTAAGTATTACTTGCGTGAGACCCAACAACAATACAAGAAAA
AGTATACATATAGGACCAGGGAGAGCATTCTTTGCAACAGAAAGTATAATAGGAAATATAAGAAAAGCACATT
GTACCCTTAATAGAACAGACTGGAATGATACTTTAAAACATATAGTTAAAAAGTTACAAGAACAGTTTGGGAA
TAAAAGCAACCAATCCTCAGGAGGGGACCCAGAAATAACAATGCATAGTTTTATTTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGGTTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCAGGAGCAGATTTG
GGGAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACACCTTACTTGAG
GAATCGCAAACCCAACAAGAAACGAATGAACTAGACTTATTGAAATTGGATCAGTGGGCAAGTTTGTGGAATT
GGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAG
AATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCATTATCGTTCGCTATCAGT
TTATTCAACACCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAGGAGCTGGTA
GAGCTTTTCTCCATATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JF689890 
GCTGCAGAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACCTTAAATTGCACTGACAACTTGAGGAATGATACTAATACCACTAGTACTAATACCACTAGTAGTAGCGG
GGAAATAATAGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCTTAAGAGATAAGGTGCAG
AAACAATATGCACTTTTTCATAGACTTGATGTAGTACCAATAGATAATGATAATGATAGTACTAACTATACTA
ACTATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAAAAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCACGAACAATGCTAAAATCATAATAGTACA
GTTGAATGAATCTGTAACAATTAATTGTACAAGACCCGGCAACAATACAAGAAAAAGTATAAATATAGGACCA
GGCAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTACCCTTAATAGAACAG
AATGGAATAACACTTTAAAGCAGATAGTTGCAAAATTAAGAGATCAATTTGGGGAGAATAAAACAATAGTCTT



TAAGAAATCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGAGAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAAGCTTAATATACAACTTAATTGAAAAATCG
CAAAACCAACAAGAAATGAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTC
AACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAATACAAAGAGTTTGTAGAGCTA
TTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JF689893 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGGAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGTGAAGAATGCTACCAATAGTAGTAGCGAGGGAATGAGGGAGAAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCGCAGGCATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTTTAT
AGGCTTGATATAGTACCAATAGATGGTAATGATAATACTAGCTATAATGATACTGCTAACTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGAAATTAGATCTGCCAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAACGAATCTGT
AGTAATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACCAGGGGGAGCATTCTAT
ACAACAGGACAAATAATAGGAAATATAAGACAAGCACATTGTAACGTTAGTAGAGCACAATGGAATAAAACTT
TAAAACAGATAGCTGAAAAATTAAGAGAACAATTTGGACCGAATAAAACAATAGTCTTCAATCAATCCGCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTGGGAGAAGATTTGGAATAACATGACCTGGATGGA
GTGGGATAAAGAAATTAACAATTACACAAGAACAATATACAGCTTAATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTGGCATTAGATAAATGGACAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTCCAAAGAGCTTATAGGGCTATTCTCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MK383385 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAGCCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCTCAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTACTGGAATGCTACTAATACCAATAGTAGTACTAATACCAGTAGTAGCACTAA
TACCAATAATAGAACCTGGGGATTGGGATTGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAAAACCACC
ACAGACAGACAAGATAAGACACAGAAAAACTATGCATTTTTTTATAGACTTGATGTAGTACAAATAAATAAAA
CTGATAATACTAGCTATAGGTTGACAAGCTGTAACGCCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTT
TGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAAT
GGAACAGGACCGTGTAAAAATGTTAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACCCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGTCAATTTCAGTGACAATACAAAAAC
CATAATAGTACAGCTGAACAAAGCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATA
CGTATAGGACCAGGGAGAACAATTTATGCAACAGGACGCATAATAGGAGATATAAGAAAAGCACATTGTAACC
TTAGTAGAGTAGATTGGAATAACACTTTAAAACAGATAGTTAAAAAACTAAGAGAACAATTTGGAAGTAATAA
AACAATGGTCTTTAATCGATCTGCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATGGAGA
GATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAACACAATATACACCTTA
CTTGAGAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAATGGGCAAGTTTGT
GGAATTGGTTTGACATAACACAATGGCTCTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGG
CTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATATTCACCATTGTCATTTGCT
GTTAGCTTGTTCAACGCCATAACCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGCACAAAGAG
TTTTTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>JX863994 
GCTACAGACAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAACTGCAACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA



CCCCAATCCACAAGAAATGATATTAAAAAATGTGACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTCAAGCCTTGTGCAAGATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATATAAAGGGTACTAATGGTACTAATAGCACGAATGGGAGGACAGTGATAGACAA
AGGAGAAATGAAAAACTGCTCTTTCAATATTACCACAAGTATAGAAGATAAGGCGAAGAAAGAATATGCCTTG
TTTTATAACCTTGATGTTATACCAATGGATGGTAATGATAATACCAGCTATAGGTTAAGAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGATT
CGGGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACTATGTACAAATGTCAGTACAGTACACTGT
ACGCATGGAATTAGGCCAGTAGTATCCACTCAACTACTATTAAATGGCAGTCTAGCAGAAGAAGAGGTGGTAA
TTAGATCTGTCAATTTCTCAGACAATGCTAAAATCATAATAGTACATCTGAATGAATCTGTAGTAATTAATTG
CACAAGACCCAACAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAACACTTTAAATCAGATAA
CTAGAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTTTTTAAGCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGCAACAAATCTCTAGAACAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAAT
TGACAATTACACAGGACTAATATACACCTTAATTGAAGAATCACAGCAACAACAAGAAAAGAATGAACTAGAA
TTATTGAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACTGTAATTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTAAGCTTGCTTAATACTATAGCCATAGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAATTAGTACTAAGAATTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGATTTTGCTATAA 
>JX863995 
ACTGAGGAACTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGGATATGATAGGGAAGCACATAATGTTTGGGCCACACATGCATGTGTACCCACTGACCC
CAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAACTAACCCCACTTTGTGTTA
CTTTAAATTGCACTGATTGGAAAAATGATACTAATGCCAACAATACTGGTGTCAATAGTACTAATGCCAACAA
TCCCACGAATAGCAGCATAGGAACGCTGGACCAAGGAGAAGTAAAAAACTGCTCTTTTAATATCACCTCAAGC
ATAAGAGATAAGATACAGAGAGCATATGCACTTTTTTATAGCCTTGATGTAGTACCAATAGATAATGACAATA
CTAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGACATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAAGTTTTGAGGGAAAAGGG
GATTGTACAAATGTCAGCACAGTACAATGTACACATGGAGTTAAGCCAGTAGTATCAACTCATCTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGT
ACATCTGAACGAATCTGTAGCAATTAATTGTACAAGACCCAGCAACAATACAAGTACAGGTATACATATTGGG
CCAGGGAGAGCATTTTATGCAACAGAAAGAATAATAGGAGATATAAGACAAGCACATTGTAACATCAGTAGGA
GTCAATGGAATAATACTTTAGAAATGGTAGTTGAAAAATTAAGAGAACAATATAATAGAACAATAATCTTTAC
TGAACCCTCAGGAGGGGACCCAGAAATTATAATGCATACTTTTAATTGTGCAGGGGAGTTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATAGGATTTGGAATAACAT
GACATGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATACTCCCTACTTGAAGCATCGCAG
ACCCAACAAGAAATGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTCGACA
TAACACATTGGCTGTGGTATATAAAATTGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTAAAC
GCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTGTAGAAGTATTACAAAGAGTTTGTAGGGCTATCC
TCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JX863921 
GCTGAAGGAAATTTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGCTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGTACTAATGCTAATGTTACTACTAGTAGCGGGGAAATGAAAAACTGCTCTTTCAATACCTC
CACAGACATACAAGATAAGAAGCAGAAAAATTATGCACTTTTCTATGTAATGGATATAACACCAATAGATAAT
AGTACTAGTTATAAGTTGGTAAGTTGTAATACATCAGTCATTACACAAGCCTGCCCAAAAATATCCTTTGAGC
CAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAGGGATAAGAATTTCAATGGAAC
GGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTG
TTGAATGGCAGTCTAGCAGAAGATGAGGTAATAATAAGATCTGAAAATATCACAAATAATGCCAAAACCATAA
TAGTACAGTTGAATGAAACTGTACAAATTAATTGTACAAGGCCCGCTAACAATACAAGAAAAAGTATAAGAAT
AGGACCAGGAAGCACATTTTATGCACATGGAGATATAATAGGAGATATAAGACAAGCGCATTGTAACATTAGT
AGAAAACAATGGAATGACACTTTAAAAATGATAGTTAAAAAATTAGGAGAACAATTTAATAAAACAATAGTCT
TTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAACT



CCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATKTGGGGCTGCTCTGGA
AAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATGAATGACATTTGGCACA
AYATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATCACACAAGCTTAATATACTCCTTACTTGAAACAGC
GCAATACCAGCAAGAAAAGAATGAACAAGRATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTT
GACATAACACATTGGCTGTGGTATATAAAAATATTTATAATGGTAGTAGCAGGTTTGGTAGGTTTAAGAATAG
TTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAGCTTGCT
TAATACCATAGCCATCGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAATAGTACAAAGGGGTTTTTGGGCT
ATCATCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTACAATAA 
>JX864007 
GCTGCAGAGAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTACTGGGAAATGTGACAGAAAATTTTAACGCGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAAATTGGATAATTCTACTAATATTAATGGTACAATAGGGGAGGAAGTGGAAATGAA
AAACTGCTCTTTCAATACCACCACAGGCATAAGAGATAAGGTGCAGAAAGGATATGCTCTTTTTTATAATCTT
GATATAGTACCAATAGATAATGATAATAGTAACACCAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTACGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAATGCAATGATAAAAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGG
ATTAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAGGTAGTAATTAGATCTG
AAAATTTCACAGACAATGCTAAAACCATAATAGTACAGTTGAATGAATCTGTAGTAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAGGTATAAATATAGGACCAGGGAGAGCATTTTATACAATAGGAGAAGTAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGACACTTTAAAACAGGTAGTTGAAAAAC
TAAGAGAACAATTCGGGAAGAATAAAACAATAGTCTTTCAGCCACATTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGCAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCATGGGAATTTGGGGATGTTCTGGAAAGCTCATTTGCACCACTAATGTGCCTTGGAATCATA
GTTGGAGTAATAAGACTATGAGTGAGATATGGGACAACATGACCTGGATGGAGTGGGAAAGAGAGATTGACAA
TTACACAGACATAATATACCATCTAATTGAAATATCGCAAAACCAGCAAGAAAAGAATGAAAAGGAACTATTG
GAACTAGATAAATGGTCAAATTTGTGGAATTGGTTTAGCATATCACAATGGCTGTGGTATATAAAAATATTCA
TAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCAATATCGTTTGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAGGGAACAGAT
AGGATTATAGAAGCATTAAGAAGAGTTTTTAGGGCTATCCTTCACATCCCTACAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>JX864008 
GCTGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATGACACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTTATGTTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACAGTGTACTGATTGTAATAGTACTACTTGTTCTAGAAACACTACTACTAGAAATACTTCTACCAG
TAGTGGTGAGAACAACATGCAGGAAGGAGAAATGAAAAACTGCTCTTTCAATACCACCATAGGAATAACAGAT
AAGAGGCAGAAAGAGTATGCACTTTTTTACAAACTTGATGTAGTACCAATAGATAATAATGAGGGGGAGAGAC
AGGATAATACCACGAAAAACTATATGTTAATAAACTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGT
ATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGACG
TTCAATGGAACAGGACCATGTAGAAATGTCAGTACAGTACAATGTACTCATGGAATTAGGCCAGTAGTGTCAA
CTCAACTACTGTTAAATGGTAGTCTAGCTGAAAAGGAGGTAGTAATTAGATCTGAGAATTTCACAGACAATGC
TAAAACCATAATAGTACAGCTGAATACATCTATAATAATTAATTGTACAAGACCCAACAACAATACAAGAAAA
AGTATATCTATAGGACCAGGAAGAGCAATTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATT
GTAACATTAGTAGAGCAAAATGGAATAGAACAGGTAGTTGAAAAATTAAGAGGACAATTTGGGGAAAATAAAA
CCATAGTCTTTAATGAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATT
TAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGT
TGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGTAATAAAACTATGAATGAAA
TTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAACTACACAGGCTTAATATATACCTTAAT
TGAACAATCACAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAATCTGTGG
AATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGGGGTTTAATAGGTT
TAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTAT
TAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATT
GGTAGAGCTATCCTTCACATACCTAGAAGAATAAGACAGGGCTTAGAAATAGCTTTGCTGTAA 
>JX864020 
ACTGCAGAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGATGCGAATACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGCAGTATTGAAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAT



CAGATGCATAAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTGAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTACTCCTACTAGTGGGAGGCAAGAAGTGAAAAACTGCTCTTTCAATATTACCACAAG
CATAAAAGATAAGGTAAAGAAAGAATATGCACTCTTTTATAGAGTTGATGTAGTACCAATAACAGATGATGAG
AACAATACTAGCAGTACCAATGCCAGCCATGAGTTCTATAGGCTGATAAATTGTAATACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAA
GTGTAGAGACAATCAGTTCAATGGAACAGGACTATGCAGAAATGTCAGCACAGTACAATGTACACATGGAATT
AAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAAAGGTAATGATTAGATCTGCCA
ATTTCTCAAATAATGCTAACACCATAATAGTACAATTGCAGAAACATGTAAACATTACTTGTGTAAGACCTGG
CAACAATACAAGAACAAGTATACACATGGTACCAGGGAAAGCATTTTATGCAAGGAAAGCATTTTATCCAACA
AGCGGCATAATAGGAGATACAAGGGCAGCACATTGTAACCTTAGTAAAATACACTGGAATGACACTTTGAGGC
AAATAGCTGAAGAATTAAGAAAACAATTTGGGGAAAATACAACAATAGCCTTTAAGCAATCCTCAGGAGGGGA
CCCAGAAATTGTAGCACATACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGATAACCTAACCTG
GATGCAGTGGGAAAGAGAAATTGACAATTACACAGATGTGATATACAACTTACTTGAAATTGCACAGAACCAA
CAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAA
AATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTCAATGCCACA
GCTATAGCAGTTGCTGAAGGAACAGATTGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCTTTTCTTAACA
TACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATATAA 
>JF320375 
GCTACAAAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTATTATTGGAAAATGTGACAGAGAATTTTAACATGTGGAGAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTACAGAATAGTACTAATTTGCAGAATGGCACTATTGACCAAGACATGGAAAG
GGAAATAAAAAATTGCTCTTTCAATGTCACCACAGGCATAAGAGATAAGGTAAAAAATGAATATGCACTTTTT
TATAAACTTGATGTAACACCAATAAAAAATGATAATGCAAGCTATACATTGATAAATTGCAACACCTCAGCCA
TTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTGATTAGAT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAACTGAATAAAACTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGTGCATTTTATGCAACAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTACAACAGATAGCTACAA
AATTAAGAGAACAATTCAAGAATAAAACAATAATCTTTAATCAACCATCAGGAGGAGACCCAGAAATTATACT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGACACGATTTGGAATAACATGACCTGGATGGAATGGGACAGAGAAATTAACAA
TTACACAAACTTAATATATACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGAATTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAAAAATATTCA
TAATGGTAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATAACACAGCTATAGCAGTAGCAGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAACTTATAGAACTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>JF320563 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCATCCACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATGATAAAGAGGCTCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGCAAATGTGACGGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAATTGTACTGATTGGACTGGGAATGGTACCAATGCCAATACTAGTGTAACTCCTAATACTAATGA
AGGAGGAGTAAAAAACTGCTCTTTCAACGTCTCCTCAATCATGAGAGATAAGGTGAAGAAAGAATATGCACTT
TTTTATGAATTTGATGTAACAAAAATAAATGATAATAATAATACTTTCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGACCATGTAGAAATGTTAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTTTCAACTCACCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TAAGATCTGAAAATATCACAAATAATGCCAAAATCATAATAGTACATTTAAATGAATCTGTAACAATTAATTG
TACAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTACAGCACAATGGAATAACACTTTAGCAAAGGTAG
TTAAAAAATTAGGAGAACAATTTAGGAATAAAACAATAGTTTTTAACCAATCCTCAGGAGGAGATCCAGAAAT
TGTATTTCACAATTTTAATTGTGGAGGAGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTC



CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAGAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAAT
TGACAATTACACAGAAGTAATATATGGCTTACTTGAAGAATCACAGAACCAGCAAGAAAAGAATGAACAAGAG
TTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGGTAGTAGCAGGCCTGGTAGGTTTAAGAATAATTTTTGTTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTGTCATTTGCTGTCAGCTTGTTCAATGCCACAGCTATAGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAAATATTACAAAGATTTTTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGG
GATTTGAAAGGGCTTTGCAATAA 
>JF320530 
GCTAAAGAACGATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATCACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCACTGATATTAATGCCACTAATATTAATACCACTAATATTAATACCACTAGTAGTGGCGA
GATAGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCAGAATAGATAAGAAGAAAACAGAATAT
GCACTTTTTTATAATCTTGATGTAGTATTAACAGGAGAGAATAATAACAGCTATAGGTTGACAAGTTGTAACA
CCACAACCATTACACAAGCCTGTCCAAAGGTATCCTGGGAACCAATTCCCATACATTATTGTACTCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCATAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAACAAGAGGTAG
TAATTAGATCTGAAAATTTCACGAACAATGTTAAAACCATAATAGTACAGCTGAAGGACCCTGTAGCAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGCCTAGGGAGAGCATTTTATGCAACAGGA
CAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAAGGCAGAATGGAATAACACTTTACATCAGA
TAGTTAGCAAATTACGAGAACAATTTGAGAATAGAACAATAGCCTTTAATAAATCTTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAACTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATAAAACACTAAATCAAATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGA
AATAGACAATTATACAAACAAAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAA
GAATTGTTAGAATTGGATAAGTGGTCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTGTAGTAAAAAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATCAGTTTGTTTAACACCACCGCTATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAATAGTACAAAGACTTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGAC
AGGGAGCGGAAAGGCTTTTGCTATAA 
>JF320631 
GCCACAGAGCAATTGTGGGTCACGGTCTATTATGGGGTACCCGTATGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGATACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTTCCATGGGGGATAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAACTGCACTGATAGATTAAAGAATGATAGTAGGAATAAGAGTACTACTGCTTCATCGCTTATAGA
GGTAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAATCATGAGAGATAGGTTTCAGAAAGAATATGCA
CTTTTTCATAAGCTTGATGTAGCACCAATAGATAATAATGATAATAGTACTGATAACTATACCAGTTATAGGT
TGATAAGTTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAAACGTTCAATAGAACAGGACCATGTACAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTCAATGGCAGTCTAG
CAGAAGAAGAAGTAATGATTAGATCTGAAAATTTCTCAAACAATGCTAAAACTATAATAGTACAGCTGAATGA
AACTGTAGAAATTAATTGTACAAGACCTGATAACAATACAAGGAGAGGCATACACATAGGACCAGGGAGAGGA
TTATTTTATACAGGAGAAATAATAGGAGATATAAGACGAGCACATTGTACCATTAATAAAACACAATGGAATA
ACACTTTAAAACGGGTAGCTACAAAATTACACCAGCAATTTGGGAAAGAAAAAATAATCTTTCAAAACTCCTC
AGGAGGGGATCCAGAAATTGTAATGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATAGGGATTTGGGGATGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATACTAATTAGAGTAGGAAATCCTATGATGACATTTGGAATAACAGTAACATGAC
CTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGAATTAATATACAGCTTACTTGAAGAATCGCAAAAC
CAACAAGAAAAAAATGAACAAGACTTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTAGCTGTTAGCTTGCTGAATGCT
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAATTTGGAGAGGTTTCCTCC
ACATACCTAAAAAAATAAGACAGGGCTTTGAAAGAGCTTTGCTATAA 
>JF320045 
GCTGCAGAGCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGATGCAAAAACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTTCCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTCAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTACTTTGAAGGATATTAATTGCACGAGTTGGAATGCTACGGGTTTAAATGATACTGG
TGCCAATGAGTGCGCTGCTTTGAAGAATATTACTGACTTTAATAGAACAATAATAGAGGGGGGAGAAGAGATA
AAAAACTGCTCTTTCAATATCACCACAAATATGAGAGATAGAGTACAAAAAGAATATGCATATTTTTATACAA
TGGATGTAGTACAAATAGATGATAAGGATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCCTTAC
ACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTA
AAATGTAACAATAAGACATTCAGTGGAAAAGGACCATGTACCAATGTCAGCACAGTACAGTGTACACATGGAA
TTAAGCCAGTAGTATCAACTCAACTGTTGTTAAATGGTAGTCTAGCAGAGGAAGAAGTAGTAATTAGATCTGA
TAACTTCTCAGAAAATACTAAAATCATCATAGTACATCTGAATGAATCTGTGGAAATCAATTGTACAAGACCC
AACAACAATACAAGGAAGAGTATACATATAACACCAGGGAGATCATTTTTTGCAACAGGAGAAATAATAGGGG
ATATAAGACGAGCATATTGTAATGTTAGTAAAGCAAAATGGAATAACACTTTAAAACACATAGCTAAAAAATT
AAGAGAACAATTTGGGGATAATAAAACAATAGCCTTTAATCAATCCACAGGAGGGGACCAAGAAGTTGCAATG
CACATTTTTAATTGTGAAGGGGAATTTAAGCAGCTCCGGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGG
ATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATATTAG
TTGGAGTAATAAAACTTATAGGGAGATTTGGGACAACATGACCTGGATGGAGTGGGAAAAAGAAATTGAAAAG
TACACAGGCGTAATATACACCTTAATTGAAAAATCGCAAAGCCAACAAGAACAGAATGAACAAGAATTATTAG
AATTAGATAAATGGGACAGTTTGTGGAGTTGGTTCAGCATAACAAACTGGCTGTGGTACATAAAGATATTCAT
AATGATAATAGGAGGCTTGATAGGTTTAAAAATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATA
GGGTTATAGAAATAATACAAAGGGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGAGCAGA
AAGGGCTTTGATATAA 
>JF320173 
GCTGCAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTTGTGTAAAGAATGATACGAACGGAGAATTCAGAAACTGCTCTTTCAATGTCACCTC
AGACACAAGAGATAAATACCAGAAAGCATATGCACTTTTTTATAGACTTGATGTAGTACCAATAGATAAGGAG
AATACTAGTTGTAATAATGATAGCCAGAATAATTATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCT
TCTAAAGTGTAAAGATAAGAAGTTTAATGGAAAAGGACTATGTAACAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAAATAGTAATTAGAT
CTGACAATTTCACAAACAACGCTAAAACCATAATAGTACAGCTAACAGAAGCTATAAAAATTAATTGCACAAG
ACCCAACAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAGGGAAGCACATTGTAACATTAGTACAACAGACTGGAATCACACTTTAAGTCAGGTAGCTATAA
AATTAGAAGAACAATTTAACAAAACAATAGTCTTTAAGCCATCCTCAGGAGGGGACCCAGAAATTGTATCACA
CAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATTCTAGTT
GGAGCAATAAATCTTATGATCAGATTTGGGATAACATGACCTGGATGCAATGGGAAAAAGAAATTGAAAATTA
CACAGGCTTAATATACACCTTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCA
TTAGATAAGTGGGAAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTGTGCTGTATTTTCTTTAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGG
GTTATAGAAATAGTACAAAGGGCTTGTAGAGCTATTATCAACATACCTGTTAGAATTAGACAGGGCTTGGAAG
GGGCTTTGTTATAA 
>JF320387 
GCTACAGAAAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGAGACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATGACATGGCAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCATTATGTG
TTATCTTAAATTGCACTGATTTGGGGAATGATACTACTGTTACTAATATTGATGGTAATAATGCTACTGATAT
TCAAAAAAAGGAAGTGCTTAGCGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCACAAAAGATAAGGTA
AAAGACTATGCATATTTTTCTACACTTGACATAGTATCAATAGGTAATAATACTAATAAGCACAGATATAGGT
TGATGAGTTGTAACACCTCAGTCACCACACAGGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTA
CTGTGCCCCGGCTGGTTTTGCGCTTCTGAAATGTAACAAGAAAAACTTTAATGGAACAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAG
CAGAAGGGGAGGTAGTACTTAGATCTGAGAATTTCACAGAAAATACTAAAACCATAATAGTACAGCTGAATGA
ATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGGAGAAGTGTACCTGTAGGACCAGGGAAGGCA
CTATATACAACAGACATAATAGGAGATATAAGACAAGCACACTGTATCATTAATGGAACAGAATGGAACAGTA
CTTTACAAAAGGTAGTTGAAAAATTAAGAGAAAAATTTAAGAATAAAACAATAGTCTTTAGGCAGCCACCCCC



AGGGGGGGACCCAGAAATTTTACTGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGACTC
CTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAACAAATCTCAGGATGAGATTTGGAAGAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACACAAATAATCTATTCCTTAATTTCGGAATCGCAGAACCAACAA
GAAGAGAATGAACTAGAATTACTGAAATTGGACCAGTGGGCAAATCTGTGGAATTGGTTTAGCATATCAAACT
GGCTGTGGTATATAAGATTATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTATT
TTCCATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAACTTATTCAATGCCACAGCC
ATAGTAGTAGCTGAAGGAACAGATAGGGTTATAGAACTAGTACTAAGAATTTGTAGAGCTATTCGCAACGTAC
CTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JF320117 
GCTGCACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
TCCCAGCCCACAAGAATTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCTAAAACCAACAGTAGTACCAATGCTACTGATACCAATACTAATAGTACCAA
GACTACTGATCAAATAAAAGACTGTACTTTCAACATCACAACAAGCATAAGAGATAAGCTGCAGAAAGAAAGA
GCACTGTTCTACAAAGATGATATAGTACCCATAGATAGTAATAATGATAGTAAGAGTACTAGTAATTATACCA
GATACAGGTTGATAAAGTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTCAGCCAATTCC
TATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGCAATGAGAAAAAGTTCAATGGAACAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACTCAACTACTGCTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCTCGGATAATACTAAAAACATAATAGTACA
GCTGAAAGAACCTGTAAAAATTAATTGTACAAGACCTAACAACAATACAAGGAAAAGTATAAATATAGGACCA
GGTAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGGAG
ACTGGAATCAGACTTTAAGCCAGATAGTTGGTAAATTAAGAGGAATATTTACAAATAAAACAATAGTCTTTAA
TCACTCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGGGGGGAGTTTAAGCAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGTAATAAAACGTATGACACAATTTGGGACAACTT
GACCTGGATGCAGTGGGATAAAGAAATTAACAATTATACAAACTTAATATACAAATTAATTGAAGAATCGCAA
ATACAGCAGGAAAAAAATGAACTAGAACTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAACTGGCTGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGGTAGGCTTAAGAATAGTTTT
TGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAACCTGGTCAAT
GCCATAGCCATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTATTACAAAGAACTTGTAGAGCTATTC
TCCACATACCTAGAAGAATAAGACAAGGCTTGGAAAGGATCTTGCTATAA 
>JF320182 
GCTAAAGACGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGATACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATAGCACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATATGACAGAAAATTTTAATATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCGTTATGTG
TTACTTTAAATTGCACTAATGTGAATGTTACTAGAAATAATAGCACTAGGTGGAATGATACCTGGGGAAAGAT
AGAGGAAGGAGAAATAAAAAACTGCTCTTTCAATGTAACCACAACCGTAAGAAACAAGATGCAGAGAGAATAT
GCACTTTTTTATAAACCTGATGTAGTACCAATAGATACTGATAATACAAGTTATACATTGATAAATTGTAATA
CCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTACCCCAGCTGG
TTTTGCGCTTCTACAGTGTAATGATAAGCAGTTCAGTGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGCATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAGGAAACTATAAAAATTAA
TTGTACAAGATTCAACAACAATACAAGGAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGA
GACATAATAGGAGATATAAGAGTAGCACATTGTAATCTTAGTAGAACAGGATGGAATAATACCTTACAACAGG
TAGTTACAAAATTAAGAGAACAATATGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAACACATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAAAGA
TACTTAGTGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAATGTTAGTTGGAGTAATAAACCTCTGAAAGAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGA
AATTAGCAATTACACAGGCATAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAA
GAATTATTGGCATTGGACAAGTGGGCAAATTTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTATAGTAGGTTTAAGAATAGTTCTATCTGTACTTTCTATAGCGAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAGTTTGTTCAATACTATAGCTATAACAGTAGCTGAG
GGGACAGATAGAGTTATAGAAGCAATACAAGGAATACCTGCAAGAATAAGACAGGGCATAGCAAGGGCTTT 
>JF320577 
GCTAAAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGATATTGGAAAATGTGACAGAAAAATTTAACATGTGGAAAAATGACATGGTAGAA



CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGTACTGATGTGGTGGTGAGGAATAGTAGCACTAATGGGAATGCTAGCGAAGAAATGAAAAA
CTGCTCTTTCAATATCGCCACAAACATAAGGGATAGATTTAAGAAAGAATATGCACTTTTTTATAAAACTGAT
ATAAAACAAATAGATGTTAAAAATAATGGGACTAATGCCACCTATACCAACTATACATTGATAAGTTGTAACA
CCTCAGTAATTACACAGGCCTGTCCAAAAGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGAGATTGTAACAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTATTGAATGGTAGTCTAGCAGAAGAAGGAGTAG
TAATTAGATCTGACAATTTCTCAAACAATGCTAAAACCATAATAGTACAGCTCAACACCCCTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGAATTTCTTTAAGTCCAGGGAGGGTATTTTATACAACAGGA
GAAATAATAGGAGATATAAGACGAGCACATTGTAACCTTAGTAAGACAGCATGGAATAACACTTTAAAAAGAG
TGGTTGAAAAATTACAAGAGCAATTTAAGAATAAAACAATAGTCTTTAACAGCTCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGA
TACCTAAAGGATCAACAGCTCCTGGGACTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAACACAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGAGAATTACACACAAACAATATACACCTTAATTGAAAAATCGCAAAACCAACAGGAACAGAATGAA
CAAGACTTATTGTCATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAA
TAGGGTTAGGAAGGGATACTCACCACTATCGTTTGCCATTAGCTTGCTCAATACTACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAATTATTACAAAGAATTTTTAGAGCCATTCTCCACATACCTAGAAGAATAA
GACAGGGTTTCGAAAGGGCTTTGCTATAA 
>KX156431 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGACGCAAACACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACGAGAAGCAGTATTAAATGTGACAGAGAATTTTAACATGTGGAACAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAGAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTTGAGGAATACTACTGGTACCACTAATAGTACTACTAATCCCACTAGTAATACTAT
TAATACCACTAGTAGTAGTGGAGGGAAGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACA
AACATAGGAAATAAGGTGCGGAAAGAATATGCACTTTTTAATAGACTTGATGTAGTACCACTGGATGATAATA
ATGATACTACCAACTATACGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCTTT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAAT
GGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAGTAATTAGATCTGCCAACTTCTCGGACAATACTAAAAA
CATAATAGTACAGCTGAACACATCTGTAGCAATTCATTGTATAAGACCCAACAACAATACAAGAAAAAGTATA
CCTATAGGACCAGGGAGAGCAATTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACA
TTACTGAAGAAGGTTGGAATAACACTTTAAAACAGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAAC
AATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGCTGGAGTAATAGATCTTACGATGACAT
TTGGAACATGACCTGGATACAGTGGGAAAGAGAAATTGACAACTACACAGACATAATATACGCTTTAATTGCA
GAATCGCAGAACCAACAAGACAAGAATGAACAAGAATTATTGGAATTAGGCAAATGGGCAAGTTTGTGGAATT
GGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGGTAATAGGAGGCTTGGTAGGCTTAAG
AATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGC
TTGCTTAATGTCACGGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATA
GAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>HQ216971 
GTTGCAGAACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAACACCTCTCTATTTT
GTGCATCAGATGCTAAGGCATATGAATCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTAAATTGCACTGATCCGAATAATACTACTAGTAACAATGCTACTAGTACCCCTAGTAATAGCAGGGA
AATGAAAAACTGCTCTTTCAATGTCACCACAAAAGTAAGAGATAAGATGCAAAGACAATATGCACATTTTTAT
AAACTTGATCTAGTAGCAATAGATGCTAAGAATAATGCTAGCTATAGGTTGACAAGTTGTAACGCCTCAGTCA
TTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAAAGGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAGTGTACACAT
GGAATTAAGCCAGTAGTGTCAACTCAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATTTCTCTAATAATGCTAAAACCATAATAGTTCAGCTGAATGAAACTGTAGAAATTAATTGTACAAG
ACCCGGTAACAATACAAGGAAAAGGATAAGTATAGGACCAGGGAGAGCATTTATTGCAACAGAACAAATAATA
GGAGATATAAGGCAAGCACATTGTAATATTAGTAGGGAAAAATGGAATAGCACTTTACAAAAGATAGCTTCAA
AGTTAAGAGAACAATTTGTGAATAAAACAATAGTCTTTAAGCCCTCCTCAGGAGGGGACCTAGAAATTGCAAT
GCACAATTTTAATTGTAGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG



GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTAATGTGCCATGGAATGCTA
GTTGGAGTCATAATAAATCTTACAATGAGATTTGGGAAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGA
TAATTACACAAGTATAATATACAGCTTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTA
TTGGCATTGGATAAGTGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTAATTTCCTTAGTAAATAGAGTTAG
GCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGTTTAACGCCGCAGCAATAGCAGTAGCTGAGGGAACA
GATAGGATTATAGAAGTAGTACAAAGATTCTTTAGGGGCATCCTTCACATACCTACAAGAATAAGACAGGGCT
TGGAAAGAGCTTTGCTGTAA 
>HQ908150 
GCTGCAGGAAACTTGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACACGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAGATGCATGCAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATGTGTCCACTACTACTGATGTGTCCAATAGTACTAATAATACCAATAGAAG
TGTCGAGGGAGAGATGAAGGGAGAAATAAAGAATTGCTCTTTCAATGTCACCGGAGGTATAAGAGATAAGATA
CAAAAAGAATATGCACTTTTGTATAAACTTGATTTAGTATCAATAGATAATAGTAATAATAGTTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCTGCTGGTTTTGCGCTTTTAAAATGTAATAATAAGACGTTCACTGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGATACAATGATTAGATCTGCCAATTTCTCGAATAATGCTAAAATCATAATAGTACAGCTGAATGAATC
TGTAACAATTAATTGTACAAGACCCAGCAACAATACAAGGAAAAGTATACATATAGCCCCAGGTAGAGCATTT
TATGCAACAGACATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTGAAACTGCTTGGAAGAACACTA
TACAAAGGATAGCTGGAAAATTAAGAGAACAATTTGGAAAGAATAAGACAATAATCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTA
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGGACGAGATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGATAATTACACAAATGTGATATATAGCTTAATTGAGAAATCGCAAAACCAGCAGGAA
AAGAATGAACAAGAATTATTAGCATTGGACCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTCTGTACTTTC
TATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCCGTTAGCTTGCTTGACGCCATAGCTTTA
GCAGTAGCTGAGGGGACAGATAGGGTTCTAGAAGCGTTGCAAAGAGCAGGTAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAATAA 
>HQ217045 
GCTGCAGAACAGTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGTTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCGAATGTTACTAGGACCAATAATCCTAGTCCCACTACTACTCCTACCACTAC
CACTAGTAGTAACATTAGTGGTATAGGGAAATTGGAAATGAAAAACTGCTCTTTCAATATCACCACAAACATA
AGAGATAGGGTGCAAAAAGAATATGCAGTTTTTTATAAAACTGATATAGTACCAATAGAGGAAGATAATAATA
CCAATACCAGCTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGAT
ATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAT
TTCAATGGAACAGGGCAATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAA
CACAGTTGCTGTTAAATGGCAGCCTAGCAGAAGAAGATATAATACTTAGATCTGAAAATTTCACGAACAATGC
TAAAACCATAATAGTACAGCTGAATACACCTGTAGGAATTAAATGTATAAGACCCAACAACAATACAAGGAAA
AGTGTACGTATAGGACCAGGGGCAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATT
GCACCATTAAGGGAACAGAATGGAATAAAGCTTTGTATCAGGTAGCTGGAAAATTAAAAGAACAATTTAATAA
AACAATAGTCTTTAATAAGTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAAGTACCTAAATGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAAAATCTGAGTCA
GATTTGGGATAAAATGACCTGGATGCAGTGGGAAAGAGAAATAGACAATTACACAGACTTAATATACAGCTTA
ATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTAATATAACAAACTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATATTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCT
GTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAA
TTTTTAGAGCTTTTCTTCATATACCTACAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>HQ908184 
GCTACAGAAAAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATGCTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA



CAGATGCATAAGGATATAGTTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTACTGGAAGAATAATACTAATGTCACTGAGGAAATAAAAGGAGAAATAAAGGA
AATAAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAATATAAGAGATAAGGTGCAAAACACATAT
GCACTTTTTTATAAAACTGATGTAGTGCCAATAGGAAATATTACCAATACTACCACTACCAACTATACCAACT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATCCAAAGTTCAATGGAACAGGACCATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCA
GTCTAGCAGAAGAGGTAATAATTAGATCTGAAAATCTCACGGACAATGCAAAAATCATAATAGTACAGCTGAA
AGAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGCATACACATAGGACCAGGGAGA
GCATTTTATGCAACAGGAGACATAATAGGAAACATAAGACAAGCATATTGCAACATTAATATAACAAAATGGA
ATAACACCTTAGAAAGGGTAACTGAAAAATTAAAAGAACAATTTAATAATAAAACAATAATTTTTAATCACTC
CTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTTTAACTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGA
ATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAATCATTT
GCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTGAGCCAGATTTGGGATAATATGACATG
GATGGATTGGGACAGAGAAATTAACAATTACACAAGATTAATATATGACTTACTTGAAGAATCGCAGAACCAA
CAAGAGAAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTCAACGCCACA
GCCATCGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGGACGGAGAGCTTGTAGAGCTGTTCTCCACA
TACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGATATAA 
>KM353733 
GCTAGAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATAGTACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTCTTGATAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACCTTAAATTGTTCTACCTGGAAAGGAAATGCTACTAAGACTAATAACACTTCCCATAATGGCACTATAGA
CAATGAAGAAGTAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAGGAGATGGGGTGAAGAAGAAAGAA
TATGCACTTTTTTATGGAATTGATTTAGTACCAATAGTTGAGGGTGGTACTACTAAGGATAATACTACCAAAT
ATAGGATGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCAT
ACATTTTTGTACCCCGGCAGGGTATGCAATACTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGT
AACAATGTCAGTACAGTACAATGTACACATGGAATTAGACCAGTAGTAACAACTCAACTGCTGCTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTTACACTAAATACTAAAACTATAATAGTACAGTT
GAATGAATCTATAAGAATTAATTGCACAAGGCCTAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGG
AGAGCATTTTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTATAGCACAAT
GGAATAACACTTTAAAAAGGATAGTTACAAAATTAAGAGAACACTATCCGAATAAAACAATAAAATTTAATCA
CTCCTCAGGAGGGGACCCAGAAATTGTAATGCATAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCG
AGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTGGGACTTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGCAATAAAACTCTGAATCAGATTTGGGATAACATGAC
ATGGATGGATTGGGAAAGAGAAATTAACAACTACACAGGCTTAATATACACCTTAATTGAAGACGCACAGCAC
CAACAAGAAGAGAATGAAAAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCAGTATCGTTTGCTGTTAGTTTGCTTAATGCT
ATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTTTAGAGCTATCCGCC
ACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KM354114 
GCTGCAGAAAAAGAAAAACGGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGATGCAGTTACCACTC
TATTTTGTGCATCAGATGCTAAGGCATATGATACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATG
GTAGACCAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCAC
TCTGTGTTACTTTAAATTGCACTGATTATAACAATACTGCTGATTATAAAAATGCTACTAATAGTGGGAGCGG
AGAACTAAAGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAAGCATAAAAGATAAGGTG
GAAAAAGCATATACACTCTTTTATAAACTTGATTTAGTACCAATAGAAAATGATAATACTAGTACTAACTATA
GGATGATAAGTTGTAACACCTCAACCATTACCCAAGCCTGCCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTGGAGATACAAATTTCAATGGGACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTAAAAACATCACGGACAATACTAAAAACATAATAGTACAGCTGAA
TGTATCTGTAGAAATTAATTGTACAAGACCTGGCAACAATACAGGAAGAGGTATACCTATAGGACCAGGGGGA
GCATTCTATAACACAGAAAGTATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAACCAAATGGA
AAGATGCTTTAAGACAGGTAGCTGAGAAATTAAGAAAACACTTTAATAATAAAACAATAATCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGA



GTCTTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAATAGATCTCTAAATGATATTTGGCAGAACATGACCTG
GATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAGCTTAATTGAGGAATCGCAGAACCAG
CAGGAAAAGAATGAGCAAGAATTATTGGAATTGGATCACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCATTGTAGGTTTAAGAATAGTTTTTACTGT
AATTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCAATATCGTTTGCTGTTAGCTTGATTAATACAATA
GCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAACTAGTACAAGGAATTGGTAGAGCTGTTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAGTAA 
>HQ217096 
GCTACAGAAAAGTTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAACTGCACTGATGCTGAGAGTACCACCACTAGTAGTGCCACTAATAATGGCACTGATGGTAATGA
TGCCGGTAATGCCACTAGTGGTGGCACTACTGGTGATGGTACCACTAAGAGTATCTGGGGAGAGATAGAGAAA
GGAGAAATAAAAAACTGCTCTTTCAATACCACCACAGGCATAAGAGATAAAATACAGAAAGACTATGCACTGT
TTTATAGCCTTGATATAGTACCAGTAGAAGATAGTAATATCAGTTATAGGTTGGTAAGTTGTAACACCTCAGT
CATTACACAGGCCTGTCCGAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCG
ATTCTAATGTGTAAAGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAATACAATGTACAC
ATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGACATAGTAATCAG
ATTTGAGAATATCACAGACAATGCTAAAGCCATAATAGTACATCTGAACGAATCTATAAAAATTAATTGTACA
AGACCTAACAACAATACAAGAAGAAGTATAACTATAGGACCAGGGAGAGCATTTTATGGGACAGACATAATAG
GAGATATAAGAAAGGCACACTGTAACATTAGTGGAACAGAATGGGAAGACGTTTTAGAACGGATAGTTATGAA
ATTAGGAGAAAAATTTGAGAATAAAACAAGAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTGTA
ATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTCCTGGCTATAGAAAGATACCTAA
AGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAC
TAGTTGGAGTAATAAATCTATGGATGAGATTTGGAATAACATGACCTGGATGGACTGGGAAAAAGAAATTGAT
AATTACACAGGCTTAATATACACCTTACTTGAAGTCGCGCAAAACCAACAAGAAAAAAATGAACAAGAATTAT
TGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAGAATATT
CATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGG
CAGGGGTATTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCACGGCCATAGCAGTAGCTGAGGGGACAG
ATAGGGTTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACAAGGATAAGACAGGGCTT
GGAAAGAGCTTTGCTATAA 
>HQ217102 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGATAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCATTCTGTG
TTACGTTACGGTGCACTGATGTTGGGAATACTACTGGGAATAGTACTGAAAACAAGAATAGTAGCATGGGAGA
GTTGGAGAAAGGAGAAATAAAAAACTGCACTTTTAATATCACCACAAATATGAGAGATAAGGTGAAGAAAGAA
AGGGCACTTTTTTATAGACTAGATATAGTACCAATAGATGATAATAATAGTACCAGTAGTAATAATAACTACT
ATAGGTTGATAAGTTGTAACACCTCAGTCACTAAACAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAATAATAAGACGTTTAGTGGGACAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGGGGAGATAGTAGTTAGATCTGAAAATTTCACAAACAATGCTAAAAACATAATAGTGCATCT
GAATGAAACTGTAAACATTACTTGTGTAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGG
GAGGCAATTTATACAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTTCTCGAGCAGCAT
GGAAGAACACTTTAAAAAAGGTATCTCTAAAATTAAAAGAACAATATCAAAATGCAACAACAATAGTCTTTAA
TCACTCCTCAGGAGGGGACCCAGAAATTGTAACACATAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTGGGATGCCATTTGGAATAACAT
GACCTGGATGCAGTGGGAAAAAGAAATTGACCAGTACACAGACGAAATATACAACTTAATTGAAAAATCGCAA
AACCAACAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGACTTGGTTTGACA
TATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTT
TACTGTGATTTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAACTTGCTCAAT
ACCACGGCTATAGCAGTAGCTGAGGGAACAGATAGGATTTTAGAAGCATTGCAAAGAATTTTTAGAGCTATCC
TTCACATACCTAGAAGAGTAAGGCAGGGATTAGAAAGGGCTTTGCAATAA 
>JN687759 
GCTGCTGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAATAGAATTGAAAAATGTGACAGAGGATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAGATTGCACGGATGTGGGGAATTATACTAATAATAGTAGCAAGGAAACATTGGAGATGAAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAGCCATAAAAGATAAGGTGCAGAGACAACATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAGAAAATGAGGGTAATGATACAACATATAGTAATACCAGCTTTAGGTTAATAA
GTTGTAATACCTCAAGAATTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGACAAGAAGTTCAATGGAACAGGAAAGTGTGCAGATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGCATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAG
AAGATATAGTAATTAGATCTAGCAATTTCTCAAACAATGCTAAAATCATTATAGTACAGTTAAAAGAGGCTGT
AAAAATTAATTGTACAAGGCCCAACAACAATACAAGAAGAAGTATACCTATGGGACCAGGGAGAATGTTTACA
ACAAAAATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTAGGAAAGATTGGAATGACGCTTTAAACC
AGACAGTTATAAAATTAAGAGAACAATTAAGAGAAAAACTTAAGAAGAATAATGCAACAATAAAATTTAGTCC
ACCCTCAGGAGGAGACCTAGAAATTGTAATGCACACCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCTTGGAATGCCAGTTGGAGTAATAAATCTCTAGATCAAATTTGGGGGAACATGAC
CTGGATGGATTGGGATAGAGAAGTTAACAACTACACAAACATAATATACAACTTGCTTCAAGAATCGCAGAAC
CAGCAGGACAAGAATGAACGAGAATTACTGGAATTGGATAAATGGTCAAATTTGTGGAGTTGGTTTAGCATAA
CAAATTGGCTGTGGTATATAAGGCTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCC
ACTGCCATAACAGTAGCTGAGGGAACAGATAGGGTCATAGAAGCAATACAAAGAGTTTGCAGAGCTATTCTCA
ACATACCCAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>JN687761 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCTAAAGCACATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACTCCACTCTGTG
TTACGCTAAATTGCACTGATCTTAATACAACCAATAGTAATAATGCAACCCATGATAATCATACAACCAATGG
TACTATTGATAGCGGGGAAATGAAAAACTGCTCTTTCAATATCACCACAGGAATACAGGATAAAAGAAAGAGA
GAATATGCACTTTTGTATAAACTTGATATAACACCACTAGATGGTAATAATAGTACTAGTTATAGGTTGATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCACTTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTAGCAATTTCATGGACAATACTAAAACCATAATAGTACAGCTGAATGAAACTGT
AGAAATTAAGTGTATAAGACCCAGCAACAATACGAGAAAGAGTATACATATGGGGCCAGGGAGAGTCCTTTAT
GCAACAGGAGAGATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGATAAGTGGAATAACACTT
TAAAAAGGGTGGTTAAAAAATTAAAAGAACAGTTTAATAAAACAATAGTCTTTAAGCCATCCTCAGGAGGGGA
CCTAGAAATTGTAACGCACACTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGACTGTG
GAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATATTAGTTGGAGTAATAAAACTCATGATCAGATTTGGAATAACATGACCTGGATGCAGTGGGA
AAAGGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAGGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACAATGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTAATTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCTATCCTCCACATACCTAGAAGAA
TAAGGCAGGGAGCAGAAAGGGCTTTGCAATAA 
>JN687762 
GCTGCAGATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGAGAGAGGTACATAACGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGCATTGGTAAATGTAACAGAAAAGTTTAACATGTGGGACAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAAGACTAATAATGTGACTGTTAATGCCACTGAGACGGGAGAGATAAAAAACTG
TTCTTTTAATATCACCACAGATATAGGAAATAAGGTGCAGAAACAATATGCACTCTTTTATAAACTTGATGTA
GTACCAATAGATAATGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTC
CAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTAAAATGTAGGCA
AAAGAATTTCAATGGGACAGGACCATGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGTCTATCAGAAGAAGGGGTAGTAATTAGATCAAAAAATTTCTCGG
ACAATGCTAAAACCATAATAGTACAGCTGAACGAAGCTGTAACAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAAAGTATACATATGGGACCAGGGAGAGCATTTTATACAACAGGAGATATAATAGGAGATATAAGACAA
GCAAATTGTAACATTAGTAAAGGAAAATGGGATAACACTTTAAGACAGATAGTTGAAAAATTAAAAGAACAAT
TTGGGAAGAATAAAACAATAGTCTTTGATCAGCAGCCCAGAGGAGGGGACCCAGAAATTGTAATGCACAGTTT



TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAG
CTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGCTGGAGTA
ATAAATCTTTAAGTGAAATTTGGGATAACATGACCTGGATAGAGTGGGAAAGAGAAATTGACAATTACACAAA
AGAAATATACAACTTAATTGAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGACTTACTGGAACTAAGT
AAATGGGACAATTTGTGGAATCGGTTTAACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGGATAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCACTATCATTTGCTATTAACTTGCTCAATGCCACAGCTATAGCAGTAGCTGAAGGAACAGATAGAGTTATA
GAAATAGTAAGAAGAACTTTTAGAGCTATTTTTAACATACCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTT
TGCTATAA 
>HQ217115 
GCTACAGAAGAAAAGTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTAT
TTTGTGCATCAGATGCTAAAGGATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCAC
AGACCCCAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAGAGTTTAATATGTGGACAAATAACATGGTA
GAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATGTTGGAAATATCACTAATTCAAATCATACGGAGGCCAATATTAGTAGCTG
GAACACGATGGAAAAAGGAGAAATAAAAAATTGTACGTTCAATACCACCACAGGCATAAGAGATAAAGTAAAG
AAACAAGATGCACTTTTTTATAGCCTTGATGTAGTACCAATAGATAATACTGAGAATAATACTGGGAATAATA
CTGAGAATAATACCAGATATATGTTGAGAAGTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATC
CTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGGAGTTT
AATGGAACAGGACAATGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGATAAAGTAGTAATTAGATCTAAGAATCTCACAGACAATGCTCA
AACCATAATAGTACAGCTGAAAGAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATGCATATAGGACCAGGGAGTGCATTTTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACACTGTA
ACATTAGTAAAGCAAAATGGAATAACACTTTAAGCCAGATAGCTGAAAAATTAAAAGAATATTTTAATAAAAC
AATAATTTTTTATCGACCCTCAGGAGGGGACCCAGAAGTTGTAATGCACACTGTTAATTGTGGAGGGGAATTT
AAACAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATAAAAT
TTGAAATAACATGACTTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAAGCAAAATATACACCTTACTT
GAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGA
ATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAATTATTCATAATCATAGTAGGAGGCTTAATAGGTTT
AAGAATAGTTTTTGCTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTT
AGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAGGGGACAGATAGGATAATAGAAGTACTACAAGTAGGTT
GGAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCCTGGAAAGAGCTTTGCTATAA 
>KM259082 
ACTACAGAAAATTTGTGGGTAACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATACTACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGAAAAATGTAACAGAAGAATTTAACATGTGGAAAAATGACATGGTGGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAACAAGACTACTAACGCTACTGATAGCAATGATAATAGTACTAGTAGCTG
GATGTCAGAGGGGAAGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATAAGGGATAAGATGAAG
AAGGAATATGCACTTTTTTATACACTTGATATAACACCAATAGATAATGATAATAACAGCTATACATTGACAA
GTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTGCAGTGTAACGAGAAGAACTTTACTGGAAAAGGCCCATGTAAAAATGTGAGT
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAA
AGGAGGTAATAATTAGATCTGACAATATCACGGACAATACTAAAACTATAATAATACAGTTAACAGAACCTGT
ACAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAGGTATACACCTAGGACCAGGGGGAGCAATTTAT
GCAACAGGAGACATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAGAGAACAATGGAATAACACTT
TAGGAAAGATAGTTGAAAAATTAAGAGAACAATTTAATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCCAGAGTACTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCCCCACTG
CTGTACCTTGGAATGCTAGTTGGAGTAATAGATCTCTAGATGAGATTTGGCAGAACATGACCTGGATGGAGTG
GGAAAAAGAAATTGACAATTATACAAGCATAATATACACCTTAATTGAAGAATCACAAAACCAGCAAGAAAAG
AATGAACAAGAATTATTGCAATTAGACAACTGGGCAAGTTTGTGGAATTGGTTCAGTATAACAAACTGGCTGT
GGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGTAGTACTTTCAAT
AGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTGTTAGCTTGCTTAATGCCATAGCTGTAGCA
GTAGCTGAGGGAACAGATAGGATTATAGAAGTGTTACAAAGAATCTTTAGAGCTATACTTCATATTCCTACAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>HQ908139 
GCTACAGATAAATCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCTACAGA



CCCCAACCCACTAGAACTAAACTTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTCTAAATTGCACTGATTATGGTAATGATACCACTAGCAACAATAGTAGTGGCTGGGAAATAATGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGAAGAAAGAATATGCACTT
TTTTATAGCCTTGATGTAATACAAATAGATAATGACAATAACAGCAAAGGCAATAATACCAGCTATAGGTTAA
GAAGTTGTAACACCTCAGTCATTACACAGGCATGTCCAAAGGTATCTTTTGAGCCAATTCCAATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGCAATGATAAGAAGTTCAATGGAACAGGGTCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAACTCAACTATTGTTAAATGGCAGTCTAGCAA
AAGAAGAGGTAGTAGTTAGAGCTGAAAACTTCACAAACAATGCTAAGATTATAATAGTACAGTTGAATGAATC
TGTAGCAATCAATTGTACAAGACCCAATAACAATACAAGAAAAGGTATATCTATAGGACCAGGGAGAGCATTC
TATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAGATTGGAACAACA
CCTTAAAGAGGGTAGCTGAAAAATTAAGAGAACAATTTAAGAATAAAACAATAGCCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTCTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGGTTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTAATGTGCCTTGGAATACTAGTTGGAGCAATAAAAGTCTAAATGACATTTGGGATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTAACAATTACACACACATAATATACGACTTACTAGCAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGGGGATTAATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTGCAAAGAATTTTTAGAGCTATTCTCCACATACCTA
CAAGGATAAGACAGGGCTTTGAAAGAGCTTTGCTATAG 
>HQ217160 
GCTGTAGAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTGATGAGTAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCAAAAATGTTACTAGTAATGCTACTGCTGCTAATAATAGTATTAGTGAAGATACTGACAT
GAAAAACTGTTCTTTCAATGTCAGCACACCCATAAAAGATAAGATGCAAAAACAATATGCACTTTTTTATAAA
CTTGATATAGTACCAATAGATGATGATAATAAGACTAATACTAGCTATAGATTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATAATAAGACGTTTGATGGAAAAGGACAATGCAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGGGGTAGTAATTA
GATCTGACAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATACATCTGTAGAAATTAATTGTAC
AAGACCAAACAACAATACAAGAAGAGGTATACCTATAGGACCAGGGAGAGTATTTTATACATCAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCACAATGGAATAACACTCTAAAAAAGATAGTTAAAA
AATTAAGAGAACAGTTTAAGAATAGAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTACAAC
ACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAG
GATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGAAATGCTA
GTTGGAGTAATAGATCTCTGGAACAGATTTGGGATAATATGACCTGGATGCAGTGGGAAAAAGAAATTAACAA
TTACACAAAATTAATATACACATTAATTGAAGACTCGCAAAACCAACAAGAAAAGAATGAACTAGAATTATTA
GAATTAGATAAGTGGGCAAATTTATGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAAAGATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTCGCTATCAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAGGGAACAGAT
AGGATTATAGAAGCAGTAGGAAGAATTGTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAAGGCTTGG
AAAGACTTTTGATATAA 
>FJ469689 
GCTACAGAAGATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGGATATGAAAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAGGATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATTGGAATGCAACTGGTGCCAACGTTACTAGGAGTAACGGGGGGAATGCTACTAA
CACCACTGGCTGGATGGACGGAGGAGAAATAAAAAATTGCTCTTTCAATATTACCACAAACCTTAGAGATAAG
GTGGAGAAAAAATATGCGCTTTTTTATACACTTGATGTAACACAAATAGGTGATACACAAATGGATAATACTA
GTAGTACTAATTATAGTATATATAGGTTGACAAGTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAAAC
ATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAT
TTCAATGGAACAGGAACATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATCAAGCCAGTAGTATCAA
CTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAACTTCTCAAACAATGC
TAAGGTCATAATAGTACAGCTGAATGCATCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAACA
AGTATAAACATAGGACCAGGCAGAGCATGGTATACAACAGGACAAATAACAGGAGATATAAGACTAGCATATT
GTAACATTAGTGGAAAAAATTGGAGCAACACTTTAAAACAGATAGTTGAGAAATTAGGAGAACAATTTAGGAA



TAAAACAATAATAAAGTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTACTGCACAGTTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTAT
GAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAGACTTAATATAC
CTCTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAA
ATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCCT
GATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGCCG
TTCGCTGTTAGCTTGCTCAACACCATAGCCATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTAC
AAAGAACTTTTAGAGCTATCCTTCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ469707 
GTTGCAGGACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGTAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATACCATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTTTAATATCAATGCTACTAACACCACTAACACCAAATTTTATAACTTGACAAG
GATGGAGCAAGGAGAAATAAAAAACTGCTCTTTCAACATCACCTCAAGCATAAGAGATAAGATGCAGAAAGAA
TATGCACTTTTGTATAAATATGATATAGTACCAATAGATAATAATAATACTAGATATAGGTTAATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAAGTAACCTTTGAACCAATCCCCATACATTACTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAGTGGAAAAGGAGGATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAACGGCAGCCTAGCAGAAGAAGAGA
TAGTAATTAGATCTGACAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAGTCTATAGTAAT
TAATTGTACAAGACCCAACAACAACACAAGAAAAGGTATAAATATAGGACCAGGGAGAGCATGGTATGCAACA
GGAGAGATAACAGGGGATATAAGAAAGGCACATTGTAACATTAGTAAAGCAAGATGGAATAACACTTTAAAAC
AGATAGTAAGAAAATTAAGAGAACAGTTTAAGAATAAAACAATAGTCTTTAATCAATCCGCAGGAGGAGACCC
AGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAA
AGAAATTGACAATTACACAGGCTTAATATATAATTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAA
CAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCAATAGTGAA
CAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTAGCT
GAGGGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTTTTAGGGCTATCCTCCATATACCTACAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469716 
GCTACAGCAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGGATTCAAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTCTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAGATTGTACTAATGTCAATGGTACTAAGGCCAATGGTACTAGTAGCACTAACGGTAGTTTGAAAAA
GGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGGGTAAGAGATAAGGTGAGGAAAGACTATGCT
CTCTTCTATAGACTTGATATAGTACCAATAAAGGATGAGGATAATAACAACAATACCAATAATAATAGCTTTA
GATTGATACATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGCAGTTCAATGGAACAGGAGCATGTAAG
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTC
TAGCAGAAGGAGGAGTAGTAATTAAATCTGAAAATCTCACGAACAATGCTAAAACCATAATAGTGCAGCTGAA
TACATCTGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGAAAAGGTATATATATAGGACCAGGGAGA
GCAGTTTATGCAACAGGAAGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGAAAGCAAATGGA
ATGAAACTTTAATACAGGTAGTTAAAGAATTAAGAAAACAATTTGAGAATAAGACAATAGTCTTTAATTCATC
CTCAGGAGGAGACCCAGAAATTGTACATCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTTTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTGACTCAGATTTGGGAAAACATGACCTG
GATAGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAGTTTGCTTGAAGAATCGCAAAACCAG
CAAGAAAAGAATGAACAGGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTTCGATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTGTAGTGAATAGAGTTAGGCAGGGGTACTCACCAATATCATTAGCTGTTAGCTTGCTTAACGCCACA
GCAATAGCAGTAGCTGAAGGGACAGATAGAATTATAGAAATAGCACAAAGAATTTTTAGAGCTTTTATCCACA
TACCTACAAGAATAAGACAGGGCTTGGAGAGGGCTTTACTATAA 
>FJ469721 
GCTGCAGGCCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAATACCATTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGAACAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTTGAGAAAGAATAATAATACCAATCGTAATACCACTCATATTAGCACTAATAC
CACTGCCAGTAGCATAGAAGGGGAAAAGGGAGGAGAAATGAGAAATTGCTCTTTCAATATCACCACAAGCATG
AAAGATAATGTGAAAAAAGAACGTGCACTCTTCTATAATTTTGATGTAATGCCAATGGATGAGGGAAATAATA
CTGCTAATGCCAGCCATAAGCTCTATAGGTTGAGAAGTTGTAACACCTCAGCCGTTACACAGGCCTGTCCAAA
GGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGCTTTTAAAGTGTAATGATAAG
AAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTAT
CAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAGACAA
TGCTAAAATCATAATAGTACAGCTGAAGGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGA
AAAAGTATACATATAGGACCAGGGAGGGCATTTTATGCAACAGGAGACATAATAGGAAATATAAGGCAAGCAC
ATTGTAACATTAGTAAAACAAAATGGAAGAACACTTTGAAAAAGATAGCTGAAAAATTAGGGGCACAATTTGG
GAAAAACAAAACAATAATCTTTACCAGGTCCTCAGGAGGGGACCCAGAAATTGTAACGCACAATTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGG
GAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATC
TTACAATGAGATTTGGGATAACTTGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATA
TACACTTTGATTGAAGAATCGCAACACCAACAAGATAAGAATGAACAAGAATTATTGGCATTGGACAAATGGG
CAAGTCTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGG
CTTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTG
TCGTTTGCTGTTAGCTTGCTTAATACCGTAGCTATAATAGTAGCTGAGGGGACAGATAGGATTATAGAATTTT
TACAAAGAACTTTTAGAGCTATTCTTCACATACCTACAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTATA
A 
>MN516423 
GCTACAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAACTTTTACAATGTGGGAAAATAACATGGTAGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGACTGGTGCAGTAATACCACGTCAGGGGGTACGAATAAGAGCACAAGTTGTAATAC
TACTAGCACAAATAGTAGCGGGACATTGATAGGGGAAGTAAAAAGATGTTCTTTCAATGTCACCACAAGCATA
AGAGATAAAGTGGAGAAGGAATATGCACTTTTCTATAGCCTTGATGTGGTACGAGTAGAGAATGACAGCTATA
GGTTGATAAATTGTAACACCTCAATCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAATGTAATGATAAGAAGTTCAGTGGAACAGGACCATGTAAA
AATGTCAGCACAGTACACTGTACGCATGGAATTAGGCCAGTGGTAACAACTCAACTACTATTAAATGGCAGTC
TAGCAGAAGAAGAAGTAGTAGTCAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTGCAGCTGAA
CGAATCTGTAGTAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATACAACCAGGGGGA
GCATTTTATGCAACAGGGGAAATAATAGGAGACATAAGAAAAGCATATTGTACCCTTAATAGAACACAATGGA
ATAACACTTTAGAACAGATAGTTAAAAAATTAAATGAACAATTTAAGAATAAAACAGAAATAATTTTTAAACC
TCACTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGGATAATATGAC
CTGGATGCAGTGGGAAAAAGAAATTAACAAACACACAAAAGACATATACAAATTAATTGAACAATCGCAGAAC
CAACAAGAACGGAACGAGCAAGAACTATTGGAGTTAGATAAGTGGGACAGTTTGTGGAATTGGTTTGATATAA
CAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAGTTTTTAT
TATACTTTCTGTAGTGAATAGGGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTCAATGCC
ACAGCAATAGCAGTAGGTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCTTTTCTCA
ACGTACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTATAA 
>HQ217308 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACGTTAAATTGCACTAATTGGGATGGTAGGAATGATACTACAAATGTTACTAATAGGAATGGTACTACAAA
TGCTACTAATACCAATAGTAGTAGTTGGGAAAACATGGATGGAGAAATAAAAAACTGCTCTTTCAATATCACC
ACAAACAGAAGAAGTAGGGTGCAAACGCAACATGCACTTTTTAATAAACTTGATGTAGTACCAATAGATAGTA
ATAATAGTACAAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCTTT
TGAACCAATTCCCATACATTATTGTACTCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGAGTTCAAT
GGAACAGGGTTATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAATAATTAGATCTGAAAATTTCACAAACAATGCTAAAAC
CATAATAGTGCAGCTGAAGAATTCTGTAGAAATTAATTGTACACGACCCAACAACAATACACGCAAAAGTATA
CACACAGGACCATTGAGAGCTATTCATTTAACAGGAAACATAATAGGAGATATAAGACAAGCACATTGTAACG



TTAGTGCGGCAAAATGGAATAGCACTTTATCCCAGATAGTTAAAAAACTAAGAGGACAATTTAATAATAAAAC
AATAATCTTTAATCAGTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTT
AAGCAGCTCCAGGCTAGAGTTCTGTCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCT
GCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAATAAATCACTAGATGAGAT
TTGGAACAACATGACCTGGATGGAGTGGGAGAGGGAAATTGACAATTACACGAACTTAATATACTCCTTAATT
GAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGATTTATTGGCATTGGATAAGTGGGCAAATTTGTGGA
GTTGGTTTAACATAACACACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTT
AAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATT
AGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTT
GCAGAGCTATTCTCCACATACCTAGAAGAATCAGACAAGGCTTGGAAAGGGCTTTGCAATAA 
>JQ403058 
GCTACAGATAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCGACCCACGAGAAGTAGTACTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTTAGAGACTAATAGGACTGATGTAAATAATACAAGTACTAATAGTAGTTTGGA
AAAGGTAGAAGGAATGAAAAACTGCTCTTTCAATATCACCACAAGTGTAAGCGATAAGAGGAAGAAAGAATAT
GCGTTTTTTTATAACCTTGATATAGTACAAATAGAGGATAGTGATAATACTAGCTATAGGTTGATAAATTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAAAAGGACCATGTGCAAACGTCAGCACTGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTACTTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGCTATCAACAT
TACTTGTGTAAGACCCAACAACAATACAAGGAAAAGTATACCTATGGGACCAGGAAGATCATTTTATGCAACA
AGAAACATAACAGGAGATACAAGAAACGCACATTGTAACATTAGCAGAGCAAGATGGAATGAAACTTTAAGAC
AGATAGCTATAAAATTAAGAGAACAATTTGAGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAAGGTATAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CCTGGAATGCTAGTTGGAGTAATAAATCTCTGGACTATATTTGGGATAACATGACCTGGATGCAGTGGGAAAA
GGAAATTAGCAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAATCAACAAGAAAAGAATGAA
CAAGAGTTATTAGCATTAGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTATTGTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCCTTGTCATTCGCTGTCAGCTTGCTCAACGCCACAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAAATAGCACAAAGAGCCTTTAGAGCTATTATCCACATACCTAGAAGAATAA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JQ403059 
GCTAGAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACGCATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTAATTATGGGAATGTTACTAACATTAATGGAACGAATGGTACTAACATCAA
TAGAACGGAGGTGATAGGACAAATGGAGAAAGGAGAAGTAAAAAACTGCTCTTTCAATGTTACCTCAGGCATA
AAAGATAAGGTGAAAAAAGAATATGCACTTTTTTATAGCCTTGATATAGTACAAATACATGAGGAAAATAATG
CAAGCTATAGGATGATAAATTGTAATACATCAGTCATTACACAGGCCTGTCCAAAGGTATCGTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGTGTAATGAGAAACAGTTCAATGGAACAGGG
CCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGCCAATTTCTCAGACAATGCTAAAACTATAATAGT
ACAGCTGAATGAAAGTGTAGCAATTAATTGTACAAGACCCAGCAATAATACAAGAAAAAGCATACATATAGGA
CCAGGGAGAGCATGGTTTGCAACAGGAGAAATAACAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAG
TAGCATGGAATAAAACTTTAGAAAATATAGTCAAAAAATTAAAAGCACAGTTTAACAATAGCAAAATAGTATT
TAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACATTTTTAATTGTGGAGGGGAGTTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGACACAATTTGGCAAAA
CATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAACATAATATACTCCTTAATTGAGGAATCA
CAGAACCAGCAAGAAAAGAATGAACAAGAATTGTTAGGATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATATCACATTGGCTATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAAT
TTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCGTTGTCGTTTGCTATTAGCTTGCTC
AATACTACAGCCATAGCAGTAGCTGAAGGAACAGATAGGGTCATAGAAGTAGTACAAAGAGCTTTTAGAGCTT
TCCTCCATATACCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>JQ403060 



ACAGAAAAAAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGAAGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTAA
CTTTAAATTGCACTAAGGTTGAGCAGAAGAATGATACCACGAATGCTACTAGTGCTACAACGAATGCTACCAC
CTATAATATTAGCCAGGAAATGAAAAACTGCTCTTTCAATGTCACCCCAAATGTAAATGACAGGGTGGAGAAA
AATTATGCACTTTTCTATACATATGATATAGTACCACTAGATAAAAATAATAGTGATAGTACCAGCTATAAGT
TAATAAGTTGTAATACCTCAGTCGTTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCCTGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCACTTGCTGTTAAATGGCAGTCTAG
CGGAAGAAGAGATAGTAATTAGATCTGAAAATATCACAGACAATGTTAAAAACATAATAGTACAGCTGAACAA
TACTGTAAACATTACTTGTACAAGACCAAATAACAATACAAGGAAGAGTATACCTATGGGACCAGGGAGAGCA
TTTTATGCAATGGGAGAAATAATAGGAGATATAAGACAAGCACATTGTATCATTAATAAAACAGAATGGAATA
AAACTTTAGAACAGGTAGCTAAAAAATTAGGAGAACAATTTAAGAATAAAACAATAAGTTTTAGGCCCCCCTC
AGGAGGGGACCCAGAAATTGTAATGCACACCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTCTGGAAAGATATCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCAGTACCTTGGAATGATAGTTGGAGTAATAAATCTTTGAATGACATTTGGAATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGAAAATTACACAGGATTGATATACAACTTACTTGAACAATCGCAAAACCAACAG
GACAAGAATGAAAAAGACTTATTGGAATTAAGTAAATGGGACAGTTTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTTGATGCTACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAATTTTTACAAAGAGCTTGTAGAGCTATTCTCCACATAC
CTACTAGAATAAGACAGGGCTTGGAAAGGCTTTTGCAATAA 
>JQ403064 
GCTGCAAACAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACTACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATGAAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGCTAATATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATTATTTAAAGAATGATACCCATACCAATAATACTCAGAACAGTAACAATACTCA
GAACAGTAACAGTAGTAGCTGGGAAGCGATGGAGAGAGGAGAAATAAAAAATTGCTCTTTCAATGTCACCACA
GGTATAAGGGACAAAGTGCAGCAAGAATATGCAGCTTTTTATAAACTTGATGTAGTAGCAATAGATAATGATA
ATACCAGCTATAGGTTAGCAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATAATAAGATGTTCAATGGAACA
GGAACATGTACAAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTGGTATCAACCCAATTGCTGT
TAAATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGATAATGTTAAAGTCATAAT
AGTACAGCTAAATGTATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACCAGAAGAGGTATACATTTC
GGACCAGGGAAAACATTTTATGCAACAGGAGAGATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTG
AAGCAAAATGGAAGAACACTTTAAAACAGATAGCTGAAAAATTAGGAAAACAATTTGGGGAGAATAAAACAAT
AGCCTTTATGCCATCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCCAGAGTCCTAGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCATGACCAGATTTG
GGGAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACACAATATACACCTTAATTGAA
GAAGCGCAGATCCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTTGGAGGCTTGGTAGGTTTAAG
AATAGTTTTTTCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGC
TTGTTCAACGCCACCGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGGACAAAGATTTTTTA
GGGGTATCCTCCATATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTATAA 
>JQ403077 
GCTGTAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGCTTATGGGATCAGAGCCTAAAGCCGTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTGGAGGAATAATACTAATGCCACTACCGCTAATACCACTGGTAGTGGTAGGGG
ACAAATGGAATCAGACATGAAAAACTGCTCTTTCAATGTAACCTCAAACATAAGAGATAAAATGCAAAAGGAA
TATGCACTTTTTTATAAACTTGATGTAGTGCCAATAGATGATGGTGATAATAGTACTAATACTAGTTATAGGT
TGATAAGTTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTA
TTGTACCCCAGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGCATTAGACCAGTAGTGTCAACTCAACTCCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAAAATCATAATAGTCCAGCTGAATGA
AACTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCA



TTTTATGCAACAGAAAGCATATCAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAACAATGGAATA
GAACTTTAAGACTGGTAGTGGCAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTTTTTAATCGATCCTC
AGGAGGGGACCCAGAAATTGTAACTCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGCTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACAAGCAAAATATACACTTTACTTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTACT
TGCTATAATAAAGAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTCAACGCTACAGCT
ATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTACAAAGAATTTGCAGAGCTATCCGCAACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ403092 
GCTACAGAACAAATGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCGCAAGAAGTAGTATTAAGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCAATAATAATATTACTATTCATAATGTTACTGCTAATACGAGTGTTATTGCTAATATGAA
TGAAACTGATATGAAAAACTGCTCTTTCAATGCCACCACAAACATAGGAAAGAAGGTTCAGAAAGAATATGCA
CTTTTTTATACACTTGATATAATGCCAACAACAGCTGATGATAATACAAGCTATATATTGATAAATTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAAATAACCTTTGAACCAATTCCCATACATTATTGCGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGCAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTGGTATCAACTCAGCTGCTATTAAATGGCAGTCTAGCAGAAGAAGGGGTAA
TAATTAGATCTGAAAATTTCTCGGACAATGCTAAAAACATAATAGTACAGCTGAATAAACCTGTAATAATTAA
TTGTACAAGACCCAGCAACAATACAAGAAAAGGTATACACCTAGGACCGGGGCAGGCAATCTGGGCAACAGGA
CAAGTAGTAGGAGATATAAGACAAGCACACTGTAACCTTAGTAGAGCAAGTTGGAACAACACTTTAGAATTGA
TAGCTACAAAATTAAGAGAACAATTTAATAATAAAACAATAGCCTTTAATAAATCCTCAGGAGGGGACCCAGA
AATTACAATGCACAGTTTTAATTGTGGGGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACTTACAGGATCAGCAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAAAAATAAATCATACAGGGATATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGAAAATCATACAAGCTTAATATACACCCTAATTGAAGAATCGCAAAACCAACAAGAAAGGAATGAA
CTAGAATTATTGGAATTGGATAAGTGGACAAATTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGTAGTAGCT
GAAGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTTTTATCCACATACCTAGGAGAATAA
GACAGGGAGCAGAAAGGGCTTTACTATAA 
>JQ403093 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCACCAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAGATAGTATTAGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTCTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGCG
TTACTTTAAATTGTACTGATACTTGGAGGAATGATACCTCTCTCTATGACAATATCACTAATAGTAATTTGAC
AGGAGAAATAAAAAACTGCTCGTTCAATATCACCACAAGCATAAGAGATAAGATACAGAAACAATATGCACTT
TTTTATAAACTTGATGTAGTATCAATAGAGGATAATGATAAGAATAGGAGTAACTATGGTAGCTATAGATTAA
TAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAACAAAACATTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACTCAATTACTGATAAATGGCAGTCTAGCAG
AAGAAAAGATAGTAATTAGATCTGAAAATCTCGAGAACAATGCTAAAACCATAATAGTGCAGCTGAAGAAATT
TGTATACATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTGTAAATATAGGACCAGGGAGAGCATGG
TTTGCAACAGGAGAGGTAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGCAAAAGAATGGAATGAGA
CTCTATACCAAGTAGCTGAAAAATTAAGAGAACAATTTAGGAATAAAACAATAACCTTTAATTCATCATCAGG
AGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTA
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGCATGACATTTGGGATAACATGACCTGGATGCA
GTGGGACAGAGAAATTGCAAACTATACAAACATAATATACACCTTAATTGAAGAATCACAGAACCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTTCTATAACCCATTGGC
TGTGGTATATAAAAATATTCATCATAATAGTAGGAAGCTTGGTAGGTTTAAGAATAGTTTGTGCTATACTTTC
TCTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCTACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAGGAATTTGTAGAGCTATTCGCCACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>JQ403096 



GCTACAGACCAACTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGACGCAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTGCTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATACCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTACTAAACCTACTACTGATGACAATGCTACTGTGGAGGAAAAGATGGAAGGAGGAGT
AAAAAACTGCTCTTTCAATGTCACCGAAAGCATAGGAAATAAGGTGCGGAAAGAACATGCAATTTTTAATAAC
CTTGATGTAGTACCAATAAATGATAGGAGTAGTAATAGTAGTAATTCAAGCTATATGTTGATAAATTGTAACA
CCACAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGAACAGGACCATGCACAAATGTCAGCACAGTACAG
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATCTCACGAACAATGTTAAAACCATAATAGTACAGCTGAAGGATCCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACTAGGAAGAAGATTTTATACAAGACAA
ATAATAGGAAATATAAAACAAGCACATTGTAACGTTAGTGGGGAAAAATGGAATGACACTTTACATCAGATAG
TCAAAAAATTAAAAGAACAATTTAAGAATACAACAATAGTCTTTAATCAGTCCGCAGGAGGAGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGGGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTATAGAGAGAATATGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAGGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAGGAAAAAAATGAACAAGAA
TTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGCTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATATTCACCATTGTCATTGGCTGTTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAAGCAGTACGAAGAACTTGTAGAGCTATTCTTCACATACCTAGAAGAATAAGACAGG
GGTTAGAAAGGCTTTTGCTATAA 
>HQ217347 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCCCTCTATTTT
GTGCATCAGATGCTAAAGCATACGAAACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAGCCCACAAGAAGTATTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCCCTCTGTG
TTACTTTAAATTGCACGGATGCTATTATTACTAATGGTACCACTAATGGAAGTGATACCACTGATGGTAATAA
AACAGTTAGATACCCGGAGGAAGTAAAGAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGTTTCAG
AAAGCATATGCACTCTTTTATAAACTTGATGTAGTACCAATAGAGGATAATGTAGTACCAATAGAGAATAATA
CAACTAATAGAAATACTAGCTATAGGAGCTATAGGATAATACATTGTAACACCTCAGTCATTACACAAGCCTG
TCCAAAGGTAACCTTTGACCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAC
AATAAAACGTTCAATGGAACAGGACCATGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAG
TGGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGACATAATGATTAGATCTGAAAATATCAC
GAACAATATTAAAAACATAATAATACAGCTAAAAGAACCTGTAGAAATTAATTGTACAAGACCCACCAACAAT
ACAAGGACAAGTGTACATATAGGACCAGGGAGAGCATTTTTTGCAACAGGAGATATAATAGGGGATATAAGAG
ACGCACATTGTAACATTAGTAGAGCAAGCTGGAGTAACACTTTAGCTAAGATAGCTAAGAAATTAGCAGAAAA
ATTTGGGGAAAATAAAACAATAGTCTTTAATAGATCCTCAGGCGGGGACCCAGAAATTACAATGCACAGTTTT
ACTTGTGGAGGGGAATTTAAACAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGC
TCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAA
TAAATCTCTGGATCAGATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGC
ATAATTTACTCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATA
AATGGGCAAGTTTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAATTATTTATAATGATAGT
AGGAGGCTTAATAGGTTTAAGGATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCA
CCATTGTCGTTCGCTGTTAGCTTGCTTAATACCACTGCCATAGTAGTAGCTGAGGGGACAGATAGGGTTATAG
AAATATTGCAAATAGTTTTTAGGGCTATCCTCAACGTACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTT
GCTATAA 
>HQ217386 
ACTGCAGAACAATTATGGGTCACAATCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTTGGGAAATGCTACTAAAACCAATGCTAGTAGTTGGGAAACGGTGGAAAAAGG
AGAGATAAAAAATTGCTCTTTCAATATTACCACAAGCATAAGGGATAAGGTGAAGAAAGAATATGCACTGTTT
TATAATCTTGATGTAATACCAATAGATAATGATAATAGTAATACCAGCTATAGGTTGATGAGTTGTAACACCT
CAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGACCCAATTCCTATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGC
ACACATGGAATTAGGCCAGTAGTCTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTGA
TTAGATCTAAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGTAACTGTACCAATCAATTG



TACAAGACCCAACAACAATACAAGAAAAGGTATACACATAGGACCAGGGATAGCATTTTATGCAACACAAGAT
ATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTAGCAAAGGTTGGAATGAAGCCTTAAGAAACATAA
GTACAAAATTAAGAGAACAATTTAATAAGACAACAATAGTCTTCAATCACTCCTCAGGAGGGGACCCAGAAAT
TGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGGGCAAGAGTCTTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTTATTCAAGGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAGAGTTAATATACAGCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGTATAACACAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAGCTTGCTCAATACTATCGCTATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTAGCACAAAGAGTTGGTAGAGCTTTTCTCAACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>KC312583 
ACTGCAGAACAGTATTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCAGTTGACAAAGAAGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAGTTAGTAATGGAAAATGTGACAGAAGAATATAATATGTGGAAAAATAATATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACACTGCGATGATAATATTACTAGTGGTAATAAAACTGCTAATAGTACTGGTACCACTGTTAGTAC
TGCTAGTGCCACTAATAGTAGTGATTTGACAATGGATGTAGGAGAAATAAAAAACTGCTCTTTCAATGTCACA
AGCATAGGAGATAAGAGGAAAAAAGAATATGCATATTTTTATAATCTTGATATAGTACCAATAGATAAGGATG
ATAATACAAGCTATACTTTAATAACTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGA
ACCAATTCCTATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGAGAAGGATTTCAATGGA
ACAGGAAAATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAGGAAAAGATAGTACTAAGATCTGAAAATTTCACAAACAATGCTAAAACCAT
AATAGTACAGCTGCATACACCTATAAACATTACTTGTGTAAGACCCAACAACAATACAAGAAAAAGTATACGT
ATAGGACCAGGGAGCGCATTTTATGCAGCAGGAGAAATAATAGGAAATATAAGGCAAGCACATTGTAACATTA
GTAAAGCCAGATGGAATAACACTTTACAAAAGATAGCTAGGAAATTAAGAGAACAATTTGGGGAAAACACAAC
AATAAAATTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGTGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGAT
GCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAATAGTTGGAGTAATAATACAGATCTGGACAA
TATTTGGAGCAATATGACCTGGATGCAGTGGGAGAAAGAAATTGACAATTACACAGGCTTAATATACAGCTTA
CTTGAAGAATCGCAAACCCAACAGGAAAAGAATGAACTAGACTATTAAAGTTGGATGAGTGGGCAAGTTTGTG
GAATTGGTTTGACATATCACACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGC
TTAAGAATAGTTTTGGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTG
TTAGCTTGCTTAACGCCACAGCTATAGCAGTAGGCGAGGGGACAGATAGGGTTATAGAAGTAATACAAAGAAT
TTGTAGAGCTATTCGCCACATACCTACAAGAATAAGACAGGGGTTTGAAAGGGCTTTGCTATAA 
>HQ217430 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATAAGGATATGATCAGTTTATGGGATGAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCTAATTTGACGAATGCCACTGCTATCAATAATAGTACTTTAAATTGCACTAA
TGCTAATTTGACGAATGCCGCTATCAATAATAGTAATTTGAAAATGGATGAAGGAGAAGTAAAAAACTGCTCT
TTCGATATCACCACACAAATAGAAAAGAAGGTGAAGAAAGAATATGCACTGTTTTATAGCCTTGATGTAGTAC
CAATAGATAATAATGATAGTACAAGCTATATGTTGAGAAGTTGTAACACCTCTGTCATTACACAGGCCTGTCC
AAAGGTATCCTTTGAACCAATTCCCATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGAT
AAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAG
TGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAA
CAATGCTAAAACCATAATAGTACAGCTAAATGAATCTATAGTAATTAATTGTACAAGACCCAACAACAATACA
AGACAAGGTATACATATAGGACCGGGGGGAGCATTATATACAACAAAAGTAATAGGAAACATAAGACAAGCAT
ATTGTAATCTTAGTAGAGAAGCATGGAAGAAAGCTTTAGAACAGGTAGCTACAAAATTAAGCAAACAATTTAA
TAAGACAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTAGGGA
TTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTAT
GAGTGAGATTTGGAATAACATGACCTGGATAGAATGGGAAAGAGAAATTGACAATTACACAAGCTTAATATAC
ACATTGATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGAATTATTGGCATTGGATAAGTGGGACA
GTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTT
AATAGGCTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGTGTTAGGAAGGGATACTCACCATTATCA
TTCGCTATTAGCTTGTTTAACGCTACAGCTATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAATAATAC
AAGGAATTTGTAGAGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGATTTTGGTATAA 



>KM259264 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTTCCCACAGA
CCCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGA
ACAGATGAATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCGCTCTGT
GTTACTTTAAATTGCACTGATGGATGGTGGAATAATACCAGGGGGGAAAATGGTACCACTAATCGCAATCTAA
ATAGTAGTTGGGAAATGAATGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAATATAAAAGATAGGAT
GCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTATCAATAGATGGATCTAATACCAGCTATAGGCTA
ATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATT
GTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAACACGTTCAGTGGAAAAGGACCATGTAGAAATGT
TAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCA
GAAAAAGAGATAGTAATTAGATCTGAAAATTTCACAGATAATGCTAAAACCATAATAGTGCAGCTGAATAAAT
CTGTAGCAATTAATTGTATAAGATTCAATAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATT
TTATGCAACAGGAGATATAATAGGAGATATAAGGCGAGCACATTGTAACATTAGTAGAGAGCAATGGAATGAC
ACTCTGCAACAAATAGTTGAAAAATTAAGAGAACAATTTGGGAATAATAAAATAATCTTTAAACCATCCTCAG
GAGGGGACCCAGAAATTGTAATGTTCAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCT
GGCTCTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACC
ACTGCAGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATGAAATTTGGGACAACATGACCTGGATGG
AGTGGGAAAAGGAAATAGACAATTACACAAGCATAATATACACTTTAATTGAACAATCGCAGAACCAGCAAGA
AAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGG
CTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTATACTTT
CTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAATACCACAGCAAT
AGCAGTAGCTGAAGGGACAGATAGACTTATAGAAGTAGTACAAAGAACTTTTAGAGCTTTTCTCCACATACCT
AGAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTGTAA 
>KM259566 
GATGCAGAACAGTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAAAAGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAACTAGTATTGGCAAATGTGACAGAAGATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTTCTTTAAATTGCTCTGAGCCGCAATTGAATGCCACTAATGGGGATAAAAATGCTACTAGTGTAAAGGGTCA
TACTAATACTAGTAGTATCCCTATTCTGGATGGAGGGGAAATAAAAAACTGCTCTTTCAATACCACCACAAGC
ATAAGAGATAAGATGCAAGAAAATTATGCACTTTTTTATACAATGGATATAGTACCAATAGATGATAAGAATG
ATACCAAATATAGATTAATAAGTTGTAATACCTCAGTCATTAGACAGGCCTGTCCAAAGGTATCCTTCGAGCC
AATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTGAAATGTAATAATAAGACGTTCAGTGGAAAA
GGACCATGTACAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCACTTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGACAATTTCTCAGACAATGCTAAAACCATAAT
AGTACATCTGAACAAAACTGTAAACATTACTTGTATAAGACCCGGCAACAATACAAGAAGAAGTATACAGATG
GGACCAGGGGCAGCAATTTATGCAACAGGACAAATAATAGGAGATATAAGACAAGCACACTGTAATATTAGTA
GAGCAGAATGGAATAACACTTTAATAAAGGTAGTTAAAAAATTAAGAGAACAATTTAAGAATAAAACAATAGT
TTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCTCCACTAATGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCTGACAGAAATTTGGGA
TAACATGACCTGGATGCAATGGGAAAAAGAAATTGACAATTACACAGACGAAATATACAAATTACTTGCAGAA
TCGCAATTCCAACAAGAAAAGAATGAACAAGACTTATTGAAATTAGATAAATGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAGCTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTG
TACAACGCCACAGCCATAACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTTTAGAG
GTGTTCTCCACGTACCCAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCT 
>HQ217509 
GCTACAGAAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTAAATTGCACTGATTTGAGAAATACTACTAATACCAATAATAGTAGCAGGGAAATGCTGGAGAAAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCTCAAGCATAAGAGATAAAATGCAGAAAGAATATGCACTTTTT
TATAAACTTGATATTGTACCAATAGATAAGGATAATGCCAGCTATAGGTTAATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAAGACAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGT
CAGAAAACTTCACAAACAATGCTAAAACCATACTAGTACAGCTGAAAGAAGCTGTAGAAATTAATTGTACAAG



ACCCAACAACAATACAAGAAGAAGTATAACTATAGGACCAGGGAAAGCTTTTTATACAACAGACATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATAACACTTTACAACAGATAGTTAAAAAAT
TGAAAGAACAATTTAGGAATAAAACAATAAGCTTTAAGCAATCCTCAGGGGGGGACCTAGAAATTGTAACGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCGCTGGATGACATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAAATTAGCAATTA
CACAAGCTTAATATACACCCTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACCATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCGTTTGCTATTAGCTTGTTCAATGCCGCAGCCATAGTAGTAGCTGAGGGAACAGATAGG
GTTATAGAAGTAGCGCAAAGAATTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAAGGCTTGGAAA
GACTTTTGCTATAA 
>HQ217601 
GCTACAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCCTATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGCACTTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTATCCTAAATTGCTCTGATGCAAGGAATGATACCACTGCTACTACTACTAATAGTACCTGGGAAAGGATGGA
TAGAGGGGAAATAAAAAACTGCTCTTTCAATGTCACCACAGGCATAAAAGATAGGGTGAAGACACAACATGCA
ATTTTTAATAGACTTGATGTAGTACCAATAGATGATGATGATAGTACCAGCAATTCAAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGCTTATAAAATGTAATGATAAGCACTTCAATGGAAAAGGAAAGTGTAGCAACGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAAATGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGACAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAAAGAGCCTGT
AGTAATTAATTGTACAAGGCCTAACAACAATACAAGAAAAAGTGTACATATGGTACCAGGGGGAGCAATTTAT
GCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAAGGGAAAATGGAATGAAACTT
TGAGACAGATAGCTATAAAATTAGGTGAACAATTTAAGAATAGCACAATAGTCTTTAACCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGGATGACATTTGGAATAACATGACTTGGATGCAGTG
GGAGAAAGAAATTGACAACTACACAGAAGTAATATACAGATTAATTGAAGTTTCGCAGAACCAGCAAGAGAAA
AATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAATATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGAGCTATAGAAGTATTACAAAGAGTTTTTAGAGCTATCCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGAAGTTTACTATAA 
>GQ256646 
GCTGCAGAACAATGGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAGGAAGTAGAATTGAAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATTATTGGGGGAATGCTACTGCTGCCAATAATACTGCTGCTACTAATAATACTAC
TGCTACTAATAGTAGTGGCGGGAATGCTACGGAAACAGAAATAAAAAAGTGCTATTTCAATATCACCACAGAC
AGAAATGATAAGATGCAAACAAAATATGCACTTTTCTATAAACTTGATATAATACAAGTAGATAGTAAGAATA
ATAGTAACTACTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGTGTAACAATAAAACGTTCNATGGA
AAAGGAGAATGTACAAATGTCAGCACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAGATGTAGTAATTAAATCTGACAATTTCTCGGACAATGCTAAAACCATAAT
AGTGCAGCTGAATGAAGCTGTAGAGATTAATTGTACAAGACCCAATAACAATACAAGAGAAGGTATAAATATA
GGACCAGGGAGAGCATGGTATGCAACAACAGACGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTA
AAGCAAAATGGAACAAAACCCTAAATATAATAGCTGATAAATTAAGAGAACAGTTTAAGAATAAAACAATAAT
CTTTAATCAATCCTCAGGAGGGGACCCCGAAATTGTAACACATAGTTTTAATTGTAGAGGGGAATTTAAGCAG
CTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTG
GAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGGGTAATACTACAAATCTGAGCTCTATTTG
GAGTAACATGACCTGGATGCAGTGGGAACAAGAAATTGAAAACTATACAGACATAATATACACTTTAATTGAA
GAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATT
GGTTCAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGATTGATAGGTTTAAG
AATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGC
TTGCTTGACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACGAAGAGCTGTTA
GAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 



>JF689895 
GCTGCAGAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTACTGGCAAATGTGACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAATGGGACTGATACCAATACCACTAGTAGTGGGGGAGGAACGATGGAGAG
AGGAGAAATAAAAAATTGCTCTTTCAAAGTCACCACAAGCATAAAAGATAAGGTGCAGAAGGAATATGCATTA
TTTTATAAACTTGATGTAATACCAATAAACAATGATAGTAGTAGCTATAGGCTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGC
GATTCTAAAATGTAAAGACAAGAAATTTAATGGAACAGGAACATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GGTCCAAGAATTTTACAAACAATGCTAAAATTATAATAGTACAGCTGAATGAATCTGTAATGATTAATTGCAC
AAGACCTAACAACAATACAAGAAGAGGTATCCATATAGGACCAGGCAAAGCATTTTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTATCCTTAATAGAACAAAATGGAATAACACTTTAGCACAAATAGTTA
TAAAATTAAAAGAACAATTTGAGAATAAAACAATAAGCTTTAAACACTCCTCAGGAGGGGACCTAGAAATTAC
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGCAATAAGTCTCTGGATTATATTTGGAATAACATGACCTGGATGCAATGGGAGAAAGAAATTGA
TAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAAACCCAGCAAGAAAAAAATGAACAAGACTTA
TTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATATTTTTTACTGTACTTGCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGTAGTACAAATAGTTTGGAGAGCTGTTCTCCACATACCTAGAAGAGTAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>JF689896 
GCTACAGAAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTCTTTT
GTGCCTCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAGGAATGATAATAATACCATGAATATTAGTGAGAGAATTGTGGAGGAGGG
AGAAATAAAAAATTGCTCTTTCAATATCAGCACAAGAATGAGAGATAAGAGGCAGAAAGAATATGCACTTTTT
TATAAACTTGATATAACACCACTAGGAGGAAATAATACTAAATATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAACAATAAGGAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTAGTATCAACTCATCTGCTGTTAAATGGCAGTCTAGCGGAAGATGAGGTAGTAATTAGAT
CAGCCAATTTCACGGACAATACTAAAACCATAATAGTACAGCTGAATGAATCTATAATAATAAATTGTTCAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGTAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAGAATGGAATAACACTTTAGAAAAGATAGTTCCAA
AATTAAGAGAACAATTTCAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAAT
GTTCAGTTTTAATTGTGGAGGGGAGTTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTATGGATCAGATTTGGGGGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAA
TTACACAGGCATAATATACAACTTAATTGAAGTATCGCAAAACCAACAAGATAAGAATGAACAAGAATTATTG
GAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATAATAGTAGCAAGCTTGGTAGGTTTAAGAATAGTTTTTATGGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCCTTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTCTTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>JX864023 
GCTAAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAGATAAAATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGTTAGAACCAGAAATGCTAGTAGTAGTACTACTGGTAATGGTACTGCTGGTAC
TAGCCCCCTCTTTCCTGAAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATAGGAAATAAATATAAG
ACAGAATATGCACTTTTTTATAAACTTGATGTAGTGCAACTAGAAGAGAATACTACAAGCTATACATTGATAA
GTTGTAACAACTCAGTCGTTACACAGGCTTGTCCTAAGATATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAAACATTCAATGGAACAGGACCATGTAACAATGTGAGT
ACAGTACAATGTACACATGGAATTAGACCTGTAGTGTCAACTCAACTGCTGTTAAATGGAAGTCTATCAGAAG
AAGGCATAATAATTAGATCTGAAAATTTCACAGATAATGCTAAAACCATAATAGTGCAGCTGAATAAAACTAT



ACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGGAGTACAATTTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACACTGTAACCTTAGTGGATCAGAATGGAACAACACTT
TAAAACAGATAGTTATAAAATTAAAAGAACAACTTAATAATAGCACACAAACAATAGAGTTTAAGCCTCACGC
AGGAGGGGACCCAGAAATTGAAATGCATAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCT
ACACTGCTGTGCCTTGGAATACTAGTTGGAGTAACAAAAATCMGACAGAAATTTGGGAGAATATGACATGGAT
GCAGTGGGAGAAAGAAATTGAAAATTACACATATGAAATATACACCTTAATTGAAAGATCGCAGATCCAGCAG
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGCTGGGCATAACAAGCT
GGATGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTTTACTGTACT
TTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCACTGTTAGTTTGCTTAATGCCACAGCT
ATTGTAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAAAGATTTTTTAGGGGTATCCTCCATATAC
CTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>JX864024 
GCTGCAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAACAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAGTAGTGTTGAAAAATGTGACAGAAGATTTTAACATGTGGCAAAATAATATGGTAGAC
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGTGAGCAATAATAGTACTATCAATAATAGTAGTGAGAATACCAATAGTAGTAG
TAGGATAATGATGGAACCAGGGGAAATAAAAAACTGCTCTTTCAATATCACCACAGTAATAAAAGATAAGGTA
AAGAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTACCAATAGATAGTGATAAGAATACTAGCAACTATA
GGTTAATAAATTGTAACACCTCAGTCATTACACAAACTTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACA
CTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAACAATAAAACGTTCAGTGGAAAGGGACCATGTAAT
AACATTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAGTAATTAGATCTGACAATTTCTCAGACAATGCTAAAACCATAATAGTACATCTGAA
CAGATCTATAGTAATTAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATAACTATAGGACCAGGGCAA
GCATGGTACGCAACAGGAGACATAATAGGGGATATAAGACAAGCACATTGTAACATTAGCAAAACAGACTGGG
ATGATACTTTAAAACAGATAGCCACAATATTAAGAGCAAAACTTAATACAACAACAATAATCTTTAAAAAATC
CTCAGGGGGAGACCCAGAAATTGTAACGCACAGCTTTAATTGTGGGGGGGAATTTAAGCAGCTCCGGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTACTGTGCCTTGGAATAGTAGCTGGAGTAATAAATCCTACAATGCTATTTGGGAGAACATGACCTG
GATGCAGTGGGAGAGAGAAATTGACAATTACACACACATAATATACACCTTAATTGAAGAATCGCAGAACCAA
CAGGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAA
ACTGGCTGTGGTACATAAGGATCTTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGT
ACTTTCTATAGTAAATAGGGTTAGGCAGGGATATTCACCCTTATCATTTGCTGTTAGCTTGCTCAATACTACA
GCTATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGATTTGGTAGAGCTTTGCTTCACA
TACCTGCACGCATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX864025 
ACTGCAGAAAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAAAATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGTGTTAAATTGCACTGATGTGGGGAATCATACCACCACGAATAATACCAACACCAATAATAGTAGCGGGGA
ACCAATGGAAAAAGGAGAGATAAAAAATTGCTCTTTCAATATAGACACATGGATGGGACAAAGGGTGCAGACA
AAATATGCAATTTTTAATAGACTTGATATAGTACCAATAGATAAGAGTAATAATAATATTAGTTATAGGTTGA
TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTGCAATGTACGCATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATC
TGTAGTAATCAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGTATTT
TATGCAGCAGGAGAAATAATAGGAGATATAAGACAAGCACATTGCAACATAAGCAGAGCAGATTGGAATAAAA
CTTTGTTTCACATAAGTAACAAATTAAAAGAACAATTTAATGCTACAACAATAGTCTTTAATAAGTCCTCAGG
AGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTG
GCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTAGAGTATATTTGGAATAATATGACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAGAAATAATATACACCTTAATTCAAGAATCGCAAAACCAACAAGAC
AAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTGAGAATAGTTTTTTCTATACTTAC
TATAGTAAATAGAGTTAGGAAGGGGTACTCACCAATATCATTCGCTGTTAGCTTGCTCAACGCTATAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAGTTGGTAGAGGCGTTCTCCACATACCTA
GAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 



>HM638517 
GCTATAGCACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCATTGAAAAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGCTTAACCCCACTCTGTG
TTACTCTACAGTGCACTGATTATGATAGAACTAATGGTAATAAGACTGCTAATGGGGCTGCTCCTAGTAGTAG
TCCCGTGGAAAGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAAGAGAAGAGATAAGATGAGTAAAGAA
TATGCCCTTTTTTATAAGTCTGATATAGTACAAATAAATGAAACAGGAAATGATAATAATAGCTATATATTGA
CAAGTTGTAACACTTCAGTTATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATGCAAAGTTCAATGGATCAGGACAATGCAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAG
AAGAAGAGATAGTAATTAGATCTGAAAATTTCTCGGATAATGTTAAAACCATAATAGTACAGTTGAATGAATC
TGTAGAAATTAATTGCACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGGGCATTT
TATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACACTGCAACATTAGTAAAGAGAAATGGGATAAAA
CTTTAAAAAAGGTAGTTGACAAATTAAGACAACAATTTGAGAATAAAACAATAATCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAAGTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTA
GCTGTGGAGAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCA
CTACTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTGGATATGATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGGGAAATTGACAATTACACAGGCTTAATATACAATTTAATTGAACAATCGCAAAACCAGCAAGAA
ATAAATGAACAAGACTTATTGAAATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTC
TGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTGATGCCATAGCCATA
GCAGTAGCTGGGGGGACAGATAGGGTTATAGAAGTAATACAAAGAGTTTTTAGAGGTATCCTCCATATACCTA
CAAGGATAAGACAAGGCTTGGAAAGGCTTTTGCTGTAA 
>MF499166 
GCTACAGAACAGTTGTGGGTAACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAAGGAAGAGGAACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTTCTTTAAATTGTACTGATTATTTAGGGAATATTACTGGGACTAATACCACTAATACTAATACCACTAGTAA
CAACACCACTGGGGTGCCCAACGTGGGGACAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGA
GATAAGGTTAAAAGAGAATATGCACTTTTTTTATAACCTGGATATAGTACAAATAGAAAATGATAATGGAGCT
ATTGATGATAAAAGCTATAGAAGATATAGGTTGACAAGTTGTAACACCTCAGTCCTTACACAAGCCTGTCCAA
AGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAA
GACCTTTGATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTA
TCAACTCAATTGCTGCTAAATGGCAGTTTGGCAGAAAAAGAGGTAGTAATTAGATCTGAAAATTTCTCGGACA
ATGCTAAAACCATAATAGTACAGCTGAACAAATCTGTAGAAATGAATTGTACAAGGCCTAACAACAATACAAG
AAAAAGTATACCTATAGGACCAGGGAGAGCATGGTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCA
CATTGTAACATTAGCAGAACAGACTGGAATAGCACTTTAGAACAGGTAGTTGACAAATTAAGAAAACAATTTA
ATAATAAAACAATAATCTTTAATAGCTCCTCAGGAGGGGACCCAGAACTTGCGATGCTCAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATACTAGTTGGAGTAATAAAAATC
TGAGTAAGATTTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAAACTTAATATA
CAACTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAGGAATTATTGGAATTAGATAAGTGGGCA
AGTCTGTGGAATTGGTTCAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TAATAGGGTTAAGAATAGTTTTTATTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCACTATC
ATTTGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAATAGCA
CAAAGAATTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KR423340 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATCATACGGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACGGAAAATTTCAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATAAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATATGTGGAATAGTACCATTAATAATAATACTAATGAGGAAAACATACCACCAGG
AGAAATAAAAAACTGCTCTTTCAATATCGCTTCAAACATAGAAGATAAGAGGCAGAAAGAATATGCACCTTTT
CATAAACTTGATGTAGTACAAATAGGAAATAATAATACTAGCTCTCAGAATACTATCTCTAATTATGCTAGCT
ATAGGTTAATACATTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTATGCGATCCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGC
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTGAATGGCA
GTCTAGCAGAAGAAGGGGTAGTAATTAGATCTGACAACTTCTCGGACAACGCTAAAATCATAATAGTGCAGCT



GAATGAACCTGTAGAAATCAATTGTACAAGACCATACAACGGAGGAAAAATTAGGAGAATACATATAGGACCA
GGGAAAACATTTTATACAACAAACAACACATATATCAGACAAGCATATTGTAACATTAGTAGCACAAAATGGA
ATAAAATGTTAAATCAGACAGCTGAAAAATTAAGAGAACAATTTAAAAATAAAACAATAATCTTTAGGGAACC
CTCAGGAGGGGACCCAGAAATTGTATCACACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTTCAGGCAAGA
ATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCTTGGAATTCTACTTGGAGTAATAGGTCTCAGGATGATATTTGGAACAATATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATCTATACCTTAATTGAGCAATCGCAGAACCAG
CAAGAGAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAC
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGT
ACTTGCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTCAGCTTGCTCAACGCCATA
GCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGCAATACAAAGTGTTTTTAGAGCTATTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>HM638584 
GCTGAAGATGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGACAGAGGCACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAACTTTAATGCATGGGAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TCATGCTAAATTGTACTGAAGTGAATGAAACTAGTGCCAATGTGAATGAAACTAGTGCCAATGTTACCAGGAG
ATATAATAGCAGCAAGGAAGCAAGGGAGGAACTGACAAACTGTTCTTTCGATATCGCCACAGCAATAAGAGAG
AGGGTACAGAGACAATATGCAATCTTTTCTAGGCTTGATGTAGTATCAATAGATGGTAGAGGTAATAATAGCA
GCCATAAGATGTTAAGAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCTTTTGAACCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATACTAAAGTGTAAAAATAAAACGTTCAATGGAACAGGA
CCATGTAACAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAA
ATGGCAGTTTAGCGGAAGAAGAAATAGTAATTAGATCTAAAAATATCTCTAACAATGCTGACACCATAATAGT
ACAGCTAAATGAAACTGTACAGATTAATTGTACAAGACCCAACAATAACACAAGAAAAGGCATACATTTAGGA
CCAGGGAGTGCAATTTATGCAACAGGAGCCATAATAGGAAATATAAGACAAGCACATTGTAACATTAGCAGAA
CAAAATGGGAATACACTTTAGGACAAGTAGCTAGAAAACTAAGGGGACTGGAACTATTTGAGAATAAAACAAT
AATCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCGAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAATAAAAGTCTAAATGACATTTG
GGAAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGGCAATTACACAGAGGAAATATACAACTTAATTGAA
CTATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAGTTGGCTGTGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGATTAAG
AATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTAAGC
TTGCTCAACGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTGTTGCAAAGAATTTTTA
GAGCTATCCTTAATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KM354155 
GCAGAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGACAACCACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGACCC
TGACCCACAAGAATTAAACTTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAAGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAATTGCACTGACGTGAGGAATAGCACTTTTAATAGCACTCAGAATGGGAGAATGATGGAGATGGAGAG
GGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAGCAATGAAAGAGGTAAAGAAAGAACAGGCACTGTTT
TATAAACTTGATGTAGTACCAATAGATAATTCCACCAGCTATAGGTTGACAAGTTGTAACACCTCATCCATTA
CACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGATTCT
AAAATGTAATGATAAGCAGTTCAATGGAAAAGGATTATGCAAAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACACAACTGCTGTTAAATGGCAGTCTAACAGAAGAAGGGGTAGTAATCAGATCTG
AAAATTTCTCAAACAATGCTAAAACCATAATAGTACAGCTGAACAAGCCTGTAAAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACAAATGGGACCAGGGAAAGCATTTTTTACAACAGGAGATATAATAGGA
GACATAAGACAAGCACATTGTAACATTTCTAAAAAAGATTGGAATGAAACTCTAGTAAATATAACCAATGAAT
TAAGAAAACAATTTTCGAATAAAACAATAGCCTTTCAGCCACCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAAGAT
CAACAGCTCCTGGGAATTTGGGGTTGCTCAGGAAAACTCGTTTGCAACACTGCTGTACCTTGGAATAGTAGTT
GGAGTAATAAATCCATAGAGTATATTTGGGGAAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTA
CACAAACGAAATATACACCTTGCTTGCAGAATCGCAGAGCCAACAAGACAAGAATGAACAACAATTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCGTTCGCTGTTAATTTGTTTGATGCCACAGCTGTAGCAGTAGCTGAGGGAACAGATAGG
GTTATAGAAGTAGTACAAAGACTTTGTAGAGCTATCCGCCATATACCTAGAAGAATAAGACAGGGCTTGGAAA
GAATTTTGCTATAA 



>KM354232 
GCTACAACAAACCTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCCAAAGCATACAAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAGAATGTACTAATTTGACCGCTGATGTTAATATCACTGATAGTCTTAAGGGAGAAATGCAAAACTG
CTCTTTCAATGTCACCACAAGTGTAAGGGATAAGATGCAGAAAGAATATGCTCTCTTCTATAAACTTGATTTA
GTGTCAATAGAGGATAATAAAAATAATACTAACAGTAGTAGATATAGATTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCATGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCT
TTTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACACAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAACTGAATGAAACGGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGATATAATA
GGAGACATAAGACAAGCACATTGTACCCTTAATGGTACACAATGGAATAACACTTTAAGACAGATAGTTAAAA
AATTACGAGAACAATTTGGGAATACTACAATAATCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGTAAG
TCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGTCTGTGGAAAGATACCTAAAA
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTAGAACAAATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAGGCTTAATATACAACTTGCTTGAGGATGCGCAAAACCAGCAAGAAAAGAATGAACAGGATTTATTG
GAACTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCACTATCATTGGCTATTAGCTTGCTTAATGCCACAGCAATAATAGTAGCTGAAGGGACAGAT
AGGATTATAGAGATAGCACAAAGAGGTTTTAGAGCTTTTCTACACATACCCAGAAGAATAAGACAGGGCTTTG
AGTTGGCTTTACTGTAA 
>KM354355 
GCTACAAAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCGAAAGCATATGATACAGAGGCACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTCTTGCCAAATGTGACAGAAGAATTTAACATGTGGAAAAACAACATGGTAGAT
CAAATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTATGGGAATGGTACAATTACCAATGGTACCACAGGCAATAATAGTAAAGAGAT
ACCAATGGAGAAAGGAGAGATGCAAAACTGCTCTTTCAACATCACCACAAGCATAAAAGATAAGGTGCAGAAA
GAATATGCATTGTTTTATAAAATTGATATAGTACCAATAAATGATACCACCCCAACGACTGGGAACTATACCA
ATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATGCGAACTTCAATGGATCAGGACTA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAACG
GCAGTTTAGCAGAAGGAGAGGTAGTAATTAGGTCTGAAAATTTCACGAAAAATATTAAAACCATAATAGTACA
GCTGAACGAAACTGTAAAAATTAATTGCACAAGACCCAATAACAATACAAGAAAAAGTATACATATGGGACCA
GGGGGAGCATTTTATGCAACAGGAGAAGTAATAGGAGATATAAGACAAGCATATTGTACCCTTAATGGAACAA
AATGGAAAAACACTTTAAAGCAGATAGTTGGAAAATTAAGAGAACAAGAACAATTTGAGAATAAGACAATAGT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTGTAATGCACACTTTTAATTGTGGGGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCTAGATTATATTTGGGA
TAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAATCCAAATATATAAATTACTTGAAGAA
TCGCAGAACCAACAGGAACAGAATGAAAAAGAGCTATTGGAGTTGGATAAATGGGCAAGTCTATGGAATTGGT
TTACAATAACAAACTGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTATTAGCTTG
TTCAATACCACAGCCATAGCAGTAGCCGAGGGAACAGATAGGATTATAGAAGTAGCACAAAGAGCTTTTAGAG
CTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTACAAAGGGCTTTGCTATAA 
>JN687773 
ACTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGGCACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAATATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACTTTACATTGCACTAAGGTTACACAGAATAAAACTACTAACAATACCATTCATAGTATCGGGGAAAACCA
AGAAATGCAAAACTGCTCTTTCAATGTCACCACAAGCATAAAAAATAAGATGAAGAAAGAATATGCACTTTTT
TATAGACTTGATATAACACCAATAGATAATACAAGCTATACTTTGATAAATTGTAACACCTCAGTCATTACAC
AGGCTTGTCCAAAGGTATCTTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATGATAAGAAGTTTGATGGAAAAGGACAATGTACAAATGTCAGCACAGTACAATGTACACATGGGATT
AGGCCAGTAGTGTCAACTCAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAA
ATTTCACGGACAATGGTAAAAACATAATAGTACAGCTAAATGAACCTGTAAAAATTAATTGTACAAGACCCTA



CAACAATACAAGAAGAAGCATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGGGAAGTAATAGGAAAT
ATAAGAAAAGCATATTGTACCCTTAATGGTACAGAATGGAATAACACTTTAAGACAGATAGTTAAGAAATTAA
AAGAACAATTTAAGAATAAAACAATAGTCTTTGAGCAACCCTCAGGAGGGGACCAAGAAATTGTAATGCACAG
TTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATATGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAAACTCTGAAACAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAAATTAGCAATTACAC
AGAAATAATATACAGCATAATTGAAGAAACGCAAATCCAGCAGGAAAAAAATGAAAAAGATTTGTTAGAATTG
GATTCGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTACATTATATACAAATATTCATAATAA
TAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAGAAGGGTTAGGCAGGGATA
TTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGTAGTAGCTGAGGGGACAGATAGGGTC
ATAGAAGTATTACAAAGAGCTGGCAGAGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCGCGGAAAAGG
CTTTGCAATAA 
>HQ908219 
GCTAAAAAAGAGGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGTCACCACCCTAT
TTTGTGCATCAGATGCTAAAGCATATAAGGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGATCCTAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAAATGGTA
GACCAAATGCATGAGGACATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTTACCCCACTCT
GTGTTACTCTAAACTGCACTGATGCTAGTGCTGGCAATGGTACTGATGCTATTGCTAACAATGGTACTAATGC
TACAATTAGTCTCAGTGAGAATGAGATGAAAAACTGCTCTTTCAATGTCACCAAAAGCGTAGGAAATAAGTTA
CAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGCTTCAATAGATAATAGTAATACTAGCTATATGTTGG
TACACTGTAACTCCTCAGTCGTTACACAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTTTTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAACGGAACAGGACCATGTAACAATGTC
AGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACTCAGCTGTTGTTAAATGGCAGTCTAGCAG
AAGAAGAAGTAGTAATTAGAGCTGAAAATTTCACAGACAATGCTAAGACCATAATAGTACAGCTAAATGAATC
TGTAATAATTAATTGTACAAGACCTAACAATAATACAAGAAAAAGTATACATTTAGGACCAGGGAGTGCAATT
TATGCAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAGGAGAAATGGAATAAAA
CTTTAAGACTAATAGCTGAAAAATTAAGAGAACAATTTAGAGAACAATTGAAGAATAAAACAATAATCTTTAG
TCCCCACCCAGGAGGGGACCCAGAAATTGAAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAATGACAGTTGGAGTAATAGATCTATACAAGAGATTTGGAATAACAT
GACCTGGATGCAATGGGAGAAAGAAATTGACAACTATACAGAGTTGATATACACCTTAATTGAGGACTCGCAA
AACCAACAAGAAAAAAATGAACTAGATTTATTAAAATTGGATGACTGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATGTAAAAATATTCATAATGGTAATAGGAGGTTTAGTAGGTTTAAAAATAGTTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTAAT
GCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTTTAGAGGTATTACAAAGAGCTGGTAGAGCTATTA
TCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATATAA 
>HM204596 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAGGGCATATGAGACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAGAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGCTTATAAGAATAATAGTACTAATAGCACTACTACTAATAATGCCACTGTGGAATA
TGAAAGAGAAATAAAAAACTGCTCATTCAATATCACCACTAACACACAAGAAAGGAGAAAAGGAAATGCACTT
TTTTATACACATGATATAGTACAAACAGATAAGAATGATAGTTATATATTGACAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTCTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGTACAAATGTCAGCACAGTACAGTGTACACAT
GGAATTAGACCAGTGGTATCAACACAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGAT
CTGAAAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAACGAATCAGTAGTAATTAATTGTTCAAG
ACCCAACAACAATACAAGAAAAAGAATAAGTCTGGGACCAGGGCGAGTACTTTATACAACAGGAGAAATAATA
GGAGATATAAGGCAAGCACATTGTAATATTAGTGGAAAAAGTTGGAATAACACTTTACGACAGATAGTTAAAA
AATTAAGAGAACAATTTCAATCTAATACAACCATAGCTTTTAATCAACCCTCAGGAGGGGACCTAGAAATTAC
AATGCACACCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGGATGTGGGGTTGCTCTGGAAAAATCATCTGCACCACTAATGTACAATGGAATA
CTACTTGGAGTAATAGATCTCTGAATCAAATTTGGGACAACATGACCTGGAAGGAGTGGGAAAAAGAAATTGA
CAATTACACAGGCTTAATATACACTTTGCTTATAGAATCGCAAAGCCAACAAGAAAAGAATGAAAAGGAATTA
TTAGAATTGGACCAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACTGTACTTTCTTTAGTAAATAGAGTTAG
GCAGGGATACTCACCATTATCATTTGCTACTAGCTTGCTTAACGCCATTGCCATAACAGTAGCTGAGGGAACA
GATAGGGTTAGAGAAGCAATACAAAGGGCTTTTAGAGCTTTTCTCAACATACCTAGAAGACTAAGACAGGGCG
CAGAAAGGCTTTTGCTATAA 



>KY112149 
GCTGTAGAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTATTTTAAACTGCATTGATTATTCGAAGAATGCTACTAACACCACCACCAATACTACTAAATACCCCATAGA
CAGAGACATGCAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACACCCATAAGAGAGAGGAGAAGAGAT
AGGATAAAAGATTATGCACTTTTTAATAAGCTTGATGTAGTACCAATAGATAATGATAATACTAGCTACATAT
TAAGAAGTTGTAACACCTCAGTTATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGGTCATGTAAAAAT
GTCAGCACAGTACAATGCACGCATGGTATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAGTAATTAGATCTAGCAATCTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAATGT
ATCTGTACAAATTAATTGTACAAGACCCAACAACAACTCAAGAAAAAGCATCACTATAGGACCAGGGAAAGCA
TTTTATGCAACAGGAGGGATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTAGCAAAGCATGGAATA
AAACTTTAAGAGAGGTAGCTAAAAAATTAAATGAACAATTTAAAAATAAAACAATAAGATTTGAGCCATCCTC
CGGAGGGGACCCAGAAATTGAAATGCACAGTTTTAATTGTCGAGGGGAATTTAAACAGCTCCAGGCAAGACTC
CTGGCTGTTGAAAGATACCTGAGGGATCAGCAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCC
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGGTGAGATTTGGAATAACATGACCTGGAT
GGAGTGGGAGAGAGAAATTGACAATTACACAGACTTAATATACAATTTAATTGAGGAATCGCAGAACCAGCAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATCTGTGGAATTGGTTTAGCATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGTTTGCTCGATGCTATAGCC
ATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KY112490 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAACTGCAATAATGTTACTAACACCACCACCAGTACTGCTAATTACACCATACCCCCAGGAATGCG
GGGAGAAATAAAAAACTGCTCTTTCAATGTCACAGCGCCCATAAGAAATAAGAAAGCTTATGCACTTTTTAAT
AGACTTGATGTAGTACCAATAGATAATGATAATAGTAATACTACTAGCTACATATTAAGAAGTTGTAACACCT
CAGTTATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGC
ACACATGGTATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTAGCAATCTCTCAAACAATGCTAAAACTATAATAGTACAGCTGAAGGTACCTGTAACAATTAATTG
TACAAGACCCAACAACAACACAAGAACAAGTATCACTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAGTAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGAGCAGGATGGAATGAAACTTTAAGACAGGTAG
CAAAAAAATTAGGTGAACATTTTACAGGCAAAAACATAACATTTGAGGCATCCTCCGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAGCAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATAATAGTTGGAGTAATAGATCTCTGGGTGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGGGAAAT
TGACAATTACACAGGCTTAATATACAATTTAATTGAAGAATCGCAGATCCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAATCTGTGGAATTGGTTTACCATATCACACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTTAATGCTATAGCCATAGCAGTAGCTGAGGGA
ACAGATAGGGTTATAGAAGTGTTACAAAGAACTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>JQ403067 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGGGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACATATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTAAAAAATCTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTATGTG
TTACTTTAAATTGTGAGGATGCAAAAGGGAATTATTCCAATAGTAGTAGTATAGAAGAAATAAATGGAGTGAG
GGGAGAAATAAAAAATTGCTCTTTCAATGTCACCATAAGAAGAGGAGATAAGGCACAGGGACACTATGCACTT
TTTAATAGACTTGATGTAGTACCAGTAGATACTAAGAATAATAAGACAAACTATATGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGCCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTATGCGATTCTAAAGTGTAAGGATAAAAAGTTCAATGGAACAGGACTATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAGTTAGATCTGAAAATTTCACGGACAATGTTAAAACCATAATAGTACAGCTAAATGAATCTATAGTAATTAA



CTGTACAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAAAGCATTTTATACAACAGGA
GCAATAATAGGAGATATCAGACAAGCACATTGTAACCTTAGTCAAGGCCATTGGAACAACACTCTGAGAAGGA
TAGCTACAAAACTAAGAGAACAATTTGGGGAGAATAAAACAATAGCCTTTAACCAATCCTCAGGAGGGGACCT
AGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGACATTTGGGAGAACATGACCTGGATGCAGTGGGAGAG
AGAAATTGACAATTACACAAACATAATATACACCTTAATTGAAGAATCGCAAATCCAACAAGAAAAGAATGAA
CAAGAATTATTGAAATTGGATTCGTGGGCAAGTCTGTGGAATTGGTTCAGCATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCTATAGCCATAGCAGTAGCT
GAAGGGACAGATAGGATTATAGAAATAATACAAAGAATTTGGAGAGCCATTCTCAACATACCAACAAGAATAA
GACAGGGCTTCGAATTAGCTTTGCTATAA 
>JQ403069 
GCTGCAGACAATTTGTGGGTTACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATATAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACTGA
TCCCTCACCACAAGAAATAGCATTGGAAAATGTGACTGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTAATTGGAAGCAGAATGATACTAATACCAATGTTACTAATGCCAATAATAGTAGCAT
GGAAACGCTAGAGAAAGGAGAAATAAAAAACTGCTCTTTTAACATCACCACAAGTGTAAGAGATAAGGTGAAG
AAAGAATATGCATTATTTAATAGACTTGATGTAGTGCCAATAAATGGTAATGATGATAGTAATACTACTGAAT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAGGTTCAATGGAAAAGGAGAATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTGATTAGATCTAACAATATCACGGACAATACTAAAATCATAATAGTTCAGCT
AAACAAATCTGTAGAAATTGATTGTATGAGACCCAGTAACAATACAAGAAGAGGTATACATATAGGACCAGGG
GGAGCATTATATACAACAGGAGAAATAACAGGAGATATAAGACGAGCACATTGTAACCTTAGTAGAACAGAAT
GGAATACCACTTTAAAACGAATAGCTATTAAATTAAAAGAAGAATTTAATAAAACAATAATCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGTGATGCACATTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
ATCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATGACATCTGGGATAACATGACCTG
GATGCAGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAAAATCGCAAAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACGA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTATTCTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTGTTAGCTTGCTCAATGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAATTTTACACAGAGCTGGGAGAGCTTTTATCCACA
TACCTAGACGAATAAGACAGGGCTTTGAAAGGCTTTTGCTATAA 
>JQ403082 
GCTCAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTGTGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTATGTGAATACCAATAGCACTAATGCCACTACCAGTGGCAGGGAAGTGATAGA
GGGAGGAATGAAAAACTGCTCTTTCAATATCACCACAGACAGAAAAGATAAGTGGAGAAGGGAATATGCTCTT
TTTTATAAACTTGATGTAACGCAAATAGAAAATGAAAGTAATGATAGCTATAGGTTGATAAGTTGTAACACCT
CAGTAATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAACAGTTCAATGGAACGGGACCATGTAGAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAGGAAGACATAGTAA
TTAGGTCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACAGAACTGTAATAATAAATTG
TGCAAGACCTAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGGGAGCACTTTATGCAACAGGACAA
ATAATAGGAAATATAAGACAAGCACATTGTAACATCAGTACAGAAAGTTGGAATAAAACTTTAAATCAGGTAA
GGGAAAAGTTAAAAGAACAGTTTGGGAATACAACAACAATATTCTTTAATCAATCCTCAGGAGGGGATCCAGA
AATTACCATGCACAGTTTTAACTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATACTAGTTGGAGTAATAAAACCATGACAGATATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGA
AATTAGCAATTACACAAGCTTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTA
GAATTACTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTTTAGAGCTATCCTTAACATACCTACAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTGTAA 



>JQ403035 
GCCGCAGAAGAGTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTGGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCTTGAAGCCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTAAATTGCACTGATTGTGTTACTTTAAATTGCACTAATTTAAGAAATGATACTAATGGAACTGATAC
TAATACTACTATGAGTATTGATAAAGAAATGAAAGGAGAGATAAAAAACTGCTCTTTCAATATCACAACAAGC
ATAAATAAGGTACGGAAAGAATATGCATTTTTTAATAGCCTTGATGTAGTACTAAATAATGATGCTGACGACA
ATGGCACATATAGGTTAATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCC
AATTCCTATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACTTTTAATGGATCA
GGACCATGTACGAATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTAGTGTCAACTCAACTACTGT
TAAATGGCAGTCTAGCAGAAGGAGAAATAGTAATTAGGTCTGAGAATTTCACGAACAATGCAAAAGCTATAAT
AGTACAACTAAATGAATCTGTAGTAATTAATTGCACAAGGCCCAACAACAATACAAGAAAAGGGATACACCTC
GGACCAGGGCAAACCTTTTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTA
AGGAAAATTGGAATAATACTTTAAGAAGAATAGTTGAGAAGTTAAGAAAACAATTTGGTGAGAATAAAACAAT
AGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACCTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCGGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGCAAGAATAGAAACCTGAGTGATAT
TTGGAATAACCTGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACAATTTAATT
GAACAATCGCAAATCCAACAAGAAAAGAATGAACAAGACTTATTAGCATTGGGAAAGTGGGCAAGTCTATGGA
ATTGGTTTGACATAACTAGTTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTGCTATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTT
AGCTTGCTCAACGCCATAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTATTGCAAAGATTTG
GTAGAGGTATCCTCCACATACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ403083 
GCTACAGAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCAGTGATTTGAATGATGCGAGTACCAACAATAGTACGAGTATTAGCAATAGTACGAGTAC
CAACAGTAGTACGAGTACCAACAATAGTAATTGGGAGGAATTAGGAATGAAAAACTGCTCTTTCAATGTCTCT
GCAGACATGAGGGATAGGATGCAGAAAGAATATGCACTGTTTTATAAAACTGATATAACATCAATGGATAATA
ATACTGAATATAGGTTGATAAGTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAGTGGAACA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGT
TAAATGGTAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCCAGCAATTTCTCAGATAATGCTAAAATCATAAT
AGTACAGCTGAATAAAACAGTAACAATTAATTGCACAAGACCCAACAACAATACCAGAAAAAGTATACACATA
GCACCAGGCAGGGCATTTTTTGCAACAGGACACATAACAGGAGATATAAGAAGAGCACATTGTAATGTTAGTA
GAGCAGAATGGAATAACACTTTAGAACAGATAGTTATAAAACTAAGAGAGCAATTTGGGAATAAAACAATAGT
CTTTAATCAATCTTCAGGAGGGGACCCAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTACAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGTTCTG
GAAAACTCATTTGCACCACCAATGTGCCTTGGAATACTAGTTGGAGTAATAAGTCTCTGGATCAGATTTGGGA
GAACATGACCTGGATGGAGTGGGAAAAAGAAATTGATAACTACACAAACACAATATACACCTTAATTGCAGAA
TCGCAAAACCAACAAGACAAAAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGTGGGATTGGT
TTAACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTGATAGGTCTAAGAAT
AGTTTTTACTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCACTATCGTTCGCTGTTAGCTTG
CTCAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTCTTGCAAAGAGTTGGTAGAG
CTATTCTTCACATACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ403084 
GCTACACAATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTCTTCTGTG
CATCAGATGCTAAAGCATATGAGACAGAGAAGCATAATGTCTGGGCCACACATGCCTGTGTACCCACGGACCC
CAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCAGGAGGACATAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAGAATTAACCCCACTCTGTGTTA
CCTTAAATTGCATTGATTGGCGGGGAAATGATACTAATACTACTGATACTAATGTTAATAATACTAGTCATAC
TAATAGTAGTATTGGGAAAATAACGGAAGAGGGAGAAATAAAAAACTGCTCTTTCAATACTACCACAAGCACA
AGAGATAGGTATCAGAAAGAATATGCACTTTTTTATAAACTTGACATAGAACCAATAGATGATGATAATACTA
GATATAATACTAGCTCTAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAGGCCTGTCC
AAAAGTCTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGAT
AAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAG
TGTCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGGGATAGTAATTAGATCTGAAAACTTCTCGAA



CAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGCAATTAACTGTACAAGACCCCACAATAATACA
AGAAGAAGTATACATATGGGACCAGGGAGAGCACTTTTTGCAACAGGAGACATAACAGGAGATATAAGACAAG
CACATTGTAACATTAGCGGAACAGAATGGAATAAAACTTTAAATCGGATAAGGACAAAATTAAAAGAACAATT
TAATAGTACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGGA
GGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGC
TTTGGGGTTGCTCTGGGAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCT
GAGTGCGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTATACAAAAACAATATAT
AACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAGGAGCTTTTGGAACTGGACCAATGGGCAA
GTTTGTGGAACTGGTTTGAAATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GGTAGGTTTAAGAATAATTTTTACTGTACTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCG
TTTGCTGTCAGCTTGCTTAATACTGTAGCTATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTACTGC
AAGGAATTGGTAGAGCTATCCTCCACATACCTACAAGAATAAGGCAGGGCTTAGAAAGACTTTTGCTATAA 
>JQ403086 
GCTACAGAAGAGTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTGGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCTTGAAGCCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTAAACTGCACTGATTCTAGAAATGATACTAATATTGCTAATATTAGTAGTGAAATGACAGAAGAAAT
AAAAAACTGCTCTTTCAATATCACAACAAGCATAAATGAGGTACGGAAAGAATCTGCATTTTTTAATAGACTT
GATGTAGTACCAATAAATGATGGTAACAATACCAATACCACATATAGGTTAATAAATTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCTATACATTACTGTACCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAATAATAAAACATTTAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAGAATTTCACGGACAATGCAAAAATCATAATAGTACACCTAAATGAATCTGTAGAAATTAATTGCACAAG
ACCCGGCAACAATACAAGAAGAGGGATACATTTAGGACCAGGGAGAACCATTTATGCAACAGGAGCCATAATA
GGAGATATAAGACAAGCACATTGCAACATTAGTAGAGAAAAATGGAATAACACTTTAAAAAGAATAGTTGAAA
AGTTAAGAAAACAATTTGGTGAGAATAAAACAATAGTCTTTAAAAACTCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCGGGCGAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATA
ATAGTTGGAGTGGGAATAGAACTCTAAATGAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAAT
TGACAATTACACAGAATTAATATACAGTTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAC
TTATTAGCATTGGGTAAGTGGGCAAGTCTATGGAACTGGTTTGACATATCTAGGTGGTTGTGGTATATAAAAA
TATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTGTTTGCTGTATTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCTATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAAGTATTACAAAGATTTGGTAGAGGTATCCTCCACATACCTGTAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>JQ403087 
GCTGCAGGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGAGTTGAAAAATGTGACAGAAAATTTTAATGTGTGGGGGGAAAATGACATGGTA
GAACAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCT
GTGTCACTTTAAATTGCACCAATTTAAATACCACTAATACCAATGCTACTAGTACCTATGATACTAGTACCTA
TGATAAGGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAGGCGTAAAAGATAAGGTAACAGGAAATCAT
GCATTATTTTATACACTTGATATAGTACCAATAGCTGAGGACACGACTAATACGACCTATAGATTGATAAATT
GTAACACCTCAATCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTACTAATAAGACATTCAATGGATCAGGACAATGCACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGGAG
ACATAATAATTAGGTCTAAAAATATCACAGACAATACTAAAACCATAATAGTGCATCTAAATGAATCTATACC
GATTAATTGTACAAGACCAAACAACAATACAAGGAGAAGTATATCTATAGGACCAGGGAGAGCATTTTTCACA
ACAGGAGATGTAATAGGAGATATAAGGAAAGCACAGTGTACTCTCAATTTTACACAATGGAATGACACTTTAA
AAAAGATAGTTATAAAATTAAGAGAAAAATTTGGGGAGAACAAAACAATAGTCTTTACAAATTCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAATTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
TTGGAAAGATACCTAAGGGACCAACGGCTCCTGGGTAATTGGGGTTGCTCTGGAAAACACATTTGCACCACTA
CTGTGCCTTGGAATTCTAGTTGGAGTAATAAAACTTATGATCAGATTTGGAACATGACCTGGATGCAGTGGGA
AAAAGAAATTGACAATTACACAGGCTTAATATACTCCTTAATTGAAGTTTTTAAAAATTTTTTAGAAAAGAAT
GAACAAGAATTATTGGAATGGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCAGTAATTTCTATAGT
GAATAGAGTTAGGCAGGGATATTCACCACTGTCGTTTGCAGTTAGCTTGCTCAATACTATAGCTATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAAGTAATACAAGGGGCTTGTAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 



>JQ403088 
GCTACAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATAAGCCTAGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATACGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAGTGTGAATGCTACTAACACCAATAGTAGTACTTCTACTAACATCAGTAGTAGTGA
GGGAGGGATAGAGGGAGTAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGATAAAGAAAGAA
TATGCACTTTTCTATAGCCTTGATATAGTACCAATAGATGATAAGAATAATAGGAATAATACTAACTATAGGT
TAAGAAGTTGTAACACCTCAATCATTACACAAGCCTGCCCAAAAGTATCCTTTGAACCAATTCCCATACATTA
TTGCGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAGTGGAAAGGGAGCATGTACAAAC
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGAAGTTTAG
CAGAAGAAGAGGTAGTAATTAGATCTGAAAATATCTCGGATAATACTAAAACCATAATAGTACAGCTGAACAA
TTCTGTAACAATTAATTGTACAAGACCCAGCAACAATACAAGGAAAAGTATAACTATAGGACCAGGGAGAGCA
TTTTATGCAACAGGACAAATTATAGGAGATATAAGAAAAGCACATTGCAACATTAGTGGGGTACAATGGAATA
ACACCTTAGCCCAGATAGTTGGAAAATTAAAAGAACATTTTAATAAAACAATAATCTTTAATCACTCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTA
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCGGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTTTAACAGACATTTGGGATAACATGACTTGGATGCA
GTGGGAAAAGGAAATTAGCAATTACACAGAATTAATATACACCTTAATTGAACAATCGCAGAACCAACAAGAA
AAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGACCTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACTGTGCTTTC
TGTAGTAAATAGAGTTAGGCAGGGATATTCACCACTGTCATTTGCTGTTAGCTTGTTCAATACCACCGCAGTA
GCAGTAGCTGAGTGGACAGATAGAGTTATAGAAGGATTACAAAGAGCTTTTAGAGGTTTTCTCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCATTAATATAA 
>JQ403089 
GCTACAGACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGCACTGCCAAAAATAATGCTTTAACTTGCACTAATGATGCTGAAGCTATGAC
TACTGCTAATAGTAGCATGGGGACACAGGAAATGAAAAATTGCTCTTTCAAAATCACCACAGACCTGAAAGAT
AAGACAAGAAAAGAATATGCACTTTTTTATAAAGTTGATATAACGCCAATAGATAATAATAATACTTATAGGT
TGATAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTACGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGAAAAGAAGTTTAATGGAACAGGACCATGTAGAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAAAAGAGGTAGTAATTAGATCTGCCAATTTCTCAAACAATGGTAAAATCATAATAGTACATTTAAATGA
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACGGTGGGACCAGGCAGGGCA
TTTTATACAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATA
ACACTTTAAAACTGATAGTTGGAAAATTAAGAGAGCAATATGGGAATAATAAAACAATAATCTTTAACCAATC
CTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGCAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATCAGATTTGGCAGAACATGACATG
GATGGAGTGGGAAAAAGAAATTGATAATTATACAGAATCAATATACAGATTAATTGAAGAATCGCAAAACCAA
CAAGAAAAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAGTGT
ACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGCCACA
GCAATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAATACAAAGAGCTGGTAGAGCTGTTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTATAA 
>JQ403091 
ACTACAAAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACACCACTCTGTG
TCACTTTACATTGCACTGATCTGAGGAATAAAACCAATAATGCCACTATTGAGGGAATGGAAAAAGAAATAAA
AAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAAATGCAAAAAGAACATGCATTGTTTTATAGACTT
GATGTAGTGCCAATAGGTAATGATAATATAAGCTATAGGATGATAAACTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACGATCCTAAATTCAATGGAACAGGACCCTGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCCACTCAACTGCTGCTAAATGGCAGCCTAGCAGAAGATGTAGTAGTTAGATCTGAAAATATCA
CAGACAATGCCAAAGTCATAATAATACAGCTGAAAGAACATGTAGAGATTAATTGTTCAAGACCCAACAACAA



TACAAGAAAAAGTATACCCCTAGGACCAGGGAAAGCATTTTATACAACAGGAGACATAATAGGGGATATAAGA
CAAGCACATTGTAACATTAGTAGTACAACATGGAATAACACTTTAGGACAGATAGTTGGAAAATTACAAGAAC
ATTTTAAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGGTACCTAAAGGATCAACAGCTC
CTGGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATA
AATCTCTAGATCAAATTTGGAATAACATGACCTGGATGGAGTGGGAAAAGGAAATTGACAATTACACAGGGTT
AATATACAGATTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTAGATAAA
TGGTCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GGGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACC
AATATCGTTAGCTGTTAGCTTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAA
GTAGCACAAAGAGCTTTTAGAGCATTTATCCATATACCCAGAAGAATAAGACAGGGCTTGGAACGAGCTTTGC
TATAA 
>JQ610123 
GCTGCAGAAAGACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAGACAGAAATGCATAATGTTTGGGCCACACATGCTTGTGTACCCAC
AGACCCCAACCCACAAGAAACAGTATTGAAAAATGTGACAGAGAATTTCAACATGTGGAAAAATAATATGGTA
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTGACTTTAAATTGCTCTGCATTGAATGAAACTAATAGCTCGAATGAAACTAATAGCAATAATAGTAGTAA
AACTAATAGCAATAATAGTAGCCAGGAAGAGCTGGGTAGCGGAATGAAAAACTGTTCTTTCAATATCACCACA
AGCATAAAAGATAAGATGCAAAAGGAGTATGCACTATTTTATACATCTGATATAGTATCAATAGATGATAATA
ATAATACTAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATC
CTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATGAGACGTTC
AATGGAACAGGGCCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGCTGTTGAATGGCAGTCTAGCAGAAAAAGAAGTAGTAATTAGATCTAGCAATTTCACAGACAATGCTAA
AATCATAATAGTACAGCTAAAGGAAGCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTA
ACCTTAGTAGAGCAGAATGGAATAAAACTTTAGGACAGATAGTTACAAAATTAAAAGAACAATTCGGGAATAA
AACAATAGTCTTTAATAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAA
TTTAAGCAGCTACAGGCCAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGAATGCTAGTTGGAGTAATAGTTGGAGTAATAG
AACTAATAAATCTTTGGAGGAGATTTGGACTAACATGACCTGGATGCAATGGGAAAGAGAAATTAGCAATTAC
ACAGAAAAAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAAT
TAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATGTAAAAATATTCATAAT
GATAGTAGGAGGCTTGGTAGGTTTACGAATAGTTTTTGCTGTGCTTTCTTTAGTGAATAGAATTAGGCAGGGA
TACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGA
TTATAGAAGCATTACAAAGAATTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAG
GGCTTTGCTATAA 
>KM081848 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAATATTTTAACATATGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAACTATGTCAGGAATGATACTAATACCACTAGTAGTAATACCAATAGTAGTATCGA
GGGAATAATGGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAACATGAGAGATAGATTTCAG
AAAACATATGCACTTTTTTATAAACTAGATGTAGAACCAATGGATCAGAATAATACCAGTACCAGATATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATGAGACGTTCAATGGAAAAGGACAATGTACAAAT
ATCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGAAGCCTAG
CAGAAACAGAGGTAAAAATTAGATCTGACAATTTCTCAAATAATGCTAAAACTATAATAGTGCAGCTGACAAA
AGCTGTAAAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCA
TTTTATACAACAGGAGAAATAATAGGAGATATAAAACAAGCACATTGTAACCTTAGTAGAGAGGAATGGAACA
ACACTCTAAAACAGATAGTTGAAAAATTAGGAGAACAATTTAATAGTACAACAATAGTCTTTAAGAACTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCGAGAGTC
CTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTGGATCACATTTGGAACACCATGACCTGGAT
GGAATGGGATAAAGAAATTAGCAATTACACAGACCTAATATACAATTTAATTGAACAATCGCAGAACCAGCAA
GAAAAGAATGAACAAGAATTATTGGAATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAATT
GGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCATTGCC



ATAGCAGTAGCTGAGGGGACTGATAGGGTTATAGAAGCAGCACAAAGAGCTGGTAGAGCTATCCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KM081861 
GCTGCAGACCGTGCTGCAGACCAATTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCA
CCACTTTATTTTGTGCATCAGATGCCAAAGGATATGATACAGAAGCACATAATGTCTGGGCCACACATGCCTG
TGTACCCACAGACCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAAT
AACATGGTAGACCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAACTAA
CCCCACTCTGTGTTACTTTAAATTGCAAGGATGTGAATGCTACTAATAGCACTACTGGGACTAACAACAATAG
GACTATTGGGGAAGGGATGGAGGGAAGTGATATGAAAAACTGCTCTTTCAATATCACCACAATCATGAGAGAT
AAGGTGCACAAAGAATATGCACTGTTCTATAAACTTGATGTAGTACCAATAGATAGTAATAATAGTAGTGATA
ATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCTAAGGTATCCTTTACGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAGTGGAAAA
GGAAAATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGGCATAGTAATTAGATCTGACAATTTCTCAAATAATGCTAAAACCATAAT
AGTACAGCTGAAAGAACCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACATATA
GCACCAGGGAGAGCATTTTTTGCAACAGGAGAAATAATAGGGAATATAAGACAAGCATATTGTACCCTTAACA
GTACACAATGGAATAACACAATAAGACAGATAGCTAGAAAATTAGGAGAACAGTTTAACAAAAGCACAATAAT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATACAATTTGGGA
TAACATGACCTGGATGCAGTGGGATAAAGAAATTAGCAATTACACAAATATAATATACAGCTTAATTGAAGAA
TCGCAGAACCAACAAGAAAAAAATGAACAAGAATTACTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGT
TTAACATAACAAATTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCGTTTGCTGTTAGCTTG
CTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAATATTACAAAGCATTGGTAGAG
CTATCCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>KM081893 
GCTGCAGAACAATTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCA
CTCTGTTTTGTGCATCAGATGCTAAAGCATATCACACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAGTAGTATTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCAC
TCTGTGTTACTCTAGATTGCATTAATAATGTAACAAGTAGTAATAATGTAACAAGTAATGCCACAAGTGGGAC
AACTACCACTGAACCACCTACTGATACCATCACTGATACCATGAGAAACTGCTCTTTCAATATTACCACAGGC
ATAAGAGATAAGGTGCAAAAGGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAATA
ATAGCTATAGGTTGATAAATTGTAATACCTCAGTCATTACCCAAGCCTGTCCAAAGGTATCCTTTGAACCAAT
TCCCATACATTACTGTGCCCCGGCTGGCTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGTTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTGATTAGATCTGCCAATTTCACAGACAATGCTAAAACCATAATAGT
ACAGCTGAATGAATCTGTAGTAATTAATTGTATAAGACCCAACAACAATACCAGAAGAGGTATACATATAGGA
CCAGGGGGAGCATTTTATACAACAGGACAAATAATAGGAGACATAAGACAAGCACATTGTAACATCAATAGAA
CACAATGGAATAACACTTTAAGACAGGTAGTTGAAAAGTTAAGGGAACAATTTGGGAATAATAAAACAATAAC
CTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTGATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGGACTTGGAGTAATAAATCTCAAGAAGAAATTTGGAA
TAATATGACCTGGATGCAGTGGGAAAGAGAAATTGAAAATTACACAGGCTTAATATACACTTTAATTGAAGAA
TCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTATGGAATTGGT
TTGACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGGTTAAGAAT
AATTTTTGCTGTACTGTCATTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCCTG
TACAACGCCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAAATATTACAAAGAGCTTATAGAG
CTATTATACACATACCCAGAAGAATAAGACAGGGTGCGGAAAGGGCTTTAGTGTAA 
>KM081913 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACATGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATAAGTTGAGATATCATAATCATACCAACAACAGTAGCGGGGACAGGATGGAGGA
AGGAGAAATAAAAAACTGCTCTTTCAACATCACCACAAACATGAGAGATAAGGTGCAGAAAGAATATGCACTG
TTTTATAAACTTGATGTAGTACCAATAGATAATGGCAATAATACTGGCAACTATACCAACTATAGGCTGATAA
GTTGTAATACCTCAGTCCTTACACAGGCCTGCCCAAAGGTGTCCTTTCAACCAATTCCCATACATTTTTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC



ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGTTGTTAAATGGTAGTCTAGCAGAAG
AAGAGGTAATGATTAGATCTGCCAATATCGCAGACAATACTAAAGTCATAATAGTACATTTGAACGAATCTGT
AGTAATTAATTGTACTAGACCCGACAACAATATAAAAAAAAGAATACTCCATATAGGACCAGGGAGAGCATTT
TATACAAAAGTAATGGGAGATATAAGAAAAGCATATTGTACCATTAATAAAAAAGATTGGAACAAGACGTTAG
GACAGATAGTTACAAAATTAAGAGAACAATTTGATAATAAAATAATAGTCTTCAATCGCTCCTCAGGAGGGGA
CCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTG
GAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTG
TGCCTTGGAATAGTAGTTGGAGTAATAAAAGTCTGAATCAGATTTGGGATAATATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTATACAAACTTAATATACACCTTGATTGAAGAATCGCAAAACCAGCAAGAAAAGAAT
GAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGATATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACACCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTTTAGAAGCATTACAGAGAACTTTTAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>KM081963 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGGACAATGGTACTGCTAATACTACCAATAGTACTACTAATAACAATAATAG
TAGTAGTTGGAAGATGGACAAAGGAGACATGAAAAACTGCTCTTTCAATGTCACCACAAACATGAGAAACAAG
ATGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAAGGATAATACAAGTTATACTT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACGTTCAATGGAACAGGACCATGTAACATT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACCCAACTGTTATTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATTAGCTCTGAAAATATCTCGGAAAATACTAAAACCATAATAGTACATCTGAAGGT
ACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCA
TTTTATGCCCACACAAACATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAGAAAAATGGAGTA
AAACTTTATACCAGATAGCTACAAAATTAGGAGAACAATTTAGAGATAAAACAATAAACTTTACCCAACATTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAGTAAAATTTGGGATAACATGACCTGGAT
GGAGTGGGAGAAAGAAATTGACAATTACACAGACTTAATATACACCTTACTTGAAAAATCGCAGAACCAGCAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTAGCATAACAAACT
GGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTGTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCATTCGCCATTAGCTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTGCAGAGAATTTGTAGAGGTGTTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>JX864027 
GCTACAGAAGAATTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGGAAAGATGCAATAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCAATGATTGGAATGCTACTAGTACCAATGATACTGCAACTTATAAGAATAGTAGTTTGAA
ACTAGGGGAGGGAGAAATGAAAAATTGCTCTTTCAATGTCACCACAGAAGTAAGGGATAAGGTGAAAAAGGAA
TATGCACTCTTTTATAAACTTGATGTAGTACCAATAGATAATGATAGRAATAATAATAGTTATAGGTTGATAA
ATTGYAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGGTTTGCGATTCTAAAGTGTAACAATGAAAGGTTTAATGGATCAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTGGCAGAAA
AGGAGATAATGATTAGAWCTGAAAATTTCTCGAACAATGCTAAAAATATGATAGTACAGCTGACAGAAGCTGT
AGAAATTAATTGTACAAGACCCAACAAYAATACAAGAAAAAGTATACATCTAGGACCAGGGAAAGCATTTTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTT
TAAATAAGATAGTTACAAAATTAGGAGAACAATTTAATAAAACAACAATAGTCTTTGAGCCCCCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
CTGGAAARATACCTCAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTTATAATCAGATTTGGGATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAGAGCTGATATACAACTTAATTGAAGCATCGCAAATCCAACAGGAAAAG
AATGAACAGGACTTATTGGCACTAGATCACTGGGCAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCCAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAATTTGCTTAATACTATAGCCATAGCA



GTAGCTGAGGGGACAGATAGAATTATAGAAATAGTACAAAGAGTTGGTAGAGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGAAGTTTGCTATAA 
>MH666175 
GCTACAGAGGACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACGGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAATATGGTAGAA
CAGATGCAGGAAGATATAATCGGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCACTCTGTG
TTACCTTAAATTGCACTGATGCTAGTACCAACAGTAGTGAAATAAAAAACTGCTCTTTCAATGTCCAATCAAG
CATGCAAGATAAGCAGAAGAGAGAATATGCATATTTTTATAAACTTGATGTAGTACAAATAGATGATGATAAG
AATAATACGGATAATATTACTAAATATAGGTTGATAAGTTGTAACACCTCCGTCATTACCCAAGCCTGTCCAA
AGATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAA
GAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTG
TCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGGTCTGAAAATCTCACAAACA
ATGCTAAAACCATAATAGTACAGATGAATAAATCTGTAACAATTGATTGTATAAGACCTGGCAATAATACAAG
AAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCA
CATTGTAACATTAGTAAAGCAAATTGGACTAACACTCTAAAACAGATAGCTAAAAAATTAAGTGAACAATTTG
GGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACGGGATCAACAGCTCCTGGGA
ATTTGGGGTTGCTCTGGAAAAATCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAACAAAACTC
ATAATCAAATTTGGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATA
TAGTTTGCTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACATGATTTATTAGCATTGGACAAATGGGCA
AATTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGGTAGGTTTAAGAATAGTTTTTGTAGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATC
GTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAAATAGTG
CAAAGAGCTGGTAGAGCTATCCTTAACATACCTACAAGAATAAGACAAGGCTTGGAAAGGGCTTTACTATAA 
>MH666186 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAGTCACCACTCTATTTT
GCGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTGATCTGAATGTTAATAGCACTGATAGGAATGTTAATAGCACTGATCTGAATACCTG
GGATAAAGGAGAAGTAAAAAACTGCTCTTTCAATACCACCACAAGCATAACAGATAAGAGACAGAAAGACTAT
GCATTATTTTATAAACTTGATATAGTACCATTAGATGATAATACTACAAATAATTATACCAACTATAGGCTGA
TAAGTTGTAACACCTCAGTCATTAAACAGGCCTGTCCGAAGGTCTCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTACAATGCAATGATAAGAAATTCAATGGAACAGGAGCATGTACAAATGTC
AGCACAGTGCAGTGTACACATGGAATTAAGCCAGTGATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGATATAGTAATTAGATCTGAAAATTTCTCAGACAATACTAAAAACATATTAGTACAGCTGGAAGAACC
TGTAATGATTAATTGTACAAGACCCAGTAACAATACAAGTAAAGGTATACATATAGGACCAGGGAGAACATTT
TATGCAACAGGAAGAATAACAGGAGATATAAGACAAGCACATTGTATCATTAATGGTACAAAATGGAATGACA
CTTTAAAACAGATAGCTGAAAAATTAGAAAAGCAATTTGACAATAAAACAATAGTCTTTAAAGACTCCTCAGG
AGGGGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGTTCTGGAAAGCTCATCTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGCAATAAAACTTACGAAAAAATTTGGGATAACATGACCTGGATGGA
ATGGGATAGAGAAATTCACAATTACACACAACTAATATACACTTTAATTGAAGAATCGCAAACCCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTAGATAAATGGGAAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTACATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTGTACTGTATTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCGTTGGCTGTTAGCTTGCTCAATGCCATAGCCATC
GCAGTAGCTGAGGGGACAGATAGGATCATAGAAATAGTACAAAGAGGTTGCAGAGCAATTCTCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>MH666216 
GCTACAAATAATTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGACACCAAATCCTATAAGACATAGGTACATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGCAAAGAATGGCACTAATGCTTTTAATGTTTCTACCCCTAGTCCAATGAAAAA
CTGCTCTTTCAACATCACCACAAACATGAGGGATAAGGTGCAGCTAGAACATGCACTCTTTGATAGCCTTGAT
GTAGTACAGGAAAATAATAGCTATAGATTGATAAGTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGG
TATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTACAATGTAATGATGAGAA
ATTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTGATATCA
ACTCAACTGCTGTTAAATGGCAGTTTAGCAAAAGGAGATGTAATAATTAGATCTCAAAATTTCACAAACAATG



CTAAAACCATAATAGTACAGCTAGCAGAAGCTGTACAAATTAATTGCACAAGACCCAACAACAATACAAGAAA
AAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGAAGCAGTGATAGGAAACATAAGAAAAGCATAT
TGTAACATTAGTAGAGCAGATTGGAATAGAACTTTAGGCAAGGTAGCTGAAAAGTTAAGAGAACAATTTGGGA
AGAATAAAACAATAGTCTTTAAGCCCTCTGTAGGAGGGGACCCGGAAATTGTAATGCACAGTTTTAATTGTGG
AGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGA
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGCTGGAGTAATAGATCTC
TGGATTCTATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGTTTAATATA
CACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCA
GGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCT
TAGTAGGGTTAAGAATAGTTTTTGTTGTACTTTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTC
GTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGGCTTA
CAAACAGCTATTAGAGTTATTATCCACATACCTGTACGAATCAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH666227 
GCTGCAGAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATAGTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATATTAATACTAATAGTACCAATAATAGTACCAATAATAGTAGCGCGACAGTGAT
AGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATAACTACAAGCATGAAAGATAAGATGCAGCAAGCATAT
GCAACTTTTTATAGACTTGATGTAGAACCAATAGATAGTACAAATAATAGTAGTTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTTGATGGAAAAGGACCATGTAACAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGACAATTTCTCAAACAGTGCTAAAACCATAATAGTACAGCTGAAAAAAGCTGTAAAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGGCCAGGGCGAGCATATTTTAGAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAGAATGGAATAACACTTTAAAAG
AGGTAGTTAGAAAATTAAGAAAGCAATTTGAAAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGATAT
AGAAATTGTAACCCACAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCGGGCAAGGGTCCTAGCTGTGGAA
AGGTACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCAGTGC
CTTGGAATACTAGTTGGAGTAGTGGCACAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGCAGTGGGA
AAAAGCAATTAGCAATTACACAGAAGAAATATACAAATTAATTGAACAATCGCAAATCCAACAGGAAAAGAAT
GAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATATTCACCAATATCGTTGGCTGTTAGCTTGCCCAACGCCATAGCCATAGCAGTA
GGTGCAGGAACAGATAGGATTATAGAAATAATACAAAGAACTTTTAGAGCTATTTGTAACATACCTACAAGAA
TAAGACAGGGCTTCGAAAGGGCATTGTTATAA 
>MH666240 
GCTGCTGCAGGTCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTGT
TTTGTGCATCAGATGCTAAAGCATATGATAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAGCCCACAAGAAGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGACCAATAACATGGTA
GAACAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGTACTGATTATAGGGGGAATATGACCGGGGGGAATGATACAGCGGGGAAAAATGCTGA
TATGAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAAATGCAGACAGCAAACGCAGTCTTTTAT
AACCTTGATATAGTACAAATAGAGGAGAATAGTACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATCA
CACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGTACTCATGGA
ATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTTATAATTAAATCTG
AAAATCTCACAGACAATGCTAAAACCATAATAGTCCAACTGAATGAATCTATAGTAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAGTAATAGGA
GATATAAGGCAAGCACATTGCAACATTACTAGAGAAGCCTGGAATAAAACTTTAAAACAGATAGTTAGCAAAC
TAGGAGAAAAATTTAATAATAAGACAATAAAATTTCAGCCACCCTCAGGAGGGGATCTAGAAATTGTAATGCA
CACTTTTAATTGTGCAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTT
GGAGTAATAAGTCTCTGGATAGTATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAATTCACAATTA
CACAAACTTAATATACAACTTACTTGAAAAATCGCAAACCCAACAAGAAAAAAATGAACAAGATTTATTGGCA
TTCGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGAAGGG
ATACTCACCACTATCGTTTGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAAATAGTTCAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGGCAGGGGGCGGAAA
GGTTTTTGCTATAA 



>MH666253 
GCTGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTTTGGAAAGAAGCAGACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAAACAGAGATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAGGAAGTAGTATTAGGAAATGTGACAGAAAATTTTAACATATGGAAAAATAACATGGTAGAACAA
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACTCCACTCTGTGTTA
CTTTAAGTTGCACTAATGCTACACTTGGTAGTTCCACTAATGCTACTAATGCCCCTAATAATGCCACTGATAT
GAATTCAGAAGTAAAAAACTGCTCTTTCAATATCACCTCAAGTATAAGAGATAAGGTGCAGAAAGAATATGCT
GTCTTCTATAAGCTTGATTTAGTACCAATAGAAGATAGTAACAGTAGTGCTAATAGTAATTATACCAGCTATA
GGTTGATAAATTGTAATACCTCAGTCATAACACAGGCCTGTCCGAAGGTATCCTTTGAGCCAATTCCAATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGATCAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGGATCAAGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAAAGGTAGTAATTAGATCTGCCAATTTCACAGACAATGCTAAAACCATAATAGTGCAGCTGAA
CCAATCTGTAGTAATTAATTGCACAAGACCCGGCAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGA
GCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGTAGAGATTGGA
ATGAAACTCTAAAACAGGTAGCTGCAAAATTAGGAGAACAATTTAATAAGACTACAATAATCTTTCAGCCATC
CTCAGGAGGGGACCCAGAAATTAGAGATCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCCGTGCCTTGGAACAATACTTGGAGTAATAGATCTATGGACGAAATTTGGAGCAACATGACCTG
GATGGAGTGGGAAAGAGAGATTGACAATTACACAAGCTTCATATACACATTAATTGAAGAATCGCAGAACCAG
CAAGAAAAGAATGAACAGGACTTATTGGCCTTAGATAAGTGGGCAAATTTATGGAGTTGGTTTAGTATAACAC
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTCTTAGCTTGCTTAATACCATA
GCCATAGCAGTAGCTGAGGGAACAGAAAGGCCTCATACCTAGAAGAATAAGACATTGAAAGGGATTTGCTAGG
G 
>MH666262 
AATGCAGACCAATCGTGGGTCACAGTATATTATGGGGTACCCGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAGCATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATCCAATGTTACAGAATAATACACAGAATACTACTGTTTCACAGAATAATACTGC
TAGGGTGCATACGAATACTACTGATATGAAAAACTGCTCTTTCAATGTCACCACAGACCGAAGAGATAAGATG
CAGAAAACATATGCTTTGCTTTATAAACTTGATATAGTAGCAATAGATGATGATAATAGTACAAATGCTACTA
GCTATAGGTTGGTAAGTTGTAACACCTCAGTCCTTACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCC
CATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAGAGATAATAAGTTCAATGGAACAGGACCA
TGTAACAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTATTAAATG
GCAGCCTAGCAGAAGGAGAGATAGTAATTAGGTCTGAAAATCTCACGGACAATGCTAAAACCATAATAGTACA
CCTGAACAAAGCTGTAAATATTACTTGTATGAGACCCGGTAACAATACAAGAAGAAGTATATCCATAGGACCA
GGAAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAGGA
ATTGGAATGAAACTTTACAAAATATAGTTAAAAAATTAAGAGAACAAGAACAATTTGAGAATAAGACAATAGT
CTTTAAGCCATCCTCAGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAAGTTACATCTGGGG
GAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTATACAGATTTAATATACAGCTTACTTGAGGAA
TCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGACAAGTGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTG
CTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAGAGGATTGGTAGAG
GCATCCTTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KM354431 
ACTGAAGAGGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAGTACCACCCTAT
TTTGTGCATCAGATGCTAAGGCACATAAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAT
AGACCCTGACCCACAGGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACTCCACTCT
GTGTTACTTTGAATTGTAGTAGTAATGTGACTATTATCACTAATAGTACTACCGCTAATAGTAGTGGGAAAGG
GATACGGGATGAATTAGAAATGAAAAACTGCTCTTTCAATGTTTCCACAAACACAAATAGAAAGGGGTTTAAG
GAAGAATATGCTCTTTTTTATAAACTTGATTTAAATGGTACTGACAATACAAGCTATACATTGATAAATTGTG
ACTCCTCAGTCATTAAACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCAGC
TGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGGACAGGACCATGTTCAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAAA
TAGTAATTAGATCTGAAAACCTCACAGACAATGCTAAAAACATAATAGTACAGCTGAACGCATCTGTAGAGAT



TAATTGCACAAGACCCAACAACAATACAAGAAAAGGTATAGGGATAGGACCAGGGAGTATATTTTATGCAACA
GGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAGTGGAACAACACTTTAAGAC
AGCTAGCTGGAGAATTAGAAAAAAGATTTAATAAAACAACAATAATCTTTGAGCAACCACTCCCAGGAGGGGA
CCAAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTATGAATGATATCTGGAATAACATGACCTGGATGGAGTGGGA
CAGAGAAATTAATAATTACACAGGCTTAATACAAACCTTACTTGAAGAATCGCAGATTCAGCAAGAAAAAAAT
GAACAAGAATTATTGGAATTGGATAAATGGACAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAGAATATTCATAATGGTAGTAGGAGGTCTGGTAGGTTTAAGGATAATCTTTTTTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGTTTGCTTAATGCTATAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAATTCTTACAAGGAGTTTTTAGAGCTTTTATCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KM354585 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGATGCAAAAACCACTTTATTTT
GTGCATCAGATGCAAAAGCATATGAGACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAGTAGTATTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAATCTGTG
TTATTTTAAATTGCACTGATTATGTAAGGAATGATACTAATACCACCATTAGCAATCCTGCCGAAATGAAGAA
CTGCACTTTCAACATCACCACAAGCATAAAAGAGGAGGTGAAAGGATATGCACTTTTTTATAAATATGATGTA
GTACAAATAAATAATAATAGTAATGATACTAGATATAGGTTGATGAGTTGTAACACCTCAACCATTACACAGG
CCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTGTAAAGTG
TAATGACAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTGGTATCAACTCACCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATT
TCACAAATAATCATAAAATCATAATAGTACAGCTGAATCAATCTGTAGAAATTAATTGTATAAGACCCAACAA
CAATACAAGAACAAGTATACCTATAGGACCAGGGAGAACAATTTATGCAACAGGAGAAATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTAGAGAAAAATGGACTGGCACTTTAAAAAAGATAGTTGGAAAATTAGGAA
AACAATTTAATAAAACAATAATCTTTGATCAACCACCCCCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAG
CTCATGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTTTGGATCATATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGG
TTTAATATACACTTTACTTGAAGAGTCGCAAAACCAGCAAGAAAAAAATGAAAAAGACTTATTGGAATTATAT
AAATGGGATAGTCTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGGTAG
TAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAATAAATAGAGTTAGGCAGGGATACTC
ACCCTTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATCATA
GAAGTGGTTCAAAGAGCATTTAGGGCCATTCTCAACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTT
TGCTATAA 
>KM354670 
GCTACTGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTTTATTCT
GTGCCTCAGATGCCAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAGCAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTAATATTGCTAATGCCACTGATACGAATAATAGTGTTACCAATGTTACGGTGAGGGG
GGCAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGGTGAAGAGAGAATATGCA
CTGTTTTATAAACTTGATATAGTACAAATAGATGATACTGATACTACTAATAATAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCC
GGCTGGTTTTGCAATTCTAAAGTGTAACAATAAGACGTTCAATGGATCAGGACCATGCACAAATGTCAGCACA
GTACAATGTACTCATGGGATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
GGGTAGTAATTAGATCTGAAAACTTCACAAACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGTAGA
AATTAATTGTACAAGACTAAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCA
ACAGGACAAATAATAGGAGATATAAGAGAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTAA
AACGGGTAGCTAAAAAATTAAGAGAGCAATTTGGGGAGAATAAAACAATAAACTTTAGCAAACCCTCAGGAGG
GGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGAGGAGATTTGGGATAACATGACCTGGATACAGTG
GGAAAAAGAAATTGAAAATTACACAGGCTTAATATACACATTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACAAGACTTATTGGCATTAGATAAATGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTGTTTACTGTACTTACTAT
AGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCACGGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGCATTACAAAGAGCTGGTAGGGCTATACTCCACATACCTACAC
GAATAAGACAGGGCTTTGAAAGGGCTTTACTATAA 



>KX587204 
GCTGATCAATTGTGGGTAACTGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGTCACCACTCTATTCTGTG
CATCAGATGCTAAAGCATATGACACAGAGGCACATAATATGTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTGTTA
CTTTACATTGCACTAATTATAATGGTACTACTAATACCACTAATAGTAGTAGGATGAAGATGAAAGAAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAGGCATAAGAGATAAGGTGAGGAAGGAACATGCGCTTTTTTAT
AGATTTGACATAGTACCAATAGATGATGATACTGATAATACTAGCTATAGGATAATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAGACTTTCAATGGATCAGGACCATGTACTAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAATTGCTATTGAATGGCAGTCTAGCAGAAGAAGATATAGTACTTA
GATCTGAAAATTTTACTGACAATGCTAAAACCATAATAGTACATCTGAATGAATCTATAATAATTAATTGTAC
AAGACCCAACAACAATACCAGAAAAAGTATAAATATAGGGCCAGGGAGAGCATGGTATGCAACAGGACAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAGAAAGATTGGAATAAGACCTTAAAATGGGTAGTTG
GAAAATTAACAAAACAATTTAATAATAAAACAATAGTCTTTAATCAGTCCTCAGGAGGGGACCCAGAAATTGT
AATGCACACTTTTATTTGTGGAGGGGAATTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATA
CTAGTTGGAGTAATAAAACTCTGAACGAGATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTGA
CAATTACACAGACATAATATACAGCTTAATTGAACAATCGCAAAACCAACAGGAAAAGAATGAACAAGAGTTA
TTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATTATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGGTCAGGGGACA
GATAGGATTATAGAAATAGTACAAGGAGCTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>KC473824 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATGACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCCAATATTACTAATACCAATACTACTAATAATAGTAGCTGGGAAAGGGAGGA
AACAGGAGCAATAAAGAACTGCTCTTTCAATATCACAACAAGCTTAAAAGAGAAGGTACAGAATGAATATGCA
CTTTTTTATAAACTTGATGTAGTACAAATAGATAATAGTACCAAATATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAGAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACCCAACTACTACTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGAAAATTTCACAAACAATGTTAAAACTATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTAT
AAGACCCAACAACAATACAAGAAAAAGTATACATCTGGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAGCAAAATGGAACAACACTTTAAAACAGGTAGTTA
AAAAATTAAGAGAACAATTTGAGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATTCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTTTGGAGGAGATTTGGAATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGA
CAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAAAAAGAATTA
TTGGAATTGGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATATAAAAATAT
TCATAATAATAGTAGGAGGTTTGGTAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCGTTATCGTTTGCTGTTAGTTTGCTCAATGTCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGTAGTACAAAGAATTTATAGGGGAATTCTCCACATACCTACAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>MK164663 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAGCATTGAAAAATGTGACAGAATATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTAAATTGTACTAAGTTTACAGGGAATGTCACTCATGAGAATGGGACTGTCACTGTTAATAGTACTAT
TGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGTATGAAAGATAAGGTGCAGAAAGAATATGCACTT
TTTTATACGGTTGATGTAGTACCAATAAAGAATGATAATATAGAGAATGATACAAAGAATGGTAGTATAAAGA
ATGATAATACTAACTATAGGTTAATAAGTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCTATTCTAGAGTGTAAAGAGAAGAATTTCAAT
GGAACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAAC
TGCTGTTAAATGGTAGCCTAGCAGAAGGAGAAGTAGTACTTAAATCTGCCAATTTCTCGGACAATGCTAAAAA



CATAATAGTACAGCTGAATGAAGCAGTAGTAATTAATTGTACAAGACCCAATAACAATACAAGAAAAAGTATA
CATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAAATATAAGAAAAGCACATTGTAACC
TTAGTGAAGCAAATTGGAATAGAGCTTTACATAGGATAGCAGAAAAATTAAAAGAACAATTTAATAAAACAAC
AATAAGATTTAATCGAAGCGCAGGAGGGGACCCAGAAGTTGAAATGCACACTTTCAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGTT
GCTCTGGGAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCCCTGGATAATAT
CTGGAATCACACGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCCTAATT
GCAGACTCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTAATGGCATTAGACAAATGGGATAGTTTGTGGA
ATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATT
AGCTTGTTCAATACTACAGCTATAGTAGTTGCTGAGGGAACAGATAGAATTGTAGAAGCATTCCAAATAGCTT
GTAGAGCTATTAGGCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTATAA 
>MK164670 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAGCATTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTAAAATGTACGGAGTATAATGGCACTAGGGGGAATGCCACTGATATGAATGACTTTGATAATAGTAC
TATTGGAGAAGTAAAAAACTGCTCTTTCAATGTAACCACAAGTATAAGAGATAAGGTACAGAAAGAATATGCA
CTTTTTTATAAGTATGATGTAATACCAATAGAAAATGATAATGATAATACTAGCTATACTAGCTATAGGTTAA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCTATTCTAGAGTGTAAAGAGAAGAATTTCAATGGAACAGGGCCATGTAGAAATGTC
AGCACAGTACAATGTACACATGGAATTAGACCGGTAGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAG
AAGGAGAAGTAGTACTTAAATCTGACAATTTCTCGGACAATGCTAAAAACATAATAGTACAGTTGGATGAAGC
AGTAGTAATTAAGTGTATAAGACCCAATAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTG
TATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTACTACAGCAAATTGGACTAAAA
CTTTAAGTAAGATAGCAGAAAAATTAGGAGAAAAATTTAATAAAACAATAATAAAATTTGATCGACACGCAGG
AGGGGACCCAGAAGTTGAAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATGTGGGGTTGCTCTGGGAAACTCATCTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGGATGATATCTGGAATCACACGATCTGGTTGAA
GTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTACTTGCAGACTCGCAGAACCAACAAGAA
AAGAATGAACAAGACTTATTGGCATTAGACAAATGGGATAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTGC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATACTACAGCTATA
GTAGTAGCTGAGGGAACAGATAGAATTATAGAAGCATTCCAAATAACTTGTAGAGCTATTAGCCACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGACTTCTACTATAA 
>KC935958 
GCTGCAGATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAAGATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAATTGCACTAATGCTACTAGTACCATTAATGGTACTAGTTCCAATAGCACATCGGAAGACATGAA
AAATTGCACTTTCAATGTCACCACAAGCATGAGCAATAAGGTGCAGCGAGAACATGCACTTTTTTATACACTT
GATATAATACCAATAGACGAGGATGGTGATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCGTCA
CACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCT
AAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTTAGCACAGTACAATGTACACATGGA
ATTAGACCAGTGGTATCAACTCAGCTGCTGTTAAATGGCAGTCTATCGGAAGAAGGGATAATAATTAGATCCG
CCAATCTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAATCAATCTGTACAAATGACTTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACATCTAGGACCAGGCAGAGCGTTTTATGCAACAGAAGGAATAATAGGA
AATATAAGACAAGCACATTGTAACATTAGTAGAAGTAATTGGACTGAAACTTTACGAAAATTAGGTGCAAAAT
TGAAAGAACACTTTAATAAAACAATAAATTTTACTCAATCCTCAGGAGGGGACCCAGAAATTGCAATGCTTAA
TTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGA
GTGACAAAAATCTGAGTCAGATTTGGGACCACATGACCTGGAGGCAGTGGGAAAAAGAGATTGAAAATTATAC
AGACATAATATACACTTTAATTACAGAATCGCAAAGCCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTG
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCCTAATAGGTTTAAGAATAGTTTTTACCGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTCGCTATTAGCTTGTTCAATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGAGTT
ATAGAAGCATTGCAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGA
TTTTGCTATAA 



>JF680914 
GCTACAGACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAACGACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAGAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAGTAGGAATGATACTAATACCACTAGTATGGGAAAGATAGAGAGAGGAGA
AATAAAAAATTGCTCTTTCAATATTACCACAAACATAAGAGATAAGATGCAGAAAGAATATGCGCTTTTTTAT
AAACTTGATGTAGTACAAATAGATAATGATAATAGTAGCTATAGATTAATAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGCAACAATAAGACATTCAGTGGAAAGGGACCATGTACAAATGTTAGCACAGTACAATGTACGCATGGA
ATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
ACCATTTTACAGATAATACTAAGATCATAATAGTACAGCTGAATCAATCTGTAGAAATTAATTGTACAAGACC
CAATAACAATACAAGAAAAAGTATACATATAGGACCAGGCAGAGCATTCTATACAACAGGAGATATAATAGGA
GATATAAGACAAGCACATTGCAACATTAGTAGAACAAAATGGAATGAAACTTTACATAAGATAGCTAAAAAAA
TTACAAAAACAATTTAATAATAGAACAATAATCTTTGAACGATCCTCAGGAGGGGACCCAGAAATTGTAATGC
ACAGTTTCAATTGTGCAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGA
TCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGT
TGGAGTAATAAATCCCTGAATCAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATT
ACACAAGCCTAATATACAACTTAATTGAAGACTCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGA
ATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATA
ATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGG
GATACTCACCCTTATCGTTCGCTATTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAG
GGTTATAGAAGTATTACAAAGAATTTGTAGGGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAA
AGGATTTTGCTATAA 
>JF680916 
GCTAATGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACCCTGTTTT
GTGCCTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAACTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGGGGACATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGACCCTTTGAGGAATAATACTGCCACTAATACCACTAGTAATAATTTGGGAAAGAT
GGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAGGGTGCGGAAAGAATATGCG
CTTTTTAATAGGCTTGATGTAGTACCAATAAATGATGATAAATTTAATACTAGCTATAGGTTGATAAATTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACAATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAGCTATTACTAAATGGAAGTCTAGCAGAAGAAGAGA
TAATAATTAGATCTGAAAATCTCACGAACAATGCTAAAACCATAATAGTACATTTGAATGAATCTGTACAAAT
TAATTGTACAAGACCCAACAATAATACAAGAAAAGGTATCCATATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGCAAGTTGGAACAGAACTTTAAAAC
AGGTAGCTAGAAAATTAAGAGAACACTTTAATAAAAGTATAATCTTTACAAAGTCCTCAGGAGGGGACCCAGA
AATTGTCACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGA
TATCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATGCTACTTGGAGTAACAAATCTTGGGAGGATATTTGGGATAAAATGACCTGGATGGAGTGGGACAGAGA
GATTGACAATTACACAAGCATCATATACTCCTTACTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAG
GAATTATTGGCATTTGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTGTAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG
GGAACAGATAGGATCATAGAAATAGCACAAAGAGTTGGTAGGGCTATCCTCAACATACCTACAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>MK383384 
GCAGAATCAGACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACGAGAACTAGTGTTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTTACCCCACTCTGTG
TTACCTTAAACTGCACTAATTGGAAGCCGAATGGCACTGATACTAATGTCACGATGCGGATAGAGGATGGAGA
AATAAAAAAATGCTCTTTCAATGCCACCACAGAAGTAAGAGATAAGGTGCAGAAACAAAATGCTCTCTTCTAT
AACCTTGATATAGTACAAATGGGGGAAGAGGGTAATCGTAGCTATAGTAATAGTAGCCATAGTAATAGTAGCT
ATAGTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTACACAAGCTTGTCCAAAGGTCTCCTTTGATCC
AATTCCCATACATTATTGTACCCCAGCTGGTTTTGCGATCCTAAAGTGTAATGATAAGAAGTTCAATGGAACA
GGACCATGTACAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAGTACTCAGATCTGAAAACTTCACAAATAATGCTAAAACCATAAT



AGTACATCTAAATGAATCTGTACAAATTAATTGCACAAGACCCCACAACAATATAAGAGGAAGAATGTCTATA
GGACCAGGGAGAGCATTTGTTGCAACAAGAGAAGTAACAGGAGTTATAAGACAAGCACATTGTAACATTAGCA
TGACAAAGTGGAATGACACTTTAAAAAAGGTAGTTAAAAAATTAAGAGAACAATTTGGGAATAATAAAACAAT
AGTCTTTAAACCATCCTCAGGGGGGGATCCAGAAATTGTAACGCACCACTTTATTTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAAAATCTAAGTCAGATTTG
GGATAACATGACCTGGATACAGTGGGAAAGAGAAATTGACAATTACACAGGCCTAATATACAACTTACTTGAG
AAATCACAAAACCAGCAAGAAAAGAATGAACAAGAACTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAGTT
GGTTTGACCTATCACAATGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAGTTTTTGCTGTCCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGC
TTGCTTAATTCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGTACTAATAGTTTGTA
GAGCTATTCGCCGCATACCTACAAGAATAAGACAGGGCTTGGAGAGAGCTTTATTATAA 
>KF526141 
GTTACAGGAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTATGTAAGTAATGTTACTACTCACAGTAATAGTAGCAATGTTACTGCTCACAG
TAATAGTAGCAATGTTACTACTCACAGTAATAGTAGCAATGAAATACAAAAATGCTTTTTCAATGTCACAGCA
GGCATAAGAGATAAGGTACAGAAAGAATATGCACTTTTTTATAAGATTGATATAGTACCAATAGATAAGGGTA
ATGATAGCAATTCTACCTATTCTACATATAGGTTGATAAATTGTAACACCTCAGTCATAACACAGGCCTGTCC
AAAGGTAACCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAAT
GAGAAGTTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TATCAACTCAACTGCTGTTAAATGGCAGTCTATCAGAAAAAGAGGTAGAAATTAGATCTGCCAATTTCACAGA
CAATGCTAAAATCATAATAGTACAGCTAAATGAATCTGTAGTAATTACTTGTACAAGACCCAACAACAATACA
AGAAAAAGTATATCTATAGGACCAGGGAGAGCATTCTATGCAACAGGAGATGTAATAGGAGATATAAGACAAG
CACATTGTAACATTAGTAAAGGAAATTGGACTAAAACTTTAGGAAAGGTAGTTGCAAAATTAAGAGAACAATT
TGGACAGAATAAAACAATAGTCTTTAATCAATCCGCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCC
TGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGATAGTTGGAGTAAAAA
TAAATCTTGGGAGGATATTTGGAATAACATGACCTGGATGGAGTGGGATAGAGAAATTAACAATTACACAAAC
ATAATATACAACTTAATTGAAAAATCGCAAAACCAACAAGAAAAAAATGAACAAGACTTATTGGCATTAGATA
AATGGGACAGTTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGT
AGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCATTATCGTTGGCTGTTAGCTTGTTCAACGCCGTAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAG
AAGTAGCACAAAGAATTTTTAGGGCTATTCTCCACATACCTACAAGAATAAGACAGGGATTGGAAAGGGCTTT
GCTATAA 
>KM081852 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAAGATTGGAAAATTTGACAGAACCTTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCAGGAGGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACTCCAATCTGTG
TTACTTTAAGCTGCACTAATTGGATAAATTATACTAGTACAGCTACTAGTACAACTACTAGTACTATTACACC
TACTGGAAATTATACTACTAGTACACCTCCGGGGGGAGAAGACATGAAAAACTGCTCTTTCAATGTCACCACA
AGCATAAAAAATAAGGTGGAGAAAAAATATGCACTTTTTGATACACTTGATGTAGTACCAATAGAAAAGAATA
GTACAAACTATATGTTGATAAATTGTAACACCTCAGTCATCAAACAGGCCTGCCCAAAGGTATCCTTTGAACC
AATTCCTATACATTTTTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAATGATAAAAAGTTCAATGGATCA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCTACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTCAAAATTTCACGAACAATGCTAAAACCATAAT
AGTACAACTGAATGAATCTGTACCAATTACTTGTACAAGACCTAACAACAATACAAGAAAAAGTATAAACATA
GGACCAGGGAGAGCATGGCATATATCAGAACCAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTA
GAGAAGAGTGGAATAAAACTTTAGAAAAAGTAGTTAAAAAATTAAAAGAACAATTTGGGAATAAAACAATAAC
CTTTAAGCCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGCATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAATAAAAGTCAGAGTGAAATTTGGGA
AAACATGACTTGGATGGAGTGGGAGAGAGAAATTAACAATTACACAGGAGTAATATACAATTTAATTGAAAAA
TCGCAGAACCAACAGGAAATAAATGAAAAGGACCTATTGGAATTGGATAAGTGGGCAAGCTTGTGGTCTTGGT
TTGACATATCAAACAGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTTAGAAT
AGTTCTTACTGTGCTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCATTTGCTGTTAGTTTG



CTTAACACCATAGCTGTAGCAGTTGCTGAAGGGACAGATAGAATTATAGAAATATTACAAAACACTGGTAGAG
CTATTCTCCACGTACCTAGAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCAATAA 
>KM082074 
GCTACAGATAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATGATACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGCATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAAGCCATGTGTTAAATTAACCCCACTCTGT
GTTACTTTAAATTGCACTAATGTTACTTGTATTAATAGCACTACTACTAATAGCACTCCTGCTAACTGTAGTA
TTGGGAGGGAAATGCAGGAGGAAATGAGGAACTGCTCTTTCAATATCACCACCGACTTAAAAGATAAATGGCA
GAAAGAATATGCAACTTTTTATAAACTTGATATAGTACCAATAGATAATAATACTACCAACTATAGGCTGATA
AGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTG
CCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAG
CACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGTTGCTGTTAAATGGCAGTCTAGCAGAA
GAAGAGGTAGTAATCAGATCTGAAAATTTCTCGAACAATGCTAAAGTCATAATAGTGCAACTAAATGAATCTG
TAGTAATTAATTGTACAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTCTA
TACAACAGGAGACATAATAGGAGATATAAGACAGGCACATTGTAACATTAATGGTTCACAATGGAATAACACT
TTAAAACAGATAGTTAAAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTTTTTAATCAATCCTCAGGAG
GGGACCCAGAAATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGC
TGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACT
GCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTGTAGAATATATTTGGGATAATATGACCTGGATGGAGT
GGGAAAGAGAAATTGACAATTACACAAGTTTAATATACACCTTAATTGAAGACTCGCAGAACCAGCAAGAAAA
GAATGAACAAGAATTATTGGCACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTG
TGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTGCTTTCTA
TAATAAAAAGTGTTAGGCAGGGATATTCACCATTATCATTGGCTATTAGCTTGCTCAACACCACAGCCATAGC
AGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCTATCCTCCACATACCTAGA
AGAATAAGACAGGGCTTAGAAAGGGCTTTACTATAA 
>MG196787 
GCTGCAGGAAAGTTGTGGGTCACGGTCTATTATGGAGTACCAGTGTGGAAAGAAGCATCCACCACACTCTTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATATTTGGGCCACGCATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAAAATTGGATAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTAAATTGCACTGATCTGAGGAATGCTACTAACACCAATACTACTAACACCAATAGTAGCATGTTGGG
GGGAGGAGACATGAAAAACTGTTCTTTCAATATCACCACAAGCCTAAGAGATAAGTGGCAAAAAGAATATGCA
CTTTTTTATCAACCTGATATAGTACCAATAGATAATGATAAGACTAATAATAGCTATGCTAACTATAGGCTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGATAAGCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTTAATGGAACAGGACCATGTAGAAATGTC
AGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACCCAATTACTGTTAAATGGCAGTTTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAACTTCACAAACAATGCTAAAATCATAATAGTACAGCTAAATAAATC
TGTAGAAATTAATTGTACAAGACTCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGAAGAGCATTT
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGCAACATTAGTGAAAGAGATTGGAATAACA
CTTTAAAACAGGTAGCTGAAAAATTAAGAGAACAATTTGGAGGGAATATAACAATAAGCTTTAAGAACCACTC
AGGAGGGGACCTAGAAATTATAACACACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATAATAGTTGGAGTCATAATAAATCTCTGGATGGGATTTGGGAAAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACCGGTTACTTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGCCATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGCTTAAGAATAGTTTTTACTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCATA
GCCATAGCAGTAGCTGAGGGGATAGATAGGATCATAGAAGCATTGCAAAGAATTCTTAGGGCTATTCGCAACG
TACCTGTAAGAATAAGACAGGGCTTGGAGAGGGCTTTGCTATAA 
>MG196997 
GCTGCAGACCAATTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGAGGCAACAACCACCCTATTTT
GTGCATCAAATGCTAAAGGATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCAAAAGAAATAGTATTAGGAAATGTGACAGAAAACTTTATCATATGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGTAGTGATGCTAATACCAATAGTAGTGATGCTAATACCACTAGTAGTAGGAATAATATTAC
AGAGGACATAAGAGGAGAGATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGGGATAAGATACAGAAT
ACATATGCACTGTTTAATAAGCTTGATGTAGTACCAATAGATAATAGTAATACTAGCTATATGCTGATAAGCT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAACGAGAAAGGGTTCAATGGATCAGGACCATGTACAAATGTCAGCACA



ATACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAG
ACATAGTAATTAGATCTGAAAATATCTCAAACAATGCAAAAACCATAATAGTACAGCTGAAAAATCCTGTAAA
TATTACTTGTGTAAGGCCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCA
ACAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGCATGGAATACCACTTTGCTAA
AAATAGCACAAAAATTAAGTAAATATTTAAATAATAGCACAATAGTCTTTAATCAATCCTCAGGAGGGGATCC
AGAAATTATAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGC
CTTGGAATATTAGTTGGAGTAATAAGTCTGTTGATTATATTTGGGAAAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGACAATTATACAGGATTAATATATAGCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGCATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACTGTATTTTCCATAGTGAA
TAGAAGTAGGCAGGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTCAACACCATAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGCTATAGAAATAATAAGAAGAGCTTGTAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGTTTAGAAAGGGCTTTGCTATAA 
>KM354703 
GCTGCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGGGGCACATAATATTTGGGCCACACATGCCTGCGTACCCACAGA
CCCTAACCCACAAGAAGTAGTACTGGGAAATGTGACAGAAGACTTTAATGCTTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTTTGTG
TCACTTTTAATTGCACTAATTATAACAATACCACTGGTAATAGTACCGCAAATACCACTAGTAGTTGGCAAAG
GATGGAGCAAGGAGAAATAAAAAACTGTTCTTTCAATGTCACCACAAACATAAGAGATAAGATGCAGAAAGAA
TATGCATTATTTTATAAATCTGATATAGTATCAATAGATAATAGTAATAATAGCTATAGGCTAATAAGTTGTA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTTGATGGGAAAGGAAAATGCAACAATGTTAGTACAGTA
CAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGCCTAGCAGAGGAAGAGA
TAGTAATTAGATCTGACAATTTCTCAGATAATGCAAAAACTATAATAGTACAACTGAAGGAAGCTGTAAAAAT
TAATTGTACAAGACCCAACAACAATACAAGGAAAAGCATACATATAGCACCAGGGAAAGCATTTTATGCAACA
GACAGAATAATAGGGGATATAAGACAAGCACATTGTAACATTAGTGAGGGAGCCTGGAATAAAACTTTAGAAC
AGATAGTTAAAAAGTTAGGAGAACAATTTAAGAATACTACAACAATAGTCTTTAAGCAATCTGCAGGAGGGGA
CCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTTCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATATTAGTTGGAGTAATAAATCCCTGAATAATATTTGGGATAACATGACCTGGATGGAATGGGA
AAGAGAAATTGACAATTACACAGGCTTAATATACAGCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGACTTATTAGCATTAGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACGATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAAT
AAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGTTCAATACTATAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGTACTAAGAGTTTATAGAGCTATCCTTCACATACCTACAAGAA
TAAGACAGGGCTTGGAACTCGCTTTGCTATAA 
>KM354781 
GCTACAACAAACTTGTGGGTCACAGTCTATTATGGGGTTCCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGTTGCAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACGGA
CCCCAGTCCACAAGAGGTAAAATTGGAAAATGTGACTGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGCAGATGTAATTAGCTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATATTAGTACTACTAGTAGTAGCAATACTAGTAGTAGTAGCAATGGAACAATGGA
ACAAGGAGAAATGAAAAACTGCTCTTTCAATAGCACCACAGGAATGAAGGATAAGATGCAGAAAGCATATGCA
CTTTTTTATAAACTTGATGTAGAACAAATAAGTAGCAGCAATAGCAGCTATAGGTTGATAAGTTGTAATACCT
CAGTCATTACCCAGGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTGTAAAGTGTAATGATAATAGGTTTAATGGATCAGGACCATGTAAAAATGTCAGTACAGTACAGTGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAATTGTTATTAAATGGCAGTCTAGCAGAAGAAGACATAGTAA
TTAGATCTGAGAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTGGCAATCAATTG
CACAAGGCCCAACAACAATACAATAAAAGGTATACATATGGGGCCAGGAAGAGCATTTTATGCAACAGGGAGT
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAAACAATTGGAATAAAACTTTACAAAGGATAG
TCACAAAATTAAGAGAACAATTTAAGAATAAAACAATAACCTTTAATGAATCTTCAGGAGGGGACCCAGAAGT
TGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAGTCTCTAGAGAATATTTGGGAAAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TAACAATTACACAGGCTTAATATACACCTTAATTGAACAAGCGCAGATCCAACAAGAAAAGAATGAACAAGAT
TTATTGGCATTAGATACATGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAAGGA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGCATAGAGT
TAGGCAGGGATACTCACCCTTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAGGGG



ACAGATAGGATTATAGAAGGATTCCAAGCAATTGGTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAAG
GCGCAGAAAGGGCTTTGCAATAA 
>JN397365 
GGTGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAGACACCACTCTGTTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAACATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCCTACAATGCAGAGACGTGAGGAATGCTACTCATGCCCCTAGTAATACTACAGATAATGCTACAGTGGA
GGAAAAAATAGACATGAAAAATTGCTCTTTTAATATCACCACAAGTCTAAGAGATAAAGTGAAAAAACAATAT
GCACTTTTTTATAACATGGATATAATAAAAATGGATGAGGAAAGGGATAATGATAGCTATAGGTTAATAAGTT
GTAATACCTCAGTCATTACACAAGCTTGTCCTAAAATAACCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTTTAAGATGTAATGATAAAAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACA
GTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAG
AGGTAGTAATTAGATCCGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGTTGAATGAATCTATACC
AATTAATTGTGTGAGACCCAACAACAATACAAGAAGAAGTATGACTATAGGACCAGGCAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAGAAAAGCATGGAATAACACTTTGA
AATGGATAGTTACCAAACTAAGAGAACAATTTAATGAAACAATAATCTTTAATCAATCCTCAGGGGGGGACCC
AGAAATTGAACTGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAG
AGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCCGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATTCTAGTTGGAGTAATAAATCTGTAGATCACATATGGGGAAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGATAATTACACAGGCTTAATATATGACTTACTTGAAAATGCGCAAAACCAGCAAGAAAAAAATGAA
CAAGACTTATTGGAATTAGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCTGTACTTTCTATATTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGCTTGCTCAATGCCACAGCTGTAGCAGTAGGT
GAGGGGACAGATAGGATTATAGAACTATTACAAAGAATCTGTAGAGCTATTCTCAACATACCTAGAAGAGTCA
GACAGGGCTTGGAAAGAGCTTTGCTATAA 
>HQ846901 
GCAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAGAGCATATGATATAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAGCAG
ATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCGCTGATTTGAATACCATTGATTCGAAGAATGGTACTAATACCAATAGTAGTAGCTGGGGAAT
GATGGAGAGAGGAGAAATAAAAAATTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGGTACAGAAAGAA
TATGCACTTTTTTATAAACTTGATGTAATACCAATAGATAACAATAGTACTAGCTATAGGTTGATAAGTTGTA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCCAAAAATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAATGAAACTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGCAGAGCATTTTATACAACA
GGAGAGATAATAGGAGATATAAGACAAGCACATTGTAACGTCTCTAGACAAAAATGGGGTGCCACTCTAAGAC
GGGTAGTTAGCAAATTAAGAGAACAATTTGGGAATAAAACAATAATATTTAATCAATCCTCAGGAGGAGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCTAGATTATATTTGGGGTAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGATAATTACACAGGCTTAATATACACCTTAATTGAACAATCGCAAAACCAGCAGGAAAAGAATGAA
CAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTACAGTACTTTCTATAGTGAA
TAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAAGGGACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTGTAGAGCTATTCTCCACGTACCTACAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC473825 
GTTGCAGAGAACTCTGGTGATGCAGAGAAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAG
CAACCACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACA
TGCCTGTGTGCCTACAGACCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAAATTTAACATGTGG
AAAAATAACATGGTAGAACAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTGAAACCATGTGTAA
AATTAACCCCACTCTGTGTTACTCTAAATTGCACCAATGTCAGTAATACTACCAATGATAGTGCTAATAATGC
TACCCAGAGCAATAATAGTAGAGTGGAAGGAACAATGAAGGAAGAAATGAAAAACTGCTCTTTCAACATCACC
ACAAATATACAAGATAAGAAGGAGAAACAATATGCACTTTTTTATAAACAGGATATAGTACACATAGATGATA
GTGATAATAGTACTAAGTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAGGTAAC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACGTTC



AATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGATAACGATTAGATCTGAAAATCTCACGAACAGTGCTAA
AATCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCAGGCAACAATACAAGAAAAAGT
ATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGGGATATAATAGGAGATATAAGAAAAGCACATTGTA
ACATTAGTGAAAAACAATGGAATAACACTTTAAAACAGGTAGCTGAAAAATTAAGAGAACACTTTAATAAAAC
AATAATCTTTAATCACTCCTCAGGAGGGGATCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGAGAGTTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGTAATAAACCTTTGACAGACAT
TTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGATAATTACACAGAGATAATATACAACTTACTT
GAAGTATCGCAGAACCAGCAAGAAAAAAACGAACAAGAATTATTAGAATTGGATAAATGGGCAAATTTATGGA
ATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGATT
AAGAATAGTCTTTGCTGTACTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTT
AGCTTGCTCAACGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTTTAGATATAGTACAAAGGATTG
CTAGAGGTGTTCTTCATATACCTAGAAGAATAAGACAGGGCTTTGAATTAGCTTTGCTATAA 
>KC473827 
GCTGTAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATACAATTGAAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAAGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGTACTAATGTTACTACTAATAGTAGTCATGTAGAAGGACCAACGGAGAAAGGAGAGATGAA
AAATTGCTCTTTCAATGTCACCACAAACATAGGAAATAAGATAAAGAGAGAATATGCACTTTTTTATAAACTT
GATATAGCACAAATAAATGAGAATGATAATGCCAGCTATATTATGACAAGTTGTAATACCTCAGTCCTTACAC
AGGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGCAGAGATAAGAAGTTCAGTGGAAAAGGAAAATGTACAGATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAAGTCTGACA
ATTTTACAGACAATGCTAAAATCATAATAGTACAACTGAATGAAACTGTAGAAATTAATTGTACAAGACCCGG
TAACAATACAAGAAAAAGCATACATTTAGGACAAGGGAGAGCATGGTATGCAACAGGAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAAAGTAAAATGGAACAACACTTTAAGAATGATAGCTACAAAATTAA
GAGAACAATTTCCAAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGCAATGCACAG
TTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAAGGATCAA
CAGCTCCTGGGAATCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAAATCTCTCCAAGATATTTGGGACAACATGACCTGGATGCAGTGGGAAAAAGAAATTAGCAATTACAC
AGGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGTCATTA
GATAAATGGGCAGATTTGTGGAGTTGGTTTAGCATAACACAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGTATGATAGGGTTAAGAATAGTTTTTACTATACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAATATTACAAAGAATTGGCAGGGGTATCCTCCATATACCTAGAAGAATAAGACAGGGCTTAGAAAGGG
CATTGCTTTAA 
>KU678074 
GCTGCAGATCAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAACGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGACTATGCTAATAATAGCACTGATAATACCAATAGTAGTATCAAGGGAGAAAAGGG
AGAAATAAAAAAATGCTCTTTCAATATTACCACAAATTTGAAAGATAAGAAGCAAAAAGCAGAGGCACTTTTT
TATAATCTTGATGTAGTACCAATAGAAGATAATAATAGTACCAACTATAGGTTAATAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAGACGTTCAATGGAACAGGACCATGCACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGATAGTAATTAGAT
CTGAGAACTTCACGAACAATGCAAAAATCATAATAGTACAGCTGAAGGAACATGTAACAATTACTTGTACAAG
GCCCAACAACAATACAAGAAAGAGTATAACTATAGGGCCAGGGAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGCAGAACACAATGGAATAGCACTCTAAAACAGGTAGCTGAAA
AATTAAGGGAACAATTTGGGAATAAAACAATAGTCTTTAATCACCCCTCAGGAGGGGATCCAGAAATTGTAAT
GCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGTTA
GTTGGAGTAATAAATCTTTGGATTATATTTGGACTAACATGACCTGGATGGAATGGGAAAGAGAAATTGATAA
TTACACAAGCTTAATATATGACTTAATTGGAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACACAATGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCAATATCGTTAGCTGTTAGCTTGTTTAACGCCACAGCCATAGCAGTAGCTGAAGGGACAGAT



AGGATTATAGAAGTAGCACAAATAATTGGCAGGGCTATCCGCCACATACCTGTAAGAATAAGACAAGGCTTGG
AAAGGGCTTTGCTATAA 
>KM082156 
GCTACAGACAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCAACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAGACAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAGAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATGCTAATGCTACTAGAACCACTAATAGTACTACTAACACCACTAATAATACTAC
CTGGGAAGAGGTGGGGGGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCTCAGGAATAAGAGATAAGTGG
CAGAAAGAATATGCACTTTTTTATAAACTTGATGTGGTACCAATAGAAGGTGATAATACCAGCTATAGGTTGA
TAAGTTGCAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTACTG
TACCCCGGCTGGTTTTGCGATTATAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCCTGTACAAATGTC
AGCACAGTACAATGCACACATGGAATTAGGCCATGAGTATCAACCCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTAGCAATCTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAAAGAATC
TGTAGTAATTAACTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGAAGAGCATTT
TATGCAACAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTT
TAAGACAGGTAGTTACAAAATTAAGAGAACAATTTAATAATAACACAATAGTCTTTCAGCCAGCCTCAGGAGG
GGACCTAGAAATTGTAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGACCAACAGCTCCTGGGAATTTGGGGTTGCTCGGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATTCTAGTTGGAGTAATAAAACTCTGGATGAGATCTGGAATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAAGCTTAATATACTCCTTAATTGAAGCATCGCAAAACCAGCAGGAAAAG
AATGAGCAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGT
GGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCTGTACTTTCTAT
AAGGAATAGAGTTAGGCAGGGATACTCACCATTACCGTTTGCTATTAGCTTGCTTAATACAACAGCTATAGCA
GTAGCTGAGGGGACAGATAGCATTCTAGAAATATTACAAAGAATTGGGAGAGGTTTTCTCCACATACCTAGAA
GAATAAGACAAGGCTTGGAAAGGCTTTTGCTATAA 
>KF526228 
GCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAGTACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTCTTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCAGTCTGTGTTA
CCTTAAATTGCACTGATGTTACGAAGATTAATGATACCATACTTAGTGGCAATGGCACGATAGAAAAGGGAGA
AATAAAAAATTGCTCTTTCAATGTCACTGCAAACATAAGAAATAAGATAAAGAAAGAATATGCATATTTTTAT
AAGCTGGATGTAATACCATTAGAAGAAGAAATAGAAGAAGAAAATAAGACTAGCAATTATACTACCTATATGT
TAAGAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTT
CTGTGCCCCGGCTGGTTTTGCGATTATAAAATGTAAGGATAAGGATTTCAATGGAACAGGGCCATGTACAAAT
GTCAGTACAGTACAGTGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAAAAGATATAGTAATTAGATCCTCCAACCTCTCGGACAATACTAAAAACATAATAATACAGCTGAAAGA
CTCTGTAAACATGACTTGTATAAGACCCCAAAACAATACAAGAAAAGGTATACATATAGGACCAGGCAGAGCA
TTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAACATTGGAATA
ACACTTTGGAAAAGATAGCTGTGAAATTAAGAGAAAAATTTAATAATAGCACAATAATCTTTAATCAATCTGC
AGGAGGGGACCCAGAAATTGTAATGTTCAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTC
CTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCA
CCACTACAGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCATAATTACATTTGGGAAAATATGACCTGGAT
GCAGTGGGAAAGAGAAATTGAGAATTACACAGGCTTAATATACACCTTAATTGAAGACTCGCAAAACCAGCAA
GAAAAGAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAACGCCACCGCC
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAACATTACAAAGAGCTGTTAGAGCTATTCTCCACATAC
CTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>KF526265 
GCTACAGAAGAATCGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GCGCTTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGCTGAAGCTGAATATTACTAAGCAGAATACTACTACCAAGACTACTCCTACCCC
GAGTAGTGAAGAGGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAACATAAGAGATAAGATGCAGAAA
GAATATGCACTTCTTTATAAACTTGATATAGTACCAATAGAAGGTGATAATACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA



GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGCCAATCTCACGGACAATGCTAAAACCATAATAGTACAGCTAAATAGGTCTGTAGA
AATAAATTGTACAAGACCCAACAACAATACAAGCAAAAGTATACATATAGGACCAGGCAGAGCATTTCATACA
ACAGGAAGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCACAATGGAATAACACTTTAA
GAGAGGTAGCTATAAAATTAAGAGAACATTATAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAAGTTGTAGCGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAA
AGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATAATAGTTGGAGTAATAATAAATCTCTGGCTGATATTTGGAATAACATGACCTGGATGCAGTGGGA
ACAAGAAATTGATAACTACACAGGCTTAATATACAGCTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCATTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAAGTACTACAAAGAGCTTGTAGAGCTATCCTCCATATACCTGTAAGAA
TAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>KF526312 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
TCCGAACCCACAAGAGGTAGTATTGAAAAATGTGACAGAAGTCTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAGAGCTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAAAATGATACTAATACCAGTAATGCTACTACTGCTGCTACCACTACTGT
TGCTAATACCAATATTAGTAGCGGGATAATGATGGAGAAGGGAGAAATAAAAAACTGCTCTTTCAATATCACC
ACAGACAGGAGGGATAAGATGAAGGAAGAATACGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATA
ATGATAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTTGAG
GGAAAAGGAGAATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAAC
TACTGTTAAATGGCAGTCTGGCAGAAGATGGAGTAGTAGTTAGATCTGATAATTTCTCGAACAATGCTAAAAA
CATAATAGTACAGCTGAACGAACCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAGGGGTATA
CATATAGGACTAGGGAGAGCAGTTTATGTAACAAGAAAAATAATAGGAGATATAAGACAAGCACATTGTAACC
TTAGTAATATAAAATGGAATAACGCTTTAAGAGAGATAGCTAAAAAATTAGGAGAAAAGTATAATAAAACCAT
AGTCTTTAATGGACCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTAATGTACCTTGGAATGCTAGTTGGAGTAATAAAACTATGAATGACATCTG
GGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAGACTTAATATACGCCTTACTTGAA
GAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATT
GGTTTGATATAACAAAATGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCCTGGTAGGTTTAAG
AATAGTTTTCACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGC
TTGTTTAACGCCACAGCAATAGCAATAGCTGAGGGGACAGATAGGGTTATAGAAATAGTGCAAATAGCTTTTA
GAGCTATTCTCCACATACCTCGGAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KF526323 
GCTAATGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACCAATAATGTTACTGCTATTGGTAGTACCACTAATAGTAATGTCACTGGGAATATCAC
TGGGAGTATGCTGGGAGAATCGGGAGAACTAAAAAACTGCTCTTTCAATGTCACCACAGGAATAAGAGATCAG
GTAACAAAAGAATATGCACTGTTTTATAGACTTGATGTAATGCCAATAAAAGGGGATAATACAAGCTATACCT
TGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGGTTTGCGATTCTAAAGTGTAAAGATAAAAATTTCAATGGATCTGGACCATGTACAAAT
GTCAGCACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACTCACCTGCTATTAAATGGCAGTCTAG
CAGAAGATGAGGTAGTAATTAGGTCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACATCTGAATAA
AACTGTAGTAATTAATTGTACAAGAACTAACAACTATACAAGTAAAGGTTTAAGTATAGGACCAGGGAGAGCA
TTTGTTGCAGCAAGACAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAAAGCAGAATGGAATA
AAACTTTAGAAAAGGTAGTTAAAAAATTAAGAGAACAATTTGTCAATAAAACAATAATCTTTACTCGACCCTC
AGGAGGGGACCCAGAAATTACAATGCATACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGACTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCC
CCACTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTTATAAGGACATTTGGGATAACATGACCTGGAT
ACAATGGGAGAGAGAAATTGACAATTACACAGACTTAATATACAACTTACTTGAAGCATCGCAAACCCAACAA
GAAAAGAATGAACAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTCAACATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGTGGCTTGATAGGTTTAAGAATAGTGTTTGCTGTACT
TTCTATAATAAATAGGGTTAGGCAGGGATACTCACCCTTATCGTTAGCTGTTAGCTTGCTTAACGCCATAGCT



ATCGCAGTAGCAGAGGGGACAGATAGGTTAATAGAAATAGTACAAAGAATTTTTAGAATTTTACTTCACATAC
CTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT124766 
GCTGGAGACAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGACGCAAATACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TTACTTTAGATTGCACTGATTACAGTGGGAGTAATATTACTAATGATACTACTAGTACTGATACAACTAATAG
TCCTGGAACAACAGAAACAGGAATAATGAAAAACTGCTCTTTCAATATCACCACAGGCCTAAGAGATAAGCCT
AAGAAAGACTATGCAATTTTTTATAGTCTTGATGTAGTATCAATAGACAATACTAATAACAATACTAATACTA
GCTACAGGTTGAGAAGTTGTAACACCTCAATCATCAGACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCC
CATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGAAGTGTAGAGATAACAAGTTCAATGGAACAGGACCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCCACTCAATTGCTGTTAAATG
GTAGTCTAGCAGAAGAAGAGATAGTACTTAGATCTGAGAATTTCACAGACAATACTAAAACAATAATAGTACA
TCTGAATGAATCTATAGCAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACGCATAGGACCA
GGGAGTGCATTCTATGCAACAGGAGAAATAATAGGAAAAATAAGACAAGCACATTGTAACATTAGTAGAACAA
CATGGAATAACACCTTACGGAAAATAGTTAAAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAATCTT
TAAGCAATCCTCAGGAGGAGATCCAGAAGTTGTACAACACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGCAATAAATCTATGGATATTATTTGGAATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACAGCTTAATTGAAGAATCG
CAAATCCAACAGGAAAAGAATGAACTAGACTTATTAAAATTGGACAAGTGGGATAGCCTGTGGAGTTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAGAATATTTATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCCTGCTC
AATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTACTACAAAGAATTGGTAGGGGTA
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT124773 
GCTGACAGTAAGGCTGAAGACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAGACACCA
CTTTATTTTGTGCATCAGATGCTAAAGCATACGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAGTAGTATTATCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAC
ATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCC
CACTCTGTGTCACTTTAAAGTGCACTAATGCCACTGTCCATAATAGTACCACTGTCAATAATACTACAGGAGA
AATGAAAAACTGCTCTTTCAACATCACCACAAGTATAAGGGATAAGGTGAAGAAAGAATATGCTTTATTCCAT
AGCCTTGACATAGTACCAATAGAAGATGATAAGAAGAATATGAGTGGCTATAATAACTATAGATTAATAAGTT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATCTCCTTTGAGCCAATTCCCATACATTACTGTGCCCC
GGCTGGTTTTGCGCTTTTTAAATGTAACAATAAGACATTTGATGGAAAAGGACCATGTACAAATGTCAGCTCA
GTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAGG
AGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAAACATAATAGTACAACTGAATGAATCAGTAAC
AATTACCTGTACAAGGCCTGGCAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGATATAATAGGGGATATAAGACAAGCACATTGTAACATTAGTAGAGTAGAATGGAATAACACTTTAA
AACAGATAGTTACAAAATTAGGAGAACAATTTAACACGACTACAATAGTCTTTCGGCCACCCATAGGAGGAGA
CCCAGAAATTGTAATGCACAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTG
GAAAGATACCTACGTGATCAACAGCTCCTAGGGATTTGGGGGTGTTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACACTAGTTGGAGTAATAAATCTTATAATGACATTTGGGAGAACATGACCTGGATGGAGTGGGA
TAGAGAAATTGCCAATTACACAAACTTAATATACACCTTAATTGAGGGCGCGCAGAACCAGCAAGAAAAGAAT
GAACTAGAATTATTAGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCAATATCGTTGGCTGTCAGCTTGCTTAATGCCACAGCAATAGTAGTA
GCTGAAGGGACAGATAGAATTATAGAAGTAGCACAAAGAACTTGGAGAGCTTTTCGCAACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATA 
>KT124775 
GCTACAGAAAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTATACTTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATCAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTTTCTGTG
TTACTTTAAACTGTTCTAATGCAAATGTGACCAACAACAGTAGTGTGGGAGAGAGGGATGAAATAAAAAACTG
CACTTTCAATATCACCACAGGAATAAAAAATAAGGTGCAGAAAGAATATGCACTTTTGTATAAACTTGATATA
ATGCCAATAGATAATGATAATACAAGTTATACATTAATAAATTGTAACACCTCAATCATTACACAAGCCTGTC
CCAAGGTGTCCTTTGAACCAATTCCTATACATTTTTGTACCCCGGCTGGTTTTGCGATTCTAAAATGTAATGA
TGAAGGATTTAATGGAACAGGACCATGTGGAAATGTCAGTACAGTACAATGTACACATGGAATTAGACCAGTA



GTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAAAAGGGGAGGTAGTAATTAGATCTGAAAATTTTACAG
ACAATACTAAAACCATAATAGTACAGCTAAATGAGACTGTAAAAATTAATTGTACAAGGCCCAATAACAATAC
GAGAAAAAGTATACATATAGGACCTGGGAGAGCATGGTTTGCAACAGGAGACATAATAGGAGATATAAGACAA
GCACATTGTAACCTTACTGGCTCTGAATGGCGTAAGACTGTACAACGGATAAGTGCAAAATTAGGAGAAAAAT
ATAATAAAACAATAAAATTTAATCAATCCTCAGGAGGAGACCCAGAAATTGTAATGTTCACCCTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTC
TGGATATGATTTGGAATAACATGACCTGGATGGATTGGGACAGAGAGATTAACAATTACTCAAACTTAATATA
CTCCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGAC
AGCTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTGGGAGGTT
TAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATC
ATTTGCTATTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGGGGGGACAGATAGAGTTTTAGAAGTATTG
CAAAGAGCTGGTAGAGCTATCCGCCATATACCCACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>MG196689 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACAACCACCCTATTTT
GTGCATCAGATGCTAAAGGATATAATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCAAAAGAAATGGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGTATTGATGCTAATACCACTAGTAGTGCTACTACCAATAGTAGTGCTAATGCCACTAGTAG
TAAGAATAATACTATGTGGGGGATGGAGGCAGGAGAGATAAAAAATTGCTCTTTCAATATCACCACAAGCATA
AGGGACAAGATGCAGAAGGAATATGCACTGTTTTATAGACTTGATATAGTACCAATAGAGAATAGTAATACTA
GCTATAGACTAATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGATCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGAGAAAAAGTTCAATGGAACAGGACCA
TGTAAAAATGTCAGCACAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAACTGCTGTTGAATG
GCAGTCTAGCAGAAGAAGACATAGTAATTAGATCTGAAAATATCTCAGACAATGCTAAAACCATAATAATACA
GCTGAAAGATCCTGTAAATATTACTTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCA
GGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACCTTAGTAGAGCAG
CATGGAATACCACATTATTAAAAATAGCTAAAAAATTATATGAACAATTTAATAAGACAATAGTCTTTACTCG
ATCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCA
AGAGTCCTGGCTCTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAGTCTCTTAATGATATTTGGAATAACATGAC
CTGGATACAGTGGGAAAAAGAAATTGACAATTATACAGAAGTAATATATAACTTAATTGAACAATCGCAAAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTCTATGGAATTGGTTTAACATAA
CAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTAC
TGTAGTTTCCATAGTGAATAGAAGTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACACC
ACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCAATAAGAAGAGTTTGGAGAGCTATCCTCC
ACGTACCTACTAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>MG196815 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCTTCAGATGCAAAAGCATATAAAACAGAGGCACATAATGTTTGGGCTACACATGCTTGTGTGCCCACGGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTACAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATGGGATATTTACCAATGCCACTGTTAACGCTACGGTCATTGGTAACTTTACCAC
TGAAGAAGTAAAAAACTGTTCTTTCAATACCACCACAGTAATAAGGGATAAGGTGCAGAAACAGTCTGCACTC
TTTTATAGACTTGATGTAGTACCAATAGATAATAAAGATAATACTAGCTATAGGTTGATAAATTGTAACACCT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGCAATGACAAGACATTCAATGGATCAGGATTATGTACAAATGTCAGCACAGTACATTGT
ACACATGGAATTAGACCAGTAGTGTCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATTTCTCGAACAATGTTAAAACCATAATAGTACAGCTGAAAGAACCTATAGAAATTAATTG
CATAAGACCCAGCAACAATACCAGAAAAAGTATACATATTGGAGTACCAGGAGCAGCATTTTATGCAACAGAA
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGAATAAAACCTTACACAAAA
TAGCTGAAAAATTAAGAGAACAATTTGGGAATAAGACAATAGCCTTTAATAAGTCCTCAGGAGGGGACCCAGA
AATTGTCATGCACACCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TATCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACTACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGACACAATTTGGAAAAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGACTTAATATATAGCTTAATTGAGCAATCGCAGAACCAGCAGGAAAAGAATGAACAA
GAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTTGATACCACAGCTATAGCAGTAGCTGAA



GGAACAGATAGGATTATAGAAGCATTGCAAAGAATTTGTAGGGCTATTCGCAACGTACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGGCTTTGCTATAA 
>MG196840 
GCTGAACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGATGCAATCACCACTCTATTTTGTG
CCTCAGATGCTAAAGCATATGATACGGAGGTACATAATGCTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGATAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTCAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTGGTGTGATAATAGCACTAATGGGGAAAGTGCTAATTGCACCAATGGGAGGAAGGC
TAATAATACCATTGACCTTACAATACAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCTCTACAAGAATA
AAAGATAAGGCACAGAAAAAAGAATATGCACTTTTTTATAACCTTGATGTAGTACCAATAGATAATGATAATA
CCAGCTATAGGTTGCTAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAGCCAAT
TCCCATATATTATTGTACCCCAGCTGGGTTTGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGA
CCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAA
ATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCAAAAACCATAATAGT
ACAGCTGAAAGAACCTGTAGAGATTAATTGTACAAGACCCAGCAACAACACAAGAAAAGGTTTCCATGCAGGA
CCAGGGAAAATATTATATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAG
CAAGATGGAATAACACTTTAAAACAGGTAGTTAGAGAATTAAGGAAACAATTTGGGAATAAAACAATAGTCTT
TAACTCATCCTCAGGAGGGGACCCAGAAATCGTAATGCACAGTTTTAATTGTGGGGGGGGAATTTAAGCAGCT
CCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGA
AAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGACA
ACATGACTTGGATGCAGTGGGATAAAGAAATTAACAATTACACCAACTTAATATACACCTTAATTACAGAATC
GCAGCTCCAGCAAGAAAAGAATGAAAAAGAATTATTAGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTT
GACATAACACAATGGCTATGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAG
TTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCT
CAATGCCACAGCCATAGCAGTAGCTGAAGGAACAGATAGGGGTATAGAAATATTACAAAGAGCTGGTAGAGCT
ATTCGCAACATACCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MG196846 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAGAGACGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACGGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAAAATTGACAAATGTGACAGAATACTTTAATGTGTGGAAAAATAACATGGTAGAA
CAGATGAATGAGGATGTAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACTCCGCTCTGTG
TTACTCTAAATTGCACTAATGTCACGGTCAATATTACTGATACCAGTGCTAATAATGTCACTAACAGCACCAT
TGGAATAGAAATAATGAAAAACTGCTCTTTCCATATCAACACAGATAGAGGAAAGAAGGTTAGGAAAGAATAT
GCATTATTCTATAGTCTTGATGTAATAAAAGATGATGATGATAAAAATAATACTAAATATAGGCTGGTAAGTT
GTAACACCTCAGCCGTCACACAGGCCTGTCCAAAGATAACATTTGAGCCAATTCCCATACATTATTGCGCCCC
GGCTGGTTTTGCGCTTCTAAAATGTAATGATAAGAAGTTCAATGGATCAGGAACATGTGCAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGGCG
AGGTAGTAATTAGATCTGAAAATTTCTCGGATAATGCTAAAACCATAATAGTACAGCTGAATGAATCCGTAGT
AATTAATTGTATAAGACCCAACAACAATACAAGAAAGAGCATAAATATGGGACCAGGGAGAGCATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGCAGAGCACAATGGAATAACACTTTAA
GACAGATAGTTGGAAAATTAAGAGAACAATTTGGGAATAATAAAACAATGATATTTCATCAATCTGCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
CTGGAAGCATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTT
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCCTAGATGCAATTTGGCATAACATGACCTGGAGGCAGTG
GGACAAAGAAGTTCACAATTACACAAACCTCATATTCAACTTACTTGAAGACGCGCAAAACCAACAAGAAATA
AATGAACAAGAATTATTAAAATTAGATGAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTTT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTATTAGCTTGCTCAATACTACAGCTATAGCA
GTAGCTGAAGGGACAGATAGGGTTATAGRAGTAGCACAAAGAGTTTTTAGAGCTTTTCTCCACATACCTAGAA
GAGTCAGACAGGGATTAGAAAGGGCTTTGCAATAA 
>MG196942 
GCTGCAGACAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACATTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAC
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCATAAATGTGAATGTTACCAGTGGTAGTAACCAGACAAAATTGGAGGAAGGAGAAATGAA
AAACTGCTCTTTCAATGTCACCACAAACGTACAAGATAAGATAAAGAAAGAGTATGCACTTTTTTATAAACTT
GATATAGTACAAATAAATGATGATAATAATAGCAGTAATAACAATAACTATAGGCTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAATGATAAGAATTTTAATGGAACAGGACAATGTAAAAATGTCAGCACAGTACAATGT



ACACATGGAATTAGACCAGTAGTATCAACTCAATTCTTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAATAC
TTAGATCTGAAAATTTTACAGACAATACTAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTG
TACAAGACCCAACAATAATGCACGAAAAAGTGTACATATCGGACCAGGGAAAGCATTTTTTGCAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAACAATGGAATAAAACTTTAAAACAGGTAG
CTAGAAAATTACTAGAACAACCTGACTTCAAAAATAAAACAATAAACTTTAATCAATCCGCAGGAGGGGACCT
AGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATTCCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAGATCTTATAATGACATTTGGGATAACTTGACCTGGATGCAGTGGGACAG
AGAAATTAACAATTACACAGACCTAATATACTCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGACTTATTGGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCTGTGCTTGCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCATTATCGTTGGCTGTTAGTTTGTTCAACGCCATAGCTATAGCAGTAGCT
GAGGGGACAGATAGGGGTATAGAAGTCTTACAGACAATTTTTAGAGCTATTATCCATATACCTAGAAGAATAA
GACAGGGCTTAGAAAGAGCTTTGCTATAA 
>MG197084 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGTTATTTT
GTGCATCAGATGCTAGAGCATATGATCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTATTGGCAAATGTGACAGAAGACTTTAACATGTGGAACAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTACTTATAGCAATGGTACTAATGGCACTGCTACTAATAGCAGTGGTACTAG
TAGCAATGTTACTAATGATATCAAGGGAGAACTAAGAAATTGCTCTTTCAATGTTACCACAGGAATAAGAGAT
AAGGTGAGGAAAGAATATGCACTGTTTTATAAACTCGATATAGTACCAATAGAAGATGATAATAATAGCTATA
GCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGAGCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGACTTAAGCCAGTAGTATCCACTCAATTGCTGTTAAATG
GCAGTTTAGCAGAAGAAGAGATAGTACTTAGATCTGCCAATTTCTCAAACAATGCTAAAACTATAATAGTACA
CCTAAATCAATCTGTACAAATTAATTGTACAAGACCAGGCAACAATACAAGAAAAAGTATACAGATAGGACCA
GGCAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTATACTTAATGGAACAC
AATGGAATCAAACTTTAAAGCAGGTAGCTATAAAATTAAGAGAACAATTTGGGGATAATAAAACAATAGTCTT
TAATCGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTC
CAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCATGGGAATCTGGGGTTGCTCTGGAA
GACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAGTCCTATGATGAGATTTGGGATAA
CATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAGCTTAATATACAGCTTAATTGAAGAATCG
CAAAACCAACAAGAAAAAAATGAACAAGATTTATTAGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTGCTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTC
AACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAGTTTTCAGAGCTA
TCCTCCACGTACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG197146 
GCTGCAGAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAACTAAAATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAAGTGTACTGATGCTGGAAGTGCTAAGAATACTAATAGTAGTACTAATAACAATGGGATTACTAG
TACCCCTGCCACTAGTACTCCTAGTGGCATGGAAGACAAGGGAAACATAAAAAACTGCTCTTTCAATGTCACC
ACAGACGTAGGGGATAAGGTACATCCAGACTATGCACTTTTTGATAAACTTGATATAATACAAATAGATAGTA
ATAATGAGGTATATAGGTTAATAAATTGTAACACCTCAGTCATTACCCAGGCTTGTCCAAAGGTATCCTTTGA
ACCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAAATTTAATGGA
TCAGGACCCTGCACAAATGTCAGCTCAGTACAATGTACACATGGTATTAGACCAGTAGTATCAACTCAACTGC
TGCTAAATGGCAGTTTAGCAGAAGAAGAGGTAATGATTAGATCTAGCAATTTCAAAAACAATGCTAAAATTAT
AATAGTACAGCTAAATGAATCTGTAGTAATTAATTGTACCAGGCCCAACAACAACACAAGAAGAGGTATACAT
ATGGGACCAGGGAGAACATTTTATGCAACAGACATAATAGGAGATATAAGAAGAGCACATTGTACCCTTAGTA
AAGCAAAATGGAATAACACTTTAAGACACATAGCTGGAAAATTAAGAGAGCAATTTGGGAAGAATAAAACAAT
AGAATTTAGGAACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCGAGAGTCCTAGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTTGCG
CTGGAAAACACATTTGCACCACCAATGTGCCTTGGAATATTAGTTGGAGTAAGAATAGATCTCTGGAATCTCT
GGATTACATTTGGAAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACACACTTAATATAC
ACCTTAATTGAAGAATCACAGGTCCAACAAGAACAGAATGAAAAGGACTTATTAGAATTGGATCAATGGGCAA
GTCTATGGAATTGGTTCACCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCA



TTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCAA
GAAGAGCTTTTAGAGCTGTCCTCCATATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KM354470 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAGTGCAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGAAGAAAGTCTAAAACCATGTACAAAATTAACCCCACTCTGTG
TAACTTTACATTGTACTAATACCACTAAGAGCAATGAAACTAGTTCCATTGCCACTACTAATAACACAATAGG
AGAGAGGGAAATGAAAAACTGCTCTTTCAATGTTACCACTAACATAAGAGATAAAAGGACAAAAGAATATGCA
CTTTTTTATAAAATGGATATAGTACCAATAGCTGATAGTAAGAATAATGCTACTAATAACACTGACTATAGGT
TGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCAATACATTA
TTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAATAATAAGACATTTCAAGGGAAAGGATCATGTACCAAT
GTCAGCACAGTGCAGTGTACACATGGCATTAAACCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTAG
CAGAAAAGGACATAGTAATTAGATCTGACGACTTCTCAAACAATGCTAAAATTATAATAGTACAACTGAATGA
AGCTGTACAAATTAATTGTACAAGACCCGGTAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCA
TTTTATGCAACAGGAGGCATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAAAACAGCATGGAACA
ACACTTTAAGACAGGTAGCTACAAAATTAAGAGAACAATTTCCTAATAAAACAATAATCTTTAATCACTCCTC
AGGAGGGGACCCAGAAGTTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTACCTTGGAATACTAGTTGGAGTAATAAATCTTTGAATGACATTTGGAATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACAGACTTAATATACAACCTAATTGAACAATCGCAAAACCAGCAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTATGGAATTGGTTTAATATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTACTGTGTT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGCTTGCTTAATGCCACAGCT
ATCGCAGTAGCTAAGGGGACAGATAGAGTGATAGAAGTATTACAAAGAATTGGTAGAGCTTTTCTCCACATAC
CTAGAAGAATAAGACAGGGAGCAGAAAGGGCTTTGCTATAA 
>KM354904 
GCTACAAAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACGCCACTTTATTCT
GTGCATCAGATGCTAAAGCCACTAGTCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTAGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTCTAAAGTGCACTAATACTACTACTAATACCGGTAGTAATAGTAGTGGTAAGATAAAAGAAGAAATGAA
AAACTGCTCTTTCAATGTCACCACAAACATAAGAGACAAGGTGCAGAAAGAATATGCATTTTTTTATAACCTT
GATATAGTAGCAATAGATGAAAGTGAAAATAACAATACCAACTATACTAGCTATTATAGGTTGACACATTGTA
ACACCTCAACCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCAATTCTGAAGTGTAATAACAAGACGTTCAGTGGAAAAGGACCATGTACTAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGG
TAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAACACCTCTGTAGAAAT
TAATTGTACCAGACCCGGCAATAATACAAGAAAAAGTATACACATAGGACCAGGGAGAGCATTTTATGCAACA
GGGGATATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGGAACAAAATGGAGGGACACTTTAAAAC
AGGTAGCTCAAAATTTAGGAGAACAATTTAAGAATAAAACAATCAGCTTTAATCACTCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAG
AGATACCTAGCGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAGTAAAAATCTGACTGATATTTGGAATAACATGACCTGGATGGAGTGGGAAAA
AGAAATTGACAATTACACAGACACAATATATAACTTAATTGAAAAAGCGCAGAACAAACAAGAAGAGAATGAA
CTAGAATTATTAAAATTAGACAGTTGGGCAAGTCTGTGGAATTGGTTTGACATATCACAATGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACTGTGCTGTCTGTAGTAAA
TAAAGTTAGGAAGGGATACTCACCATTGTCATTCGCTGTCAGCTTGTATAACGCCACAGCTATAGCAGTAGCT
GAGGGAACAGATAGAATCATAGAAGTAGGGCAAAGAATTTTTAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCTTAGAAAGGGCTTTACTATAA 
>KM355003 
GCTTCAGCAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATACTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAAGTAAGCTTGACAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTATAATAATGCTACTAAGACCAATAGTAGTATCAGGGGAATGATGGAGAAAGG
AGAAATACAAAACTGCTCTTTCAATGTCACCACGAATATAAGAGATAAGATGCAGAAAGAATACGCACTTTTT
TATAAAATTGATCTAGTACCAATAAATGATGAAACTAATAATAATAGTACCAATAATAGTACAAATTATAGGT
TGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAAT



GTTAGCACAGTACAATGTACACATGGAATAAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTAATAAGATCTGAAAACTTCACAAACAATGCCAATATCATAATAGTACAGCTGAATAC
ATCTGTAGCAATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGCATACATATAGGACCAGGGAGAGCA
TTTTATACAACAGGGGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAAAAGATTGGAATG
ACACTTTAAAACAGATAGCTACAAAATTAAGAGAACAATTTAAAACCACAACAATAGCCTTTAACCAATCCTC
AGGAGGGGACCCAGAAATTGTTATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCGACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAATAGTAGTTGGAGTAATAAATCTGTGGACGATATTTGGAATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGAAAATTACACAGGCACAATATACAGATTAATTGAAGAATCGCAGAACCAGCAA
GAAAAAAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGGATAATTTTTGCTGTACT
TTCTATATTAAATAGAGTTAGGCAGGGATATTCACCACTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCA
ATAGCAGTAGCTGAGGGAACAGATAGGATCATAGAAGTAATACAAAGAGCTGGTAGAGCTATTCTCCATATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>KM355044 
GCTACAAACCAACTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTGTTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGCTTTAAATTGCACTGACACGAATACTACTAATAGTGGCTTGGAAGGGATAGAAAAAGGAGAAATAAAAAA
CTGCTCTTTTAATGTCACCGGCAACAGACATAAGGTAAAGCAGCAATATGCACTTTTTAACAAGCTTGATGTG
GTACCAACAGATGATGGTAATACCACATATATGTTGATAAGTTGTAACACCTCAGCCATCACACAGGCCTGTC
CAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTTTCAAGTGTAAAGA
TAAGAAGTTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTG
GTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGACGTAGTAATTAGATCTGAAAATTTCACAA
ACAATGCTAAGACCATAATAGTACAGCTGAAAGAAGCTGTAGTAATTAATTGTACAAGACCCAACAACAACAC
AAGAAGAAGTATAAATATGGGACCAGGGAGAGCATTTTATACAACAGGAGATATAATAGGAGACATAAGACAA
GCACATTGTAACATTAGTAGTATGCAATGGAATGACACTTTAAAACAGATAGTTATAAAATTAAGAGAACAAT
TTGGGAATAATAAAACAATAGTTTTTAACAGCTCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTC
CTAGGAATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCTCAGGAACAAATTTGGGGAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAGGCTT
AATATACACCTTACTTGAGACATCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTACTAGAATTAGATAAA
TGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
ATTGTCGTTGGCTATTAGCTTGCTCAACGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTATTACAAAGAATACTTAGAGCTGTTGTTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGATTTTGC
AATAA 
>KU901727 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTACCCAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTTAAGTTAACTCCACTCTGTG
TCACTCTAAATTGCACTGATGCAAAGGTTAATCATACCTATAATAGTACTATAGGGGAAATAAAAAACTGCTC
TTTCAATATCACCACAGCCATAAGAGACAAGATGCGAAAAGAATATGCACTCTTTTATAAAGTTGATATAGTG
CCAATAGATGAGGGTAATAATAATAATGTTAATTATAGTGACTATACATTGATAAGTTGCAACACCTCAGTCA
TTACACAAGCCTGTCCAAAAATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGCT
TCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAGAAATGTTAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAATAGTAATTAGAT
CTCAAAATATCACAGACAATACTAAAACCATAATAGTACAGCTGAATAAATCTGTAAAAATTAATTGCACAAG
ACCCAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAAAGCAATTTATGCAACAGAACAGATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGTAGAATGGAATGACACTTTACAACAGATAGTTGACA
AATTAAGAGAACAGTTTGGGAATAAAACAATAATCTTTGATAAACACGCAGGAGGGGACCCAGAAATTGTAAC
ACACAGTTTTAACTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGACTCATTTGCACCACTGCTGTGCCTTGGAATAGTA
GTTGGAGTAATAAATCTCGAAAGGCTATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGAAAA
TTATACAGGCTTAATATACACTTTGATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTG
GCATTAGATAAATGGGATAGTTTGTGGAATTGGCTTGACATAACAAACTGGCTGTGGTACATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAATAAATAGAGTTAGGCA
GGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCGATAGCAGTAGCTGAGGGGACAGAT



AGGGTTATAGAAGTAGTACAAAGATTTTGTAGAGCTGTTCGCCACATACCTGTAAGAATAAGACAAGGCTTGG
AAAGGGCTTTGCTGTAA 
>KF384799 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAATCATATAATACAGAGAAGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTGGAAGAATTCCACTGATTCGAAGAATGCTACTAATACCACTAGTAGTAGCGA
GGGAACGCTGGAGGGAGGAGAAGTAAAAAATTGCTCTTTCAAAATCACCACAGGCATAAGAGATAAGATACAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAATACCAATAGATAATGATAATACTAGTTATAGGATAAGAA
GTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATGCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGGGGTAGTAATTAGATCCTCCAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAGTCTGT
ACTAATTAATTGTACAAGACACAACAACAATAAAAAAATACAAAGGATACATATAGGACCAGGCAGGGCATTT
GTTGCAACAAAAGGAATAACAGGAGATATAAGACAAGCACATTGTAATCTGAGTAGAACAGCATGGAATGACA
CTTTAAAAAAGATAGTTGTAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATAAATCCTCAGG
AGGGGATCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCAGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGGATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGATAATTACACAAGCTACATATACACCTTACTTGAAGCATCGCAAAACCAACAAGAA
AAGAATGAACAGGACTTATTTGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTCATAGAAGTGGTGCAAGGAGCTTATAGAGCTATTCTCCACATACCCA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>KF384805 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACTACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGAGAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATAGAATTGCCAAATGTGACAGAAAAATTTAACATGTGGAAAAATTACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAGTAAAAATGGTACTAATAATAATAGTAATAAGACTAATACTAATAATAA
TAGTAGTAGTTTGGAAATGAAAGACGAAGTGAAAAACTGCTCTTTCAATGTTACCACCAACATAAGAGATAAG
ATACAGAAACAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATAATAATGATAGTACTAGCT
ATAGGTTGATAAGCTGTAACACCTCAGTCATTACGCAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATATGAAGTTCAATGGATCAGGACCATGT
AACAATGTCAGCTCAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACGCAATTGTTGTTAAATGGCA
GTCTAGCAAAAGAGGAGGTAGTAATTAGATCTGAAAATTTTACAAACAATGCAAAAATCATAATAGTACAGCT
GAATGAATCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGGAAAGGTATACATATAGGGCCAGGA
CGAGCATTTTTTGCAACAGGAGACATAATAGGAGATATAAGGAGAGCACATTGCAACCTTAGTTTAGCAAAAT
GGAACAACACTTTAAGAAGGATAGTTGACAAATTAAGAGATCAATTTGGGAGGAATAAAACAATAACCTTTAA
TCCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTATTGGATCAACAGCGCCTGGGAATATGGGGTTGCTCTGGAAAAC
TCATTTGCGCCACTTCTGTGCCTTGGAATGAAAGTTGGAGTAATAAAACACTTGATGAGATTTGGAATAACAT
GACTTGGATGCAATGGGAAAGAGAAATTGACAAACACACAAACACAATATACACCTTACTTGAAAAATCGCAG
AACCAGCAAGAAAAGAATGAACAAGATTTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAATTTT
TGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTAAC
GCCACAGCCATAGCAGTAGCTGAGGGAACAGACAGGGTTTTAGAAATATTACAAAGAGCAGGTAGGGCTATCC
TCCACATACCTACAAGAATAAGACAGGGCCTAGAAAGAGCTTTGCTATAA 
>KF384806 
GCTACAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCCCCCCCCTATTTT
GTGCATCAAATGCTAGAGCCTATGAGAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAATTGAATGTGACAGAAAATTTTAATATGTGGAAAAATAATATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CATTAAATTGCAGTGATGCTAATTTCACTAGTGATGCTAATGTCACTAGTGAGAGCAGCAGAGCTATTAATAA
CAACACGGGAATGCTGGAAAAAGGAGAAATAAAAAACTGTTCTTTCTATGTCACCACAGGCATAAGAGATAAA
ACGCAGACAGAACATGCACTCTTTTATAAAAATGATATAATACCAATAGATAATGAAAATACCACTGCCAACT
TTAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTATGCGATTTTAAAGTGTAAAGATAAGAAGTTTAATGGAACAGGACCTTGT



AAAAAAGTCAGCACAGTACTATGTACACATGGAATCAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTTTAGCAGAAGAAGAGATAGTGGTTAGATCTGAAAATTTCACAAACAATGCAAAAATTATAATAGTACAGCT
GAACGAATCTGTAGAGATTAATTGCACAAGACCCGGCAAAAAGTTAAGTAGAATTATACATATAGGACCAGGG
AGAGCATTTTATGCATCAGACGGAAGAGATATAAGACAAGCATATTGTAACATCAGTAGAGCAAAATGGAATA
GAACTTTAGGACAGGTAGCTGAAAAATTAAGAGAGCAATTAAGAGAGCAATTTAATGCTACTAATGCTACAAT
AGTCTTTAAGCAACCAGCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTCAATTGTAGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTACAGGATCAACAGCTCCTGGGGGTTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGGATACATTTG
GGAAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACACAAGAAATATACGCCTTACTTGAA
AAATCGCAGAACCAGCAAGAACAAAATGAAAAAGACTTATTGGAATTGGACACATGGGCAAGTTTGTGGAATT
GGTTTACTATAACAAACTGGCTGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATATTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGC
TTGCTTAACGCCATAGCCATAGCAGTAGCTGAGGGAACAGATAGGATCATAGAAACATTACAAAGAATTGGTA
GAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KC473831 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACTTTAAATTGCACTGATTGGAGGAATGCTACTAATATCAATGCCACGCAGATTACTAATGGAACGTTGGA
GGGAGGAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAGACTAAGAGATAAGGTGCAGAAAAAATATGCA
CTTTTTTATACACTTGATGTAGTACCAATAAGAGAAGATAATAGTAATACCAGTTATAGGTTGGTAAGTTGTA
ACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATAATGAGACGTTTGATGGGAAAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAGGCA
TAGTACTTAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGACAACACCTGTAAAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATCTAGGACCAGGAAAAGCAATTTATACAACA
GGAGAAATAATAGGAGATATAAGACGAGCACATTGTAACATTAGTAGAAAAGAATGGAATGACACTTTAACAC
AGATAGTTACAAAATTAAGAGAACACTTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACCGTGC
CTTGGAATGTTAGTTGGAGTAATAAATCTCTAGATAAGATTTGGAATAACATGACCTGGATGGAATGGGAAAG
AGAAATTGATAATTACACAGACACAATATACAGATTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTAGAATTTGATAAGTGGGCAAATTTGTGGAATTGGTTCAACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCT
GAGGGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTTCACATACCTACCAGAATAA
GACAGGGTTTGGAAAGGGCTTTGCTATAA 
>KC473833 
GCTACAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAACACAACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGGAAATGTGACAGAAAATTTTAATGCATGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATCTTAATGCCACTAGCATTGGTAGTAACATGACACTGAAGGGAGAAATAAAAAA
TTGCACTTTCAATATCACCACAAGTAAAAACGATAAAAAGACAACAGAACGTGCATATTTTAATAGACTTGAT
GTGGTACCAATGGATGATAATAGTAGTAGTAGTACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACATGCCTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAAAAATTTAATGGAAAAGGACTATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGACCAGTAGTATCAACTCAACTGTTGCTGAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTG
AAAATATCTCTAACAATGCCAAAACCATAATAGTACATCTGAAGGAATCTGTACAAATTATTTGTGTAAGACC
CAACAACAATACAAGACAAGGTATACATATGGGACCAGGAAGGACATTTTATACAACAGGGGGGATAATAGGA
GATATAAGGCAAGCATATTGTAACATTAGTAGGGCAGAATGGACTAACACTCTAGGAAAGATAGTTGGAAAAT
TAAGAGAACGATTTAATAAAACAATAATCTTTAATCATTCCTCAGGAGGGGACCTAGAAATTGTGACACACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGGGATCAA
CAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCCTGGAATATTAGTTGGA
GTAATAAATCTTATGAGCAAATTTGGGATAACATGACATGGATGCAATGGGAAAGAGAAATTGATAATTATAC
AGGTATAATATACTCCTTAATTGAAGAATCGCAGATCCAACAAGACAAAAATGAAAAAGATTTATTGGAATTG
GACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGGTTAAGAATAGTTTTTACAGTACTTTCTTTAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCTACAGCCATAGCAGTAGCTGAGGGAACAGATAGGATC



ATAGAAGCAATACAAAGAACTGTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCACAGAAAGGC
TTTTGCTGTAA 
>KC473834 
ACTGAGGAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGACAGAAAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATCCCATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTCTAGATTGCACTGATGTGAATAAGACTTATAGCATCATTGCTAATATTTCAGAGGAGAAAGGAGGGATAAA
AAACTGCTCTTTCAATATCACCTCAACCATAAGAAATAAGATGCAGAAAGAATATGCACTTTTTTATAAGCTT
GATATAGTACCAATAGATATAGATAATGAGACTAATACTACCTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAAATGTTCAATGGATCAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGAT
CTGAAAATCTCACAAATAATGCTAAAACCATAATAGTACATCTAAACCAGTCTATACCAATCAATTGTACAAG
ACCCAACAACAATACAAGGAAAAGTATAAATATAGGACCGGGGAGAGCATTTTATACAACAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAAACAAAACTGGAACGACACTTTAAGAAAGGTAGCTATAA
AATTAAGAGAAACATTTGGGAACAACAAGACAATAGTTTTTAATCACTCCTCAGGAGGGGACATAGAAATTGT
AACACACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATT
CTAGTTGGAGTAATAAATCCTATAATGACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGA
CAACTACACAAGCTTAATATACACTTTAATTGAAGATTCGCAAAACCAACAAGAAAAGAATGAACTAGAATTA
TTGGAATTAGACAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAGAGTTAG
GCAGGGATATTCACCACTATCGTTGGCTATTAGCTTGTATAACGCTACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGATTTTAGAAGTATTGCAAAGATTTTTTAGGGCTATCCTCCACGTACCTAGAAGAATAAGACAGGGCT
TTGAAAGGGCTTTACTATAA 
>JN397362 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAAGAAAGAGGCACATAACATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGTCTAACCCCACTCTGTG
TTACTTTAAAATGCACTAATGCCACTACTAGCACTAATGTCACTGCTAGTAACTGGACAACAATAGGGGAAGA
AATGAAAAATTGCTCTTTCAATATTACCACAAGCTCAGAAGGAAAGGTACAGAAAAAGTATGCATCTTTTTAT
AACCTTGATATAAGACAAATAGAAGATGATAATACTTCTACTAATAATTGGAATAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATCACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATCCCCATACATTATTGTACCCC
CGCTGGTTTTGCGCTTCTAAAGTGTAATGAAACAAATTTCAATGGATCAGGACCATGTAGAAATGTCACCACA
GTACAATGTACACATGGGATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAG
AGGTAGTGATTAGATCTGAAAATTTCACGGACAATGCTAAATCCATAATAGTGCAGCTGAATGAATCTGTAGC
AATTAATTGTACAAGACCCAGCAACAATACAAGAACAAGTATAAGTATGGGACCAGGGAGAGCATTTTATGCA
ACGGGAAGCATAATAGGCGATATAAGGCAGGCACATTGTAACATTAGTAGAGAGGAATGGAATAAAACTTTAA
AATATGTAGCTGACAAATTAGGAGAACAATTTAACACAACAACAACAATAAGGTTTACTCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATAATAGTTGGAGTAAAAATAAAACTCTGGGGGAGATTTGGGATAACATGACCTGGATACA
GTGGGAAAAAGAAATTGACAATTACACAGACATAATATACAGTTTACTTGAAGAAGCGCAAACCCAGCAAGAC
ATAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTATGGAATTGGTTTAACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATAATAGTAGGGGGCATAATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCCATAGCCATA
GCAGTAGCTGAGGGGACAGATAGAGTTATAGAAGGATTGCAAAGAGCTTGGAGAGCTTTTATCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTATAA 
>KF384810 
GCTGTAAAACAACTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCTAACCCACAAGAGATGGAGTTAGTAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTGTGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATTTGACTGCCAATAAAAGTTCCAATAAAAATTCGAATGCCAATAACAG
TTCGGAGTGCAATGTCACTGATGATAGTTGTATGGAAATGAAAAACTGCTCTTTCAATATTAACACAAACATA
GGAAGTAAGGTGCAAAAAGAATATGCACTTCTTTATAAAGTTGATTTAATGCCAATAGAGGATGATAATACAA
GCTATACATTGAGACATTGTAACACCTCCATCATTACACAGGCCTGTCCAAAAGTAACCTTTGACCCAATTCC
CATACATTATTGTGCCCCTGCTGGTTTTGCGATCCTAAAGTGTAGAGATAAAAGGTTCAATGGAACAGGACCA



TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCTACTCAACTGTTGTTGAATG
GCAGCCTAGCAGGAAAAGAGATAGTAATCAGATCTGAAAATTTCTCGAACAATGCTAAAACCATAATAGTGCA
GCTGAATCAATCTGTGGAAATTAACTGTACAAGACACAACAACAATACAAGAAAAAGTATACATATAGGACCA
GGAAGTGCATTTTATGCAACAGGAGCTATAATAGGAGACATAAGACAAGCACATTGCAACATCAGTAGACAAA
AATGGAATGAAACTTTAAAACAGATAGCTATAAAATTAAGAGAACAATTTGGTTTGAATAAAACAATAAGCTT
TAATCAAGCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AGCTTATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATATATCTGTTGATTACATTTGGGAGAA
CATGACCTGGATGGAATGGGAGAGAGAAATTAGTAACTACACAACTAAAATATACACTTTACTTCAGGAATCG
CAGTTCCAGCAGGAAAAGAATGAGAAAGACTTATTAGCATTGGATACGTGGGCAAGCTTGTGGAATTGGTTTG
ACATATCAAGATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGT
TTTTACTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTGTCATTGGCTGTTAGCTTGTTT
AATGCGATAGCTATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGTACAAAGAATAGGGAGAGCTA
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTGTAA 
>KM516891 
GCTACAGACCAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGCTACAGAGGTACATAATGTTTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATATTGGCAAATGTGACAGAAAAGTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAATTTGTGGGATCAAAGCTTAAAGCCATGTGTGGAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGAGTTGAATTTCACTGCCAATTCCACTAATAATGGAAATACTACACAGGCTAATGA
AACTACTACACAGGGTACTAAGTCCCGTACAAATGCTACTAATTCCACTAGTAATGAAGGGGGAGACATGACA
AACTGCTCTTTCAATGTCCCCACAGGTGTGGATAATAAGATGCAGAGAGAATATGCACTCTTTTATAAACTTG
ATGTAGTGCCAATAAGTAATGATGGTAGTAATAGTAGCAATAACAGCTATAGGATAATAAATTGTAACACCTC
AGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTT
GCGATTCTAAAGTGTAGAGATAGGAATTTCACTGGAACAGGATCATGTACAGATGTCAGCACGGTACAATGTA
CACATGGAATTAGGCCAGTAGTATCAACTCAATTTCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTACT
CAGATCTGCCAATTTCACAGACAATGCTAAAACTATAATAGTACAGCTGAAAGAGCCTGTACAAATTAATTGT
ACAAGACCCAACAATAATACAAGAAAAGATATACATATAGGACCAGGGAGAGCAATGTATGCAACAGGAGCTA
TAATAGGAAATATAAGACAAGCACATTGTAATCTTAGTAGAGAACAATGGAATAAAACTTTATCACAGGTAGT
TACAAAATTAGGAGAAAAATTTAAAAATAAAACAATAGACTTTAAGCCATCCTCAGGAGGGGACATAGAAATT
GTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACC
TAAGGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAA
TACTAGTTGGAGTAATAAAAATCTTAGTCAGATTTGGGATCAAATGACCTGGATGCAGTGGGAAAAAGAAATT
GACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGACCCAACAAGAAAAGAATGAACAAGAGT
TATTAGCATTAGATAACTGGGCAAATTTGTGGAACTGGTTTGACATATCAAACTGGCTGAGGTATATACAAAT
ATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTCTTGTACTTTCTGTAGTGAATAGAGTT
AGGCAGGGATACTCACCATTATCGTTGGCTATTAGCTTGTTCAATTCCACAGCCATAGCAGTAGCTGAGGGGA
CAGATAGAGTTATAGAAGTAATACAAAGAACTTGTAGAGCTATACTCCACATACCCACAAGAATAAGACAGGG
CTTGGAAAGGGCTTTGCAGTAA 
>KU901848 
GCTGCAGAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTCTTGGAAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTGAAACTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATGGGGAAAGTAAGAATACTACTAACACCACTAGTGGCAGAGGGGAAAAAATAGA
GAAAGGAGAAGTAAAAAATTGCTTTTTCAATGTCACCACAGACATAAGAGATAGGGTGCGGAAAGAATATGCA
CTTTTTTATAAACTAGATGTAGTGCCAATAGATAATGATGATAATGCTAATAAAAGTAGTAGTGGTAACTATA
GTAACTATAAGTTGATAAGTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATGCTAAAATGTAGAGATAAGAAGTTTAATGGAACAGGA
CCATGTAAAAATGTTAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAA
ATGGCAGTTTAGCAGAAGAAGAGGTAGTACTTAGATCTGCCAATTTCTCAAACAATGCTAAAACCATAATAGT
ACATCTGAATGAGTCTGTAGTAATTAACTGTACAAGACCCTACATCAAGACAAGCAGACGTGTACACATAGGA
CCAGGCAGAGCATGGTCTGCAATGGACGTAACAGGAGATATAAGAAAAGCATATTGTAACATCAGTGGAGCAG
AATGGAATAAAACTTTAAAACAGGTAGTTACAAAATTAAGAGAACAATATGGGAATAATACGACAATAATCTT
TAAACAACCCTCAGGAGGGGACCCAGAAATTGTAACACACACTTTTACTTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGACTTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATAAGACTTGGAATAATAAATCTCTAGATTACATTTGGAATAA
CATGACCTGGATGGATTGGGATAAAGAAGTAAGCAGGTACACAGGCATAATATACAACTTAATTGAAGACTCA
CAAAACCAACAAGAACAGAATGAAAGAGAATTATTAGAATTAGATAAATGGTCAAATTTGTGGAATTGGTTCG
ACATATCAAACTGGCTGTGGTATATAAAATTGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT



TTTTGCTGTAATTTCTGTAGTGAATAGAGTTAGGCAGGGATATTCACCCTTGTCGTTCGCTGTTAGCTTGCTC
AACGCCACCGCCATAGCAGTAGCTGAGGGGACAGATAGGGGTATAGAAACATTACAAATAATTGGGAGGGGTA
TCCTACACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTAATATAA 
>KF384812 
GTTGCGGAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTATTGTAGGAATGCTACCTGTACCAATGGTACCAGTGGTATTTTGAAAGAAGA
ACAAGGAGCAATAAAAAACTGCTCTTTCAACATCACCACAAACATGAGAGATAAGTTTCAGAAAGAATATGCA
CTTTTTTATAAACTTGATGTAGAACCAATAGGCAATACTAGCTATAGGTTGAAGAGTTGTAACACCTCAGTCA
TTACACAAGCCTGCCCAAAGGTATCCTTCGAACCAATTCCCATACACTATTGTGCCCCGGCTGGTTATGCGAT
TCTCAAGTGTAACAATAAGACGTTCAGTGGGAAAGGACAATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGCTGAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGAA
CTAAGAAGATCGAAGACAATGCTAACATCATAATAGTACAGCTGAACGAATCTGTGGTAATTAATTGTACAAG
ACCCAATAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATA
GGAGACATAAGACAGGCACATTGTAACATTAGTAGACAAAAGTGGAATAACACTCTAAGACAGATAGTTATAA
AATTAAAACAACAATTTGGGAGTAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAACTTGTAAT
GCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
CTTGGAGTAGTAAAAATTTGGATTCTATTTGGAATAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAA
TTACACAGACAGTATATACAAATTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAAGAATTATTG
GAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGATATATCAAACTGGCTGTGGTATATAAAAATATTCA
TAATGGCAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGCTAGGGA
GGGATACTCACCATTATCATTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGAATTATAGAAGTAGTACAAAGAATTGGTAGAGCTATCCTCCATATACCTAGACGAATAAGACAGGGCTTAG
AAAGAGCTTTAGTATAA 
>KF384813 
GCTACAGACAAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTAAATTGCACTGATCTGAGGAATACTACTAATGCCACGAGTAGTAGCGAGAGAACGATGGAGGGGGG
AGAGATGAAAAATTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTACAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATGGAAAAAGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCC
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGTAGTAATTAGATCCG
CCAATCTCACGGACAATACTAAGGTCATAATAGTACAGCTGAAAGAACCTGTAGAAATGAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATATCTATAGGACCAGGCAGAGCATTTTATACAACAGGAGAAGTAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTATGGCAAGCTGGAATAACACTTTAAGAAATATAACTAAAAAAT
TAAAAGAACACTTTAAGAATAACATGACAGTCTTTACTCAATCCGCAGGAGGGGACCCAGAAATTGTAACGCT
TAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGATAGTT
GGAGTAATAAAACTTTAGATCAAATTTGGCAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTA
CACAAGCTTAATATACACCTTAATTGAAGAATCGCAAACCCAACAAGAACAGAATGAACAAGAATTATTAGAG
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTATTGTACTGTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGCCATCGCCATAGCAGTAGCTGAAGGGACAGATAGG
GTTATAGAAGTATTACAAAGAATTTGTAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GAGCTTTGCTATAA 
>MK383400 
GCTACAGAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCGAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGTCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGACCTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTATAATATTACTAATACCAATGGCACTGATGTTACTATTACCAATAGTAGTCT
AAAAATGAAGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATGAGAGATAAGGTGCAGAAA
GAGTATGCACTTTTTTATCATCTTGATGTAGTGCAAATAGATAAGAATATTAATAATAATAGTTATAGGTTGA
CAAGTTGCAATACCTCACGCCTTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCTATACATTATTG



TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAAGATAAGGAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGGAGAGGTAGTGATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAACAAAAC
TGTACAAATTAATTGTACAAGACCCGGCAACAACACAAGAAAAAGTATATCTCTAGGACCAGGGAGTGCAATT
TATACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAGTATGGAATAACA
CTTTAGGACAGATAGTTGAAAAATTAAGAGGACAATATGGGAAAAATAAAACAATAATCTTTAGTAATTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAATC
CTGACTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCATGAAGACATTTGGAATAACATGACATGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATATACCTTACTTGAAAAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTATACT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAACTTGCTCAATACCACCGCC
ATAGTAGTAGCTGAGGGGACAGATAGGGTTCTAGAAGTAGTGCTAAGAATTTATAGGGCTATCCTCCACATAC
CTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTGCTATAA 
>KY778473 
GCTGCAGAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAGGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTATGGTTGAAAAATGTGACAGAATATTTTGATGCATGGAAGAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTAATGCTACTATTTCACAGCAGAATACTACAGCACAGAATAATAATACAGTACAGAA
AACTACTGAGGAAATAAAAAATTGCTCTTTCAATGTCACCAAAGGCATAACAAATAAGTTACACAAAGAATAT
GCACTCTTTTATAAACTTGATATAGTACCAATAGACAATGACAATAATAGAACAACACAGTATATGCTGACAA
ATTGTAATACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAACGAAAAGAAGTTCAATGGAATAGGACAATGTAACAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGTAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTAAAAATTTCTCGAACAATGCGGGGACCATAATAGTACAGCTAAATAAAACTGT
ATCAATTACTTGTGAAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTCTAT
GCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTACTAAAACAGATTGGAATGAAACTT
TAAGACTGGTAGCTGAGAAATTAAGAAAACAATTTGGGGAAAATAAAACAATAGTCTTTACGCAACCCTCAGG
AGGGGACCCAGAAATTGTAACACACAGCTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATAATAGTTGGAGTAATAAATCTTACAATGAGATTTGGGGCAACATGACCTGGATGCA
GTGGGAGAGAGAAATTGACAATTATACAGGCAAAATATACGAATTAATTGAAAAATCGCAAAACCAGCAAGAA
AAGAATGAACTAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
CATAGTGAACAGAGTTAGGCAGGGGTACTCACCATTGTCGTTTGCTATTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTCAGGGCTATTGTCCACATACCTA
GAAGAATAAGACAGGGTTTGGAAAGGTCTTTGCTATAA 
>KT124756 
GTTAAAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCCATTCTATTCT
GTGCATCAGATGCAAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
TCCTGACCCACAAGAAATGGTATTGGGAAATGTGACAGAAAACTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAGCTGCACTGCCGCGAATACGACAGATAATAGTAATAGTACTCAGTCCACTAATAGCAGCTGGGA
AAGAATAGAGAATGGAGAAATACAAAACTGCTCTTTCAATATCACAACAAACATAAGAGATAAGATACAGAAA
CAATATGCACTTTTTAATAGACTTGATCTAGTACCAATTGATAGGACTGATAATACTAGCTATAGGATAATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGCCCAAAAGTCACCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAG
GAGAAATAGTAATTAGATCTGCCAATCTCTCGAATAATGCTAAAACCATAATAGTACATCTGAATGAATCTGT
AGACATGACTTGTATAAGACCCAACAACAATACAAGGAAAAGTATACATATAGGGCCAGGGAGAGCATTTTAC
GCAACAGACATAATAGGGGACATAAGAAAAGCACATTGCAATATTAGTGCAGCAAAATGGAACACAACTCTAT
ATAGGATAGCTAAAAAATTAAGAGAACATTTTCCAAATAAAACAATAAACTTTAATAAGTCATCAGGAGGGGA
CCCAGAAATAATAATGCACTCTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATATCTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTTTAGATGCAATTTGGGATAACATGACCTGGATGCAGTGGGA
AAAAGAAATTGACAATTACACAGACTTTATATACAGATTACTTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAGCAAGACCTATTGGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACACATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT



GAATAGAGTTAGGCAGGGATACTCACCATTGTTGTTTGCTGTTAGCTTGCTCAACGTCACAGCAATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAATTATTACAAAGAATTTTTAGAGCTTTTCTCCACATACCCAGAAGAG
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH897911 
GCTGCAGAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATAACACAGAGGTACATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAAATGCATGAGGATATAATCAGCATATGGGATCAAAGCCTTAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGACTGCAATAATGCTACGGCCACCAACTCGACCAATCCGGGGAATAATTCGGGGAATATAATAGA
AGAAATGAAAAATTGTTCTTTCAATGTCACCACAGAAATAAGAGATAAGGTGCAGAAATACTCTGCACTGTTT
TACAAAGTTGATGTAGTACCAATAGAGGATAAGGAAAATACTACAAATAATAATACTATTAAGTATAGGTTAG
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCACTGCTAAAGTGTAATGATAAGAAGTTCAATGGAAAAGGACCATGTAACAACGTC
AGCACAGTACAATGTACTCATGGAATTAGGCCAGTAGTATCAACTCACCTATTGTTAAATGGCAGCCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGACAATTTCACAGACAATACTAAAACCATAATAGTACAGCTGAATGAAAC
TGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAGAAGTATAAATATAGGACCAGGAAGAGCATTT
TATGCAACAGGACAGGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAAAATGGAATAACA
CTTTAAGACAAGTAGTTGAAAAATTAAGAAAGCAATACAATAGCACAACAATAATCTTTGAGCAACCCGCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTG
GCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATAATAGTTGGAGTAAAAATAAAACTCTGAATGACATTTGGGATAACATGACCTGGAT
GGATTGGGAAAAAGAAATTAGCAATTACACAAGCCGCATATACACCTTACTTGAACTCTCACAAAACCAACAA
GAAAAGAATGAACAAGAATTATTAGAATTAGATAAGTGGTCAAGTTTGTGGAATTGGTTTGATATAACAAACT
GGCTGTGGTATATAAAGTTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTATACT
TTCTATAGTGAATAGAGTTAGGCAGGGGTATTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAAGGAACAGATAGGGTTATAGAATTTTTACAAAGAGCTTGTAGAGCTATTATCCATATAC
CTAGAAGAATAAGACAGGGCCTCGAAAGGATTTTGCTATAA 
>MH897913 
GCTGTAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAAAATGATACTAATACCAATAGTAGTAGTGGGGGAATGATGGAGGAAGG
GGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAAAGAATAAGAATTCCAATGCCACCAGGTATAGATTGATAAATTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAAGGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGATGTAG
TAATTAGATCTGCCAATTTCACGAACAATGCTAAAATCATAATAGTGCAGCTGAATGAATCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCTATAGGGCTAGGGAGAGCATTTTATACAACAGGA
GGCATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGTAAAATGGAATAACACTTTAAAACAGA
TAGTTACAAAATTAAAAGAGCAATTTGGAAACAAGACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTATAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGA
AATTAACAATTACACAGGTTTAATATACACCTTAATTGAAGAAGCGCAGAACCAACAAGAAAAGAATGAACAA
GAATTATTGGAACTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGTATAG
AGTTAGGCAGGGATACTCACCATTGTCTTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACGTACCTACAAGAATAAGAC
AGGGTTTAGAAAGGCTTTTGCTATAA 
>MH897916 
GCCACAGACAATTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATAGGATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGAATTGAAAAATAGAACTGAGACCTCTGGTATGAAAAACTGCACTTTCAATGTCAC
CTCAAGCAGAACAAGGAAGCCGCAGAAAGAAAATGCATTTTTTTATAACCTTGATTTAATACGAATAGAGGAA
GAGGATAGTAATAATAGCTATAGTAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCGTTACACACG
CCTGTCCAAAGATAAACTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTG



TAGAGATAAGCAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACTGTACAATGTACACATGGAATTAGA
CCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATCAGATCTGAGAATT
TTACAAACAATGCTAAAACCATAATAGTACAGCTGAACAAAACTGTAAAGATTAATTGTACAAGACCCAGCAA
CAATACAATAAAAGGTATACATATGGGACCAGGGAAAGCATTTTATACAACAGGAAAAGTAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTAGAGCAGAATGGAACAACACTTTAAAACAAATAGTTGACAAATTAAGAA
AACAATTTGGGAATAAAACAATAGTCTTTAATCATTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCGCCACTAATGTGCCTTGGAATACTAGCTGGAGTA
ATAAATCTCTGAGTGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGA
ATTAATATACAACTTACTTGAAAAATCGCAGAACCAGCAAGAAAAAAATGAACAAGAATTATTGGAATTGGAC
AAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAGCTGGCTGTGGTATATAAAAATATTCATAATCATAG
TAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGTGTTAGGCAGGGATATTC
ACCATTATCGTTCGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTATTACAAAGAGTGTGTAGAGCTATCTGCCACATCCCTACAAGAATAAGACAGGGCTTCGAAAGGGCTT
TGCTATAG 
>MH897917 
GCTGGAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATACCAAAGCATATAAAACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTAAAAAATGTAACAGAATATTTTGACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTGATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGAGCTGAGGAATGATACTAAAATTGATGCTAGTAATAATGGGAGCTTGGGACT
GATGGAAAAGGGAGAGATAAAAAATTGCTCTTTCAATATCACCACAAACAGAAGAGATAAAGTACAGGAAGAA
TATGCACTTTTCTATAGTCTTGATATAGTACAAGCACCAATAGAAACAGAAGATAATGATAATAAAATTAATA
CTAATAGTGCTGATACTAATAATACCACCAATATTAATAGTACCTATATTCTGAGAAGTTGTAACACCTCAGT
CATTAAACAGGCTTGTCCAAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCG
ATTCTAAAGTGTAACAATAAAACATTCGATGGAATGGGATTCTGTAGAAATGTTAGCACAGTACAATGTACAC
ATGGAATCAGACCAGTAGTATCAACTCAACTGCTGCTGAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAG
ATCTAAAAATTTCACGGAAAATAGGTACAATATAATAGTACAACTGAATACGACTGTAACAATTAATTGTACA
AGACCCAACAACAATACAAGAAGAAGAAGTGTACGTTTAGGACCAGGGAATGCATATTTTAGAACAAGAGAAA
TAATAGGAGATATAAAAAAAGCACATTGTAACATTAGTACAGTAGAATGGGAAACAGCTTTAAAATATGTAGC
TATCAAATTAAGAGAACGATTTCCGGATAAAAATATAATCTTTAAAAACTCCTCAGGAGGGGATCCAGAACTT
GCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGATACC
TAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAA
TACTAGCTGGAGTAATAAATCTTATGAGGAAATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAGATT
GACAATTACACAAACTTAATATACACTTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGACT
TATTGAAATTGGATAATTGGGCAAGCCTGTGGAGTTGGTTTAGCATCACAAATTGGCTGTGGTACATAAAAAT
ATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTT
AGGCAGGGATACTCACCATTGTCGTTTGCTATTAGCTTGTTTAATGCCACAGCCATAACAGTAGCTGAGGGGA
CAGATAGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCTATTCTGCACATACCTACAAGAATAAGACAGGG
CTTGGAAAGGCTTTTGCTATAA 
>MG196702 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCGAAAGCATATGATACAGAGGTACATAATGCTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTATTCTTGGAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAATTTAAAAGGGAACGTTACACTTAATGACACAATGAGGGGAGAAATAAAAAA
CTGCTCTTTTAATGTCACCACAGGAGTAAATGATAGGAAGCAGAGAGAATTTGCTCTTTTTTATAAACTTGAT
GTAACACCAATATCTGCTAATGAAAAGAATAATAGTAATTATACTGACTATAGGTTGATAAGTTGTAATACTT
CAGTCATTACACAAGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTTTTGTACCCCGGCTGGTTT
TGCGCTTCTAAAGTGTAACGATAAGAAGTTCAATGGGTCAGGACCATGTTCAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGGAGTCTAGCAGAAGAAGATGTAGTAA
TCAGATCTGCCAATTTCTCAGACAATGCTAAAACTATAATAGTACAGCTGAATGAAACAGTAAAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTGTACCTATAGGATTTGGCACATGGTATGCAACAGGAGACATA
ATAGGGGACATAAGACAAGCACATTGTAACATTAGTAGAGCAGAATGGAATAAGACTTTAGAAAAGATAGTTA
AAAAATTAGAAGAAAAATTTGAGAATAAAACAATAATCTTTCAAACGCCCTCAGGAGGGGACCCAGAAATTAC
AATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATA
CTACTTGGAGTAATAAATCTCTGAATGATATTTGGAATAACATGACCTGGATGCAGTGGGACAAAGAAATTGA
CAATTACACTAACGTAATACACACTTTAATTACAGAATCATATGTCCAACAAGAAAAGAATGAAAAAGATTTA
TTGGAATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTACATAAAGATAT



TCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATATTCACCATTGTCGTTTGCTGTTAACTTGCTCAATGTCACAGCTATAGCAGTAGCTGAGGGAACA
GATAGGGTCATAGAAGTAGTACAAAGAGCTGGGAGAGCTATTCTTAATATACCTAGAAGAATAAGACAGGGCG
CGGAAAGGGCTTTGCAGTAA 
>MG196732 
GCTATAGATAGATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTGGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAATTTGTACTGATATGGGAAATGCTACTAAAATCAATAATACTGAACTAGAGGAGAGAGGAGCAGT
AAAGAACTGCTCTTTCAATATCACCACAAGCATAAAAGATAAGGTGAATGAATATGCACTTTTTTATGACCTT
GATTTAGTACCCATAGAACAGGGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATAACACAGG
CCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGCGCCCCTGCTGGTTTTGCGATTCTAAAGTG
TAAGGATAAGAAGTTCAATGGAACAGGACCATGTAAAACTGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAATTACTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATC
TCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGAAAGAATAACAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATACATATGGGACCAGGGAAAGCATTTTTTGCAACAGGAGATATAATAGGAGATATA
AGGAAAGCATATTGTAATATTAGTAGGGAAGAGTGGAATAATGCTCTAACAAAGGTAAAGAAAAAATTAGAAG
AACATTTTATTAATAAAACAATAACCTTTAAGCAATCCTCAGGAGGGGACGCAGAAATTGTAACGCATAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGTACCACTAATGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTATGGCTGAGATTTGGGACAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAGG
CATAATATACACCTTACTTGAAGAATCGCAATACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTAGAC
AAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAGATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTATACTTTCTGTAGTGAATAGAGTTAGGCAGGGGTAYTC
ACCATTATCGTTTGCAGTTAGCTTGCTCAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATA
GAAGCATTACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTGGAAAGGACTT
TGCTATAA 
>MG196767 
GCTGGGGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAACATTGGAAAATGTGRCAGAAGAGTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTA
TCACTTTAAATTGCACTGATTTTAAAGGTAATAGTACCAGGAATGATGCTGGTACTAATAATAATACTAGTGA
GTGGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGGCATAGAAGGTAAGAAGAAGACAGAATAT
GCACTCTTTTATACTCTTGATATAATACCAATAGATAATACAAGCTATATGTTGAAAAATTGTAACACCTCAG
TCATTTCACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAACAATTCAATGGATCAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTTAATGGCAGTCTGGCAGAAGAAGAGGTAATGATTA
GATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGGATCTGTAGCATTTAATTGCAC
AAGACCCAACAATAACACAAGAAAAAGTATACATATAGGACTGGGAAGAGCATTTTATGCAACAGGGGACATA
ATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTAAAAATGATAGTTT
CAAAACTAAAAGAACAATTTAAAAATAAAACAATAATCTTTAATTCCTCCTCAGGAGGGGACCCAGAAATTGT
AATGTCCACCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
CTAGCTGGAGTAATAAATCTATGGAGGATATTTGGAATAATATGACCTGGATGCAGTGGGAGAAAGAAATTGA
CAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAGCAAGATTTA
TTGGCATTGGATAAGTGGGACAGCTTGTTGAATTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATAT
TTATTATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTTGCTGTACTTTCTGTAGTAAGAAGAGTTA
GGCAGGGATACTCACCGTTATCGTTAGCTGTTAGTCTGCTTAATGCCACAGCTGTAGCAGTAGCTGAGGGGAC
AGATAGAGTTATAGAAGCAGTACAAGGGGTTGGTAGAGCTATTCTCCATATACCTAGAAGAATAAGACAAGGA
TTCGAAAGGGCTTTGCTATAA 
>MG196819 
GCTAATGAAAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCAACTGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGCGTGCCCACAGA
CCCTAGCCCACAAGAAGTACAATTGAATGTGACAGAAAACTTTAATATGTGGAAAAATAACATGGTAGAACAG
ATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTACATTGTACTAATGCCAATAAAACTCTCAATGCCAATGAAACTCTCAATGCCACTAATGATTATGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAGACTTAAAAGATAAGATGAAGGAAGAACGTGCACTTTTTTAT
GCACTAGATGTAGTACCAATAGATAATAGGACTAATAATAGCTATAGGTTGACAAGTTGTAACGCCTCAGTCA



TTACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGCAATAATAAGACGTTCAGTGGAAAAGGTCCATGTAACAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAGGTAGTAATTAGATCTG
ACAATTTTACGAACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGTAATTAATTGTACAAGACC
CAACAATAATACAAGAAGAAGTATCCATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGA
GACATAAGGCAAGCATATTGTAACATTAGTAAAACAGAATGGAATAAAACTTTAGGACAGATAGTTGAAAAAT
TAAGAGACCAATTTGGAAGGAATAAGACAATAAAGTTTCAACCACCCGTAGGAGGGGACCCAGAAATTGTAAC
ACACAGTTTTAATTGTGAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCGTGGAATGCTA
GTTGGAGTAATAAATCTTACACAGCTATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGAAAA
TTACACAGAAGTAATATACAGCTTAATTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAATAGGGTTAGGCA
GGGATACTCACCATTGTCATTTGCTGTTAGCTTGTACAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAGGTAATACAAAGAACTGTAAGAGCTATTCTACACATACCTCGAAGAATAAGACAGGGCTTAG
AAAGGCTTTTGCTATAA 
>MG196866 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAATTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGCATACTACTAATATCACTAATATCACTAGTAATAGCCCTGGTGTGGG
GAATGATTCCACGGTGGGGGGAGGAGAAATGAAAAACTGCTCTTTCAATATTACCACACACATGAGAGATAAG
GTGAAGAAACAATATGCATTTTTTGATAAACTTGATATAGTACCAATAGATGATGATAAGTATAATACTAGCT
ATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGACAAGAAGTTCAATGGAACAGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGCATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCACGAACAATGCTAAAACCATAATAGTACAGCT
GAAAGATCATGTAGTAATTAATTGTACAAGACCCAACAACRATACAAGAAAAAGTATAACTATGGGACCAGGG
AGAGCATTTTATGCAACAGACATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGAATGGA
ATAAAAATTTAGGACAGGTAGCTAACAAATTAAGAGAACAATTTGGGGAGAATAAAACAATAGTCTTTAAGTC
ATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
RGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTATGGATAAGATTTGGAATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTAGCAATTACACAAGAGAAATATACAACTTAATTGAAGAATCGCAAAAC
CAACAAGACAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAATGCC
ACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTGC
ACATACCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG196902 
GCTACAGAACCAATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAGCACCACTCTCTTTT
GTGCATCAGATGCTAAGGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACGAGAAGTAGTAATGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAAAAGTGAGAATACCAGTAGTCCGCAGGTAGGGGACGGAGAAATAAAAAA
CTGCTCTTTCAACATCAGCACAAGGAGAAGAGATAAGATACAGAAAGAATATGCATTGTTTTATAGACTAGAT
GTAGTACCAATAGAGGGGAATAATGGGAGTAATACAAGTTATGTTTTGATAAATTGTAACACCTCAGTTCTTA
CACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
CAAGTGTAATGACAAGAAATTCAATGGATCAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTCGGCCAGTAGTGTCAACTCAACTATTGTTGAATGGTAGTCTAGCAGAAGAAGATATAGTACTTAGATCTG
AAAATTTCACAAACAATGCTAAAACCATAATAGTACATCTGAATGCAACAATAGAAATCAGTTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAAAGCATTCTATGCAACAGGCGGAATAGTAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAACACTTTAAGACGGATAGCTACAAAAT
TAAGAGAACAATTTGAAAATAAAACAATAATCTTTAATCAACCCTCAGGGGGGGACCCAGAAATTACAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGAT
CAACAACTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGATAGCT
GGAGTAATAAATCTTATAAGGAAATTTGGGATAACATGACCTGGATGCAGTGGGAGAAAGAAATTGACAATTA
CACACTCACAATATACAACTTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTACTGGCA
TTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATTA



TAATAGTGGGAGGTTTAGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAATACCACAGCTATAGTAGTAGCTGAGGGAACAGATAGG
ATTATAGAAGCAGCACAAAGAGCTTTTAGGGCTATTATACACATACCTAGAAGAATAAGACAGGGTTTAGAAA
GGGCTTTGCTATAA 
>MG196921 
GTTGTAGGAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAACAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGCTTGTGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAAGAATGTTACTAGTAATGATACTAGTTACATTGGTGGTAACGAGATAAA
AAACTGCTCTTTCAATGTCACCACAGGCATAGGAGGAAGGATGCAAAAAGCATATGCACTTTTTTTATGCACT
TGATGTAATGCCAATAGATGGAGATAATACTAGCTATACGTTGACAAAGTGTAACACCTCAATCATTACACAG
GCCTGTCCAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAAT
GTAATGAAGAGAAGTTCAATGGATCAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAG
GCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTGCTTAGATCTGAAAAT
TTCACAAACAATGCTAAAACCATAATAGTACAGCTAAAAAACCCTGTAAGAATTAATTGTACGAGACCTGGCA
ACAATACAAGAAAGAGTATACATATAGGACCAGGAAGAGCATTTTATACAGGAGAAATAGTAGGAGATATAAG
GAGAGCACATTGTAACATTAGTGGAAGAGAATGGAATAGCACGTTGATCCAGATAGTTACAAAGTTAAGGGAA
CAATTTGGGAATAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAGTTGTAACGCACAGTT
TTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACA
GCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACGCTAGTTGGAGT
AATAAAACTCTGGATCAGATTTGGGATAACATGACCTGGATGGAATGGGACAGAGAAATTAACAAGTACACAA
GCACAATATACACTTTACTTGCAGACTCGCAGAACCAGCAAGAAAAAAATGAACAAGAATTATTGGAATTGGA
TAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAGATATTCATAATGATA
GTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACT
CACCATTGTCATTTGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGGGGGGACAGATAGGGTTAT
AGAGATATTGCAAAGAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCT
TTTCTATAA 
>MG196922 
GCTACAGAGTCATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAACCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGTCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGAATGTTACGAATAATAGCGCTTTGAAGGAGAATGAGGGAGAACTAAAAAA
CTGCTCTTTCAATGTCACCACAAACATAGGAAATAAGATGCAAAGAGAATATGCAATTTTTTATAAACTTGAT
GTAGAGCCAATAGATAGTAATAGCACAACCTATAAGTTGATAAGTTGTAACACCTCAGTCCTTACACAGGCTT
GTCCAAAGACAAGCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGTTTATAAAGTGTAA
TGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCA
GTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATATCA
CAGACAATGCTAAAACCATAATAGTACAGCTAAACGAATCTGTAGTAATTAATTGTACAAGACCCAACAATAA
TACAAGAAAAGGTATACATTTAGGATTCGGGAGAACATTTTATAGAGTGGGAGACATAATAGGAGATATAAGA
AAAGCACATTGCAACGTTAGTACAGAACAATGGGTAAAAACTTTAAAACAGGTAGCTGCAAAATTAAAAGAAC
AATTTAATAAAACAATACTCTTTAATCACTCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAATTG
TAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGCGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGAAAGCTCATCTGCTACACTGATGTGCCTTGGAATACTAGTTGGAGTAATAAAT
CTATGGATAAAATTTGGCAGAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCCTAAT
ATACAACTTGCTTGAAACATCGCAAAACCAACAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAGTGG
GCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAGATATTCATAATAATAGTAGGAG
GCTTAGTAGGTTTAAGATTAGTTTTTATTGTACTTTCTATAGTGAATAGGGTTAGGCAGGGATACTCACCATT
GTCATTCGCAATTAGTTTGTTTAATGCAATAGCTGTAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGGA
GCACAAATTATTGGCAGAGCTATACTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGAGTTTGCTAT
AA 
>MG196952 
ACTGCAGGCAACCTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGACGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACCCACGCCTGTGTACCCACAGA
CCCCAAACCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGACTTTAAATTGTAGTGATATTGGTACTAATGAAACTAGTACTGAGTATATGAAGAAGGGAGAAATAAAAAA
TTGCACTTTCAATATCACCACAAACTTAAGAGATAAGATGCAGAAAGTACATGCAGCTTTTTATACACTTGAT
ATAACGCCAATAGATAATAGCAATAGAAGCTATATGTTGATAAGTTGTAATACCTCAGTCCTTACACAGGCCT



GTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTGATTCTAAAATGTAA
TGATAAGAAGTTCAATGGAACAGGACCATGCAAAAATGTTAGCTCAGTACAATGTACACATGGAATTAAACCT
GTAGTGTCAACTCAACTACTGCTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAATTAGATCTGAAAACTTCT
CAGACAATACTAAAACCATAATAGTGCAGCTGAATAAAACTGTAATAATTAATTGTACAAGGCCCAACAACAA
TACAAGAAAAAGTATACGTATAGGACCAGGGGCATCATTTTATACAGAAGAGATAATAGGAGATATAAGAAAA
GCATATTGTATCGTTAATCAAACAGATTGGAATAACACTTTATACCAGGTAGAAAGAAAATTAAGTGAGCAAT
TTAATAAGACAATAGTCTTTGATAAACCCTCAGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAACAGCTCCAGGCCAGAATGCTGGCTGTGGAAAGATACCTAAGTGATCAACAGCTCCTAGGG
ATGTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTC
TAAATGAGATTTGGGATAACATGACCTGGAAGGAATGGGATAGAGAAATTAGCAATTACACAGGCTTAATATG
GAGCTTACTTGAAGAATCGCAACACCAGCAAGAAAAGAATGAACAGGAATTATTAGCATTGGATAAGTGGGCA
AGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TAATAGGTTTAAGAATAATTTTTGCTGTAATATCTGTAATAAATAAGGTTAGGCAGGGATACTCACCATTGTC
GTTTGCTATTAGCTTGCTTGATACTATAGCTATCGCAGTAGCTGAGGGAACAGATAGGATAATAGAAATAATA
CGAAGAGCTGTTAGAGCTCTTCTGCACATACCTGTAAGAATTAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG196979 
GTTACAGGAAATACTACAGAAAAATCATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCA
CCACTCTATTCTGTGCATCAGATGCTAAAGCATACAAGACAGAAGCACATAATGTTTGGGCCACCCATGCCTG
TGTACCCACAGACCCCAACCCACAAGAAATAGTATTGGAGAATGTGACAGAAAACTTTAACATGTGGACAAAT
AGCATGGTAGAACAGATGCAACAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAA
CCCCACTCTGTGTTACTTTACATTGCACAAATTATGAGGGAAATGTTACTAATACCGGGAATAATACTGATAA
TGCCACCAGGAAGACTGCTAGTATTAACACCGGGAATAATACTAGTAATGTCACTGATATGCTAAGCTGCTCT
TTCAACGTCACCACAGAAGTAAGAGATAAGACACGGAAAGAATCTGCACTTTTTTATAGACTTGATGTAGTAC
CAATAGGTAATGATAATAATACTAATACTAGCTRTATGTTGATACATTGTAACACTTCAACCCTTACACAGGC
CTGTCCAAAAATACCCTTTGAGCCAATTCCCATACACTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGT
AGAAATACAACATTCAATGGAACAGGACCATGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAGGC
CAGTAGTGTCAACTCAACTGTTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTT
CTCAGATAATGCTAAAGTCATAATAGTACAGCTGAAAGACCCTGTACTAATTAATTGTACAAGACCCAACAAC
AATACAAGGAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGACAAATAGTAGGAGATATAA
GGAGAGCACATTGTGAACTTAATGGAACAAACTGGAATAAAACTTTAAGCCAGACAGTTGAAAAATTAAGAAA
ACAATTTGGGGATAATAAAACAATAGCCTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGT
TTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAAC
AGCTCCTGGGGCTTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAG
TAATAAAACCCTAGATGAGATCTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACA
GGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAACAGAATGAACAAGAATTATTGCAATTGG
ATAAATGGGCAAGTTTATGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGAT
AGTAGCAGGTTTAGTAGGTTTAAGAATAGTTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCACTCTCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAA
TTTTGCTGTAA 
>MG197083 
GCAACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATTTGAATAAGACCACTAATGTTAGCAAGGAAACAGAAATGAAAAACTGTTCTTT
CAATATCACCACAAGTATAAAAGATAAGGTGGCAGACTATGCACTTTTTTATAAACTTGATGTAGTACAAATA
GATAATGGTACCAAGTATAGGTTGATAAGTTGTAATACCTCAGTCATCACACAGGCCTGTCCAAAGATATCCT
TTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAATGATAAGAAGTTCAG
TGGGACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAA
CTGCTGTTAAATGGTAGTCTAGCAGAAGAACAGGTAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAAAA
CCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAGCAATAATACAAGAAAAAGTAT
ACATCTAGGACCAGGAAAAGCAGTTTACGCAACAAGAGAAATGGAAATAATAGGAGATATAAGACAAGCACAT
TGTAACATTAGTAAAGTAAAATGGAATAACACTTTAGAAAAGATAGTTAAAAAATTAAAAGAACAACTTGAGA
GTACAACAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGG
ATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTC
AGTCAGAGATTTGGGGGAACATGACCTGGATGGAGTGGGAAAAAGGAATTGACAATTACACAAGTGAAATATA
CACCTTAATTGAAAAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCA
AGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCT



TGGTAGGCTTAAGAATAGTTTTTACTGTATTGTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTC
ATTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTACTA
CAAAGAGCTGGTAGAGCTATCCTCCACATCCCTGTAAGAATAAGACAAGGCTTGGAAAGGGCTTTGATATAA 
>MG197164 
GCTTCAGAAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAATTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATGATATTAGAAAATGTGACAGAAAATTTTAACGTGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TCACTTTAAACTGCACTGAAGTGAATGTTACTAATACCAATAACAATACTGTTAATACTAATGGTAATGTTAC
CCGTGATACTGAGATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAAATAAGATGCAGAAAGAATAT
GCACTTTTATATAAACTTGATTTAGTACCAATAGAGGGGGATAATACAAGCTATGCATTGATAAGTTGTAACA
CCTCAACCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAAAGATAAGGGATTCAATGGAACAGGGCTGTGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTATCAGAAGGAGACGTAG
TAATCAGATCTGAAAATTTCACGGATAATGCTAAAACCATAATAGTACAGCTGAATGAATCCATAAACATTAC
TTGTATAAGACCTAATAACAATACAATGAAAAGTATCCATATAGGACCAGGGAGAGCATTTTATGCAACAGGA
GAGATAATAGGAGATATAAGACAAGCACATTGTAATCTTTCTATAACAAAATGGAATGAGACTTTAGGAAAGG
TATTCACAAAATTAAGAAAACAATATGGGGAAAACAAAACAATAATCTTTAATCAATCCACAGGAGGGGACCT
AGAAATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCGACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTAAATAAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGACAATTACACAGACTTGATATACAACTTACTTTCAGAATCGCAAGAGCAACAAGAAAAGAATGAA
CAAGAATTATTGGAACTGGATAAATGGGCAAGCTTGTGGACTTGGTTTGACATATCAAATTGGCTATGGTATA
TAAGAATATTCATAATGATAGTAGGGGGCTTAGTAGGTTTAAGAATAGTCTTTACTGTGCTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTTAATACCACAGCCATAGCAGTAGCT
GAAGGGACAGATAGGGTTTTAGAAACATTACAAAGAATTTGGAGAGCTTTTCTCCATATACCTAGAAGAATAA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MG197187 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGACAACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGCCTGAAACCATGTGTAAGATTAACCCCACTCTGTG
TCACTTTAAATTGTACTGATCAGTTGAAAACGCATAATGCTACTTCAAATAATACTTCTGTGGGAAATAAAAT
TAATTTGGGAGAAATAAAAAACTGCTCTTTCAATATCACCTCAAGAATAAGTGATAAAAGACAGAAAGAATAT
GCACTTTTTTATAAGCTTGATGTAGTGTCAATAGATGCTAATAATACTAATAGTAATACCAACTATACCAACT
ATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATAACCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCAGCTGGTTTTACGCTTCTAAAATGTAATAATAAGATGTTCAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGACAACTCAACTGCTGATAAATGGCA
GTCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATTTCTCGAACAATATTAAACCCATAATAGTACAGCT
GAATGAATCTGTACAGATTAATTGTACAAGACCCAACACCAATACAAGAAAAAGTATACCTATAGGGCCAGGA
AGAGCATTCTATGCAACAGGAGACATAATAGGGGATATAAGACAGGCACATTGTAACCTTAGTAAATCAGAAT
GGAATAACACTTTAAAACATATAGCTCTAAAACTGAGAAAACAATATGGAGAGAATAAAACAATAGCCTTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTATAATGTACAACTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGATGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAGAAGATTTGGGATAACAT
GACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAG
AACCAGCAGGAAAAAAATGAACAAGATTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTGAGAAGAGTTAGGCAGGGATATTCACCATTATCATTCGCTGTTAGTTTGCTTAAT
GCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTACTACAAAGAACTTGTAGAGCTATTC
GCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT124785 
GCTACAGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCCAAAGCATATGAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GACCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTGAATTGCAATGATGTAAACAATAGCACTAATGGTAACGGCACTACTGGTAACGTTACTGTTAG
TCAGGAGATGACAGGAGAAATAAAAAATTGCTCTTTCAATGTCTCCACATATGAATATGAAAGAGACAAGATG
CAGAAAAAATATGCATATTTTTATAAGCTTGATGTAGTACAAGTAGATAATGATAATCATACTTATAGATTGA
TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATCCATTATTG



TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGCACACATGGGATTAGACCAGTAGTAACAACTCAACTGCTGTTAAATGGCAGCCTAGCAG
AAGAAGAAGTAGTAATCAGATATGAAAATGTCACAGACAATGCTAAAACCATATTAGTACAGTTGAATGACTC
TGTAAAAATTGATTGTAAAAGACCTAACAACAATACAAGAAAAGGTATACATACAGGACCAGGGAAAGTAGTT
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCGCATTGTACCCTTAATGGAACAAAATGGCATAACA
CTTTAAGACAGGTAGTTGTAAAATTAAGAGAACAATTTAAAAGTAAAACAATAACCTTTAACCCACCACCCCC
AGGAGGGGATTTAGAAATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAACAGCTCCGGGCAAGAATC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAACACTAGTTGGAATAATAAAAGTTATGAGGAAATCTGGAATAACATGACCTGGAT
GCAATGGGAAAAAGAAATTGATAATTACACAAGCTTAATATACAGCTTAATTGAAGAATCGCAGAACCAGCAA
GAAAAGAATGAGCTAGAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAGTATAACAAACT
GGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGTTTTTACTGTACT
TTCTGTAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTATTAGCTTGCTTAACGCCACAGCA
ATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTTTAGGGCTATCCTCCACATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT124790 
GCTGAAGAAAAGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACCGACCC
CAACCCACAAGAAGTACTATTAGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGACCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTTGTGTTA
CTTTAGATTGCACTAATGTCACTAATGCTAATGTCAGTACTAATACTAATAGCACCAATGCTAATAGCACCGG
AGAACTGGAGGAGCCAGGAGCAATAAAAAACTGCTCTTTTAATATCACCACAAACATGAGAGATAAGATGCAG
AAAACACATGCACTTTTTTATAGCCTTGATGTAGAACAAATAGATAATACTACCTATAGATTGAAAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCTTTTGATCCAATTCCCATACATTATTGTGCCCCAGC
TGGTTTTGCGATTCTAAAATGTAATAATAAGACATTCAGTGGAAAAGGACCATGTACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGACCAACAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATCAGATCTGCCAATTTCACAGACAATGCTAAAACCATAATAGTACATTTGAAAAAAGCTGTAATAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTGTGCATATAGGACCAGGAAGAGCATTCTATGCAACA
GACATAATAGGAGATATAAGAAAAGCACATTGTACCATTAATGGAACAGAATGGAAGGAAGCTTTAAACCAGA
CAGTTAAAAAATTAAGAGAACAATTTGGGAATAAAACAATGATCTTTAATCAATCCTCAGGAGGAGACCCAGA
AATAGTATGGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTT
GGAATAGTAGTTGGAGTAATAAAAGTCTGAGTGATATTTGGAATAACATGACCTGGATGGAGTGGGACAGGGA
AATTCAAAATTACACAAACTTAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAAAAA
GAGTTATTAGAATTAGATAAATGGGCAAATTTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTACATAA
AAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTATACTTTCTGTAGTAAATAG
GGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCCATAACAGTAGCTGAA
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCGCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGTTTTGGTATAA 
>KM355085 
GCTACAGAGCAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCATCCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTTACAGAGAGACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAATATTTTGACATATGGAACAATAGCATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TGACTTTAAATTGCAGTGATTATAAGAACAATAGCACTACTACAGCTAATACCACTATGGAAGGAGAGATGAA
AAATTGCTCTTTCAATATCACCACAAGTATAAGAGATAAAGTAAAGAAAGAATATGCACTTTTTTATAGACTT
GATATAGTACCAATAGATAATAATAGAAATAATACCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGATTCTAAA
GTGTAATAATAAGACATTCAGTGGAAAAGGACCATGTAAAAATGTCAGCACAGTGCAATGTACACATGGAATT
AGGCCAGTAGTGTCAACTCAACTCCTATTAAATGGCAGTCTAGCAGAAAAGGAGGTAATACTTAGATCTGAAA
ACTTTACAGATAATGCTAAAACCATAATAGTGCAGCTAAACCAAACTGTAGTAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAGGCATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGAT
ATAAGGCAAGCACATTGTAACCTTAGTAGAGCAGAATGGAATAACACTTTACACCAAGTAGTTTGGAAATTAC
GAGAACAGTATAATAAAACCATAATAACTTTCAAACCCCCCTCAGGAGGGGACCCAGAGATTGTAATGCACAG
TTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAGGGATCAG
CAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCCAGTTGGA
GTAATAAATCTCTGAATCAGATTTGGGAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAACTACAC
AAACTTAATACACACTTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTA
GATAAGTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATAA
TAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTATTATCTATAGTGAATAGAGTTAGGCAGGGATA



CTCACCATTATCGTTGGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTT
ATAGAAGTAGTGCAAAGGGTTTTTAGAGCTATCCTTAACATACCTACAAGAATAAGACAGGGCTTCGAAAGAG
CTTTGCTATAA 
>KX587079 
GCTGATGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGGGTATAAGACAGAGGCACATAATATTTGGGCCACACATGCATGTGTGCCCACAGA
CCCCGACCCACAAGAAATGGTATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCGCTCTGTG
TTACTTTAAATTGCACTGATTTAAGGAATGTTACTAATGCCAATGGTACTAGTATCACTACTAACAGCAGTGG
TACTAATACCACTAGTAATGCAGAGGAAAGGATGGTGAGAGAACAAATGAAAAACTGCTCTTTCAATATAACC
ACAAGTGTAAGAGATAAGTTACGGAAAGAATATGCACTTTTTTATAAACTTGATATAGTACCAATAGATAGTA
TTAATAATAGTGATCCTACCAACTATAGGTTGATAAGTTGTAATACCTCGGTCCTTACACAGGCCTGTCCAAA
GATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGAGAAG
AAGTTCAATGGAACAGGAGCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATAAGGCCAGTAGTAT
CAACCCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATCAGGTCTGAAAATTTCACGGACAA
TGCTAAAATCATAATAGTTCAGTTAAATACATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGA
AAGAGTATACCTATGGGGCCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCAC
ATTGTAATGTTAGTGGAATGAAATGGTACAAAACTTTGGGACAAGTAGTTGGAAAATTAAGAGAACAATATGG
GAATAATAAAACAATAGTTTTTACTAAATCCTCGGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGT
GGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGACCAACAGCTCCTGG
GGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAAAAGAAA
TCTGAGTACAATTTGGGAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTAGCAACTACACAGATGAAATA
TACCTCCTACTTGAAAAATCGCAAAACCAGCAGGAGAAAAATGAGCAAGAATTATTGGAATTGGACAAATGGT
CAAACTTGTGGAATTGGTTTGATATATCACATTGGCTATGGTATATAAAAATATTTATAATGATAGTGGGAGG
CTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTG
TCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAATAG
GACAAAGAATAGGCAGAGCTATTATTCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCGTTGCTATA
A 
>KU901792 
GCTAATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGGATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAGGTTTGACATGTGGAAAAATGACATGGTAAGACAA
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAACTGCAATAATGCAACTGCAAATAGTAATACTACCGCTGGTGATAATACCACTAGTGGTAGCGGGAC
ATTGAGGGAAGAACTAAGAAACTGCTCTTTCAATATCACCACAGAACTAAGAGATAAGACAAAGAAAGAGTAT
GCATTGTTTTATAAACTTGATGTAGTACCAATAGGTAATGATAATAATAGCTCTAGCTATAGATTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGACCTATGCAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCTACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAGTAATTAGATCTAGCAATTTCACAGACAATGCAAAAACCATAATAGTACAGTTGAAAGAACCTGTAGA
AATTAATTGTACAAGACCTGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGCAAGCATTTTATGCA
ACAGGTGATATAATAGGAGATATAAGACAGGCACATTGTAACCTTAGATTAACAAAATGGAATGACACTTTAA
GACAGGTAGCTAGAAAATTACAAGAACAGTTTCCCAACAAAACAATAATCTTTAACCAATCCTCAGGAGGGGA
CCCAGAAATTACAATGCATAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCAATG
TGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTAGAACAGATTTGGAATAATATGACTTGGATGGAATGGGA
AAGAGAAATTGACAATTACACAGGCTTAATATACAGATTAATTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTAGAATTGGATAAATGGGCGAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTACTGTACTTTCAATAGT
AAATAGAGTTAGGAAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGATAAATGCTATAGCTGTAACAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGTTGGTAGAGCTATTATCCATATACCTAGAAGAA
TAAGACAGGGCTTTGAGAGGGCTGGCTTTGCA 
>KU901816 
GCTGCAGAGCAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAAACCACACGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTGTGTTAAATTGCACAAATACCACTGAGGGAAATACAACAAACAACAATACCACTGAGGGAAATACAACAAA
CAACAATAACAGTCCTAAGGAACAATCAGAAATAAGAAACTGCTCTTTCAATATCACCACAAGTATAAGACAC
AAAATACAGAAACAATATGCACTCTTTAATAGATTGGATATAGTACCAATAGATGGGGAAAATAGTACAAACT



ATATGTTGATAAATTGTAATACCTCAGTCATCAAACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAACAATAAGACATTTAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTCCAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCA
GTCTAGCAGAAGGTGAAGTAATGATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCT
GAATGAAAGTGTATCAATTAATTGTACAAGACCTTTTAACAATACAAACAAAAGTATAAATATAGGACCAGGG
AGAGTTTTTTATGCAACAGAAAGAATAGTAGGAGATATAAGACAAGCACATTGTAACGTTAGTAAAAAAGGAT
GGGATAACACTCTAGGCAAGATAGTTGAGAAATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAAGCA
ATCCTCAGGAGGGGACCCCGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTCTAGAAAGATACCTGAGGGATCAACAGATCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGTACCACTAATGTGCCTTGGAATAGTAGTTGGAGTAACAAAACTGAGAAGGAGATCTGGGAGAACATGAC
CTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGACACAATATACACATTACTTGAAATAGCACAGGGC
CAACAGGAAAAGAATGAACAAGACTTATTAAAATTAGATCAGTGGGCAAATTTGTGGAATTGGTTTAACATAT
CAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGACTGATAGGTTTAAGAATAATTTTTGC
TGTAATTTCTATAATGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACACC
ACAGCTATCGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAATTGGTAGAGGTTTCCTCC
ATATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KM986883 
ACAGAAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATAGAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAGTAAGATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATTATATGGTAGAGCAA
ATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAATGCTAATCTTACTAAGACCAACAGTAGTAGCATGTTAGCTATAAAGGAAGAAGAAAT
AAAAAACTGCTCTTTCAATGTCACCTCAAGCATAAGAGATAAGGTAACAAAAGAATATGCATTATTCAATCAT
CTTGATGTAATAGCAATAGATAATAGTACTAATTATAGATTACTAAGTTGTAACACCTCAGTCATCACACAAG
CCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGGTG
TAATGAGGAGAAATTCAATGGAACAGGAACATGCAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAAG
CCAGTAGTATCAACTCAACTGTTGATAAATGGCAGTCTAGCAAAAGGGGATATAGTAATTAAATCTGAAAATT
TCACAAACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGTACCAATCAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGCATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATA
AGACAAGCACATTGTAACATTTCTGGAAAGATGTGGAATAACACTTTAAAAAAGATAGTTGAAAAATTAAGAG
TACAATTTAAGAATAGAACAATAAACTTCACTCAACCCTCAGGAGGGGACCCAGAAATTACAATGTTCACTTT
TAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAACGATACCTACAGGATCAACAG
CTCCTGGGACTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTA
ATAAAACTTATGACTCAATTTGGGAAAACATGACTTGGATGGAATGGGAAAAAGAAATTGACAATTACACAAG
CACAATATACAGGCTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTGGGATTAGAT
AAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTATACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTC
ACCACTGTCATTTGCTGTTAGCTTGCTCAACGCCATCGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATA
GAAATATTTCAAAGAGCTGGTAGGGGTATCCTCCACATTCCTAGAAGAATAAGACAGGGTTTAGAAAGGGCTT
TGCTATAA 
>KU901976 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCCTCAGATGCTAGAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAGAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCAATGATACCATCAATAGTAGCAATGCTACTACTAACAATAGTAGCAAAATAGAGAAAGG
AGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATGAAAAATAAGATACAGAAACAATATGCAATTTTT
AATAAACTTGATATAGTACCAATAGATAATGAGAATAATGAGACTAATAGTTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAATGATAAGAAATTCAATGGAACAGGGCCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TGATTAGAACTGAAAATTTCTCAAACAATGCCAAAACCATAATAGTACAGCTGAATGAGTCTGTAGCAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGAAAGCATTTTTTGTAACAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGGGGCAGATTGGAATAAGACTTTAGTACAGGTAG
TTGCAAAATTAAGAGAACAACTTGGGAATAATAATAATAGCACAATATTCTTTAAGAACTCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TACCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAAAATTTGGGATAACATGACATGGATGGAGTGGGA
AAAAGAAATTGAAAATTATACAGGCTTAATATACACCTTAATTGAGGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTCGACATAACAAAATGGCTGTGGT



ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCTGTATTTGCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTA
GCTGAGGGAACAGATAGGGTTATAGAAGGAACACAAAGAGCTTTTAGAGCTGTTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KY766175 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCGAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAAATAACCCCACTCTGTG
TTACTTTACATTGCACCAATTTGAATGCTACTAATAACACTACTAATAATAGTAGTTGGGGGGAACCGATGGA
GGCAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAAAATAGGAAATAAGATGCAGAAAGAATATGCA
CTCTTTTATAATCTTGATGTAATGCCAATAGGAAAGAATAATAGCTTTATATTGATACATTGTAATACCTCAG
TCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGC
GATTCTAAAGTGTAGAGATAACAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAATAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGATAAAAATTA
GATCTGAAAATTTCACGGACAATGCTAAAAACATAATAGTACAGCTTAAGGAAGCTGTACAAATTAATTGTAC
AAGACCCAACAACAATACAAAACAAGGTATATATATAGGACCCGGGAGAAGATTTTATACAACAAAAAGAATA
ATAGGAGATATAAGAAAAGCATTTTGTAACATTAGTAGAGAAGGATGGAATAAAACTTTAGCACAGATAGCTA
AAAAATTAGGAGAACAATTTGGGAATAAGACAATAATCTTTAATCAGTCCTCAGGAGGGGACCAAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
CAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGGATACAATTTGGCATAACATGACCTGGATAGAGTGGGAGAGAGAGATTGG
CAATTACACAAACCAAATATACACCTTACTTGAAAATTCGCAGATCCAGCAAGAAAAAAATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAAGAGAGTTAG
GCAGGGATATTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTCATAGAAGTAGCACAAAGAATTTTTAGAGCTATTATCAATATACCTAGAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KY778395 
GCTGTAGAAGAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAACTTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACGACTTGAGAAATGCTACTAATACCACTACTAATACTACTAATAGTGACTGGAA
AATGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCAGCACAAGCATGAAAGATAAGCAAGTGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATAATAATAATAATACTAATAGTTATAGAT
TGATAAGTTGTAACACCTCAGTCGTTACACAAGCCTGTCCAAAGATATCCTTTGAACCAATTCCAATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACATTCAATGGGAGTGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAT
CAGAAGGAGGGATAATAATTAGATCTGAAAATATCTCGGACAATGCTAAAACCATGATAGTACAGCTGAAAGA
CCCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATAAATATGGGACCAGGGAGAGCA
TTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGCAACCTTAGTAGAGCAGCATGGAATG
ACACTTTAAGACAGATAGCTGAACAATTAGGAGAACAATTTAATAAGACCAAAATAATCTTTAATCAATCCTC
AGGAGGGGACCTAGAAATTGTAACACACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATAGGATTTGGAATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAGGTATAATATACACCTTACTTGAGCAATCGCAAACCCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCGCAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCTGTTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGGTATAA 
>MH897918 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGATACAGAGGCACATAATGTGTGGGCCACGCATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTGGTATTGGAAAATGTGACTGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTGACCCCACTTTGTG
TTACTTTAAATTGCACTGATGTTGACACCAATAAAACTAGGACTAATAGTAGTACTGACACCAATAACACTTG
TACTAATAATAGTACTAATTGGAAATGTATGGAGAAAGGAGAAATAAAAAACTGTTCTTTCTATATCACCACA
GACCTAAAAGATAAGCAGCAAAAAACATATGCACTTTTTTATAAGCTTGATGTAATATCAATAGATGAGGGTA



ATAATACTAGTAATAATACCAGTAAGGGTAATGATACCAGTAATAATACCAGTAATTTTACCAGCTATAGGTT
GACAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTAT
TGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGCAACGATAAGATGTTCAATGGAACAGGACCATGTAAAAATG
TCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTCTGGC
AGAAGAAGAAATAGTAATTAGGTCTGCCAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAATGAA
ACTGTAACAATTACTTGTGTAAGACCCAATAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCAT
TTTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTACTAGAGCAAATTGGACTAA
CACCTTAAAACAGATAGCTACAAAATTGAGAAAACAATTTAATGCAACAAGATTAGTCTTTAATCAATCATCA
GGAGGGGACCCAGAAGTTGTAGCACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCC
TGGCTGTGGAAAGTTACCTAAGGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATCTGCAC
CACTACTGTGCCTTGGAATACGAGTTGGAGTAAGAGTTGGAGTAATAGGTCACTAAATGACATTTGGAATAAC
ATGACCTGGATGGAGTGGGAAAAAGAAATTGGCAATTACACAAACTTAATATACAACTTACTTGAAGAATCGC
AGAACCAGCAAGAAAAGAATGAGGAAGATTTACTAAAATTAGATACATGGGCAAGTTTGTGGAATTGGTTTGA
CATAACAAAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTC
TTTGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCA
ATGCCACGGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAGGTATTACAAAGAGTTTTTAGAGCTTT
TCTTCATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>MG196711 
GCTTTAGAAACAGAAACATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACTACTACCCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCAC
AGACCCTAACCCACAAGAGATACTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTA
GAACAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTAACTTTAAATTGCACTGATGAAGTTAATGTCACAAGTACTAATAATACTCATCCCGCTGCCAGCGATAG
TAGTTTGAAAAACATAACGGAAGAAATGAAAAACTGTTCTTTCTATGTCCCCACAGGTATAAAAAATAAGATG
TACAGAGAATATGCACTCTTTTATAAACCTGATATAATGCCAATAGAAAAGGATAACTTAAGCTATACTATAA
TAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTGACCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGACAAAAAGTTCAATGGAACAGGACCATGTAGAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAGTAATAATTAGATCTGAAAATTTAACAGACAATACTAAAAACATAATAGTACAGCTGAAGGATCC
TGTAAACATTACGTGTACAAGACCTGGCAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAGAGCACTT
TATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGCAGCCTTAATGGAACAATTTGGAATAACA
CTTTACAGAAGATAGTTGAAAAATTAGGGGAACAATTCAAGAATAAAACAATAATCTTTACTCAACCCGCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGCTACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGCAATAAATCTCTAAATGCAATTTGGGATAACATGACCTGGATGGA
ATGGGATAGAGAAATTAACAATTACACAAGATTAATATACAGCTTAATTGAAGAATCGCAAATCCAACAAGAA
AAGAATGAAAAAGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGC
TGTGGTATATAAAGCTATTTATAATGATAGTAGGAGGATTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGCTTAATGCTATAGCTATA
TCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGCATTGGTAGAGCTATTCTACACATACCAA
GAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MG197127 
GCTTCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGACAGAGGCACATAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTAAAAAATATGTCAGAATATTTTAACATGTGGAACAATGACATGGTAGAA
CAAATGCAAGAGGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACTTTAAATTGCACTAAGATAAATATTGCTCACAACAGTAGTAGTAATAGTCCTAGTAGTAAAAGTAGTAG
TAGTAATGGTAATAGTAGTAATATAGAGGAAGGACAAGAAATAAAAAACTGTTCTTTCAATATCACCACAAGC
ATAAGAGATAAGATGCAGAGAGAATATGCACTTTTTTATGAAGTTGATCTAGTACCAATAGATAATAATAACA
AAAGCAATAGCAGTTATAGTAACTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAA
GGTGTCCTTTGAGCCAATTCCAATACATTATTGTGCCYCGGCTGGTTTTGCTATTCTAAAGTGTAGAGATAAG
AGCTTCAATGGAAGTGAACAATGTAACAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTAT
CAACTCAATTGYTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCTCGAACAA
TGCTAAAACCATAATAGTGCAGCTGAATAAATATGTAAAAATTAACTGTACAAGGCCCAACAATAATACAAGA
AAAAGTATATCTATAGGACCAGGGAGAGCATTTTATGCAACAGGGGACATAATAGGAGATATAAGACAAGCAC
ACTGTAACATTAGTAGAGCAGAGTGGAATGACACCTTAACAAACATAGTTAAAAAATTAGGAACACAATTTAA
TAGTACAACAATAGTCTTTAAACCATCCTCAGGAGGGGACCCAGAAATTACAACGCACAGTTTTAATTGTGGA
GGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGA
TTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATAGTGGTTGGAGCAATAAATCTTA
TGATCAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACACAATATAT



AGATTAATTGAACAATCGCAGAACCAGCAAGAAAGAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAA
GTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTT
AATAGGTTTAAGAATAATTTTTACTGTATTTTCTATAATAAATAGGGTTAGGCAGGGATACTCACCTTTATCG
TTAGCTGTTAGCTTGTTCAACGCCATAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGGAACAGCAA
GAATCATTGGTTTAGCTATTATTCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>KT124796 
GCTGAAAAAAAGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCTGATACCACTCTATTTTGTG
CATCAGATGCTAAGGCATATGATACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAATAGTACTAGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTTAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTGGGCGGGGAATACTACTAGTGCTAATATCACTAGTGGTAATGCCACTAATCTGGA
AATGGACAAAGGAGAAATAAAAAATTGCTCTTTCAATGTTACCGCACACACAAGAGATAAGGTGCGAAAAGAA
AATGCATTTTTTTATAGAAGTGATGTAGTACCAATATCTGAGGATAATAGTACTAATAATACTTATAAAACTT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATAACCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCA
GTCTAGCAGAAGAGGAAGTAGTAATTAGATCTACCAATTTCTCAGACAATGTTAAAAGCATACTGGTACAACT
GAATGAATCTGTACAAATTAATTGTACAAGACCCAACAACAATACACGCAAAAGCATACATATAGGACCAGGG
AGAGCATTCTTTGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTACGCTTAATGCAACAAAAT
GGGAGAACACTTTAGAAAAGATAGTTGAAAAATTAAGTAAACAATATAATAAAAATATAACCTTTAAGCCCCA
CTCAGGAGGAGATCCAGAAATTGTAATGCACATTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGA
CTCCTGGCTGTGGAAAGATACCTGCAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGTAAACTCATTT
GCACCACTACTGTGCCCTGGAATAACAGCTGGAGTAATAAATCTTTGGAAAACATTTGGGATAACATGACCTG
GATGCAATGGGACAAAGAAATTAGCAATTACACAAAAACAATATACACCTTAATTGAACAAGCGCAGAACCAA
CAAGAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAGTTGGTTTAGCATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTGTCTATAGTAAATAAAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGTTTAATGCAATA
GCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGGCTTACTGAGAGCTGGTAGAGCTATTCTCCACA
TACCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGCAATAA 
>KX505648 
GCTGCAGAACAATTATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTAATCTTACCTACACTGGTAAAGGGAAAATAGACAAAGGAGAAATAAAAAA
TTGCTCTTTCAATATCACCACAGGCATAAGAGATAAGATGCAGAGAACATTTGCACTTTTATATAAGCTTGAT
GTAGTACCAATAGACGATAATAGCACTAGTAATAGTACTACATATAGGTTGATAGGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAGTGTAACAATAAAACATTCAAGGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAATGATTAGAT
CTGAAAATTTCACGAACAATGTTAAAACCATAATAGTACAGCTGAATAAATCTGTAGAAATTAATTGTACAAG
ACCCAGCAACAATACAAGAAGAGGTATATATATAGGACCAGGGAGAGCATGGTATACAACAGATAAGATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACACCCTAAAGCAGGTAGTTGAAA
AATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAGAACTGTGGATTATATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
CTACACAAACATAATATATACCTTAATTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCACTATCGTTTGCTGTTAGCCTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAATATTTCAAAGAGTTGCTAGAGCTATTCTTAACATACCTACAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>KX505652 
GCTGAGGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTAAAGAATACTACTAATACCACTATTGGTACAGAGGAAAAGATAGGGAGAGA
AGAAATAAAAAATTGCTCTTTCAATATCACCACAAACCTAAGAGATAAGATGCAGAGAGAATATGCACTTTTT



TATAAACTTGATGTAACACCAATAAATAATGATAATACTAGCCATGATAATACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGCAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGAAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATCTCACGAACAATGCTAAGATCATAATAGTACATCTGAATGAGTCTGTAGT
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAACATTTTATGCA
GCAGGAGAAATAATAGGAGATATAAGGCGAGCATATTGTAACATTAGTAGATCACAGTGGAATAACACTTTAA
AACAGATAGTTAATAAATTAAGAGAACAATTTGTGAATAAAACAATAGTCTTTAATCGGTCCTCAGGGGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACGGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATCTGCACCACCAATG
TGCCTTGGAATACTAGTTGGAGTGATAGATCTTCTACTGAGATTTGGAATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTACACAGGATTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATAATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGT
GAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTAATGCTACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTGGAGAGCTTTTCTACACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>KX505686 
GCTGGAGATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAAGAGAATTGGAAAACGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAAATGCATGAAGATATAATTAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGAACTCAATAGGACTAATAATACCACTAATAGTAGCCAGATAGAGAAAGGAGA
GATAAAAAACTGCACTTTCAATACCACCACAAATATAAGAGATAAGATGCAGAAAGAATATGCACTTTTCAAT
AAACTTGATGTAGTACCAATAGATGATAATAATAATAATACTGTTAATAATACTAGGTATAGGTTGATAAGTT
GTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATGATACGAAGTTCAATGGATCAGGACCATGTAAAAATGTCAGCATA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCACCTACTGTTAAATGGTAGTCTAGCAGAAAAAG
AGATAATGATTAGATCTGCCAATTTCTCAGACAATACTAAAAATATAATAGTACAACTGAATGACTCTGTAGT
AATGAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATAGCACCAGGGAGAACATTTTATGCA
ACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAACAATTGGAGTAATACTCTAA
AACATATAGCTATAAAATTAAAAGAACAATATAATAAGACAAACATAACCTTTGCAAAAGCCTCAGGAGGAGA
CCCAGAAATTGTGATGCTCACTTTTAATTGTGGTGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTG
GAAAGATTCCTAAAAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTAATG
TGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTGGCTGAAATTTGGGATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAGGCACAATATACAGATTAATTGAAGAATCGCAGAACCAACAGGAAAAGAAT
GAGCAAGACTTATTGGCACTAGATAAATGGGACAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCATAATAGGGTTAAGAATAGTTTTTTCTATACTTTCTATAGT
GAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGTTTAATACTATAGCCATAGCAGTA
GCTGAAGGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGCAGAGCTATTCGCCACGTACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KX505707 
GTTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATAAAGAGGTACACAATGTTTGGGCTACACATGCCTGTGTACCCACTGA
CCCCAACCCACAAGAAGTAGTATTGGATAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTAAATACCACTAACACCAATCTCAATGAAGATAGCGAGATAAAGATGAAGGA
TGGAGAAATGAAAAATTGCTCTTTTAATACCACCACAAACTTAAGAGGTAAAATGCAGAAAGTGTATGCAACT
TTTTATGACCTTGATGTAGTGGCAATAGATGAGAAGGAGAATAATACTAGCGATTATGCTAACTATAGGTTAA
TAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATCTTTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACGTTCAGTGGAAAAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGGATTAGGCCAGTGGTGTCAACCCAACTACTGTTAAATGGCAGCCTAGCAG
AAGATGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATGTTAAAACCATAATAGTACAGCTGAATGAAAC
TGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATGGGACCAGGGAGAGCATTT
TTCACAACAGGGGAAATAATAGGAGATATAAGGCAGGCACATTGTAACCTTAGTGAAACAGAATGGAATAACA
CTCTAAGACTGGTAGCTGACAAATTAAGAAAACAATTTGGGAATAATAAAACAATAAATTTTACTCAACCCTC
AGGAGGGGACCCAGAAGTTGTACTGCACATTGTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTAGGTGAAATTTGGGACAACATGACCTGGAT
GGAATGGGAAAGAGAAATTGACAATTACACAGACATAATATACAACTTACTTGAAAAATCGCAAAACCAACAA



GAGAAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTAGTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTATTAGCTTGCTTAATGCTACAGCC
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGGATTACAAAGAGCTGGTAGAGCTATTCTCCACATAC
CTACAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KY057587 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCAAAAGAATTAGAATTGGTAAATGTGACAGAAGACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATACTACTATCACTAGTAACAGTACGAATTTAATGGAGAGAGAAGCAATGAAAAA
TTGCTCTTTCAATGTCACCGCAAGTCCAAGAGGTAAAAAGACAGAATATGCACTTTTTTATAATCTTGATGTA
GTACAACTAGGTAAAAATAGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTC
CAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGA
TAAGAAGTTCAATGGAAAAGGAAAATGTCACAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTA
GTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCTAATTTCTCAG
ACAATGCTAAAACCATAATAGTGCAGCTAAAAGAAGCTGTAAAAATTAATTGTACAAGACCCGGCAACAATAC
AAGAAAAGGTATACATATGGGACCAGGGAAAGTGTTTTTTGCAACAGACATAACAGGAGATATAAGACAAGCA
CATTGTAACCTTAGTAGAACACAGTGGAATGACACTCTGGAACAGATAATTAAAAAATTAGGAAAACAATTTG
GGAATACAACAAAAATAAAATTTGAGAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTCAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTG
GGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATGCCAGTTGGAGTAATAAAT
CTTATGATAGTATTTGGGATAACATGACCTGGATACAGTGGAACAAAGAAATTAACAATTACACAAACGTAAT
ATACACCTTAATTACAGAATCGCAGATCCAACAAGAAAAGAATGAAAAGGAATTATTGGAATTGGATAAATGG
GCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATT
ATCGTTGGCTATCAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAGGGGACAGACAGGGTTATAGAAATA
GTACAAAGAGCTTTTAGAGCTTTTCTCCATATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAAT
AA 
>KY748513 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGCACATAATATTTGGGCAACACATACTTGTGTACCCACAGA
TCCTAACCCACAAGAAGTAGTAATAGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAAAAGGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTGCCTTAAATTGCACGGATGATTTGATTACTGCCAATGGTACAAAGAATGGTACGTTGGGAGACATGAAAAA
CTGCTCTTTCAATATCACCTCAAGAATAGAAAATAAGTGGCAGAGAGAATATGCACTTTTTTATAAACTTGAT
TTAGTACCAATAGATAATAAGAGAAACAATAAATATACAAACAATACAAACTATAGGTTGATAAATTGTAATA
CCTCAGTCATTACACAAGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAAGAATTCAATGGAAAAGGACAATGTACTAATGTCAGCACAGTACAA
TGTACACATGGAATTAGACCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAAAAGGAGAGGTAG
TAATTAGATCTGAAAATTTTACAGACAATACTAAAACCATAATAGTACAGCTGAATGAAGCTATACAAATTAA
TTGTACAAGACCCGGCAACAATACAAGAAAAAGTATAACGATGGGACCAGGGAGAGCAATGTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACACAATGGGATAAAGCTTTAAAAAAGA
TAGTTATAAAATTAAGAGAAGAATATGGGAATGGTACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCATACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAGCAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAAAATCTGACTCAAATTTGGGAGAACATGACCTGGATGCAGTGGGAGAGAGA
AATTGACAATTACACAGGCATAATATACAACTTAATTGAAAAATCGCAAACCCAACAAGAAAAGAATGAAGAA
GAATTATTGGCATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTACTTTCTTTAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTCGCTGTCAGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGTAGCACAAAGATTTTGTAGAGCCATTCTCCACATACCTACAAGAATAAGAC
AGGGCCTCGAAAGGGCTTTGCTGTAA 
>KY748576 
GCTGCAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAGTCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATATGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCGATGATGTGAATGTTACTAAGTCGGGGAATAATACCAATACCACTAGTAATACAGGGGA
AAAATTGATGGAGGTAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAGACGTAAAAGATAGGATGCAG



AAAGCACATGCACTTTTTTATAGTCTTGATGTAGTACCAATAGATAAGAATAGTACTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCTGCTGGTTTTGCGATTCTAAAATGTAACAATAAGACATTCAGTGGAAAAGGACTATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAG
AAGGGGTAGTAATTAGATCTGAAAATTTCTCTAACAATGCTAAAACCATAATAGTACAGCTGAACAAATCTGT
AAAAATTAATTGTACAAGACCCAATAACAATACAAGACAAAGTATACATATAGGACCAGGACGAGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAACCTTAGTAAAGCAGACTGGAAGAACACTT
TAAAGCAGGTAGTTACAAAATTAAGAGAACAATTTGGAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGATCCAGAAATTGTGATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCT
GTGGAAAGATTCCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAATTCTAGTTGGAGCAATAAATCTCTGGATTATATTTGGAAAAACATGACCTGGATGGAGTG
GGATAGAGAAATTGACAATTACACAAGCTTAATATATGACCTACTTGAAAAATCGCAAAACCAACAAGAACAG
AATGAACAGGAATTATTGGCATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTGTAGCA
GTAGCTGAGGGGACAGATAGGGTTTTAGAAGTATTACAAAGAGTTGGGAGGGCTATCCTCCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>KT284371 
GCTGCAGATCAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCATTGGAGAATGTGACAGAATATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAGTAACTCTACTAATACCAATATTAGTAGCAGGAGGGATAACGCTATTAC
TACTCCTGCTACCACTAGTAGTAGCGTGGGAACGCTAGAGGGAGGAGAAATAAAAAACTGCTCTTTCAATAGC
CCCACAAACCTAAGAGATAAGGTACAGAAAGAATATGCACTTTTTTATAGACTTGACGTAGTACAAATAGGTA
ATAGTAGTAGTACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTC
AATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAGTACTAAGATCTGAGAATTTCACGAACAATGTTAA
AACCATAATAGTACAGCTGAACGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGT
ATACCTATGGGACCAGGGAGAGCATTTTATACAACAGGGCAAATAATAGGAGATATAAGACAAGCACATTGTA
ATCTTAGCAGTGCAAAATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGAGAACAATATAGGAATAA
AACAATAATCTTTAATGGACCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAATCCTAGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGG
GCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAAAATCTGAGCCA
AATTTGGGACAACATGACTTGGATGGAGTGGGATAAAGAAATTAACAATTACACAAGTCTAATATACTCCTTA
GTTGAAGAATCACAAATCCAACAAGAAAAGAATGAACAGGACTTGTTGAAGTTGGATCAATGGGCAGGCTTGT
GGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
GTTAGCTTGTTTGATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAG
CTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>KR182173 
GCTACAGAAAAAACGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAAATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAAGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACCTTAAATTGCACTAATTATCAGGGAGAGAATGATAAGAATACCACTGGTCCCCCTACTACTACTACTAC
TACTACTACTACAAAAGGAATAAATACAGAAGGATTGAAAAATTGCTCTTTCAATGTCACCACAGGTATAAGA
GATAAGATGAGGAAAGACTATGCAATTTTTTATACACATGATGTAATACCAATGAATGATGATAATAATAGGA
CTAGCTATACTTTGAGAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATAACCTTTGAACCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAATGGATCAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGGAGAGATAGTACTTAGATCTGCCAATTTCTCAAACAATGCTAAAACCATAATAGT
ACAGCTAGATAAACCTATAATAATTAATTGTACAAGGCCCAACAATAATACAAGAAAAAGCATACCTATGGGA
CCAGGCAGAGTATTATATGCAACAGGACAAGTAATAGGTGATATAAGACAAGCACATTGTAACATTAGTAGAC
AAAATTGGACTGACACTTTAAAACAGGTAGTTACAAAATTAGGAGAACAATTTAATACAACAATAATAAAATT
TAATGAATCCTCAGGAGGGGACCCAGAGATTATAATGCATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTGTGGATGACATTTGGGGTAA
TATGACCTGGATGCAATGGGAAAGAGAAATTGACAATTACACAGACACAATATACTCCTTACTTGAGCAATCG



CAAAACCAGCAAGAAAAGAATGAACAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGTTTGGTAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTC
GACGCCGTCGCCATATCAGTAGCTGGGGGAACAGATAGGATTATAGAAATTTTACAAAGACTTGGTAGAGCTA
TTATTCACATACCTACAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KR182183 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGACTTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATGTGAATTTGAATGACACTACTTCGAATGACACTCTTCCGACTGTCCCTAGTTC
GAATGTCGCTAACAATGATAGTCTTGGTAGGATGGCAGAAGAAATGAAAAACTGCTCTTTCGATGTCACCACA
AGCATAAGAAATAAGTGGCAGAGAGAATATGCACTTTTTTATAAACTTGATGTAGTACCTAGTACAGATAATA
CAACCTATACGTTGATAAATTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAAT
TCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAATTTCAATGGAACAGGA
CCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACTCAACTACTGTTGA
ATGGCAGTCTAGCAGAAGATGAGGTAGTAATTAAATCTGAAAATATCACAAACAATGTTAAATCCATAATAGT
ACAGCTGAATGAATCTATAGAAATTAATTGTACAAGACCTGGCAACAATACAAGAAAAGGTATCCATTTAGGA
CCGGGGGGAGCATTTTATGCAACAGGAGGAATAATAGGAAACATAAGACAAGCACATTGTAACGTTAGTGAAG
TAAGCTGGAATCGCACTTTAAGAAGGATAGCTGCAAAATTACAAGAACAATTTAATTATAAAACAATAATCTT
TAATCAATCCTCAGGAGGGGACCTAGAAATTGTAATGCACAGTTTCAATTGTGGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAA
AACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATAAGGAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGACTTGATATACAACTTAATTGAAAAATCG
CAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTG
ACATAACAAATTGGCTGTGGTATATAAGGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTT
GATGCTTTAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGGAGTACAAAGACTTTGTAGAGCTT
TCCTCCATATACCTGTAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>KR182187 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCCAAAGCATACGACACAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGAAGGTCACTAATACCAATGGTAGTAGTATTGGGGAAAAGATGGAAGAAGG
AGAACTGAAAAATTGCTCTTTCAATCTCACCACACGCATAAAAAATAAGGTGCAGAGAGAATATGCGCTATTT
TATAAACTTGATGTAGTACCAATAGATGATAATGATAATACAAGCTATATGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATATATTATTGTGCCCCTGCTGGTTTTGC
GATTCTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGAAAGTATCACAAACAATGTTAAATCCATAATAGTACAGCTGAATAAAGCTATAAAAATTGATTGTAT
AAGACCCAACAACAATACAAGAAAAGGTATCCATTTAGGACCGGGGGGATCATTTTATGCAACAGGAGCAATA
ATAGGAAACATAAGACAAGCACATTGTAACGTTAGTGAAGCAGAATGGAATCGCACTTTAGAAAAGATAGCTG
CAAAATTAAGACAACAATTTAATAAGACAAAAATAATCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTTATAAGGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAGACTTGATATACACCTTAATTGAAAATTCACAGAACCAGCAGGAAAAGAATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAGCTTGTGGAGTTGGTTTGACCTAACAAATTGGCTGTGGTATATAAGGATAT
TCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTTGATGCTTTAGCTATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGGAGTACAAAGACTTTGTAGAGCTTTCCTCCATATACCTGTAAGAATAAGACAGGGCT
TGGAAAGGCCTTTGCTATAA 
>KR182191 
GCTACAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATGTCACTAATTTGAATGTCACTAATTTGAATGTCACTAATACCACTGG
TAGTATTGGTGGGATAGCAGAAGAAATGACAAACTGCTCTTTCAATGTCACCACAAGCATAGGAAATAAGTTG



CAGAGAGAATATGCACTTTTTTATAAACTTGATGTGGTACCAATAGATGATGTTAAGGGTAGTACAACCTATA
CGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTACCCCTGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCAACTCAACTACTGTTGAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGTTAAATCCATAATAGTACAGCTGAA
TGAATCTATAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAGGTATCCATTTAGGACCGGGGGGA
TCATTTTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGA
ATCGCACTTTAAAAAGGATAGTTACAAAATTACGAGAACAATTTAGTAATAAGACAATAATCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGAATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTGATATACACCTTAATTGAAGAATCGCAGAACCAA
CAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACCTAACAA
ACTGGCTGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGTTTAATGCTACA
GCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGATTTGGTAGGGCTATCCTCCATA
TACCTGTAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KR182196 
GCTGCACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAGATACTATTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACCGA
CCCCAACCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAAATGCATGAGGATATAATCAGTCTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAATAAAAATAGTACTCAGGGGAATGCCACTGCAGAGGAACAGGAGGAAAT
CAGAAACTGTTCTTTCAATATCACCACAAGCATAAGAGATAGGATGAAAAAGGACTATGCACTTTTTTATTCA
AATGATATAGTAAAATTAGATAATAATACCTTTAGGTTAACAAGTTGTAACACCTCAGTCATTACACAGGCCT
GTCCAAAAATATCCTTTAACCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAA
GGATACAACTTTCAATGGGTCGGGACTATGTAGAAATGTTAGCTCAGTACAATGTACACATGGAATTAAGCCA
GTAGTGTCAACTCACTTTCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTGGTAATTAGATCTGAAAATTTCA
CAGACAATGCTAAAACTATAATAGTACAGCTGAAAGACCCTGTAAGAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGA
CAAGCACATTGTAATATTAGTAGAACAGAATGGAATAAAACTTTAAACCAGGTAGTTGAAAAATTAAGAGCAC
AATTTAATAATAAGACAATAGTCTTTAAGAATGCCTCAGGAGGGGACCCAGAAATTGTAATGCACATCTTTAA
TTGCAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTC
CTGGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTCCTA
GATGGAGTAAGGAAAATATGAGTAAGATTTGGGATAACATGACCTGGAATCAATGGGAAAGAGAAATTGACAA
TTACACAGGCTACATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTA
TCATTGGATAAATGGGCAGATTTATGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAATTTTTTCTGTACTTGCTATAGTAAATAGAGTTAGGCA
GGGATATTCACCATTATCGTTTGCTGTCAGCTTGTTCAACGCCACAGCTATAGCAGTAGCTGAAGGGACAGAT
AGAATTATAGAAATAATACAAAGAATTTTTAGAGCTTATAGCTTTTCTGCTCCTACATTAAAAAATGACATGG
CGCTGGCATTGGGCTTTAA 
>KR182341 
GCTGCAGAACAATCGTGGGTTACAGTCCATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCTCTCTGTG
TTACTTTAATTTGCACTAATTATAATGGTACTACAGACAAGAAGGGGAATACTACTACTGTGAGCAGCAATTT
GATAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCTCAGGCATAATAGATAAGATAAAGAAAGAATATGCA
ATTTTTTATAGCAATGATATAGTACCAATAGAAAATGAAGGCAATATTACTAGCTATAGGCTGATAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTAAAATGTAATGATAAAGAGTTCAATGGAACAGGACCATGCAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCCACTCAACTGCTGTTAAACGGCAGTCTAGCAGAAGAAGTAA
TACTTAGATCAGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTAAATGAATCTGTAGTAATTAA
TTGTACAAGACCTAACAACAATACAAGAAAAAGTATACACATAGGACCAGGGAGGGCATTCTATGCAACAGGA
GAAGTAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAATTAGAATGGAACAAAGCCTTAGAGCAGG
TAGCAAAAAAATTAGGAGAACAATTTATAAATAAAACAATAGTCTTTAAGCATTCCTCAGGAGGAGACCCAGA
AATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTGGATACTATTTGGGGAAACATGACCTGGATGGAGTGGGAAAAAGA
AATTGACAATTACACAGGCATAATCTACAACTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAAAAATGAACAA



GAATTATTGGAATTGGATAAGTGGACAAATTTATGGAGTTGGTTTAGCATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATAATAGTAGCAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGGTACTCACCATTGTCGTTGGCTGTTAGCTTGCTCAACGCCACAGCGATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAAGAATACAAAGATTTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGAC
AAGGCTTGGAAAGGATTTTGTTATAA 
>KR182409 
ACTGCAGAAAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATAAAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTACTTTGCTCCCCAAATGTCACTGGTGCTAATGTTACCACAAATGTCACTGGTGCTAGAAGGATGGA
CAAGGGAGAAATACAAAATTGCTCTTTCAATGTCACCTCAAACATAAGAGATAAGGTACAAAAAGAATATGCA
CTTTTTTATAAATGGGATTTAGTACCAATAGAGGATGAGAATAATACAACTAGTAACAGCACCAAATATAGGT
TGACAAGTTGTAACACCTCAGTCATTAGACAGGCCTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAATACATTCAATGGATCAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACCCAACTACTGTTGAATGGCAGTTTGG
CAGAAGAAGTAGTAATTAGGTCTGAAAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAACGAATC
TGTACAAATTAATTGTATAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGGGAGCATTT
TATGCAACAGGAGGGATAATAGGAGATATAAGAAAAGCACATTGTAACATTAATAAAACACAATGGAACAATA
CTTTAAGACAGGTAGCTGGAAAATTAATAGAACAATTTGGGAATAAAACAATAATCTTTAACCAATCCTCAGG
AGGGGACCCAGAAATTGTGATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTAATGTGCCTTGGAATAATAGTTGGAGTCATAATAAATCCCTGAAGGACATTTGGGAGAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAAAAGTGATATACAGCTTAATTGAAGAGTCGCAAAACCAACAA
GAACAGAATGAACAAGAGTTATTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTAAATACCACTGCT
ATAGTAGTAGCTGAGGGAACAGATAGGGTTGTAGAAGTAGTACAAAGAGTTTGTAGAGCTATTCGTAATATAC
CTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KR182465 
GCTACAGAAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGCCACAGAGGTACATAATGTTTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATGCAAATTCGACTACCACTAGCAATACCACTTACAATGCCACGAGTAATATTCT
TAAGATGGACAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAACGGGGGAGATAAGAAGCAGAAA
GCAAATGCAAACTTTTATAAACTTGATTTAGTACAAATAAGTGAGGAGAAAAACAGCAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATCACACAGGCCTGTCCAAAAATAACCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACATTCAATGGAACAGGACCATGTAGAAATGTCAGC
ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAAATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAACGCATCTGT
AGAGATTAATTGTACAAGACCCAATAACAATACAAGGAAAAGTATACCTATAGGACCAGGGAGTGCATTTTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGCAAAGCAAAATGGAAGGACACTT
TAAAACAGATAGTTCACAAACTAGGAGAACAGTTTGGAAACAAAACAATAGTCTTTAACCAATCCTCAGGAGG
GGACCCAGAAGTTGTAATGCACAATTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATGATAGTTGGAGTAATAAATCTCTGAGTGCTATTTGGGATAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGACAATTACACAAGTGTAATATACAATTTACTTGAGGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAGTTGTTGGAGTGGGACAAATGGGCAAGTTTGTGGAGTTGGTTCAGCATAACAAACTGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AATAAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCA
GTAGCTGAGGGAACAGATAGGGCTATAGAAATAGCACAAAGAGCTTTTAGGGCTATTCTCCACATACCCAGAA
GAATAAGACAGGGCCTCGAACGGAGTTTGCTATAA 
>MG171201 
GCTACAGAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAACATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGACTGCACTGATGCGAATGTTACCGCTACTAATAACACTAGTAGTAGCGGGGGAGCGATAGGGAA
AGAAGAAATGAAAAACTGCTCTTTCAATATTACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCGCTT



TTTTATAAACTTGATGTAGTACCAATAGATAATAATGAGAATAATACCAGCTATAGATTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATATCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAA
TAATTAGATCTGAAAATATCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTATACAAATTAA
TTGTATCAGACCCAGTAACAATACAAGGAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGAA
AGAATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGGAAAATGGAATAACACTTTAAAACAGA
TAGCTGAAAAATTAAGAGAACACTTTAAGAATGCAACAACAATAGTCTTTAATCAATCTACAGGAGGGGACCC
AGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTAC
CTTGGAATGCTAGTTGGAGTAATAAAACTCTGAGTGAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAA
AGAAATTGACAACTACACAAGCTTAATATACTCCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAA
CAAGAATTATTGGAATTAGATAAATGGGGCAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGCGCTACAAAGAGCTTATAGAGTTATTCTTCACATACCTACAAGAATAA
GACAGGGCTTTGAAGGGGCTTTGCTATAA 
>KY778299 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACAATTGAAAAATGTGACAGAAGAATTTGATGCATGGAACAATGGCATGGTAGAC
CAGATGCAGCAGGATATAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTCTAGATTGCACTGATTTGAAAAATACTACTAATAATACTAATACCAATAATAGTAGATGGGGAATGAT
GGAGCAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGATGCAGAAAGAATAT
GCTCTTTTTTATAAACTTGATATAACAGAAATAGAAAATAAGAATAGCAGCAATAGCAAAAAATATAGGTTGA
CAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCGATGGAAAAGGACAATGTAACAATGTC
AGCACAGTACAGTGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAGTAGTAATTAGATCTAAAAATTTCACAGACAATACTAAAACCATAATAGTACAGCTGAAGACACC
TGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGGGTACACATAGGACCAGGGAGTGTATGG
TATACAACAGGAGAGATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGGAGTAGAATGGAATAACA
CCTTAGGCCAGATAGTTGAAAAATTAAGAAAACAATTTGGGAATAATAAAACAATAGCCTTTAATCGCCCCTC
AGGCGGGGACCTAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTCAAGCAACTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAACTCATCTGCA
CCACTACTGTACCTTGGAATACTAGTTGGAGTAATAAATCTCTAAATCAGATTTGGAATAACATGACCTGGAT
GGAGTGGGAAAAAGAAATTAACAATTACACAGGCTTAATATACAGCTTAATTGAACAATCGCAGAACCAGCAG
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAACTTGTGGAATTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGCTTGTACAACGCCATAGCC
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTTTAGAGCTATCCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGTTTTTGCTATAA 
>MK384347 
GCAGCAACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGATCATACGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAACTAGTGTTGACAAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAACTGCACTAATTTGAATGGCACTAATTTCAGGAATGGTACTAATGTCAATAATGGTAGTAGGAA
AACGCTAGAGAAAGGAGAAATGAAAAACTGCTCTTTCTATGTCACCACAAGTGTAAGAGATAAGGTGCGGAAA
CAATATGCTCTTTTCTATAACCTTGATATAGTACAAATTGAGAAGGATAATAGTAGCTATAGATTGATAAGTT
GTAATACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTACTCAGATCTGAAAATTTCACAAATAATGTTAAAACCATAATAGTACATCTGAACGAATCTGTACA
AATTAATTGCATAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTATTGCA
ACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAGGCAAAGTGGAATAACACTTTAA
AAAAGGTAGTTGAAAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAAACCATCCTCAGGGGGGGA
TCCAGAAATTGTAATGCACAACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAACACTAGTTGGAGTAATAAAAATCTAAGTCAGATTTGGGATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTACACAAACCTAATATACACCTTACTTGAGGAATCGCAGAACCAGCAAGAAAAGAAT



GAACAAGAACTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGCTGTGGT
ATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
AAATAGAGGTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTTAATTCCACAGCAATAGCAGTA
GCTGAAGGGACAGATAGGATTATAGAAATAGCACAAATAATTTGTAGAGCTATTCGCCACATACCTACACGAA
TAAGACAGGGCTTTGAGAGAGCTTTATTATAA 
>KX505396 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAAAAAATGTGACAGAAGAATTTAATATGTGGGAAAACAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTAACCCCACTCTGTG
TTACTTTGAATTGCACTGATGAATTGAACAATATGAACAATAAGAACAAGACAAACAATGCTACTGTCGAAGA
GAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAGGATAAGGTGAAAGATTATGCACTT
TTTTATAGACTTGATATAGTACCAGTAAATGCTAGTGCTAATAGTACCAAATATAGGTTAATAAATTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAACAATAGGACGTTCGAGGGAAAAGGAGCGTGTAAAAATGTCAGCACAGTACAA
TGCACACATGGAATTAGGCCAGTAATATCAACTCAATTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACGAACAATGCTAGAATCATAATAGTACAACTGAATAAATCTGTAAAAATTAA
TTGTATAAGGCCCAACAACAATACAAGAAAAAGTGTACCTATAGGACCAGGGAGAGCATGGTATGCAACAGGA
GATATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTAAGACAGAATGGAATGAAGCTTTAGGACAGA
TAGCTACAAAATTAAGAGAACTAGAGCAATTTAGGAATAAAACAATAGTCTTTAAAAATTCATCAGGAGGGGA
CCCAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATG
GAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAATAATAAATCTCTGGAAAGAATTTGGAATAACATGACCTGGATGGAGTGGGA
TAGAGAAATTAACAATTACACACAATTAATATACACCCTACTTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAGGAATTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGGTACTCACCATTGTCATTTGCCATTAGCTTGCTTAATGCTATAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATTGAAATAGTACAAAGAATTGGTAGAGCTATTCTCAACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>KX505419 
GTTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGGGTATGATACAGAGGTACATAATGTCTGGGCCACACATGCTTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGAATTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGAAGGAATATTACTACCAATAATGTCACTAGTGCTAATGCCACTACGGA
GGGAGAAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGATAAAGAATGACTATGCA
CTTCTGTATAAATATGATATAGTACCAATAGATAATGATAATACCAGTTATAGGTTGACTAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGAAAATGTAACAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATCTCACAAACAATGCTAAAATCATAATAGTACATCTGAATGCATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAAAAATAAGACAGGCATATTGTACTGTTAATGGAACAAAATGGAATAACATTTTACAAAAGATAG
TTAGAAAATTAAGAGAATACACAGAATTTAAGAATAAAACAGTAGTCTTTAATCACTCCTCAGGAGGGGACCC
AGAAATTGTAATGCATAGTTTTAACTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTTTAGATATAATTTGGCAGAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGAAAATTACACAGGCATAATATACAGCCTAATTGAAGAGTCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTCTTATACTTTCTGTAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCCACAGCCATAGCAGTAGCT
GAAGGGACAGATAGAATTATAGAAGCATTGCAAAGAGCTGGTAGAGCTATATTCCACATACCTAGAAGAATAA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX505435 
GCTACAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGTCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTAATGCTAATTTTACTAAGGTTAACAGTACCAATAGTAATAATAGTAGTGTGTTACA
GATGGAGGAAGGAGAGATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGATAACAAAAGAA



TATGCACTTTTTTATAAACCTGATGTAGTAAAAATAGATGGTGATAATAGCTATACATTGATAAATTGTAACA
CCTCAGTCATTACACAGGCTTGCCCAAAGGTATCATTTGAACCAATTCCTATACATTATTGTACCCCGGCTGG
TTTTGCGATTCTGAAATGCAATGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGGGATAG
TAATTAGATCTCAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTAAATGAATCTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATATAGGACCAGGGGGAGCATTTTATGCAACAGGA
GACATAATAGGAAATATAAGGCAAGCACATTGTAACCTTAGTAGAACAGCTTGGAATAACACTTTGAGACAGA
TAGTTACAAAATTACGAGAGCAGTTTAAGAATGCAACAATAGTCTTTAATCAATCTTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTAAATGAGATTTGGGATAACATGACCTGGATGGAATGGGAGAGAGA
AATTGACAATTACACAAGCTTAATATACAGCTTAATTGAAGAATCACAGAACCAACAGGAAAAGAATGAACAG
GAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTTCAATAACAAACTGGCTGTGGTATATAA
GATTATTCATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGAAGGGATACTCACCATTATCATTCGCTATTAGTTTGTTTAATGCCACAGCTATAACAGTAGCTGAA
GGGACAGATAGGGTTATAGAGGTAGTACAAAGAACTTGTAGAGCTATTCGCAACATACCTAGAAGAATAAGAC
AAGGCTTAGAAAGAATTTTGCTATAA 
>KX505475 
GCTACAACAAACTTGTGGGTCACAGTCTATTATGGGGTTCCTGTGTGGAAAGAAGCAAGCACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGTTGCAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACGGA
CCCCAGTCCACAAGAGGTGAAATTGGGAAATGTGACTGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAAATGCATGCAGATGTAATCAGCTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATATTAGTACTGCTAGTAGGAATAGCAGTACTAATAGTAGTAGCAATGGAACAAT
GGAGCAAGGAGAAATGAAAAACTGCTCTTTCAATAGCACCACAGGAATGAAAGATAAGATGCAGCAAGTATAT
GCACTTTTTTATAAACTTGATGTAGAACAAATAACTAGCAGCAATAGCAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGCTTCTAAAGTGTAATGATAATAGGTTTAATGGATCAGGACCATGTGAAAATGTCAGTACAGTACAG
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGTTATTAAATGGCAGTCTAGCAGAAGAAGACATAG
TAATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTGGCAATCAA
TTGCACAAGGCCCAACAACAATACAATAAAAGGTATACATATGGGGCCAGGAAGAGCATTTTATGCAACAGGG
AGTATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAAACAATTGGAATAAAACTTTACAAAGGA
TAGTCACAAAATTAAGAGAACAATTTAAGAATATAACAATAGCCTTTAATAAATCTTCAGGAGGGGACCCAGA
AGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAGTCTCTAGAGAATATTTGGGAAAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGGCTTAATATACACCTTAATTGAACAAGCGCAGATCCAGCAAGAAAAGAATGAACAA
GATTTATTGGCATTAGATACATGGGACAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAA
GGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATGG
AGTTAGGCAGGGATACTCACCCCTGTCATTTGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGGATTCCAAGCAATTGGTAGAGCTTTTCTCCACATACCTAGAAGAATAAGAC
AAGGCGCAGAAAGGGCTTTGCAATAA 
>KX028091 
GTGGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATAATCCAGAGGCACATAATATTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTGACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGCAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG
TTACTTTAAATTGCACTGATGCTGTGTCCAATAGTACTCGCAATACCACTAGAAATGTCGAGGGAGGGATGAA
GGGAGAAATAAAGAATTGCTCTTTCAATGTCACCGGAGGTATAAGAGATAAGATGCAAAAAGAATATGCACTC
TTGTATAGACTTGATTTAGTACAAATAGATAATAGTAATAATAGTTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCTGCTGGTTTTGC
GCTTTTTAAATGTAATGATAAGACATTCAATGGATCAGGGCCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCACCTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGACAATGATTA
GATCTGCCAATTTCTCGGACAATGCTAAAATCATAATAGTACAGCTGAATCAATCTGTAACAATTAATTGTAC
AAGACCCGGCAACAATACAAGGAGAAGTATACATATAGCCCCAGGTAGAGCATTCTATGCAAATGACATAATA
GGAGATATAAGACAAGCACATTGTAATCTTAGTGCAGCTGATTGGAATAACAAGTTACAAAAGGTAGCTGGAA
AATTAAGAGAACAATTTGGGAAGAATAAGACAATAGACTTTAAGCAACCCTCAGGAGGGGACCCAGAAATTGT
AATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATA
AGACTTGGAGTAATAAATCTCAGGACGAGATTTGGAAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGA
TAATTACACACAGGAGATATATAGATTGATTGAGAAATCGCAAATCCAGCAGGAAAGCAATGAAAAAGACTTA



TTAGCATTGGACAAATGGTCAAGTTTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCTGTACTATCTATAGTGAATAGAGTTAG
GAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAACGCCATAGCTATAGTAGTAGCTGAGGGGACA
GATAGGGTTCTAGAAGCGCTGCAAAGAATAGGTAGAGGTATTCTCCACATACCTAGAAGAATAAGACAGGGCT
TTGAAAGGGCTTTGCAATAA 
>KX028321 
GCTAACGAACAGTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCCAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAATATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCATGAAGATATAAAAAGTTTATGGGATCAAAGTCTAAGGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCCAGGATGTGAATACTACTAGTAATGCCACTTTTGATGGCGAGAGAGAGATGATAAAAAA
CTGCTCTTTCAATGTCACCACAGGCATAAGGGATAGGATGCAGGAAGAAAAGGCACTTTTTTATGAACTAGAT
GTAGTACCAATAGATAATAGTAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCT
GTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAAGTGTAA
AGATAAAAAATTCAATGGAACAGGAACATGTAAAAATGTCAGCTCAGTACAATGTACACATGGAATTAGGCCA
GTAGTGTCAACCCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATATCT
CGGACAATGCTAAAACCATAATAGTACAGCTGAACCAATCTGTAGTAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTATACATATAGGACCAGGGCAAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGA
CAAGCACATTGTAACCTTTCTAGAGCAAGGTGGAATGACACGCTAAAACAGGTAGTTGAAAAACTAAGGGAAA
AATTTGGGAATAAAACAATAACTTTTAATACATCCGCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTGGGAATTTGGGGTTGCTCTGGAAAACATATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAATA
AATCTCTGGAGAGTATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAATTAGCAATTACACAACCTT
AATATACACTTTACTTGAAGAATCGCAGACCCAGCAAGAAAAGAATGAAAAAGAACTATTAGAACTAGATAAA
TGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATTATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
ATTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAG
TTAATACAAAGAATTTTTAGAGCTATTCTTCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGC
AATAA 
>KX028508 
ACTACAGCACAGTTGTGGGTCACAATATATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGTATTAGAAAATGTAACAGAAGAGTTTAACATATGGAAGAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAAATTGTAAAAATATTACTATTAATACTACTAATACTGGTAATAATACTGGTAATGGTACTACTGG
GGAAAAAGAGAAAGAAGGAGAAATAAAAGAGGAAGAAGGAGAAATAAAAAACTGTTCCTTCAATGTCACTACA
AACATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATGATA
AAAACAATACTAATAACTCAGAGAACTATAGGATAATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCA
AAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAATGTAACAAT
AGGACATTCAGTGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATCAAGCCAGTAG
TATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAACGGGTAGTAATTAGATCTGAGAACTTCACGGA
CAATGCTAAAACCATAATAGTACAGCTGAGGAGCCCTGTAAGAATTAATTGTACAAGACCCAACAACAATACA
AGAAAAGGTATACATATGGGACCAGGGAGAGCGCTTTTCACAGAAAGAATAATAGGAGATATAAGAAAAGCAC
ATTGTAGTATTAGTAGACAGGAATGGAATAACACTTTATCACAGATAGTTAAGGAATTGAGAAAACACTTTGA
GAATAGAACTATAATTTTTAACCAATCCTCAGGAGGGGACATAGAAATTGTAACACACAGTTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGCAATAAATCTAT
GGATGCGATTTGGAAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATAC
ACCTTAATTGAAGAATCGCAGATCCAACAGGAAAAGAATGAACAGGAACTATTGGAATTGGATAAATGGGCAA
GTTTGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTATATAAAACTAGCCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTGTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCG
TTTGCTGTCAGCTTGTTTAACGCCACAGCAGTAGCAGTAGCTGAGGGGACAGATAGGGTTGTAGAACTAGCAC
AAAGGTTTGGTAGAGCTATTATCCATATACCTAGAAGAATAAGACAGGGCTTGGAAAGGATCTTGCTATAA 
>KX505739 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAATTAATAAAGAAGTACATAATATTTGGGCCTCACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAATATTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTTGAGGAATAATACTGGGAAAAATGATACTAGTTATGCCAATAATAGTAGTTT
GATAATGGAGACAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGTGATGAGAAATAAGATGCAGAGA



GAATATGCACTTTTTTATAAACTTGATGTAGAACCAATAGATAACAATGATAATACTAGTTATAGGTTGATAA
GTTGTAACACCTCAGTCGTTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATCCTAAGATGCAACAATGAGACTTTCAATGGAAAAGGACCATGTACAAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAA
AAGGGATAGTAATTAGATCTGACAATTTCACAGATAATGCTAAAACCATAATAATACAGCTGAAAGATCCTGT
AGAAATTATTTGTACAAGGCCCAACAACAATACAAGAAAAAGAGTTACAATGGGCCCAGGGAAAGTGTGGTAT
ACAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAAAGCAAAATGGAATGAAACTC
TAGGACAGATAGTTAAAAAATTAAGAGAACAATTTGGAAATAAAACAATAAGTTTTAATCGATCCTCAGGAGG
GGACCCAGAAATTGTGATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACCG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAAATGACATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAACAATTACACACAATTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGAATTATTAGCACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTTTAGAAATACTACAGAGAATTGGGAGAGGTGTTCTCCACATACCTACTA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>KU678060 
GCTGCTGACACTGATTTGTGGGTTACGGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAACACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGTGGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAAAATTACCAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTG
GAACAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAGATTGTATTAATTTAAAGAATACTACCAATTGTAATGAAACCAGTACCAATAGCACTAATAA
CACTACTAGATGTGTGGGAGAAGAAATGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGAAATA
AGAGATAAGATAAAGAATGAACATGCACTTTTTTATAGACTAGATGTAGTACCACTAGATGATACTAGTCAGA
GCTATGATAATACTAGTAAGAGCTATAGGTTGATAAATTGTAACACCTCAGTTACCACACATGCCTGTCCAAA
GGTATCCTTTGAACCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAG
AAATTCAATGGAACAGGATCATGTGGACAGGTCAGCACAGTACAATATACACATGGAATTAGACCAGTAGTGT
CAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCTCGAAGAA
TGAAAAGATCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACCTGGCAACAATACAGGA
AGGGGTATACATATAGGACCAGGGAGAGCATGGTACTCAACAGGAAACATAATAGGAAATATAAGACAAGCAC
ATTGTAATCTTAGCTCAATAAAATGGAATGTCACTTTAAGAAGGGTAGCTGCAAAATTAAGGGAACAATATAA
TAAAACAAAAATAAAATTTACTCACCACTCAGGAGGGGACCCAGAAATTGTACTGCACAGTTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAC
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAGTAAATCTCA
GGAGGAGATTTGGGGTAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGAATTAATATAC
AATTTACTTGAAGTATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAA
ATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATT
GATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCA
TTTGCTGTTAGCTTGCTCAACGCCGCAGCAATAGCAGTAGGTGAGGGGACAGATAGGGTTATAGAAATAGCAC
AAAGAACTTTTAGAGCTATCCTCCACATACCTGCAAGAATAAGACAGGGCTTAGAAAGGGCATTGCTATAA 
>KX595124 
GCGGGAGAACAGGTGGGAGAAAAGATGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAAACA
CCACTCTATTTTGTGCATCAGATGCTAAAGCATATGCTAAGGAAGTACATAATGTTTGGGCCACACATGCCTG
TGTACCCACAGACCCCGACCCACGAGAAATAGTATTATTGAATGTGACAGAAAATTTTAACATGTGGAAAAAT
GACATGGTAGACCAGATGCATGATGATGTAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTGAAATTAA
CCCCACTCTGTGTTACCTTAAATTGCACTAATATAACTGCCACTGCCAATAACACCAATGTTACTGCAACCAA
TATTAGTACCCCTGCTCCTCCTAACTCTACTAGTGACGGGGGCATGATGGAGGCAGGAGAAATGAAAAACTGC
TCTTTTAATGTCACCACAGACGTAAGAGATAGGGTGAAGAAAGTATATGCAACTTTTTATAACCTTGATATAG
TACAAATGACAGATGACAATACTAGTACTACTAGCTATAAGTTGATAAGTTGTAACACCTCAGTTCTTACACA
GGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAG
TGTAATAATAAGACATTCAGTGGAAAAGGACCATGTACTAATGTCAGTACAGTACAGTGTACACATGGAATTA
GGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGGTAGTAATTAGATCTGACAA
TTTCTCGGACAATAATAAAAACATAATAGTACAGCTGAACAAAACTGTAGTAATTAACTGTACAAGACCCAAC
AACAATACAATAAGAGATATACGTATAGGACCAGGGAGCTTTTATACAACAGGACAAATAATAGGAGATATAA
GAAAAGCATATTGTACACTTAATAGAACAGACTGGAATAATACTTTAATATGGGTAGTGAATAAATTAAGAGA
ACAATATAGGAATAAAACAATAGTCTTTGATGCACACTCTGGAGGGGACCCAGAAGTTGTAATGCACAGTTTT
AATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCGTGGAAAGATACCTAAGGGATCAACAGC
TCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAA
TAAATCTTATAATGACATTTGGGACAACATGACCTGGATGCAGTGGGAAAAAGAGATTGACAACTACACAAAA



ACCATATACACCCTACTTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTAGATG
AATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGT
AGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCATTGTCGTTTGCTGTTAGCTTGCTCAACGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAG
AAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTT
GCTATAA 
>KY323732 
GCTGAAGAAAAAGAACAGTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTCTGTGCATCAGATGCTAAAGGATATAATACAGAGGTACATAATATTTGGGCCACGCATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAGTAGTTTTAGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATG
GTTGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCAC
TCTGTGTTACTTTAAATTGCACTAATGTTAATGATACTAGTGTCAATAATAATGAAACAATACAGGTAGAGGA
AGAAGGAAGAATAAAAAACTGCTCTTTCAATATCACCGCAGGCATAATGGATAAGATGCAGAAACAATATTCA
CTTTTTAATAGCATGGATGTAGTACAAATAGGTAGTGAAAATAATAAAAATAATAGTGAAAATAATACTATGT
ATAGGTTGATGAGTTGTAACACATCAGTCATCACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTTTTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGT
ACAAATGTCAGCACCGTACAATGTACCCATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTGAATGGTA
GTCTATCAGAAGGAGAAGTAATGATTAGATCTGAAAATTTAACAGACAATGCAAAAATCATAATAGTACAGCT
AAATGAAACTGTAACAATTAATTGTATAAGACCCAACAACAATACGAGAAAAGGCATACATATAGGACCAGGG
GGAGGAATGTTTTATGCCACAGATATAATAGGAGACATAAGGCAAGCACATTGTAACATTAGTAGAGAACATT
GGAATAACACTTTAAAAAGGGTAGTAGGAAAATTACAAGAACAATTTAAGAATAGAACAATAGTCTTTAAGCA
CTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TTTGCACCACTAATGTGCCTTGGAATAACAGTTGGAGTAATAGATCCCAGAAAGAAATTTGGGAGAACATGAC
CTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGGAGCACAGAAC
CAACAAGAAAAGAATGAGCAAGAATTATTAGAATTAGGTAGGTGGGCAAGTCTGTGGAATTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTAC
TGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCT
ACAGCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTGTTACAAAGAGGTGGTAGAGCTGTTATCC
ACATACCTGTAAGAATAAGACAAGGCTTAGAAAGGATTCTGCTATAA 
>KY323909 
GCTACAGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCGCCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTATGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAGTTATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCGGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAAACCTAATTTCAATGGTACCAAGGACAATGCCACTAGTAATAATGGGACAATAGG
GGAGGAAGTAGAAATGAAAAATTGCTCTTTCAATATCACCACAGGCATAAAAGATAGGGTGCAGAAGGAATAT
GCGCTTTTTTATAACCTTGATGTAGTACCAATAAAAGATGCTAAGGATAATACTAGCTATAGAATGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGCCCTAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCAATTCTAAAATGTAACAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCCAGCAATTTCTCGGACAATACTAAAACCATAATAGTACAGCTAAATAAGTCTGTAGT
AATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATAGGACCAGGCAGAGCATTTTATGCA
ACAGGAACAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAGACACATTGGAATAACGCTTTAA
GCTCTATAGTTACAAAGTTGGGAGAAAAATATACGAACAAAACAATAGTCTTTACTCAAACCTCAGGAGGGGA
CCCAGAAATTACAATGCACACTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGGATCAGATTTGGCAGAACATGACCTGGATGGAGTGGGA
AAGGAAGATTGATAATTATACAGACATAATATATAAATTAATTGAAATATCGCAAAACCAGCAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGATAACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATCTTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTATACTTTCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCCTTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAAGGATTTTGATAA 
>KY324122 
GCAACAGACCAATTATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCCACTCTATTCT
GCGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATAAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGAATGCTACTAATATGAGTAATAAAAGTAATACTACAAATAATAATGCAAC



TACTAACTGGGGATTGATAGAGGAAGGAGAAATAAAAAATTGCTCTTTCAATATTACCACAACTCTTAAAGAT
AAGAAGCAGAAAGCATATGCGCTTTTTTATAAACTTGATGTAATACAAATTGATGATAGTAGTAGTAAGAATA
GTAGTAATGATAAATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAGTGTAACAATAAGACATTCAGT
GGAACAGGACTATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAAT
TGCTGTTGAATGGCAGTCTAGCAGATGAGGTAGTACTTAGATCCAGAAACTTCACGAACAATGCTAACAACAT
AATAGTACAGCTGAATAAAGCTGTAGAAATTAATTGCACAAGACCTGGTAACAACACAAGAAGAAGTATCACA
TTTGGACCAGGCAGCTCATTTTATACATCAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTA
AAGGAAAATGGAATAACACTTTAAAACAGATAGTTACAAAGTTAAGAGAAGAATTCAAGAATAAAACCATAAT
CTTTACTGAACCCGCAGCAGGAGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTGACAGACATTTG
GGACAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAGAATTACACAGGCATAATATACAGCTTAATTGAA
GAATCGCAAAACCAACAAGAAAGGAATGAAAAGGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATT
GGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGC
TTGCTCAACGCCATAGCAATAGCAGTAGGTGAGGGAACAGACAGGATTGTAGAAGCATTTCAAAGAATTTGTA
GAGGTGTTCTCCACATACCAAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX028240 
GCTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACGGA
CCCCAACCCACAAGAAGTAGTATTAGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAA
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTATTTGGGGAGCAATAGTAGCACTAATACTGCTAATAGCACTGATGAATCGAG
GAATATCACTGGGGAGATAAAAAACTGCTCTTTCTATATTGAAACAGAGATAAGAGATAAGAAGAAGAAAGAA
CAAGCATTGTTTTATGCACTTGATGTAGTAAAAATAGATAATACTAGCTATAGGTTGGTAAGTTGTAATACCT
CAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACGATGAAATGTTCAATGGGACAGGAAAATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTTTCAACTCAGCTGCTGTTAAATGGCAGTTTAGCAGAAAAGGAGGTAGTAA
TTAGATCTGCCAATTTCACAGACAATGCTAAAAACATAATAGTACAGCTGAATAGCTCTGTAATAATTAATTG
TATACGACCCAACAACAATACAAGAAAAAGCATAACTGTGGGGCCAGGGAAAGCATTTTATACAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGAATGGAATAAAACTTTAGGACAGGTAG
CTGAAAAATTAAGAAAACAATTTGGAGAGAATAAAACAATATCCTTTAATCAATCCTCAGGAGGGGACATAGA
AATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGAATGTGGGGATGCTCTGGAAAACTCATTTGTACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCCCTGAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTAACAATTACACAAAATTAATATACACTTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAG
GAATTATTGGGATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAA
GAATATTTATAATGATAGTAGGAGGCCTCATAGGTTTAAGAATAGTTTTTGCAATACTTTCTATAGCAAACAG
AGTTAGGCAGGGCTACTCACCGCTCTCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCAGAA
GGGACAGATAGAGTTATAGAAGTAGTGCAAAGAATTTGTAGAGCTTTTCTCAACGTACCTAGAAGAATAAGAC
AGGGCTTCGAAAGGATTTTGCTATAA 
>KX505555 
GCTGCAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAAA
CCCCGACCCACAAGAAATAGACTTAGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTAATAATACCAATGGCACTAGTACTACTAATGCCACTAAGGGTAGCTGGGAAACGGAAAT
GAAAAACTGCTCTTTCAATATCACCACAGAGAGAAGAGGTAAAGTAAAGACAGAATATGCACTTTTTTATACA
CTTGATGTAGTACAAATAAAGGATGATAATGATAAGGATAATAATGATAGTAGTAATAGTAACTATAGATTGA
TAAGTTGTAATACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAATTTCAATGGAACAGGACCATGTCAAAATGTC
AGCACAGTACAGTGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGTCTGGCAG
AAGATGATGTAGTAATCAAATCTGAAAATCTCACAAACAATGTTAAAACCATAATAATACAGCTGAATCAATC
TATAGAAATTAATTGTATAAGACCTAACAACAATACAAGAAAGAGCATACATATGGGGCCAGGAAAAGCATTT
TTTGCAACAGACATAATAGGAGATATAAGACAAGCACATTGTAATCTGAATAAAACAAAATGGAATAACACTT
TAAGTCAGATAGTTACAAAATTAGGAAAGCAACTTAATACAACAACAATAGTCTTTCAGCCACCATCAGGAGG
GGACCCAGAAATTGTAAGGCACAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACCA
CTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTACACAGAGATTTGGAGTAACATGACCTGGAGACAGTG



GGAAAGAGAAATTGACAATTACACAGGCACAATATACAAATTACTTACAGAATCGCAGATCCAGCAAGAAAAG
AATGAGCACGACTTGTTGAAATTGGATTCCTGGGCAAGTCTGTGGAATTGGTTTAGTATATCAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCA
GTAGCTGAGGGGACAGACAGGATTATAGAAATAGTACAAAGAATTGTTAGAGCTATCCTCCATATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH897920 
GCTGTAGAACAGATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTATTAGGAAATGTGACAGAAAATTTTAATGTGTGGAAAAATGATATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGACAAGTATCGGGGCTAATGACACTAGCGGGAAAGAAGAAATGAAAAACTG
CTCTTTCAATGTCTCCACAAACATGAGAGATAAGATGCAGAAAGAATATGCAACTTTTTATACACTTGATATA
GTACCAATAGGGGATACTAGTAATAATAGTCAGTCTAATTATACTAGTTATAGGTTGATAAGTTGCAACACCT
CCATAGTGACACAGGCTTGTCCAAAAGTGTCATTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAATAACAAGACATTCAGTGGAAAGGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATAAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGACAATTTCACAGATAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGCAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGGGCATTTTATACAACAGGACAA
ATAATAGGAGATATAAGAAAAGCATATTGCAACATTAGTGGAACAAAATGGAATAACACTTTAATTCAGGTAG
TTAAGAAATTAAAAGAACAGTTTAAGAATAAAACAATAACTTTTAATCAATCCTCAGGAGGGGACCTAGAAAT
TGTAACACACAGTTTCAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ATGCTAATTGGAGTAGTAAATCTCTGGAGGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAAT
TGACAATTACACAGAAACAATATACACCTTACTTATAGAATCGCAGAACCAACAAGACAAGAATGAAAAAGAC
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTATGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTGATACTTTCTATAATAAATAGGGT
TAGGCAGGGATACTCACCTTTATCGTTTGCTGTTAGCTTGTTTAATACCACAGCCATCGCAGTAGCTGAGGGG
ACAGATAGAATTGTAGAAGTAGTACAAAGAGTTTTTAGAGCTATTCTTCACATACCTAGAAGAGTAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>KX587137 
GCTAATGATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTAATGGGAAATGTGACAGAAGATTTTAATATGTGGAAAAATAATATGGTAGAG
CAGATGCACGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTACATTGCACTGATGTGCAGAACAGTACTAGTAATGCCAATAGTACTAGTAATAGTACTAATATTGC
CAATAGAACGGTGGAAGAACCAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAG
GTAACAAAAGAGAATGCACTTTTTTATAAACTTGATGTAATACAAATAAAAGATGAAAATGAAAATAGTAGCT
ATAGTAATACTAGTTATAATAGTTATAGATTGATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAA
GGTATCCTTTGAGCCAATTCCAATACATTTCTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAA
AAGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATTAGACCAGTAGTAT
CAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGGTAGTAATTAGATCTTCCAATTTCTCGAACAA
TGCTAGAACCATAATAGTACAGCTAAATGAATCTGTACCAATTAATTGTACCAGACCCAACAACAATACAAGA
AAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCAC
ATTGTATCATAAATGGGACAAAATGGAATAACACTTTAAATAAGGTAGTTGAAAAATTAAGAGAACAATTTGT
GAATAAAACAATAACCTTTAAACAATCCTCAGGAGGAGATCCAGAAATTATTATGCACACTTTTAATTGTGCA
GGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATATCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAATTGGAGTAGTAAATCTCT
GGATGACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAGTTAGCAATTACACACAAGATATATAC
AGATTAATTGAACAAGCGCAGACCCAACAAGAACAGAATGAAAAGGAATTATTGGAATTGGACAAATGGGCAA
GTTTATGGAATTGGTTTGATATAACAAGCTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTTCTCTATCCTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCAATATCG
TTTGCTATTAGCTTGCTCAACGCCACCGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAATTCTTAC
AAAGATTTGGTAGGGGGATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KX587284 
ACTGCACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTAAATGTGACAGAAGATTTCAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACGCCACTCTGTGTTA
GGTTAGAGTGCAAGGATTTAAATAAAGATCAGTTGAGAAATTTAACAGACTCTAGTTGGGGAAATATAACAGG



AGAAATAAAAAACTGCTCTTTCAATAGCACCACAGGGATGCAAGATAAGCCACAGGAACAATATGCATTTTTC
TATAAGCTTGATATAGAACCACTAGATAATACTACTAGTACTACGAATACTAGCAAGAGGTATAGGTTAATAC
ATTGTAACTCCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATCCTAAAATGTAATGATACGAAGTTCAATGGATCAGGACCATGTAACAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTATTAAATGGCAGCTTAGCAGAAG
ACGAGGTAGTAATTAGATCCGAAAATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAATAAAACTGT
ATTAATTAATTGTACAAGACCTGGCAACAATCTAAGAAGGAGGGTACATATAGGACCAGGGAGAGCATTTTTT
ACATCAGATATAAGAGGAGATATAAGACGAGCACATTGTAACATCTCTAGAAAACAATGGAATGAGACTTTAC
AACACATAGTTATAAAATTAAAAGAACAATTTGGGAATAAAACAATAATCTTTAATTCATCCTCAGGAGGGGA
CCCAGAAGTTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTACTTGGAAGGCTAATAATACAGATCTGGATCTAATTTGGACTAACAAAACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAGATTTAATATACTACTTACTTGAACGATCGCAGAACCAGCAAGAA
GAGAATGAAAAAGATTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGCTGGC
TGTGGTACATTAAAATATTCATAATGATAGTAGGAGGATTAATAGGATTAAGAATAGTTTTTGCTGTATTTTC
TATAGTGAATAGAGTTAGGCAGGGATATTCACCACTCTCATTTGCTGTCAGCTTGCTCAACACCACAGCTATA
GTAGTAGCTGAGGGGACAGATAGGATTATAGAACTAGCACAAAGAATTGGCAGAGCTTTTCTCAATATACCTA
GAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KY113738 
GCTACAAATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGCCCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTGACCCCACTCTGTG
TCACTTTAGACTGCAATGATACTGCTAGTGGTAATGGTACTACCAATAATAGTAGTAGCTGGGAAAGTATGGA
AAAAGGAGAAATAAAAAACTGTACTTTTAACATCACCACAAGCATAAGAGATAAGATAAAGAAAGAATATGCA
CTTTTTTATAAGCTTGATATAGTACCAATAGATAATAATAATAATAGTGATAATACTAGCCACTATAGGTTGA
TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAACGGATCAGGACCATGTACAAATGTT
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGATATAGTAATTAGATCTGAAAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAAAGACCC
TGTAAATATTACTTGTATGAGACCCAACAACAATACAAGAAGAAGTATAAACATAGGACCAGGGAGAGCATTT
TATGCAGCAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAACGAATTGGACTAACA
CTCTAAGACAGATAGCTAACAAATTAAGAGAACAATTTGGAAATAATAAAACAATAGCCTTTGATCACTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGCAATAAATCTCAGGAAGAGATTTGGAATAACATGACCTGGAT
GCAATGGGAAAAGGAAATTGACAACTACACAGGCTTAATATACAACTTACTTGAAACATCACAGAACCAACAA
GAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCCCTATCGTTTGCTGTTAGCTTGCTCAACACAGTAGCC
ATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCTATTCTCAACATAC
CTAGAAGAATAAGACAAGGATTAGAAAGGGCTTTGCTATAA 
>KY113566 
GTTACAGCACAATTTTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTGGTATTGGAAAATGTGACAGAAAATTTCAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTGTTTTAAATTGCACTGATGTGAAAAATACTGCTAATGCCAATACTACTAATGGTGCTGGAAAGACTACTAT
TACTCCTAGTACTGCTACTGCTAGTGCTAATGGGACTAGTAGTAGTTGGGAAGAAATGAAAAACTGCTCTTTC
AACATCACCACAAGCATAAACGAGAAGAAGCGGGACTATGCACTTTTTTATAGCCTTGATGTAGTACAAATAG
GTAATAGCAGTGATAGTTATAGGTTGGTAAGTTGTAACACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTGCACCGGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAGTTC
AATGGAAAAGGACAATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAACAGTGTCAACTC
AACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCTCGGATAATGCTAG
AACCATAATAGTACATCTGAATGAATCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAGGT
ATATCTATAGGACCAGGAGCAGCAATTTATGCAACAGGACAAATAATAGGGGATATAAGACAAGCATACTGTA
GCCTTAATAAAACACAATGGAATAACATCTTAAGACACACAGCTGAAAAGTTAGGAGAACAATTTAAGAACAA
AACAATAAAATTTAAGCAACCTGCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTCAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTAAATGA



TATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGAAAATTACACAGGCTTAATATACACATTG
CTTGAAGAATCGCAAAACCAACAAGACAAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAAATTTGT
GGAATTGGTTCAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCC
GTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAG
TTGGGAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCAATAA 
>KY113379 
GCTACAGATAAGTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGATAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCACTGATTATAAGAATATTACTAATACCTCTACTATTCACACTGATATGGTAGGGGAAAT
AAAAAACTGCTCTTTCAATATCAGCACACCCATAAAAGATAAGATGCAGAGGGAATATGCAATTCTTCATAAA
CTTGATGTAATACCAATAGATAGTAATAGTAAGAATAATGATAGTAATATCTATAGGTTGATAAATTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGAGCCTGTAAAAATGTCAGCACAGTACAA
TGTACACATGGGATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAATACAACTAAAAGAACCTGTGGAAATTAA
TTGTACAAGACCCGGCAACAATACAAGAAAAAGTATACACATAGGACCAGGGAGAGCATTTTATGCAACAGGA
GTTATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGACACTTTAAAACAAA
TAGTTGAAAAATTAAAAGGAAAGTTTAATAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGATCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAAACAAGAGTCCTGGCTGTAGAAAGT
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATATTAGTTGGAGTAACAGATCTCACGATGACATTTGGAATAACATGACCTGGATGGAATGGGAAAGAGA
AATTAACAATTACACAGCAAAGATATACACATTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAA
GATTTATTGTCATTAGATCAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAATTTTTACTGTAATTTCTATAGTGAATAG
GGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCATAGCCATAGCAACAGCTGAG
GGGACAGATAGAATTATAGAAGTATTGCAAAGAGCTGGTAGAGCTATCCTCCACATACCTACAAGAATAAGAC
AGGGCTTTGAAAGGGCTTTATTATAA 
>KY057390 
ACTGCAGACAATTTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTAAACTTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACCGATGTGAAAAATACCACTTGTGCAGAATTCAAAAATACCACTTGTCCTCCTATCAA
TGATAGTATCAGGGAAGAAGTAAAAAATTGCTCTTTCAATATCACCACATCATACAAAGATCAGATGCAGCAA
AGCAATGCAATCTTTAGTACACTTGATATAGTAAATGATAATGCTAGCAGCTATAGGTTGCGAAGTTGTAACA
CCTCAGTCATTACACAAGCCTGTCCAAAGACATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAAGGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAG
TGTACACATGGAATTAGGCCAGTGGTATCAACTCAATTCCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAG
TAATTAGATCTGCTAATCTCTCGGACAATGCTAAAACCATAATAGTACAGCTAAAGGAAGCTGTACAAATTAA
TTGTATAAGACCCAACAACAACACAAGAAGAGGTATACATATAGGACCAGGAAGAGCATTTTATGCAACAGGA
GATATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAACAGACTGGAATAAAACTTTAACAGAGG
TAGCTAAAAAATTAAGAGAAAAATTTAATACAACAATAGTCTTTAATAGCTCCTCGGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGCAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGAGATCAGCAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACACTAGTTGGAGTAATAAAAATCTAAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGAAAATTACACAGACTTAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGCATTGGATAAATGGGCAAATTTGTGGTCTTGGTTCGAAATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAACAGAGT
TAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTCAACGCCACAGCAATAACAGTAGCTGAGGGG
ACAGATAGGGTTGTAGAACTATTACTCAGAATTGGTAGAGCTATCCTTCATATACCTACAAGAATAAGACAGG
GCCTTGAAAGGTTGTTACTATAA 
>KY748402 
GCTGCAGACCAACCAGAGCAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCA
CTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTGTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAAACCACAAGAGGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAAC
ATGGTAGAACAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTAAATTGCACTGATTATGTGGGAAATGATACTAGAGCCAATAATACTAATACCACTAC



TACTACTACTCCCACTATGGATAGAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGAT
AAGATGCAGAAAGAATATGCACTGTTTTATAAACTAGATTTAGTACCAATGGGGGAAGATACAGTTAATAATA
ATAATACTCATAACTATAGGCTGATAAGTTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTT
TGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGAAATGTAACGATAAGAAGTTCAAT
GGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAAC
TGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAAAAT
CATAATAGTACAGCTAAAAGACTTTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGTAAAAGTATA
CATATAGGACCAGGGAGAGCATGGTCTGCTACAGGAAGTATAATAGGAAATATAAGACAGGCACATTGTAACA
TTAGTAGAGCAAAATGGAATAACACCTTAAAACTAATAGTCGACAAATTAAGAGAACAATATGGGGAAAATAA
AACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAA
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACACTGGATGA
GATTTGGAATAACATGACCTGGATGCAGTGGGAAAAGGAAATTGACAATTACACAGGATTGATATACAACTTA
ATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACAAGAGTTATTGGCATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCT
ATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTTTTGAAGTATTACAAAGAA
TTTTTAGAGCTATCCTTCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTGTAA 
>KY057518 
GCTACAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGTTGCAGAGGCACATAATATTTGGGCTACACGTGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGATAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGATTTAAGGAATACCAATACTACTAAGACCAATAGTAGTAGCACGGTAGTGAT
TGAAAAAGGAAAAATAAAAAACTGTTCCTTCAATACCACCACAAGCATGAGGGATAGGATGCAGAAAGAATAT
GCACTCTTGTATAAACTTGATTTAGTACCGCTAGATAAGGATACTGGTAACTATACCAAATATAGGTTGATAG
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGCATCCTTTGAGCCAATTCCCATCCATTACTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGAAAAGGAACATGTAAAAATGTCAGC
ACAGTACAATGTACACACGAAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAA
AAGAGGTAGTAATTAGATCTGACGATTTCAACAATAATGTAAAAACCATAATAGTACATCTAAATGAATCTGT
ACAAATTACTTGTGTAAGACCCAACAACAATACAAGAAAAGGAATAACTTTCGGACCAGGGAGAGTATTTTAC
ACAACAGGAGGAATAATAGGAGATATAAGAAAAGCATATTGTAACATGAATGGAACAGCCTGGAATAAAACTT
TAGAATGGGTAGCTAAAAAATTAAGAGAACAATATAATAAAACAACAATAGTCTTTGAGCCACCCTCAGGAGG
GGATCCAGAAATTGTAATGCACAGTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGGGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAACACTAGTTGGAGTAATAAATCCTGGGATCAGATTTGGAATAACATGACCTGGATGCAGTG
GGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAG
AATGAACAAGAATTATTAAAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACAGTGGCTAT
GGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTACTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAATGCCACTGCCATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTGGTAGAGCCTTTCTCCACATACCTAGAA
GGATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KY324010 
GCTACAGAGCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGTATTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTATTTTAAATTGCACTGATTTGAAAAATGGTACTGTTGAAAATGGTACTGCTGTCAATATTAGTACTGCTGT
CAATATTAGTACTGTTGCCAATATTAGTATCGAGGAAAGAATGGGGAGAGAAGAACTGAGAAACTGCTCTTTC
AATATCACCACAACCCTAAACCAGAAGGTGAATGACTATGCACTGTTTTATAAAGCTGATATAGTACAAATAG
ATCATAATAATAATAATAGCTACAGATTGATACATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGT
ATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATAATGAGACG
TTTGATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAA
CTCAACTGTTGCTAAATGGCAGTTTAGCAAAAGCAAAAGAGATAATAATTAGATCTGACAATTTCTCAGACAA
TGCTAAGACCATAATAGTACAGCTGAACACAACTGTAAAAATCAATTGCACAAGACCTAACAACAATACAAGA
AAAAGTGTACGTATAGGACCAGGGGCATCATTATTTACCACAGGAGAAATAATAGGAGATATAAGACAAGCAC
ATTGTAACATTAGTAGAGAGGAATGGAATAAAACTTTACAACAGATAGCTGTAAAATTAAACAGACAATTTAA
TAAGACAATAGTCTTTAACCGATCCTCAGGAGGGGACATAGAAATTGTAAAGCACAGCTTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTT
GGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGA



GGACATTTGGGAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGAGAATTACACAAGTATAATATATACC
TTAATTGAAGATGCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATACATGGGCAAGTC
TGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTACTGTACTTTCTGTAGTGAATAGTGTTAGGCAGGGATACTCACCATTATCGTTG
GCTGTTAGCTTGCTCAACGCCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGGTTATAGAAGTATTACAAA
GAATTTGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KY324473 
GGGATAGACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTAGCGAGTACAATAAGAATGGTACTGTGAACAATAGTACTGAGGGCAATAGTACTGTAGG
CAATGGTACTTTGGGAGAGATAAAAAACTGCTCTTTCAATGTCACCACAGACAGAAGGGATAAGATGAAAAAA
GAGCAGGCACTTTTTTATACATATGATCTAGTACCAATAAAGGATGATGGTAATACTACAAGCTATAGGTTGA
CAAGTTGTAACACCTCAGTGATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTCAAGTGTAATAATAAGACGTTCAATGGAACAGGGCCATGCAACAATGTT
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAG
AAGAAGAGGTAGTACTTAGATCTCAGAATTTCTCAAATAATGCTAAAACCATAATAGTGCACCTAAATAAGTC
TGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGGAAAAGTATAACTATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGACATAATAGGAAAGATAAGACAAGCACATTGTAACATTAGTAAAGAAGATTGGAACAACA
CTTTAAAACAGGTAGTTGCAAAATTAAGAAAACAGTATGGGGAACATAAAAAAATAGTCTTTCAGCCACCCAC
AGGAGGAGACCCAGAAGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCA
CCACTAATGTGCCTTGGAATACTACTTGGAGTAATAAATCTGTTAGTAACATCTGGGATAACATGACTTGGAT
ACAGTGGGAAAGAGAAATTGGCAATTACACAGATGAAATATACAGATTACTTGAAGCCTCGCAGAACCAGCAA
GAAAAGAATGAACAAGAATTACTGTCATTAGATCAGTGGGCAAGTTTGTGGAATTGGTTCAACATAACACAAT
GGCTATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCT
TACTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAACACCACAGCC
ATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAGAGAGCTGGTGCAGCTATCCTCCACATAC
CTAGAAGAATAAGACAGGGATTAGAAAGGACACTCCTATAA 
>MK148554 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATAAAACTGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTACATTGCACTAATTTAAATATTACTAATAATAGTAGTAGCCCTACTACTACTCCTACCACTAGTAGTAG
CCAGGAAGAGATGGCGAAAGAAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATGAGAGATAAGATG
CAGAAAGAATATGCATATTTTTATAAACTTGATATAGTGCCAATAGATAATGATAATACCAGCTATAGATTGA
TAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAAGTCACCTTTGAGCCAATTCCCATACATTATTG
CGCCCCGGCTGGTTTTGCGATTCTAAAATGTAGAGATAAGAAGTTCAGTGGAAAAGGAGAATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGACAATATCACGGACAATACTAAAACCATAATAGTACAGCTGAAAGAAGC
TGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATACAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGCACTCTTAATAAAACAAAATGTGAGAACA
CTTTAAAAAAGATAAGTAAAAAATTAAGAGAACAATTTAAAAATAAAACAATAGTCTTTAATCAATCATCAGG
AGGGGACCTAGAAATTGTAACGCACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTA
GCTGTGGAAAAATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCATGATTACATTTGGAATAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAAAATCGCAGATCCAACAAGAA
AAAAATGAACAAGAACTCTTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTAAATAGGGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTTCAGAGCTATTATCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MK114705 
GCTACAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTCTGTG
CATCAGATGCTAAAGCATATGATACAGAGATACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CGACCCACAAGAAGTAGTACTGGAAAATGTGACAGAAAATTATAATATGGGAAAAAATAACATGGTGGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACTCTTAACCCCATTCTGTGTCA
CTTTAAATTGCACTGATGCTAACATCACCAGCACTAATAATAGTAGAGATAAGAAGGAAGGAGAAAGTACATT



GGAGGAGACGAAAGGAGAAATAAAAAACTGCTCTTTCAATATGACTTCAAGCATGAGCGATAAGTCTCAGAAA
CAACGTGCACTTTTTTATAAGCTTGATGTGGTACAAATAGATGAGACTAATAATAATAGTTATAGGTTGATAA
GTTGTAACACCTCAGTCGTCACACAGGCTTGTCCAAAGGTATCCTTTGATCCAATCCCTATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCTGTAGTGTCAACCCAACTGCTGTTAAATGGTAGTCTAGCAGAAG
AAGAAGTAATGATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTGCAGCTGAAGACACCTGT
ACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGGATAAGTATGGGACCAGGGAGAGTAATTTAT
GCAACAGGACAAATAATAGGAGATATAAGAAAAGCACATTGCAACATTAGTAGAGCAGAATGGAATACAACTT
TAAAGCAGATAGTTACACAATTAAGAAAGCAGTGGAATAGAACCATAATCTTTAACTCATCCTCAGGAGGGGA
CCCAGAAATTGTGATGCACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTAGCTGTG
GAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAACACTAGTTGGAGTAATAGATCTTATGAAGATATTTGGAACAACATGACCTGGATGGAGTGGGA
AAAAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAAAATCGCAGAACCAGCAGGAAATAAAT
GAACAAGAACTATTGTCATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTAATATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATCAGCTTGCTCAACGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGAATCATAGGAGTAGTACAAAGAACTTGGAGAGCTTTTATCCACATACCTAGGAGAA
TAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>MK114983 
GCTGCGGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAATACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACATGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAC
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGCAAAATTGACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTAAGAAATGATACTGTAGGAAATCAAACAAATTATCTCAATGAAACTAATAC
AATACAGGGAAGAGAAATGACAAACTGCTCTTTCAATATCACCACAGAGATAAGAGATAAAGTGCGAAAAGAA
TATGCACTTTTTTATAAACTTGATGTCATGCCAATAGATAGGGATAATACAAGTTATACATTGATAAATTGCA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACTCCAGC
TGGTTTTGCAATTCTAAAGTGTAAGGATGAGATGTTCAATGGAACAGGACCATGTAAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAGAGA
TAGTACTTAGATCTGAAAATTTCACAGACAATACTAAAAATATAATAGTACAGCTAAATAGATCTATAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGTGTAGCAGGGAGAGCAATTTATGCAACAGGA
CAGATAATAGGAGATATAAGACAAGCACATTGTAACATCAGTGAGACAGATTGGAATGACACTTTAAGCAAAA
TAGTTGAAAAATTAAGGGAAAAATTTGGAAAAAATAAAACAATAATCTTTAAGCAATCATCAGGAGGGGACAT
GGAAATTGAAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGTCTGTGGAA
AGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGCAATAAATCTTACAGTATCATCTGGGATAACATGACCTGGATGCAGTGGGACAG
AGAAATTCAAAATTACACAGGGATAATATACAACTTACTTGAGGAATCGCAAATCCAACAGGAAAAGAATGAA
AAGGAATTATTAGAACTAGATCAATGGGCAAATTTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAATTTTTGCTGTATTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTCAATACCATAGCTATCGCAGTAGCT
GAGGGAACAGATAGGGTTATAGAGGTAGGACAAAGAATTGGCAGAGCTTTTCTCCACATACCTAGAAGGATAA
GACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MK115065 
GCCAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGACAGAGAAGCATAATGTTTGGGCAACCCATGCCTGTGTACCCACAGACCC
CAGCCCACAGGAAGTAGCATTGGAAAATGTGACAGAAACATTTAACATGTGGAAAAATGACATGGTAGAGCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAACTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATAATTTAAATCTAAATCGCCCTAACAATAATACTTGTAGTAATAATACTAATTATAA
TATAACGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGGAATAAGAGATAGGGTGACAAAA
GAACATGCACTTTTCTATAAACTTGATGTAGTACCAATAGATGAAGGTAGTGGAAATACTACGGGCAAATATA
GGATGATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGAGAATGTAGA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTGAACGGCAGTC
TAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATCTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAA
TAAATCTGTAAAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAAGTATACACATAGGACCAGGGAGG
GCATTTTATGGAACAGACATAATAGGAGATATAAGACAAGCGCATTGTAACATTAGTGGGAAAGATTGGAATG
ACACTTTAAAACAGATAGTTATAAAATTAAAAGAAAAATTTGAGAATAAAACAATAGTCTTTACTCAATCCTC
AGGAGGGGACCCAGAGATAGTGATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTAATGTGCCCTGGAATATTAGTTGGAGCCCTAGATGGAATAGATCTCTAGATGAGATTTGGACTAACAT



GACCTGGAAGCAGTGGGAAAAGGAAATTGACAATTACACAGACATAATATATAACCTAATTGAACAATCACAG
AACCAACAAGAACAGAATGAACAAGACTTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TTACACAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TACTATACTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCAGTTAGCTTGCTCAAC
ACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAGGCTTTAGAGCTATTC
TCCACATACCTACACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MK115195 
GCAGAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCCAAAGCATATGACACAGAGGTACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGAATTAAATGTGACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTACTT
TAAACTGCACTGAGTTGAAGAATAGCACTACTATAAACAATACCAGTAGTATAGAAGAAGGAGAAATGAAAAA
CTGTTCTTTTAATGCCACCACAGCAATAAGAGATAAGGTGCAAAAACAATATGCACTTTTTTATAGACTTGAT
GTAGTACAAATTAAGGATGATAATACCAGCTATAATACCAGATATAGGTTGATAAATTGTAACTCCTCAACCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGACTATGTAAAAATGTTAGCACAGTACAATGTACACAT
GGAATCAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGATGTAGTAATTAGAT
CTAAAAATTTCTCTAACAGTGCTCACACCATAATAGTACAATTAAACGAAACTGTAGAAATTAATTGTACAAG
ACCCAACAATAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATA
GGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGAGACTTTAAAAAAGATAGCTGATA
AATTAAGGGAACAATTTAAAAGGGAGACAATAGTCTTTAACCAATCCTCAGGAGGGGACCCAGAGATTGTAAT
GCACAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTTAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTA
GTTGGAGTAATAAAAATCTGAGTTACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAA
TTACACAGAGATAATATACAACTTAATTGAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGTTTATAGAAGTATTGCAAAGAATTTTTAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>MK115360 
GCTGCAGACAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATAAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCAATGATATTACAATTACCAATAGTACTTATAATGCTAATAATACTAGTGATAGAGGGGA
AATGAAGAACTGCTCTTTCAATATCACCACAAGCATAAGAGGTAAGATGCAGAAAGAATATGCACTTTTTTAT
AAAACTGATGTAGTACCAATAGAGAATAATAGTACCAGCTATACATTAATAAGTTGTAACACCTCAGTCATTA
CGCAAGCCTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAATGTAATGATAAAAAGTTCAATGGAACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAGGAGATAATAATTAGGTCTA
AAAATTTCTCGGATAATGCTAGAAACATAATAGTACAGCTAAATACATCTGTAGAAATCAATTGTACAAGACC
CAATAACAACACAAGAAAAAGTATACATATAGGACCAGGGAAGGCATTTTATGCAACAGGAGCAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAGGGAATTGGAGTAACACTTTAGAACTAGTAGCTAAAAAAT
TAAGAGAACAATTTAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAGATTACAATGCATAG
TTTTATATGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAA
CAGCTCCTGGGAATTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTACTGTGTCTTGGAATACTAGTTGGA
GTAATAAATCCTACAATGATATTTGGAATAACATGACCTGGATGGAGTGGGAGAGGGAAATTGACAATTACAC
AGGATTAATATACAGTTTAATTGAAAAATCGCAAAACCAGCAGGAAAAAAATGAACAAGAATTACTGGAATTG
GATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTATGGTATATAAGATTATTCATAATGA
TAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTACTGTTGCTTCTGTAGTAAACAGAGTTAGGCAGGGATA
CTCACCATTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAGTAGTACAAAGGGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGG
CTTTGCTATAA 
>MK115488 
GCTACAGAAAAATTGTGGGTGACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCGGATGCTAAAGCATATACCACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATCTGAATATTACTAATACCAATAGCAGTAGTAAGGAGGGAAAGATGGCGGAAGA



AATGAGAAACTGCTCTTTCAATATCACCACAGAAATAAGAAATAAGATGCAGAAGGAATATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAGATGATGATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAAGGATAAGAAGTTCAATGGATCAGGACCATGTAAAAGTGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTG
AAAATTTCACGAACAATGCTAAAACCATAATAGTACATCTGAAGGAACCTATACAAATTAATTGTACAAGACC
CAACAACAATACAATGAAAAGTATCCCTCTAGGACCAGGAAGAGCATTCTATGCAACAGGAGCCATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAAAAGCATGGAATAATACTTTAAAACAGGTAGTTGAAAAAT
TAAAAGAACAATATGGGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTATAATGCA
TACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGAT
CAACAGCGCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATGCTAGTT
GGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTA
CACAGACACAATATACACCTTAATTGAAAAGGCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGCTGTGGTACATAAAATTATTCATAA
TGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCTGTACTTGCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTATCGTTTGCTATTAGCTTATTCAATGTCACAGCCATCGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTCTTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAA
GGGCATTGTTATAA 
>MK115745 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTAATAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAAATGCAAGAGGACATAGTCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTACATTGCACTAATTTGACCATTGATCCAAACAATACTGCTAATGCCAATATTAGTGGGAGTTTAGA
GGGGAAAGAAGAAATGACAAACTGCTCTTTCAATGTCACCACAAGCCTAAGAGATAAGAGGAAGGAAGAATAT
GCACTCTTTTATAAACTTGATGTAGTAGCAACAGGTGAAAATAATAACAGCTTTAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGAGAATGTAACAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAGTTAGATCTGCCAATTTCTCAGACAATACTAAGACCATAATAGTACAGCTGAACAAAACTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAGATTGGAATACCACTTTAAACCAGG
TGGCTGAAAAATTACAAGAACAATTTGAGAATACAACAATAGTCTTTAAACCATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGG
TACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATATTAGTTGGAGTAATAGAACTCTGAATAACATTTGGGACAATTTGACTTGGATGCAGTGGGATACAGA
AATTAACAATTACACAAACAGAATATACCAATTACTTGAGGACGCGCAGAACCAGCAGGAAAAGAATGAACAA
GAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTACATAA
AAATATTCATATTAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGTAGTAGCTGAG
GGGACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCTATTGTTAATATACCTACAAGAATAAGAC
AGGGCTTGGAAAGGCTTTTGCTATAA 
>KX587450 
GCTACAGAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCCTCAGATGCTAAAGCACATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACGTGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGAACAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGCG
TCACTTTAAATTGCACTGACTACTTGGGGAACGGGACTGGTACCAATAGTAGTAATAGTTCCACTACTAGTGA
TACCATCCATAGTACCAACAGTAGTATCAAGATGGAGGAAAGAGAATTAAAAAATTGCTCTTTCAATATCACC
ACAAGTATGAGAGATAAGATGAAGAAAGAATATGCAATTCTTTATAAATATGATATAGTACCCCTAGTACCCA
TAGATAATTCTACAAAAAATAATAATTCTAACACAAATTATACTAGCTATAGGTTGACAAGGTGTGACACCTC
AGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTT
GCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGGCCATGTAACAATGTCAGCACAGTACAATGCA
CACATGGAATTAAGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTGAT
TAGGTCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATAAAGCTGTGGAAATTAATTGT
ACAAGACCCAACAACAATACAAGCAAAAGTATACATATAGGACCAGGGAGAGCATTTCATACCCTAGGAGGCA
TAATAGGAGATATAAGACAGGCACATTGTAACATTAGTGAAGTAAAATGGAATAACACTTTACAACAAGTAGC
TAACAAATTAGGAGAACACTTTGGGAATAAAACAATAGTCTTTAAGCCATCCTCAGGAGGGGACCTAGAAATT
ACAATGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCCAGAGTCCTGGCTCTGGAAAGATACC
TAAAGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAA



TGCCAGTTGGAGTAATAAATCCCTGGATCGCATTTGGGAAAATATGACCTGGATGCAGTGGGAAAGAGAAATT
GGCAATTACACAGATGTAATATACAGGTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACGAGAAT
TATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAAT
ATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTT
AGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGGA
CAGATAGGATTATAGAAGTACTACAGAGAATTCTTAGAGCTGTTATTCATATACCTGTAAGGATAAGACAGGG
CTTAGAAAGGGCTTTGCTATAA 
>MK499378 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTGGAAGTATACTAATTGCACTAATTCGGGGAATACTACTACTACCAATACTAA
TTGTACTGATTCAGGGAAGGCTACTAATACCACTGGTGGTGGGAAGAAAGGAAAACTAAAATTGGAAAAAGGA
GAAATAAAAAACTGCTCTTTCTATATCACCACAAGCATAAGAGATAAGGTGCGGAAAGAATATGCACTTTTGT
ATAAACTTGATCTAGTACCAATAAATAGTGATAATGATAATAGGACTAATACCAGTTATAGGTTGATAAGTTG
TAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCG
GCTGGTTTTGCGATTCTCAAGTGTAACGATAAGAAGTTCAATGGAAAAGACAAATGTAAAAATGTCAGTACAG
TACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGA
GGTAGTAATTAGATCTGACAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAAAGACTCTGTAAAA
ATTAATTGTACAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTCTATGCAA
CAGGAGACATAATAGGAGATATAAAAAAAGCACACTGTAACATTAGTAGAGCAGAATGGAATAACACTTTAAA
ACAGGTAGCTGGAAAGTTAGGGAAACAATTTGGGAATAAAACAGTAATCTTTCAGCCTTCCTCAGGAGGAGAC
CCAGAAATTGTGATGCATATCTTTAATTGTAAAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGG
AAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGT
GCCTTGGAATACTAGCTGGAGTAATAAATCTCTGGATGAGATTTGGGGTAACATGACCTGGATGCAGTGGGAA
AAAGAAATTAACAATTATACAGGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATG
AACAAGATTTATTGGCATTAGATAAATGGGCAAGTTTATGGACTTGGTTTGACATATCAAACTGGCTGTGGTA
TATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCACTACCGTTTGCTGTTAGCTTGCTTGATGCCACAGCCATAGCAGTAG
CTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTTAACATACCCACAAGAAT
AAGACAGGGCGCAGAAAGGGCTTTGCTATAA 
>MK169493 
GCTGCAGGCCAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCATCCACCACTCTATTCT
GTGCATCAGATGCTAAAGCACATAATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAAGTGCACAGATAATATAACTACAACTGCTAATGCTACTGCTTATAATGATACTAAAGGAGAGAT
AAAAAACTGCTCTTTCAATGTCACCACAGACAGAAGAGATAAAGTGCAGACAACCTATGCATTGTTTAATAAA
CTTGATGTGGTACCAATAGATAATGAAAATAGAAATGATAGTAGGACTAACTATAGATTAATAAATTGTAATA
CCTCAGTCATTACACAGACCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGG
GTTTGCGCTTCTAAAATGTAATAATAAGACATTCAATGGAACAGGGCCATGTACAAATGTTAGCACAGTACAA
TGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGATAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGATCTCAAAATATCACAGACAATGCTAAAATCATAATAGTACAGCTAAATGAATCTATAGCAATTAA
TTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGCGAGCATTTTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTAAAACAAAATGGGAGAAAACTTTAGAGCAAG
TAGCTGGAAAATTAAGAGAACAATTTGGGACTAATAAAACAATAATATTTAATCAACCCTCAGGGGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAGTTTAAACAGCTTCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAGTCTCTGAATAAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAA
AGAAATTGACAATTACACAGACATAATATATAACTTACTTGAATTAGCGCAAACCCAGCAAGAAAAGAATGAA
CAAGACTTATTAGAATTAGATAAGTGGGTAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGTTTTAAAAATAGTTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGCTCAACGCTACATCTATAGCAGTAGCT
GAGGGGACAGATAGGCTTATAGAAGCAGTACTAAGATTTTGTAGAGCTATTATTCATATACCAGTAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MK169546 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAAACTGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAGTAAGATTGGAAAATGTAACAGAAAATTTTAACGTGTGGAAAAATAACATGGTAGAA



CAGATGCATGAGGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACTTGCAAGGATTGGGTATATACTAATACTAATGCCACTAATACCAATGTCACTAGTGGTACCAC
TGTCACTCCCAGTGCCAATGCCACTAATAGTAGTTGGTTAAAGATAGAGACAGGAGAAATAAAAAATTGCTCT
TTCAATGTCACCACAACTATAAGAGATAGGGTAAAGCAAGAACATGCACTCTTCTATAGACTAGATGTAGTAC
CAATAAATGATAATAATAATGGCAGTAATGGTACATATAGATTGATAAATTGTAATACCTCAGCCATTACACA
GGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAA
TGTAATGATAAGAAGTTCAATGGATCAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTA
GGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAA
TTTCACGGACAATGCTAAGACCATAATAGTGCAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAGC
AACAATACAAGAAAAAGCATACATATAACACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAGACA
TAAGGCAAGCACATTGTAACCTTAGTTTTACAAAATGGAATGAAACTCTGCAACAAGTAGCTAAAAAATTAAA
AGAACAATTTGAGAATAAAACAATAATCTTTAATTCATCCTCAGGAGGAGACCCAGAAGTTGTAATGCACACT
TTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTAAGGGATCAAC
AGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCAACACTGCTGTGCCTTGGAATGCTAGTTGGAG
TAATAAATCTCTGGATGATATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAACTACACA
GGCATAATATACAATTTAATTGAGGAATCACAGAACCAGCAAGAAAAGAATGAACAAGACTTATTGGCATTGG
ATAAGTGGGCAAGTTTGTGGAATTGGTTTGGCATAACACAATGGCTATGGTATATAAAAATATTCATAATGAT
AGTAGGAGGCTTGATAGGTTTAAGAATAGTTTGTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATAT
TCACCATTGTCGTTTGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGAATTA
TAGAAGCAGTACAAAGAGTTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGCGC
TTTGCTATAA 
>MK169551 
GCTGCAGAAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAAACTAAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCAAGGATTGGGTGTATAACAATCCCAATGCCACGAATACCAATGCCACTAATAATAGCAC
TATCACTAATAATAGCACTGTCACTAATAGTACCAATGGCACTAATAGTAGTGGGTTAGAGATAGAGAGAGGA
GAAATAAAAGAATGCTATTTCAATGTCACCACAACTATAAGAGATAAGGTAACGAAAGAACATGCACTCTTCT
ATAGACTAGATGTAGTACCAATAGGAAATAATAAAAGTAGTAGTAACTATAGTACATATAGATTGATAAATTG
TAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCG
GCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGTTCAGGACCATGTAAAAATGTTAGCACAG
TACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGA
GGTTGTAATTAGATCTAAAAATTTCACGGACAATGATGAGACCATAATAGTGCAGCTGAAGGAAGCTGTAGTA
ATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATAACACCAGGGAGAGCATTTTATGCAA
CAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGTTTTGCAAAATGGAATGACACTCTGCA
ACAAGTAGCTAGAAAATTAAAAGAACAATTTGGGAATAAAACAATAATCTTTAATTCATCCTCAGGAGGGGAC
CCAGAAGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGG
AAAGATACCTGAGGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGT
GCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGACATTTGGCAGAATATGACCTGGATGCAGTGGGAA
AAAGAAATTGACAATTACACAAACATAATATACAATTTAATTGAAGAATCACAGAACCAGCAAAAAAAGAATG
AACAAGACTTATTGGCATTAGATAAGTGGGCAAGTTTGTGAAATTGGTTTGGCATAACACAATGGCTATGGTA
TATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTTAGAATAGTTTGTGCTGTACTTTCTATAGTA
AATAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAG
CTGAAGGGACAGATAGAATTATAGAAGCAGTACAAAGAGTTTTTAGAGCTTTTCTCCACATACCTAGAAGAAT
AAGACAGGGCTTGGAAAGCGCTTTGCTATAA 
>MK169676 
ACTGCAGAAAATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATTTGAAACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTAAATTGCACTGATGCCCCGCTCTGTGTTACGTTAAATTGCACTGATGATTGGGAGAAGCATGAGAC
CAAGGTCACTAATAGTAGTGAGAAAGAGATGGGGAAAGGAGAAGTAAAAAACTGCTCTTTCAAGGTCACCACA
AGTGTAAAAGATAAGGTACGGAAAGAATATGCACTTTTTTATAAACTAGATGTAGTACCAATAGAGAATAATA
ATGATAGTAATAGCTATAGTACATATAGATTGATAAATTGTGATACCTCAGTCATTACACAGGCCTGTCCAAA
GGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAG
ACATTCAGTGGAAAAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGT
CAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATCAGATCTGAAAATTTCACGGACAA
TACTAAAACCATAATAGTGCAACTGAATGAATCTGTAGTAATTAATTGTACAAGACCCCACAACAATACAAGG
AGAGATATACATATAGGACCAGGGAAAGCATTTTATGCAACAGGAGCGGTAATAGGAGATATAAGACGAGCAC



ATTGTAGCCTTAGTAGTACAAAATGGAATAACACTCTGCAACAAATAGTTAGAAAGTTAAAAGAACAATTTGG
GAATAATAAAACAATAATCTTTAATTCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGT
GGAGGGGAATTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGG
GGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATC
TCTGGATGACATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAACTACACAGGCATAATA
TACAATTTAATTGAAGAATCACAGAACCAGCAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAGTGGG
CAAGTTTGTGGAATTGGTTTGGCATAACACAATGGCTATGGTATATAAAAATATTCATAATGATAGTAGGGGG
CTTGATAGGTTTAAGAATAGTTTGTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTG
TCGTTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGAATTATAGAAGCAG
TACAAAGAGTTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTATA
A 
>MK169581 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCGGCCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCAAGGATTGGGTGTATAATAATCCCAATGCCACTAATAATACCAATGCCAATAATAATAC
CACTGTCACTAATAGTACCAATGTCACTAATAGTAGTGGGTTAGAGATAGAGAAAGGAGAAATAAAAGATTGC
TTTTTCAATGTCACCACAACTATAAGAGATAGGGTAAAGCAAGAACATGCACTCTTCTATAGACTAGATGTAG
TACCAATAGAGAATAATAGTAGTAGTGGTAACTATAGTACATATAGATTAATAAATTGTAATACCTCAGCCAT
TACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATT
CTAAAATGTAATGATAAGAAGTTCAATGGATCAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATG
GAATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATC
TAAAAATTTCACGGACAATGCTAAGACCATAATAGTGCAGCTGAATGAATCTGTAGTAATTAATTGTACAAGA
CCCAGTAACAATACAAGAAAAAGTATAAATATAGTACCAGGGAGAGCAATTTATGCAACAGGAGAGATAATAG
GAGATATAAGACAAGCACATTGTAACCTTAGTATTACACAATGGAATAAAACTCTGCAACAAATAGCTAGAAA
ACTAAAAGAACAATTTGAGAATAGAACAATAATCTTTAATTCATCCTCAGGAGGGGACCCAGAAGTTGTAATG
CACACCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTAAGGG
ATCAACAGCTCCTGGGGATTTGGGGGTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAG
TTGGAGTAATAAATCTCTGGATGACATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAAT
TACACAAGCCTAATATACAATTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGACTTATTGG
CATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGGCATAACACAGTGGCTATGGTATATAAAAATATTCAT
AATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTGTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAG
GGAGCTGTTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGAATTATAGAAGCAGTAC
AAAGAGTTTTTAGAGCTTTTCTCCATATACCTAGAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTATAA 
>MK169545 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTTT
GTGCCTCAGATTCTAAAGCATATGAAACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGCG
TTACTTTAAATTGCACTGATGGTTGGAGGAATAATACCAATGTCACTAATAGTAGTTGGAAAGAGATGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAATATAAAAGATAAGGTACAGAAAGAACATGCACTT
TTTTATAAACTAGATGTAGTACCAATAGAGAATAATAATGATAGTAGTAACTATAGTACATATAGATTGATAA
ATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACGTTCAGTGGAACAGGACCATGTAATAATGTTAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAACAGAAG
AAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTGCAGCTGAATGAATCTGT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGATATCATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTACAAAATGGAATGACACTC
TGCAACAAATAGTTAAAAAATTAAAAGAACAATTTGGGAATAATAAAACAATAACCTTTACTTCATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTACTG
GCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGCCATTTGGGATAACATGACCTGGATGGA
GTGGGAAAAAGAAATTGGCAATTACACAAGCATAATATACACTTTAATTGAAGAATCGCAGAACCAGCAAGAA
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TATGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTATGCTGTACTTTC
TATAGTAAATAGAGTTAGGAAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCAATA
GCAGTAGCTGAAGGGACAGATAGAATTATAGAAGCAGTACAAAGAATTTTTAGAGCTGTTCTCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGCGCTTTGCTATAA 
>MK169677 



GCTGTAGATCAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAGAGGATATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGTACTAATCTGAATAAAACCAATAGCAATAATCTAACAACAGAAGAGAGAGAAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAGGGTGACGAAAGAACATGCTCTTTTTTATCGCCTT
GATATAGTACCATTAGATAACAACAGCTATACATTAATAAGTTGTAATACCTCAACCATTACACAGGCCTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCACCTGCTGGTTTTGCGATTCTAAAATGCAACAA
TAAAACATTCAATGGAAGTGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTA
GTAACAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTTATGATTAGATCTAAAAATTTCTCAA
ACAATGCTAACACCATAATAGTACAGCTGAATGAGTCTGTAGTAATTAACTGTACAAGACCTAACAACAATAC
AAGAAGAGGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGACATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTAGAGGAAAATGGAATAACACTTTAAAACAGGTAGTTAAAAAACTAAAGGAACAAT
TTAATACAACAACAATAATCTTTAAGCCCTCCTCAGGAGGGGATCCAGAAATTGTAATGCACAGTTTTAATTG
TGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTG
GGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAT
CTATGGATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTATACACACATAAT
ATACAGCTTAATTGAAGACTCACAGAACCAGCAGGAAAAGAATGAACAGGACTTATTGGCATTGGATAAATGG
GCAAATTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAGTTTTTACTATACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCACT
ATCGTTGACTGTTAGCTTGTTCAACGCCATCGCCATTGCAGTAGCTGAGGGGACAGATAGGATTTTAGAAGCA
GTACAAAGATTGGGTAGGGGTATTCTTCATATACCTAGAAGAATAAGACAGGGCTTAGAAAGACTTTTGCTAT
AA 
>MN090376 
GCAGAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTTGTG
CATCAGATGCCAAAGCATATGACACAGAGGTACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGAATTAAATGTAACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTACTT
TAAACTGCACTAACATCAATAGCACTAATATAAACAATACCAATAGTATAGAAAGAGAAATGACAAACTGCTC
TTTTAATGTCACCACAGTCATAAGAGATAAGGTGCAAAAACAATATGCACTTTTTTATAAACTTGATGTAGTA
CAAATTAAGGATGATAATACCAGCTATAATACCAGCTATAGGTTGATAAATTGTAACTCCTCAACCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAAGGATAAGAATTTCAATGGAACAGGACTATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGATGTAGTAATTAGATCTAAAA
ATTTCTCTAACAGTGCTCAAACCATAATAGTACAATTAAACGAAACTGTAGAAATTAATTGTACAAGACCCAA
CAATAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGAGACTTTAAAAAAGATAGCTGATAAATTAA
GGGAACAATTTAAAAGAGAGACAATAGTCTTTAACCAATCCTCAGGAGGGGACCCAGAGATTGTAATGCACAG
TTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTTAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGA
GTAATAAAAATCTGAGTTACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACAC
AGAGGAAATATACAACTTAATTGAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTG
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGTTT
ATAGAAGTATTGCAAAGAATTTTTAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>MN090399 
GCAGAGAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCCAAAGCATATGACACAGAGGTACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGAATTAAATGTGACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTACTT
TAACCTGCACTGAGTTGAAGAATAATAACACCAATAGCACTACTATGAGCAATACCAGTAGTATAGAAGAAAG
AGAAATGACAAACTGCTCTTTTAATGTCACCACAGCAATAAGAGATAAGGTGCAAAAACAATATGCACTTTTT
TATAGACTTGATGTAGTACCAACTAAGGATGATAATACCAGCTATAGGTTGATAAATTGTAACTCCTCAGTCA
TCACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGACTATGTAAAAATGTTAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGCCTAGCAGAAGGAGATGTAGTAATTAGAT
CTAAAAATTTCTCTAACAGTGCTCAAACCATAATAGTACAATTAAACGAAACTGTAGAAATTAATTGTACAAG
ACCCAACAATAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATA



GGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGAGACTTTAAAAAAGATAGCTGATA
AATTAAGGGAACAATTTAAAAGTAAGACAATAGTCTTTAAGCAATCCTCAGGAGGGGACCCAGAGATTGTAAT
GCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTTAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTA
GTTGGAGTAATAGAAGTCTGAGTTACATTTGGAATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAA
TTACACAGAGGTAATATACAACTTAATTGAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGTTTATAGAAGTATTGCAAAGAATTTTTAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>AY835781 
GCTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGACAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAAATTGCACTGATAAATTGAGGAATGATACTAATACCAATAATAGTAGTTGGGGAAAGATGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGACAAGGTGCCGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATTGATAATGATAATACTAGCTATAGGTTGATAAATTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTGGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGACAATCTCACGGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTAGAAATTAATTGTAC
AAGACCTAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGACAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTACAACAGATAGTTA
TAAAATTAAGAAAACAATTTGAGAATAGAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTGT
AATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
CAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
GTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAA
CAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGCGAATAGAGTTAG
GCAGGGATATTCACCATTATCATTAGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAATTAGTACAAGCAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAGTGAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>M17451 
GCTGCAGAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGAAGCTAAAGCATATAAAACAGAGGTACATAATGTCTGGGCCAAACATGCTTGTGTACCTACAGA
CCCCAACCCACAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCTAACTTGAATGGTACTAATGTCACTAGTAGTAGCGGGGGAACAATGATGGA
GAACGGAGAAATAAAAAACTGCTCTTTCCAAGTTACCACAAGTAGAAGAGATAAGACGCAGAAAAAATATGCA
CTTTTTTATAAACTTGATGTGGTACCAATAGAGAAGGGTAATATTAGCCCTAAGAATAATACTAGCAATAATA
CTAGCTATGGTAACTATACATTGATACATTGTAATTCCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAAT
GGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGGACAATGTTAAAAC
CATAATAGTACAGCTGAATGCATCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATA
ACTAAGGGACCAGGGAGAGTAATTTATGCAACAGGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACC
TTAGTAGAGCACAATGGAATAACACTTTAAAACAGGTAGTTACAAAATTAAGAGAACAATTTGACAATAAAAC
AATAGTCTTTACGTCATCCTCAGGAGGGGACCCAGAAATTGTACTTCACAGTTTTAATTGTGGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGAT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATATGAT
TTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCATAATATACAACTTACTT
GAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGA
ATTGGTTTGACATAACACAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCT
AAAAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTT
AGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAGCACAAAGAATTC
TTAGAGCTTTTCTTCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>AY835779 



GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTTGAAGAATGATACTAATACCAATAGTAGTAGCGGGGAAATGAAGGAGAAAGG
AGAAATGAAAAACTGCTCTTTCAATATCAGCACAAGCATAAGAGATAAGGTGCAGAAAGAACATGCACTTTTT
TATAAATTTGATATAGTACCAATAGATAATGATACTACTAGATATAGGTTGATAAGTTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTCAAGTGTAACGATAAAAAGTTCAATGGAAAAGAACTATGTAAAAATGTTAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAGTAATTAGAT
CTGAAAATTTCACGAATAATGCTAAAACCATAATAGTACAGCTGAATCAATCTGTAGAAATTAATTGTACAAG
ACCCAACAACAAGAAAGTAAGAAGGATACATATAGGACCAGGGAGAGCATTTTATACAACAGGACAAATAGTA
GGAAATATAAGACAAGCACATTGTAACCTTAGTAGAACAAAATGGAATGACACTTTAAAACAGATAGTTAGTA
AATTAAGAGAACAATTTGGGAATAATAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAGATCTCTGGATACGATTTGGCATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
TAATTACACAGGCTTAATATACTCCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTGTATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>M38431 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCGGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGCAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATTTGACGAATGCTACTTATGCCAATGGTAGTAGTGAGGAGAGAGGAGAAATAAG
AAATTGCTCTTTCAATGTCACCACAATCATAAGAAATAAGATACAAAAAGAATATGCACTTTTTTATAGACTT
GATATAGTACCAATAGATAAGGATAATACAAGCTATACATTGATAAATTGTGACACCTCAGTCATTACACAGG
CTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTTAGTACAGTACAATGTACACATGGAATTAAA
CCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAGTAATTAGGTCTGAAAATT
TCACGAACAATGTTAAAACCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAGGTATAGCTATAGGACCGGGGAGAACACTCTATGCAAGAGAAAAAATAATAGGAGATATA
AGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTAAAACAGATAGTTACAAAATTAAAAG
AACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAAGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCTGGATAAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGG
CTTAATATACACCTTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTAGCACAAAGAATTTGTAGGGGTATCCTCCATATCCCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTT
TGCTATAA 
>U90935 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTG
GTGCATCAGATGCTAAAGCATATGATACAGGGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTTGAGGAATGATACTAATACCACTAGTAGTAGCGGAGGAGGGATGGAGGG
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGAATAGGAAATAAGGTGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGATAATACTACTACCAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGGTTTTGC
GCTTCTAAAATGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGACCAGTAGTATCCACTCAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGAAAATTCCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTAC
AAGACCCAATAACAATACAAGAAAAAGTATACATATAGGGCCAGGGCAGGCATTATATGCAACAGGAGCTATA



ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAAACAGATAGTTA
AAAAATTAAAAGTACAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTAGATAAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAAGCTTAATATACTCCCTAATTGAAGAATCGCAGAACCAACAAGTAAAGAATGAACAAGAATTA
TTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTACATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTCTTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCTATTCTCCACATTCCTGCAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>M17450 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAGGAATGATACTAGCACCAATGCTACTAATACCACTAGTAGTAATCGGGG
AAAGATGGAGGGAGGAGAAATGACAAACTGCTCTTTCAATATCACCACAAGCATAAGAAGTAAGGTACAGAAA
GAATATGCACTTTTTTATAAACTCGATGTAGTACCAATAGATAATACGAGCTATACGTTGATAAATTGTAACA
CCTCAGTCATCACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCGGTGGTT
TGCGATTCTAAATTGTAATAATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCACCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAC
TTAGGTCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGAAATTAATTG
TACAAGGCCCAACAACAATACAACAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAAACAGATAG
TTATAAAATTAAGAGACCAATTTGAGAATAAAACAATAATCTTTAATCGATCCTCAGGAGGAGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTTTGGACAAGATTTGGGGTAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTCGTCAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAATTATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCAATAA 
>AY352275 
GCTGCAGAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCCCAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAGTCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTTGGGGAATGCTACTAATACCAACAATAGTAGTGGGGGAACGGTGGAGAA
AGAAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGCATAAGAGATAAGGTACAGAAGGCATATGCATAT
TTTTATAAACTTGATGTAGTACCAATAGATGATGATAATACTAATACCAGCTATAGGTTGATACATTGTAATT
CCTCAGTCATTACACAGACCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATAATAAGAAGTTCAGTGGAAAAGGTCAATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGACAATTTCACGAACAATGCTAAAACCATATTAGTACAGCTGAATGTATCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATAGAAGAAGAAGGATAACTAGTGGACCAGGGAAAGTACTTTATACAACAGGA
GAAATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAGCAAAATGGAATAAAACTTTAGAACAGG
TAGCTACAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTATTTAAACAATCCTCAGGAGGAGACCCAGA
AATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAAGCTTAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAA
GAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAA
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTGGGTAGAGCTATTCTCCACATACCTACAAGAATAAGAC
AGGGCTTTGAAAGGGCTTTGCTATAA 
>AY835769 



GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTTGTATTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAACTGCACTGACTTGAAGAATGACACTAATATCAGTATTGGTAGCGGGGGAACAATGGAGAAAGG
AGAAATGACAAACTGCTCTTTCAATGTCACCACAGAAATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACAAATAAATGATGATGATAAGGATAATACCAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGCTTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGCACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGCTAACCTCACGGACAATACTAAAACCATAATAGTACAGCTGAACGAATCTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTATAACAAAATGGAATGACACTTTAAAACAGA
TAGTTACAAAATTAAGAAAACAATTGGGGAAGAATGAAACAGTAGTCTTTAAGCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGTATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAG
AGAAATTGACAATTACACAAGCTTAATATACTCCCTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATA
TAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCGTAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTATAGAGCTTTTCTCCACATACCTGTAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>M38430 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCATTGATTATTTGAATGCTACTAATACCACTAGTAGTAACGGGACAAAGATGGAGAGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAAAGAATCTGCGCTTTTT
CATAAACTTGATGTAGTACCAATAGATAATAATAATACCAGCTATATATTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAAGATAAGAAGTTCAATGGAAAAGGAACATGTAAAAACGTCAGCACAGTACAATGTACACAT
GGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGACAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGAAATTAATTGTACAAG
ACCCAACATCTATAGAAAAGGAAGGATACATATAGGACCAGGGAGAGCATTTCATACAACAAGACAAATAATA
GAAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGGAGGACACTTTAAAACAGATAGTTGAAA
AATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGGGGGGGACCCAGAAATTGTAAC
ACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTGGAGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAAGCTTAATATACACCTTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGGGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTATTACAGAGAGCTTTTAGAGCTATCCTTCACATACCTAGAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>AB221005 
GCTGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGTAAGCGGGGGAATGATGGGGGGAGGAGAAATGAAAAATTGCTCTTTCAATATCAC
CACAAACATAAGAGGTAAGGTGCAGAAAGAATATGCACTTTTTTATGAACTTGATATAGTACCAATAGATAAT
AAAAATGATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTG
AGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAATAAGTTCAATGG
AAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTG
CTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCCGAAAATTTCACGAACAATGCTAAAACCA
TAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAA
TATAGGACCAGGCAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTT



AGTAGAGCAAAATGGAATGACACTTTAAATAAGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAA
TAGTCTTTAAGCACTCCTCAGGAGGAGACCCAGAAATTGTGACGCACAGTTTTAATTGTGGAGGGGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGC
TCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAAGATTT
GGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAGCATAATATACAGCTTAATTGA
AGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAAT
TGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAA
GAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAG
CTTGCTCAATACCATAGCCATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGTT
AGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY357406 
GCTGCAGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATGTGAGGAATGTTACCTATAATGCTACCAATACCAATAGTAGTTGGGGGGA
ACCGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAA
CAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAGTAATAATACCAACTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACGAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATGGTACAGCTGAATGTATC
TGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACCTATAGGACCAGGGAGAGCATTT
TATACAACAGGAGATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCACAATGGAATAACA
CTTTAAAACATATAGTTGAAAAATTAGGAAAACAATTTGGAAATAATAAAACAATAGTCTTTAATCATTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGAATGAGATTTGGAATAACATGACCTGGAT
GGAATGGGAAAAAGAAATTGACAATTACACAAACTTAATATACAACTAACTTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGCTTGCTCAACGCCACAGCC
GTAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCATTACAAAGAGCTTGTAGAGCTATCCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>AF025758 
GCTGAAGAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAACGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGGGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAATACTACTACTACCACTAATAGTAGCACTGATTCGACTGTTAGTAGTAG
CGGGGAAACGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACATCCATAAGAGATAAGGTA
CAGAAAGAACATGCACTTTTTTATAAACTTGATATAGTACCAATAGATAATAATGATAATAATACTGATACTA
GCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTGGCGATTCTAAAGTGTAAAGACAAGAAGTTCAATGGAACAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACA
GCTGAACGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCA
GGGGGAGCATTTTATACAACAAAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTATAGCAAAAT
GGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCA
ATCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCA
TTTGCACCACTAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTT
AATTGAAGAATCGCAGGACCAACAAGAAAAGAATGAACAAGGGTTATTGGAATTAGATAAATGGGCAAGTTTG
TGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAG
GTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGC
TGTTAGCTTGCTCAATGCTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGA
GCTGGTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF025764 
GCTGCAGAACCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACC



CACAGACCCCAGCCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGTCTAAAACCATGTGTAAAATTAACCCCAC
TCTGTGTTACTTTAAATTGTACTGATGAGTTAAACAATGTCACTAGTAGGATTGGGGAAAAGATGAAGGGAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGACAAAAAATATGCACTTTTTTATA
AACTTGATGTAGTACCAATAGATAATGATAATACTACTACCAATACCACTGCCAACTATAGGTTGATAAATTG
TAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCG
GCTGGTTTTGCAATTCTAAAGTGTAAAGATAAGAAGTTCAATGGGAAAGGACTATGTACAAATGTCAGCACAG
TACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGGAGAAGA
GGTAGTAATTAGATCTGACAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGCTGTAGAA
ATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATACAACCAGGGAGAGCATTTTATACAA
CAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAGCAAATTGGAATAACACTTTAAA
ACAGATAGTTATAAAATTAAGACAACAGTTTAATAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGAC
CCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGG
AAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGT
GCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAACATGACCTGGATGGAGTGGGAA
AGAGAAATTGACAATTACACAAGCTTAATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATG
AACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTA
TATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTCTACTGTACTTTCTATAGCA
AATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGTAGTAG
CTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTATAGAGCTTTTCTCCACATACCTAGAAGAAT
AAGACCGGGCTTAGAAAGGGCTTTGCTATAA 
>AF025751 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATCGCACTGATGATTTGAAGAATGCTACTAATACCACTAATAGTAGTGGGGAAATGGAAATGAG
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAAATAATAATAATAATACCACTACCAGTTATAGGTTGATAAATTGTAACA
CCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCCATTCCCATACATTACTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTTAATGGAACAGGACCATGTACAAGTGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAGAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAGAGTAA
TTGTACAAGACCCAACAACAATACAAGGAAAAGTATACCTATAGGACCAGGGAGAGCATTCTATACAACAGGA
GAAATAATAGGAGAAATAAGACAAGCACATTGTAACCTTAGTAGAACAAAATGGGATAACGCTTTACAACAGA
TAGCCAAAAAATTAGGGAAACAATTTGGGACTAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACACTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGCATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAAGCTTAATATACACCCTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTA
GAATTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGTTACTCACCATTATCGTTTGCTGTGAGCTTGCTCAATGCCACTGCTATTGCTATAGCTGAG
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGTAGAGCTATTCGCCACATACCTGTTAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>U69584 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTAAAAAATGCTACTGTAAAAAATGCTACTAATACCAATAATAGTAGCTG
GGGAGGGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACTAGCATAAGAGATAAGGTGCAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGCTGATAATAATAATATTACTACTA
ACTATACCAGCTATAGATTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGA
ACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCCAAAACCAT
AATAGTACAGCTGGATGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAT
ATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCTCATTGTACCCTTA
ATAGAACAGAATGGAATAACACTTTAGCAAAGATAACTGAAAAATTAAGAGAACAATTTGGGAATAACATAAC



AATAGTCTTTAATCACTCCTCGGGAGGGGACCCAGAAATTGTAATGCACAGTTTTATTTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGAGAT
TTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAAACCTAATATACACCTTAATT
GAAGAATACCGGAACCAGCAAGAAAAGAATGAACAAGCATTATTGGAATTAGATAAATGGGCAAGTTTGTGGA
ATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTT
AAGAATAGTCTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCAGTT
AGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTT
GTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY835778 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACCGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTGATTTGAAGAATATTACTAATACCAATAGTAGTAATTGGGAAAAGATGGAGGAAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTACAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAATGCCAATAGATAATGATAATACAAGCTATACTTTGATAAATTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGCATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCGATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAATTAAAT
CTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATCCGTATAGGACTGGGGAGAAGATTTTATGCAACGAAAATAATAGGA
GATATAAGGAAAGCACATTGTAACATTAGTGAAAAGAAATGGAATGACACTTTAAGACAGGTAGTTATAAAAT
TAAGAGAACAATTTGGGAATAGAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGAATGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAGATTGACAATTA
TACAAACTTAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGCAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTTTAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCATTTGCTGTTAACTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGC
GTTATAGAAGTAGTACAAAGAATTTGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GGGCTTTACTATAA 
>AY835775 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTATTGCAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATCTGGGGAATACTACCACTAGTAGGAATACTACTACTAATACCACTAGTAG
TAGCGATGGAGTGATGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAAGCATAAGAGATAAG
GTGCAGAAACAATATGCTTCTTTTTATAACCTTGATATAGTACCAATAGATAAGGAGAATAACAGCTATAGGT
TGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGAAAATCTCACGGACAATGCCAAAACTATAATAGTACAGCTGAACGA
ATCTGTAGAAATTAATTGTATAAGACCCAACAACAATACAATAAAAGGTATACATATAGGACCAGGGAGAGCA
TTTTATACAACAGGACAAATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATA
ACACTTTAATACAGATAGCTAAAAAATTAAGCGAACAATTTGGGAATAGAACAATGATCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAACGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTTTGGATGAGATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTACTTGAAAAATCGCAAAACCAACAA
GAAAAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAAGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTATACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAGCTTTTAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY835749 
GCTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTAGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGTACTGACTTCTCGAGGAATGGTACTAAGACCAATAGTAGTAGCGAGAGAACAATGGAGAA
AGGAGAAGTAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCGCTT
TTTTATAAACTTGATGTAGTACCAATAGATGATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGCGAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAGTAATTA
GATCTGCCAATTTCACGGACAATACTAAAAACATAATAGTACAGCTGAATGAATCTGTAACAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTATAACAAAATGGAATGACACTTTAAAACAGATAGTTA
TAAAATTAAGAGAACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGTATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAGAACGACCTGGATGGAGTGGGAAAGAGAAATTAA
CAATTACACAGACTTAATATACACCTTAATTGAAGACGCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTA
TTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAGAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGGTGTTCTCCACATACCTAGAAGAATAAGACAGGGCT
TGGAAGGGGCTTTGCTATAA 
>AY426119 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGTTACTAATATCAATAATAGTAGTGAGGGAATGAGAGGAGAAAT
AAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGAAGAAAGACTATGCACTTTTTTATAGA
CTTGATGTAGTACCAATAGATAATGATAATACTAGCTATAGGTTGATAAATTGTAATACCTCAACCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAA
GTGTAAAGACAAGAAGTTCAATGGAACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAGTA
ATTTCACAGACAATGCAAAAAACATAATAGTACAGTTGAAAGAATCTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGGAAAAGTATACATATAGGACCAGGAAGAGCATTTTATACAACAGGAGAAATAATAGGAGAT
ATAAGACAAGCACATTGCAACATTAGTAGAACAAAATGGAATAACACTTTAAATCAAATAGCTACAAAATTAA
AAGAACAATTTGGGAATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCTCTGGAACAGATTTGGAATCACACGACCTGGATGGAGTGGGACAGAGAAATTAACAATTA
CACAAGCTTAATACACTCCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAA
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAATTATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATATTCACCATTATCGTTTGCTGTTAACTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTATTACAAGCAGCTTATAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GGATTTTGCTATAA 
>AY426125 
GCTGTAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAATTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAAAGATGTGAATGCTACTAATACCACTAGTAGTAGTGAGGGAATGATGGAGAGAGGAGA
AATAAAAAACTGCTCTTTCAATATCACCAAAAGCATAAGAAATAAGGTGCAGAAAGAATATGCTCTTTTTTAT
AAACTGGATGTAGTACCAATAGATAATAAGAATAATACCAAATATAGGTTAATAAGTTGTAACACCTCAGTCA
TTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGACAATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAAAGGTTGTAATTAGAT
CTGACAATTTTACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAAAAATTAATTGTACAAG
GCCCAGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCACAATGGAATAACACTTTAAAACAGATAGTTGAAA
AATTAAGAGAACAATTTAATAATAAAACAATAGTCTTTACTCACTCCTCAGGAGGGGATCCAGAAATTGTAAT



GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGATAGTATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGAGAA
TTACACAAACACAATATACACCCTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTAGTACAAAGAGTTTATAGGGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>AF025759 
GCTACAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTGAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAAATTTAACATGGGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCAATAGTAGCAGCGAGAGGACGATGGAGAGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCTCAAGCATAAGAGATAAGGTGCAGAAAGAATACGCACTTTTT
TATAAACTTGATGTAGTACCAATAGATAATGATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCA
TTAAACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACACAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAAGAATCCATAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAAACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTAAAACAGATAGTTATAA
AATTAAGAGAACAATTTGGGAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAC
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGGATACAATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAA
TTACACAAACTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAGTTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATATTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAAGGGACAGAT
AGGGTTATAGAAGGAGTACAAAGAATTTGTAGAGCTATTCTCCACATACCTAGATGAACAAGACAGGGCTTAG
AAAGGGCTTTGCAATAA 
>AF025761 
GCTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGATGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTCGGGAATAATACTAATACCAATATTAGTAGCTGGGAAAGGATGGATGA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAGATAATGATAATAATAATACCAGGTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGGCCATGTAAAAAGGTCAGCACAGTGCAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAAGGAATCTGTAGTCATTAATTG
TACAAGACCCAACAACAATACAGGAAAAAGTATAAATATAGGACCAGGGGGAGCATTTTATACAACAGGAAAA
ATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAGCACAATGGAATAACACATTAAAACAGATAG
TTGAAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAAT
TGAAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGGGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAAT
TAACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAACTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTACACATACCTACAAGAATCAGACAGG
GCTTGGAAAGGGCTTTGCAATAA 
>AF025749 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATGATTTGAATAATGCTACTAACACCAATAGTAGTAGTAGGTGGTGGGAAAAGAT
GGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGGACAAGAACTAGGGTGCAGAAAGAATAT
GCACTTTTTTATAAACTTGATGTAGTACCAATAGGTAATAATAGTAATACTACCAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCAATACATTATTGTACCCC
AGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGCACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGAACAGTGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGA
AATTAATCGTACAAGACCCAACAACAATACAAGAAGAAGTATAAATATGGGACCAGGGAAAACATTATATACA
ACAGATATCATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACCTTAAAAC
AGATAGTTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATGCGAGTTGGAGTAATAAATCTCTGACTGACATTTGGGATAACATGACCTGGATGGAGTGGGAGAG
AGAAATTAACAATTACACAAGTTTAATATACACTTTAATTGAAGAATCGCAGATCCAGCAGGAAAAGAATGAA
CAAGAATTGTTGGGATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTACTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTTGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAGTGA
GACAGGGCTTGGAAAGGGCTTTGTTATAA 
>AF025750 
GCTGCAGGCCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATATGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTTGAGGAATGCTACTAATACCACTAGTAGTAGCGGGGAAATGATGGAGAGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAAATGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAGATACTAATAATACTAATACCAGCTATAGGCTGGTAAGTTGTAACACCT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAATAATAAGACGTTCAATGGGAGCGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATATCACGAACAATGCTAAAACCATAATAGTACAGCTGAAAGAACCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGACACTTTAAGACAGATAG
CTAAACAATTAAGAGAACAATTTAAAAATAAAACAATAATCTTTAATCAATCCGTAGGAGGGGACCCAGAAAT
TGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGATACGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGGTTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTGTTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTGTAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>AF025752 
GCTACAGAAAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTGACTTGAAGAATGCTACTAATACCACTAATACCAATAGTAGTGGATGGAAAATGAT
GGAGCCAGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAAGAATAAGAGATAAGCCACAGAAAGAATAT
GCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATGATAATACTAGTACCAGTTATAGGTTGATAAGTT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTGTCTTATGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAGGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGACAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAAAGAAGCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAAAGCACTTTATACA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAA
AACAGATAGTTACAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCGATCCTCAGGAGGGGA



CCTAGAAATTGTAACGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTTACAATGATATTTGGAAGAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTACACAGGCTTAATATACCATTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAAT
GAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATCACAAATTGGCTGCGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCGTTATCGTTTGCTATTAGCTTGTTCAATGCCACAGCCATAGCAGTA
GCTGGGGGGACAGATAGGGTTATAGAAGTATTACAAAAAGCTTGGAGAGCTTTTCTCCACATACCTACAGGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF025756 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCATTGATCTGAGAAATGATACTAATACCACTAGTAGCAGCGGGGAAACGATGGAGAGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTG
CATAAACTTGATGTAGTGCCAATAGATAATGATACCAGCTATAGGTTAGTAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCT
AAAATGTAATGATAAAAGGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACCGCTGTTAAATGGTAGTTTAGCAGAAAAAGAGGTAGTAATTAGATCTG
ACAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGAAATTAATTGTATAAGACC
CAACAACAATACAAGAAAAAGCATAAATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTGAAGCAAAATGGAATCACACTTTAGAACAGATAGCTAAAAAAT
TAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGTA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAAAACTAGTT
GGAGTAATAAATCCCTAGAAAAGATTTGGAACAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTA
CACAAGTTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
CGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATGGATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCGCATACCTGCAAGAGTAAGACAGGGCTTGGAAG
GGACTTTGCTATAA 
>M93258 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTTAAGGAATGCTACTAATACCACTAGTAGTAGCTGGGAAACGATGGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTACAGAAAGAATATGCACTTTTT
TATAACCTTGATGTAGTACCAATAGATAATGCTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
ATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAA
ATTTCACAAACAATGCTAAAACTATAATAGTACAGCTGAACGAATCTGTAGTAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTGTATACAACAGGAGAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACCTTAGTAAAACACAATGGGAAAACACTTTAGAACAGATAGCTATAAAATTAA
AAGAACAATTTGGGAATAATAAAACAATAATCTTTAATCCATCCTCAGGAGGGGACCCAGAAATTGTAACACA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGAATGAAATTTGGGATAACATGACTTGGATGAAGTGGGAAAGAGAAATTGACAATTA
CACACACATAATATACTCCTTAATTGAACAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGCA
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGG
GTTATAGAAATATTACAAAGAGCTTTTAGAGCTGTTCTTCACATACCTGTAAGAATAAGACAGGGCTTGGAAA
GAGCTTTGCTATAA 
>AY835758 
GCTGCAGGACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACAACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTACTGGGGGAATAATACCACTGAGAATGCTACTAATACCACTGTTGGTAGCGA
GGGAATACAAAAGGGAGAAGCAATGAAAAACTGCTCTTTCAATATCACCACAAGTATAAGAGATAAGGTGCAG
AAAGAATATGCACTTTTTTATAACCTTGATGTAGTACAAATAGAAAGTGAGAATGATAATACCAGTTATAGGT
TGATAAGTTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGGTAGTGATTAGATCTGAAAATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAGAAA
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACCAGAAAAGGCATACATATAGGACCAGGGAGAGCA
TTTTATACAACAGGAGAAGTAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCACAATGGAATA
ACACTTTACAACAGATAGTTGCAAAATTAAGAGAACAATATAAGAATAAAACAATAGTCTTTAATCAATCCTC
AGGAGGGGACCCAGAGATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCAAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTACGATGACATTTGGGATAATATGACCTGGAT
GCAGTGGGAAAAAGAAATTGGCAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TGCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGCTTGCTCAACGCCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAATTTTTAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGAGTTTGCTATAA 
>L02317 
GCTGCAGGGAATTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTATACCCACAGA
CCCCAACCCACAAGAGATAGTATTAGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATGAGTTGAAGAATGCTACTAATACCACTAGTACTAATACCCCTAGTGGTAGCTG
GAAAAAGATGGAAAGAGGAGAAATAAAGAACTGCTCTTTCAATGTCTTAGGAGATAAGAAGCAGAAAGCATAT
GCACTCTTTTATAAACTTGATGTAGTACCAATAGATAATGATAAGAATAGTACCAAATATAGGTTGATAAGTT
GTAACACCTCAGTCACTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGATCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGCCAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGA
AATTAATTGCACAAGACCCAACAAAAAAACAAGAAAACGTATAACTACGGGACCAGGGAGAGTATATTATACA
ACAGGAGAAATAGTAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACTTTAA
GACAGATAGTTATAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACTTGGATGCAGTGGGA
AAGAGAAATTGAAAATTACACAGACTTAATATACAACTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACAATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAACTTGCTTAATGTCACAGCCATAGCAGTA
GCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTTATAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>AF025755 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAGGAATGATACTAATACCACTGCTAATACCAATAGTAGTAGCGGGGGAGC
GATGGAGGAAGGAGACATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAAACAAGATGCAGAGAGAA
CGTGTACTTTTTTATAAACTTGATATAGTACCAATAGATAATGATAATACTAGCTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTGAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACGGACAATATTAAAAACATAATAGTACAGCTGAATGCATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGAGAGCATTTTATACAACA
GGAGATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGAAAAATGGGAAAACACTTTAAAAC
AGATAGTTGAAAAATTAGGAGAACAATTTAAGAATAAAACAACAATAGTCTTTAATCAACACTCAGGAGGGGA



CCCAGAAGTTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAGTGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTTTTAAAGAGATTTGGAATAACATGACCTGGATGGAGTGGGA
AAAAGAAATTAACAATTACACAAGATTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAACTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTCTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAACTTTTAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF025757 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCACGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTGATTTGCAGAATGCTACCAATAATAGTCAGAATGCTACCAATAATAGTAGTGGGGG
AAATATGGGGATAGGAGAAATAAAAAACTGCTCTTTCAATGCCACCACAAGCATAGGAGATAAGGTGCGGAAA
GAACATGCACTTTTTTATAGACTTGATATAGTACCAATAGATAATACAAGCTATACGTTGATAAATTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATAATAAGAGGTTTAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTTTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAGGACCCTGTAAAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCGGGGAAAGCATTTTATACAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGGATAGAATGGAATAAAACTTTAGAACAGA
TAGTTAAAAAATTAAAAGAATAATTTAGGAATAAAACAATAGTCTTTAGACAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTTTGGATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAAAGA
AATTAACAATTACACAAAATTAATATACACCTTAATTGAGGAATCGCAAAACCAACAAGAAAAAAATGAACAA
GAACTATCGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGCAAATAG
AGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGTTTGTTTAATGCCACAGCTATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCTATTCTCAACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGCTTTTGCTATAA 
>AY835763 
GCTACAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTATGAGGGGAATAATAAGACTAATACCAATGCTACTAATACCAATGCTACTAA
TACCAATAGCAGTAGCTGGGAAATGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAGGG
ATGAGAGATAAGATGCAGAAAGAATATGCACTTTTGTATAAACCTGATATAGTATCAATAGATAATGATAATA
CCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACTCACTTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATAGTAAAACCATAATAGT
ACATCTGAATGAATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATTCAAGGAAAAGTATACATATAGGA
CCAGGAAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTATAG
CAAAATGGGAGGACACTTTAAAACGGATAGTTGAAAAATTAGGAGAACAATTTAAGAATAAAACAAAGAATAA
AACAACAATAGAATTTAAGCCACCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTT
GGGGTTGCTCTGGAAAATTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAA
TGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAAATACACAAGCTCAATATACACC
TTACTTGAGGAATCGCAAATCCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTT
TGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGT
AGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTT
GCTGTTAGCTTGCTCAATGTCACAGCCATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAA
GAGCTTATAGAGCTATCCTGCACATACCTACAAGAATAAGACAAGGCTTCGAAAGGGCTTTGCTATAA 
>AF025762 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA



CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGCG
TTACTTTAAATTGCACTGATGATTTGAACAATAATATCACTAGTAGTAGTGGGGGAAAAATGGAGAGAGGAGA
AATAAAAAACTGCTCTTTCAATATCAACACAAGAATAAGAGATAAGGTGCAGAAGGAATATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAGATAATAATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACGATAAGAAGTTCAATGGAAAAGAAACGTGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATAA
GATCTGACAATTTCACGGACAATGTTAAAACCATAATAGTACAGTTGAATGAATCTGTAGAAATTACTTGTAT
AAGACCCAACAACAATACAAGAAACAGTATACCTATAGGACCAGGGAAAGCAATTTATACAACAGGGAAAATA
ATAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAGTAAAATGGAATAACACTTTAAAACAGATAGTTG
GAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATATAAGCAGCTCCAGGCAAGAGTCCTGACTATGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTCGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGGAAGAGATTTGGGGTAACATGACCTGGATGAAGTGGGAAAAAGAAATTAA
CAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGAAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAACTTGCTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCAATAA 
>AF025754 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGATTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTAATGATTTGAAGAATACTACTAATACCACTAATAATAGTTGGGAAAAGATGGAGAC
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACAGAAGAGGCAAGATGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGTATCAATAGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAAGTATCCTTTCAGCCAATTCCCATACATTATTGCGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAAAGATAAGAAGTTCAGTGGAAAAGGACCATGTATAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GGTCTGACAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTAAAGGAACCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTACACAACAGGAGAAATA
ATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTACAACAGATAGTTA
TAGAATTAAAAGAACATTTCAAAAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CCAGTTGGAGTAATAAATCTCTGGATAGGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGA
CAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAATGGGCAAGTTCGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGGGTTAG
GCAGGGATACTCACCATTATCATTTGCTGTCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAGTGAGACAGGGCT
TGGAAAGGATTTTGCTATAA 
>AF286365 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGGAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAGGAATTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGTGGAATGCTACTAGTACCAGTAAGAATACTACTATTACCAATAGTAGTAA
TGAGAGACCAATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAGTATCACCACAAGCATAAGAGATAAGGTG
CAGAAAGAACATGCACTTTTTTATAGACTTGATGTAGTACCAATAGATAAGAATAATACTAATACCAGTTATA
GGTTGATACATTGTAACACCTCAACCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTACCCCAGCTGGTTTTGCAATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACAATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGCAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAA
GGAGTCTGTAGAAATTAATTGTACAAGACCCGGCAACAAGATAAGAAGAAGGATACATATAGGACCAGGGAGA
GCATTTTATACAGATAGAGTAGGAGACATAAGGCAAGCATATTGTAACATTAGTGGCACAAAATGGAAGAATA
CTTTAGAAAAGATAGTTGCAAAAATAAGAGAAATTAAACAATTTAAGAATAAAACAATAGTCTTTAATCACTC



CTCAGGAGGGGATCCGGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCGGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTACTTGGAGTAATAAATCTCTGGATAAGATTTGGCAGAACATGACCTG
GATGGAGTGGGAAAAAGAAATTGACAATTACACAGAATTAATATACAGCTTACTTGAACAATCGCAGAACCAG
CAAGAAAAGAATGAGCAGGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAC
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATCAGCTTGCTCAACGCCACA
GCTATAGCAGTAGCTGAGGGGACAGATAGAGTCATAGAAGTAGGACAAAGAATTTTTAGAGCTATCCTTCACA
TACCCAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>U39362 
GCTGCAAAAGAAAAAACGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCCTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GATCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTAATTTGAATATCACTAAGAATACTACTAATCCCACTAGTAGCAGCTGGGGAAT
GATGGAGAAAGGAGAAATAAAAAATTGCTCTTTCTATATCACCACAAGCATAAGAAATAAGGTAAAGAAAGAA
TATGCACTTTTTAATAGACTTGATGTAGTACCAATAGAAAATACTAATAATACTAAGTATAGGTTAATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGTCCC
GGCTGGGTTTGCGATGCTAAAGTGTAACAATAAGACATTCAATGGATCAGGACCATGCACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
ACATAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTAAATGAATCTGTAGT
AATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGGTTATCTATAGGACCAGGGAGAGCATTTTATGCA
AGAAGAAACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAC
AACAGATAGTTATAAAATTAAGAGAAAAATTTAGGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTG
GAAAGATACCTAAGGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTG
TGCCTTGGAATGTTAGTTGGAGTAATAAATCTGTGGATGATATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAGACTATATATATGACTTACTTGAAAAATCGCAAACCCAACAAGAAAAGAAT
GAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAAAAATAGTACAAAGAGCTTGTAGAGCTATTCGCAACATACCTACAAGAA
TCAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF128126 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATACTACTAATACCAATAATAGTACTGATAATAACAATAGTAATAG
CGAGGGAACAATAAAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCGCCACAAGCATAGGAGATAAGATG
CAGAAAGAATATGCACTTCTTTATAAACTTGATATAGAACCAATAGATAATGATAATACCAGCTATAGGTTGA
TAAGTTGTAATACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACACTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAAAAGTTCAGTGGAAAAGGATCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAGAGAACC
TGTAAAAATTAATTGTTCAAGACCCAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAGAGCATTT
TATACAACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAAAACAAATTGGACTAACG
CTTTAAAACAGGTAGTTGAAAAACTAGGGGAACAATTCAACAAGACAAAAATAGTCTTTACGAACTCCTCAGG
AGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAAGAATAAAACTCTGGAAGCTATTTGGAATAACATGACCTGGAT
GCAGTGGGACAAAGAGATTGACAATTACACAAGCTTAATATACTCCTTAATTGAAGAATCGCAGATCCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTGTTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAACGCCACCGCC
ATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTACAAAGAGTTGGTAGAGCTTTGCTCCACATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF025763 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTG
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
ATACTTTAAATTGCATTAATGTGAAGGCTACTAAAACCAATAGTAGTACTAATATCACTAGTAGTACTAATAT
CACTAGTAGTAGTGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAG
AAAGAATATGCACTTTTTTATAAACTTGATTTAGTGCCAATAGATGATGAAAAGACTAATGCTACCAGATATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTAAA
CAAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGA
GCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTGGATCAAAATGGA
ATAACACTTTAAAACAGATAGTTAAAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGAATGAGATTTGGGATAACATGACCTG
GATGGAGTGGGATAGAGAAATTAACAATTACACAAGTTATATATACACCCTACTTGAAAAATCGCAGAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTCTAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACA
GCCATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAATATTACAAAGAGCTTTTAGAGCTATTCTCCACA
TACCTACAAGAATAAGACAGGGCTTGGAGAGGGCTTTGCTATAA 
>MH012793 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTAACAGAAGAATTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGAAACTACTGTCACTAATAATGCCACTAGTAATAGTAGTAATAG
TACAGAGGAATCAATGAGAGAAGAAATGAGAAACTGCTCTTTCAATATCACCACTAGTATAAGAGATAAGATA
CAGAAAGAATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATAATGATAATACTAGCTATAGATTGA
TAAGTTGTAATACCTCAGTCCTTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCGAGGGAAAAGGACAATGTACAAATGTC
AGCACAGTACAATGCACACATGGAATCAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGATGTAGTAATTAGATCAGTCAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTAAATGAATC
TGTAGAAATTAACTGTACCAGACCCAACAACAATACAAGGAGAAGTATACATATAGGACCAGGGAGAGCATTT
TATACAACAGGAGATATAATAGGAGATGTAAGAAAAGCACATTGTAACATTAGTAGGACAAATTGGAATAACA
CTTTAAAACAGATAGTTAGAAAACTAAGAGAACAGTTTAAGAATAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTATAATGCATACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTATGGATAAGATTTGGAATAACATGACCTGGATGCA
GTGGGAAAAAGAAATTAACAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCATTTGCAGTTAGCTTGCTCAATGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGAGTTATAGAAGTAGTACAAACAGTTTATAGAGCTATTCTCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU576292 
GCTGCAGGCAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTACTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTATTTGAATAATGCTACTAATACCACTAGTAGTAAGGAGGGAGAAATGAGAGG
AGAAATAAAAAAATGCTCTTTCAATGTCACCACAAGAATAAGAGATAAGGTGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAGGTAATGGTAATACTAGCTATAGGTTGATAAATTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCAAT
TCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGATCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGACCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATTTTACGAACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAACATTTTATACAACAGGAGACATAATA
GGAGATATAAGGCAGGCATATTGTATCCTTAGTAGAGCAAAATGGGAAGACACTTTACAAAAGATAGTCACAA
AATTAGGAGAACAATATGGGAATAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGT



AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGGATGATATTTGGCATAACATGACCTGGATGCAGTGGGAAAAAGAGATTAA
CAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTATTGTACTTTCTGTAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATCGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAATATTACAAAGAATTTATAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCC
TCGAAAGGGCTTTGTTATAA 
>KT283697 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAACCATGCGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATAATTTGGTGAATAAAACTGATTGGAAGAATGTTACTAATACCAATAATAGTAG
CTGGAAAAAGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCAGCACAGACATAAGAGATAGGATA
CAGCGACAATATGCACTTTTTTATAACCTTGACATAGTACCAATAAATAATGATAATGATAATACTAGCTCTA
ATACTAACTATACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAGTTC
AATGGAAAAGGTCCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAATTAGATCTGACAATTTCACGGACAATGCTAA
AACCATGATAGTACAGCTGACAGAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGT
ATACATATAGGACCAGGGGGAGCATTTTATTCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTA
ACATTAGTGGAGCAAAATGGAATAGCACTTTAAAACAGATAGTTAAAAAATTAAGAGAACAATTTAAGAATAA
AACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGG
GTTGCTCTGGAAAACTCATTTGCACCACCACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAA
GATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAGATTGACAATTACACAAGTTTAATATACACCTTA
CTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGT
GGAATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
CTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCT
ATTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAG
CTGGTAGAGCTATTCTCCATATACCTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>AY173952 
GCTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCCAAAGCTTATGATAAGGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCAAAAGAATTACCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAATTGACCCCACTCTGTG
TTACTTTAAATTGCACTGACTTCAGTAGGAATGATACTAATACCAATAATAGTAGTGGGGAAAAGATGGAGAA
AGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAGAAGTAAGAGATAAGATACAGAAACAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGAAAATGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCGGCTGG
TTTTGCGATTCTAAAGTGTAAAGATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGGTCTGAAAATTTCACGAACAATGCTAGAACCATAATAGTACAGCTGAGAGAAGCTGTAGAAATTAA
TTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGA
AATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGGAAAATGGAATAACACTTTAAAACAGA
TAGTTAGCAAATTAAGAGAACAATTTGGAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TATCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTGGATCAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAAACACAATATACACCTTACTTGAAGAATCGCAGCTCCAACAGGAAAAGAATGAACAA
GAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACACACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAAGAG
AGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAACTTGCTCAACACCACAGCCATCGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTATTACAAAGAATTTATAGAGCTTTTTGCAACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGCTTTTGCTATAA 
>AY173953 
GCTGAAAAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC



CAACCCACAAGAAATAGCATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATCTGGTGAATGCTACTAATACGGGGAATGCTACTAATACCACTAGTAGTAGCTGGGA
AAAGCTAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCAAAAACATGAGAGATAAGGTAGAAAGA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATGGATAATGATAATACCAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCGTTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAAAGATAAGAAGTTCAATGGAACAGGACAATGCAAAAATGTTAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTGGTTAGATCTGCCAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAACGAATCTGTACA
AATTAATTGCATAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCAATTTATGCA
ACAGGAGGCATAATAGGAGATATAAGACGAGCATATTGTAACATTAGTAGAACAAAATGGAATAACACTTTAA
AGCAGATAACAAAAAAATTACAAGAACAATTTGGGAAGAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGA
CCCAGAAGTGGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAACTCCAGGCAAGAGTCCTAGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTG
TGCCTTGGAATGATAGTTGGAGTAATAAAACTATGGATCAGATTTGGAATAACATGACCTGGATGGATTGGGA
AAAGGAAATTGACAATTACACAAGCTTAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGACAAGAAT
GAACAGGAATTATTAGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACGAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAGTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAACTTGCTCAATGCTACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCTCTTCTCCACATACCCACACGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY173954 
GCTGCAGAAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAATGATGCTTACACCAATAGCAGTAGTGGGGAAAACATGGAGAGAGGGGA
AATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAAATAAGATGCAGAAAGAATATGCACTTTTTTAT
AAACTTGATATAGTACCAATAGATAATGATAATACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTA
CACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTYT
AAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGTGTAGTAATTAGATCTG
AAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATACCTATAGGACCGGGGAGAGCATTTTATGCAACAGGAGACATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGAATAGCACTTTAGAACTGATAGTTAAAAAAT
TAGGAGAACAATTTGGGAATGAAACAATAGCAATAGCCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGAAAACGATTTGGGATAACATGACCTGGATGGAGTGGGACAGAGAAATTAA
CAATTACACAACATTAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
CTGGAATTGGATAAGTGGGCAAACTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCATTTGCTGTTAGTTTGTTTAATGCCATAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCT
TAGAAAGGCTTTTGCTATAA 
>U21135 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGAATGTGACTAATTTGAAGAATGAGACTAATACCAATAGTAGTAGTGGAGG
GGAAAAGATGGAGGAGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACACTCATAAGAAATAAGAGAAAG
ACTGAATATGCACTTTTTTATAAACTTGATGTAATGCCAATAGATCATGATAATACAAGCTATACGTTGATAA
ATTGTAAATCCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAAAGGGACCCTGTAAAAATGTCAGC
ACAGTACAATGTACACACGGAATTAGACCAGTAGTGTCAACCCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGACATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAAACATAATAGTACAGCTGAATGTATCCAT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAAAATAACTTTAGGACCAGGGAGAGTACTTTAT
ACAACAGGAGAAATAATAGGAGATATAAGACGAGCACATTGTAACCTTAGTAGAACAAGTTGGAATAACACTT
TAAAACAGATAGTTGAAAAATTAAGAGAAATAAAACAATTTAAGAATAAAACAATAGTTTTTAAACAATCCTC



AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCAGGATTACATTTGGAATAACATGACCTGGAT
GGAGTGGGAGAGAGAAATTAACAATTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAGAACCAACAA
GAAAAAAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACT
GGCTGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCCATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTGCAAAGAACTTGTAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH012589 
GTTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTATGCTACTAATACCACTAGTAGTAAAGGGGGAAAGATGGAAGGAGGAGAAAT
GAAAAATTGCTCTTTCAATATCACCACAAATATAAGAGATAAAGTGAAGAAAGAATATGCACTTTTTTATAAA
CTTGATGTAACACCAATAGATACTGATACTGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCC
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGAT
CAGCCAATTTCTCGGACAATGCTAAAACCATAATAGTACACCTGAATGAATCTGTAATAATTAATTGTACAAG
ACCCAACAACAATACAAGAAGAAGTATACATATAGCACCAGGCAGATCATTTTATGCAACAGGAGAAGTAATA
GGAGATATAAGACAGGCACATTGTAACATTAGTGGAGCAAAATGGAATGAGACTTTAAAACAGATAGTTATAA
AATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGAATCAGATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGGGAAATTGACAA
TTACACAGACTTAATATACAACTTACTTGAAAAATCACAAAACCAACAAGAAAGGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAATTTATGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAATAGTACAAAGAGCTTTTAGAGCTATTCTCAACATCCCTACAAGAATAAGACAGGGCGCGG
AAAGGGCTTTGCTATAA 
>MH012650 
GCAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTGGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAACAA
ATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGACAGTTTGAATAGTACTAATAGCAATAGTAATAGGTATAGCAATAGTAGTAATTGGGA
AATAGGAGAAATAAAAAACTGCTCTTTCAAGGTCACAACAAGCATAAGGGATAAGGTGAAGAAAGAATACTCA
CTTTTTAATAAACTTGATATAGTACCAATAGATAATGAAAATAACAGCTATAGGTTGATAAATTGTAATACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGC
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAA
TTAGATCTGAAAATTTCACGAACAATGCTAGAAGCATAATAGTACAGCTGAACGAAGCTGTAGAAATTAATTG
TACAAGGCCCAACAACAATACAAGAAAAGGGATAAATATAGGACCAGGGAGAGCATTTTATGCACAAGGAGAA
ATAATAGGAGATATAAGAAGAGCATATTGTAACGTCAGCAGAGCAAAATGGAATAACACTTTAGGACAGATAG
CTACAAAATTAAGAGAACAATTTAGGAATAAAACAATAGTCTTTAATAAATCCTCAGGAGGGGACCCAGAAAT
TACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACCTCTGTGCCTTGGA
ATGTTAGTTGGAGTAATAAATCTATGGAGCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTATACGAGCTTAATATACACCTTAATTGAAGCATCGCAGAACCAACAGGAAAAGAATGAACAAGAA
TTATTGGCATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCATTTGTTGTTAGCTTGCTCAATGCAACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGATTCTAGAAGTAGTACAAACAATTTTTAGAGCTTTTATCCACATACCTAGAAGAATAAGACAGG
GCCTTGAAAAGACTTTGCTATAA 
>MH012866 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA



CCCCAGCCCACAAGAAGTAGTATTAGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCCAATGTCACTAATGGCAATGCCGCTAACGCCAATGCCACTGATAGTATCGA
GGGAACATTGGGGGAAGAAAAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGACAAAGTGAAG
AAAGAATATGCACTTTTTTATACACTTGATGTTGTACCAATAGAGGATGAGAATGATAATACTAGCTATAGGT
TGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGAGTTCAATGGAACAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGGAGAGGTAATAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTAAACGA
AACTGTAGAAATTCATTGTATAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACTAGGGAGAGCA
CTTTATACAACAGAGATAATAGGAAATATAAGACTAGCATATTGTAACATTAGTAGAGCAAAATGGAATAACA
CATTAGGAAAGATAGTTGAAAAATTAAGGGGACAATTTGGGAATAATAAAACAATACGCTTTAATCACTCCTC
AGGAGGGGACCCAGAAGTTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGGGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAAAATATGGGGTAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACTCCTTGATTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACT
TTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH012925 
GCTGCAGAACAATCGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTAAAATTGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAAGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTTGAGTACTAATAATACCAATAGTAGTATCGGGGAAATGAAAATGGAGGCAGGAGA
AATAAAAAATTGCTCTTTCAATACCACCACAAACTTAGCAGATAAGTGGCAGAAACAATATGCACTTTTTTAT
AAACTTGATGTAGTGCCAATAGATGATGGTAATACTAACAAGACTAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTACCAGTAGTATGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCCGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTGTACATATAGGACCCGGAGGAGCATTTTATGCAACAGGAGAA
ATAATAGGAGATATAAGACAGGCACATTGTAATGTTAGTAAAACAGAATGGGATAAGGCTTTAAGACAGGTAG
TTACAAAATTAAAAGAACAATTTAAGAATAAAACAATGGTCTTCAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAACACACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCCGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGATTATATTTGGGGTAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGATAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAATGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAATATTACAAAGAGGTTTTAGAGCTATCCTCCACGTACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>AY835761 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAATATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAAGTTGGAGACTATAAATTGCACTAATTGTAATAAAGCCAATGGTAGTAGCGG
GAGAGAGAAGAAGATAGGAGAGATGAGGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATA
GGAGATAAGATGCAGAAAGCATATGCACTTTTTTATAAACTTGATGTAACACCAATAGATAATGATGATACCA
GCTATAATAATACCAGCTCTAATTATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGC
CTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATGCTAAAGTGT
AAAGATAAGAAGTTCAATGGAACAGGGCCATGTAAAACTGTCAGCACAGTACAATGTACACATGGAATTAGGC
CAGTAGTATCAACTCAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTT
CTCGGACAATGCTAAAATCATAATAGTACAGCTGAAAGAACCTGTAGAAATTAATTGTACAAGACCCAACAAC
AATACAAGAAAAAGTATACATATACATAGAGGACCAGGGAGAGCATTCTATGCGTCAGGAGGCATAATAGGAG
ATATAAGACAAGCACATAGTAACATTAGTAGAGCAAAATGGAATGACACTTTAGGACAGATAACTGAAAAATT



AAGAGAACAATTTGGGAATAATAAAACAATAGTCTTTAAGCCATCCTCAGGGGGGGACCTAGAAATTGAAATG
CACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGG
ATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAG
TTGGAGTAATAAATCTCTGGAACAGATTTATGTTAATATGACCTGGATGGAGTGGGAAAGAGAAATTAACAAT
TACACAGGCTTAATATACACATTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGG
ACTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCAT
AATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTGTTTGTAGTACTTTCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCATTATCGTTTGCTATTACGTTGCTTAACGCCATAGCCATAGCAGTAGCTGAGGGGACAGATA
GGGTTATAGAAGTAGTACAAAGGGTCTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGA
AAGGGCTTTGCAATAA 
>AF069140 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTTGAAGAATGGTACTAATTTGAAGAATGGTACTAAAATCATTGGGAAATCAAT
GAGAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCAAAAACATAATAGATAAGGTGAAAAAAGAATATGCG
CTTTTCTATAGACATGATGTAGTACCAATAGATAGGAATATTACTAGCTATAGGTTGATAAGTTGTAACACCT
CAACCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAAAGATAAGAAGTTCAATGGAACGGGACCATGTACAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTAGCAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGGATAACTCTAGGACCAGGGAGAGTATTTTATACAACAGGAGAA
ATAGTAGGAGATATAAGAAAAGCACATTGTAACATTAGTAAAGTAAAATGGCATAACACTTTAAAAAGGGTAG
TTGAAAAATTAAGAGAAAAATTTGAAAATAAAACAATAGTCTTTAATAAATCCTCAGGGGGGGACCCAGAAAT
TGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGATACAATTTGGGGTAACATGACCTGGATGCAGTGGGAAAAAGAAAT
TAACAATTACACAGGCTTAATATACAACTTGATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCAGTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGGTGAGGGA
ACAGATAGGATTATAGAAATATTACAAAGAGCTGGTAGAGCTATTCTCAACATACCTACGAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>GU331649 
GCTGCAGAAGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAGAGTTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAATCTGTG
TTACTTTGAATTGCACTCATAATGTGACGGCTACTAATGGTACCATTATTAACGGGAGAGGAGAATTGAAAAA
CTGCTCTTTTAATATCACCTCAAGCATAAGAAATAAGATGAAGAAAGAATATGCACTTTTTTATAGCCTTGAT
ATAATACCAATAGATGATGATAGTAATACTACTGATAGTAATACTACCTATAGGTTGAGAAGTTGTAACACCT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGC
ACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTAAAAATTTCTCTGACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGTAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTCTATACAACAGGACAA
ATAATAGGAGATATAAGACAAGCATATTGTAACCTTAGTAGAAGTAGAACACAATGGAATAACACTTTAAAAC
AGATAGTTGGAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAGTCTTTAATCAGCCCTCAGGAGGGGA
CCCAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCACTAAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCATAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTCTTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACTAGAA
TAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>AY608577 



GCTGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGGACATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATGTAATTAGTCTATGGGATCAAAGCCTAAAGCCTTGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATGTGATGAATAATGTTAATACTACCACAAATAGTAGCGAGAGAATGATAGAGAAGGG
AGAAATAAAAAATTGCTCTTTCAATATCAATACAAACATGAGAAATAAGGTGCAGAAAGAACATGCGCTTTTT
TATAAACTTGATGTAGTACCAATAGATAATACTACTAAGAATAACTATACTAGCTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTCAATGGCAGTCTAGCAGAAGAAGATG
TAGTAATTAGATCCGCCAATTTCTCGGACAATGCTAAAACCATACTAGTACAGCTGAATGAAACTGTAGTAAT
GAATTGTACAAGACCCGGCAACAATACAAGAAAAAGGGTAACTCTAGGACCAGGCAGAGTATACTATACAACA
GGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACCTTAGTAGAGCGGGTTGGAATAACACTTTAGAAA
GGATAGCTATAAAATTAAGAGAACAATTTCAGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGGGATCC
AGAAATTACAACGATCAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTATGCATCAGATTTGGGATAACATGACTTGGATGCAGTGGGAAAG
AGAAATTGATAATTACACAGGCCTAATATACAGCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAA
CAAGAATTATTGGCATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTGGTAGAGCTATTCTCCACATTCCTAGAAGAATAA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN944928 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTACAACCATGTGTAAGATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTATGTCAAGAATGTTACTAATGCCACTAGTACTAATGCCACTAGTAGCGAGGG
AGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATGAGAGATAAGAAGCAAAAAGAATATGCACTT
TTTTATAACCTTGATATAGTACAAATAGATAATGATAATGCTAATAACAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAGGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATCAGGCCAGTAGTATCTACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAG
TAATTAGATCTAAAAATTTCACGAACAATGCTAACATCATAATAGTACAGCTGAATGACTCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATACAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAGCAAATGGAATGACACTTTACAACAAA
TAGTTAAAAAATTAAGAGAACAATTTAAGAATAAAACAATAGTCTTTACTCATTCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGAACGAGATCTGGGATAACATGACCTGGATGCAGTGGGAAAAAGA
AATTGACAATTACACAAGTTTAATATACACCTTACTTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAA
GAGTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATATTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGGATTACAAAGAGCTTTTAGAGCTATTCTCAACATACCTACAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTACTATAA 
>MH013129 
GCTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTACACTGGGAATGGTACTAATGATTACACTGGGAATGGTACTAATACCACCAG
TAGTGGCGGGGAAACGATGGAGAGAGGAGAAATAAAAAATTGCTCTTTTAATGTCACCACCCACATAAGAGAT
AAGGTGCAGAAAGAAAGTGCGCTTTTTTATAAACTTGATGTAGTACCAATAGGTAATAGTAGTACTAGCTATA
GGTTGATGAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAGAAGATGTAGTAATTAGATCCGCCAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAA
TGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACGAGAAAAAGTATACATTTAGGACCAGGCAGC



GCATTGTATACAACAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATA
ACACTTTAAAACAGATAGTTAGGAAATTAAGAGAACAATTTGGGAATAATAGAACAATCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAGTCTCTGGATCAAATTTGGAATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGATAATTACACAAACTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAA
GAAAAAAATGAACTAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAAT
TTCTATAATGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTCAATGCCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGTTGGTAGAGCTATTCTCCACATAC
CTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>U04908 
GCTGAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGGAAATGTGACAGAAAATTTTAACATATGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTATGTGAAAATTGATACTAATGCTACTGTGTATAACTGGGAAAAGATGGAGGA
AGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGCCATAAGAGATAAGGTGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGTACCAATAGAGGAAAATGGTAATACAAGCTATAGGTTGATAAATTGTAACACAT
CAATCATTACACAGGCTTGTCCAAAGGTAACCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAAAAGGACCGTGTACAAATGTTAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAATAC
TTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTATAAAAATTAATTG
TACAAGACCTAACAACAATACAAGAAAAGGTATACATATTGGACCAGGGAGAGCATTCTATACAACAGGAGAA
GTAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGTACAGACTGGGGGAAAACTCTAGAAAAAGTAG
TTGAAAAATTAAGAAAACAATTTGGGAGTAATAAAACAATAGTCTTCAATCACTCCTCAGGAGGGGACCCGGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAACAGCTCCTAGGGATTCGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGTTAGTTGGAGTAATAATAAATCTCTGGATTACATTTGGAATAACATGACCTGGATGCAGTGGGAGAA
AGAAATTGACAATTACACAAGCTTGATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CTAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTTCCATAACAAACTGGCTGTGGTACA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGTGCAAAGAGTTGTTAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCTTGGAAAGGGCCTTGCTATAA 
>KT283706 
GCTGAAGACAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTTGGGGAATGCTACTAGTACCAATGCTACTAATACCAATAGTAGGATCGAGGG
AACGATGGAGAAAGGAGAAATAAAAAACTGCTCATTCAATGTCACCACAGAGATAAGAGATAAGGAGAAGAAA
GAATATGCACTCTTTTATAGGCTTGATGTAGTACCAATAGATAATACAATAGATAATACAAGCTTTAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTA
AGCACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTGGTAATCAGATCCGCCAATTTCTCGAACAATGCTAAAATCATAATAGTACATCTGAATGAATC
TGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGCAGAGCATTT
TATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACA
CTTTACAACGGATAGTTATAAAATTAAGAAAACAAATTGGGAATAAAACAATAGCCTTTAAGCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAACGCTAGTTGGAGTAATAAATCTCTGGGTGAGATTTGGGATAACATGACCTGGATGGA
GTGGGACAGAGAAATTAACAATTACACAAACTTAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAA
AAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATACCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGGATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTG
TAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH012332 



GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGAAATAGTACTAATAGTGGTAATGGTACTGGTAGTGGTAATCATACTAC
CACCAGTAGTGGTTGGGAAAAGATGGAGAGAGGAGAAATAAAAAATTGTTCTTTCAATATCACCACAAGCATA
AGAAATAAGATGCAGCAAGAATATGCACTTTTTTATAAGCTTGATATAGTACCAATAGAAAATGATAATACCA
GCTATAGGTTAATAAGTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTACGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCA
TGTACAAATGTCAGCACAGTTCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCCGAAAATATCACGGACAATGGTAAAACCATAATAGTACA
TCTGAATGAATCTGTAGAAATTAATTGCACAAGGCCCAACAACAATACAAGAAAAAGTATACATATAGGACCA
GGCAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAA
AATGGGAGGACACTTTAAAAAAGATAGCTAGAAAATTAAGAGAACAATTTCAAAATAAAACAATAGTCTTTAA
TCAATCCTCAGGAGGAGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATCAGATTTGGAATAACAT
GACCTGGCAGGAGTGGGAAACAGAAATTAACAATTACACAAGTTTAATATACACTTTAATTGAAGAATCGCAG
AACCAACAGGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAACTGGCTGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTT
TGCTGTAATCTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTATTAGCTTGCTCAAT
GCCACAGCCATAGCAGTAGCTGAAGGGACAGACAGGATTATAGAAGGATTACAAAGAGCTTTTAGAGCTATTC
TCCATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>MH012400 
GCTGCAGAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCTACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAGTAGAATTGGGGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCT
GTGTCACTTTAAATTGCACTGATTTTAATTTGAAGAATGCTACTAATACCACTGGTAGTGGTAATTATACCAC
TAGTAATAATACTAGTAGTAATGAGGGAGAGATGGAGAGAGGAGAGATAAAAAACTGCTCTTTCAATATCACC
ACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCGCTTTTTTTATAAACTAGATATAATACCAATAGATAAT
AATGATACTACTAGATATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCT
TTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAGGATAAGAAGTTCAA
TGGAACAGGACTATGTGAAAATGTCAGTGTAGTACAATGTACACATGGAATTAGACCAGTAGTATCCACTCAA
CTGCTGTTAAATGGTAGTCTAGCAGAAGAAGATGTAGTAATTAGATCTGAGAATCTCACGAACAATGCTAAAA
CCATAATAGTGCAGCTGAAAGAACCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTAT
ACATATAGGACCAGGGAGTGCATTGTATACAACAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATT
AGTAGAACAGAATGGAATAAAACCTTAAACCAGATAGCTAGCAAATTAAGAGAACAATTTAATAGCACAATAG
TCTTTAAGCCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCA
GCTCCAGGCGAGAGTCCTGGCTGTGGAAACATACCTAAGGGATCAACAGCTCTTGGGAATTTGGGGTTGCTCT
GGAAGACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAGTGAAATTTGGG
ATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAACGAAATATACACCTTACTTGAAAA
ATCGCAGAACCAGCAAGAAAAAAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGG
TTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAA
TAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTT
GCTTAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTGCAAAGAGTTTTTAGA
GCTATTATCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH012257 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGGATATAATACAGAGGGACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATGTGAATACTACTAGTACTAATAATGTTACTAAAACCACTAATAGTAGCGGGAA
AATGATGGAGGGAGAAGAAATGAAAAACTGCTCTTTCAATATTACCACAAGCATAAGAGATAAGATGAAGAAA
GAATATGCACTTTTGTATAAACTTGATATAACACCAATAAATACAGATAATACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACTATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTGGCAGAAGAAG
AAGTAGTAATTAGATCTGCCAATCTCTCGGACAATACTAAAACCATAATAGTACATCTAAATGAATCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGCAGAGCATTTTATGCA



ACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAAAACTTTAAAAC
ATATAGTTACAAAATTAAGAGAACAATTCCCAAATAAAACAATAGTCTTTAATCGATCCTCAGGAGGGGACCC
AGAAATTGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAA
AGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTTATGATCAGATTTGGGGTAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGACAATTACACAGGCTTCATATACACCTTACTTGAAGAATCGCAATACCAACAAGAAAAGAATGAA
AAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGCTATAGAAATATTACAAAGAGTTTTTAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH012478 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCACTGATTTGGGTAATAATACTAATGGTAGTAATGATACTACCACTAGTAGTGACGGGGG
AAGGATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACACACATAAGAGACAAGGTGCAGAAG
GGATATGCATCTTTTTATAAGCTTGATGTAGTACCAATAGATAATAATGATAATACCAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGCAGTTCAAGGGAACAGGACCATGTAAGAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGATATAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATTATAATAGTACAGCTGAATGAAACTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGCGCATTTTAT
GCAACAGGAGACGTAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAAAGAAGAATGGAATAAAACTT
TAACACGGATAGTTGTCAAATTAAGAGAACAATTTGGGGGGAATAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
ACTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTTGATGATATTTGGGAAAATATGACCTGGAGGCA
GTGGGAAAGAGAAATTGATAATTACACAGGTGTAATATACAAGTTACTTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAATTGGACAAATGGGCAAGTTTATGAAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTGTATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTTTAGCAGCATTACAAAGAGCTGGTAGAGCTATCCTCCACATACCTA
CAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MH013027 
GCTGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAGAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGACCAG
ATGCATGAGGATATAGTCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAAATTGACCAATGCTACTTATGCTAATAATAGTGACTGGATGAAGGACGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAACATAAAAGATAAGATGCAGAAAGAATATGCACTTTTGTATAAACTT
GATGTAGTACAAATAGATAAGAATGATAATAGTAGTTATAGGTTGATAAATTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATGATAAGAAATTCAATGGAACAGGACTATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCGGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACA
ATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACCTGTGGAAATTAATTGTACAAGACCCAA
CAATAATACAAGTAAAAGTGTACATATAGGACCAGGGAGAGCACTTTATGCAACAGGAAGAATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAGCACTTTAAAACAGATAGTTGAAAAATTAA
GAGAACAATTTAAAAATAAAACAATAGTCTTTAAGAACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATAATAGTTGGA
GTCATAGAGCTCTGAATGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACAC
AGGCATAATATACAATTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTATTGGAATTA
GATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACACACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAAAGTTAGGCAGGGATA
CTCACCATTGTCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATC
ATAGAAATAGTACAAAGAGCTATTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGG
CTTTGCTATAA 
>MH013075 



GCTGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATAATCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGGAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATGTTGATTTGAAGAATACTACTAATACCACTAGTGGTAGCAGGGAAATGCAGGGGGG
AGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAGACCTAAGAGATAGGATGCAGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGAACCAATAGACAATAATAACACCAGCTATAGGTTAATAAGTTGTAACACCTCAG
TCCTCAAACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTATAAAGTGTAACAATAAGACGTTTAAAGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTA
GATCTGAGAATTTCACGAACAATGCTAAAACCATAATAGTACAACTGAATGAATCTGTAGTAATCAATTGTAC
AAGACCCAACAGCAAGATAAGAAAAATTATACATCTAGGACTAAGGAGAGCATTTTATGCAACAAAAAGAATA
GGAAATATAAAACAAGCAGAGTGTAACATTAGTAGAGCAGACTGGGAAAAGACTTTAAAACGGGTAGCTATAA
AATTAAGAGAACAATTTGTGAATAAAACAATAGCCTTTAATAAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTATGAATGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAA
TTACACAGACTTAATATACAGTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTG
CAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGCGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATACCACTGCAATAGTAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACTAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>DQ487188 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTACTCTTGAACGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGTACTAATGCTACTACTAGTAGTGAGAGTACTACTGCTGGTACCACTACTAGTAGCGGGGAAAA
GATGGAGCCAGGAGAGATAAAAAATTGCTCTTTCCATGTCACCTCAGGCATAAGAGACAAGTGGCAGAAAGAG
TATGCGCTTTTTTATAAACTTGATTTAATACAAATAAATGAAACTAAAACTAATACTACTAGCACTAATATTA
CTAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGA
CCATGTCAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCCAAAAATTTCACGGACAATGCAAAAGTCATAATAGT
ACAGCTGAATAAAGCTGTAAAAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATACATATAGGA
CCAGGCAGAGCATTTTTTACAACAGAAATAACAGGAGATATAAGAAAAGCACATTGTACCCTTAATAGAACAC
AWTGGAATAACACTTTAAAACAGATAGTTACAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAA
TAAATCCTCAGGAGGGGACCTAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGGGTAGTAGTTGGAGTAATAGAACTAATAGACCTCT
GGAGGACATTTGGAATAACCTGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAAGCTATATATAC
ACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAA
GTTTGTGGAGTTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GGTAGGATTAAGAATAGTTTTTTCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCG
TTCGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTAC
AAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>DQ487190 
GCTAAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTCTTGGGGGCAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTA
GAACAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATTATAATAATACCACTGGTAATACTACTAATACCACTACTACTAATACCAC
TAGTAGTAGCTGGGAAAAGATGGAGAAAGGAGAGATAAAAAATTGCTCTTTCAATATCACCACAAACATAAGA
GATAAGATGCAGAAAGAATATGCGCTTTTTTATAAACTTGATATAGTACCAATAGGAAATGATAATAATACTA
ATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCCAGCAATTTCACGGACAATACAAAAACCATAAT
AGTACAGCTGGATGAAGCTGTAGTAATTAATTGTTCAAGACCCAACAACAATACAAGAAAAGGTATACATATA



GGACCAGGCAGAGCATTTTATACAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTA
AAGTACAATGGAATAACACTTTAACAAAGATAGTCACAAAATTAGAAGAACAATTTAAGAATAAAACAATAGT
CTTTAATCACTCCTCAGGAGGGGACCTAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCTATAATGAGATTTGGGA
GAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAGACTTAATATACAACTTAATTGAAAAA
TCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGACTTGGT
TTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTG
CTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGYATTACAAAGAACTGTTAGAG
CTATTATTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY612855 
GCTGAAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCACATCATGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAATATTGGAAAATGTGACAGAAAAATATAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCGACGTATACTAATAGTGACAGTAAGAATAGTACCAGTAATAGTAGTTTGGA
AGACAGTGGGAAAGGAGACATGAACTGCTCTTTCGATGTCACCACAAGCATAGATAAAAAGAAGAAGACAGAA
TATGCAATTTTTGATAAACTTGATGTAATGAATATAGGTAATGGAAGATATACATTACTAAATTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGATGTCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGGTTA
TGCGATTCTAAAGTGTAATGATAATAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAATACAATGT
ACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGGAGAGGTAA
TAATTAGATCTGAAAATCTCACAGACAATGCTAAAACCATAATAGTACAGCTCAAGGAACCTGTAGAAATCAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGAGCAGCATTTTATGCAAGAGGA
GAAGTAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGAGGAAGATGGAATGACACTTTAAAACAGA
TAGCTAAAAAATTAAGAGAACAATTTAATAAAACAATAAGCCTTAACCAATCCTCAGGAGGGGACCTAGAAAT
TGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGGACAAGATTTGGCATAACATGACCTGGATGGAGTGGGACAGAGAAAT
TGACAATTACACAAAATTAATATACACCTTAATTGAAGCATCGCAGATCCAGCAGGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAGTTGGGCAAGTTTGTGGAGTTGGTTTGACATCTCAAAATGGCTGTGGTATATAGGAG
TATTCATAATAGTAATAGGAGGTTTAGTAGGTTTAAAAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCATTATCATTTGCTGTTAGTTTGCTTAACGCCACAGCTATAGCAGTAGCCGAGGGG
ACAGATAGGATTATAGAAGTAGTACAAAGGATTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>AY835437 
GCTACAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGTAACAGAGGTACATAATGCTTGGGCCACACGTGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCATTAATTATAATAATACCAATAATGGGAGCAATGCTAATAATACCAGTATTGAGGGCAG
GGAAGAAATAAAAAATTGCTCTTTCAATATCACCACAACCATAAGAGATAAGGTGCAAAAAGAAGAGGCACTT
TTTTATAGACTTGATTTAGTACCAATAGATAATGATACATATACATTGATAAATTGTAACACCTCAGTCATTA
CACAGGCATGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTTTTGTACCCCGGCTGGTTTTGCGATTCT
AAAGTGTAGAGATAAGAAGTTCAATGGAACAGGATCATGTAAAAATGTCAGCACAGTACAATGTACGCATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
AAAATTTCACAGACAATGTTAAAACCATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGACAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAGCACAATGGAATAAAACTTTAGAACAGATAGTTGAAAAAT
TAGGAGAACAATTTAGGAATAAAAATATAAGCTTTATGCAACACTCAGGAGGGGACCCAGAAATTGTAACACA
CACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGTGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTT
GGAGTAATAAATCTTACGATAACATTTGGAGTAATATGACCTGGATGGAGTGGGAGAGAGAAATTAACAATTA
CACAGGAGAAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAAATAAATGAACAAGAGTTATTGGCA
TTGGATAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGTTTAGTAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGG
ATACTCACCATTATCATTGGCTGTTAGTTTGCTTGATACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGTAGTACATAGAATTTTTAGAGCTATTTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAA
GGGCTTTGCTATAA 
>KT283729 



GCTGAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATTCAACAGAAAAACATAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACGAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAGTTGCACTGATAAATTGGAAGATAATACTAATGCCACTAATAGTAGTTGGGGAAAAATGGAGGT
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAATAACAGATAAGAGGCATAAAGAATATGCACTTTTT
TATAAACTTGATGTAATAGCAATAGATGGTGGTAATGCTACTAATAACTATACCAACTATAGGTTGATAAATT
GTAATACTTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCC
GGCTGGTTTTGTGATTCTAAAGTGTAATGATAAGAAGTTCAAGGGATCAGGACCATGTAAAAATGTCAGTACA
GTACAATGCACACATGGAATTAGACCAGTAGTGTCAACTCAACTATTGTTAAATGGCAGCCTAGCTGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATACTAGTACAGCTAAATAAAACTGTGAA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAACATTTTATACA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAGAATGGAATAACACTTTAA
AACAGATAGTCACAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTTTTTAACTCATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTA
GAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACACTAGTTGGAGTAGTAGGTGGAGTAATAAAAGTCTGAGTAAGATTTGGGATAACATGACCTG
GATGGAGTGGGAGAGAGAAATTGACAATTACACACACATAATATATAACTTAATTGAAGAATCGCAGAACCAG
CAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATCACAC
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTAT
AATTTCTATAGTGAGTAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTGTTAGCTTGTTAAATGCCACA
GCAATAGCAGTAGCTGGGGGGACAGATAGGATTATAGAAGCAGCACAAAGAATTTTTAGAGTTTTTATCCACA
TACCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>DQ313246 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGATACTTATAGTAATGCCACTATTATGGAGAAAGGAGAAATAAA
AAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGATGCAGAAAGAATATGCACTTTTTTATAAACTT
GATGTAATACCAATAGATAATGATAATACTAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
AAAGTGTAAAGATAAGAAGTTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
ACAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGTTGTAAAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGTATAAATATGGGACCAGGGAGAGCATTTTACACAACAGGAGAAATAGTAGGA
GATATAAGACAGGCACATTGTAACATCAGTAGAGCACAATGGAATAACACTTTACAACAGATAGTTAAAAAAT
TAAGAGAACAATTTGGAGAGGATAAAACAATAGTCTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACGGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTATGGATTACATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTAACAA
TTACACAAGCAGAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCATTTGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCTTTTCTCCACATACCTAGAAGAGTGAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>EU289197 
GCTGCAGAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAACTAGTATTGGAAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAACTGCACTGATTTGAATAATACTAATAATGATAATGGTATTAGTAGTAGTAATAATAGTAA
TAGCTGGGGAAAGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATTACCACAAGCATAAAAGGTAAG
ATGCAGAAAGAATATGCACTTTTTTATAAGCTTGATATAGTGCCAATAGATAATAGCAGCTATAGATTGATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTTCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGGAG
AAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAGAACCATAATAGTACAGCTGAATGAATCTGT
AGTAATTAATTGCACAAGACCCAATAACAATACAAGAAAAAGTATACCTATAGGACCAGGCAGAGCATTTTAT



ACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTACCCTTAGTAAAGCAAGATGGGATAAAACTT
TAAAACAGATAGCTAGCAAATTAATAGAACAATATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGAGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAAATCAGATTTGGAATAACATGACCTGGATGCAGTGGGA
ATCAGAAATTGACAATTACACAAGTGTAATATACACCTTACTTCAAGAATCGCAGTACCAGCAGGAAAAGAAT
GAACAAGAATTATTGGAATTGGATAAATGGGCAGGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTACTGTACTCTCTTTAGT
GAATAGAGTTAGGCAGGGATATTCACCATTATCGTTGGCTATTAACTTGCTCAATGCCACAGCCATAGCAGTA
GCTGAAGGGACAGATAGGGTTATAGAAGGATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>JQ609870 
GCTGAAAATTGGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCACAGAGTCCAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CGACCCACAAGAGATTGAATTGGAAAATGTGACAGAGAAATTTAACATGTGGAAAAATAATATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTGTTA
CTTTACATTGCACTAATCTGACGAAGGCTATTAATACCACTGAGAATGCTAAGGATACCACTACTAATACCAC
TAGTGATAGCGGGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCAAGGAAACGAGAGATAAGGTGCAGAAA
GAATATGCACTTTTTTATAGCCTTGATTTAGTACCAATAGATGATGATTTAGTACCAATAGATGATGATAATA
CCACTGGTAATATCAGCTATATCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCCTCACACAAGCCTGTCC
AAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTCTAAAGTGTAGAGAT
AAGGAGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGATCTGAAAATTTTACAGA
AAATACTAAAACTATAATAGTGCAGCTGAACGAAACTGTAAAAATTACTTGTATAAGACCCAACAACAATACA
AGAAAAAGTATACATTTTGGACCAGGGAGCGCATTTTATACAACAGGAGCGATAATAGGAGATATAAGACAAG
CACATTGTAACATTAGTAGTGCAAATTGGACTAACACTTTAAAAAGGATAGCTGCAAAATTAAGAGAGCAATA
TGGGAATAATAAAACAATATTCTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTGCCATGCACAATTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTATGGGATCAACAGCTCC
TGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTACTTGGAGTAGTAA
TAAAACTCTGACAGATATTTGGGGTAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACGAGC
TTAATATACAATTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATA
AGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATCTTCATAATGATAGT
AGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAG
AAGTATTACAAAGAGCTTGTAGAGCTGTTCTCCACGTCCCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTT
GCTATAA 
>AY835436 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCCAAGGCCTATGAGACAGAGGTCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCTCAACCCACAGGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAATATAAATACCACTCAAACTAATAGTAGTATAATGGAAAAAGGAGAAATAAA
AAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGATGCAGAAAGAATATGCACTTTTCTATAAACTT
GATGTAATATCAATAAAGAATGATAATAGCAGCTATAGGTTAATAGATTGTAACACCTCAGTCATTACACAAG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAACGATAAAAAGTTCAATGGAACAGGACTATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATC
TCACGGACAATGCTAAAACCATAATAGTACAGCTGAAAGAAGCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTGTCGCAACAGGAGCCATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATGATACTTTAAAACAGGTAGTTACAAAATTAAGAG
AAAAATTTGGAAATAAGACAATAGTCTTTAATCAATCCTCAGGAGGGGACGCAGAACTTGTAATGCACTCTTT
TAATTGTGGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGGTACCTAAGGGACCAACAG
CTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTATGGATTACATTTGGGGAAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGCAATTACACATA
CTTAATATATACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGAAATTAGAT
ACATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTACCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTGCTACAAAGAGCTCTTAGGGCTATCCTCCACGTACCTACAAGAATAAGACAGGGCTTGGAAAGGCTTT
TGCTATAA 



>AY835768 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGACTTGAGGAATGCTACTAATACCACTAGTAGTAGTGGGAGTGCTACTACTACCCCTAG
TAACAGTGGGAAAATAATGGAGGGAAGAGAAGAAATGACAAACTGCTCTTTCAAAGTCACCACAGCAGTAAAA
GATAAGGTGCGGAAAGAATATGCAATTTTTTATAAACTTGATGTAGTACCACTAAAAAAAGCTAATGATACTA
CCAGCTATAGGTTGATAAGTTGTAATACCTCAACCACTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGA
CCATGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGGGGTAATACTTAGATCTGCCAATTTCACGAACAATGCTAAAACCATAATAGT
ACAGCTGAATGAATCTGTAGTAATTAACTGTACAAGACCCCACAAAAAGATAAGAAAAAGGGTACATATGGGA
GGGGGGAGAACATTTTATGCAACAGGCATAGACGGAGATATAAGAAAAGCATATTGTACCCTTAATTTAACAA
AATGGAATAACACTTTACAACATATAGTTACAAAATTAAGAGAACAATTTGGAAAGGAGAAAACAATAATCTT
TGATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGTATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAGATCTGTGCAGTTCATTTGGAATAA
CATGACCTGGATGGATTGGGAAAGAGAAATTGACAATTACACAGACTTAATATATGACTTACTTGAACAATCG
CAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTA
GCATAACAAACTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGT
TTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTT
AATGTCACAGCCATAGCAGTAGCTGAGGGGACAGACAGGGTTATAGAAATATTGCAAAGAGCTTATAGAGCTA
TTCTCCATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU289190 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATTCCCCAGAGAAACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTATTGGGAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTGAAAAATAGTGCCACTGATACCAATGGTACCAGTGGTACCAATAATAGGAC
TGTTGAACAAGGTATGGAGACAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGAATAGGAAATAAGATG
CAAAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATAGTAATAATAATAGTGATAATACTA
GCTATAGGCTGATAAGTTGTAACACCTCAGTCGTTACACAGGCTTGTCCAAAGACATCCTTCGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAGACGTTCAGTGGAAAAGGACCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACA
ACTAAATGAATCTGTAATAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACTA
GGAAGAGCATTATATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGCAAAA
GTTGGAATAAAACTTTACAACAGGTAGTTAGAAAATTAAGAGAGCAATTTGGGAATAAAACAATAGCCTTTAA
TCAATCCTCAGGAGGGGACCAAGAAATTGTAAAGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAATTCTGGCTGTAGAAAGATACCTAAAGGATCAACAGATCCTGGGAATTTGGGGTTGCTCTGGAAAAC
TCATTTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGACTGCTATTTGGAATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACTCCTTAATTGAAGAATCGCAA
ATCCAACAAGAACAGAATGAAAAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTAAT
GCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAAATATTACAAGGAATTTTTAGAGGTATTC
TCCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY835438 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGAAGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTAGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGACATTATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATTTGAATAATACTACTAATACCAATAATACTACTAATACCAATAGTAGTAAGAT
AGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAACAGAGGAGACAAGAGGCAGAAAGAATAT
GCTCTTTTGTATAGAACTGATATAGTATCAATAGAGAATACTAGCTCTAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGAGGACAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAACAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAGGTAA
TAATTAGGTCTGCCAATCTCTCGGACAATGCTAAAATCATAATAGTACAGCTGAAGGACCCTGTAGAAATTAA



TTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATTTAGGACCAGGGAGAGCATTTTATGCAACAGGA
GATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATGACACTTTAAGAGAGA
TAGCTAAAAAATTAGCAGAACAATTTAATAATAGGACAATAGTCTTTAACCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGGTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCTGAATTACATTTGGGATAATATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAATTA
GAATTATTGGAATTAGATAAGTGGGGAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAA
GAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGCTCAATACAACAGCTATAGTAGTAGCTGAG
GGGACAGATAGGATTATAGAGGTAGTACAAAGAGCTTATAGAGCTTTTCTCCACATACCTAGAAGAATAAGAC
AAGGCTTAGAAAGGGCTTTGCTATAA 
>KT283753 
GCTACAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAAATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAAGTGCACTGATTATGGAAATACTACTAATGATTATGGAAATACTACTAATACCAATAGTAGTAC
AATAATGGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGCAGAAA
GAATATGCACTTTTGTATAAAGTTGACATAGTACCAATAGATAATGATAATACTAGCTATAGGTTGATAAGTT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTATAAAGTGTAATAATAAAACGTTCAGTGGAACAGGACCATGTACAAATGTTAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAGTTAGATCCGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATAAATCTGTAGA
AATTAATTGTATAAGACCCCACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAACATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGCACTATGGAATACTACTTTAA
AACAAATAGTTGAAAAATTAAGAGAACAATATGTAAATAAAACAATAATCTTTAATCACTCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGAGCAGATTTGGCAAAACATGACCTGGATGGAGTGGGA
AAAGGAAATTGATAATTACACAAATGTAATATACAACTTAATTGAAGAATCGCAAAAACAACAAGAAAAGAAT
GAACTAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTATTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGACAGGATTATAGAAATAGCACAAAGAGCTTTTAGAGCTATTCTCCACATACCTGTAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU289198 
GCTGCAGATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAATCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCACTAATTTGAATGCTACTAATACCAGTGGCACGGTGGAGAGAGCAGAAATGAAAAACTG
CTCTTTCAATATCACCACTAGCCTAAGAGATAAGGTGCAGAGAGAATATGCACTTTTGTACAAACTTGATATA
GTACCAATAGATAATACTACTAATACTACCAACTATAGGTTAATCAGTTGTAACACCTCAACCATTACACAGG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTG
TAAAGATAAGAGGTTCAATGGAAAAGGACAATGTAACAATGTCAGCACAGTGCAATGTACACATGGCATTAAG
CCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCTGAAGAAGAGGTAGTAATTAGATCTGACAATT
TCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAAGACTATGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGAAAAGGTATACATATAGGACCAGGGAAAGCATTTTATACAACAGGAGAAATAATAGGAAATATA
AGACAAGCACATTGTAACATTAGTAGAGGAAAATGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGAA
ACCAATTTGGTAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTT
TAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAG
CTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAGATCTCTGGATGATATTTGGCAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAG
CTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTC
ACCATTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGCATTACAAAGAGCTGGTAGGGCTATTATCCACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTT
TGGTATAA 



>KU678164 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGGGGAATGCTAATAAGACCACTAATAGTAGTGGGGGAACTACTAACAC
CACTACTAGCAGTAGCGAGAAAAAGCTAGATAGAGAACAAATAGGAGAAATAAAAAACTGCTCTTTCAATGTT
ACCACAAACATAAGAGATAAGGTGAAAAAAGAATATGCACACTTTTATAAACTGGATTTAGTACCAATAGATA
AGGACAATACTAGCTATAGGCTGATAAGTTGTAATACCTCAGTTATCACACAAGCCTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAGGTTCAAT
GGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAAC
TGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATATCTCAAACAATGCTAAAAC
TATAATAGTACAGCTAAACAAAGCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATA
CATATAGGACCAGGGAGAGCATTTTTTGGAACAGACATAATAGGAGATATAAGAAAAGCATATTGTAACGTTA
GTAGTAAAGATTGGAATGAAACTCTAAAACAGGTAGTTACAGCATTAAGAGGACAATTTGGGGATAACACAAC
AATAGTCTTTAATCAATCCACAGGAGGGGACCCAGAAATTGTAACGCACACTTTTAATTGTGCAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGACAAGAT
TTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCCTAATT
GAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGCTTGTGGA
ATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTT
AGCTTGCTTAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAGCACACAGAATTT
GTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN024303 
GCCGAAGAAGGGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGCCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGAGGTTAATGGTACTAAAACCAATGATACTAATACCAATACTACTAATAATAA
TACCACTAATCCCACTAGCAGCTGGGAAACGGTGGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACC
ACAAACATAAGAGATAAGGTGCAGAAAGTATATGCTCTTTTTTATAAACTTGATGTAGCACCAATAGATGGTA
GTAATACTAGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGACTTCCTTTGA
ACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAAGGATAAAAAGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTAC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCGGAAAATTTCACGAACAATGCTAAAACTAT
ACTAGTCCAGCTAAACGAACCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAGCAAAAGGTATACAT
ATAGGACCAGGGAGAGCATTTTATACAACAGACAGAATAATAGGAGATATAAGACAAGCACATTGTAACATTA
GTGGAGCAAAATGGAATAATACTTTAAATAAGATTGCAGTAAAATTAAAAGAACAATTTCAGAATAAAACAAT
AGTTTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGAAATTTG
GGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTATACAAGTTTAATATATACCTTAATTGAA
CAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAATTTATGGAATT
GGTTTGGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATATTCACCAATATCATTTCAGGCTGTT
AGCTTGTTCAATACTACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAGCTT
TTAGAGCTCTTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AY332237 
ACTGCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAGTACTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGGAAAATAGAACTAATAGTGGTAATAATACCACTGATGGTAGCTGGGAAGG
AGAAATGAAAAATTGCTCTTTCAATATCACCTCAAGCATAAGAGATAAGATGCAGAAAGAATATGCACTTTTT
TATAAATATGATATAATATCAATAGAAAATAATAGTACCGAATATAGGTTAACAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAAGGATACAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATATCACGAACAATGCTAAAATCATAATAGTACAGCTAAATGAATCTGTAACAATTAATTGCGTAAG



GCCCAACAACAATACACGAAAAAGTATAAATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTATAACAAAATGGAATAACACTTTAAAACAGATAGTTGACA
AATTAAGAGAACAATTGGGGAAAAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAACTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
CAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCTGGGAATGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAGGCCTAATATACAACTTAATTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACAAGACTTA
TTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCATTGTACTTACTATAGTGAACAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTAGCTGAGGGAACA
GATAGGGCTATAGAAATACTACAAAGAATTTTTAGAGCTTTTATCCACATACCTAGAAGAATAAGACAGGGCT
TCGAAAGGGCTTTGCTATAA 
>AY308762 
GCTGCAGAAGACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAGGTAGTATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGAATGCTACTAGTAGTACTAATGCAACTAATGTGAATGCTACTAGTAGTCC
TAATGCAACCAATAGTGGAGAGGAAATAATGGAGGGAGGAGAAATGAAAAACTGCTCTTTCTATATCACCACA
AGCATAAGAGATAAGGTGCAGAAAGAATATGCAATTTTTTATAGCCTTGATTTAATACCAATAGATAATACTA
GCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTATCTTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGATCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTATCAGAAGAAGAAATAATAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATACTAGTACA
GCTGAATGAAACTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCA
GGGAGAGCATTTTATACAACAGGAGAAGTAATAGGAAATATAAGACAAGCATATTGTACCCTTAATATAACAG
CATGGAACAACACTCTAAACCAGATAGTTAAAAAATTAAGAAAACAATTTGGAAATAAAACAATAGTTTTTAA
GCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGTTACCTAGCGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGTACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAGATCTCTGAATGAGATTTGGGATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACACAGACAATATACTCCTTAATTGAAGAATCGCAA
AACCAACAAGAAAAGAATGAAAAGGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCAGCA
TAACAAACTGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTTAAT
GTCACRGCTATAGCAGTAGCTGAGGGGACAGATAGGATAATAGAAATAGTACAAAGAGCTTTTAGAGTTATTC
TCAACATACCTACAAGAATAAGACAAGGCTTGGAACGGGCTTTGCTATAA 
>AY835753 
GCTACAGGAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGAATTAAAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCATAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGGTTTGAGGAATAATACTAATGCCACTAGTGCCTCTAGTACTCATCCTCCTACCAC
GAGTAGTAGTAGTAGGAATATAATGGAAGGAGAAATGGCAAACTGCTCTTTTAATATCACCACAACCATGAAT
AAGGTGCAGAAAGAATATGCACTCTTTTATACACATGATGTAGTACAAATAGTTGATAATGATAATAATAATG
CCAGTAATAGTGCCAAGAAAAGGATCAGCTATAGGTTGATAAGTTGTAACACATCAGTCGTCACACAGGCCTG
TCCAAAGGTAAACTTTGAGCCAATTCCCATACACTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAC
GAGAAGGAGTTCAGTGGAAAGGGACCATGTAAAAATGTCAGCACAGTACAATCTACACATGGAATTAGGCCAG
TGGTGTCAACTCAATTGTTGTTGAATGGCAGTCTAGCAGAAAAGGAGATAGTAATTAGATCTGAAAATTTCAC
GGACAATACTAAAACCATAATAGTACAGCTGAATGAACCTGTAAAAATTGAGTGTACAAGACCCAACAACAAT
ACAAGAGAAAGTATAACTATGGGACCAGGGAAAGCATTTTATGCAACAGGAGATATAATAGGAAATATAAGAA
AAGCATATTGTACCCTTAGGGGAACGGAATGGACTAACACTTTAAAAAGGATAGCTGAAAAATTAGGAGAAAA
ATTTGAAAATAAAACAATAAAATTTACTCAATCCTCAGGAGGGGACCCAGAAATTGTAGCACACAGTTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCC
TGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAA
ATCTCTAAATGACATTTGGGATAACATGACCTGGATGCAGTGGGAAGAGAGAAATTATCAATTACACAGGCTT
AATATACACCTTACTTGTGGAGTCGCAAATCCAGCAAGAAAAGAATGTACAAGAATTATTAGAATTAGATACA
TGGGCAAGTTTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATACAGTTACGCAGGGATACTCACC
CTTATCGTTTTGACAACGTTTGTTCAATACTACAGCCATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAA



GTAGTACAAAGAGCTTATAGAGCTATCCTTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGCTTTTGC
TATAA 
>EU575474 
GCTGCAGATAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCAATGATGTCAATAATAATAGTACTATCAACAATGGAACTACTAATGCCACTAGTCATAG
TGGGGGAAAAATAGAGAGAGGAGAAATAAAAAATTGCTCTTTCAATGTCACCACAAACATAAAAAATAAGCTG
CAGAAAGAATATGCACTGTTTTATAAGCTTGATCTAGTACCAACAGATGATAATAATTCTAGCTATAGGTTGA
TACATTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGCAAAGATAGGAATTTCACAGGAAAAGGACAATGTAAAAATGTC
AGCACAGTACAATGTACACATGGCATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGATGGGGTAGTAATTAGATCTGCCAATATCACAGACAATACTAAAACCATAATAGTACAGTTGAAGGAAGC
TGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGGAAAAGTATAACTATAGGACCAGGGAGAGCATTT
TGGACAACAGGAGGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGCACAAAATGGAATAACA
CTTTAAGACAGATAGCTACAAAATTAAGAGAACAATTTGGTAACAAAACAATAGTTTTTAATCAATCCTCAGG
AGGGGACCAAGAAATTGTGATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCGCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATGCA
ATGGGAAAGAGAAATTGACAATTACACACACACAATATACAGCTTAATTGAAGAATCGCAGAACCAACAAGAA
AAAAATGAACAAGAATTATTGGAACTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTCAGCTTGTACAACGCCACAGCTATA
GCAGTAGCTGAGGGAACAGATAGGGTTATAGAAATAGTAAGAAGAACCTTTAGAGCTATTATCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN024428 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAGATTTTAATGTGTGGAAAAATGACATGGTAACC
CAGATGCATGAGGGTATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TAACTTTACATTGCACTGATGTGAATACTACTTGTATCACAACCAATAATAGTACCATGACCAATAGTAGTAA
TAGTAGTACTGAGGGAAACTGCTCTTCCTATAATTATACTGGGAGGGAAGAACTGAGAAACTGCTCTTTCAAT
ATCACCACAAGCATACAAGATAAGGTGCAAGACTATGCAATTTTTTATAAACTAGATATAGTACCAATAAAAA
GTGATAATAGTGATAATACTAGCTACAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAA
GATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAG
AAGTTCAGTGGAAAAGGAACTTGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGT
CAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTACTTAGATCTGAAAATTTCACGAACAA
TGCTAAAACCATAATAGTACAATTGAAGGATCCTGTAAAAATTGAGTGTGAAAGACCCAACAACAATACAATA
AAAAGTATACATCTAGGACCAGGGAGAGCATGGCATGCAACAGGACAAATAATAGGAGATATAAGAAAAGCAT
TTTGCACCCTTAATAGCACAAACTGGACTAACACTCTAAAGCAGATGGTTGAAAAATTAAGAGAACAATTTGA
GAATAAAACAATAGCCCTTAATCAATCCACAGGAGGGGACCCAGAAATTGTAATGCACACCTTTAATTGTGGA
GGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCA
GGAGGAGATTTGGGATAACTTGACCTGGATGCAGTGGGAAAAAGAAATTAACAATTACACAAGTGTAATATAC
ACCTTACTTGAACAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAA
GTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTTTGCTGTAATCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCG
TTAGCAGTTAGCTTGCTCAATACTACAGCTATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGCATTGC
AAAGAATTTGTAGAGCTATTCTCCATATACCCACAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>AY331284 
GCTGCAGAGAAATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTGTTA
CTTTAAATTGCACTGATGATTTGGGGAATAATAGTACTAACAACAGTAGTTGGGACAAGGGAGAGATGAAAAA
ATGCTCTTTCAATATCACCACAAGCATAAGAGGTAAGATGCAGAAAGAATATGCACTTTTTTATAAACTTGAT
ATAGTACCAATAGATAATGGTAAGAATGATAGTACCAATACCAGCTATAGGTTGATAAACTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCAATACATTACTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA



CATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTA
GATCTGAGAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAAGAATCTGTACAAATTAATTGTAC
AAGACCTAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGACAAATA
ATAGGAGATATAAAAAGAGCATATTGTAACATTAGTAGAACAAAGTGGAACAACACTTTAATACAGGTAGTTA
GAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATG
ATAGTTGGAGTAATAAATCTCTAAGTGATATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAA
CAATTACACAAGTTTAATATACACCTTAATTCAAGAATCGCAGAGCCAACAAGAAAAAAATGAACTAGAATTA
TTGGCATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGTTCAATGCTACAGCAATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAGCAGTACAAAGAACTCTTAGAGCTATTCGCCACATACCTACAAGAATAAGACAGGGCT
TTGAAAGGGCTTTGCTATAA 
>AY331285 
GCTGCAGCACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAATAATACCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTAACGAATGCTACTAATATCAATGCTACTAATATCAATAATAGTAGCGGGGG
AGTGGAGAGTGGAGAAATAAAGAACTGCTCTTTCAACATCACCACAAGCGTAAGAGATAAGGTGCAGAAAGAA
TATGCACTTTTTTATAAACTTGATATAGTACCAATAACAAATGAGAGTAGCAAATATAGGTTGATAAGTTGTA
ACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACAATGAAACGTTCAATGGGAAAGGACCATGTATAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGG
TAATAATTAGATCTGACAATTTCTCGGACAATGCTAAAAACATAATAGTGCAACTGAAAGAATATGTAAAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGATCAAAATGGAATGACACTTTAAAAC
AGATAGCTGCAAAATTAGGAGAACAATTTAGGAATAAAACAATAGTCTTTAATCCATCCTCAGGAGGGGACCT
AGAAATTGTAACGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATATGCACCACTGATGTGC
CTTGGGATACTAGTKGGAGTAATAAAACTCTGGATGATATTTGGGGTAGTAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAAGCACAATATACACCTTACTTGAAGAAGCACAGTATCAACAGGAAAAGRAT
GAAAAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
AAATAGAATTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAATGTCACGGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAATTGGTAGAGCTATCCTCCACATACCTACAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT124745 
GCTGCAGAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGAAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTCAAGAATACTACTAGCAATAATGATATGAAGGCAGAAATGAAAAACTGCTC
TTTTAATGTCACCACAAATATAAGAGATAAGATGCAGAAGGAATATGCACTTCTTTATAAACTTGATATAGTA
CCCATAGATCCTGAACAGAATAATACCAGCTATAGGTTAATAAGTTGTAATACCTCAGTCATTACACAGGCCT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
CGATAATAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTAGTATCAACTCAGCTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCA
CGGACAATATTAAAACCATGATAGTACAACTGAATGAAACTATAGAAATTAATTGTACAAGGCCCAGCAACAA
TACAAGCAAAAGCATACCTATAGGACCAGGAAGGGCATTCTATACAACAGACAGAATAGTAGGAGATATAAGA
CAGGCACATTGTAACATTAGTGGAGCAAAATGGAATACCACTCTAAAACAGATAGTTGCAAAATTAAGAGAAC
AATTTCCAAATAAAACAATTGTCTTTAATTCTTCCTCAGGAGGGGACCCAGAAATTGTAACTCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGTAAAA
ATAAAACTCTGGATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGGGAAATTGACAATTATACAGA
AGTAATATACACCTTAATTCAAAACTCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAGTGGAACAGTTTGTGGAATTGGTTTAATATAACACAATGGCTGTGGTATATAAAAATATTCATAATAATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTGCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTTGCTGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGAATTATA



GAAGTAATACAAAGATTTTTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTT
TGCTATAA 
>JN562755 
GCTACAAAAGAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTTGAACAATACTAATGATACCAATGATACCAATAGTACTAATGGAGGGAAACT
GATGGAAAAAGGAGAAATGAAAAATTGCTCTTTTAATATCACCACAAACATAAGAGATAAAAGACAGAAGGAA
TATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATGATAATGATAATACTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCATGTCCAAAGATATCTTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTATAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGTACAAATGTCAGC
ACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAATAATTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTAAAAGAAGCTGT
AGAAATTAATTGTATAAGGCCCAACAACAATACAAGAAAAAGTATACATATAACACCAGGGAAAGCATTTTAT
GCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAAAAAATTGGAATAACACTT
TAAAACAGATAGTTACAAAATTAAGAGAACAATTTGGGAATAAGACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCATGGGACTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTCAATGATATTTGGGACAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGACAATTACACACAAACAATATACAGCTTACTTGAAGAATCGCAAAACCAACAGGAAAAA
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTACTTTCTAT
AGCAAATAGAGTTAGGCAGGGATATTCACCAATATCATTTGCTGTTAGCTTGCTCAATGCCACAGCTGTAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGACTTGGGAGGGCTATTCTCCACGTACCTGTAA
GGATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JN562794 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAATTTGTG
TTACTTTAAATTGCACTGATGTGAATACTACTGATGCGAATACTACTCTGCCCACTAATAATAGTTTGAGAAT
GGAAAAAGGAGAAATAAAAAATTGCTCTTTCTATATCACCACAAACATAAGAGATAGGGTAAAGAAGGAATAT
GCACTTTTTTATAGCCTTGATATAGAACCAATAGATAATGGTAATAATAATAATACTAATAATAGCTATTGGT
TGAGAAGTTGTAATACCTCAATCATTACACAAGCCTGTCCAAAGGTAATCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGATGTTCAATGGATCGGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAAATAGTAATTAGATCTGCCAATTTATCGAACAATGCTAAAATCATAATAGTACATCTAAATGA
ATCTGTACAAATTAATTGCACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGGCAGCA
ATTTATGCAACAGGACAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAAAAAGATGGGAGA
AAACTTTAAAACAGGTAGCCACAAAATTAAGAGAACAATTTAATAAAACTAAAACAATAGTCTTTACAAATTC
ATCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTATTTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCTACAATGAGATTTGGGATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACTCCTTACTTGTAGAATCGCAAACCCAA
CAAGAAAAGAATGAACAGGAGTTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTAT
ACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTCAGCTTGCTTAACGCTACA
GCTATAGCAGTAGCTGAGGGAATAGATAGGATTATAGAAGTAGTGCAAAGAGCTTGTAGAGCTATTCTCCACA
TACCTAGACGAATAAGACAAGGCTTGGAAAGGGATTTGCT 
>JN562786 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACACGAAATAGTATTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTATATTGCACTGATGTGAAAGTTAATCAGACCAATAATAGTACTACTAATACCACCATTAGCAAGGA
ACTAATGATGAAGGACGGAGACATAAAAAACTGCTCTTTCAATGTCACCACACACCTAAGAGATAAGGTGCAG
GAAGAATCTGCAGCTTTTTATAAGAATGATTTAGTACCAATAGATGATGGTAAGAAAAATGCCAGCAATGCCA
GCAACTGTACGGAGAATGCCAGGAATGCCAGCAGATATATGTTGATAAGTTGTAACACCTCAGTCATTACACA
GGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAA



TGTAATAATAAGACGTTTAGTGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACTCATGGAATTA
AGCCAGTAGTATCAACTCAACTACTGTTGAATGGCAGTCTAGCAGAAAAGGAGATAGTAATTAGATCTGAAAA
TTTCACAAACAATGCTAAGATTATAATAGTACAGCTAAATGAATCTGTAATAATTAATTGTACAAGACCCAAC
AAATATACAAGAAAAGATATACATATACATCCAGGGAGAGCATTTTTTGCAACAGGACACATAATAGGAGATA
CAAGACGAGCATATTGTACCCTTAATGGGACAAAATGGAACAACACTTTAAAACAGGTAGTTGATAAATTAAG
AGAAGAATTTAAGAATAAAACAATAACCTTTAACCAATCCTCAGGAGGAGACCCAGAAATTGTAATGCACATG
TTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAAC
AGCTCCTGGGGATTTGGGGTTGCGCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAG
TAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAGATTGAGAATTACACA
GGCTTAATATATTCCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGG
ATCATTGGGCAAGTTTGTGGAATTGGTTCGACATAACAAAATGGCTGTGGTATATAAAGATATTCATAATGAT
AGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATAT
TCACCATTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTA
TAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACAAGAATCAGACAGGGCTTCGAAAGGGC
TTTGCTATAA 
>JN562773 
GCTGCAGATAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCGCATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACTTTACATTGCACTGATTATTCGAAGAATGATACTAATGCCACTAATAGTAGCAATGCCAATAATAGTAG
TGGGAGAATGATAGAGGAAACAGAAATGAAAAATTGCTCTTTCAACGTGACCACAAGCATAATGGATAAGATG
CAGAGAGAATATGCACTTTTTTATAAACTTGATGTAACACCAATAGATAATAATAGTACTAGTTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TACCCCTGCTGGTTTTGCGATTATAAAGTGTAATGATAAGAAGTTCAGTGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AGGAAGAGGTAGTAATCAGATCCGCCAATTTCTCGGACAATGCTAAAATCATAATAGTACACCTGAATAAATC
TGTGCAAATTAATTGTGCTAGACCCAACAACAATACAAGAAGGAGTATAAATATAGGACCAGGTAGAGCATTT
TATACAACAGGAGCAATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTAGAGCAGAATGGAATGACA
CTTTAAAGAAGGTAGTTATAAAATTAAGAGAACAATTTCAAAATAAAACAATAATCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CCTCTGTGCCTTGGAATACTAGCTGGAGTAATAAATCTCTAGATCAGATTTGGCAGAACATGACCTGGATGGA
GTGGGAAAGAGAAATTAACAATTACACAGACTTAATATACTCCTTAATTGAAGAATCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTAGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTCGCTGTTAGCTTGCTCGACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAATTGGTAGAGCTATTTGCAACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU289189 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTGTTTT
GTGCGTCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGATTTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGCCACTAGTACTAATTTCACTGCCAAAAACGAGGGAGGAATAAAAAACTGCTC
TTTCAATATCACCACAGAAAGAAGAGGTAGGAAGAAGACAGAATATGCAACTTTTTATGAAACTGATCTAGTA
CTAATAAATGATGATAATACTACCAGCTATAGGTTGATAAGTTGTAATACCTCAGTCATTAAACAGGCCTGTC
CAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAAGA
TAAAAAGTTCAATGGAACAGGAGCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAGTTAGATCTGAAAAGTTCGCAA
ACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATAC
AAGAAAAAGCATACATATAGGACCAGGGCAAGCATTTTATACAACAGGAGCAATAATAGGAGATATAAGACAA
GCATATTGTAACATCAGTAGAGCAAAATGGAATGACACTTTAAAACAGATAGCTATAAAATTAAGAGAAAAAT
TTGGAAATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAGTTGTAATGCATATTTCTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCTCTGAATGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAAGCTT
AATATACAACTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTAGAATTATTGGAATTAGATAAA
TGGGCAAGTTTGTGGAATTGGTTTGACATAACCAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC



ATTATCGTTGGCTGTTAGCTTACTTAATGTCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAA
GTATTACAAAGAACTTATAGGGCTATTCTCCACATACCTGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGC
TATAA 
>EF593200 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTAGAAAATGTGACAGAATATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAGTTGTAAGGAAGCAGGGAATGCTACTAATACCACAAGTAGTACTAATATCACTAATGATAGTTT
GGGAGAAATGAAAAACTGCTCTTTTAATATCACCACAAGCCTAAAAGAGAAGGTGCAGAATTATGCAATTTTT
TCTAGCCTTGATATAGTATCAATGGATAAGGACAACAGCAGCTATAGGTTAATAAAGTGTAACACCTCAGTAA
TTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCACT
CCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTCGCAGAAGAAGGGGTGGTAATTAAAT
CTGAAAACTTCTCAAACAATGCTAAAAACATATTAGTAAAGCTGAATGAAACTGTAGAAATTAATTGTACAAG
ACCTAATAACAATACAAGAAAAGGTATACATCTAGGACCAGGGAAAGTACTTTATGCAACAGACATAATAGGA
GATATAAGGCGAGCATATTGTACCCTTAATGGAACAGAATGGAATAACACTTTAAATAGGATAGTTCTGAAAT
TAAGAGAACAATTTGGGAATAAAACAATAGTTTTTGATCAACCCTTAAAAGGAGGGGACCTAGAGATTATAAT
GCATACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTGGATCAAATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAGGCTTAATATACACCTTAATAGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATAAGTGGACAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAAGGTTAGGCA
GGGATACTCACCATTGTCATTTGCTGTTAACTTGCTCAATACTACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGCACAAAGAATTTATAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>EF593201 
GCTGCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGATACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAATGTTGGGAAATGTGTCAGAGGAGTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATATGGAAAATAAAAATATTACCAATAATAGCAGCGAGAAAATGGATAAAGGAGA
AATAAAAAACTGTTCTTTCAATATCACCACAAATTTACAAGAGAAGATGCAGAAAACATATGCACTCTTTTAT
AAACTTGATGTAGCACCAATAGATGATAGTACTACTAATAACAGTAATACTAATACCAGCATCTATAGGTTGA
GAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGATCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGCTCCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGATCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGAAATCAGATCTGAAAATTTCACGAACAATGTTAAAACCATAATAGTACAGCTGAAAGAACC
TGTAGTAATTAATTGTACAAGGCCCAACAATAATACAAGAAAAAGTGTACGTATAGGACCAGGGCAAGCATTT
TATGCAACAGGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAAGAGATTGGAACAACACTT
TAAAACAGATAGCTGAAAAATTAAGAGAACAATTCACTAATAAGACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTACAATGCACAGTTTTATTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTATGATTACATTTGGAAGAACATGACCTGGATGCAGTG
GGAAAGAGAAATTAATAATTACACAGGCATAATATACAACTTAATTGAAGAATCGCAGATCCAACAAGAAAAG
AATGAAAAAGAATTATTGGAATTGGATCAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGGTAGGTTTAAAAATAGTCTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTGATGCCATAGCCATAGCA
ATAGCTGAGGGGACAGATAGGATTATAGAAGTAGCCCAAAGAGTTTTTAGAGCTATTCTCCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU289192 
GCTGCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATACTACAGAGATACATAATGTTTGGGCCACACACGCCTGTGTACCTACCGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACGTTAAATTGCACTGATGAGTGGAAGAATGATACCACTGATAATAATACCAATGGTACTAATACCACTAG
TGGTAGTTGGGAGAAAGGAGAGAAAGGAGAAATAAAGAACTGCTCTTTCAATGTCACTTCAGGGATAAGAGAC
AAGGTGCGGAGAGAATATGCACTTTTGTATAAACTTGATATAGTACCAATAAAAAATGATAATAATGATACTA
GCTATGATAATACTAGCTATAGGTTGATAAGCTGTAATACCACAGTCATTACACAAGCCTGTCCAAAGGTATC



CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATCAGAAGAAGTTC
AATGGAACAGGGCAATGTAAAAATGTCAGCACAGTACATTGTACACATGGAATTAAGCCAGTAGTATCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCAAATTTCTCGAACAATGCCAA
AACCATAATAGTACAGCTGAATGAGTCTGTAAAAATTGAGTGTATGAGACCCAACAACAATACAAGAAAAGGT
ATACATATAGGACCAGGGGGAGCATTTTATGCAACAGGAGACATAATAGGAAACATAAGACAAGCACATTGTA
ACATTAGTAAAGTAACATGGAATAACACTTTAAGACAGATAGCTATAAAACTAAGAGAACAATTTAAAAATAA
AACAATAGTCTTTAACCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCA
GATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTAACAATTACACAGGCTTAATATACAACTTA
ATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGT
GGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCT
GTTAGCTTGTTCAATGCCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAATACAAAGAC
TTGGTAGAGCTTTCCTCAACATACCTAGAAGAATACGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>EF593204 
GCTGAAGAACAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCAACAGA
CCCCGACCCACAAGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCTTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGTGATTATTTGAAGAATGATACTAATACCACTGATAGTAGCAGGAATATTAGTAACTG
GGAAAAAGTGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGAAG
AGAGAAAATGCAGTATTTTATAACCTTGATTTAGTACAAATAAATAATGATGGGGATAATACTAGCTATAGGT
TGACAAGTTGTAACACCTCAGTTCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGAACATGTAAAAAT
GTCAGCACAGTACAATGTACTCATGGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTGG
CAGAAGAAGAGATAGTCATTAGATCTGCCAATCTCACAGATAATGCTAGAACCATAATAGTACATCTGAATGA
ATCTGTACCAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCA
TTTTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAGAACAATGGAATA
ACACTTTACAACGGGTAGTTAAAAAATTAAGAGAAAAATTTGGGAATAGAACAATAATCTTTAATCAATCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAAATCATTTGCA
CCACTAATGTGCCTTGGAATGTTACTTGGAGTAATAGATCTCTGGATGAGATTTGGGAAAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACAAACACAATATACTACCTACTTACAGAATCGCAGACCCAGCAA
GACAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCC
ATAGCCGTAGCTGAGGGGACAGATAGGATTATAGAAGTGTTACAAAGAGCTTTTGGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>EU289195 
GCTGCAGAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGAGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATGATATTGAGGCCACTAATATTACTAGTACCAAAAAGACTGATAATGGCACTAA
TACCACTAATCCCACTAATAGTAGTTGGGAAAAGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTTAATATT
ACCACAAACATAAGAGATAAGTTACAGAAAACATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATG
ATAATAAAGATAGGAGCAACAACTATAGCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGC
CTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGT
AAAGATAAGACATTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGC
CAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCAC
AAACAATGCTAAAACCATACTAGCACAGTTGAAAACACCTGTAGACATTACTTGTATGAGACCAAACAACAAT
ACAAGAAAAAGTATAAATATAGGACCAGGAAGAGCATTCTATGCAACAGGGGACATAATAGGAGACATAAGAC
AAGCACATTGTAACGTTAGTAATACAGATTGGTATGACACTTTAAAACAGATAGCTGGAAAATTAGGAGAACA
ATTTGAGAATAAATCAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAAT
TGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCC
TGGGAATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAA
ATCTCTGGGTGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAACAATTACACAAGCATA
ATATATGACTTAATTGAGAAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAAT
GGGCAAATTTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAGGATATTCATAATGATAGTAGG



AGGCTTGATAGGTTTAAGAATAGTGTTTACTGTAATTTCTATAGTGAGTAGAGTTAGGCAGGGATACTCACCA
TTGTCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAACAGTAGCTGAGGGAACAGATAGGATTATAGAAG
CATTGCAAAGAGCTGGTAGAGGGATCCTCCACATACCTAGGCGAATAAGACAGGGCTTGGAAAGGGCTTTGCT
ATAA 
>EU575815 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGCTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATAGCACTATTGGTAACGAGATGAGGAACTGCTCTTT
CAATGTCACCTCAAGTGTAAGAGATAGGATGCAGAAAGAATATGCACTTTTTTTATAAACTGGATATAGTACC
AATAGATAATGATAATAATAATAACTATACTAACTATAGGTTGATAAGTTGTAACACCTCAACCATTACACAG
GCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGT
GTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAG
GCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAAT
TTCACAAACAATGCTAAAACCATAATAGTACATTTGAATGAATCTGTAGAAATTAATTGTACAAGACCCGGCA
ACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTATACAACAGGAGACATAATAGGAGATAT
AAGACAAGCACATTGTAACATTAGTGAGGCAAAATGGAATAAGACTCTACAACAGATAGTTAAAAAATTAAGA
GAAAAATTTGTGAATAAAACAATAAATTTTAATCGAACCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTT
TTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACA
GCTCCTGGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGT
AATAAATCTATGGAAGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAAGGAAATTGACAATTACACAG
GCCTAATATACAATTTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCACTAGA
TAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGTTGTGGTATATAAGAATATTCATAATGATA
GTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACT
CACCATTATCGTTTGCTGTTAGCTTGCTCAATACAACAGCCATAGTAGTAGCTGAGGGGACAGATAGGATTAT
AGAAGTGTTACAAAGAGCTGGGAGAGCTATTATCCACGTACCTACTAGAATAAGACAGGGCTTGGAAAGGGCT
TTGCTATAA 
>EU575850 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAATACCACTGATTCAAAGAATACTACTAATACCACTAATAGTGGCGGGGA
AAAGATGGAAAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGACTTAAGAGATAAGTGGCAGAAG
GTATATGCAACTTTTTATAAACTTGATGTAGTACCAATAAATAATAATAATAGTAATAAGAGTAGTAATTGGA
CCAGCTATAGATTGATAAGTTGTAACACTTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAACAATAAGACGTTCAGTGGAAAAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCACGGACAATGCTAAAACCATAATAGT
ACAACTGAATGAATCTGTAGTAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATAACCATAGGA
CCAGGGAGAGCATTTTATACAACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGCGCAA
AATGGAATAACACTTTAAAACAGATAGTTAAAAAATTAAGAGAACAATTTAAGGATAAAACAATAGTCTTTAA
GCACTCTTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAG
GCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAGAC
TCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTATGAGGATATTTGGGAGAACAT
GACCTGGATGCAGTGGGAAAGAGAAATTAACAATTACACTGACTTAATATACAACTTAATTGAAAAATCGCAG
AACCAGCAAGAAAAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACA
TATCAAATTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTT
TACTGTGCTTTCTATAGTGAGTAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAAT
ACCACAGCCATAGCAGTAGCTGAGGGGACAGACAGGATTATAGAAGTGTTACAGAGAATTTTTAGAGCTATTA
TCCACATACCAGTAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EF593232 
GTTGCAGGCCAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATAGTTCAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGCACTGATTACATTGGTAGTACTAATACTAGTACTAATGAAAGTGAGGCAACGAAAGAAGA
AATGAAAAACTGCTCTTTTAATATCACCACAGCCATAAAAGATAAGATGCAAAAAGAATATGCGCTCTTTTAT
AGACTTGATGTAGTACCAATAGATAATAATAATAATAGGAGTAATACCACCAGCTATAGGTTGATAAATTGTA



ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGC
TGGTTTTGCGCTTCTAAAGTGTAACGATAAGAAATTTAATGGAACAGGACCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGGTCTGAGAATTTCACAGACAATGCTAAAACCATAATAGTGCAGCTGAATGCATCCATAGAAAT
TAACTGTACAAGACCCAACAACAACACAAGAAAGAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAAAATGGGAGAAGGCTTTACACA
AAATAGTTGAAAAATTAAGAGGACAATTTAGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCTGGAAAAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGAAAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTATTGGAATTGGATAAGTGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATATTCACCACTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGAACAGATAGGGTTATAGAACTATTACAAAGAGTTTGTAGAGCTATCCGCAACATACCTACAAGAATCA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN400469 
GCTGCAGAAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAAGTATTATTGAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAGTTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAACTTGCAGTGATGTGAATGTTACTAATGCCACTAATGCTAATAACAGTAGTAATGGAGGGGAAAC
ATTGAAAGAAGTAAAAAACTGCACCTTTAATATTACCACAAACATAAAAGATAAGTTGCAGAGAGAATATGCA
CTTTTTTATAAACTTGATATAGTACCAATAGGTAATAGTAATGATACCTATAGGATGATAAGTTGTAACACCT
CAGTCATTAAACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTT
TGCGATTCTGAAGTGTAAGGATAAAAGATTCAATGGAACAGGACCCTGTAGAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAATATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATTTCTCGAACAATGCTAAAACCATACTAGTACAGCTGAATGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAACACAAGAAAAGGTGTACATATAGGACCAGAGAAAGTATATTTTACAACAAGCATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGGAAAATGGGAGAACACTTTAAAAAGAGTAGTTA
AAAAATTAAGAGAACAATTTGGGAATAAAACAATAATCCTTAATCAATCCTCAGGAGGGGACCTAGAAATTGT
AATGCACACCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGCAATAAATCTCTGGATAAAATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAGACATAATATACAACTTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATAACACAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATATTCACCAATATCGTTGGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGAACA
GATAGGATTATAGAAATATTACAGAGAATTTTTAGAGCTATCCTTCACATACCTAGAAGAGTAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>EF593304 
GCTGTAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATAGTACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAGTATTGCAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCTCTGATTTTAATGCTACTCAGGCCACTACTACTCAGGCCTATAATAGTAGCTGGAAGGT
GGAAGGAATGAAAAACTGCTCTTTCAATACCACCTCAGGAATAAGAGATAAGGTGAAGAAAGAATATGCACTT
CTTTATAAACTTGATATAGTAGAAATAAATGATGATAATAATACTGGGGATAATACTAGCTATAGGTTCTATA
GGTTGCTAAGTTGTAACACCTCGGTCATGACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCGTGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATATCACGGACAATGCTAAGACCATAATAGTACAGTTGAA
TACAGCTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATAAGTATAGGACCAGGGAGA
GCATTTTATACAACAGGAGAGGTAATAGGAGATATAAGACAAGCACATTGCAACATTAGTCAAGCAAAATGGA
ATAACACTCTAAGACAGGTGGCTATTAAATTAAGAGAACAATTTCCGAATAAAACAATAATCTTTAATCAATC
CTCAGGAGGGGACCTAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGAAAAAATTTGGAATAACATGACCTG
GATGGAGTGGGAAAGAGAAATAGACAATTATACAAACTTAATATATAACTTACTTGAAGACTCGCAAAACCAA
CAAGACAAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAA



AGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTACGAATAGTTTTTTCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTTGCTGTCAGCTTGCTCAACGCCATA
GCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAGGTTTTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTGTGCTATAA 
>AY331294 
GCTGCAGAACAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTATTGGTAAATGTGACAGAAAACTTTAATGCATGGGAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCAATGATTTAAATACCACCACTAGTAATACCACTGGTACTGAAGGGTTAACAATGGATAA
AGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGACATAAGCAATAAGAAGCAGAAACAGTATGCACTT
TTTTATAAACTTGATGTAGTACAAATGAATAATAATAATAATAGCTATAGGCTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATATATTATTGTGCCCCAGCTGGGTTTGC
GATTCTAAAATGTAATGATAAATCGTTCAGTGGAAAAGGAGAATGTAAAAATGTCAGCACAGTGCAATGTACA
CATGGAATTAGGCCAGTAGTATCTACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATGTAATAATCA
GATCTGACAATTTCACGGACAATGCTAAAACCATAATAGTACAACTGAACGAAACTGTAGATATTCACTGTAT
AAGGCCCAACAATAATACAAGAAAACGTATAACTATGGGACCAGGGAAAGTATATTATACAACAGGACAAATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGAAGCAAAATGGAATAACACTTTAAAAAGGGTAGTTA
GAAAATTAAGAGAAAAATTTAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTGTAAT
GCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTAGGAGTGAGATTTGGAATAACATGACCTGGATGCAATGGGACAAAGAAATTCATAA
TTACACAAACTTAATATACACCTTAATTGGAGAATCGCAAATCCAGCAAGAAAAAAATGAACAAGAACTATTG
GGATTAAATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATGAATAGAGTTAGGCA
GGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAAAAATAGTACAAAGAACTTTTAGAGCTATCCTCCACATACCTGTAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>KT124746 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATACGGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATCTGGCGAATAATACCAATCTGGCGAATAATACCAATAGTAGTATTAGTAGCTG
GGAAAAAATGGAGAAAGGAGAGATAAAAAACTGCTCTTTCAATATCACCACAGTCATAAAAGATAAGATACAG
AAAAACTATGCACTTTTTAATAGACTTGATATAGTACCAATAGATGATGATGATACTAATGATACTAATAATG
CTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGA
CCTTGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGGTCTGAAAATTTCACGGACAATGTTAAAACCATAATAGT
ACAGCTGAACGAATCTGTAATAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATAACATTTGGA
CCAGGGAGAGCATTCTATACAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGTA
CACAATGGAATAACACTTTAAGACAGATAGCTAGAAGATTAAGAGAACAATTTAAGGATAAAACAATAGTCTT
TAATTCATCTTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTGGATAACATTTGGAATAA
TATGACCTGGATGGAGTGGGATAGAGAAATTAACAATTACACAAACTTAATATACAACCTAATTGAAGAATCG
CAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGT
TTTTGTTATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAAAGAATTTTTAGAGCTA
TCCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT124747 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACATGAAGTAGTATTGGAAAATGTGACAGAACCATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATTGTATTTCAAATTGCTCTACTGGGGGGAATAATACTACTAATATCACTAAAAA
GAGTTGGGGAGAGATGGAGAAAGGAGAAATGAAAAACTGTTCTTTCAATATCACCTCAAGCATAAAAAATAAG
GTGACTAAAGAATATGCACTTTTTTATAAACTTGATATAGTACCAATAGATAATGATAATACAAGCTATACAT



TGAAAAATTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTA
TTGTACCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGATTATGCAAAAAA
GTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTATTGTTAAATGGCAGTCTAG
CAGAAGAAGATGTAGTAATTAGATCTGCAAATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAAAGA
CGCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGGGCA
TTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGTGCACAATGGAATA
GCACTTTAAGAAAGATAGTTGAAAAATTAAGAGAGCAATTTGGGAATAAAACAATAAACTTTACTAAATCCTC
AGGAGGGGACCCAGAAATTATAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTC
CTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCCGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGCAGAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTAGTAATTACACAGGCTTAATATACAACTTGATTGAAGAATCGCAAAACCAGCAA
GAAAGGAATGAACAAGAATTATTGTCATTAGATCAATGGGCAAATTTGTGGAGTTGGTTTGACATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTCACTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGTTTGATACCATTGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGGAGTAATACAAAGAGCTTATAGGGCTATTATCCATATAC
CTACAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTATAA 
>EF593208 
GCTGAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGCATTGGTAAATGTGACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAAGTGTACTAATTTGAGTATAAATACCAATGCTACTAATACCAATGCTACTAGCAACACTACTTC
CCCTGAAAGCGAAAAAAAGGAAGAAATGAGAAACTGCTCTTTCAATATCACCACAGTTATAAGAGATAGGGTG
CAGAAACAATATGCACTTTTTGATAAACTTGATGTAGTACCAATAGATAATAATAGTACCGACTATAGGTTGA
TAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAGTTCAGTGGAAAAGGAGAGTGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAG
AAGAAGAAGTAGTAATTAGATCTGACAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAAAGAACC
TGTAGAAATTAATTGTTCAAGGCCCAACAATAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGACATAACAGGAGACATAAGAAAAGCACATTGTAACATTAGTAGTACAAAATGGAATAGCA
CTTTAGGTCAGGTAGTTAAAAAATTAAGAGAACAATTTGAGAATAAAACCATAACCTTTAATCACTCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATAAAATTTGGGATAACATGACCTGGATGGA
TTGGGATAGAGAAATTAACAATTATACAGAATTAATATACAACTTAATTGAACAATCGCAGACCCAGCAAGAA
AAGAATGAGCAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGGATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTATTAGCTTGCTCAACGCTACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAATACAAAGATTTTGTAGAGGTATCCTCCACATACCTA
GAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>AY560107 
GCTACAGGACCCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCAATAATACTGATAAGAATGTCACTAGTATCACTGGGGGTAACGAAACAAAATTAGAAAT
GAAAGAAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTGCAGAAAGAATATGCG
CTTTTTTATAAGTCTGATGTAGTACAAATAGGAAATAATACAAATAGTACCAGTTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTGTAAAGTGTAGGGATAAAAAATTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGG
TAATAATTAGATCTGCAAATCTCACGGACAATACTAAAACCATAATAGTACAGCTGAACAAATCTGTAGTAAT
TAATTGTACAAGACCTAACAATAATACAAGAAGAGGTATACATATGGGACCAGGGAAATTTTATGCAACAGGA
GACATAATAGGAGATATAAGGCAAGCACATTGTAACCTTAGTGAAGCAGATTGGAATGACACTTTAAAACAGA
TAGCTGTAAAATTAAGAGAAAAATTTATTAATAAGACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGGGTCCTGGCTCTGGAAAGA
TACCTAAGGGATCAACAACTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCAGGACCAGATTTGGAATAACATGACCTGGATGGAATGGGAAAGAGA
GATTGAGAATTACACAGACTTAATATACACTTTACTTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAA
GAATTATTGGAATTAGATAAATGGGCAAGTTTATGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAA



AAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTATTGTACTTTCTATAGCAAATAG
AGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGCTGTACAAAGAGTTTTTAGAGCTTTTCTCCACATACCTAGACGAATAAGAC
AGGGCTTTGAAAGGGCTTTGCTATAA 
>AY560108 
GCTACAGAAAAATTATGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACACGAAATAGAATTGAAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTAAATTGCAAAGAGGTGAAGAATGATACTGATGCCACTAACGGGACGGTGGGGGGAAAAGGAATGAC
AAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTACAGAAAGAATATGCACTTTTTGACAAGCTT
GATGTAGTACCAATAGATAATATCACTAGCTACACGTTGATAAGTTGTAACACCTCAGTCCTTACACAGGCCT
GTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTTT
TAATAAGACGTTCAGTGGAAAAGGAGAATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAATAATTAGATCTGACAATTTCA
CGAACAATGCTAAAATCATAATAGTACATCTGAATGAATCTGTAAAAATTAATTGTACAAGACCCTACCACAA
TATAAGAAGATGGATACATATAGGACCAGGGAGAGCATTTTATGCCGCAAAAGGCATACAAGGAACTATGAGA
CAAGCACATTGTAACATTAGTAGAACAGACTGGAATAACACTTTAAAACAGGTAGTTGAAAAATTAAGGGAAC
AATATAAGAATAAAATAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAA
TTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTC
CTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATA
GATCTCAGGATGATATTTGGAATAACAATAACTTGACCTGGATGCAGTGGGAAAGAGAAATTGAAAATTACAC
AAGCTTAATATACACTTTACTTGAAGAGTCGCAAAGCCAGCAAGAAAAGAATGAACAAGAATTATTGGGGTTG
GATAAATGGACAAGTTTGTGGAATTGGTTTGCCATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATT
CTAGAACTATTACAAAGAGTTTATAGGGTTATCCTTCACATACCTACAAGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>AY560109 
GCTACAGGAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTAAGAGAAGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAGGTAGAACTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTAAGACTAACACCACTAACACCACTATTGGTCAGGTGGAACAGATGAAGGA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATGGATAAGAAGAGGCAAGAACATGCATTTTTT
CTGAACTTGATGTAGTACCAATAAATGAAACAGGAAAGAATATTAGCTATAGGTTGATAAGTTGTAACACCTC
ACGCATTACACAGGCCTGTCCAAAGATATCCTTTCAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTT
GCGATTCTAAAGTGTAAGGATAAGAAGTTCAATGGAACAGGAGCATATGCAAGTGTCAGCACAGTACAATGTA
CACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTGCT
TAGATCTGCCAATTTCTCGGACAATGCTAAAACTATAATAGTACATCTGAATGAAACTGTAGAAATGAATTGT
ACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGACCAGGGAGAGCATTTTTTACAACAGGAGATA
TAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAAAGCAAAATGGGACAAAACTTTAAAACAGGTAGT
TATAAAATTAAGAGAACAATATGGGAACAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACATAGAA
ATTGTAACTCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGAT
ACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTG
GAATGCTAGTTGGAGCAACAAATCTCTGGACGAGATTTGGGGTAATATGACCTGGATGCAGTGGGAAAAGGAA
ATTGACAATTACACAGGCCTAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAG
AATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGCTGTGGTATATAAA
AATATTCATAATGATAGTAGGAGGCCTGGTAGGCTTAAGAATAGTATTTGCTGTGCTTTCTATAGTGAATAGA
GTTAGGCAGGGGTATTCACCATTGTCATTTGCTGTTAGCTTGCTTAACGCTACAGCTATAGCAGTAGCTGAGG
GGACAGATAAGGTTATAGAAGTAGCAGGAAGAGCTGGTAGAGCTGTTCTCCATATACCTAGAAGAATAAGACA
GGGCTTGGAGAGAGCTTTGTTATAA 
>AY560110 
AGTGCTGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATCTTACAGAGAAGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCAAGAGAAGTAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAAGGGGAATATTACTAGTACCCATAATAATAGTACCAATAATAATAGTAG
TGAGGAAAGGGAAATGAAGAAGTGCTCTTTCAATGTCACCACAGTCATAAGAGATAGGCCTAAGAAAGAAGAG
GCACTTTTTTATAGACTTGATTTAGTACAAATAAAAGAAGAGAATAGTACTTATGGAGAGAATAATACTTATA



GGTTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCGTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGTAGTC
TGGCAGAAGATGAGGTAGTAATTAGATCTGCCAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAA
GAACCCTGTAAATATTACTTGTATAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGA
GCATTCTTTGCAACAGGAGAAGTAATAGGAAATATAAGAGAAGCACACTGTAACATTAGTAGAAAAGGATGGA
ATGACACTTTAAGAGAGGTAGCTAGAAAATTAGGTGAACTATTAAAATTAGAGAATAAAACAACAATAATCTT
TAATCAATCCTCAGGAGGGGACCCAGAAGTTGTAAGGCACACTTTTAATTGTGGGGGGAATTTAAGCAGCTCC
AGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGCAG
ACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAGGAGATCTGGGATAAT
ATGACCTGGATGCGGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATATAACTTAATTGAAGAATCGC
AGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAATTTATGGAATTGGTTTCA
CATATCACAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTT
TTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTACTTA
ATGTCACAGCTATAGCAGTAGCCGAGGGAACAGATAGGATTATAGAAGTAGTGCAAAGAGCTTATAGAGCTAT
TATCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EF175212 
GCTAAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAACACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGAAAAATGTGTCAGAACCTTTTAACATGTGGAACAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATATGAGAGGCACTAATGTGACTAATGTGACTGCTACCCCTACCATGAAGCCAGG
GGAAATAAAAAACTGCTCTTTCAATAGCACCACAATCATGAGAGATAAGGTAACCAAAGAATATGCACTTTTT
TATAGACTTGATGTAGTACCAATAAAGAATAATAGTACTAGCTATAATACTAGCTATAGGTTGATAAATTGTA
ACACCTCAACCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAACGATAAAAACTTCAATGGGGCAGGAAACTGTAGCAACGTCAGCACAGTA
CAATGTACACATGGAATTATGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCCAAAAATTTCACGAATAATGCTGACACAATAATAGTACAGCTGAAGGACTCTGTAGAAAT
TAATTGTATAAGACCCAATAACAATACAAGAAAAAGTATACCGATGGGACCAGGGAAAGCATTTTATGCAACA
GGAGACATAATAGGAAATATAAGACTAGCATATTGTAACCTTAGTAGAACAAAATGGGAACAAGCGTTAAACC
AGACAGTTAGCAAATTAAGAAAACAATTTAACAACACAATAGCAATAGCCTTTCAGCCATCCTCAGGAGGGGA
CCTAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAGATCTCATGATGAGATTTGGACTAACATGACCTGGATACAGTGGGA
AAAAGAGATTGACAATTACACAAATTTAATATACAACTTAATTGAAAAATCACAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGACCAGTGGGCAAGTTTGTGGAGCTGGTTTACTATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCGATACCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGCGCTAAGAGCTGCTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTGGAAAGGATTTTACTATAA 
>EU577426 
GCTGGAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATTGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAACTTGCACTGATGTTAACGGTACCACTGCTAACAAAACCAATGCTGAGAGTACCAAGAATAGTAG
CACGGGAATAATAGATAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACAACTAGCATGAGAGATAAGGTG
AAGAAAGCATATGCATTTTTTTATAAACTTGATATAGTACAAATAGATAATAGAAAGGCTAAGAATACCAGCT
ATAAGTTGCTAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGGAGAGGTAATAATTAGATCTGAGAATTTCACAAACAATGCTAAAACCATAATAGTACAGCT
GAATGAAACTGTATACATTAATTGTACAAGGCCCGGCAACAACACAAGAAGAAGTATACATATGGGACCAGGG
AAAGCATTTTATACAGGAGAAATAATAGGAGATATAAGGAAGGCTCATTGTAACATTAGTGCAGAAAAATGGA
ATAATACATTAAAACAGATAGTTGGAAAATTAAGAGAACAATTTCCGAATAAAACAATAGACTTTAGGCCCTC
CTCAGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGGAGCAATTTGGGACAACATGACCTG
GATGGAGTGGGAAAGGGAAATTGACAATTACACAGAGGAAATATATAAACTAATTGAACAAGCGCAAAACCAG
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATCATTGGGCAAGTTTGTGGAATTGGTTTGACATAACAA



ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACACCGTA
GCCATAGTAGTAGCTGAGGGGACAGATAGGATTTTAGAAGTATTACAAAGGGCTTATAGAGCTATCCTGCACA
TACCTACAAGGATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EF593284 
GCTACAGAAAAAATGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTAATGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGTACTGATGCTGATGTTAATGCCACTAGCACTAATACCACTAGCAATAATGCCACTAGGAG
TACCATTAATAATAGCTGGAAAATAGAGGAAAAAGGAGAGATAAAAAACTGTTCTTTCAATATCACCACAAGT
ATAAGAGATAAAATGCAGAAAACGTATGCACTTTTTTATAAACTTGATATAGTATCAATAGATAATAGTAGTA
CTAGGTATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTGTCATTTGAACCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGATCAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTACTGTTGA
ATGGCAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTGAGAATTTCACAGACAATTCTAAAATCATAATAGT
ACAGTTGAATGAAACAGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGA
CCAGGGAGAGCATTTTATGGAACAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAACAA
GATGGAATATCACTCTACAACGGATAGCTAGAAAACTAAAAGAACAATTTGGGAATACAACAATAATAGCCTT
TAATAAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAGCAAAAATCTAAGTGATATTTGGGATAA
AATGACCTGGATGCAGTGGGAAAGAGAAATTGAGAATTACACAAATGTAATATACACCTTACTTGAAGATTCG
CAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATATTACAAACAATTCTTAGAGCTA
TTATCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF593310 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGCATGTTAATAATACCAATACTACTCATACCAATAGTAGTAGCAGGAG
AATAGAGGAAGTAGAAATAAAAAACTGCTCTTTCAATCTTACCACAAGACTAAGAGATAAGATGCAGAGAGAA
TATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATGATACTAACAATAATAGCTATAGGTTAATAG
GTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATAGTAAGACGTTCAATGGATCAGGGCCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACACAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGATGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGT
AAGAATTAATTGTATAAGACCCAACAACAATACAAGAAGAAGTATAACTATAGGACCAGGGAAAGCATTTTAT
GCAACAGACATAATAGGAGATATAAGACAAGCATACTGTAATGTTAGTAGAGCAAAATGGAATGACACTTTAA
AAAGGATAGTTAAAAAATTAAGAGAACGATTTGGGAAGAATAAAACAATCATTTTTAATCCATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTGTGGATGAGATTTGGGGTAACATGACCTGGATGCAATG
GGAAAGAGAAATTGACAATTACACAGACTTAATATACACTTTAATTGAACAGTCGCAGAACCAGCAAGAAAAG
AATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATACCACAGCCATAGTA
GTAGCTGAGGGAACAGATAGGATTATAGAAGTATTACGCAGGGCTTTTAGAGCTATCCTCCATATACCTACAA
GAATAAGACAGGGCTTGAAAAGGGCTTTGCTATAA 
>EF593312 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTATTGGAAAATGTGACAGAAAACTTTAACATGGGAAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAATGATACTAATACTACTGCCACTAATAGTAGCGGGAGAGTGATAGAGGA
CAAAGAGATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGGTGCAGAGGGAATATGCATTT
TTTAATAAATTTGATATAGTACCAATAGATAATAGTAATGACAGCTATAGGTTGATAAGTTGTAACACTTCAG



TCATTACACAGGCTTGTCCAAAGGTGTCATTTGAACCAATTCCCATACATTACTGTACCCCGGCTGGTTTTGC
AATTATAAAGTGTAATGATAAGAAGTTCAATGGAACAGGGCCATGTAAGAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAATTA
GATCTGAAAATTTCACGAACAATGCTAAAACCATACTAGTACAGCTGAATGAATCTGTAGCAATCAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTACACCTATAGGACCAGGAAGAGCATTTTATGCAACAGGAGAAGTA
ATAGGAGATATAAGACGAGCACATTGTAACATCAGCAAAGAAGAATGGAATAAAACTTTAAATCGGGTAGCTA
GGAAATTAAGAGAACAATTTAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTA
GTTGGAGTAATAAATCTCTAGATAGGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAGACTTAATATACAATTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACACGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACACAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTATTAGTTTGCTTAACGCCACAGCTGTAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAAATAGTGCAAAGAATTTTTAGAGCTATTCTCCACATACCAACAAGAATAAGACAGGGCTTAG
AAAGAGCTTTGCTATAA 
>EF593314 
GCTACAGAAAAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGAGGCAGAGTGATACTAATACCACTACTTATGGAAAAACAATGGAGGGAGG
AGAAATAAAAAATTGCTCTTTCAAGGTCACCACAGGCATAAGAGATAAGATGCAGAAAGAATATGCACTTTTT
TATAATCTTGATGTAATACCAATAGATAATGATAATACTAGCTATAGGTTAAGAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCGGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAATAATTAGAT
CCACCAATCTCACGGACAATACTAAAATTATAATAGTACAGCTGAATGAGTCTGTAGTAATTAATTGTACAAG
ACCCAACAACAATACAAGAAGAAGTATAAATATAGGACCAGGTAGAGCATTTTATGCAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTGACCTTAGTAGAACAAACTGGACTAACGCCTTAAGACAGATAGTTGAAA
AATTAGGAAAACAATTTAATAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGACCCAGAAATTATAAG
GCATACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATACTA
GTTGGAGTAATAGAAATCTGACCGAGATTTGGGAAAACATGACTTGGATGCAGTGGGAAAGAGAGATTGATAA
TTACACAGGCTTAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTAGATCACTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTCTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAA
GGGATACTCACCATTGTCGTTGGCTGTTAGCTTGCTCAACGCCGTGACCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGTTTGG
AAAGGGCTTTGCTATAA 
>EF593316 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAAGTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACCTTAAATTGCACTGAGGTGAAGAAGAATAATGCTACCACCGCTACCACCAATAGTAGCGTTGGGGAAGA
AATGAAAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGTATTAGAGATAAGATGCAGAAAGAATATGCA
CTTTTTTATAAACTTGATATAGTACCAATAAAAGAAGATAATAATAATACTAATACTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATCCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTGGAGATAAAAAGTTCAATGGAACAGGACCATGCACAAATGTCAGC
ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGCCAACTTCACAGACAATACTAAAACCATAATAGTACAGCTGAATGAATCTGT
AATAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATATCTATAGGACCAGGGAGAGCATTTTAT
ACAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAGGAACACTGGGAGAACACTT
TACACCGGGTAGCTACAAAATTAAGAGAACAATTTAATAAAACAATAACCTTTAATCGATCCTCAGGAGGGGA
CCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAGCAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAAGAGATCTCTGGAAGAGATTTGGGATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAAAAGAGATATACACATTAATTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAAAAAGAATTATTAGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGT



ATATAAAAATATTCATACTGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATACCATAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTGCTACAAAGAATTGGTAGAGGTATTCTCCACATACCTACAAGAA
TAAGACAAGGCTTGGAACTCGCTTTGCTATAA 
>EF593318 
GCTGCAAAATCAAAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAAACACCACTC
TATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTGCTTTAAATTGCACTGATGTAGAGGGGAGGAATGAGACCAATGTCACTAGTACAGAGAAAGGAGA
AATAAAAAATTGCTCTTTCAATGTCACCACAAATATAAAAAATAAGATGCAGAAAGAATATGCACTTTTTTAT
AAACTTGATATAGTACCAATAGATAATGGAAATAAGAGTAATTTTACTGACTATAGATTGATAACTTGTAATA
CCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAAAAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGGATTAGGCCAGTGGTATCCACTCAACTACTGTTAAATGGCAGTCTAGCAGAGGAAGAGATAG
TGATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGGCCAGGGAGGGCATTTTATGCAACAGGG
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGAATAACACTTTAAGAAAGG
TAGTTACAAAATTAAGAGAACAATTTGAGAATAAAACAATAATCTTTAATTCACCTTCAGGAGGGGACCAAGA
AATTGTATTTCACACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGAAACGATTTGGGATAACATGACCTGGATGGAGTGGGACAGAGA
AATTAGCAATTACACAAGCTTAATATACACCTTAATTGGAGAATCGCAGATCCAGCAAGAAAAGAATGAACTA
GACTTATTAAAATTAGATACATGGGAAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
ACTTAGGCAGGGATACTCACCACTATCGTTCGCAGTTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAA
GGGACAGATAGGGTTATAGAAGCAGTACAAAGAGGTTTTAGAGCTTTTCTCCACATACCTAGAAGAATATGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>JN786786 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACCTTAAAGTGCACTGATTATAATAATACTAAAAATGGTAATGATACTAAGAGTACTGGTAAAGATAAGAA
CAAAAATAATAGTACCTGGGGCGGCAGGATGGAGAAAGGAGAAATAAAAATCTGCTCTTTCAATATCACCACA
GACATAAGGGATAAGAGGCAAAACGAATCTGCACTTTTTTCTAAGCTTGATCTAGTACCAATAAATAAAACAG
ATAATACTAGCTATATTTTGATAAGTTGTAACACCTCAATCATTAGACAGGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGAAGTTCAATGGA
ACAGGACCATGCAGAAATGTCAGCACAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAATAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCAT
AATAGTACAGCTGAACAAAACTGTAGAAATTAATTGTACAAGACCCAACAACTATACAAGCAAGAATATACGT
TTCGGACCAGGGGGCGCATTTCGTGCAAGAGGAAGAATAATAGGAGATATAAGAAAAGCATATTGTAATATTA
GTAGAGCAGACTGGAATACCACTTTAAAAAGGATAGCTGACAAATTAAGAGACCAATTTGGGAATAAAACAAT
AATCTTTAATCAGTCCTCAGGAGGGGACCCAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATAAGATTTG
GGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACAACTTACTTGAA
GAATCGCAGAACCAACAAGAAAAGAATGAACAAGATTTATTGGAATTAGATTCATGGGCAAGTTTGTGGAATT
GGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTGTTAGC
TTGTTCAATGCAACAGCTATCACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTCCAAAGAGTTTTTA
GAGCTCTTCTCCACATACCTAGAAGAATAAGACAGGGTGCAGAAAGGCTTTTGCTATAA 
>JN599165 
GTTGCAGGAAATTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCATTTTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAGGCGCATAATGTGTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTTGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TAACTTTAAGGTGCACTGATTTGAGGAATGTTACTAATACCACTAATAATACTAATGGGAATGCTACTAGTGC
CACTAATAGTAGCAGGGGAATGATGGAGGGAGTAGAAATGAAAAATTGCTCTTTCAATATCACCACAAGCATG
GATAAGGTGCGGAAGGAACATGCACTTTTTAATAGTCTTGATGTAATACCAATGGAGGGTGATAATACTAGCT



ATAGGTTAATAAGTTGTAACACCTCAGTCGTCACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGT
ACAAGTGTCAGCACAGTACAATGTACACACGGAATTAAGCCAGTAGTGTCAACTCAACTATTATTAAATGGCA
GTCTAGCAGAAGAAGGGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCT
GAATCAATCTGTAGAAATTCATTGTCTAAGGCCCAATAAATATACAAGACAAAGAATACATATAGGACCAGGA
AGAGCATTTTATACAGCAAGGGACATAATAGGAGATATAAGGAAAGCATATTGTAACATTAGTAAACAAAATT
GGACTAACACTTTATACCAGGTAAGTAAGAAATTAAGAGAACAATTTAGTAATAAAACAATAATCTTTAATCA
ATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTGCCGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATATGATTTGGGATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTACTTGAAGAATCGCAGAAC
CAGCAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAA
CAAATTGGCTGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGGTAGGATTAAGAATAGTTTTTCT
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCC
ACAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAACATTACAAAGAGCTGGGAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT124759 
GTTGCAGAAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATACGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCGACCCACAAGAATTAGTACTGAATGTGACAGAAGATTTTAACGCATGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTTGAAGGATGATACTAATACCAATACTCCTACTACCACTGTTACTAGTAACGG
GAACAATACAGTGGAGGAAGCAGATATGAGAAATTGCTCTTTCAAAACCACCACAGATGTAAAAGATAAAATG
CAGAAAGAATATGCACTTTTCTATAAACTTGATGTAGTATCAATAAAGAATGATAGTACTAGTTATAGGTTGA
TAAGTTGTAACACCTCAGCCATTACACAGGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGACAAAAAGTTCGAAGGAAAAGGACAATGTAGCAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAGTAGTAATTAGATCTGACAATTTCACAGACAATGCTAAGACCATAATAGTACAGCTGAATACACC
TGTAAACATTAGTTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTC
TATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAAGAGAATGGAATAACA
CGTTAAAATATGTAGCTAAAAAATTAGGAGAAAAATATAATAAAACAAAAATAGCCTTTAAGCCATCCTCAGG
AGGGGACCCAGAAATTGAAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATGAGAGTTGGAGTAAGAATGTATCTCTGGATAGGATTTGGAGTAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGAAAATTACACAGGCATAATATATGAATTACTTCATGAATCGCAAATCCAACAA
GAAAATAATGAACAAGAATTATTGAAATTGGATACATGGGCAAGTTTGTGGAGTTGGTTTAACATATCAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTGTTAGCTTGCTCAACGCCACAGCT
GTAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTCTTCTTCACATCC
CCAGAAGAATAAGACAGGGCGCGGAAAGAGCTTTGCTATAA 
>JN562762 
GTTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACGTGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAGATTGCATTGACTATAACAACACTAATAGGAATACTACTGTCACTAATAGTAGTGCTACCACTAA
GAGTTCCGAGGTAACGATGGAGAAGGGAGAAATAAAAAAATGCTTTTTCAATATCACCACAGGCATAAGAGAT
AAGGTGCGGAAAGAATATGCACTTTTTTATAGACTTGATATAGAACCAATAAATGATGATAATAATAATAATA
CCAGCTATAATAATACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGT
ATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAAGAAG
TTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAA
CTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGCCAATTTCACAGACAATGC
TAAAACCATAATAGTACAGCTGACAGAAGCTGTAAACATTACTTGTACAAGACCCAACAACAATACAAGAAAA
GGTATACATATGGGACCAGGGGGAGCATTTTACACAACAGGACAAATAATAGGAGATATAAGGCAAGCACATT
GTAACATTAGTAAAGCAAAATGGAATCAAACTTTAGAACAGGTAGCTAAAAAATTAAGAGAAAAATTGGGGAA
TAATGAAACAATAATCTTTCAACCATCCTCAGGAGGGGACCCAGAAATTGTAACACACAGTTTTAATTGTGGA
GGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAATAAATCTTA
TGAGATGATTTGGGAAAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACTAGCTTAATATAC
TCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAGTTATTAGAATTAGATAAATGGTCAA



ATTTGTGGACTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAGTTTTTGCTGTGCTTGCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCG
TTTGCTGTTAACTTGCTCAACGCCACCGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTAC
AAAGAGCTTGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGCTTTTACTATAA 
>KT124776 
GCAGCAGAACAACTTTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATCTAATGTGACAGAAAATTATAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTACAGTGCAGTGATGCGAATGTCACTACCAATAATGCCACTGTTACCAATAGTAGTAGTGGGACTAATGC
CACTGTTAATAATAGTAGTAGTTTGGGAGAAGAAATAGGAATGAAAAACTGCTCTTTCAATATCACCACAAGT
ATAAGAGATAGAGTTAAGAAAGAATCTGCACTTTTTTATGAACTTGATATAGTACCAATAGATAATACTAGCT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAAGCCTGTCCAAAAGTATCATTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACGGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCTCAGACAATGCTAAAACCATAATAGTGCAGCT
AAAAGAATCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATATCCATAGGACCAGGG
AGAGCATTTTATGCAACAGGACAAATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTAGAGAAGACT
GGGATAAGGCTCTAAACCAGACAGTTGAGAAATTAAGAGAACAATTTCCTAATAAAACAATAGCCTTTAAGCA
ATCCTCAGGAGGGGATCCGGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGGTGCTCTGGAAAACTCA
TTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGATCAGATTTGGGATAACATGAC
CTGGATGGAATGGGAAAGAGAAATTGGCAATTACACAGACACAATATACAGATTAATTGAACAATCGCAGAAC
CAGCAAGAAAAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAATTTGTGGACTTGGTTTGACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTTAATGCT
ACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAGGTAGTACAAAGAGCTTGTAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTACTATAA 
>KT124798 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAGCACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATATAGGGAATGCTACTAATTCCAATAGTAGCGGAGAGATGCCAATAGAGAAAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACACTCTCAAATAGAAAGAAAGAAATGAATGCAATTTTTAAT
AGCCTTGATGTAGTATCAATAGATGATAATGATAATACTACCACTATTAGTAATACTAGTTATAAGTTGAGAA
GTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGCAATAATAAGACGTTCAGTGGAAAAGGACCATGTAAAAATGTCAGC
ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGTTGTTAAATGGAAGTCTAGCAGAAG
AAGAGGTAATAGTTAGATCTGCAAATTTCTTAGACAATGCTAAAACCATAATAGTACAGATGAACACATCTGT
AGCAATTAATTGTACAAGGCCCAACAACAATACAAGAAGAAGTATAAATATAGGGCCAGGGAGAGCATTTTAT
CTAAGAGACATAATAGGAGATATCAGACAAGCACATTGTAACATCAGTGGAAAACACTGGAATAACACTTTAA
AACAGGTAGCTGAAAAATTAAGAAAACAATTTGGGGAAAATAAAACAATAGCCTTTAATCATTCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCT
GTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAGAATGAAATTTGGGAGAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGACAATTACACAAGTTTGATATACACCTTAATTGAAGAATCGCAGAATCAACAGGAAAAG
AATGAACAAGACTTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATATCAAATTGGCTGT
GGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTCTTTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTATATCATTTGCTATTAGTTTGCTTAATGCCACAGCCATAGCA
GTAGCTGAGGGAACAGATAGAGTTATAGAAGTAATACACAGATTTGTTAGAGGTGTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGATTTTGCTATAA 
>GU331247 
GCTACAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGGACAATAAAATGGTAGAA
CAGATGCATGAAGACATAGTCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACACATAATAATGTTACTAATGGAGGGGAAATGAA
AAACTGCTCTTTCAATGTCACCACAGAGGTAAGAGATAAGGTGAAGAAAGAATATGCACTTTTTTACACACTT
GATATAGTACAAATAGATAATACTAGCTATAGGATGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTC



CAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGA
TAAGAAGTTCAAGGGAACAGGATCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATTTCACAG
ACAATACTAAAAACATAATAGTACAGCTGAATGAAGCTGTAGAAATTAATTGTACAAGACTCAACAACAACAC
AAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGACATAATAGGAGATATAAGACAA
GCACATTGTAACCTTAGTAGGGCAGCATGGAATACAACTTTACAAAAGATAGCTGAAAAAATTAACAGAACAA
TATGGAAATAAAACAATAAGCTTTAATCGATCCTCAGGAGGGGACCTAGAAGTTGTAATGCATAATTTTAATT
GTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCT
GGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAA
ACCCTGGAAGAGATTTGGAATAACATGACCTGGATGCAGTGGGACAGAGAAATTAACAATTACACAAACTTAA
TATACAACTTAATTGAACAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATG
GGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGA
GGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCAT
TATCGTTTGCTGTTAGCTTGCTTAATTTTACAGCCGTAGCAGTAGCAGAGGGAACAGATAGGATTATAGAATT
TGTACAAAGAGTTGGTAGAGCTTTTCTTCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTA
TAA 
>JN786831 
GCAGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTGCCACTCTATTTT
GTGCATCAGAAGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAAGACATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATTCGGGAAGTACTAATAATACCAGTAGTACTAAAACCAATAATATTAGCTT
GGAGGAGAAAGGAGAAATAAAGAACTGCTCTTTCAATATCACCACAAACAGGAAAAATAGGGTGAAGAAGGAA
TATGCACTTTTTAATAAACTGGAAGTAGTACCAATAGATAATGATGATAATACCACATATATGTTGGTAAGTT
GTAACACCTCAGTCACTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAATGTAATAATAAGACATTCAATGGAAAAGGACAGTGTAGAAATGTCAGCACA
GTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGTTAAACGGTAGTCTAGCAGAACAAG
AGATAGTAATTAGATCTGAAAATTTCTCAGACAATGCTAAAAACATCATAGTACAGCTGACAACCCCTGTAGA
AATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATAAATATGGGACCAGGGAGAGCATGGTATGCA
ACAGGAGGTATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGTACAAAATGGAATAACACTTTAA
GACAGATAGCTAAAAGGTTAGGGGAACAATTTAATAAAACAATAGTAGTCTTTAAAAATGCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCGCCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGAAATTTGGGATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAACAATTACACAAACTTAATATACACCTCAATTGAAAAATCGCAAAACCAACAAGAGATAAAT
GAAAAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTATTAGCTTGTACAACGCCATAGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTCTAGAAATATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ403100 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATAGCATTAGGAAATGTGACAGAAAAGTTTGACATGTGGAAAAATAAAATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTCAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGAATGATACTAGTACCAATAGTAGCGCTAGTAACCATAATAGTAGCAA
GGGAACGCCAGAGGGAGGAGAAGTAAAAAACTGTTCTTTCAAGATCACCACAAACATAAGGGATACGATACAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGAGAAAACTAATAAGAGCTCTAATAAATATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAGAGATAAGAAGTTCAATGGAACAGGGGAATGTAGA
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGCTAATCTCACAGACAATGCTAAAACCATCATAGTACAGCTGAA
AGAACCTGTAGAAATTAATTGTACAAGACCCACCAACAATACGAGCAAAGGTATACATATAGGACCAGGGAGA
GCATTTTATGCAACAGGACAAATAAAAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGA
ATAACACTTTAAGACAGGTAGCTGGAAAATTAACAGAATATTTTAGGAATAAAACAATAAGTTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAGCTAATCT
GCACCACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTTTCAATGAAATTTGGACCAACATGACCTG
GATGGAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAG
CAAGAAAAGAATGAACAGGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA



ATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGTTGT
AATGTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGTCACA
GCCATCGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTAAGAAGCATTTGTAGAGGCATCCGCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU576617 
GCTGGAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACACTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAAGTTAAAGGATGAGTTGAATGCTACTGCATCCAATAGTAGTACTGCAGCCAATAA
TAGTAGCGAAATGAATATTACTAATACTAGTGACATGAAAAACTGCTCTTTTAAGATCACCACAAGCATAAGA
GATAAGGTGCAGAAAGAATATGCATTGTTTTATAAAACTGATATAGTACCAATAAATAGTAAGAATAACAGCT
ATAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCTATTCTAAAGTGTAATAATAAGACATTCGATGGAAAAGGA
CCATGTATAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAATTACTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGACAATTTCTCCAACAATGCTAAGACCATAATAGT
ACAGCTGAAACAACCTGTAGAAATTGATTGTATAAGACCCTACAACAATACAAGAAAAAGTATACATATAGGA
CCAGGGAGAGCCTTTTATACAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAG
CAAATTGGACTAACACCTTAAGACAGGTAGCTAAAAAATTAAGAGAACAATTTGGGAATAAAACAATAATCTT
TAATCAATCCTCAGGAGGGGACCTAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATGATATTTGGAATAA
CATGACATGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTGATATACACCTTAATTGAACAATCG
CAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTT
CAATATCACATTGGCTGTGGTATATAAAAATATTTATAATGATAATAGGGGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGCACAAAGAATTTTTAGAGCTA
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGTCTTTGCTATAA 
>AY331296 
GCTGCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATAATAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAATGTGACAGAAAAATTTAACATGTGGAAAAACAACATGGTAGATCAG
ATGCATGAGGATATAATTAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAATTGCACTAATGCGGGAAATGTTACCAATACTACTAGTAACTGGGAAAAGATGGAGCCAGGAGAAAT
AAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGGTGCAGAAAGAATATGCTCTTTTTTATAAA
CTTGATGTAGTACAAATAGATGATATAGATAATGGTACTAACTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAACAATAAAACATTCAATGGATCAGGACCATGTAATAATGTCAGCACAGTACAGTGTACACAT
GGAATCAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGAT
CTGAAAATTTCACGAACAATGCTAAAACCATAATAGTTCAGCTGAACGAATCTGTAATAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATAAATATAGGGCCAGGAAGAGCATTTTATGCAACAGGAGATATAATA
GGAGATATAAGACAAGCACATTGTAATATTAGCGAAAAAGCATGGAATAAAACTTTAAAACAGATAGTTACAA
AATTAAGAGAACAATATGAGAATAAAACAATAGTCTTTAATCAATCCACAGGAGGGGACCCAGAAATTGTAAT
GCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAGTA
GTTGGAGTAATAGAAATCTGACTGCGATTTGGGATAACATGACCTGGATGCAATGGGAAAGAGAAATTGACAA
TTACACAAACTTAATTTACAGCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTGTTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAGCTGGCTGTGGTATATAAAATTATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAAAAGAGTTAGGCA
GGGATACTCACCATTATCGTTAGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTATTACAAAGAATTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTTG
AAAGGGCTTTGCTATAA 
>EF593286 
GCTACAGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGGATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTT
GAACAGATGCAGGAGGATATAATCAGCTTGTGGGATCAGAGCTTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAAATGCAATGAGACTAATACCAATGAGACTACTGCCAATAATAGTACAGCGGAACAGATAGA
GGGAGGAAGAGATATAAAAAACTGCTCTTTCAATGTCACAGGCATAGGAGGTAAGAAGAAGAAAGAATATTCA
CTTTTTTATAACCTTGATGTAGTAAAAATAGATGATGATAATAACAGCTACATATTGGCAAGTTGTAACACCT



CAGTCATTACCCAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGAAAAGAAATATGTAAAAATGTCAGCACAGTACAATGT
ACTCATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TCAGATCTGAAAATTTCACTGACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTGTAGTAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGGGAGCATTTTATGGAACAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACCTTAGCAGAACAGAATGGAACAACACTTTAAGTCAGGTAGCTA
AAAAATTAAGAGAACAATTTATCAATAAAACAATAGTCTTTAATCATTCCTCAGGAGGAGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCATGGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATA
CCAGTTGGAGTAATAAATCCCTGGATCAGATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTTCACAGGCATAATATACACTTTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTATACTTTCTTTAGTGAATAGAGTTAG
GCAGGGATATTCACCATTGTCGTTCGCCATTAGTTTACTCAACGCCACAGCAATAGCAGTAGCTGAGGGAACT
GATAGGATTATAGAAGTATTACAAAGAGTTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCT
TTGAAAGGATTTTAATATAA 
>EU577525 
GCTAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTCAATCATATAATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAACTTGAATAATACTGCTACTAATACCACTAGTACTAATACCACTAGTACTAATAC
CACTAGTACTAATACCACTAATGGTATTGAGGGAGAAATAAAAAATTGTTCTTTCTATACCACCACAAGCATA
ACAGATAGGCCTAAGAGAAACTATGCGCTTTTCTATACACTTGATATAGTACCAATAGAGGGTGAGAATGATA
GATTTAGGGTGATAAGTTGTAACACCTCAATTATTACACAGGCCTGTCCAAAGGTTTCCTTTGATCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGTGTAATAATAAGACATTCAATGGAACAGGACCA
TGTACAAATGTCAGTACAGTACAATGTACACATGGAATCAGGCCAGTAGTATCCACTCAACTACTATTAAATG
GCAGTTTATCAGAAGAAGAGGTAGTAATTAGATCAGAAAACTTCACAAACAATGCTAGATCCATAATAGTACA
GCTGAATGAAACTTTAGAGATTAACTGTACAAGACCCAACAACAATACAAGAAGAAGTATAAATATAGGACCA
GGCAGAGCATTTTATGCAACAGACATAATAGGAGATATAAGGCAAGCACACTGTAACATCAGTGGAGAAAAAT
GGAATAATACTTTAAGACAAATAGTTGAGAAATTAAAAGAAAAATTTGTGAATAAAACAATAGCCTTTAATCA
TTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTTAAGCAGCTCCAGGC
AAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTC
ATTTGCACCACCAATGTACCTTGGAATACTAGTTGGAGTAACAGATCTGTAGAAGACATTTGGCAGAACATGA
CCTGGATGGATTGGGAAAGAGAAATTGATAATTACACAGAATTAATATACAGCTTAATTGAAGAATCGCAAAA
CCAACAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATA
ACAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTA
CTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGC
CACCGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAATACAGAGAGCTGGTAGAGCTATTCTT
CACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JQ085297 
ACTGCAGAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGAGACAGAGGTACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTATTGGAAAATGTGACAGAAGATTTTAACATATGGACAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTTAAGAATGCTACTAATATCACAAATAGTGAGGGGGGAATGAGGGAGGGGGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCCTAAGAGATAGGGTGCAGAAAGAATATGCACTGTTT
TATAAACTTGATGTAGAACCAATAGATGATGATAAAAATAGTACTGATAACAATAGTACCAACTATACCAACT
ATAGGTTAATAAGTTGTAACACTTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGTCCCGGCTGGTTATGCGCTTCTACAGTGTAACAATAAGACGTTCAGTGGAAAAGGACAATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAGGAGGTAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCT
GAATGAAACTGTAGAAATTAATTGTACAAGACCCAACAACAATACACGAAGAAGTATATCTATAGGACCAGGG
AGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACCTTAGTGAAGCAAAAT
GGAATAGAACTTTAGAACTGGTAGTTGAAAAATTAAGAGACCAATTTAAGAATAAAACAATAGTCTTTAATCA
CTCCTCAGGAGGGGACCCAGAAATTGTAATGTTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATGGAAAGATATCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTCATAATAGATCTCTGAATGAGATTTGGGATAACAT
GACCTGGATGCAGTGGGACAAAGAAATTAACAATTATACAGACTTAATATACAACTTGCTTGGAGAAGCGCAG
AACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCA



TAACAAACTGGCTGTGGTATATAAAAATATTCATAATAATAGTTGCAGGCTTGGTAGGTTTAAGAATAGTTTT
TACTGTATTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTGTTAGCTTGCTTAAT
ACCATAGCTATAGTAGTAGCTGAGGGGACAGACTGGGTTATAGCAGGATTACAAAGACTTTTTAGAGCTTTTC
TCCATATACCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTATAA 
>JQ085295 
GCTGCAGAAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAGAATTTCAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTAATTTGAATGAGACTAAATTTAATATTACTGAAGAAACGAGAGGAGAAATAAAAAA
CTGCTCTTTCAATGTCACCACAAACCTAAGAGATAAGGTGACACAAGAACATGCACTTTTCTATAAACTGGAT
ATGGTACCAATAGAGAATAGTAATGATACTTATAGGTTGATAAATTGTAATACCTCAGTCATTACACAGGCCT
GTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAA
TGATAAGAAGTTCAATGGATCAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCA
GTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTCATAATTAGATCTAGCAATTTCA
CAGACAATGCTAAAACCATAATAGTACAGCTGAATGAGTCTGTAGTGATTAATTGCACAAGACCCAACAACAA
TACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGA
CAAGCATATTGTAACCTTAGTAGTACAAGATGGAATGACACTTTAAAAAAGATAGCTACAAAATTAGAAGAAC
AATTTAAGAATAAAACAATAGTCTTTAGAAATTCCTCAGGGGGAGACCCAGAAATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTC
CTAGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AAACTTATGATACAATTTGGCATAACATGACCTGGATGGAGTGGGAAAAAGAAATCGACAATTACACAAACAT
AATATACAGCTTAATTGAAGAATCGCAGAACCAACAGGAAAGGAATGAACAAGAGTTATTGGAATTGGATAAA
TGGGCAAGTTTGTGGAGTTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTAATTGCTATAGTAAATAGAGTTAGGCAGGGATATTCACC
ATTATCGTTGGCTGTTAGCTTGCTCAATGTCACAGCTGTAGCAGTAGCTGAGGGAACAGATAGGATTATAGAA
ATAATACAAAGAGCTTGTAGAGCTATTCTCCACATACCTACCAGAATAAGACAGGGCTTCGAAAGAGCTTTAG
TATAA 
>FJ798397 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATGCGAGTGTTACTTTTGACCCTAATATTACAGAGGAAGAGAGGAAAGAATTAAA
GAAAGAAATGACAAACTGCTCTTTCAATATCGCCACAAGTGTAAGAGATAAGGTGCAGAAAGAATATGCCCTT
TTGTATAGACTTGATGTAGTACCAATAGATAATAATAGTAGTAATAGCAACTATAGCAGCTATAGATTGATAA
GTTGTAACACCTCAGTCGTTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAATTTAATGGAACAGGACCATGTAAAAATGTTAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTGATTAGATCTGAAAATTTCACAGACAATGTTAAATCCATAATAGTACAGCTGAATGAATCTGT
AGAAATTAACTGTACAAGACCCAACAACAATACAAGAAAAGGTATATCTATAGGACCAGGGAGGGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAACAAAATGGAATAACACTT
TAAAACGGATAGTTAGAAAATTAAGAGACCAATATGGAAATAACAAAACAATAGTCTTTAAGTCACCCTCAGG
AGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAGAGGTACCTAGGTGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAAAAATAAATCGTTGGAACAGATTTGGAAAAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAAGTGTAATATACACCTTACTAGAAAAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACACAAT
GGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCACTGTCGTTTGCTATTAACTTGCTTAATACTACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTCTAGAAGTATTACAAAGAGCTTACAGAGCTATTATCCACATAC
CTAGAAGAATAAGACAGGGCCTTGAAAGGATTTTAATATAA 
>FJ469685 
GCTTCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAACACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAGGAAATAATAATGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACTTTAAATTGCACTGATATGAATGCTGATATGAATGCTACTAAAACCAATAATAATAGCGAGCAAATGAT
GGAGAAAGAAGAAATGAAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCGTGAGAGATAAGCTGCAG
AAACAATATGCACTTTTTTATAGACTTGATATAGTGCCAATAGAGGGTGATAATACTAGCTATAGGTTGATAA



GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCTATACATTATTGCAC
ACCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAGACATTCAGTGGGAAAGGACCATGTAAAAACGTCAGC
ACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAG
AAGAGGTAGTAATTAGATCTGTCAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTAT
AGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTAT
ACAACAGGAGATATAATAGGGGATATAAGACAAGCACATTGCAACCTTAGTAGAGCACAATGGAATGACACAT
TAAAACAGATAGTTGAAAAATTAAAAGAACAATTTAAAAATAAAACAATAGTCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGCTACCTAAGGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAAAATCTAAGTCAGATTTGGAATAACATGACCTGGAATCAGTG
GGAAAAAGAAATTGACAACTACACAGGCTTAATATACTCCTTAATTGAAGAATCGCAGAGCCAACAAGAAAAG
AATGAACTAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTCTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTATTAGCTTGCTCAATGCCACAGCCATAGCA
GTAGCTGAGGGGACAGACAGGGTTATAGAAGTATTACAAAGAGCTTTTAGAGCTATCATCCACATACCTACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ798416 
GCTAAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAAATGCACGAAGATATAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTGGATTGCACTGATTACACTGGTAATGCCACTAATGCTACTAGTGCCACTAGTAATAATGCCACTAA
TGTTACTAGTGCCACTAGTAATACTACTGCCGCTAGTAGCACAGAACTGAAAAACTGCTCTTTTAATATCACC
ACAAACATGAGAGATAAGATGAAGACGGAACATGCATTGTTTTATAGACATGATGTAGTACCAATGAATAATC
ATACCAGTTATAGGTTAATAAGTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCATTTCAGCC
AATTCCCATACACTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAAAA
GGACCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGT
TAAATGGCAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATATCTCGAACAATGTTAGAAACATAAT
AGTACATTTAAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAACACAAGACAAAGGATAAGCATA
GGACCAGGGAGAGCATTTTATACAACAAGACAAGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGCA
AAGGAAAATGGGAGGGCACTTTAGAAAAGATAGTTAACAAATTAAGACAAATTAAACAATTTGAGAATAAAAC
AATAGCCTTTAATCAATCCTCAGGAGGGGACTCAGAAATTACAATGCACACATTTAATTGTAGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATGTGGGGTT
GCTCTGGAAAGCTCATTTGTACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTGAATCAGAT
TTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTAACAATTACACAGGCTTAATATACACCTTAATT
GGGGAATCGCAAATCCAACAAGAAAAGAATGAAAAAGAGTTATTGGAATTAGATCATTGGGCAAGTTTGTGGA
ATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAAAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATC
AGCTTGCTCAACGCTATAGCCATAGCAGTAGCTGAGGGGACAGATAGAATTTTAGAAGTGTTACAAAGAATTT
GTAGGGCTATCCTTAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JQ085289 
GCTACAGACAAATTGTGGGTCACAGTCTATTATGGGATACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATTATGTGGGAAATAATACTAATACTACTACCGGTGGTAATATTACTGAAGGAAT
GAAAGGAGAAATAAAAAACTGTTCTTTCAATATCACCACAAATGTAAGAGATAAAGTGCGGAGAGAATATGCT
TTATTCTATAAACTTGATGTAGTACCAATAGGGGAAAAGAAGGATAATACTAGCTATAGATTAATAAATTGTA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTACCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAACAGTTCAATGGAACCGGAGCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGGATTAAGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAGTAATTAGATCTGAAAACTTCTCAAACAATGCTAAAACCATAATAGTACAGCTGAACCAATCTGTAGAAAT
TAATTGTACAAGACCTAATAACAATACAAGAAAAAGTGTTCACATAGGACCAGGGAGAGCATTTTATGCAACA
GGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGAATAAAACTTTAATTC
AGGTAGCTAAAAAATTAAGCGAACAATTTAATAACAGTAAAATAGTCTTTAATCGATCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAACTCCAGGCGAGAGTCCTGGCTGTGGAG
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAACACTAGTTGGAGTAATAAATCTATGGATGACATTTGGCACAACATGACCTGGATGGAGTGGGAAAG
AGAAATTGGCAATTACACAAACATAATATACAGGTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAA
CTAGACTTATTGGGATTGGACAAGTGGGACAGTTTGTGGAATTGGTTTGACATATCAAGATGGCTGTGGTATA



TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCTGTACTTTCTATAGTGAA
TAAAGTTAGGCAGGGATACTCACCAATATCGTTAGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGCAGTACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAGGGTCTTGAAAGGGCTTTGCTATAA 
>JQ085293 
GCTGCAGAAGAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACAATTGAAAAATGTGATAGAAAATTTTAACATGTGGAATAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTAAATTGCACTGACGCGAGGAATAATACTAACACCACGAGTAATAACTGGGGGAGAGAGATAGAAAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATCAGCCGCAGAGAGAGCGTGCACTC
TTTAGTCGCCTTGATATAGTACCAATAGAAAATGATACTAATAAAATTAATGCCAGTTATAGGTTGATAAGTT
GTAACACCTCAATCATTACACAGGCCTGTCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAATGTAATGAAACAGATTTCAATGGAACAGGATCATGTAGAAATGTCAGCACA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTGAATGGTAGTCTAGCAGAAAAAG
ACATAGTAATTAGATCTCAAAACTTCTCAAACAATGCTAGAAACATAATAGTACAGCTGGATGAAGCTGTAAA
CATTACTTGTACAAGACCCAGCAACAATACAAGAAGAGGTATACATATGGGACCAGGGAAAGCATTTTATACA
ACAGGAGACATTATAGGAGATATAAGAAAAGCACATTGTAACGTTAGTAGAATAAAATGGAATAACACCTTAA
AAAAGATAGCTAAAAAATTAGGAGAACAATTTGGGAAGAATGAAACAATCTTTAATCCATCCTCAGGAGGGGA
CCCAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATAATAGTTGGAGTAATAAATCTTATGATGAAGTTTGGAACATGACCTGGATGGATTGGGAAAA
AGAAATTGACAATTACACTGGCTTAATATACACCTTAATCGAACAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAGTTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCTACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTATTCCAAAGAGCTTGTAGAGCTATTCTTCACATACCTGCAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AF217150 
GCTGCAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGTCGAGGAATGATACTATGGGGAATGCTACTAATACCAATAGTACTAGCCA
GAATGCTACTAATACCAATAATACTAGCTGGGAAGAGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAAT
ATCACCACAACTTTAAGAGATAAGGTACAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAG
ATAATGATAATACAAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATCTC
TTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAGAAATTTC
AATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGCACACATGGAATCAGGCCAGTAGTATCAACTC
AACTGCTGTTAAATGGTAGTCTAGCAGAAGATGATGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAA
AACTATAATAGTACAGCTGAAAGAAGCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGT
ATAAATATAGGACCAGGGAGAGCATTATATACAACAGGAGCCATAATAGGAGATATAAGAAAAGCATATTGTA
ACATTAGTAGAGCAAAATGGAATGAAACTTTAAAACAGGTAGTTGACAAATTAGGAAAGCAATTTAAGAATAA
AACAAAGATAGTTTTTCAGCCATCCTCAGGAGGAGACCCAGAAATTGTAACACACAGTCTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTT
GGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGGA
CACGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTAGCAATTACACAGATTTAATATATAAC
TTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTT
TGTGGAATTGGTTTCACATAACAGAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGC
AGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTT
GCTGTTAGCTTGCTTAATGCCACAGCCATCGCAGTAGCTGAGGGGACAGATAGGGTTATAGAACTGTTACAAA
GAATTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH262735 
TGTAGTGCTACAGAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCAACACCACTC
TATTTTGTGCATCAGATGCTAAAGCACATAGCACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCTAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTACAATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCAC
TCTGTGTCACTTTAAATTGTACTGATTTAAATAATGCTACTAATGCCAATAGTACTAATGGAAACAATGCTAC
TAATAATGCTACTAATACCACTAGTAGTTATAGTTGGGGACCACCGATAGAGGAAGGAGAAATAAAAAACTGC
TCTTTTAATATTACCACAAGCATAAAAAATAAGGTACAGAAAGAATATGCACTTTTTTATAAACTTGATGTAA



TGCCAATAGATAATGATACCACAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAGGCTTGTCC
AAAGGTAACCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATAAG
ATCGGGTTTACTGGAACAGGACCATGTGACAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAG
TGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATATGAAAATGTATCGGA
CAATGCTAAGACTATAATAGTACATCTAAATGTATCTGTACAAATTAATTGTACAAGACCCAACAACAATACA
AGAAAAGGTATACGTGTAGGACCAGGGAGAACAATTTATGCAGCAAGACGAATAATAGGAGATATAAGAAAAG
CACATTGTAACATTAGTGAAAAAAGTTGGAATGACACTCTAAAACAGATAGTGACACAATTAAGAAAACAAGA
ACTATTTAAGAATAAAACAATATTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTT
AATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGTGGATCAACAGC
TCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAA
AAATAAAACTCTGAGCGACATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACA
AACATAATATACACCTTGCTTGAGGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGG
ATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGAT
AATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATAC
TCACCATTATCATTCGCTGTTAGCTTGCTTAATGTCACAGCTGTAGCAGTAGCTGAGGGGACAGATAGGCTTA
TAGAAGCAGTACAAAGACTTGGTAGAGGTGTTCTCCACATACCTAGAAGAATAAGACAAGGCTTAGAAAGGAT
TTTGCTATAA 
>MH263144 
GCTGATGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAGCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCCCACTTTTAATACCACTAGTGCCACTAATACTAATGTCACTAATACCACTGG
TACCACTAGTGCCCCTAGTACCCCTAGTAATACCACAACTAGCCCTACAATAAAAGAAGAAGTAAAAAACTGC
TCTTTCAACATCACCACAAACATGGTAGATAAGTGGCAGAAAGAATATGCACTTTTGTATAAAACTGATTTAG
TACCAATAAATGATAGTAGTAGCCTAAATAATAATGGTAGCCATAGTGATAATTCTAGCTATAGTAATTATTC
TAGATATAGATTGATAAGTTGTAGCACCTCAGTCATTACCCAAGCCTGTCCAAAGGTATCCTTTGAGCCAATT
CCTATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAATGTAATGATAGGAATTTCAATGGAACAGGGA
CATGTACCAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCCACCCAACTGCTGTTAAA
TGGCAGTCTAGCAGAAGGCGAGGTAGCAATTAGATCAGCCAACTTCTCGGCCAATGGGGAAAACATAATAGTA
CAGTTGAATGAATCGGTAGTAATTAATTGTACAAGGCCCAGCAACAATACAAGAAAAGGTATACATATAGGAC
CAGGGAGAGCATGGTATACAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAGGG
AAAGTGGAATAACACTTTAAGACTGATAGCTAAAAAATTAAAAGAACAATATAATAAAACAATAAACTTTACT
CAATCCTCAGGAGGGGACCCAGAAATTGTAACACATAATTTTAACTGTGGAGGAGAATTTAAGCAGCTCCAGG
CAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCGGGGAAACT
CATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAATAATAGATCCTACTCAGAGATTTGGAACAACATG
ACCTGGATGCAGTGGGAAAGGGAAATTGACAATTACACAAACATAATATACAACTTACTTGAAAATTCGCAAA
ACCAGCAGGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACAT
AACACACTGGCTGTGGTATATAAAGATTTTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTT
GCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCATTCGCTGTTAGCTTGCTCAACA
CCACAGCCATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAATATTACAAAGAATTCTTAGAGCTATCCT
CCACATACCTAGGAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAG 
>MH263362 
GCTACAGAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAGGTTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCAAAAATGCCACGAGGATAGTTACCAATGGAACAGTGGAAATGAAAAACTGCTCTATAGC
TATCAATGGAACAGAGGAAATGAAAAACTGCTCTATAGCTACCAATGAAACAATGGAAATGAAAAACTGCTCT
TTCAATATCAGCACAGACATAAAAGATAAGATACAGAAAGAATATGCACTTTTCTATGAGCTTGATATAACAC
CCATAGACAATAGTAATACTGAATATAGGTTGATAACTTGTAATACTTCAGTCCTTAGACAAGCCTGTCCAAA
GGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAG
AAATTCAATGGATCAGGAGAATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTAT
CAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTGGTAGTTAGATCTGAAAATTTCACAAACAA
TGCTAAAATCATAATAGTACAGCTGAACGAAACTGTGCAAATTAATTGTACAAGACCCGGCAACAATACAAGA
AAAAGTATACGCATAGGACCAGGGCAAACATTTTATGCAACAGGAGACATAATAGGAGATATTAGACAAGCAC
ATTGTAACGTTAGTGAAGGAGATTGGAAGAAAACTTTAGGACAGATAGTTAAAAAATTAGGAGAAAAATTTAA
TAATAGCACAAAAATAGCCTTTAGCGAATCCTCAGGAGGGGACCCAGAAATTGTAAAGCACAGTTTTAACTGT
AGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAG
GGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAATAGATC



TGTGAAGTATATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGGCATAATA
TACACATTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGCATTGGATAAATGGG
ACAGTTTGTGGAATTGGTTTAGCATAACACACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGG
CTTGATAGGGTTAAGAATAGTTTTTGCTGTACTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTG
TCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATCGCAGTAGGTGAGGGAACAGATAGAATTATAGAATTAA
TACAAAGAGCTTGTAGAGCTATTCTGCATATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATA
A 
>MH263630 
GCTGCAGAAGAGTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATACAGAGGTACATAATGT
TTGGGCCACACATGCCTGTGTACCCACAGACCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAAT
TTTAACATGTGGAAAAATAACATGGTAGACCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAA
AGCCATGTGTAAAACTAACCCCACTCTGTGTTACTTTAGAATGCCATAATGTCACGTTGAACAATACTAATGC
TACTACCACTAGTACTACCCCTAGTAGCAGCGGGGAAATGAAAAATTGCTCTTTCAATGTCACCGCACCCATA
AGAGATAAGATACAGAAAGGATATGGAATTTTTGATAAACTTGATATAGTAAAAATAGAGGGGAGTAATAATA
CTAACAGCTATATGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAATACGTTCAATGGAAAA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGTTGT
TAAATGGCAGTCTAGCAAAAGAAGAGATAGTAATTAGATCTGAAAATTTCACGGATAATGCTAAAAACATAAT
AGTACAGCTAAACACACCTGTAGAAATTAATTGTACAAGACCCAATAACAATACAAGAAACAGTGTACATATG
GGACCAGGGAAAGCATTTTATACAACAGATATAGTAGGAGATATAAGACAAGCACATTGCAACATTAGTAGGA
CACAATGGAATGACACTTTAAAAAGGGTAGTTGAAAAGTTACAACAACAATTTGGAAATAAAACAATAGTCTT
TGAGAAACCCTCAGGAGGGGACCTAGAAATTGTAATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAGCTC
CAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATAACATTTGGAATAA
CATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAGACTTAATATATAGCTTAATTGAAGAATCG
CAGAACCAGCAAGACAAGAATGAAAAAGAATTATTGGAATTAAATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTC
AACGCCACAGCCATAGTAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTC
TTCTCCACATACCCACAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTATAA 
>KX984368 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAAGGCATATGCCACAGAGAGGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTA
TCACTTTAAATTGCACTGATTTGGGGAATGATACTTTGGGAAATGATACTTATAATAGTAATGGGGGAATAAT
GAAGAAAGGAGAAATGAAAAACTGTTCTTTCAATATCACCACAAACATAAGAGACAAGATGCAGAAAGAATAT
GCACTTTTGTATAAACTTGATGTGGTACCAATAGATAATAGTAATACCAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGGACAGAACGGTGTAAAAATGTCAGCACAGTACAA
TGTACACATGGCATCAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACAGACAATGCTAAGACCATAATAGTACAGCTGAAAGAGGCTGTACCAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGAAGAGCATTTTATGCAACAGGA
GATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAAGATTGGAATAAAACTTTAAGCCAGT
TAGTTAAAAAATTAAGAGAACGATTTAATAGAACAATAATCTTTAATAAATCCTCAGGAGGGGACCCAGAAAT
TACAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ATATTAGTTGGAGTAATAAATCTCTGAGTAGGATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAAGCTTAATATACACTTTACTTGAAGAATCGCAGAATCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTGTTGCGCAGTTTGTTTGATGCTACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTCTTACAAAGAATTGTTAGAGCTATCCTCAATATACCTACTAGAATAAGACAGG
GCTTGGAGAGGGCTTTGCTATAA 
>KX984537 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCATGTGTACCCACGGA
CCCCAACCCACAAGAGGTAGAATTAAAGAATGTGACAGAAAATTTTAATATGTGGAACAATAGCATGGTAGAA
CAGATGCAAGAGGATATAATCAGCTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG



TTACTCTAAATTGCACTGATTGGAAGAATGGTAATACTACCAAGAACAATACTAGTACTACCAATAGCAGTAT
CGGGGAAGAGATGGAGAAAGGGGAAGTAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGGTG
CAGAAAACATATGCAGCTTTCTATAAACTTGATATAGTACCAATAGATGATGATAATAACAGCTATAGATTAA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATCCTAAAATGTAATGATAAGCAGTTCAATGGAATAGGACAATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAACCAACAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAGTACTTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAAGAAGC
TGTGAAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTT
TATGCAACAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTCAGTAGTACAGACTGGAATAACACTT
TAGGACAGATAGCTAAAAAATTAAGGGAACAGTTTGGGAACAAAACAATAATCTTTAATCACTCCTCAGGAGG
GGACCTAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCCAGAGTCCTAGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTAGATCAGATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAACAAGTACACAGACGAAATATACAAATTAATTGAAAAATCGCAAAACCAGCAAGAAAAG
AATGAACAAGAATTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTCAATGCCACAGCTATAACA
GTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAAGAACTTTTAGAGCTATTATCAACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX984588 
GCTACAGACCAATTGTGGGTCACAGTCTATTATGGTGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTAAAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAAACCACAAGAAGTAGTAATGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATTATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCGCTAACGCTACTTTTGGGAATAGTACTAATAGTAGTAATAGTAGTAACAGTAGTACCAC
TAGGAGTCCTCTGGAAGTAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGACAAGTTTCAG
AAAGAATATGCACTTTTTCGTAGACTTGATGTAGTACCAATAAATGATGATAGTAGTACTAAGAACAGTAATT
ATTCCAACTATAGGTTGATACATTGTAACACCTCAGTCATTACGCAGGCCTGTCCAAAGATATCATTTGAACC
AATTCCCATACAATATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAAA
GGACTATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGGAGAGGTAATAATTAGATCTGACAATTTCTCGAACAATGTTAAAACCATAAT
AGTGCAGCTGAATGAATCTGTAGTAATTAACTGTACAAGACCAGGTAACAATACAAGAAAAAGTATAAATATA
GGACCAGGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTG
GAACAAAATGGAATAACACTTTAGCAAAGATAGTTGACAAATTAAGAAAACAATTTGGGAATAACAAAACAAT
AAGCTTTAGTCAATCCTCAGGAGGAGATCCAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGGATATCATTTG
GAATAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGATCTAATATACAACTTACTTGAA
ACCTCGCAAAACCAGCAAGAAAAGAATGAACAAGAGTTATTGGAATTAGATAAGTGGGCAAGTCTGTGGAATT
GGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTCAGC
TTGCTTAACGCCACAGCTATAGCAGTAGGTGAGGGAACAGATAGGATTATAGAATTAGTACAAAGAATTGGGA
GAGCTATCCTCCACGTACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY842786 
GCTGCAGAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACATTAAATTGCAGTGATGTGAATATTACTAGTAGTAGGGAGAAACAAAATGCTACTAGTAGTATAGAGGG
AGAAATGGAAAAAGGAGAAATAAAAAACTGCTCTTTTGATATTGACACAAGAAGAAGAGATAGGAACAAGCGG
CAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGAACCAATGAATGATGATAATACCAGCTATAGCTATA
GATTGATAAGTTGTAACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGAAGTTCAATGGAACGGGCCCATGTGCA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTC
TAGCAGAAGGAGAGGTAATAATAAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTACA
TGAATCTGTAATAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGCATACATATGGGACCAGGGAGA
GTATTGTATACAACAGGAGGAATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCACAATGGA
ATAAAACTTTAGAACAGATAGTTAAAAAGTTAGAAGAACAATTTAGGGATAAAAAAATAGTCTTTAATCATTC
CTCAGGAGGGGACCCAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
ATCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGGGGTGCTCTGGAAAACTCATTT



GCACCACTGCTGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTGAATGACATTTGGCATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTAGCAATTACACAGACTTGATATACACTTTAATTGAAGAATCGCAGAACCAA
CAGGAAAAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
AGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAAGCTTGGTAGGTTTAAGAATAATTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAACTTGCTTAATGCCACA
GCAATAGCAGTAGCTGAGGGGACAGATAGGGTTGTAGAAGTAGTACAAAGAATTTGTAGAGCTATTCTCCACA
TACCTACAAGAATAAGACAGGGCTTGGAGAGGGCTATGCTATAA 
>AY842808 
GCAGCACAAGAAGAATCATGGGTCACAGTCTATTATGGGGTTCCTGTGTGGAGAGACGCAAACGCCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATAAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGATCCCAACCCACAAGAAATAGCATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGACTTGAGGAATGATACTAATACTAATAATACCATGAGTGCTAATACCACCGA
GGATATTAGAGAAGAAATGAGAAACTGCTCTTTCAATATGACTTCAGCAGTAAGAGATAGGATGCATAGGGAA
TATGCTCTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAATAATACAAATACTAGCTATAGGAACT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAGGCTTGCCCAAAGGTATCCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAATGTAATGATGCAAAGTTCAATGGATCAGGACTATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GCCTAGCAGAAGAAGATGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCT
GAAAAACCCTGTAAAAATTAATTGTACAAGGCCCAACAACAATACGAGAAAAAGTATCCCTATAGGACCAGGG
AGAGCAATGTACGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTACCATTAATGAAACAGAAT
GGAATAACACTTTAAAACAGATAGCTATAAAATTAAGAGAACAATTTGGGGAAAATAAAACAATAGCCTTTAA
AAATTCCTCAGGAGGGGACCTAGAAATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAAC
TCATTTGCACCACTACTGTACCTTGGAATGCTAGTTGGAGTAATGAGACTCTGGGTGCTATTTGGAATAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATATAACTTACTTGAAGAATCGCAA
AACCAACAAGAAAAGAATGAACAAGACTTACTGGCATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTCGACA
TATCAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAATTTGCTCAAC
ACCACAGCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGTGCAAAGAGCTTATAGAGCTATTC
TCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>KX984877 
ACTGTAGACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTCTTTT
GTGCATCAGATGCTAGAGCATATAAAACAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCATGAGGATATAATCAGCCTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACAAATTTAAATCAAACTAATAATCAAACTAATAATAGTAGCGGGGACTCATGGGAGAG
AGGAGAAATAAAAAATTGCTCTTTCAATACCTCCACAGGAATAAGAGATAAGATACAGAAAGAATATGCATTT
TTTTATAGACTTGATCTAGTACAAATAGATAACAATGATAATACTAGCTATAGGTTGACAAGTTGTAACGCCT
CAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAGAGACAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATTTCACAGACAATGCTAAAGTCATAATAGTACATCTGAATGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAGCAGAATATCGCTAGGACCAGGCAGAGCATTTATTACAACAAAACAA
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAGGAAAATGGAATAAAACCTTAGAACGTATAA
AGGTAAAATTAGAAGAACAATTTAGGAATAAGACAATAGTCTTTAATCAATCCTCAGGAGGAGACCCAGAACT
TGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGA
ATGTTAGTTGGAGTAATAAAACTCAAAAACAGATTTGGGATAATATGACCTGGATGGAGTGGGAAAAAGAAAT
TGAAAATTACACAGGCTTAATATACACTTTAATTGAAGAATCGCAAAACCAACAAGAAAAAAATGAAAAAGAG
TTATTAGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCATAATAGGTTTAAGAATAGTTTTTACAGTACTTTCTATAGTAAATAGAGT
CAGGAAGGGATACTCACCACTATCGTTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAACTAGTACGAAGAGTTTATAGAGCTATCCTCAACGTACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTGTAA 
>AY842824 
GCTGGAAACAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAGGTAGTATTAACTAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG



TTACTTTAAATTGCACTGATTTGAAGAATGCTACTAATATCACTAATAGTGTGGGGAATGGGATGGAGGAAGG
AGACATGAAAAACTGCTCTTTCAATATCACCACAAGGCTAAGAAATAAGATGCAGAAAGAATATGCACTGTTT
TATAAAATGGATGTAGTATCAATAAATAATGATAATACAAGCTATATGTTGATAAATTGTAACACCTCAGTCA
TCACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAAAAGTTCAATGGAACCGGACCATGTACAAATGTTAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAGGTAGCAATTAGAT
CTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAAGAATTAATTGTATAAG
GCCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCAATGTATGCAACAGAACAAATAACA
GGAGATATAAGACAAGCACATTGTAACATCAGTAGTTCAGACTGGAATAACGCTTTAAAAAGGGTAGCTGACA
AATTAAGAGAACAATTTAAAAATAAAACAACAATAAACTTTGATAAATCCTCAGGAGGGGACCCAGAAGTTAC
AATGCACAATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATG
ATAGTTGGAGCAACAGAAATCTTACAGAGATTTGGGAAAAAATGACCTGGATGCAGTGGGAAAAGGAAATTGA
CAACTACACAGGCTTAATATACACCTTACTTGAGGAATCGCAGAACCAACAAGAACAAAATGAGCAAGAATTA
TTGGCATTCGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAATAAATAGAGTTAG
GCAGGGATACTCACCATTATCATTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACGAAGAATCTGTAGAGCTATTAGAAACATACCTAGAAGAATAAGACAGGGCT
TCGAAAGGGCTTTGCTATAA 
>MH632949 
GCTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACCTTATTTT
GTGCATCAGATGCTAAAGCATACTCCATAGAGATGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAGTAGAATTGATAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGCCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGACTTTAAATTGTACTAGTTTGACCAATAACAACACTACTCATGGCAAGAGTGGTAGTAGTAAAAATAGTAG
TAGTGAGTGGGAAAGAGTGAGGGAGGAAATGACAAACTGCTCTTTCAATGTCACTCCAAGTATAGGAAAAAAG
AGGAAAGAATATGCACTCTTTGATAAACTTGATCTAGTACCAATAGAAGATAAAAAGAATAATGAGACTGATG
GTGCAAACTATATGTTGGTACATTGTAACACCACAGTCATTACACAGGCCTGCCCAAAGGTAACCTTTGAACC
AATTCCCATACATTACTGTACCCCAGCTGGTTTTGCGATTCTAAAATGTAATGACAAAGAGTTCAATGGAACA
GGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCCACTCAATTACTGT
TAAATGGCAGCTTAGCAGAAAAGGAGGTAGTAATTAGGTCTGAAAATTTCTCGGCAAGCCATAAAAACATAAT
AGTACAACTGAATGAATCTGTAGAAATTAATTGTACAAGACTCAACAACAATACAAGAAGAGGTATACATACG
GCATTTGGGAGAACACTTTTTGTAACAAATGTAATAGGAGACATAAGAAAAGCATTTTGTACAATTAATGAAA
CAAAATGGAGGGAAACTTTAAAACAGATAGCTGAAAAGTTAAAAGAACAATTTAATAAAACAATATACTTTAA
TTCATCCTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTCTGGAGGAGATTTGGGATAACAT
GACCTGGGTGCAATGGGAAAAAGAAATTGACAATTACACAGGTATAATATACAATCTACTTGAAGAATCGCAA
AACCAACAGGAAAAGAATGAGCAAGAATTACTGGCGTTAGACAAATGGACAAGTTTGTGGAGTTGGTTTAGCA
TAACAAATTGGCTGTGGTATATACAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTACTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAAT
ACCATAGCTATAATAGTAGCTGAAGGGACAGATAGAGTAATAGAAGTAGCAATAAGAATTGGGAGAGGCATTC
TCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGATTTTGCTATAA 
>MH632956 
GCTGAAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTCTTTT
GTGCATCAGATGCTAAAGCATATGTCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAGTAGTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAACGCCATGTATAAAATTAACCCCACTCTGTG
TTACTCTAGATTGTACTGATGTGAATGTTACTGCTAAGGGCAATAGCACGTGGGAAAAGATGGAGAAAGGAGA
AATAAAAAACTGCTCTTTCAATGTAACCCGAAGCTTAAAAGCCAAAGTACGGACAGAACATGCATTATTTAAT
AGACTTGATATAATGCCAATAGAAAATAAGAATAGTAGTACAGAGTATGCATTGATAAATTGTAACACCTCAG
TCATTACCAGGGCTTGTCCAAAAGTGTCCTTTGAACCAATTCCTATACATTATTGTGCCCCTGCTGGTTTTGC
GATTCTACAATGTAACGATAAGAACTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGTAGTCTAGCAAAAGGAGATGTAGTAATTA
GATCTGAAAATCTCACAGACAATGCTAAGACCATAATAGTGCAGCTAAATAACACTATAAAAATTAGTTGTAT
AAGACCCAACAACAATACAAGAAAAAGTATACAGATGGGTCCGGGGAAAACATTTTATGCAACAGGAACTATA
ATAGGAGATATAAGACAAGCACATTGTAACATTACTAAAAATGAGTGGAATGCTGCTTTAGGAAACATAAGTA
GCAAATTAAGAAAACAATTTAATGCTACAAAAATAGTCTTTAGGCCATCCGCAGGAGGGGACCCAGAAATTGT
AACACACAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAATA



CTAGTTGGAGTAATAAATCTTATAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGA
CAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTA
TTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTAAATAGAGTTAG
GCAGGGATACTCACCATTATCATTGGCTGTTAGTTTGCTTGATACTATAGCTATAGCAGTTGCTGAGGGGACA
GATAGGATTATAGACTTAGTACAAAGAGCTTTTAGAGCTATCCTCCACATACCTGTAAGAATAAGACAAGGCT
TAGAAAGGGCTTTATTATAA 
>MH632822 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACATGAAATAGTATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAGAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAACCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATACAACTAAAGACAATATTACTATTGAAGGGAACGGAGAAATAAAGAATTGCTC
TTTCAATATCACCACAGATTTAAGAGACAAGGTGCAGAAACAACGCGCACTTTTTTATAGCCTTGATGTAGTA
CAAATAGATAATAATAGTAATGAGAGTAACTATATGTTAAGAAGCTGTAACACCTCAGTCATTACACAGACCT
GTCCAAAGGTATCTTTTGAGCCAATTCCCATACATTTGTGTACCCCAGCTGGTTTTGCGATTATAAAGTGTAA
TAATAAGACATTCAATGGAACAGGACCATGTAACAATGTCAGCACAGTACAATGCACACATGGAATTAGACCA
ACAGTGTCAACTCAACTATTGTTAAATGGCAGTCTAGCGGAAGAAGATGTAGTACTTAGATCTGCCAATTTCT
CAGACAACACAAAAACCATAATAGTACAGCTAAATAACACTGTACAAATAAATTGCACAAGACCCAACAATAA
TACAAGAAAAAGTATAACTATAGGGCCAGGGAGTGCATTTTTTGCAACAGGAGACATAATAGGAGATATAAGA
CAAGCACACTGTAACATTAGTGAAGAAAATTGGAATAGCACTTTAGAACAGATAGTTATAAAATTAAGGGAAC
AATTTGAGAATAAAACAATAAGATTCCAACCACATTCAGGAGGGGACCCAGAAATTGTGATGCATAGTTTTAA
TTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAATA
GATCTTACAGCCAAATTTGGGACAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGACT
AATATACGACTTACTTGAAAAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTGTTGGAATTGGATAAG
TGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTTG
GAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTATCGTTCGCTGTCAGCTTGTACAACGCAATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAA
GTAGCACAAGCAACTGGTAGAGCTATTAGACACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTAG
TATAA 
>MH575991 
GCTACAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACCACTCTATTCTGTG
CATCAGATGCTAAAGCATATGATACAGAGATACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CGACCCACAAGAAATAGTACTGGAAAATGTGACAGAAAATTTTAATATGGGAAAAAATAACATGGTGGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACTCTTAACCCCGTTCTGTGTCA
CTTTAAATTGCACTGATGCTGACACCACCGGCACTAATAGTAGTAGTACATTGGAGGAGAAAGGAGAAATAAA
AAACTGCTCTTTCAACCTCACTTCAAGCATAAGCGATAAGCCTCAGGAACAACGTGCACTTTTTTATAAGCTT
GATGTGGTACAAACAAATGAGACTAATAGTAGTAATAAGACTAATAATAGTAATAGTTATAGGTTGATAAGTT
GTAACACCTCAGTCGTCACACAGGCTTGTCCAAGGGTGTCCTTTGATCCAATCCCTATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCTGTAGTGTCAACCCAACTGCTGTTAAATGGTAGTCTAGCAGAAAAAG
AAGTAGTGATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTGCAGCTGAAGACACCTGTACA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGGATAAGTATGGGACCAGGGAGAGTAATTTATGCA
ACAGGACAAATAATAGGAGATATAAGAAAAGCACATTGCAACATTAGTGGAGCAGAATGGAATAAAACTTTAC
ATGAGATAGTTATACAATTAAGAAAGCAGTGGAATAAAACCATAATCTTTAACCCATCCTCAGGAGGGGACCC
AGAAATTGTGATGCACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAA
AGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAACACTAGTTGGAGTAATAAATCTTATGACCAGATTTGGAACAAAATGACCTGGATGGAGTGGGAAAA
AGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAGGTAATAAATGAA
CAAGAACTATTGTCATTGGATAAGTGGGCAAGCCTGTGGAGTTGGTTTGATATAACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATCAGCTTGCTCAACGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGAATCATAGAAGTAGTACAAAGAGCTTGGAGAGCTTTTATCCACATACCTAGGAGAATAA
GACAGGGCTTTGAAAGGGCTTTGCTATAA 
>MH576349 
GCTGCGGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAATACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACATGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAC
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGCAAAATTGACCCCACTCTGTG



TTACTTTAAATTGCACTGATTTAAGAAATGATACTGTAGGAAATCAAACAAATTATCTCAATGAAACTAATAC
AATACAGGGAAGAGAAATGACAAACTGCTCTTTCAATATCACCACAGAGATAAGAGATAAAGTGCGAAAAGAA
TATGCACTTTTTTATAAACTTGATGTCATGCCAATAGATAGGGATAATACAAGTTATACATTGATAAATTGCA
ATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACTCCAGC
TGGTTTTGCAATTCTAAAGTGTAAGGATGAGATGTTCAATGGAACAGGACCATGTAAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAGAGA
TAGTACTTAGATCTGAAAATTTCACAGACAATACTAAAAATATAATAGTACAGCTAAATAGATCTATAGTAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGTGTAGCAGGGAGAGCAATTTATGCAACAGGA
CAGATAATAGGAGATATAAGACAAGCACATTGTAACATCAGTGAGACAGATTGGAATGACACTTTAAGCAAAA
TAGTTGAAAAATTAAGGGAAAAATTTGGAAAAAATAAAACAATAATCTTTAAGCAATCATCAGGAGGGGACAT
GGAAATTGAAACGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGTCTGTGGAA
AGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGCAATAAATCTTACAGTATCATCTGGGATAACATGACCTGGATGCAGTGGGACAG
AGAAATTCAAAATTACACAGGGATAATATACAACTTACTTGAGGAATCGCAAATCCAACAGGAAAAGAATGAA
AAGGAATTATTAGAACTAGATCAATGGGCAAATTTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAATTTTTGCTGTATTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTCAATACCATAGCTATCGCAGTAGCT
GAGGGAACAGATAGGGTTATAGAGGTAGGACAAAGAATTGGCAGAGCTTTTCTCCACATACCTAGAAGGATAA
GACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MH576262 
GCCAGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGACAGAGAAGCATAATGTTTGGGCAACCCATGCCTGTGTACCCACAGACCC
CAGCCCACAGGAAGTAGCATTGGAAAATGTGACAGAAACATTTAACATGTGGAAAAATGACATGGTAGAGCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGAAACTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATAATTTAAATCTAAATTGCCCTAACAATAATACTTGTAGTAATAATACTAATTATAA
TATGACGGAAAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGAAATAAGAGATAGGGTGACAAAA
GAACATGCACTTTTCTATAAACTTGATGTAGTACCAATAGATGAAGGAGTACCAATAGATGAAGGTAGTAGAA
ATACTACGGGCAAATATAGGATGATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAAT
GGAACAGGAGAATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAAC
TGCTGCTGAACGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATCTCTCGAACAATGCTAAAAC
CATAATAGTACAGCTGAATAAATCTGTAAAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAAGTATA
CACATAGGACCAGGGAGAGCATTTTATGGAACAGACATAATAGGGGATATAAGACAAGCGCATTGTAACATTA
GTGGGAAAGATTGGAATGACACTTTAAAACAGATAGTTATAAAATTAAAAGAAAAATTTGAGAATAAAACAAT
AGTCTTTACTCAATCCTCAGGAGGGGACCCAGAGATAGTGATGCATAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTAATGTGCCCTGGAATATTAGTTGGAGCCCTAGATGGAATAGATCTCTAGA
TGAGATTTGGACTAACATGACCTGGAAGCAGTGGGAAAAGGAAATTGACAATTACACAGACATAATATATAAC
TTAATTGAACAATCACAGAACCAACAAGAACAGAATGAACAAGACTTATTGGCATTAGATAAGTGGGCAAGTT
TGTGGAATTGGTTTGACATTACACAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTACTATACTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTG
GCAGTTAGCTTGCTCAACACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTACAAA
GAGGCTTTAGAGCTATTCTCCACATACCTACACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH576152 
GCAGAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCCAAAGCATATGACACAGAGGTACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGAATTAAATGTGACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTACTT
TAAACTGCACTGAGTTGAAGAATAATAACACCAATAGCACTACTATGAACAATACCAGTAGTATAGAAGAAAG
AGAAATGACAAGAGAAATGACAAACTGCTCTTTTAATGTCACCACAGTCATAAGAGATAAGGTGCAAAAACAA
TATGCACTTTTTTATAGACTTGATGTAGTACAAATTAAGGATGATAATACCAGTTATAATACCAGCTATAGGT
TGATAAATTGTAACTCCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACGTTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGACTATGTAAAAAT
GTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAG
CAGAAGGAGATGTAGTAATTAGATCTAAAAATTTCTCTAACAGTGCTCAAACCATAATAGTACAATTAAACGA
AACTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAAGTATACATATAGGACCAGGGAGAGCA
TTTTTTGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATG
AGACATTAAAAAAGATAGCTGATAAATTAAGGGAACAATTTAAAAATAAGACAATAGTCTTTAACCAATCCTC
AGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTAGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTTAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA



CCACTAATGTGCCTTGGAATAGTAGTTGGAGTAATAAAAGTCTGAGTTACATTTGGAATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACAGAGGTAATATACAACTTAATTGAACAATCGCAAAACCAGCAA
GAAAAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAGT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTCAACGCCACAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTGCAAAGATGTTTTAGAGCTATTCTCCACATAC
CGACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH576039 
GCTACAGAAAAATTGTGGGTGACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCGGATGCTAAAGCATATACCACAGAGTCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATCTGAATGTTACTAATACCAATAGCAGTAGTAAGGAGGGAAAGATGGCGGAAGA
AATGAGAAACTGCTCTTTCAATATCACCACAGAAATAAGAAATAAGATGCAGAAGGAATATGCACTTTTTTAT
AAACTTGATGTAGTACCAATAGATGATGATAATACAAGTTATACATTGATAAATTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAAGGATAAGAAGTTCAATGGATCAGGACCATGTAAAAGTGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTG
AAAATTTCACGAACAATGCTAAAACCATAATAGTACATCTGAAGGAACCTATACAAATTAATTGTACAAGACC
CAACAACAATACAATGAAAAGTATCCCTCTAGGACCAGGAAGAGCATTCTATGCAACAGGAGCCATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAAAAGCATGGAATAATACTTTAAAACAGGTAGTTGAAAAAT
TAAAAGAACAATATGGGAATAAAACAATAATCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTATAATGCA
TACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGAT
CAACAGCGCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATGCTAGTT
GGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTA
CACAGACACAATATACACCTTAATTGAAAAGGCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGCTGTGGTACATAAAATTATTCATAA
TGATAGTAGGAGGATTGATAGGTTTAAGAATAGTTTTTGCTGTACTTGCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTATCGTTTGCTATTAGCTTATTCAATGTCACAGCCATCGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTCTTCTCCACATACCTACAAGAATAAGACAGGGCTTGGAAA
GGGCATTGTTATAA 
>MH575857 
GCTGCAGAACAGTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGACTTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATGCAAATTTTACTACTACCAATAGTACTACCAATAATAGTAGTACTACAGGGGA
AATAAAAACTACAGGGGAAATAAAAAACTGCACTTTCTATACCACCACAGACATGAGGGATAAAAAGCAGAAA
AATCGTGCACTTTTTTATGCACTTGATGTAGTACCAATAAATAATAGTCAGACCGAATATAGGTTGACAAGCT
GTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTATAAAGTGTAAAGATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGGTCTGAAAATTTCACAGATAATGCTAAAACCATAATAGTACAGCTGAAGGAATCTGTAAA
CATTACTTGTATAAGACCCAACAACAATACAAGAACAAGTATTCATATAGCACCAGGGAGAACATTCTATGCA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACACTTTAA
AACAGATAGCTAAAAAATTAGGAGAACAATTTAATAAATCATCAATAAGCTTTAAGCCATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTG
GAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCAACACTGCTG
TGCCTTGGAATACTAGTTGGAGTGGTAACAGAAATCTGAGTGAAATTTGGGAGAGCATGACCTGGATGCAGTG
GGAAAAAGAAATTGAGAATTACACAGGCTTAATATACAGCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAG
AATGAACAAGAATTACTGGCATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTCAGCTTGCTTAATGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACAAAGAGCGGGTAGGGCTATTCTGCACATACCTAGAC
GAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MH575796 
GCTACAGAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTATGTG



TCACTTTAAATTGCACTGATGTGGAGACTAATAGCAATGAGAAGGCTAATAGCACTAATAATGGTGCTAACAT
CACTGCCGCTGATATGAAAAACTGCTCTTTCAATATCACTGCAAGCATAAGAGATAAGGTGCAGAAGGAATAT
GCGCTTTTTTATAAACTAGATATAGTACAAATAGATAATGATAATAATACCAGAGCCAATGATAATAATACCA
ATGCCAATGCCAGTGCCAATGCCAGTGCCAGATATAGGTTGATAAGTTGTAACACCTCAGTCCTCACACAGGC
CTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCCGGCTGGGTTTGCGCTTCTAAAATGT
AGAGAGAAGAAGTTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGC
CAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATAT
CTCAAACAATGCTAAAAACATAATAGTACAGCTAAACAAAACTGTAAAAATTACGTGTTCAAGACCTAACAAC
AATACAAGAAAAAGTATACCTATAGGGCCAGGGAGAGCGTTGTATGCAACAGGACAAATAATAGGAGATATAA
GACAAGCACATTGTAACATTAGCGAATTACACTGGAATGAAACACTAGAAAAGGTAGCTATAAAATTAAGAGA
ACAAATTGGGAATACAACAATAGTCTTTAATAGATCCTCAGGAGGAGACCCAGAAATTACAATGATTAGTTTT
AATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGC
TCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCAACACTGCTGTGCCTTGGAATACTAGTTGGAGTAA
CAAATCTCTGAATGCTATTTGGCATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGAC
ATAATATACAGCTTAATTGAGGCATCACAAACCCAGCAAGAACAGAATGAACAAGAATTACTAGCATTAGATA
AATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGT
AGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCA
CCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGATTATAG
AAGGATTACACAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTT
GCAATAA 
>MH575728 
AATGCATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTGCCT
CAGATGCTAAAGCATATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAGTAATATTAAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGGCATGGTGGACCAAATG
CATGAGGATATAATCGGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCATTCTGTGTTACTT
TAAATTGCACTGATCTCCAGAATAGTACAAGTACAAATAATAATACAAATACAAATACTACTATTGACAATAA
CATGAAAGGAGAAATAAAAAACTGCTCTTTTAATATCACCACAAGCACAAAAGAGAAGAAGAAAGGATATGCA
TTTTTTTATAAACTAGATGTAGTACAAATGAATAATGGTAGGAATGGTAATGCTAGCTATAGAATGATAAATT
GTAATACCACAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCC
GGCTGGTTTTGCGCTTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGCACACATGGAATCAAGCCAGTGGTGTCAACACAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
ACATAGTAATTAGATCTGAAAATTTCAGTGACAATACTAAAACCATAATAGTACAGCTGAATGAAGCTGTGAA
AATTAATTGTACAAGACCTGGCAACAATACAAGAAAAGGTATACACATGGGACCAGGGAAAACATTATATGTC
ACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCACAATGGAATAAAACTATAA
ATCAGATAGCTAACAAATTAAGAGAACACTTTAACAAAACAATAGTCTTTAATCAATCTGCAGGAGGGGACCC
AGAGATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAGCTCATCTGCAACACTGATGTGC
CTTGGAATACTAGCTGGAGTAATAAATCTCTGGAAGAGATTTGGGGTAATATGACCTGGATGCAATGGGAAAA
AGAAATTGACAACTATACAGGCTTAATATACAACTTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAA
CAAGAGTTATTGGAATTGGACAAATGGGCAAGCTTGTGGAATTGGTTTTCAATAACAAATTGGCTGTGGTATA
TAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTACTGTCTATAGTAAA
TAGAGTTAGGAAGGGATATTCACCAATATCGTTTGCTATTAGTTTATTTAATACCACAGCTGTAGCAGTAGCA
GGGGGGACAGATAGGGTTTTAGAAATATTACAAAGAGCTGGTAGAGCTATTCTACATATACCTAGAAGAATAA
GACAGGGCTTCGAAAGGGCTTTGCAGTAA 
>MH575694 
GCTGCAGAACAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCAATCTGTG
TTACTTTAAATTGCACTGACTATCAGAATAATGCTAATACCACTGTTAATGCTAGTACCACTGTAAATAATGG
GAAAGGGGAAATAAAAAACTGCACTTTCAAGGTCACCGGAGGCATAAGAGATAAGACGCAGCTAGAATATGCA
CTTTTTTATAAACTTGATGTAACACCAATAAGGGCTGTTAATACTAGTAATACCAACTATAGTGAATATAGAT
TGATACATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAGTGGAACAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCGACTCAACTGCTGTTAAATGGCAGCCTAG
CAGAAGAAGAGGTAGTAATTAGATCTGTCAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAATGA
ATCTGTACAAATTAATTGTTCAAGACCCAACAACAATACACGGAAAAGTATAGGTATAGGACCAGGGAGAGCA
TGGTTTGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAATGAAGAACAATGGAAGA
AAGCTTTACAACAAGTAGCTAAAAAATTAGGGGAACAATTTAAGAACAAAACAATAAGCTTTAATTCATCCGC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC



CTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGACAATTACACAGAATTAATATACAAATTACTTGAGAAATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTAGCATAACAAATT
GGCTGTGGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCACTATCATTTGCTGTTAGCTTGATCAATACCACAGCT
GTAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAAGCAGCTTTTAGAGCCATTCTGCACATAC
CTAGACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH575680 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTATATGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTAATAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAAATGCAAGAGGACATAGTCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTACATTGCACTAATTTGACCATTGATCCAAACAATACTGCTAATACCAGTATTAGTGGGAGTTTAGA
GGGGAAAGGAGAAATGACAAACTGCTCTTTCAATGTCACCACAAGCCTAAGAGATAAGAGGAAGAAAGAATAT
GCACTCTTTTATAAACTTGATGTAGTAGCAACAGGTGAAAATACTAACAGCTTTAGGTTGATAAGTTGTAATA
CCTCAGACATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGAGAATGTAACAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTCTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAGTTAGATCTGCCAATTTCTCAGACAATACTAAGACCATAATAGTACAGCTGAACAAAACTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAGCATTAGTAAAGAAGATTGGAATACCACTTTAAACCAGG
TGGCTGAAAAATTACAAGAACAATTTGAGAATACAACAATAGGCTTTGAACCATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGG
TACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATATTAGTTGGAGTAATAGAACTCTGAATAACATTTGGGACAATTTGACTTGGATGCAGTGGGATACAGA
AATTAACAATTACACAAACAGAATATACCAATTACTTGAGGAAGCGCAGAACCAGCAGGAAAAGAATGAACAA
GAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTACATAA
AAATATTCATATTAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCTATAGTAGTAGCTGAG
GGGACAGATAGGATTATAGAATTAGCACGAAGAATTTGTAGAGCTATTGTTAATATACCTACAAGACTAAGAC
AGGGCTTGGAAAGGCTTTTGCTATAA 
>MH575478 
ACTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTACCATTGCCTAATGTGACAGAGAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCACTGATGTGGAGATTGATAAAACCAGTGCTAATAAGACCATTAATGTGAATACTAATAC
CACTAATAGTTGGGAAAGGATGGATCCAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACTAACATAAGA
GATAGGGTGAAGAATGAATATGCGCTTTTTTATAAACTTGATGTAGTACAAATAAAAGATAAGAAGGCCAGCA
ATACAACCTATAGGCTGATAAGTTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCC
AATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAGGTGTAACAATAAAACATTCAATGGATCA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAGTATCACGAACAATGCTAAAACCATAAT
AGTACAATTGAAAGAAGCTGTAAAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAGGTATACATATA
GGACCAGGGAGAGCATTTTATGCAGCATCAGATATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTA
AAGCAGAATGGAAGAATGCTTTAAACCAGACAGTTATAAAATTAAGAGAATACTTCAACAAAACAATAAACTT
TAAACCATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAGTTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATAATAGTTGGAGTAACAGATCTCTGGAGACCATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTAGCAATGTCACGGACATAATATACAGATTAATTGAAGACTCG
CAAAACCAACAAGAAAAGAATGAAAAAGACTTATTGGAATTAGATAAATGGGCAAGTCTATGGAATTGGTTTA
ATATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGT
CTTTTCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCATTTGCTATCAGCTTGCTC
AACACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTTTAGAGCTT
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MH575379 
GCTGCAGCAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATATTATTGGAAAATGTGACAGAAGATTTTAATGCATGGAAAAATAACATGGTAGAG



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTATTTTGCATTGCACTGATGTAAACAGAACTAGCAATGAGATGACAGGAGAACTAAAAAACTGCTCTTTCAA
TATCACCACAAAAATAACAAATAAGGTACAGAAAGAATATGCACTCTTTTATAAACTTGATGTAGTACCAATA
AATAATAAGGATAATGATACTAGCTTTAATAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAGTTATTA
CACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTACCCCGGCTGGTTATGCGATTCT
AAGGTGTAACAATGAGACATTCAGTGGAAAAGGGCCATGTACAAATGTCAGCTCAATACAATGTACACATGGC
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAACAGGAGGTAGTAATTAGATCTC
AAAATTTCTCGGACAATGCTAAAACCGTAATAGTACAGCTGAAGGACCCTGTAGAAATTAACTGTATAAGGCC
CAATAACAATACAAGAAAAAGTATACCTGCAGGACCAGGGAAAGTAATTTATGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGCAACATTAGTGCAACAGATTGGAATAATACTTTAGGACAGATAGTTAAAAAAT
TACAAGAACAATTTGGGAATAAAACAATAGTCTTCAATCAATCGTCAGGAGGGGACCCAGAAATTGTAACACA
CAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGCAATAAATCTCTGAATGAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAATTAGTAATTA
CACACAATTAATATACACTTTAATTGAAGAATCGCAGAGCCAGCAAGAAAAGAATGAACAAGAATTATTGGCA
CTGGATAAGTGGGACAGCTTGTGGAGTTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTGTCATTTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCGCCACATACCTGTAAGAATAAGACAAGGCTTAGAAA
GGGCTTTTCTATAA 
>MH633031 
GCAGCAGACAATTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCTCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATCATTGGAAAATGTGACAGAGGATTTCAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACACCACTTTGTG
TCACTTTAAGTTGCACTAATGTCACGGGTAATGTTACTGAACGCATTAATGATGTTGCCACTGATAATGCTAC
CATTAATAAAAATGCCACTGATGAGATGAAAAACTGTTCTTTCAATATCACCACAAGCATAAAAGATAAGATG
CAGAAGGAATATGCACTTTTTTATAAACTTGATATAGTACCAATAGAAGAAGATAAAAAGGAAAATAATACTG
GAAACTATGCCAACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACCCAGGCCTGTCCAAAGGTAAGCTT
TGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTATGCGATTCTCAAGTGTAGAGATAAGGATTTCAAT
GGAAAAGGGGAGTGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAAC
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGATAGTTATTATGTCTGACAATCTCACAGACAATGCTAAAAA
CATAATAATACACCTGAATGAATCTGTAGAAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATA
CATATAGGACCAGGCAGAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGCAACA
TTAGTGGACAAAAATGGAATAAAACTTTAAGGTACATAGCTACAGAATTAAAGAAACATATTAATACAACAAA
AACAGTAGTCTTTACTCAACCCTCAGGAGGGGACCCAGAAATAGTTAGGCTCATGTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGTACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAAAATCTAAGTCA
GATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGGCAATTATACAAACACAATATACACCTTA
ATTGAACAAGCACAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAGTTTTTTCTGTATTTGCTATAATAAATAGAGTCAGGCAGGGATACTCACCACTGTCGTTCGCT
GTTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATCTAGAAGAG
CTTTTAGAGCTGTTCTTCACATACCTAGAAGAATAAGACAGGGATTAGAAAGGGCTTTGCTATAA 
>MH633155 
GCTGTAGAACAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCTTGTGTACCTACAGA
CCCCAGCCCACAAGAGGTAATGTTGGAAAATGTGACAGAAGATTTTGACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAGAACTAACCCCCCTCTGTG
TTACCTTAAATTGCACTGACTGTGATAGTAGTCCAAATTGCACTGATATAAAGAATAGTACTAATGCCACTAA
TAGCATAAAGAATAGTACTGATGCCACTACTAGTACAAGAGGAGAAATAAAAAGGTGTTCTTTCAATACCACC
ACAAACATGAGAGACCAGGTGCGGACAGAATATGCATATTTTTATAAACTGGATGTAGTACAAATAGATAGTA
CTAATAGCAGTAATGATAGTTATAGGAGCTATAGGTTGATAACTTGTAACACCTCAGTCATTACCCAGGCTTG
TCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAG
GATAAGAATTTCAATGGAAAAGGAGCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAG
TAGTATCAACTCAATTACTGTTAAATGGCAGTTTGGCAGAAGAAGAGGTGGTAATTAGATCTTCTAATTTCAC
GGATAATGCCAAAACCATAATAGTACAGCTGAATGAAACTGTAAGGATTAATTGTACAAGGCCCAACAACAAT
ACAAGAAGAAGTATACATATAGGACCAGGGAGAGCATTTTATGCAACCGGAGAAATAATAGGAAATATAAGAC
AGGCACATTGTAATCTTAGTAGAGCAGAATGGAATAACACTTTATCAAAGATAGTTAAGAAATTAGAAAAACA
ATTTGGAAGTAATAAAACAATAATCTTTAAGCCATCATCAGGAGGAGACCCAGAGATTGTAATGCACAGTTTT



AATTGTGGTGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGC
TCCTAGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATACTAGTTGGAGTAA
TAAATCTTGGAATATGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGC
ATAATATACAACTTAATTGAAGAATCGCAAATCCAACAAGAAAAGAATGAGCAAGAATTATTGGCATTAGATA
AGTGGGCAAGTCTGTGGAATTGGTTCGACATAACACACTGGCTGTGGTATATAAAATTATTCATAATCATAGT
AGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCATTATCGTTGGCTATTAGCTTGCTCAACGCCACAGCTATCGCAGTAGCTGAGGGGACAGATAGGGTCATAG
AACTAATACAAAGAGCTTTTAGGGCTATTCTACACATACCTAGAAGAATAAGACAGGGCTTGGAACTTGCTTT
GCTATAA 
>DQ127534 
GCTACAACAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATACAAAACAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTGGAAGAGTAATGATACTGAGGCCACTAATAGTAACTTGACAGAGAAAGAAGA
AATAAAAAACTGCTCTTTCAATATCACCACAAGTATGAGAGATAAGTTGCAGAAAGAATATGCTCTCTTCTAT
AAACTTGATGTAGTACCAATAGAGGATGATAACAGTAGCTATAGATTGATAAGTTGTAATACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAGGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTG
AGAATCTCACAAACAATGCTAAAATCATAATAGTGCAGCTGAAACAATCTGTGGAAATTAATTGCACAAGACC
CAGTACCAATAAAAAGAAAAAAATAAGTATGGGACCAGGGAGAGTATATTATACAACAGGACAAATAACAGGA
GATATAAGACGAGCATATTGTAACCTCAGTAGAAAAGCATGGAGTAACACTTTAAGACAGATAGCTACAAAAT
TAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATTCATCATCAGGAGGGGACCTAGAAATTGTAACTCA
CAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGCAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTT
GGAGTAATAAAACTCAAAAAGATATTTGGGAAAACATGACATGGATGGAGTGGGAGAGAGAAATTGACAATTA
CACAGACTTAATATACAACTTACTTGAGGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGCA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTTCAATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCAATATCATTAGCCATTAGCTTGTTTAATGCCACAGCAATAGCAGTAGCTGAAGGGACAGATAGG
ATTATAGAAATAGCACAAATAATTTTTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGTTTAGAGA
GGCTTTTACTATAA 
>DQ127537 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTGATTTGGATGCTAATGTTACTAAGACCAATAATAGTAGCGGGGAACTCATAGAGAA
AGGGGAAGTAAAAAACTGCTCTTTCAATGTCACCACAAACATAAGAGATAAGGTGCAGAAAGAATATGCATTC
TTTTATAAACTTGATGTAGTACCAATAGATCAGAATAGTACCAGCTATAGGTTAATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGC
GATTCTAAAGTGTAACAATAAGAAGTTCAATGGAACAGGGCCATGCACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTGAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCA
GATCTGCCAATTTCTCGGACAATACTAAAAACATAATAGTACAACTGAATAACTCTGTACAAATTAATTGTAC
AAGACCCAGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAACATTTTTTGCAACAGAAATAATA
GGAGATATAAGAAGAGCACATTGTAACCTTAGTAAAGCAAATTGGGAGAACACTTTAAAACAAGTAGCTAAAA
AATTAGGAGAACAATTTAAGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGAGATCCAGAAATTGTAAT
GTACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTATGGAGGAAATTTGGGAAAACATGACCTGGATGCAATGGGAAAAAGAAATTGACAA
TTACACAAATTTAATATACAACTTAATTGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGCAAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTATTAGCTTGTTCAATGCCACAGCTATAACAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTCTTCTCCACATACCTAGAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>DQ127548 
GCTGGAGAACAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAGCCCACAAGAAGTAGTAATGAACAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGATTTCAATATCACTCGTGCTACCACTAATGGTAGTATAGGACTGGAGGAAACAGG
AGAAATAAAAAACTGCTCTTTTAATACCACAGTAATAAAAGATAAAAGGCAGAAAGAATATGCACTCTTTTAT
AGAACTGATATAGTACCAATAGATAATGAGGGTGATAATAATGCTAGCAATAATACTAGTTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAGACGTTTAATGGAAAAGGACCCTGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAG
GAGATGTAATAATTAGATCTGAAAATTTCACAGATAACGCTAAAAACATAATAGTACAGCTTAATATATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGCACCAGGGAGAGCATTTTAT
GCAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAGCAAAATGGAATACCACTT
TACAACAGGTAGCTCAAAAATTAGGAGAACAATTTGGGAATGAGAATAAGACAATAGACTTTAATCACCCCGC
AGGAGGAGACCCAGAAATAGTAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATC
CTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTTACGAAAAGATTTGGAATAACATGACATGGAT
GGACTGGGATAGAGAAATTAGCAATTACACAGGCCAAATATACACCTTAATTCAAGAATCGCAGAACCAGCAA
GAAAAGAATGAAAAAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCC
ATAACAGTAGCTGAGGGGACAGATAGGGTTTTAGAAATATTGCAAAGAGCCGGTAGAGCTATTCTCAACATAC
CTAGAAGAATAAGACAGGGCCTAGAAAGAGCATTGGTATAA 
>AF219627 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTAATGGAAAATGTGACAGAAGAGTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTCTAAATTGCACTACTGAGTTGAATCTTCTAAATTGCATTGATAATAGTACTAATGATAAATGTATACC
GCCAGATCAAAAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCGCAGGCATAAGAAATAAGGTGCGGAAA
GAATATGCACTTTTTTATACAAGTGATGTAGCACCAATAGATAATGATACTATCAGTTATAGATTGATAAGTT
GTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAAGGATAGGAATTTCAATGGAACAGGACTATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAAAAG
AGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGCCTGAAATAGTACA
CATTAATTGTACAAGACCTAACAATAATATAAGAAAAGGTCTACGTATAGGACCAGGGAGAGCATGGTGGTAT
GCAACAAGAGGAATAATAGGAAAAATGAGACAAACACATTGCAACATTAGTAGAGTAAAATGGAATAACACTT
TAGAACAGATAGTTAAAAAATTAGGAGACAAATTTGGGACTAATAATAATAAAACAATAATATTTAATCAATC
CTCAGGAGGGGACCCAGAAATTACAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATAGTAGTTGGAGTAATAGATCTCTGGGAGACATTTGGGAAAATGATAACAT
GACCTGGATGAAGTGGGAAAGAGAAATTGATAATTACACAAGCTATATATACACCTTAATTGAAGAATCGCAG
AACCAGCAAGAAAAGAATGAACTAGAATTATTGGAATTAGACAAATGGGACAGTTTGTGGAGTTGGTTTAGCA
TAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TAGTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTTAAT
ACCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTGTAGAGCTATTC
TCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>GU728244 
GCTGCAGAGCAATTGTGGGTCACAATATATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTCAATATTACTAGCATTTATAATAAAACAATGAAGGGAGAAATGAAAAACTG
CTCTTTCAATATCGCCACAAATATAAGAGATAAGATGCAGAAAAATTATGCACTTTTTCATAGCCTTGATATA
GTACCAATAGATAGTGAAAATACTAGTGATAATACTAACTATACTAGCTATAGGATGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAAACGTTCAGTGGAAAAGGATCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAATAA
TTAGATCTGACAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTG
TACAAGACCCGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATGGTATGCAACAGGAGAT
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGCATAACAAAATGGAATAGAACCCTAAGTCTGCTAG
TTGAAAAATTAAAAGAACAATTCAATAAAACAATAGAGTTTAACTCCTCCTCAGGAGGAGACCCAGAAATTGT



AATGCACCATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTA
AGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAATTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACATGGATGGAGTGGGAAAGAGAAATTGA
CAACTACACAGACCTAATATACAGCTTAATTCAAGAATCGCAAATCCAACAAGACAAGAATGAACATGAGTTA
TTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATAATAGTAGGRGGATTAATAGGTTTAAGAATAGTTTTTGTTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTATTAGCCTGTTTGATGCCATAGCCATAGCAGTAGCTGAGGGGACA
GATAGGATTATAGAAATAATACAAAGAGTTTGTAGAGCTGTTATCCACGTACCTAGAAGAATAAGACAGGGCT
TTGAAAGGGCTTTGCTATAA 
>GU728216 
RCTTCARAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCATTGTGTG
TCACTTTAAATTGTACTAATGTGAAGAATAATACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNAAAAACTGCACTTTYARTATCACCACAAGCATAAGAGATAAGAGGCAAAAGGAATATGCATTG
TTTTATAGTCTAGATATAGTGCCAATAGATAATGAGAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCARAGGTAACCTTTGAGCCAATTCCCATCCATTATTGCGCCSCGGCTGGTTTTGC
GATTCTAAAATGTAATGATAAGAAGTTTAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTRCA
CATGGAATTAAGCCAGTAGTATCCACTCATCTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAGTAATTA
GATCTGAGAACTTCTCGAACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGTGACAATTAATTGTAC
AAGACCCAACAACAATACAAGAAGAGGTATACACATTGGACCAGGGGCATTCTATGCAACAGGAGMAATAATA
GGAGACATAAGACAAGCACATTGTAACCTTAGTAGGACACAATGGAGTAACACATTAAAGCAGGTAGTTAAAA
AATTAAGAGAACAATTTGGAAATAATAAAACAATAATCTTTAATCAATCTKCAGGAGGGGACCTAGAAATTGT
AATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATG
CTAGTTGGAGTAGAAATAAGAATCTAAGTCAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGACTTAATATACACCTTACTTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAA
TTATTAGCATTAGATAAGTGGGACAGTTTATGGAATTGGTTCTCAATAACAAATTGGCTGTGGTATATAAAAA
TCTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTRTTAGCTTGCTTAATGCTACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGTATTGCAGAGAGCTGGTGAGGCTATTATCCACATACCTAGAAGAATAAGACAGG
GCGCGGAAAGAGCTTTGGTATAA 
>GU728376 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACAAGTATTAGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNAACTGCTCTTTCAATATCACTGCAAGCATAAGAGATAAGGTGCAGAAGGAATATGCACTT
TTCTATAAACTTGATGTAATACCAATAGATGGTGACAACAGCAGCTATAGGTTGATAAATTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAGTGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAGTAATTA
GATCTGAAAATTTCTCGGACAATGCCAAAACCATAATAGTGCATTTGAATGAGTCTGTAGAAATTAATTGTAC
AAGACCCGGTAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAAAATGGAATAAAACTTTANNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTAGAACAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAGGCTTAATATATAACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAC
TGTTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGTACTTTCAATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACATCCATAGCAGTAGCTGAGAGG
NCAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTGAGAGCTATTATCCACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGATTTTACTATAA 
>FJ469690 
GCTGAAAAGGAAGAAAAGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCTGTTACCACTCTAT
TTTGTGCATCAGATGCTAGGGCATATGATACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCAC



AGACCCCAACCCACAAGAAGTAGTACTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTTAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTGATGGTAATACCACTAATGCTAATGCTACTGCTAATGCCACTAGTGGAAGGTG
GGAAAAAATGGAAAAAGAAGAAATACAAAATTGCTCTTTCAATGTTACCACACACAGAAGAGATAAGATGCGG
AAAGAATATGCATTGTTTTATAAAGTTGATGTAGTACTAATATCTGAGGATAATAGCACTAATAATACTTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAATCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGGACAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTC
TAGCAGAAGAGGAAGTAGTAATTAGATCTGCCAATTTCTCAGACAATGTTAAAAGCATACTGGTACAACTGAA
TGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACACGCAAAAGTATAACTATAGGACCAGGGAGA
GCATTCTATGCAACAGGAGATATAATAGGAGACATAAGAAAAGCACATTGTGAGCTTAATGCAACAAAATGGG
AGAACACTTTAAAAAAGGTAGTTGGAAAATTAAGAGAACAATTTAAGAATAAAACAATAACCTTTAAGCCCCC
CTCAGGAGGGGATCCAGAAATTGTAATGCACATGTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGA
CTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGTAAACTCATTT
GCACCACTGCTGTGCCCTGGAATAATAGCTGGAGTAATAAATCTTTGGAAGACATTTGGAAAAACATGACCTG
GATGCAATGGGACAAAGAAATTAGCAATTACACACAAACAATATACACCTTAATTGAACAAGCGCAGGACCAA
CAAGAAAAGAATGAACATGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTGTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGTTTAATGCAATA
GCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGGCTTACTAAGAGCTGGTAGAGCTATTCTCCACG
TACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCAATAA 
>FJ469692 
GCTGTAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAGATTTCAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCAGTAATTATTTGGGAAATACTACTGGTTTGGACAATGCTACTAATACTGCTAATAGTAC
TAATTTGGACAATGCTACTAATCCTGCTAATAGTAGTGGGGAAATAAAACAATGCTCTTTCAATATTACCACA
GAAATAAGAGATAAGTATCAGAAAGCATATGCACTTTTTTATAAACTTGATATAGTACCAATAGATAATAGTA
GTGATAATAATAGTAATAATAGTAGTGGTGAATATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGC
CTGCCCAAAGACATCATTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATGCTAAAGTGT
AACAATAAGACGTTTGAGGGAAAAGGACCATGTAAAAATGTCAGCACTGTACAATGTACACATGGAATTAGGC
CAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTAATTAGATCTAGCAATTT
CTCAGATAATGCTAAAACCATAATAGTACATCTAAATGAAACTGTACAAATTAATTGTACGAGACCCAACAGA
TATACAAAACAAAGGATACATATAGGACCAGGAAGAGCATTTTATGCAACAAAAAGCATAGCAGGAAATATAA
GACAAGCACATTGTAATCTTAGTGAAGCACAATGGAATAATACTTTAAAAAAGATAGTTATAAAATTAAGAGA
AAAGTTTGGGAACAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTACAATGCACACT
TTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGAGATCAAC
AGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAATAGTAGTTGGAG
CAATAAATCTCAGGCACAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTATACA
AGCTTAATATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGATTTATTGGAATTAG
ATAAGTGGGATAGTTTGTGGAATTGGTTTAGCATAACACATTGGCTGTGGTATATAAAAATATTCATAATGAT
AGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTAGTTTCCATAGTAAATAGAGTTAGGCAGGGATAT
TCACCATTATCGTTGGCTGTTAACTTGTATAATACCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTA
TAGAAGTAGGACAAAGAGCTGGGAGAGCCATTCTCCACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGC
TTTGCTATAA 
>FJ469694 
GCTAAAGAAGAGATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTAAACTTGGAAAATGTGACAGAAGATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCCCAATAACGATACCAATCTCAATACTTCCACTGAGATAAACATGGACAAAAG
AGAAATGCAAAACTGCTCTTTCAATATCACCACAAATATAAGAGATAGATTTCGGAAAGAATATGTTCTTTTT
TATAAACTTGATTTAGTTCCAATAGATAATGATAGTGATAGTAGTAGCTATAGTAATACTAGCTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCATTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAACAAAAAGTTCAGTGGAAAAGGACCATGTAAAAATGTC
AGCACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAG
AGGAAGAAGTAGTAATTAGATCTGAAAATTTTACAAACAATGCTAAAACCATAATAGTACAGCTGAAAAAGGC
TGTACAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTT
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATCAGTAAAAAAGAATGGAATGACA



CTTTACAACAAATAGCTGAAAAATTAAGAGGACAATATGGAAAAAATAAAACAATAATATTTACAAAGTCCTC
AGGAGGGGACCCAGAAATTGTAACACACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAACAGATCTCTGAGTTATATTTGGAATAACATGACCTGGAT
GGAGTGGGAGAAAGAAATTGACAGTTACACAAACATAATATACTCCTTAATAGAAGAATCGCAGATCCAACAG
GAGAACAATGAAAAAGATTTATTAGAATTAGATAAATGGTCAAATTTGTGGAGTTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCC
ATAGCAGTAGCTGAGGGAACAGATAGGGTGATAGAAATAGTGCAAAGAGCTTTTAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469699 
GCTACAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATTCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGACAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATTGGAAGAATGATACTAGTGGGAATGCTACTAATATTATGACCAATGTTAGTAG
AGAGGGAACACTGGAGGACGGAGAACTAAAAAATTGCTCCTTCAATATCAACACAAACTTCCAAGATAAGAGA
CAGAAAGAATTTGCACTTTTTTATAAACTTGATGTAACGCCAATAGGTAATGATAATACTAGCTATAGATTGA
TAAGTTGTAACACCTCAGTCATTAAACAAGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAATACGTTCAATGGAACAGGACCATGTACAAATGTC
AGCACAGTACAATGTACACATGGAATAAAGCCAACAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGGAAAAATAATAATTAGATCCGCCAATCTCACAGACAATGCTAAAATCATAATAGTACAGCTGAATCA
ATCTGTAGAAATTAAGTGTACAAGACCTGGCAACAATACAAGAAAAAGCATAACTATAGGACCAGGCAAAGCA
TTTTATACAACAGAAATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAGAGATTGGAATAACA
CTTTAAAATGGGTAGCTATAAAATTAAGAGAACAATTTGAGAATAACACAATAGTCTTTAACCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAAGATTATATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGATAATTACACAGGCATAATATACACTTTACTTCAAGAATCGCAAATCCAACAAGAA
AAAAATGAACAAGAATTATTGGAATTAGATAAATGGACAAATTTGTGGAGTTGGTTTAGCATTACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTATTAGCTTGTTCAACGCCACAGCCATA
GCAGTAGCTGAGGGAACAGATAGGGTTATAGAAATATTACAAAGAATTTGTAGAGCTATTATCCACATACCTA
CAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>FJ469702 
GCTACAGACCCCCAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGATGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATACTACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAATTAGAATTGAAAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGCA
GACCAGATGCATGAGGATGTAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTCACTTTAAATTGCAGTGATTATAATGGTAATAGTACCAATAGTAGTACCAGTAATAATACCACTAATAG
TAGTTTGGAAAATAGTATGAAAGGAGAAATAAAAAACTGCTCTTTTAACATCACCACAACCATAAGTGATAGG
ATAAAGAAAGAATATGCACTTTTTTATAATATTGATGTAGTACCAATTGATGATAGTAATACTAGTTATAGGT
TGATAAGTTGTAACACTTCAATCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAGGTTCAATGGGACAGGACAATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGTCTAG
CAGAAGAAGAGGCAGTAATTAGATTTGAGAATATCACAGACAATGCTAAAAGCATAATAGTACAGTTGAAGGA
AGCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGCATACATATAGGACCAGGAAGTGCA
TTTTATGCAGCAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAATG
CAACTTTAAAACAGATAGCTGAAAAATTAAGAGAAAAATTTAACAACAAAACAATAATCTTTACTAATTCCTC
AGGAGGGGATCCAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCTGTGCCTTGGAATAAAACTTGGAGTAATAAAAATCTGAGTCAGATTTGGGACAACATGACCTGGAT
GCAGTGGGAAAAGGAAATTGATAATTACACAGAACTAATATACACCTTAATTGAAGACTCGCACAAACAACAA
GAAAAAAATGAACAAGAATTATTAGAATTAGATAAGTGGGCAAGTTTATGGACTTGGTTTGACATAACAAACT
GGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCTATATT
CTCTCTAGTGAATAAAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGTTTAATGTCACAGCT
GTAGCAGTAGCTGAAGGGACAGATAGGATTATAGAACTAGTACAAAGAGCTGGTAGAGCTTTTATCAACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>FJ469705 



GCTGTAAACCAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGCTAAAGAGGCACATAATATTTGGGCCACCCATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAATTACCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATGTCACTAGTAATGTCACTAGTAGAAATGATAATAGTAGCGAGGGAGTGATGGA
GAGAGAGGAAAGAAAAAATTGCTCTTTCAATATCACCACAGACTTAAAAGATAAGATGCAGAAAACATATGCA
ATTTTTTATAAGCTTGATATAGAACCAATAGGTGATGATAGTAATAAGAATAATGCTAGTAATTTTACTAATT
ATAAGTTGATAAGTTGTAACACCTCAGTCATCACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTATTGTACCCCAGCTGGTTTTGCGCTTCTAAAATGTAATGATGCAGAGTTCAATGGAACAGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCA
GTCTAGCACAAAAAGAGGTAGTGATTAGATCTGAAAATTTCACGGCAAATCATAAAGTCATAATAGTACAGCT
GAACGAATCTGTAGAGATTAATTGCACAAGACCCGGCAACAATACAAGAAAGAGTATACATATAGGACCAGGG
AGAGCATTTTATGCAACAGGAGACATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAAT
GGAATAAAGCATTGAGACAGATAGTAGGAAAATTAGGAGAACAGGAACAGTTTAAGAATAAAAATATAATCTT
TAACAGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGCTTTATTTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTATGGATGAGATTTGGAATAA
CATGACCTGGATGGAATGGGAAAGAGAAATTGACAATTACACAGGCACAATATACAGCTTAATTGAAAAGGCG
CAGAACCAACAAGAACAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAACTTGTGGAATTGGTTTG
ACATAACTAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTTCTGTGCTTTCTATAGTGAAGAGTGTTAGGCAGGGGTATTCACCATTATCGTTTGCAGTTAGCTTGCTC
AACGCAACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTAATAGAAGTAGTACAAAGAGCTTTTAGGGCTG
TTCTCCATATACCTGTAAGGATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>FJ469711 
GCTGAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATTCTAAGACATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATAATTTGGCGAATGTTACTTTGACAGATACTACTAGAGGGGAAATAAAAAACTG
CTCTTTCAATACCACCACAAGCTTAAGAGATAAGGTGCAGAAGGAACATGCGCTTTTTTATAAACTTGATGTA
GTGCCAATAGGTGACAATAATGATACTCCTGGGACCAACTATAGCAGCTATAGGTTGATAAGTTGTAACACCT
CAATCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAATAATAAAACATTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGACCAGTGGTGTCAACGCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTGA
TTAGATCTGAAAATTTCACAAACAATGCTAAAACTATAATAGTACATCTGAATGAATCTGTAGTAATTAATTG
TACAAGACCCAACAACTATACAAGAAAAAGGGTATCGATAGGACCAGGGAGAGCATTTCGTACAACAGGACAA
ATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGTAGAATGGAATAACACTTTAGGGAAGGTAG
TTAAAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCGTCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAACAAATCTTATGGGGATATTTGGGATAACATGACCTGGATGCAATGGGATAGGGAAAT
TAACAATTACACAAACTTAATATACTCCTTACTTGAAGAATCACAAATCCAACAAGAAAAGAATGAAAAGGAA
TTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTGCTGTACTTTCTGTAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAACTAGTACAAAGAGCTTGTAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGG
GCTTTGAAAGAGCTTTGCTATAA 
>FJ469712 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATAAACAAGAGATGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGAAGTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCATTGATGTGACTACCACCAGTAGTAATGCTACCACCAATAATAGCATTGTAGAAGAAAT
GAAAAACTGCTCTTTCAATATAACCACAAGCATAAGAGATAAGATGCAGAAAGAATATGCACTGCTTTATAAA
CTTGATATAGTACCAATAAATGATGATAGGAATAATACTAATACTAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGCAGAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTGA
TTAGATCTGCCAACTTCTCGGACAATGCTAAAACCATAATAGTGCAGCTGAATGAATCTGTAGTAATTAATTG
TACAAGGCCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATGGTATGCAACAGGAGAC



ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAGGGAAAATGGGAGAACACTTTAAAACAGGTAG
TTACAAAATTAAGAGAAATAGAACAATTTAATAATAAAACAATAGTCTTTAAAAAATCCTCAGGAGGGGACCC
AGAAATTGTAATGCATACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAGCAGCTCATGGGAATTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTAATGTGC
CTTGGAATTCTAGTTGGAGTAATAAATCTCAAGACATGATTTGGAATAACATGACCTGGTTGGAGTGGGAAAG
AGAAATTGACAATTACACAGACTTTATATACACATTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGACTTATTAGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTACTTAATACCATAGCCATAGCAGTAGCA
GAAGGGACAGATAGAATCATAGAAGTATTACAAAGAATTGGTAGAGGTATTCTCCACATACCTACAAGAATAA
GACAGGGCTTGGAACGCGCTTTGCAATAA 
>FJ469719 
GCTGCAGAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAAATATGACAAATGTGACAGAATATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAGAACTAACCCCACTCTGTG
TTACCTTGGAGTGCACTGATAATATCACTACTAGTAGCAATACTACTAGGGGCAGTAACAGTAGCAATAGAAG
TAGATGGGAAAACATGACAATAGAGACAGGAGAAATAAAAAAATGCTCTTTCAATGTCACCACAGGCATAAGA
GATAGGGTGAATACAGAATATGCATATTTTAATAGATTTGATATAGTACAAACAGAGAGGGATAATAAGAGCT
ATACATTGAGACATTGTAATACCTCAGTCATTAAACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ATATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGCAACAATAAGACGTTCAGTGGAAAAGGGGAGTGT
GACAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGGGGTAGTAATTAGATCTGACAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCT
GACAAAAGCTGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACACATGGGACCAGGG
AAGGCATTCTTTACAACAGGACAAATAATAGGAGATATAAGACAAGCATATTGCAACATTAGTCATACAAAAT
GGAATAACACTTTAAAACAGGTAGTTTATCAACTAAGAAAACAATATGGGGGGAATAAAACAATAAACTTTAC
ACAGCCTTCAGGAGGGGACCTAGAAATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGACCAACAGATCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTTCTGTGCCTTGGAATGCTAGTTGGGGTAATACATCTCTGGGTTACGATTACATTTGGAC
AAACTGGACCTGGATGAAGTGGGAGAAAGAAATTGCAAATTACACACACATAATATATGACTTACTTGAGGAA
TCGCAGATCCAACAAGAACAAAATGAACTAGAATTAATGAAATTGGACAAATGGGCAAGTTTGTGGGATTGGC
TTGGCATAACAAAATGGATGAAGTATATAAAAATATTCATAATAATAGTAGTAGGCTTGGTAGGTTTAAGAAT
AATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTG
CTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGCACAAAGAGTTTTTAGAG
CTATTATCCACATACCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>FJ469726 
GCTGCAGAACAGTTGTGGGTGACAGTCTATTATGGGGTACCGGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAAAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAGAGTGCACTGATAATTTGACTTTAAATTGTACTAATACTACTAATACCAATAATAGTGGCCACTC
CAATAGTAGTAGCTGTAATGAGATGAGAGGAGAAATAAAAAACTGTTCTTTCAATGTCACCACAAACATAAGT
GATAGGAGACAGCAAGAATATGCACTTTTTTATAAGCTTGATGTAGTACCAATAGATGATAATAAGAATAATA
GTAGGGCTAATTATACCAATTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCTTGTCCAAAGAT
ATCCTTTAAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACG
TTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAA
CTCAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGTATTGAGATCTGAGAATTTCACAAACAATGC
TAAAACCATAATAGTACACCTGAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAA
GGTATACATATAGGACCAGGGAGAGCATTTTATGGAACAGATATAATAGGAAATATAAGACAAGCACATTGTA
ACGTTAGTAGTACAAAATGGAATAACACTTTAAGACTTATAGTTGATAAATTAAGAGAACAATTTAAGAATAA
AACAATAGTCTTTAAGAACTCCTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGCTGGAGTAATAAATCTCTAAATGA
GATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAAAAATTAACAATTATACACAGGTAATATACAACTTA
ATTGAACAATCGCAAAACCAACAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTCGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAAGAGGCTTAATAGG
TTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCT
GTTAACTTGTTTGATACAATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTATTCCAAGGAG
CTCAAGAAAGACTAAGACAGGGCTTGGCAAGGGCTTTGCTA 
>GU728225 



GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAACATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNTGAAAAACTGCTCTTTCAATATCACCACAAACATAGGAGAAAAGAGGAAGAGAACCAATGCAATT
TTTTATAACCTTGATCTCGTACAAATAGGTAATGATAATACCAGCTACAGGTTGACAAGATGTAATACCTCAG
TCATTACCCAAGCCTGTCCAAAGATATCCTTTGGGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGC
GCTTCTAAAGTGTAATGATAAGCAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAGTGTACA
CATGGGATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTA
GATATGAGAATATCACAGACAATGCTAAAACCATAATAGTGCAGCTGAATGAAACTGTAGAAATTAATTGCAC
AAGAGTCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGGACACTTTACGCAACAGGGGAAATA
ATAGGAAATATAAGATTAGCACATTGTAACATCAGTAGAACAAAATGGAATAATACTTTGTATCAGATAGTTA
GAAAATTAGGAGAACAGTTTAATAAAACAAGAATAGCCTTTAACCAATCCTCAGGAGGGGACCCAGAGATTGA
AATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATG
CTAGTTGGAGTAACAAAACTGAGGGTGATATTTGGAATAACATGACCTGGATGCAATGGGATAAAGAAATTAA
CAATTACACAAACATAATATATAACTTACTTGGAGAAGCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAACTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGATTAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTTAATACTACAGCTATAGTAACAGCTGAGGGGACA
GATAGAGTTTTAGAAGCATTGCAGAGAACTTATAGGGCTATTCGCAACGTACCTACAAGAATAAGACAGGGCT
TAGAAAGGCTTTTGCTATAA 
>MN515912 
ACTGCAAAAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTT
GTGCATCCGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGACGAATACTACTAACACCAATAGTATTAACACCAATAATAGTAGCAGGAA
TATTATGGAGACAGGAGAAATGAAGAACTGCTCTTTCAATATTACCACAGACATAAGAAATAAGGTGCGAAAA
GAATATGCACTTTTTTATAACCTTGATGTAGTACAAATAGATAATGATAATGATAATACTAGCTATAGGTTGA
TAAGTTGCAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTTTGAAATGTAATGATAAGAAGTTCAATGGAACAGGACCCTGTAAAAATGTC
AGTACAGTACAATGTACACATGGAATTAGGCCAGTGGTAACAACTCACCTATTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACATCTGAATGAATC
TATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACTAGGGAGAACATTT
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGCAGAAAAATGGAATAACA
CTTTAAAACAGATAGTTAAAAAGTTAAGAAAACAATTTGCAAAATTGGAAAATAAAACAATAGTCTTTAATCA
CTCCTCAGGAGGGGATCCAGAAATTGTGCTGCACACTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCAGAAAGAGATTTGGGAGAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAAAAC
CAACAAGAAAAGAATGAACTAGACTTATTGAAATTAGATGAATGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCC
ATCGCCATAGCAGTAGCTGAGGGAACAGATAGGATCATAGAAATATTACAAAGATTTTTTAGAGCTATTATCC
ACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>MN515943 
GCTACAAAAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TCTGTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAATAGTAATAGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACTTTACATTGCACTAATTTGAATAATACTAATACCAATAATAGTAGCTGGGGAAAGATGGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATATTACCACAAACATAAGAGATAAGATACAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAAAAGATGATAATAATGATACTAATAGTACCAGCTATAGGTTGATAAATT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGATGTTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATTAGATCTGAAAATCTCACACACAATACTAAAACTATAATAGTACACCTGAACGAATCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGCGCATTCTATACA



ACAGGAGGAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAGCATGGAATAACACTTTAA
AACGGATAGTTATAAAATTAAGAGAACAATTTGGGAATAGAACAATAGTCTTTAATCACTCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGAATGACATTTGGGAGAACATGACCTGGATGGAGTGGGA
AAAAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGTTGGTAGAGCTATTCTCCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MN515956 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAGATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGGCATGGTTGAA
CAGATGCATGAAGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGTACCAATGCGAAGTATATTAATGCCACTAATACCAATTCGACTAATATCAATACCACTAT
TAGTAACAATACCACTGCCAATATCAGTCTGGTAGAGACAGATGAAATAAAGAACTGTTCTTTTAACACCACC
ACAGACTTAAGAGATAAGGTGAAGAAAGAACATGCATTGTTTTATGCACTTGATATAGTACAATTAGATAAGG
GGGTACAATTAGATAAGGGGGTTAATGTTAGCTACTATAGGTTGATAAGTTGTAACACCTCAACCCTTACACA
AGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAG
TGTAATGATAAGAAGTTTAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACATGGAATTA
GGCCAGTGGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAA
TTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGCTGTAGAAATCAATTGTACAAGACCCAAC
AATAATACAAGAAGACGAGTAACTATGGGACCAGGAAGGGTATATTATACAACAGGACAAATAATAGGAGATA
TAAGAAAAGCACATTGTACCATTAATGAAGCAAAATGGAATAACACTTTAAAAAGGATAGTAATAAAATTAAG
AGAACGATTTGGGAATAAGACAATACACTTTAAGAACCACTCAGGAGGGGACCCAGAAATTGTAATGCACAGT
TTTAACTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGGTACCTAAAGGATCAAC
AGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAG
TAATAAATCTCAGGAGGAAATTTGGGGTCACATGACCTGGATGGCATGGGAAAGAGAAATTGACAATTACACA
TATGAAATATACAACTTACTTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAG
ATAAATGGGCAAGTTTGTGGAATTGGTTCGATATAACAAACTGGCTGTGGTATATAAAAATGTTCATAATGAT
AGTAGGAGGCTTGATAGGATTAAGAATCGTTTTTGCTGTAATTTCTATAGTGAAAAGAGTTAGGCAGGGATAT
TCACCATTGTCATTTGCTGTTAGCTTGCTCAATACAACAGCCATAGCAGTAGGTGAGGGGACAGATAGAATTA
TAGAAGTAGTACAAAGAGCTTTTAGAGCTGTTCTCCATATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGC
TTTGCTATAA 
>MN515787 
GCTACAAAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCCGTTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGACTATGTGAAAAATAATACTGTGACGAATAGTACTACTACCACTAATATTACTAG
CGAGGGAAGAGGAGAAATACAAAACTGCTCTTTCTATATCACCACAGACACAAAACAAAAGATGGAAAAAGAA
AGGGCACTGTTTTATAACTCTGATATAGAACCAATAGATAATACTAGCTATAGGTTAAGAAGTTGTAACGCCT
CAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTA
TGCAATTCTAAAGTGTAAGGATAAGAAATTCAATGGAACAGGTCCATGTAAAAATGTCAGTTCAGTACAATGT
ACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTGGCAGAAGAAGAGATAGTAA
TCAGGTCTGAAAATCTCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGCATCTGTAGAAATTAATTG
TATTAGACCCAACAACAATACAAGAAAGAGTATACATCTAGGACCAGGAAGAGTATTTTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAGAATGGGAAAACACTCTAAATCAGATAG
CGGTAAAATTAAGAGAACAATTTACTAATAAAACAATAGCCTTTAATAGATCCTCAGGAGGGGACCCAGAGAT
TGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCTGGATTATATTTGGGGGAATATGACCTGGATGCAGTGGGAGAAAGAAAT
TGACAATTACACAGGCTTAATATACAACTTAATTGAGAAATCGCAGGCTCAACAAGAAAAGAATGAGCTAGAC
TTACTGTCATTAGATAAATGGGAAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTTTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCTATTATCCACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGCTTTTGCTATAA 



>EU850430 
GCTGCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCACCCCACAAGAAGTATTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCACTAGTAGTAGCGGGAAAATGATGGAGGGAGG
AGAAATGAAAAACTGCTCTTTTAATATCACCACAAGTATAAGAGAGAAGGTGCAGAAAGAATATGCACTTTTT
TATAACCTTGATGTAGTACCAATAGATAATAATAATAATAGTACCAGATATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCCACTCACTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAA
TTAGATCTGAAAATTTCACGGACAATGTTAAAAACATAATAGTACAGCTGAATGAATCCGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATACAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGGAGAATACCTTAAAACAGATAG
TTAAAAAATTAAGAGAACAATATAAGAATAAAACAATAGTATTTAATCAATCCTCAGGAGGAGACCCAGAAAT
TATATTCCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
CTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGTTAGTTGGAGCAATAAAACTCTGGATAAAATTTGGAATAATATGACCTGGATGCAGTGGGAAAGAGAAAT
TGACAATTACACAAATATAATATACACCTTACTTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTGAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAATATTACAAAGAGCCTATAGAGCTATCCTGCACATACCTAGAAGAATAAGACAGG
GATTGGAAAGGGCTTTGCTATAA 
>GU728304 
ACTGCAGACTTAGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGTTACAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAGGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAAATGCATGAGGATGTAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTTACCTTGAATTGCACTGATGTGGGGAACAGTACTCAGAACAGTACTACTGAGTTGAAAATGGAGAGAGG
AGAAATAAAAAATTGCTCTTTCAATATCACCACAAACGGAAGAGGTAGTAGGTTGCAGAAAGAGTATGCATAT
TTTTATAAACTGGATGTAGTACAAATAAAGGATGACAATAGTAATAATAATAGCTATAGGTTGACAAATTGTA
ATACCACAGTCATTACACAGGCATGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTACCCCGGC
TGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGGATTAGACCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTGGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACTATAATAGTACAACTGAAGGAAGCAGTAGAAAT
TAATTGTACAAGGCCCAACAACAATACGAGAAAAAGTATACATATGGGACCAGGGAAAGCATTTTTTGCAACG
GATATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAGCCTGGAATGACATTTTAAAACAGA
CAGCTAAAAAATTAAGGGAACAATTTGAGAATAAAACAATAGTTTTTAACCCATCCTCAGGAGGGGACTCAGA
AGTTGCAACTCATAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACGCTAGTTGGAGTAATAAATCTCTGAATGACATTTGGGATAACATGACTTGGATGGAGTGGGAAAAAGA
AATTAACAATTATACAGACTTAATATACAGCTTAATTGAAGAATCGCAGAGCCAGCAGGAAAAGAATGAACTA
GAATTATTACAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTAATATATCAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTAATTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTGGCTGTTAGCTTGCTTAACGCCACAGCAATAGCAGTAGCTGAA
GGGACAGATAGAATTATAGAAGCAGCACGAAGAGTTATTAGGGGCTTTCTCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAAGGGCTTTGCTATAA 
>GU728410 
GCTACAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCACGAAACAAACACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGCTGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAAAATTAGAGAATGTGACGAAAATTTTAACATGTGGAAAAATAACATGGTAGAAC
AGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTTTGTGT
TACCTTAAATTGCATAGATTGGAAGAATAATACTAATACCACTAAGGGTGGCAATGCTACTAGCGGGATAGAG
GCWGGAGAAAAAATGAAAAATTGCTCTTTCAATGTCACCACAGCCATAAGAGATAAGGTGCGAGAATATGCAC
TTTTTTATAGCCTTGATGTAGTAAAAATAGGTGGTGAAAATAATAATAGTTATAGGATGGTAAGTTGTAACAC
CTCAATCATTACACAGGCCTGTCCAAAGATATCTTTTACACCAATTCCTATACATTATTGTGCCCCGGCTGGA
TTTGGGATTCTAAAGTGTAACAATAAGACATTCAGTGGAAAAGGACCGTGTACAGATGTCAGCACAGTACAAT
GCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAGT
AATTAGATCTGACAATTTCACGAACAATGCTAAAATCATAATAGTGCAGCTGAACGAATCTGTAGAAATTAAT



TGTACAAGGCCCAACAACAATACAAGGAAAAGTATACCCATAGGACCAGGGAAAGCAATTTATGTAACAGGAC
AAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGAATAATACTTTAGGAAAGAT
AGTTGAGAAATTAAGAGAGCAATTTAAGAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGATCCAGAA
ATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGAT
ACCTACAGGATCAACAGCTCCTGGGGATGTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTG
GAATGCTACTTGGAGTAATAAATCTCTGAATACCATTTGGGAAAACATGACCTGGATGCAATGGGATAAAGAA
ATTAGCAATTACACAAGCCTTATATACAGCTTAATTACAGAGTCACAGATCCAGCAAGAAAAGAATGAAAAAG
ACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGTATATCAAACTGGCTGTGGTATATAAG
ATTATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAATTTTTGCTGTACTTTCTGTAGTAAATAGA
ATTAGGCAGGGATACTCACCATTATCGTTCGCCATTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAAG
GGACAGATAGGATATTAGAAATAGGACAAAGAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATAAGACA
GGGCTTGGAAAGGGCTTTGGTATAA 
>GU728295 
GCTACTGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAATGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTACATGGTAGAC
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACTTTAAATTGCAAGGATGCTAATACTACTAGTACCACCAGTAATGCTACTACTGCTAGTATGGAAAAAGG
AGAAGTGAAAAACTGCTCTTTCAATATCACCACACACATAAGAGATAAGATGCAGAGAGAATATGCCTTATTT
TATAAACTTGATGTGGTACCAATAGATGGTGAGAATGCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACGATAAGAAGTTCAATGGAACAGGAACATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAAATAGTAATTAGAT
CTGAGAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTAAATGAATCTGTAGCAATTAATTGTACAAG
ACCCAACAATAATACAAGAAGAAGTATACCTATGGGACCAGGGAAAGTGTTTTATGCAACAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAGCAGCCTGGAATAAAACTCTAAAACGGGTAGCTATAAAAC
TAAGGGAACAATTTAACAAGAGCATAATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTACTT
GGAGTAATAAAACTCTGAATGATATTTGGAATAACACGACCTGGATGCAGTGGGACAGAGAAGTTCAAAAGTA
CACAAACACAATATACAACTTAATTGAACAAGCGCAAAACCAGCAAGAACAGGATGAACAAGAATTATTAAAA
TTGGATGAGTGGGCAAATCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAATAGGAGGCTTAATAGGCTTAAGAATAGTTTTCACTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTATCGTTTGCAATTAGCTTGTTCAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGACGCCTTGCAAAGAGTTTTTAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAA
GGGCTTTGCTATA 
>GU728383 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCATGTGTCCCCACAGA
CCCCAACCCACAAGAAATAGAATTGATTAATGTGACAGAACCTTTTAACATGTGGAAAAATGACATGGCTGAA
CAGATGCATGAGGATATAATCAGTTTATGGGAACAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGTACTAATGCTACTAGCAGCAGCAGTGGRACTCAGTTTCATAACAGTAACAACACAGAAAT
AAAAAACTGTACTTTCGATATCACCACAGACATGAATAAGAAGAAGAGAGAACGTGCATTCTTTAATGCACTT
GATGTAGTACCAATAGATAATNNNNNNNNNNGCTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAGATAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAGAGATAAGAATTTCAATGGAACAGGGCCATGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAGA
CCAGTGGTCTCAACTCAACTATTGCTAAATGGCAGTCTGGCAGAAGAGGATGTAGTAATTAAATCTGAAAATA
TCTCAGACAATGCTAAAACCATAATAGTACAACTAAATGAATCTGTAGCAATTAATTGCACAAGACCCAACAA
CAATACAAGAAAAGGTATACATATAGGACCAGGAAAATCATTCTATGCAACAGGAGACATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTGAACTAAAATGGAAGAACACTTTAGGACAGATAGCAGAAAAATTAAAGG
AATACTTTAATACTAATACAACAATAGCCTTTAATAAATCCTCAGGGGGGGACCCAGAGATTGTCATGCACAG
TTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGA
GTAAGAAATCTCAGGATGACATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACAC
AGGCTTAATATACACTTTACTTGAGGACTCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTG
GATAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTACATAAGAATATTCATAATGA
TAGTAGGAGGCTTAGTAGGGCTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGGTA
TTCACCATTATCATTCGCTACTAGCTTGTTCAACGCCATAGCCATAGCAGTAGCTGGGGGAACAGATAGGGTT
ATAGAAGCAGTACAAAGAATTGGTAGAGCTATTCTTAACATACCCAGAAGAATAAGACAGGGCTTTGAAAGGG
CTTTGGTATAA 



>FJ469729 
ACTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACCTTAAATTGTACTGATTACAAAGGGGAAACAAATAATACTACCCCTACTAGCAATATTAGAGACAAAGA
AGAAGTAAAAAGATGCTCTTTCGATGTCACCACAGGCATAAGAGATATAGTGCAGAAAGAATATGCTCTTTAT
TATAAACTAGATATAGTGCCAATACAGGAGAATAATAATAATATAAGTAATAATTATACTAACTATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGGAGTTCAATGGAACAGGTCCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTTTAGCAG
AAGAAGAGGTAATAATTAGATCTGAAAATTTCACAAACAATGCTAAGACCATAATAGTACATCTGAATGAATC
TGTAGAAATTAACTGTACAAGACCCAATAATAATACAAGCAGAAGGATATCTATAGGACCAGGGAGAGCATTT
TATGCAAAAGAACGCATAATAGGAGATGTAAGACGAGCATATTGTACCATTAATAAAACAAAATGGGAGAGCA
CTTTAAAACAAATAGCTGTAAAATTAAAAGAACAATTTAAAAATAAAACAATAGTCTTTAATCATTCCTCAGG
AGGGGACCCAGAAATTGTAAGGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTAATGTGCCTTGGAATGAGAGTTGGAGTAGGAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGATACA
GTGGGAAAGGGAAATTGACAATTACACAGGCATAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAA
AAGAATGAACAAGACTTATTGGCATTGGATAAATGGGACAGTTTGTGGAATTGGTTTAGCTTAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGCTCAATACCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTGCAAAGAGCTTTTAGAGCTATTCTCCACATACCTA
CAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>DQ886033 
GCTACAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGAAAAATGTGACAGAAAAATTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTACATTGCACTGATGATTGGAATACCACTAGTAGCGGGAATGCTACTAATACCACCTTGGAACAGAT
GGCAAAAGAAGAAATAAAAAACTGTTCTTTCAACATTACCACAAGCATAAGAGATAAGGTGCAGAAGGAATAT
GCACTTTTGTATAAAGGTGATATAGTACAAATAGAGAATGAGACTAATAGCTATAGGTTGATAAGTTGTAACA
CTTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAACAATAAGACATTCAGTGGAAAAGGAGAATGTACAAATGTCAGCACAGTACAA
TGTACACATAGAATAAAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTGG
TAATTAGGTCTGACAATTTCACGGACAATGCTAAAACCATAATAGCACAGCTGAATGAATCTGTAGTAATTAA
TTGTACAAGACCCAACAACAACACAAGAAAAGGTATTAATATAGGACCAGGGAGAGCATGGTATGCAACAACA
AATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAAATTGGGAAAAAGCTTTAAAACAGA
TAGTAGGAAAATTAAGAAAACAATTTCAGAATACAACTAACATAACCTTTACTCGATCCTCAGGAGGGGATCC
AGAAATTGTGATGCACAGTTTTAACTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGAGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATACTAGTTAGAGTAATAAAAATTTGAGTGCTATTTGGGATAACATGACCTGGATGCAGTGGGAACA
AGAAATTGACAATTACACAAGCTTAATATACGACTTACTTGAAGAATCGCAAAACCAACAAGAAAAAAATGAA
CAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGGATTTTTAGGGGTATCCTCCATATACCTAGAAGAATAA
GACAGGGCTTTGAAAGGGCTTTGCTATAA 
>GU728280 
GCTGCAGAACAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATACTACTAATAATGTCACTAGTGGTATTGAGGGAGAATTGATAAAGGAAGGAGA
AATAAAAAACTGCTCTTTCAATACCACCACAGACGTAAGAGATAAGATGAAGAGAGAATATGCACTTTTTTAT
GCACTTGATGTAATACCAATAGAGAATACCACTGASAGTRAKAGTAAYAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAACAATAAGACATTCGATGGAAAGGGACCATGTAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTACTATTAAATGGCAGTCTAGCAGAAAAAGACATAG
TAATTAGATCTGACAATCTCACGGACAATGCTAAAACCATAATAATACAGCTGAATAAATCTGTAGTAATTAA



TTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGACCAGGGAGATCATTTTATACAGCAGAC
ATAATAGGAGACATAAGGCAAGCACATTGCAATGTTAGTAGCCAGGGGTGGAATGACACTTTAAAACAGATAG
TTATAAAATTAAGGGAAAAATTTCCAAATAAAACAATAATCTTTAATCACTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAATTCATTTGCACCACTAATGTTCCTTGGA
ATAATAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGGTAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAGGCATAATATACACTTTAATTGAAGAATCGCAGATCCAACAAGACAAAAATGAAAAAGAC
TTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAGCTTGCTCAATACTACAGCCATAGTAGTAGCTGAGGGG
ACAGATAGGATTATAGAAGGAGTACGCAGAGCTTGCAGAGCTATCCTCCACATACCTAGAAGGATAAGACAGG
GCTTAGAAAGGGCTTTACTATAA 
>GU728339 
GCTTCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCCCTCTATTTT
GTGCATCAGATGCTAAGGCATATGCTACAGAGGCACATAATATGTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGACTACTCCAAAAATAATACTGACAACTCCACGAATGCTATTCAGAATGGTACTGA
TCTAAAGATGGAAAAAGGAGAGATGAAAAACTGCTCTTTCAATATCACCACACCATTAAAGATGAAAAAAGAA
CATGCACTTTTTTATAGCCTTGATGTAGTACCAATAGAAGATGGTGAAAATAATACTAGTAATACTACCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACCCAAGCCTGCCCAAAGACATCCTTTGAGCCAATTCCCATACA
TTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAGTAAGTTCAGTGGAAAAGGACCATGTACA
AATGTCAGCACAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAAAAGAGGTAATAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAA
AGAAGCTGTAAAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATAGGACCAGGGAGC
GCATTTTTTGCAACAGGAGAAGTAATAGGAGATATAAGAAAAGCACACTGCAACATTAGTAGAACACAGTGGA
ATAATACTTTAAAACAAATAGCTGAAAAATTAAGGGAACAATTTGAGAATAAAACAATAGTCTTTAATCGATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAACTCATTT
GCCCCACCTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGAAAACATGACCTG
GATGGAGTGGGATAGAGAGATTAACAATTACACAAGTTTAATATACACCTTACTTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAAAAAGACTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAA
ACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGCTAGGCAGGGATATTCACCATTATCGTTTGCTATTAGCTTGTTTAATGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATRGGGTGATAGAAGGATTACAAAGAGCTTTTAGAGTTATTCTCCATA
TACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAATAA 
>DQ222211 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTCTATTTT
GTGCATCTGATGCTAAAGCCTATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCTTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGGAGAATGTTACTAATACCACTAATAGTAGCAGGGAAACGATGGAGGGAGG
AGAAATGAAAAACTGCTCTTTCAATATTACCACAAGATTAAGAGATAAGATGCAAAAAGAATATGCACTTTTT
TATACACTTGATATAGTACCAATGGGTAGAGATAATACTAGCTATAGGTTGATGAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGATGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAGTAGTTAGAT
CTGAAGATTTCAAGAACAATGTTAAAACTATAATAGTACAGCTGGAGGAAGCTGTAGAGATTAATTGTACAAG
ACCCAACAACAATACAAGCAAAAGTATACCTCTCGGACCAGGGAGAGCATTTCATACAACAGGAAGAATAATA
GGAGATATAAGACAAGCTCATTGTAACCTTAGTAGAAAAGTTTGGGATAACACTTTAAAACAGGTAGCTAGAA
AATTAGGAGAACAATTTAAGACTAATACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGTTA
GTTGGAGTAATAGATCTCTAGATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAGTTAGCAA
TTACACAAACTTAATATATAACTTAATTGAAAAATCGCAGAACCAACAAGAAATGAATGAACAAGAATTATTA
AAATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTATTCTCTATAGTGAATAAAGTTAGGCG
GGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACACCACAGCCATCGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTATTACAAAGAATTTTTAGAGCTTTTCTCCACATACCTAGAGGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 



>GU367407 
GCTACAGAACAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGATTTGGAAAATGTGACAGAAAATTTTGACGTGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACGTTAAATTGCACTGACTGGAAGAGGAATGATACGAATGATACTGCTACCAATGGGATCGAGATGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAGGAAATAAGAGGCAGAAAGTATATGCAGCT
TTTTATAAACTTGATATAGTACCAATAGATAAGGATAATACCAGTAATGATAATACCAGCTATGTTTTGATAA
GTTGTAACACCTCAGTCATTACACACGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGATTTGCGATTCTAAAATGTAAAGATAAGAAGTTCAATGGAACAGGACTATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAATACTTAGATCTAGCAATTTCACGGACAATGCTAAAACCATAATAGTGCAGCTGAAAGAACCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATGGGACCAGGGAGAGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGCAATGTTAGTAAAAAACAATGGAATAATACTT
TAGGACAAATAGTTAAAAAATTAAGAAAACAATTATTTGGGAATAATAAGACAATAATCTTCAATAGTTCCAC
AGGAGGGGACCCAGAACTTGTAATGCACAGCTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACACATCTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGACATTTGGGGCAATATGACCTGGAT
GGAGTGGGAAAGAGAAATTAGCAATTACACAAGCTTAATATACAGCTTAATTGAAGAATCGCAGATCCAACAA
GAAAAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTTCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAACTTGCTCAACGCCACAGCC
ATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTATTACAGAGAGTTCTTAGAGCTATCGGCCATATCC
CTAGAAGAATAAGACAGGGCTTAGAAAGGATTTTGCTATAA 
>GU367408 
GCTGTAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGCAAAACTGACCCCACTCTGTG
TTACTTTAAATTGCACTGACACCATTAACAATAGTAGTAGCTGGGACGGAGCGGAGGCAGGAGAAGTAAAAAA
TTGCTCTTTCAATGTCACCACAAACATAGAAGATAAGAGACAGAAAGAATATGCATTGTTTTATAAACTTGAT
GTAGTGAAAATAGGTAATAGTAGCAACTATAGGTTGATGAGTTGTAACACTTCAGTCATTACCCAGGCCTGTC
CAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGA
TAAGAAGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTGCAGTGTACACATGGAATTAGGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAATGATTAGATCTCAAAATTTCACGA
ACAATGCTAAAGTTATAATAGTACAGCTGACAGAAGCTATAAAAATTAATTGTACAAGGCCCAACAACAATAC
AAGGAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACGGGACACATCATAGGAGATATAAGACAA
GCACATTGTAACATTAGTAGTGCAAACTGGAATAACACTTTAAAACAGATAGCTAAAAAATTAGGGGAACAAT
TTAACAATAAGACAATAGCCTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGATCCTG
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAT
CTCTTAATAACATTTGGGATAACATGACCTGGATGGAATGGGATAGGGAAATTAACAATTACTCAAGTATAAT
ATACAGCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTAGAATTAGATAAATGG
GCAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAGTCTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATT
ATCGTTTGCTGTTAGCTTGCTTAATACTATAGCCATAGCAGTAGCTGAGGGGACAGATAGGCTTCTAGAGGGA
TTACAAAGAGCTGGTAGAGCTATTCTCCACATTCCTAGACGAATAAGACAGGGCTTAGAAAGGGCTTTAGTAT
AA 
>KP754463 
GCTACAGAAGATTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGATGCGAACACCACTCTATTTT
GTGCATCAAATGCTAAAGCACATGTTACAGAAGTACATAATATTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGCAAAATTAACTCCACTCTGTG
TTACTCTAAATTGCACTGATTTAAGGAATAAAACAGTCAATGCTACTGATACTAAAGGAGAGATGAAAAACTG
CTCTTTCAATGTCACCACATTCATGCAAGATAAGGTAAAGAAAGAATATGCACTTTTTTATAGACTAGATGTA
GTACCAATAAATGAAGCTAATAAGACTAACAATACCAGCTATACCAGCTATAGGTTGATAAATTGTAATACCT
CAGCCATCACACAGGCCTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTATAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGGGGTAATGC
TTAGATCAAAAAATTTCTCAGACAATGCTAAAAACATAATAGTACAGCTGAAAGAGCCTGTAACAATTAATTG



TACAAGACCCAACAACAATACAAGAAAAAGTATAAATATGGGACCAGGGAGAGCATTTTGGGCAACAGGGGAT
ATAATAGGAGATATAAGACAGGCACACTGTAACATTAGTAGAGAACAATGGAACAACACTTTAAAACAGATAG
TTGCAAAATTAAAAGAACAATTTAATAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGATCCAGAAAT
TGTAATGCACCATTTTAATTGTCAAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACGGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGGGGGGTAGTAATAGAACTCTGAATCAGATATGGGATAACATGACCTGGATGGAGTGGGAAAG
AGAAATTGACAATTATACAGACATAATATACAACTTACTTGAAAAATCGCAAAACCAGCAGGAAAAGAATGAA
CAGGAATTATTAGAATTGGATAAGTGGGCAACTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAGGATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAACGCCACTGCCATAACAGTAGCT
GAGGGAACAGATAGGATTATAGAAGCAGTACAAAGATTTGGTAGAGCTGTCCTCCACATACCTAGAAGAATAA
GACAGGGCTTAGAAAGGGCTTTGCAATAA 
>KP754465 
GCTACAGAAAAATTGTGGGTCACAGTATATTATGGGGTACCAGTATGGAAAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCGGTCTGTG
TTACTTTAAATTGCACTGATCAGTGGAGGAATGCTAGTGATACTTCAGGGAATACTACTATTGACGGGACAGA
GGGAGGAATAAAAAACTGTTCTTTCAATATCACCGACACAAATAGAGAAGATAGGAGGCAGGAATCTGCACTT
TTTCATAAACTTGATGTAGAACTAATAGATAATACTACTAGGTATAGGTTGATAAGTTGTAATACCTCAGTCC
TTACACAGGCATGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAATAATAAGAATTTCACTGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGACCAGTAGTATCAACTCAACTACTGTTAAATGGAAGTCTAGCAGAAGAAGATATAGTAATCAGAT
CTGAAAATTTAACAAACAATGCTAAAACCATAATAGTACAACTGAATGAAACTATAAAAATTGATTGTGTAAG
ACCCAACAACAATACAAGGAAAAGTATACATTTAGGACCAGGGAGTACATGGTATGCAACAGGAGAAATAATA
GGAAATATAAGACAAGCACATTGTAACATTAGTAGACAAAATTGGACCAACGCTTTACAAAAGATAGCTATAA
AATTAAGAGATAAATTTAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
TAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCTCTGGATTACATCTGGGGTAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTA
CACAGGGTTAATATATAACTTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCA
TTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTACTCTCCTTAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGTCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAGCCTTACAAAGAGCTTTTAGGGCTATCCTCCACATACCTGTAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTATAA 
>KP754466 
GCTGCAGGACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGAGACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACTATATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTAGGCTAAATTGCAGTGATCCTAAGAATAGTACTAATATCAGTAATGGTACTACTGCCAATAATAGTACTGT
TGGCCCCTCCGTTTTAGAAGAAGTAAGAAACTGCTCTTTCAATATCTCCACAAACCTAAATGAAAAGAGACAA
AAAGAATATGCACTTTTTGCTAAACTTGATGTAGAGTCAATAGGCAATGGTACTACCATGTACAGGTTGGTGC
AATGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTATAAAGTGTAACCAGGAAAATTTCAATGGAACAGGGCCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
ATGAGATAGTAATTAGATCTGAAAATTTCACAAACAATGTTAAAACCATAATAGTACAGCTGAATGAATCTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAAGTATACATTTAGGATTCGGGAGGGCATTGTAT
ACAACAGGAGAAATAACAGGAGATATAAGAAAAGCCCATTGCAACATTAGTAGACAAAAATGGAATAACACTT
TAAAACAGATAGTTAGCAAATTAAAAGAACAATTTAATAAAACAATAGTCCTTCAGCCGCCCTCCCCAGGAGG
AGACCCAGAAATTGTAATGCACAGTTTTACTTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGAGATTTGGAATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAACTACACAGGCTTAATATACAACTTACTTGAACAATCGCAGAACCAGCAAGATAAG
AATGAACAGGAATTATTAGAGTTAAATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGCTAT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCAATCTCGTTTGCTATTAGCTTGCTCAACGCAACAGCCATAGCA
GTAGGTGAGGGAACAGATAGGGTTTTAGAAGCATTACAGAGAGCTTGTAGAGCTATCCGCAACATACCTGTAA
GAGTAAGACAAGGCTTGGAAAGGCTTTTGCTATAA 



>KP754468 
GCTACAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCCAAAGCATATGATAAAGAGGTGCATAATGTTTGGGCCTCGCATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATGTTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCAGGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTCTACATTGTAGTAATATTACCAATATCAATAATAGTACTGCTGGTGGCAATAGTAGCAATATAGAGGG
GAGAGAAGAGATAAAGAACTGCTCTTTTAATATTACCACAAACATAAGAAAAAAGGTGCAAGGAGAATATGCA
TTGTTTTATTCAACTGATGTAGTACAAATAGAAAATGATAACTCTAGCTATATGATAAGAAGTTGTAATACCT
CAGTCATTACACAGGCCTGTCCAAAAATATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAATGAGACGAAGTTCAGTGGAAAAGGAAATTGTAGTAAGGTCAGCACAGTACAATGT
ACACATGGAATTAGACCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTGGTAA
TTAGATCTGACAATTTCTCAGACAATGCTAGAAACATACTAGTACAGCTGAATGAGACTGTAGAAATTAACTG
TACAAGGCCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGAAGAGCATTTTATACAACAGGAGAA
ATAATAGGAGACATAAGACAGGCACATTGTAACATTAGTGAAGCAAAATGGAATCAGACCTTAAAAAGGGTAG
CTAAAAAATTAAGAGAACAATTTCCTAACCGCACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAAT
TACAATGCACTCTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGCTGGAGTAATAAATCTTTGGAACAAATTTGGAATAGCACGACTTGGATGGAGTGGGATAAAGAAGT
TAGCAAATACACAGGCATAATATACACCTTAATTGAAGAATCGCAGACCCAACAAGAAAAGAATGAACAAGAC
TTATTGGCATTAGATAAATGGGACAGTTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTTCTGTACTTACTATAGTAAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGCTTCTAGAACTATTACAAAGGGCTTATAGAGCTATTCTTAACATCCCTACAAGAATAAGACAGG
GCTTAGAACGAGCTTTGTTATAA 
>KP754470 
GCTGATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAGATACAATTAGGGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAA
ATGCATGAGGATATAATCAGTTTATGGGATGAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
TTTTAAATTGCACTGATGTGAATACTACTGATACCACTACTACTAGTGCTGCTAATACCACTACTAGTAAGTT
GGACATAGAGAAGGGAGAAATAAAAAACTGCTCTTTCAACATCACCACAAGCATAAATGATAGGGTGGGGGGT
TTTGCATATTTTTATAAACTTGATTTAGTACCAATAAATAATGATACTAGAAGTTATAGATTGCTAAATTGTA
ACACCTCAGTTATTAAACAAGCTTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGC
TGGATTTGCGATTATAAAGTGTAACAATAAGACATTCAATGGAAAAGGACCATGTACAAATGTTAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATATCTCAGACAATGCTAAAACCATAATAGTACAGTTGAACGTATCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTGTACACATGGGACCAGGAGGTGCACTTTATACCACA
GACATAATAGGAGATATAAGAAAAGCATATTGTAACCTTAGTAAAACAAGTTGGGAGGACACCTTAGAAAAGG
TAGTTGGCAAATTAAGGGAGCAAATTGGAGATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTGTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TATCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATGCTTCTTGGAGTAACAAAAATCTAACTCAGATTTGGAATAACATGACCTGGATACAGTGGGAAAAAGA
AATTGGCAATGTCACAGAGGTAATATACCAATTAATTACAGACTCGCAAATCCAGCAAGAAAAGAATGAAAAA
GACTTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAATAGTGCAAAGAGCTTTTAGAGCTATTCTCCATATACCTAGAAGAATAAGAC
AGGGTTTGGAAAGGGCTCTGCAATAA 
>KP754472 
GCTGGAGAAAAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACTGA
CCCTAACCCACAAGAAATAGTTGTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCATTATGTG
TTACTTTAAAGTGTAGTAATGCCAATCTTACTACTAATAATACTATCAACAACAACAACAAGATGGAGGAAGG
AGAAATAAAAAATTGCTCTTTCAATATCACCACAGAACTGAAGGATAAATATCAGCAACAATATGCATTGTTT
TATAAGCTTGATATAGTGCCAATAGATGATAATAATAATACTAATAATGATAGTAGGACCAGCTATAGGTTAA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGCCCAAAGGTATCCTTTAAACCAATTCCCATACATTATTG
TGCCCCAGCTGGTTATGCAATTCTAAAGTGTAACAATGAGGGGTTCAATGGAACAGGACCATGTACAAATGTC
AGCTCAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAA
AAGAAGAGGTAGTACTTAGATCTGCCAACTTCACAGACAATGCTAAGAACATAATAGTACAGCTGAACAAATC



TGTAGTAATTAACTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAGAGCATTC
TTTACAACAGACATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTGGTACAGAATGGAATGACACTC
TAAAAAAGGTAGTTGAAAAATTAGGAAAACAATTTGGGGAGAATACAACGATAATCTTTAATACATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTCAAGCAGCTCCAGGCAAGAGTCCTG
GCGGTGGAAAGATTCCTAACGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTTCTGTTCCTTGGAATACTACTTGGAGTAATAGATCTGTAGATGACATTTGGAATAACATGACATGGATGCA
ATGGGATAAAGAAATTAGCAATTACACAGGCTACATATACTCCTTACTTGGAGAAGCACATGTCCAACAAGAA
GTGAATGAAAAAGAATTATTGGAACTAGGTAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGTACTTTC
TTTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTCAACGCCATAGCCATA
GCAGTAGGTGAGGGAACAGATAGGATTTTAGAAGCACTAAGAAGAGCTGGTAGAGCTATTCTCCACATACCTA
CAAGAATAAGACAGGGCTTGGAGATAGCTTTGCTGTAA 
>KP754473 
GCCACAGAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAACGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACACAATGTTTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAA
CAGATGCATAAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACCGATGATTTAAATATTACTAGTACCACAAATAATACTGCTGGCACCACTGGTAATAA
CACCACTAGGGGTAACGAAGGAGAGCTAAGAGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAACATG
CAAGATAAGAAGCAGAAAGAATATGCGCTTTTTTATAAACTGGATGTAGAACCAATAGATAATAGTAATAGGA
GTTATAGGTTGATAAGTTGTAATACCTCAGTTGTTACACAGGCCTGTCCAAAAGTAAACTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAATATTTGATGGAAAGGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATG
GCAGTCTAGCAGAAAAGGAGATAATGATTAGATCTAAAAATTTCTCGGACAATGCTGAAACCATAATAGTACA
GTTGAACAAGTCTGTAGTAATTAATTGTATAAGACCCCACAACAATACAAGAAAAAGTATAACTTTTGGACCA
GGGAGGGCATTTTATGCAGCAGACCAAATAACAGGAGATATAAGAAAAGCACACTGTAACATTAGTGAAGCAG
ATTGGTATGACACTTTAAAACAGGTAGCTGCAAAATTAGGAGAAAAATTTAATAAAACAGCAATAGTCTTTGA
CAATTCCTCAGGAGGGGACCCAGAAATTGCAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
GCGAGAATCCTGGCTGTGGAAAGATACCTAAATGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGGAGAC
ACATTTGCACCACTGCTGTGCCTTGGGATACTAGTTGGAGTAATAAATCTCTGAGTGCCATCTGGGAGAACAT
GACCTGGATGGAGTGGGAGAGAGAGATCAGAAATCACACAAAAACAATATATTCCTTAATTGAAGAATCGCAG
AGCCAGCAGGAAAAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGATA
TAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATATTTTT
CACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGTTTGTTTAAT
GCCACAGCCATAGCAGTAGCTGAAGGGACAGATAGGGGTATAGAAATAGTGCAAAGAGCTGGTAGAGCTATTC
GCAACATACCTAGAAGGATAAGACAGGGCTTAGAAAGATCTTTGCTATAA 
>DQ444258 
GCTGCAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGACGACCTGGGGAATGCTACCCTGGGGGATGCTACCAATAACAATAATAGTAGCGA
GTTAATAATGGAAAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGACAAGGTGCAG
AGAGAATATGCATATTTTTATAAACTTGATGTAATACCAATAGATAATGATAATACTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAA
AAGAGGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAAACATAATAGTACAGCTGAAAGAATCTGT
AGTGATTAATTGTACAAGACCTAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGGGAGCATTATAT
ACAACAGGAAGCATAATAGGAAATATAAGACAAGCACATTGTAACCTTAGTATTACACAATGGAATAACACTT
TACAACAGATAGTCACAAAATTAAGAGAACAATTNGGGAATAAAACAACAATAGTCTTTAATCACTCCTCAGG
AGGAGACCCAGAAATTGTGATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGATTATATTTGGGGAAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAGGCATAATATACACTTTAATTGAAGAATCGCAGAACCAGCAAGAA
AAGAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTGCAAAGAGCTTTTAGAGCTATCCTCCACATACCTA
GAAGAATAAGACAGGGCTTTGAAAGAGCTTTACTATAA 



>GU728371 
GCTGTAGAGCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTGTTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGAGAA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATACAAGATAAGGTGCAGAAAGAATATGCCCTT
TTTTATAAATATGATGTAGTAAGCATAGACAATAGTAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGGTTTGC
GCTTCTAAAGTGTAATAATATGACGTTCAATGGAAAAGGACCCTGTAAAAATGTCAGCACAGTACAATGCACA
CATGGAATTAGACCAGTAGTGTCAACTCAGCTGTTGTTAAATGGCAGCCTAGCAGAAAAAGAGGTAGTAATTA
GATCTGAGAATTTCACAGACAATGCTAAAATCATAATAGTACAGCTGAGTGAAACTGTAGAAATTAATTGTAC
AAGACCTAACAACAATACAAGGAAAAGTATACATATAGGACCAGGGAGGGCATTTTATACAACAGGAGAAATA
ATAGGAGATATAAGAAGAGCACACTGTAACATTAGTAGAGCAAAATGGAATGACACTTTACACAAGATAGCTG
TAAAATTAAGAGAACAATTTGGGAACAAAACAATAGTCTTTAACCAATCCTCAGGAGGGGMCCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGACTCCTGGCTGTGGAAAGATACCTA
AGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTCAGAATCAAATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
AAATTACACAGGGGTAATATACTCCTTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAACAAGACTTA
CTAAAATTAGATCATTGGGYAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTAGTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTACTTAATACAACAGCTGTAGTAGTAGCTGAGGGAACA
GATAGGATTATAGAAATAGTACAAAGAATTTATAGAGCTTTTATTCACATACCTARAAGRATAAGACAGGGCT
TTGAAAGGGCTTTACTATAA 
>GU728322 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTGACCCCACTTTGTG
TTACTTTAAATTGCACTTGCGCTGATTGTACGGGAAATACCACTAATTATGGGAATACTACCCTTAGTCCTGA
TATCGCTGGTAACTGCTCTACTGGCATGAAAAACTGCTCTTTCAATATCACCACACACCTAAGAGATAAGATA
CAGAAAGAATATGCACTGTTTCATGAGTTTGATATAGTACCAATAGATAATAAGAATAATACCAGCTATAGGT
TGATAAGTTGTAACACCTCAGTCATTACACAGGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAAAGATCCAAAGTTCAATGGGACAGGACCATGTAAAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAG
CAGAAGAAGAAGTAGTAATTAGGGCTGAAAATTTCACGGAAAGTGCTAAAACCATAATAGTACAGCTGAAAAC
AGCTGTAGTAATTAATTGTACAAGACCCGGCAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCA
TTTTATACAACAGGAGCCATAATAGGAGATATAAGAAAAGCACATTGTACCATTAATGGAACACAATGGAATG
ACACTTTAAAAGAGATAGTTGAAAAATTAGGAGAACAACTTGAGAATAAGACTAGGACAATAGTCTTTAATCC
ACCCCCAAAAGGGGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGATGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTGAGTCAGATTTGGGATAACAT
GACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAATCGCAA
AACCAACAAGAAAAGAATGAACAAGACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCCATTAGCTTGCTCAAT
ACAACAGCCATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAATATTGCAAAGAATTGGTAGGGCTATTA
TCCACATACCTACAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTATAA 
>EF440778 
GCTGCAAAAAATGCAAAAGGGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACTACCA
CTCTATTTTGTGCATCAGATGCTAAAGCATACGATCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAGAATTTTAATATGTGGAAAAACAAC
ATGGTGGAACAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTC
CACTCTGTGTTACTTTACATTGCACTGATCTGAATGTTACTAATGCTAATAATAGCAAGACCAATATTAGTAG
GATAGAAGAAAAAGGAGAAATAAAAAATTGTTCTTTCAATATTACCACAAGCAGAAGAGATAAAAAGAGGAAA
GAATCTGCACTTTTTTATAAACTTGATGTAGTACCAATAACAGATGATAATAAAAATACTAATATTACTAGCT
ATAGGTTGATACATTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAATGTAATAATAAGACATTCAGTGGATCAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTGTTACTAAATGGCA
GTCTAGCAGAAGAAGATGTAGTAATTAGATCTGAAAATTTCACGAATAATCTTAAAACCATAATAGTACAGCT



GAACAAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGATATACCTCTAGCAGGACCA
GGGAGATTTTGGACAACAGGAAAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAGCAGACT
GGAATCAAACTTTAAAACAGGTAGTTAAAAAATTAGGGGAACAATTTAGGAATAAAACAATAGTCTTTAAGCC
ATCCTCAGGAGGAGACCTAGAAGTTGTAATGCACATTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATAGTAGTTGGAGTAACAGATCTTTGGAACAGATTTGGAATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGC
TGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCCATTAGCTTGCTCAACGCC
ACAGCCATAGCAGTAGGTGAGGGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTTTAGAGCTTTTCTCC
ATATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>GU728392 
GCTGCAGATCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTCAAGAGGCACATAATGTTTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTGGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAATAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTTCTCTAAACTGCACTGATAAATTGAAGAATACTAATAGTAGTACCAATAGTAGCTGGGGGGAAAGGGAGAA
GGAGGGAGAAATAAAAAACTGCTCCTTCAATGTCAAAACAGCCATAAGAGATAAGGTACAGAAACAATATGCA
CTTTTTTATAGACTTGATGTAGTGCCAATAGATAATAATAATGCTAAGAAGAGTACTAATTATACTAGCTATA
GGTTGATAAGTTGTAACACCTCAGAAATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAGTGTAATAATAAAACATTTAATGGATCAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAGTAATTAGAACTAAAGATTTCATGGAGAATACTAACACCATAATAGTACAGCTAAA
TAAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGA
GCATTTTATACAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGTAGAATGGA
ATAACACTTTAGGACAGATAGTTAATAAATTAAGAGAACAGTTTAGAGAACAGCTTATAAATAAGACAATAGT
CTTTGCTCAGCACTCAGGAGGGGACCCAGAAATAGTAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTAGCTGTAGAAAGATTCCTACGTGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAGATCTCAGGATGAAATTTGGGG
TAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACACAATATACAGCTTAATTGAGAAA
TCACAGAACCAGCAAGAAAAGAATGAACAAGATTTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGT
TTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAAT
AATTTTTGCTGTAGTGAATATAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTATTAGCTTG
CTCAACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGGCTATAGAAATAGTACAAAGAATTTTTAGAG
CTTTTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGCAGTAA 
>DQ886034 
GCTGCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAAATTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGTACTAATTTGAATGCTACTAGGTACAATAGTAGTAAAGAGGGAATAGGAGAAATGAAAAA
CTGCTCTTTCAATATCACCACAAATATCAGAGATAAGGTGCAGAACACATATGCACTTTTTTCTACACTTGAT
ATAGTACCAATAGATGATGATAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATAATAAGACGTTCAATGGAAAAGGACTATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGGTAGTAATTAGATCTGACA
ATTTCACAGACAATGCTAAAACCATAATAGTACATCTGAATGAATCTGTAGTAATTAACTGTACAAGACCCAA
TAACAATACAAGAAAAAGTATACATATGGGACCAGGGAGATGGTCATTCCATGGAACAGATATAATAGGAGAT
ATAAGACGAGCACATTGTAACATTAGTAGAACACAATGGAATAAAACTTTAAGCCAGATAGTTAGTAAACTAA
GAGAACAATTTGGGAATAATAAAACAATAGCCTTTAATCGATCTTCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAGCAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTGGATGATATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTA
CACAAGTTTTATATACACCTTACTTGAAGACTCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGCA
TTAGATACATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATATTCACCATTGTCGTTTGCTGTTAGCTTGTTTAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAACAGTACAAAGAGTTTGTGGAGCTATTCTTCACATACCTAGAAGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 



>DQ886035 
GCTACAGAAAATTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAATAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAGTATTAAAAAATGTGACAGAAAATTTTGACATGTGGAAAAATAACATAGTAGAA
CAGATGCATGAAGATATAATTAGTTTAAAAGATCAAAGCCGAAAGCCATGTGTACAATTAATCTCACTCTGTG
TTACTTTTAATTGCACTGATCTGAAGAATGATCCTAGCAGTAATGGTAGTACCCCCGTGAATAGAAGGATGGA
GGGGGGAGAAGTAAAAAATAAGTCTTTCAAGATTGACACTATCATAAGAGAAAAGGTGAAGAAAGAGTATGCA
CTTTTTTATGAACTTGATATAATACCAATAGAAAATGAATACATTAGTAATAACAATACTAGTAATACTAGCT
ATATATTGAGAAGTTGTAACACACAGTCACACACAGGCCTGTCCAAAGAGACCTTTGAGCCAATTCCCATACA
TTATTGTACCCCGGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACGTTCAATGGAAATGGATCATGTACA
AATGTCAGCACAGTACAATGCACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGACAGTAATTAGATCCGTCAATTTCTCGGACAATGCTAAAAACATAATAGTACAGCTGAA
TGAAGCTGTAGAAATGAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATACATATAGCACCAGGCAGA
GTATTTCATGCAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGGAGCCAAGTGGA
ATGACACTTTAACAAAGATAGCTATAAAATTAAGAGAACAATTTAATAATAAAACAATAGTCTTTAATTCATC
CTCAGGAGGGGACCCAGAAATTGTAATGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCTTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGCAGAACATGACCTG
GATGCAATGGGAAAGAGAAATTGATAATTACACAAGTGAAATATACACCTTACTTGAAGAATCGCAATACCAA
CAAGAAAAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTATTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACA
GCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTATTACAAAGAGTTTGTAGAGCTATCCTCCACA
TACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>DQ886036 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCCACTAATATTAATACCAATAGTAGTACCAATAGTAGTATCGAGGAGAAAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCCCAAGAGATAAGATACAGAAAGAATATGCACTTTTT
AATTCACTTGATGTAACACCAATGGATAATGATGATATTAATACTACTTATACATTGATTAGTTGGAACACCT
CGATCATTACTCACGCCTGTCCCAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACGTTCGATGGAAAAGGACCATGTACTAATGTCAGCACAGTACAATGT
ACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGACAATTTCACAAACAATGCTAAAATCATAATAGTACATCTGAACGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAACACAAGAAAAAGGATACCTATGGGACCGGGTAGAGTATTTTATGCAACAGGACAA
ATAATAGGAGATATTAGACAAGCACATTGTAACATTAGTGAAGCAAAATGGAATAACACTTTAGGACAGATAG
TTGAAAAATTAAGAGAACAGTTTGAGAATAAAACAATAGTCTTTAATCGATCCTCAGGAGGAGACCTAGAAAT
TGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGAAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGTCTGACATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAAGAAAT
TGAGAATTACACAGGCTTAATATACACTTTAATTGAAGAATCGCAAAACCAACAAGATAAGAATGAACTAGAA
TTATTAAAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAGA
TATTCATCATGATAGTAGGAGGCTTAGTAGGCTTAAGAATAATTTTTACTGTACTTTCTATAGTGAATAGAGT
TAGGAAGGGATACTCACCATTATCATTCGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGA
ACAGATAGAGTAATAGAAGTGTTACAAAGAACTTTTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGAGTTTGCTATAA 
>FJ469750 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATAACCGAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCGAAAAATATTACTAGTGCCAATAATACTACTAGTGCCAGTAATAGCAGCAA
GGAAGCAACGGGGGGAGGAGAAATGAAAAATTGCTCTTTCAACATCACCACAAGCATAAGAGATAAGATGCAA
AGAGAATATGCGCTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATAATACTAGCTATAGGTTGATAA
GTTGTAACACCTCAGTTATTACACAGGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAGGTGTAATGATAAGGGGTTCAATGGAACAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAGATCCGCCAATTTCTCGGACAATACTAAAATCATAATAGTACAGCTGAATGAAACTGT



AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGCAGAGCATTTTAT
GCAACAGACATAATAGGAAATATAAGACAAGCACATTGTACCATTAGGAGAGCAAAATGGAATGACACTTTAC
AAAGGATAGCTATAAAATTAGGAGGACAATTTAAGAAGGAAAAAATAGTCTTTAATCGATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGATAATTACACAGGCTTAATATATGCCTTGATTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGCATTAGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCCTAGTAGGGTTAAGAATAGTTTTTACTGTAATTTCTATAGT
GAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAACATTACAAAGAACTGGTAGAGCTATTCTTCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>GU728413 
GCTGCAGACAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGCACACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTAATGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TCACTTTGGATTGCACTGATTTGAAGAATAATACTAGTGGCACTAGTAATAATACTACTAGCAATAGTAGTAT
CGGGACACAGATGGAAAAAGGGGAAATAAAAAATTGCTCTTTCAATATCACCACACCCWTGAAAGATAAGATG
CAGAAAGAATATGCACTTTTTTATAAGCTTGATATAGTACCWATAGATAATGCTAATAATRATAGTAATACCW
GTTATAGGTTGATAAGTTGTAACACCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNCATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGAAAAGGAACA
TGTACCAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATG
GTAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAACTTCACGGAAAATACTAAAACCATAATAGTACA
GCTAAATAACTCAGTAGAAATCAATTGTACAAGGCCCAATAATAATACAAGAAGAAGTATACATATAGGACCA
GGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTGCAGCAA
AATGGAACAACACTTTAAGACAGATAGCTAGAAAATTAAAAGAACAATTTGTAAACAAAACAATAGTCTTTAA
TCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAA
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACCTCTGTGCCTTGGAATGCTAGTTGGAGTAACAAATCTCAAAAGGACATTTGGGATAAAAT
GACCTGGATGCAGTGGGAAAAAGAAATTGATAACTACACAGGCTTGATATACAACCTACTTGAAGAATCGCAA
AACCAACAAGAAAAAAATGAACAGGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGATA
TAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGTCTAAGAATAGTTTT
TACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCAATATCGTTTGCTGTTAGCTTGCTCAAT
GCCATAGCTATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTATCACGAAGACTGTTTAGAGCTATTC
TCCACATACCTACAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>GU728313 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAATAATACTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACGTGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNAAAAACTGCTCTTTCAATRTCACCACAGTAGTGAGAGATAAGGTAACAAAAGAATATGCACTT
TTTTATAGACTTGATGTAGTACCAATAGATAATRGCAATGATACTAGTAATACCAGCTATAGGTTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAGAGASAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGGATTAGGCCAGTRGTATCAACTCAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAG
AGGTAATAATTAGATCTGAAAATTTCACAAACAATGCTAAAATCATAATAGTACAGCTGAATGAAACTGTAGA
AATTAATTGTACAAGACCCAATAACAATACAAGAAAAAGTATACATCTAGGACYAGGGAGWGCATTTTATGCA
ACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAACAAAATGGAATAACACTTTAA
GACAGGTAGCTAAAAAATTAGGAGGACAATTTAATACCACAATAGTCTTTGAGCCAGCCATCCCAGGAGGGGA
CCCAGAAATTATAATGCACACCTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTR
GAGAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTGGATTACATTTGGGGTAACATGACCTGGATGGAATGGGA
AAAAGAAATTGACAATTACACAGGCTTAATATACAACTTRATTGAAGAATCGCAGAACCAGCAGGAAAAGAAT
GAACAAGACTTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTRTAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTATTAATTTGCTTAATACCACTGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAGGTAGCACAAAGAATTTGTAGAGCTATTTGCCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAAGGGCTTTGCAATAA 



>GU728179 
GCTGCAGAACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGCTTTTCT
GTGCATCAGATGCTAAAGCTTATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAAACTTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAACATTAACCCCACTTTGTG
TCACGTTAAATTGCACTGACTTGAGAAACGTTACTAATACCAATAGTAGCAACCAAAAAATGGAGGAGGTAAG
GGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATGAGGGATAAGATGCACAGAGAATATGCACTCTTT
TATAAACTTGATGTAGTACCACTAAACAATGATAATACCAGTTATAGGTTGATAAGTTGTAACACCTCAGTTG
TTACCCAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAAAGATAAAAGGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAGTGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAGTAATTAGGT
CTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAACTGCACAAGGCTGTAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGGAAAAGTATACATATAGCACCAGGGAGAGCATTTTATGCAACAGGAGACATAATA
GGTGATATAAGACAAGCACATTGTAACATCAGTAGAACAAAATGGAATAACACTCTAAAAAGTATAGTTAAAA
AATTAAGAGAACAGTATGGAAGTAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTAAC
ACACAGTTTTAATTGTGGAGGAGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGGTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATGCTA
GTTGGAGTAATAAATCTCTGARTCAGATTTGGGATAATATGACCTGGATGGAGTGGGAAAGAGAAATTAACAA
TTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAGCAAGAAAAGAATGAAAAAGAATTAATG
GAATTAGACAAGTGGGCAAGTTTGTGGACTTGGTTTGATATAACAAACTGGCTATGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTCAGGCA
GGGATATTCACCATTGTCGTTCGCTGTTAGCTTGCTCAATACCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGACTTTGTAGAGGCATTCTCCACATACCTAGAAGGATAAGACAGGGCTTTG
AAAGGATCTTGCTATAA 
>GU728409 
GCTGAAGARRAGAACAAAACGTGGGTCACAGTYTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTT
TATTTTGTGCATCAGATGCTAAAGCAYATRATGCAGAGGTACATAATGTYTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAWTRGAMTTGGKAAATGTGACAGAAAAWTTTAACATGTGGAAAAATGACATG
GTAGAACAGATGCATGAGGATRTAATCAGCTTATGGGATCAAAGYCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTCACTTTAAATYNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACGCCACTAGTACTGG
TGAGAACAGAGAAATAAAAAACTGCTCTTTCAATATCACCACACGCATGAGGGATAAGATGCAAAAAGAATAT
GCATTGTTTAATACCCTTGATGTAGTACCAATAGCTAATGATAGTATCAGATATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAAAGATAAGACGTTCAATGGAACAGGAAAATGCACAAATGTCAGCACAGTACAA
TGTACACATGGGATTAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCTCAAGCAATGTTAGACCCATAATAGTACAGCTGAAAGAACATGTAGAAATTAA
TTGTACAAGGCCCGGCAACAATACAAGAAGAGGTATACATTTAGGACCAGGGAAGACATTTTTTACAACAGAC
ATAATRGGGGATATAAGACAAGCACATTGTAACWTTAGTAGCACAAAATGGAGTAACACTTTAAGACAGATAG
TTGGAAAATTAAGAGAACAATTTAATAAAACAATAGTCTTTAATCAATCTTCAGGAGGGGACCTGGAACTTGT
AATGCACCATTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGACTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
ATAGTTGGAGTAACAAAAGTCTGGATTACATTTGGGGGAACATGACCTGGATGCAGTGGGAAAGAGAAATTAG
CACTTACACAGACTCAATATACAAATTACTTGAAAATTCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTG
TTGGAATTGAATAAATGGGACAATCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAATAGAGTTAG
GAAGGGATACTCACCATTATCGTTTGCTATTAGTTTGCTTGATACCATAGCCATAGCAGTAGCTGGGGGGACA
GATAGGATTCTAGAAGTATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>AF491737 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGGCCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAAAATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTGACTTGAATACCACTAGTAGTAACGGGGAAATAAGGGAGAGAGGAGAAATAAAAAA
CTGCTCTTTCAATATCACCACAAGCATGACAGATAAGATGCAGAAAGAATATTCACTTTTTTATAAACTTGAT
GTAGTACCAACAGATAATAGTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAA
TAATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCA
GTAGTATCTACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCA
GTGACAATACTAAAACCATAATAGTACAGCTAAAAGAACCTGTAGAAATTAATTGTACAAGACCCAACAATAA



TACAAGAAAAAGTATACATATGGGACCAGGGAAAGCATTTTATACAACAGGAGTAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTAGAACAAAATGGAATAACACTTTAAAACAGGTAGTTGAAAAATTAAGAGAACAAT
ATAAAAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTACTTG
TGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTG
GGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAT
CTCTGGATAAGATTTGGAATAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTATACAGGCCTAAT
ATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAGTTATTGGCATTGGATAAATGG
GCAAGTTTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCATT
ATCGTTTGCTGTTAGCTTGCTTAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTA
TTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAAGGCTTGGAAAGGACTT 
>JN002043 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATAAAACAGAGGCACATAATGTCTGGGCCACTCATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTAAGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACTCCACTCTGTG
TTACTTTAAATTGCATTAATGCGAATACTACTAATAGTAGTATTTGGGAAGGGATGAAGGAAGAAATAAAGAA
CTGCTCTTTCAATATCACCACAAACATAAAAAAGAAGTTAAAGAGAGAATATGCACTTTTTAATAAACTTGAT
GTAGTACCAACAGGGGATAGTAATACAAGCTATATGTTGATAAATTGTAACACCTCAGCCATTACACAGGCCT
GTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACAATGTAA
TGATAACATGTTCAATGGAACAGGACCATGTTCAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCA
GTAGTGTCAACTCAACTGTTGTTAAATGGTAGTCTAGCAAAAGAAGAGGTAATAATTAGATCTGAAAATTTCA
CAAACAATGCTAAAAACATAATAGTACAGCTAAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGAGATATAATAGGAAATATAAGA
CAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTTTAAAACAGATAGTTATAAAATTAGCAGAAC
AAATTAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGAGACCCAGAAATTGTAACGCACAGTTTTAATTG
TGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTA
GGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAA
GCTACAATAATATTTGGGATAACATGACCTGGATGGAATGGGATAGAGAAATTAACAATTACACAAACATAAT
ATACAGCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATGAGTGG
GCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGCTGTACTATATAAAAATATTCATAATGATAGTAGGAG
GTTTAATAGGTTTAAAAATAGTTTTTACTGTACTTTCTGTAGTAAACAAAGTTAGGCAGGGATATTCACCACT
ATCGTTGGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTA
GTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTAT
AA 
>AF049495 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAGAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGCAAATGTGACAGAAGATTTTAACATGTGGAAAAATGAAATGGTAGAA
CAGATGCATACTGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGAAACTAAGACCAATAGTAGTGATGCCAATAGTAATAGCGGGGA
AATAATGGGGAACGAAGAGATAAAAAATTGCTCTTTCAATGTCAGCACAGGCGCACCAGGTAAGGTGCAGAAA
GAATATGCACTTTTTTATGCACTTGATATAGTATCAATAAAGAATGAAAATAATAGTACCAGCCATATGTTGA
CAAGTTGTAACACCTCAGTCAGTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCAATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAACAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTACTTAGATCTGCCAATTTCTCAGACAATGCTAAAACCATAATAGTACAGCTGAACCACTC
TGTAGAAATTACTTGTACAAGACCCAACTACAATGAAACAAAAAGAATCCGTATCCACAGAGGATATGGAAGA
TCATTTGTTACAGTAAGAAAATTGGGAGATAGGAAACAAGCACATTGTACCATGAATAGAACGAAATGGGACA
ACGCTTTAAAACAGATAGCTAGCAAATTAAGAGAACAATTTAATAAAACAGCAATAATCTTTAACCGGTCCTC
AGGAGGGGACCTAGAAATTGAAATGCACAGTTTTAATTGCGGAGGGGAATTGAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGTT
GGAGTGGGACAGAGAAATTGCCAATTACACAAACTTAATACATCACTTAATTGAAGAATCGCAAAACCAGCAA
GAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTCAACTTGTTCAATACCAGAGCT
ATAGTAGTAGCTGAGGGGACAGATAGGATCATAGAAGTAGTACAAAGACTTTGTAGAGCTATTCTCCACATAC
CTAGAAGAATTAGACAGGGCTTGGAAAGATTTTTGCTATAA 
>FJ469752 



GCTGCAGAAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGAAGCTAAAGCATATGATAAAGAGGCACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTAATGGAAAATGTAACAGAAGATTTTGACATGTGGAAAAATAGCATGGTAGAC
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCGCTGAGTTGAATAAGACTGGCAATAACAATAGTAGTGCTAATACCAACAGTAGTAGGAT
AGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATACCACTACAGTCATAAGAGATAAGGAAACTAAACAATAT
GCACTTTTTTATAGATCTGATGTAATACCACTAAATAATAATAATGCCAGTCATGGGAGTTATAGGTTGATAA
ATTGTAACTCCTCAGTCATTACACAGGCCTGCCCAAAGATATCTTTTGAGCCAATTCCCATACACTATTGTAC
CCCAGCTGGTTTTGCAATTCTAAAGTGTAATAACAAGACGTTTGAAGGAAAAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGTAGTCTGGCAGAAG
AAGAGATAATAATTAGAACTAACAATATCTCAAACAATGCTGATACCATAATAGTACAGCTGAATAAATCTGT
AGAAATTCATTGTACAAGACCCTACAACAATACGAGAAAAAGTATATCTTTAGGACCAGGGAGAGCAATTTTT
GCAACAGGAGATATAATAGGAGACATAAGGCAAGCACATTGTAACATTAGTAAAACAAACTGGACTAACATGT
TACAACAGGTAGCAACAAAATTAAGGGAGAAATTTAAAACAAAAAATATAACCTTTAAACAACACTCAGGAGG
GGACCCAGAAATTGAAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAGAGATACCTAAAGGATCAACGGCTCCTAGGGGTTTGGGGCTGTTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGATATGATTTGGCAAAACATGACATGGATGCAGTG
GGAAAAAGAAATTGACAACTACACAGACTTAATATACACTTTGCTTGGGGAAGCGCAGATTCAACAAGAAAAG
AATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTAT
GGTATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCACTATCGTTGGCTGTCAGCCTGCTTAACGCCACAGCTATAGCA
GTAGCTGAGGGGACAGATAGGTTTATAGAAGTAGTACAAAGAATCTATAGGGCTATCCTTCATATACCTAGAA
GAATAAGACAGGGCTTTGAAAGGATTTTGCTATAA 
>GU728189 
GCTGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAATAGTGTTAGAAAATGTGACAGAAAATTTCAACATGTGAAAAAATGATATGGTAGAA
CAGATGCATGAAGATGTAATCAGCTTATGGGATGAAGGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAATTGAATGCCTCTAATATCAGTAGTAATAGTAGTGGAAAAGAAGAAATGAAAAA
CTGCTCTTTCAAAATCACCACAAGAATAAAACCTAAAGTACAGAAAGAATATGCATTATTTTATACACTTGAT
ATAGTACCAATAAGTAATGATAATAAAAGCTATACATTGATAAATTGTAACACCTCAGTCATTACACAAGCCT
GTCCAAAGGTATCCTTTGAACCAATTCCCATCCATTATTGTGCTCCGGCTGGTTTTGCGATTCTAAAGTGTAA
TGATAAAGAGTTCAATGGAACAGGACCATGTAAAACTGTCAGCACAGTACAATGTACACATGGAATTAGGCCA
GCAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCA
CGGACAATACTAAAAACATAATAGTACAGCTGAATGAATCTATAACAATTGAGTGTGAAAGACCCAACAACAA
TACAAGGAAAAGTATACCAATAGGACCAGGGAGAGCACTCTTTATGCAACAAGAAATAATAGGAGATATAAGA
CAAGCATATTGTAATCTTAGTAGAACAGAATGGAATAACACTTTAAACCCCATAGTTACAAAATTAAGAAAAC
AACTTGGAAATAATAAAACAATAGTATTTAATCCACCTTCAGGAGGGGACTTAGAAATTGTAACACACAGTTT
TAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAACAG
CTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCTAGATGAGATTTGGGAGACCATGACCTGGATGGAGTGGGAAAAAGAAATCAACAATTACACAGG
CTTAATATACACCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAATGGTCAGGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGGTAG
TAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCATTATCATTGGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAGTAGCACAAAGAATTGGTAGAGCTATTCTCCATATACCTACAAGAATAAGACAGGGCTTCGAAAGGGCTT
TGCTATAA 
>KU252650 
ACTACAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTAATGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTATGAATTGCACTGATGTAAAGAATGGTACTAATACTACTAATGGTACTAATACTACTAGTACCAGTGG
TATTATGGGGGAAGGAGAAATAAAAAACTGCTCTTTCAATATCAGAACAGACCTGAGAGATAAGGTAAAGAAA
GAATATGCACTTTTTTATACACTTGATGTAATACCAATAGATAATGATAATACTAGCTATAGGTTGCTAAGTT
GTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTACCCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATGAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAATATCCACTCAACTGCTGTTAAATGGTAGTCTAGCAAAAGAAG
GGGTAGTCATTAGATCTGAAAATATCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAAC
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATACAACCAGGGAGGGCATTTTATGCA



ACAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAAGCATGGAATAAAACTTTAAGCC
TTATAGTTGAAAAATTAAGAGAACAATTTAGGAATGAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAACTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AAGTACCTAAGGGATCAACAGATCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAAACTCTAAGTCAGATTTGGGATAACATGACATGGATGGAGTGGGAAAA
AGAAATTGATAATTACACAGGCTTAATATACTCCTTAATTGAAGAATCGCAGGTCCAACAAGAAAAGAATGAA
AAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACAGCCATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGGGCTATTATCCACATACCTAGAAGAATAA
GACAGGGCTTTGAAAGGGCTTTGGTATAA 
>GU728294 
GCTRYAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGAATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGMCACACATGCCTGTGTAYCCACAGA
CCCCARCCCACAAGAAGTAGTATTRGGAAAYGTKAYAGAAGACTTTGACATGTGGACAAATGGCATGGTAAAR
CAGATGCAGGAGGWTATAATTAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAGAACTAACCCCACTCTGTR
TTACTTTAAATTGCAGTGATGTGAGGAAAAGTAATAATACTAATACTACTATCTATGGGGAAAAGGATATGAA
AAACTGCTCTTTCAATATCACCACAAACATGAGAGATAAAGTAGAGAAAAACTATGGAATTTTTAATAAACTT
GACATAGTACAAATTAATGAGACCAGATATAGGTTGATAAGTTGTAACACCTCAGTCATTAAACAAGCCTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAA
TAAGACATTCAGTGGAAAAGGACCGTGTAAAAATGTCAGTACAGTACAATGTACACATGGAATAATGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTGATTAGATCTGCAAATATCTCAG
ACAATACTAAAAACATAATAGTGCAGCTGAACGAATCGGTAGCAATTAATTGTACAAGGCCCAACAACAATAC
AAGAAGGGGTATACCTATAGGACCCGGGGCAGCATTTTATACAACAGACATAATAGGAGACATAAGACAAGCA
CATTGTAACATTAATAGGACAAGTTGGAATAACACTTTAAAACAGATAGTTGAAAAATTAAGAGAACACTTTG
GGAATAAAACAATAAGTTTTAACCAATCCTCAGGAGGGGACCCAGAAGTTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAGAGATACCTAAAGGATCAACAGCTCCTGGGG
ATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTC
TGAATGACATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTACACACAATTAATATA
CACTTTAATTCAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGGCACTAGATAAATGGGAA
AGTTTGTGGAGTTGGTTTTCCATAACGAACTGGTTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCT
TGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATC
GTTTGCTGTTAGCTTGTTTAATACCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCATTA
CAAAGGGCTTTTAGAGCTGTCCTTCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>FJ469756 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTGCTTTAAATTGTACTAATGCCACTGTTACTGGTGTTAATGCCACTGTTACTAATATCACTGAAATGAAGAA
CTGTTCTTTCTATATCGCCCCAACTATAACAGGGAAGAAGCAGAAAGAAAATGCACTTTTTTATACACTTGAT
GTAGTACCAATAGATAATAGTCCTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAAAGATTACACAGG
CTTGCCCAAAAATAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCATCTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATC
TCACAGACAATACTAAAACCATAATAATACATCTGAATGAAACTGTAAACATTACTTGTGCAAGACCCAACAA
TAATACAAGAAAAAGTATACGTATAGGACACAGGAGTGCACTTTATGCAACAGGGGGCATAATAGGAGATATA
AGACAAGCACATTGCAACATTAGTAAAGCAGACTGGAATAACACTTTACAAAAGATAGTTAAAAAATTAAGAG
AACAATTTGAGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCAAGAAATTGTAAAGCACACCTT
TAATTGTGCAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAG
CTCCTGGGGATGTGGGGTTGCTCTGGAAAATTCATCTGCACCACTAATGTGCCTTGGAACATTAGTTGGAGTA
ACAAATCTCTGGATGATATTTGGAAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACACATACACAGG
CACAATATACACCTTACTTACAGAATCAAAAATGCAACAAGATAAGAATGAACAAGATTTATTGGCATTAGAT
CAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGGTAG
TAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTTTGCTATTAGCTTGCTTAATACTACAGCCATAGTAGTAGCTGAGGGGACAGATAGGATTTTA
GAAGGATTACAAACAGCTTTTAGAGCTTTCATCCATATACCTAGAAGAATAAGACAGGGCTTAGAAAGGCTTT
TGCTATAA 
>FJ469761 



GCTGCAGAAAAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAATGCTACTAATACCACTAGTAATGCTAATAGTACCGCTATTAATGC
TACTAATAGTAACTGGGGACCGCAGATGGAGGAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAAC
CTAAGAGATAAGATGCAACAATATGCGCTTTTTTATAAATTTGATTTAGTAGCATTAACTAGTAGGGGTAATA
ATAGTTATAGATTGACAGGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGTGATTCTAAAGTGCAGGGATAAGAAATTCAATGGAACAGGA
CCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACACAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCCAGCAATTTCACAGACAATACTAAAAACATAATAGT
ACAGCTGAATGCATCTGTAGTAATTAATTGTACAAGACCTAACAACAATACAAGAAGAAGGATGTATATAGGG
CAAGGCAGAGCAGTTTATACAACAGGACAAATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAA
CACAATGGACTAACACTTTAGGACAGATAGTTATAAAATTAAGAGAACAATTTGGGAAAAATAAAACAATAGT
CTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAG
CTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGAATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGCA
AAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAAGCTTAATATACACCTTAATTGAAGAA
TCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGACAAATGGACAAGTTTGTGGAATTGGT
TTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTCGCTGTTAGCTTG
CTCAATGCCACGGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAATATTACAAAGAGTGTGTAGAG
CTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTATAA 
>FJ469763 
GCTGCAGAAAAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCATTGGCAAACGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGTTAAAAAATGCTTCTTATGCCACTAATATTAGCGCGGAGGAAAGAGAAAT
GAAAAACTGCTCTTTCAATGTCACCACAAGCATAAGAGATAAGGTGAAAAAAGAATATGCACTTTTTTATAAA
CTTGATCTAGTACCAATAGAAAATGATAAGAATAATAGTACTAATAGTTCTAACTATAGGTTGATAAGTTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAAGGATAAGAAGTTCAATGGAACAGGACCGTGTACAAATGTCAGCACAGTC
CAATGTACACATGGAATCAAGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGG
TAGTAATTAGGTCTGAAAATTTCACGAATAATGCTAAAATTATAATAGTGCAGCTGAATAAAACTGTAGGAAT
TAACTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATACAACA
GGAGAAATAATAGGTAATATAAGACAAGCACATTGTAACATTAGTAGAAAAGATTGGGATGACACTCTACAAC
AGATAGTTGACAAATTAAAAGAACAATATGGGAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGATAGTTGGAGTAATAAAACCCTGAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAG
AGAAATTGACAATTACACACTCGAAATATATAAATTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGCAGTACAGAGGGCTTGCAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCCTTGAAAGGCTTTTACTATAA 
>FJ469766 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTCT
GTGCATCAGATGCTAAAGCACAGGATAAAGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAAATATAACAGGAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTTTGTA
TTACTTTAAGTTGCACTGATTTTAATGTTACTGTGAATGCTACTAATACCAATAATGCTACTGGGGATGTTAA
TAATACCAATAGTAGTAACGGGACAGTGATGAAGGAAAAAGAAATGAAAAACTGCTCTTTCAATATCACCACA
AACATAAGAGATAAGGTGCAGAAAGAATATGCATTGTTTTATAAACTTGATCTAGTACCAATAGATAATGCTA
CCAGGTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCAATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAGTTCAATGGAAAAGGA
TCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGGATTAGACCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGACAATTTCACAAACAATGCTAAAATCATAATAGT
ACAGTTGAACGAATCTGTAGAAATTAATTGTATAAGACCCAGCAACAATACAAGAAAAAGTATACCTATGGGA



CCAGGGAAAGCATTTTATGCAACAGGAGATGTAATAGGTGATATAAGACAAGCACATTGTAACATTAGTGAAG
TAAAATGGGAGAACACTTTAAAACAGATAGCTGAAAAATTACAAGAACAATTTGTGAATAAAACAATATTCTT
TAATGGATCCTCAGGAGGAGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGCTGGAGTAATAAAACGCATGACGACATTTGGAATAA
CATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACAGCCTACTTGAAAAATCG
CAGAACCAACAAGAAAAGAATGAACAGGAATTATTGGAGTTAGATAAATGGGCAAATTTGTGGAATTGGTTTG
ACATAACACACTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTGTTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGCTTGTTC
AATGCCACAGCCATAGCAGTAGCTGAAGGGACAGATAGAGTTATAGAAACATTACAAAGAATTTTTAGAGCTT
TTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>GU728073 
GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTAGGATTGAAAAATGTGACAGAAAATTTCAATATGTGGAAAAATAATATGGTAGAA
CAGATGAATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTATGAGGGGAATGTTACCAATTCCCAGAACAATAGCACTACCAATAATAGTAG
CTGGGAAAAGATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGAATAAGAGATAAGGTA
GAGAAACAATATGCATTGTTATATAAACTTGATATAGTAGCAATAGATGATAATAAGAAWAATAACAATAGTA
ACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTGTCYTTTGAACCAATTCC
CATACATTATTGTGCACCAGYTGGTTTTGCGATTCTAAAGKGCAGAGATAAAAAGTTTAATGGATCAGGACCA
TGTACAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GTAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCACGGACAATACTAAAACTATAATAGTACA
GCTGAATAAATCTGTAGCAATTCATTGTATAAGACCTAATAACAATACAATAAAAAGTATACACTTAGGACCA
GGGAGAGCATTTCATACAACAGGAGAAATAAGAGGAGATATAAGAAAAGCATATTGTAACATTAGTAGAACAG
CTTGGAATTCCACTTTAAAAGAGATAGCTTCAAAATTAGGAGAACAATTTAATAATACAATAGTCTTTACTAA
ATCCTCAGGAGGGGACCCAGAAATTACAACACACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTATAAGGACATTTGGAATAACATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGACTTTATATACAACCTACTTGAAGAATCGCAGAAC
CAACAAGAAAAGAATGAACATGAATTATTGGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTCAACATAA
CACAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAACGCC
ACCGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAACTATTACAAAGATTCTGTAGAGCTATCATCA
ACATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>GU727875 
GCTGCMAATCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTACCATTGGRAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTGAGACTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATGCTGCTTTTACCAATGGTACTACTACCAATAGTGGTAATAGTAATTGGGAGGA
GACAGAAGAAATAAAAAACTGCTCTTTCAATATCTCCACAGGCATAAGAAATGAGGTGCAGAAAGGATATGCA
CTTTTTAATAAACTTGATGTAGTACCAACAGATGGAACAAGAACCAGCTTTATGTTAATACATTGTAACACCT
CAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACACTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGT
ACACACGGAATAAGGCCAGTAGTGTCAACGCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAATCAGTAGAGATTAATTG
TACAAGGCCCAACAACAATACAAGAAAAAGTGTAACTATAGGACCGGGGAGAGTATGGTATACAACAGGACAA
ATAATAGGAAATATAAGACAAGCACATTGTACCCTTAATAAAACAAAATGGGAGAACACTCTAAGAAGGATAG
CTGCAAAATTACAAGAACAAGAACAATTTTAAAATAAAACAATAGTCTTTAACCAATCCTCAGGAGGGGATCC
AGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATGCTAGTTGGAATAATAGATCTCTAGATCAAATTTGGAATAACATGACCTGGATACAGTGGGAGAG
AGAAATTGACAATTACACAGACATAATATACAACTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAA
CAAGATTTATTAGCATTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTAATATATCAAAATGGCTGTGGTATA
TAAAATNATTCATAATAATAGTAGCAGGTTTAGTAGGGTTAAGAATAGCTTTTACTGTACTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCATTGTCATTTGCTATTAATTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAGGGGACAGATAGAATTATAGAAGTAGTACAAAGAATTTTTAGGGCTATTATTCACATACCTAGAAGAATAA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>GU728234 



GCTGAAAAGTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACACGAAATAGAATTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTGGAAGGGTAATTATACTACTGGGAATAATAGTACTAATATCACTATGGAGGAAAG
GATAAAGGATGGAGAAGTAAAAAACTGCTCTTTCAATATCACCGGAGGCATAAGAGATAAGATGCAGAGAACC
TATGCACTCTTATATAAACTTGATATAGTACCAATAGATGATAGTGGTAATGATACTAGTAATTATACCAGCT
ATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCCTCGGCTGGTTTTGCGATTCTAAAGTGTAGGGATAAGAAGTTTAATGGAACAGGACCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCA
GTTTAACAGAAGAAGGGGTAGTAATTAGATCTGCCAATTTCTCGAACAATGCTAAAAACATAATAGTACAGCT
GAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATACATATAGGACCAGGG
AGAGCATTTTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCATATTGTAACCTTAGTAGAGCAGCAT
GGAATAACAYTTTAAAACAGGTAGCTAAAAAATTACATGAACAATTTGGGAATAAAACAATAGCCTTTAATCA
CTCCTCAGGAGGAGACCCAGAAATTGTAATGTACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTTATGAGACAATTTGGGATAAAATGAC
CTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAGCATAATATATGACTTACTTCAAGAATCGCAGAAC
CAGCAAGAAAAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTGTTTAC
TGTACTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATACC
ATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCATTCCAAAGAATTTGTAGAGCTATCCTTC
ACATACCTGTAAGAATAAGACAAGGCTTGGAAAGGCTTTTGCTATAA 
>M95292 
GCTACAGAAAAATTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATCTGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAATTTGGATTTGAGGAATGATACTAATACCAATGATACTAATGCCACTAGTAG
TAGTTTGAGAGGAGAAACAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGGGATAAGGTT
CAGAAAGAATATGCACTTTTTTATAAACTTGATATAGTACCAATAAATAATAATAATACCACATATAGGTTGA
TAAATTGTAACACCTCAACCATTACACAGGCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGAAAAGGACCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGACAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAATC
TGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAATATAGGACCAGGGAGAGCAATT
TATACAACAGGAGCAATAATAGGAGATATAAGGCAAGCACATTGTACCCTTAATAAAACACAATGGGATAACA
CTTTAAGACAGATAGCTATAAAATTAAGAGAACAATTTAAGAATAAAACAATAAGCTTTAAGCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCAGAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATATGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGAGAGATTGACAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAA
AAGAATGAACAAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTCAGCTTGCTTAATGCCACTGCTATT
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTA
GAAGAGTGAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>FJ469767 
GCTACAGATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGACATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTAA
CTTTAAATTGCACTGACAGTTGGAGGAATACTACTGATAATGTCACTACTACGAGTAATGTCAATACTACTAA
TAATGCCACTATTAAGGAGCAAGGAGAAATAAAAAACTGCTCTTTCAATATCACTACAAATATAGGAGATAAG
AGGAAGGAAGAACGTGCGCTTTTTTATAAACTTGATGTAGTACCAATAGAGGAAAATAATGATAGTACTAGCT
ATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCCAT
ACATTATTGTACCCCGGCTGGTTTTGCAATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAGCTATTATTAAATGGAA
GTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACGAACAATGCTAAAATTATAATAGTACATCT
GAATAAATCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACCTATAGGACCAGGG



AGAGCATTTTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAGCAAAAT
GGAACAAAACTTTAAAACAGATAGCTAGAAAATTAAGAGAACATTTTAATAAAAGTATAACCTTTAATCACTC
CTCAGGGGGGGACCCAGAAATTGTCATGCACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
CTCCTGGCTGTGGAAAGATACTTAAGAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAACAAGTCTCTGGAGGCTATTTGGGATAACATGACCTG
GATGGAGTGGGACAGAGAAATTAACAATTACACAAAAGTCATATACTCCTTACTTGAAGAATCGCAGAACCAG
CAGGAAAAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAA
ACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTTAATGCCACC
GCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAACAGCACAAAGAGTTGGTAGAGCTATCCTCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ469768 
GCTGTGGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAATGCACTGATTACAATGTTACTAATACCACTGGTAGTAGCGAGGGAATGATGGAGAAAGGAGA
AATGAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGACGAAGAAAGAATATGCATATTTTTAT
AACCTTGATATAGTACCAATAGAGGATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAATGTAACAATAAAACCTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTTGTATCAACTCAATTGTTGTTAAATGGTAGTCTAGCAGAAGAAGGGGTAGTAATTAGATCCA
GCAATTTCACAGACAATGCTAAAGTAATAATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACC
CAGCAACAATACAAGAAAAAGTATACCTATAGGACCAGGCAGAGCATTTTATGCAACAGGAGCAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACACTTTAAAACAGATAGCTATAAAAT
TAAGAGAACAATTTAAAAATGCCACAATAGTCTTTAATAAATCCTCAGGAGGGGATCCAGAAATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTAGATCAGATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTA
CACAGGCATAATATACAACTTAATTGAAAAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTACCGTTCGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGA
ATTGTAGAAGCATTGCAAAGAGTTTTTAGAGCTATTCTTCACATACCTACAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTATAA 
>FJ469769 
GCTACAGAACAATTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAAAGAAACAACCACCACTCTGTTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCACCCCACAAGAAGTGGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAGAATGGCATGGTTGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAGTGGTGTAATGCCACTAATTCTAATACCACTCATTGTAAGAATATCCCTAGGGC
TAATCTCACGGGAACGTTGGAGGGAGGAGAAATAAAAAATTGCTCTTTCAAAATCACCACAAACATAAGAGAT
AGGTTTCAGAAAGAATATGTGCTTTTTCATAAACTTGATGTAGTACCAATACAAGAAGGTAATATTAGTAATA
CTAGCTATAGGTTGATAAATTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAAT
TCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAGTAAGACATTCAATGGAACAGGA
CCATGTACCAATGTCAGCACAGTACAATGTACACATGGCATTAAGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGCCTAGCAGAAGAAAAGGTAGTACTTAGATCAGCCAACTTCACAGACAATGCTAAAATTATAATAGT
ACAGTTGCATAAACCTGTACAAATAAATTGTACAAGACCCAACAACAATACAAGAAAAGGTGTACATATAGGA
CCAGGCAGAGCATTTTATGCAACAGGACAAATAGTAGGAGATATAAGACAGGCACATTGTAACATTAGTAAAG
TAGATTGGAATAACACTTTAAAACAGATAGTTAAAGAATTAAGAGGACAATATGGGAATAAAACAATGGTTTT
TAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAATTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAGTCTGAATGAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGATAAGTACACAAACACAATATACACCTTAATTGAAGAATCG
CAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTA
GCATATCAAACTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGCTAGCTTAGTAGGTTTAAGAATAGT
TTTTACTGTATTTTCTCTAGTAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCTGTCAGCTTGTTT
GATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGCAGCAATACAAAGAGTTTTTAGAGCTT
TTCTTCATATACCCAGAAGAATAAGACAGGGATTTGAAAGAGCTTTGCTATAA 
>FJ469771 



GCTGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAGTCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACACGCCTGTGTACCCACAGACCC
CACCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAGAATTTAACATGGGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATTGAGTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTGTTA
CTTTAAATTGTACTGATTATTTGAGGAATAGTACCAATAATGATATGGGGAATAGTACCAATAATGCTACTGA
TAACAATGATAGTATGAGAGGAGAAATAAAAAATTGCTCTTTCAATATTACCACAGTCATAAAGGATAGGGTA
CAAAGACAATATGCACTTTTTAATAAACTTGATGTAGTACCAATAGATAATAATAATAATACCTATAGGTTGA
TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTG
TGTCCCGGCTGGTTTTGCGATTATAAAATGTAACAATAAAAAGTTCAGTGGAACAGGAAAATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCCGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGTCAATTTCACGGACAATGCTAAGAACATAATAGTACAGCTGAAAGACCC
TGTAACAATTAATTGTACAAGGCCCAATAACAATACAAGAAGAGGTATCCATATAGGACCAGGGAGGGCATTT
TATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTGAGTAAGACACAATGGAATAACA
CTTTAGGACAGATAGTTAAAGCATTAAGAAAACAATTTGGGAATAAAACAATAGTTTTTAATCAATCCTCAGG
AGGGGATCTAGAAATCGTAATGCACAGTTTTACCTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
ACTCTGGAAAGATACCTAAGGGATCAACAGCTCATGGGGATTTGGGGGTGCTCTGGAAAACTCATTTGCACCA
CTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATAAAATTTGGGATAACATGACCTGGATGGA
GTGGGATAAAGAAATTAACAATTACACACAATTAATATACAGCTTAATTGAAAAATCGCAAAACCAGCAGGAA
AAGAATGAACTAGAATTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTATTATACTTTC
TGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTACAATTCCACAGCCATA
GTAGTAGCTGCAGGAACAGATAGGGTTATAGAAATATTACACAGAACATTTAGAGCTATCCTCCACATACCTA
CAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>GU728204 
ACTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGATACCACCCTATTTT
GTGCGTCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGAAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGATACTAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTACAAAAAGAATATGCACTT
TTTTATAAACTTGATATAGTACCAATAGATGAGGGTAGAAATAAGGATAATACCAGTTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAAACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCAATTCTAAAATGTAGAGATAAGAATTACAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAG
AGGTAGTGATTAAATCTGAAAATTTCACGGACAATATTAAAAACATAATAGTACAGCTGAAAGACCCTGTACA
CATTAATTGTACAAGACCCAGCAACAATACAAGAAAAGGTATACATATGGTACCAGGGGGAGCATTTTATGCA
ACAGACCAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTAAAGAACAATGGAATAACGCTCTAA
AACAGACAGCAAAAAAATTAAGTGAACAATTTGGGAATGAAACCTGGAATGGAACAATAGACTTTACTAAACC
ATCAGGAGGGGACCCAGAAATTGTAATGTTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAATAAATCTCTGCATGATATTTGGGATAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGAAAATTACACAGACTTAATATACAGCTTAATTGAAAAATCGCAAAAC
CAACAAGAAAAAAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAA
CACACTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAGTTTTTGT
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTGTTAACTTGCTCAACACC
ACAGCCATAGTAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGCTTTTACTATAA 
>GU728223 
GCACAACAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAGACAGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCAACAGACCC
CAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAATTTTAATATGTGGACAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CCTTAAATTGCACTGATTATTACAATGCTACTAATACCACTAGTAGTAGCGGGGGAGGGATGGATAAAGGAGA
AATAAAAAATTGCTCTTTCAATGTCACCACAAACATAAATAAGGTACAAAAAGAATATGCACTTTTTTATAAA
CTTGATGTAATATCAATGGAAAAGGATAATACTAGCTATCTATTAAGAAGTTGTAACACCTCAGTCATTAAAC
AGGCTTGTCCAAAGGTTTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
ATGTAATGATAAAAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATT
AGACCAGTAATATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCCAAGA
ATTTCACAGACAATGCTAAAGTCATAATAGTACAACTGAATGCAACTATAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAGAGGTATACATATAGCACCAGGTGCTGCATTTTATGCAACAGSRGGGGGCATAATAGGA



GATATAAGACAAGCACACTGTAACATTAGTAGCGCAAAATGGAATAACACTTTACAACAGATAGTTGCAAAAT
TAGGAGAACAATATGGAAATAAAACAATAATCTTTAAACAATCTTCAGGAGGGGACCCAGAAATTGTAACGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTGGGGATCTGGGGTTGCTCTGGAAAACTCATTTGCACCACCAATGTGCCTTGGAATTCTAGCT
GGAGTAATAAATCTCTGAAATATATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTA
CACAGGCATAATATACTCCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGGCA
TTAGATGAATGGGCAAGTTTGTGGGATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTCGCTGTTAGCTTGCTTAATGCCACGGCCATAGCAGTAGCTGAGGGAACAGATAGG
ATTTTAGAAGTATTACAAAGAAKTGGTAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGTTTTGAAA
GAGCTTTGCTATAA 
>GU728030 
ACTGCAGAAAGATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCACCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATTAGTTTATGGGATGAAGGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCCAATGCGAAATTCACTCGGAATAATGGTACTCGGAGCAATAATGCTACTCATGATCT
TACGATGGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGATGAAGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGCACAAATAGGTAATGATAGTACATATACACTGATAAATTGTA
ACACCTCAGACATTACACAAGCCTGTCCAAAGGTAAACTTTGACCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCAATTCTAAAGTGTAATAATAAGACGTTCAATGGAACGGGACCATGTAAAAACGTCAGCACAGTA
CAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTTAATGGCAGTCTGGCAGAAGGAGATA
TAATAATTAGATCTGAAAATTTCTCGAACAATGCTAAAAACATAATAGTACAGCTGAATGAATCTGTAATAAT
AAATTGTACAAGACCCAACAACAACACAAGAAGAAGTATATCCTTCTCACCAGGGAAGGCATTTTATGCAACA
GGGGATATAATAGGAGACATAAGAAAAGCACATTGCAACATTAGTGAAGCAAAATGGAATGTCACTTTAAAAA
GGATAGCTATAAAATTAAGAGAACAATTTGGAAATAAAACAATATTTTTTAACAGTTCCTCAGGAGGGGACCC
AGAAATTGCAATGCTCACTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCCAGAGTCCTAGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAATGCTACTTGGAGTAATAAATCTTACCATGAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGAAAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAGCAGGACAAGAATGAA
TTAGAATTAGTGGAATTGGATAAATGGGCAAATTTGTGGACTTGGTTTGGCCTAAATAAATGGATGAGGTACA
TAAAAATATTCATGATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAA
CAAAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGTCACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTATTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>GU728229 
TCTGCAGAAGAAGCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAACGCATATCATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTGAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAACTGCAGTGATGTTAATCCCAATAGGACTAATACCAATAGTAGTAGCATAGAATTGCTGGAGGA
CAAAGGAGAAATAAAAAACTGCTCTTTCAATACCACCACAATTGTAAAAGATAAGGTAAAGACACAATATGCA
TATTTTTATAAACTTGATGTAGTGTCAATAGATGAAAACAGAAATGATAGCTATAGGTTGACAAGTTGTAACG
CCTCAGTCATTACACAGGCCTGTCCAAAGATGTCCTTTGAGCCAATTCCAATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAATAATAAGACGTTCACTGGAACAGGACCATGTAGAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCCCAAAATTTCACGAATAATGCTAAAACCATAATAGTACAGCTGAAAGACCCTGTAGAAATTAA
TTGTACAAGACCCAACAATAATACAAGAAAAAGCATAACTATGGGACCAGGGAGAGTAGTTTATGCAACAGGA
CAAATAATAGGAGATATAAGAAGAGCATATTGTAACATTACACTAAAAAACTGGGAGGACACTTTACAAGAGG
TAGTAAAAAAGTTRGGAGAACAATTTGAGAATAAAACAATAAAATTTAAGCCATCCTCAGGAGGGGMCCCAGA
AATCACAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGAGATCAACAGCTCCTGGGAATCTGGGGTTGCTCTGGAAAACTCATTTGTACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTGTAAATGACATTTGGCATAACATGACCTGGATGGAGTGGGAAAGGGA
AATTGACAATTATACAGGAATAATATACAACTTAATTGAACAATCGCAGAACCAGCAAGAAAAGAATGAACAA
GAATTATTGGCATTTGACAAATGGGCAAGCCTGTGGACTTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAG
AGTCAGGCAGGGATACTCACCATTATCGTTGGCTGTTAGCTTGCTCAACGCCACGGCCATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGTACTTCAAAGAGGTGTTAGAGCTGTGCTTCACATCCCTACAAGGATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>AY189526 



GCTACAAACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGTACTGATTTTAATACCACTAGAGCCAATAGTAGCAGCGAGAATAAGATGGAGATAGGAGA
AATAAAAAATTGCTCTTTCAAAATCGCCACAAACATAAGAGATAAGACACAGAAACAATATGCACTTTTTAAT
AAACTTGATGTAGCACCAATAGATAATAGAACCAGCTATGTACTAATAAGTTGTAGCACCTCAACCCTTACAC
AGGCCTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAA
GTGTAACAATAAGACATTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCA
ATTTCTCAAACAATGCTAAAATCATAATAGTACAGCTGAACGAGTCTGTACAAATTAATTGTACAAGAGTCAG
CAAAAATATAAGACAAAAAAGGATAAAAATAGGACCAGGGAGAGCATTTGTTGCAACAGGAGACATAGGAGAT
ATAAGAAAAGCACATTGTAACATTAGCAAAGCAGAATGGAATAAAGCTTTAAAAAAGATAATTGAAAAATTAA
AAGAACAATATAAGAATAAGACAATAGCATTTGATCAACCCTCAGGAGGGGACCCAGAAATTGTAACACACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAGATCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGA
GTAATAGAACTGTGGAGTATATTTGGGAGAACATGACTTGGATGCAGTGGGAAAATGAAATTGGCAATTACAC
AGACTTAATATACATCTTACTTGAAAAATCGCAGAACCAGCAGGAAAAGAATGAAAAAGAATTATTGGAATTG
GATAAATGGTCAAATTTGTGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAAAAATATTCATAATAA
TAGTAGGAGGCTTAATAAGTTTAAAAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCCCTATCGTTTGCTGTTAGCTTGTTTGATACTATAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTT
ATAGAACTATTACAAAGATTTGGTAGAGGTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>GU728370 
GCTGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCCAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAATACTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAAGGCAG
ATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTGTTA
CTTTAAATTGCAGTAATGATATCACTATTGTGAATGCCACTAGTAATAACAGTATGGAGATAAAAGAAGAAAT
GAAAAACTGCACTTTCAATATCACCACAAACATAAGGGATAAGATAGAGAGACAATATGCACTTTTTTATAGT
CTTGATGTAGTACCAATAGATGGAAAGAATGACAGCTATAGGTTAATAAAATGTAATACCACAGTCATTACAC
AGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAACGATAAGAAGKTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGATGTAGTAATTAGATCTAGCA
ATTTCACGAACAATGCTAAAGTCATAATAGTACAGTTGAACGCATCTGTAGAAATTAATTGCACAAGACCCAA
CAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAATAATAGGAAAT
ATAAGACAAGCACATTGTAACCTTAGTAAAGCAAGATGGACTGACACTCTAAAACAGATAGCCATAAAATTAA
GAAAACAATATGGGGAGAATAAAACAATAAGCTTTAATCAATCCTCAGGAGGGGACCCAGAAATCGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGCCTTGGAATACTAGTT
GGAGTAATAGAACTCGGGATTACATTTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTGACAAATA
CACAGGCTCAATATATTCCTTACTTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAA
TTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTGGGGGGCTTAGTAGGTTTAAGAATAGTCTTTACTGTACTTTCTATAATAAATAGAGTTAGGAAGGG
ATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAATGCCACAGCTATAACAGTAGCTGAAGGGACAGATAGG
GTTATAGAAGTAGCACAAACAGTTTTTAGAGCTTTTATCCACATACCTAGAAGAATAAGACAAGGCTTGGAAA
GGATTTTGCTATAA 
>GU728321 
ACTGCAGGGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGAACTTGCCAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATATCACTACTACTGCCACTAATAATGCTACTGTCAATAGTAGCGGGAGAACGCA
AGAGGGAGGAGAGATAAAAAACTGCTCTTTCTATATCACCACAAGCCTAAGAGATAAGATAAGGAAAGAATAT
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTGTAATA
CCTCAGTCMTTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAATGTAAAGAGAAGAATTTCGATGGAAAAGGACCATGTAGAAATGTCAGTACAGTACAA
TGTACACATGGGATTAGGCCAGTAGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGATGAGATAG
TAATTAGATCTGAGAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTGAACGAATCTGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGA



CAGATAGTAGGAGATATAAGACAAGCATATTGTAACCTTAGTATAACAAAATGGGGTAACACTTTACACCAGG
TCGCWAAAAARTTAAGCGAACAATTTAAAAATAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGA
AATTGTACTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGAATGATATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGA
AATTAGCAATTACACAAACATAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAAAAA
GAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACTAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCATTTGCTACTAGCTTGATCCATACCATAGCCATAGCAGTAGCTGAG
GGGGCAGATAGGATTAKAGAAGTGTTACGCAGAGCTTGTAGAGYTTTTCTCCACATACCTACAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>GU727980 
GCTGCAGAAAAACTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAGTAGTATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGADGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCAYGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNGAAATAAAAAACTGCTCTTTCAAWGTCACCACAAGCATAAGAGATAAGGTTCAGAAAGAATATGCACTT
CTTTATAAACTTGATCTGGTACCAATAGAACCAATAGATAATAGTACATATAGGCTGATAAGTTGTAATACCT
CAGTCCTTACACAGGCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTT
TGCGATTCTAAAATGTAATGATAAGAAGTTCAATGGAACAGGATCATGTACAAATGTTAGCACAGTACAGTGT
ACACATGGAATTAGACCAGTAGTGYCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGACAATATCACGGACAATGCTAAAACCATAATAGTACAGCTGAATGAATCTGTAGCAATTAATTG
CATAAGACCCAACAACAATACAAGGAAAAGTATATCTATAGGACCAGGGAGAGCATTTTATACAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGAATGGAATAAAACTTTAGGACAGGTAG
CTGCACAGTTAAGAAAACAAGTAGAACAATTTAATAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
RAAAGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTACACAAACAAAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTAGATAAGTGGGAAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTATAAGAATAGTTTTTGCTGTGCTGTCTATAGT
GAATAGAGTTAGGCAGGGATATTCACCATTATCATTTGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGCAGTACAAAGATTTTGTAGAGCTATTCTACACATACCTAGAAGAG
TGAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>GU728054 
GCTACAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACGCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTCAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAGAATTGACCCCACTCTGTG
TTACTTTAAATTGCACTNNNNNNNNGAATGCTACTAATGCCACTGTTAGCCCCAATAGTAGAACAGGGGAAGA
CATGAAAAACTGCTCTTTCAATACTAGCACAGATGTAAGAGATAAGATAAAGAAAGAATATGCACTTTTTTAT
AAYCTTGATATAATACCAATAGATGAGAATAATAATMYTAATAACAGCTATAGGTTGATAAATTGTAACACCT
CAGTCATTAAACAGGCCTGTCCAAAGGTATCATTTGAGCCCATTCCCATACATTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAGKGTAATAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTCTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGCCAATTTCACAAACAATGCTAAAACTATAATGGTGCAGCTAAACGAAACTGTAGAAATTAATTG
TACAAGACTCAACAACAATACAATAAAAGGTATACATTTAGGACCAGGGAGAGCATTTTATGCAACAGAAGCA
ATAATAGGWGATATAAGACAAGCACATTGTAACATTAGTAGGGAAAAATGGAATAACACTTTAAAAAGGATAG
CTGACAAATTAAGAGAACAATATGGGAGTAATAAAACAATTGCCTTCAATCAAACCACAGGAGGGGATCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGA
TACCTAAAGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATAATAGTTGGAGTAGGAACAAAAGTCTGAGTCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAA
AGAAATTGACAATTATACAGATACAATATACAAATTAATTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAA
CWAGWATTATTGGAATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCATTGTCRTTGGCTGTTAGCTTGCTCAATGCCATAGCCATARCAGTAGGT
GAAGGGACAGATAGGGTTATAGAAGTATTACAAAGAGTTTTTAGAGCTTTTCTCCACATACCTARAAGAATAA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>GU728181 



ACTGCAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGCAAGAATATTACTGCTAGGAATAATACTACTACTGGGAATAATACTATGAGTAATGTCAC
TAGTAGTGAGGGAGACATGAAAAATTGCTCTTTCAATATCACCTCAGGTATAAAAGATAAGATACAGAAAGAA
TATGCACTTTTTTATAAACTTGATATAGTACAAATAGATGATGATAAGAATAGTAATGATACCAGTTATAGGT
TGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAAGTAACTTTTGAGCCAATTCCTATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACATTCAATGGATCAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGGATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTTTAG
CAGAAGAAGACATAGTAATTAGATCTGAAAATTTCTCAGACAATGCTAGAACCATAATAGTACATCTAAATAA
ACCTGTAAAAATTGATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCA
TTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTATCATTAATAAAACAGAATGGAATA
ACACTTTAAGAAAGGTAGTTAGAAAATTAAGAGAACAATTCGGAAATAAAACAATAGTCTTTAATCATTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGTA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTATGAATGAGATTTGGGACAACATGACTTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACAAACATTATATACAACTTAATTGAAATATCGCAAAACCAACAA
GAAAAGAATGAAAAAGACTTGTTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACTGTAGT
TTCTATAATAAAAAGAGTTAGGCAGGGATACTCACCCTTATCGTTAGCTATTAGCTTGTTCAACGTCACAGCT
ATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTTTAGGGCTATCCTCCACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGCTTTTGCTATAA 
>EU604556 
AATGCAGAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCATGAGGATATAAAAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGATCCTGAGCTGAGGAATGCTACTAATACCACGAGTGGTAACAATTCAAAGAATGG
TGCTAGTACCACGAATAGCAGCAAGGGAACTACATGGAGAGAAGATATGAAAAATTGCTCTTTCAATGTCACC
ACAAAATGGAGAGATAAGATGCAGAAAGAATATGCACTTTTGTATAAACTTGATATAGTACAAATAGGAGACA
GTAAAGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAATTC
AATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGCAGTATCAACTC
AACTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGCCAATTTCACGAACAATGCTAA
AACTATAATAGTACAGCTGAATGACTCTGTAGTAATGAATTGTACAAGACCCAGCAACAATACAAGAAAAAGT
ATAAATATGGGACCAGGCAGAGCATTTTATACAACAGGGGAAATAATAGGGGATATAAGACAAGCACATTGCA
ACATTAGCAGAGCAAAATGGAATAACACTTTAAGAAGGGTAGCTATAAAATTAAGAGAACAATTTCCTAATAA
AACAATAGCCTTTACTCGATCCTCAGGAGGGGATCCAGAAGTGGTAATGCTCAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGGATTA
CATTTGGCAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTAATAATTACACAGGTTCAATATACAACTTG
CTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTGACATAACTAACTGGCTGTGGTACATAAAAATGTTCATAATGGTAGTAGGAGGCTTGGTAGG
TTTAAGAATAGTTTTTATGGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCT
GTCAGCTTGCTTGATAACACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTATTACAAAGAG
CTTTTAGGGCTATTCTCCACATACCCAGAAGAGTAAGACAGGGCTTGGAACGGGCTTTGCTATAA 
>JX503075 
GCTGCAGACCAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGAAACATAATATTTGGGCCACACATGCATGTGTACCTACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAATTTTAACATGTGGAGCAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAATTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACGTTAAATTGCATTAACATCAATGGTACTAACAGCACTAGTACTAACATCAATGGTGAAGTGAAAGAAGA
AATGAAAAATTGCTCTTTCAATGTCACTGCAAGCAGAAGGGACAAAATGAAGAAAGAATTTGCACTTTTTTAT
AACCTTGATATAATACCAATAGATAATACCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGG
CCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTATGCGATTATAAAATG
TAATGATAAGAAATTCAATGGAACAGGAGCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGGTAGTAATTAGATCTGCCAATT
TCTCAAACAATGCTAGAACCATAATAGTACATCTAAATGAGTCTGTAGTAATTAATTGTACAAGACCCAACAA
TAATACAAGAAAAGGTATACATATAGGACCAGGGAAAGTACTTTATGCAACAGGAGACATAATAGGAGATATA



AGACAAGCACATTGTAACATTAGTAGAGAAAAATGGAATCACACTTTAGGACAGATAGTTACAAAATTAAAAG
AACAATTTAGGAATAAAAAAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCTGAATACAATTTGGGACAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTACACACA
AGAAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTTATAATGATAG
TAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTGTCTTTAGTAAATAGAGTTAGGCAGGGGTATTC
ACCATTGTCATTTGCTGTTAGCTTGTTTGATGCCACAGCTATCGCAGTAGCTGAGGGGACAGATAGGATTATA
GAAATAGTACAAAGAGCTTTTAGGGCTATTCTCCACATACCTGTAAGAATAAGACAGGGCTTAGAAAGACTTT
TGCTATAA 
>AY781127 
GCTACAGAAAAGCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAATAGTATTGGGAAATGTGACAGAAAATTTTAATGCATGGGAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCACTGAAATTACTCTAAAGTGCAATACTAGTACTAATGCTAATACTAGTACGTCAAATTG
CAATGGCACTAATTGGAATAGTAGTAGTGAATGGGAAGAGATGAAGAAAGAAATGACAAACTGCTCTTTCAAT
ATCACCACAAGCATAAAAGATAAGATACAGAAAGAATATGCACTTTTACATAAACTTGATATAATGCCAATAG
CTAATGATAATAAAAGCTATGCATTGATAAACTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAAC
CTTTGAACCAATTCCCATATATTATTGTACCCCGGCTGGTTTTGCGATTATAAAATGTAATGATAAAAAGTTC
AATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTC
AACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAAATAAAAATTAGATCTAAAAATATATCAGACAATGCTCA
AATCATAACAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGT
ATACACATAGGAGTGGGGAGAGCACTTTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCACATTGTA
ACCTTAGCAGTACAAAATGGAACAACACTTTAAGACAGGTAGCTAAAAAATTAACAGAACTATTTAATAATAA
AACAATAGTCTTTAATCGATCCTCAGGAGGGGACCTAGAAATTGTAATGCATAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCCTGGAATACTAGTTGGAGTAATAAATCGCTGAATCA
GATTTGGGACAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAAGCTTAATATACTCCTTA
ATTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGT
GGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGG
TTTAAGAATAGTTTTTACTGTACTTGCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCT
GTTAGTTTGCTTAATGCCGCAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAC
TTTGTAGAGCTATTCTACACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>JN235958 
GCAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCGGATGCTAAAGCATATATAAAAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
TGACCCACAAGAAGTAGAATTGGAAAATGTGACAGAAGAATTTGACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAAGACATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
TTTTAAATTGCACTAATATTTGCCATAATAATGTTACTAACAATAATAGTAATATTAATACCAATAGTAGTGG
TCAGATGAGAGAATGCCCTAAAAATAAGACTGCAGATAGTGGGGTTCAGATGAAAAACTGCTCTTTCAAGATC
ACAAACATAGGGAATAAAAGGAAAAAAGAATATGCACTTTTTTATAATCTTGATGTAGTGCAAATAGATAATG
ATAAGGATAATGGTAGTACAAGCTATATGTTGAGAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAA
GGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACGATAAG
AAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTGT
CAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTCAAAATTTCACGGACAA
TGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGTAATTAACTGTACAAGGCCCAACAACAATACAAGA
AAAAGTATACACATAGGACCAGGGAGGGCATTTTTTACAACAGGAGCTATAATAGGAGATATAAGACAAGCAC
ATTGTAACATTAGTAGAGAAAAATGGAATAACACTTTAAAACAGATAGCTACAAAATTAAGAGAACTATATAA
CAAGACAACAATAATTTTTACAAATTCCTCAGGAGGGGACCCAGAAATTGTAGAGCACAGTTTTAATTGTGGA
GGGGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGA
TTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAACAGATCTCT
GGATAACATTTGGGGTAACATGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAATTTAATATAT
AACTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTGGATAAGTGGGCAA
GTTTGTGGGATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
AATAGGTTTAAGAATAGTTTTTACTATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCA
TTCGCTATTAGCTTGCTTGACGCTACAGCTATTGCAGTAGCTGAGGGGACAGACAGGATTATAGAAGCAGTAC
AAAGAGTTGGTAGAGCTATTCTCCACATACCTGCAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>AY795905 



GCAGAAGATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTTGTG
CATCAGAGGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAACAAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAA
ATGCATGAGGATATAATCAATTTATGGGATCAAAGTCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACAGATGTTAATACTACTAGGGATGCCAATGCCAATAATAGTAGTAAGGAAATGATGATGAA
GCAAGGAGAAATGAAAAATTGCTCTTTCAATGTCACCACTTTCATACAAAATAAGATGAAGAAAGAACATGCA
CTTTTTTATGGACTTGATGTAGTACCAATAGAAGGAAATAATAGTAGCTATAGGTTGATAAGTTGTAACACCT
CAGCCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGCAATGATAAGAAGTTCAAGGGAACAGGAACATGTAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TCAGATCCGCCAATTTCTCAGACAATGCTAAAGTAATAATAATACAGCTGAATGAAACTGTAGAAATTAATTG
TACAAGACCCAACAATAATACAAGAAGAAGTATAAGTATAGGACCAGGCAAAGCATTTTATGCAACAGGAGAC
ATAATAGGAAATATAAGACAAGCATATTGTGAGATTAATGAAGCAAAGTGGAATAAAACTTTAAAACAAATAG
CCATAAAATTAGGAGAACAATTTGGGAAAAATAAAACAAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCTTGGAATGCTAGCTGGAGTAATAAAACTCTGAGTCAGATTTGGGATAACATGACCTGGATACAGTGGGA
AAAAGAAATTGATAATTACACAGGCATAATATACAATTTAACTCAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTACTGAAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGT
ACATAAAGATATTCATAATGATAGTAGCAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGT
GAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTCAACGCCACCGCCATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGCATTAGGAAGAATTTTTAGAGCTATCCTTCATATCCCTACTAGAA
TAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>KJ948657 
GCTTCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACAATTGAATATAACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTGAATTGCACTGATACTACTGACAATAGAACTAAAGAAGACATGAGGGGAGAAATAAAAAACTGCTCTTT
CAATACTACCACAAACATAAATGATAAGAGGCAGAAAGAATATGCACTTTTTTATAAACTTGATTTAGTACCA
ATAGATAGTGATAATGCCAGTTATAGTAATACCAGTTATAGATTGATAAGTTGTAACACCTCAGTCATTACAC
AGGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
ATGTAAAGATGAAAAGTTCAATGGAACAGGACCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATCAGATCTGAAA
ATTTCACGAACAATGCTAAAACCATAATAGTACAGCTAAAAGACCCTGTAAGAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAGGGTATACATATAGGACCAGGGAGAGCACTTTATACAACAGAAATAACAGGAGATATA
AGACAAGCAYATTGTRMCCTTAGCAGAACAGAATGGAATAACACTCTACAACAGATAGTTACAAAATTAAGGG
AACAATTTGGGAATAAAACAATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTAYACTGCACAGTTT
TAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTGAAGGATCAACAG
CTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTWCTGTGCCTTGGAATACTAGTTGGAGCA
ATAAATCTSTGGATTATATTTGGCAAAACATGACCTGGATGCAGTGGGAAAAGGAAATTGACAATTACACAGG
TCTAATATACACCTTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAGCAAGACTTATTGGCATTAGAT
AGYTGGCAAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGCTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTATCGTTTGCTGTTAGCTTGCTTGACGCCATAGCCATAACAGTAGCTGAGGGGACAGATAGGATTCTA
GAAGCATTACAAAGAATTTTTAGAGGCATCCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTT
TGGTATAA 
>KJ948660 
GCTACAGAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATCAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACACGAAATAGTAATGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTGAATTGCATTAATTGGAATGGTACTAGTAATCCTAATGAGACTTATTTTCATAAGATTAATAATAG
TGACGTGGAAAGTATGGGGGAAGGAGAAGTAAAAAACTGCTCTTTCAACATCACCAACATAAAAGATAAGATG
AAGAAAGCATATGCACTTTTTTATAGCCTTGATATAGTACCAATAGATAATAATACAAAAATAGAGAAGGATA
ATAAGACAGATAATAATAGTACCAGATATATGTTGAGAAGTTGTAAGACCTCAGTCATTACACAGGCCTGTCC
AAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTGCAATGTAATGAT
AAGAAGTTCAATGGAACAGGAACATGTAAAATGGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTAG
TATCTACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAAATCTGAAAATTTCACGAA
CAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAATAATTAATTGTACAAGACCCGGCAACAATACA



AGAAAAGGTATACGTATAGGACCAGGAAGAGCGCTTTATACAACAGAACGAATAATAGGAGATATAAGACAAG
CACATTGTAACATTAGTAGAAAAGAATGGGAAAACCCTACACACATAGCTGGAAAATTAAGAGGACAATTTGG
GAATAAACCAATAGTCTTTAAGCCCTCCTCAGGAAGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGA
GGGAAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGTTACCTAAAGGATCAACAGCTCCTGGGGA
TTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAGTAGATGGAG
TAATAGATCTCTGGATGAGATTTGGGGGAGCATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACA
GGCTTAATATACACCTTAATTGAAGAATCGCAGATCCAACAAGAAAAGAATGAAAAAGAATTATTGGAATTAG
ATAACTGGGCAAGTTTGTGGAATTGGTTTACTATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGAT
AGTAGGAGGCTTAGGAAGGCTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATAT
TCGCCATTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTA
TAGAATTAATGTACAGAGCTCTTAGAGCTATTCTCCACCATCCTTACAGAATAAGACAGGGCTTAGAGAGGGC
TTTGCTATAA 
>HQ595755 
GCACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTAATGGAAAACGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTGAATTATGGGATCAAAGCCTAAAGCCTTGTGTACAATTAACTCCACTTTGTGTTA
CTTTAAATTGCACTGATTATGGGGGAAATGGTACTAATATCACTAATAGTACTGAAATGAAAAATTGTTCTTT
CAACATCACCACAAGCATAAGAGATAAGGTGAGCAAAGAACATGCACTGTTTTATAAGCTTGATGTAGTATCA
ATAGGTGATAGTACTAATAATACTAGCTATAGGTTAAGAAGTTGTAACTCCTCAGTCATTAGACAGGCCTGCC
CAAAAGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAATGTAATGA
TAAAAAGTTCAATGGAACAGGGCCATGTACAAATGTTAGCACAGTACAGTGTACACATGGAATTAGACCAGTG
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGTAGTAATTAGATCTGAAAACTTCACGAACA
ATGCTAAAATCATAATAGTACAGCTGAATGAATCTATAGAAATTAATTGCACAAGACCCAGCAACAATACAAG
AAAAAGTATACATATGGGACCAGGGGGAGCATTTTATACAACAGGAGCGGTAATAGGAGACATAAGACAAGCA
CATTGTAACATTAGTGGAGCAAAATGGGAAAGAACTTTAGAACAGGTAGCTAAAAAATTAAGGAAACAATTTG
AGAATAAAACAATAGTCTTTAATCAATCCTCAGGTGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTC
TGGAAAATATTTGGGGGAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAGGCTTAATATA
CAACTTAATTGAAGAATCACAGATCCAACAAGAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCA
AGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATTGTAGGAGGCT
TAATAGGTTTAAGAATAGTTTTTACTGTACTGTCTATAGTGAATAGGGTTAGGAAGGGATACTCACCATTATC
GTTTGCTGTTAGCTTGTTCAATTTCATATCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTA
CAAAGAGCTGGTGGAGCTGTTCTCCATATACCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCAATAA 
>KP109515 
GCACAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTAATGGAAAACGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATTGAATTATGGGATCAAAGCCTAAAGCCTTGTGTACAATTAACTCCACTTTGTGTTA
CTTTAAATTGCACTGATTATGGGGGAAATGGTACTAATATCACTAATAGTACTGAAATGAAAAATTGTTCTTT
CAACATCACCACAAGCATAAGAGATAAGGTGAGCAAAGAACATGCACTGTTTTATAAGCTTGATGTAGTATCA
ATAGGTGATAGTACTAATAATACTAGCTATAGGTTAAGAAGTTGTAACTCCTCAGTCATTAGACAGGCCTGCC
CAAAAGTATCCTTCGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCAATTCTAAAATGTAATGA
TAAAAAGTTTAATGGAACAGGGCCATGTACAAATGTTAGCACAGTACAGTGTACACATGGAATTAGACCAGTG
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGTAGTAATTAGATCTGAAAACTTCACGAACA
ATGCTAAAATCATAATAGTACAGCTGAATGAATCTATAGAAATTAATTGCACAAGACCCAGCAACAATACAAG
AAAAAGTATACATATGGGACCAGGGGGAGCATTTTATACAACAGGAGCGGTAATAGGAGACATAAGACAAGCA
CATTGTAACATTAGTGGAGCAAAATGGGAAAGAACTTTAGAACAGGTAGCTAAAAAATTAAGGAAACAATTTG
AGAATAAAACAATAGTCTTTAATCAATCCTCAGGTGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTC
TGGAAAATATTTGGGGGAACATGACCTGGATGGAGTGGGAAAGAGAAATTAACAATTACACAGGCTTAATATA
CAACTTAATTGAAGAATCACAGATCCAACAAGAAAAGAATGAACAGGAATTATTGGAATTGGATAAATGGGCA
AGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATTGTAGGAGGCT
TAATAGGTTTAAGAATAGTTTTTACTGTACTGTCTATAGTGAATAGGGTTAGGAAGGGATACTCACCATTATC
GTTTGCTGTTAGCTTGTTCAATTTCATATCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTATTA
CAAAGAGCTGGTGGAGCTGTTCTCCATATACCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCAATAA 
>KF725915 



GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAAATGCCAAAGCATATGACACGGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAGGTAGTATTGGGGAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGAATGCAATAAGGCTAATTTGAATTGCAGTAGGTATGCTAATACTACTACTAATAATACTAATAA
TACTAATATCACTTTTGCTGAGTGTAAAGAGAGGCAGCAAGTAATAACAAACTGCTCTTTCAATGTCACCAGT
GGCATAAGAGATAAAATGAAGAAAGAATATGCACTCTTTGATAAACTTGATGTAGTGCCAATAGAAAATGATA
ATAAGACCTATATGTTGATAAATTGTAATACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACC
AATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACGTTCAATGGAACA
GGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGT
TAAATGGCAGTCTAGCAGAAGGAGACATAATAATTAGATCTGAAAACCTCACGGACAATGCTAAAAACATAAT
AGTGCACCTGAATGAATCTGTAGAAATTAATTGTACGAGACCCAACAACAATACAAGAAAAGGTGTATATATA
GGACCGGGGAGAACATGGTATGCTACAGAAAGGATAATAGGAGATATAAGAAAAGCCTATTGTAAAATTAATG
GAACAGAATGGGAAAACACTTTAAAACAGGTAGCTGAAAAATTAGGTGAACAATTTATGAATAAAACAATAAA
TTTTAAACAACCTGCGCGGGGAGGGGACCCAGAAGTTCTACTGCACACTTTTAATTGTGGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTGGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTTTGATCATATTTG
GAATAACATGACCTGGATGCAGTGGGAGAAAGAAATTGACAATTACACAGGCATAATATACTCCTTAATTGAA
GAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGCAATTGGATAAGTGGGACATTTTGTGGAGTT
GGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAATTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAAT
TTGCTTAATACCATAGCTATAATAGTAGCTGAGGGGACAGATAGGGTTATAGAAGGAGTACAAAGAGCTGGGA
GAGCTATCATTCATATACCTGTAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KF725918 
GCTGCGGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACATTAAAGTGCACTAATGTTACTAGAAATGACACTGGTTGTAACAAAACTGAGGTTGATAATGGATGCAG
AGAAATAAAGAACTGCTCTTTCAATATCACCACAAATGTAAAAGATAAGGTGAAGAAAGAATATGCACTTTTT
TATAACCTTGATATAGTACAAATAGAAAATAATAGTACCAACTATAGGTTGACAAGTTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACAATGAAACGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGACCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAATAATTAGAT
CTGACAATATCTCGGATAATGCTAAAATTATAATAGTGCAGCTGGATAAACCTGTAAAAATTAATTGTACAAG
ACACAACAACAATACAAGAAAAAGTATACCTATGGGACCAGGGAAAGCATTTTTTGCAACAGGAGACATAATA
GGAGATATAAGACAAGCACAGTGTAACATTAATAAAACAGAATGGGATCAAACTTTAAGCAAGATAGCTAATA
AACTAAGAGAATACTTTGGGAATGACACAAAAGTAGTCTTTGACAAATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACACTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAATCCTAGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCCCTGTCTACAATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAGATTAG
CAATTACACAAGCTTAATATACAATTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
TTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGAAATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTGTACTTTCTTTAGTGAATAGAGTTAG
GCAGGGATATTCACCATTATCGTTGGCTGTTAGCTTGCTTAATGTCACAGCTATAGCAGTAGCTGAGGGAACA
GATAGGATTATAGAAGTAGTACTAAGAGTTTATAGAGCTTTTCGCCGTATACCCACAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>KF725946 
GCTGTAGAACAATTATGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAGGAAATGTGACAGAATATTTCAACATGTGGAAGAATAACATGGCAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGAACAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTAAAGGCTAATACTACTAATGCCACTGACGAGAAAAGGATAGAGGAAGGAGG
AATGAAAAACTGTTCGTTCGACATCACCACAAGCATAAAAGATAAGACGCAAAAAGAATATGCACTTTTTTAT
AAGCTTGATGTAGTACAAATAGACAGTGATGTAGGACAAATAGACAATAGTACTAAGGATACCAACTATACCA
ACTATAGGTTGATAAGTTGTAATACCTCAGTTGTCACACAGGCCTGTCCAAAGGTAACCTTTGATCCAATTCC
CATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAGTGGAAAAGGACAG
TGTAGAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAGGAGGTAGTAATTAGATCTGAGAATCTCACAAACAATCTTAAAACCATAATAATACA
GCTGAAAGAACCTGTAGTAATTAATTGTATAAGGCACAACAACAATACAAGAAAAAGTATAAACATGGGACCA



GGAAGAGCATTTTATACAATGGGACAAGTAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGAAGCAA
AATGGAATGATACTTTGAGACAGATAGCAAGAAAATTAGGAGAACAATTTAATAATAAAACAATAGTTTTTAA
GAACTCCTCAGGAGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGG
CAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACT
CATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGGATAATATG
ACCTGGATGCAGTGGGAAAAAGAAATTAACAACTACACAGGCTTAATATACAATTTAATTGAAGAGTCGCAAA
ACCAACAAGAAAAGAATGAACAAGAATTATTGGCATTGGATCAATGGGCAAATTTATGGAACTGGTTTAGCAT
ATCAAACTGGCTGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTT
ACTGTACTTTCTATAATAAATAGAGTTAGGCAGGGCTACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACG
CCATAGCCATAGTAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTCTTACAAAGAGCTTGGAGAGCTATTCT
CAACATACCTAGACGAATAAGACAGGGCGCGGAAAAGGCTTTGGTATAG 
>KF725977 
GCTGCAGACCAATTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAGGCTACTACCACTCTATTTT
GTGCATCGGATGCTAAAGCATTTGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGCGACTCTAAATTGCACTGGTGCGGCGAGTAATTGTACCACCAATAATAGTAG
TACAATGCAAGGAGAAATAAAAAACTGCACTTTCAATGTCACCACAAGGATGTTAAATAAGAGGTATAAAGAA
TATGCACTTTTTCATAAACTTGATATAGTACCAATAGATGATGATAATGATAATAATAGCTATAGGTTGATAA
GTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAAGCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACAGGACCATGTACAAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGCATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAC
AAGAGATAGTAATTAGGTCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAAGCTGT
AGAAATTAATTGTACAAGACCCAGCAACAACACAAGAAAAAGTATTAATATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGCAAAATCAATGGATCACAATGGAATCGCACTC
TAGCACTGGTAGGTGAAAAATTAAGGAAACAATTTAACAATACAACAATAGTCTTTAAGCACTCCTCAGGGGG
GGACCTAGAAATTGTAACACACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTGCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTA
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATTACATTTGGGAAAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGATAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAG
AATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAATATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAGTTTTTACTGTACTTTCTAT
AGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCA
GTAGCTGAGGGGACAGATAGAATTATAGAAGCAGTACAAAGAGTTGGTAGGGGTATTCTCCACATACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KF726002 
GCTACAGACAAGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAGATGCAAAAGCATATCTTACAGAGGTACATAATGTTTGGGCCACCCATGCCTGTGTACCCACGGACCC
CAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCAGTAATTTGAAGAATACTACTACTAGTGGGGATAATAATACTACTAGTCAGTCGACTGCTAC
TGATAGTTTGACAGGAGAGGTAAAAAACTGCTCTTTCAATATCACCACAAGCATGAGCGATAAGAAGCAGACA
GAATATGCACTTTTTTATAAACTTGATGTAGTTCCAATAGATAATACTAGCTATAGGTTGATAAGTTGTAATA
CCTCAGTCGTTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACTA
TGCACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATCAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTTCAGCTGAAGGACGCTGTAGTAATTAA
TTGTACAAGACCCAGCAACAATACAATAAGAGGTATACATATGGGACCAGGGAGAGCATTTTATACAACAGGA
ACAATAGTAGGAGATATAAGAAGAGCACATTGTAACATTAGTAAAGCAAAATGGAATAACACTTTACAACAGG
TAGGTAATAAATTAAGAGAACAATTTGGGGCTAATAAAACAATAATCTTTAATGCCTCTGCGGGAGGGGACCC
AGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGTTGTTCTGGAAAACTCATATGCACCACTAATGTGC
CTTGGAATAGCAGTTGGAGTAATAAATCCCTAAATGAGATCTGGGATAACATGACCTGGATGCAATGGGAAAA
AGAAATTGACAACCACACAAGCTTAATATACAGCTTAATTGAGGAATCGCAGAAACAGCAGGAAAGGAATGAA
CAAGAATTATTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGATTAATACAATAGCTGTAGCAATAGTT
GAGGGGACAAATAGGAGATTTAGAAAACCTAGAAGAATAAGACAGGGCTTAGAAAAAGCTTTGCTATAA 
>KF726004 



GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGAGGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTGAGCTTGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCACTGATGTCAAGACCAATAGTAGTGGCAATGTTACTGCAAACAATGGTACTGTAAACAA
TAGCAGTATGGAGGAAGGAGGAATGAAAAATTGCTCTTTCAATATCACCACATTCATGGCAGATAAGAGGCGA
AAAGAATATGCACTTTTTTATAAACTTGATGTAACACCAATAGATGATACAAAGAATAATAATAGTTATAATA
GTTATAGATTGATAAGTTGTAACACCTCAACCATTACACAAGCTTGTCCAAAAGTATCTTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAGATGTAACAATAAGACATTCAGTGGAAAAGGACCA
TGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCCACTCAACTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGGGGTAGTAATTAGATCTGAAAATTTCACGGAAAATACTAAAGTTATAATAGTACA
GCTGAATGAATCTGTGACAATTAATTGTACAAGACCCAACAATAATACTAGAAAAGGTATACATTTGGGACCA
GGGAAAACATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTGGAACAA
GCTGGAATAACACGCTGAAAAAGATAGTTGAGAAATTAGGAGAACAATTTGGGAACAACAAAACAATAATCTT
TAAACCCCCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAACAGCTC
CAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTACAGTGAGATTTGGGATAA
CATGACCTGGATGCAGTGGGAGAAAGAAATTGACAATTACACAAGCTTAATATACACCTTAATTGAGAAATCG
CAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTG
ACATAACACAATGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTGTTAGCTTGCTC
AATACCACAGCAATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGGGCTTTTAGAGCAA
TTCTCCATATACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>KF726016 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTATTGGGAAATGTGACAGAAGAGTTTAACATGTGGAAAAATACCATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTATGAATTGCACTGATGCGAAAAAAAATAATACTGAAAATGTTAATGGTACTGAAAATACTAACAGCAG
CATTGCCAATGGGACGGTAGACAAGATAGAAGGAGTAAAAAACTGCTCTTTCAATATCACAACAGACCTAAAC
GATAGGAAGAAGAAAGAATATGCACTTTTTTATACAGAGGATGTAGTACAAATAAATGATGAAAATAATAATA
ATAACACCAGCTATAGAATGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAATAACCTTTGA
ACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTACAATGTAACAATAAAAGCTTCACTGGG
AAAGGACCATGTGGAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATCTCACGGACAATGGCAAAAACAT
AATAGTACAGCTGAACGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACAT
ATAGGACCAGGGAAAACATGGTTTGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTA
GTAGAGCACAATGGAATAACACTTTAGGGAAGATAGTTGGAGAATTAAGAAAACAATTTAAGAATAAAACAAT
AGTCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTATAATGCACAGTTTTAACTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGATGCT
CTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGATATTTG
GAATAACATGACATGGATGCAGTGGGAAAAAGAAATTAGCAATTACACAGGAATAATATATGGCTTAATTGAA
GAATCGCAGATCCAACAAGAAAAGAATGAGAAAGAATTATTGGCATTAGATAATTGGGCAAATTTGTGGAATT
GGTTCGATATAACAAAGTGGCTGTGGTATATAAAAATGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGTTACTCACCATTATCATTTGCTGTTAGC
TTGTTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATTGAATTCCTACAAAGAATCTTTA
GAGCTATCCGCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KF726018 
GTTGCAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATGCCACTTTATTTT
GTGCATCAGATGCTAAAGCCTATGATACAGAAGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCGTTTGACTAATGCTTCTCAGTCTAACATTAGTAGTGATGCAAGAATGAAAAA
CTGCTCTTTCAATGTCACCACAAACATGAGAGATAAGGTGAAGAAAGCATATGCACTTTTATATAAACTTGAT
TTAGTACAAATAGATAGTAATAGTAGTAGTAGTGATAACTATACTACATATAGGTTGATAAGTTGTAATTCTT
CAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAAGCGGACCATGTACAAATGTTAGCACAGTACAATGC
ACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAA
TTAGGTCTGAAAATTTCACAAATAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGCAATTAACTG
TACACGGCCCAACAACAATACAAGAAAAAGGATAACTATGGGACCAGGGAGAGTATTTTATACAACAGGACAA



ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAAGAGTGGAATAACGCTCTAAAAAAGATAG
TTGTAAAAATAAGAGAAATTGGACAATTTAATAAAACAATAATCTTTAACCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGAAGCAATCTGGGATAACATGACCTGGATGGAGTGGGAAAAAGA
AATTAGCAATTACACACAAAAAATATACAGCTTAATTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACTA
GAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTCAACATAACAGAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATTGTGAATAG
AGTTAGGCAGGGCTACTCACCAATATCGTTAGCTGTTAGCTTGCTCAACGCCACAGCTATAGCAGTAGGTGAG
GGAACAGATAGGGTTCTAGAAGGAATACAAATCATTTGGAGAGCCTTTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTTGAAAGAATTTTAGTATAA 
>KF726021 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGCTACAGAGGTACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAGATTTTAACGCGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACATTACAATGCACTAATGTTAATCTTACTATAAATGGCACTAATGCTAATGTTACTAGAAATGACACTGG
TGGTGACATTACTGATAATGATAGTGGAATGAAAAACTGCTCTTTCAATATCACCACAGATGTAAGAGATAAG
GTGAAGAAAACAAATGCAATTTTTTATAACCTTGATATAGTACAAATAGACAATAGTACCAGCTATAGGTTGA
TAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATAAAACATTCAATGGAACAGGACCATGTAAAGATGTC
AGCACAGTACAATGCACACATGGAATTAGACCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTTTAGCAG
AAGAAGAGATAGTAATTAGGTCTGAAAATATCTCGAATAATGCTAAAACTATAATAGTACAGCTGAATGAAAC
TGTACAAATTCATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATGCAACAGACATAACAGGAGATATAAGAAAAGCATATTGTAGCATTAATGAAACAGAATGGTATAAAACTT
TAAGCAAGGTAGTTACTAAACTAAGAGAACACTTTAACAAAACAATAATCTTTAATCAATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTG
GAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTTATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGTCTACAATTTGGGATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTAGCAATTACACAAACTTAATATACAATTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGGATTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTTTAGT
GAATAGAGTTAGGCAGGGATATTCACCACTATCATTGGCTGTTAGCTTGCTTAATGCCACAGCTATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAAGTAGTACTAAGAGTTTGTAGAGCTTTACGCAATATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MH234643 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAATTGCACTGATAATTTGAGGAATGATACTACTACTAATAATAGTAGCGGGATAGGAGGAATAAA
AATGGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATAAGAGATAAGTTTCAGAAAGTA
TATGCACTTTTTTATAAACTTGATGTAGTACCAATAGAAAATAATGATACTAATACCAGCTATACCAACTATA
GGTTGATAAGCTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCTGCTGGTTTTGCGATTATAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAA
AATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAATTTCACGGATAATGCTAAAACCATAATAGTACAGCTGAA
CGAATCTGTAGTAATTAATTGTACAAGACCCAACAACAAGAGAACAAGAAGGATACATATAGGACCAGGGAGA
GCATTTTATACAGGGGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAGCACAATGGGATA
AAACTTTAAATCAGATAGTTATCAAGTTAAAAGAACAATTTGGGAATAATAAAACAATAATCTTTAATCAATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
RTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGGATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAACAATATACAACTTAATTGAAGAATCGCAGAACCAA
CAAGAAAAAAATGAACWAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATRATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTTTCGTTTGCCATTAGCTTGCTCAACGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGGCTTATAGAAGTAGTACAAAGAATTTGGAGAGCTATTCTCCACA
TACCTACAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ647145 



GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAATATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAGAATACTACTAATACCACTAGTAGTGGCGGGGAAATGATGGGGGAAGG
AGAAATGAAAAACTGCTCTTTCAACATCACCACAAGCTTAAAAGATAAGGTGCAGAGAGAATATGCACTTCTT
TATAAACTTGATGTAGTGCCAATAGAGAATGATGATAGTAATTCCAGATATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTCASCCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACGATAAGAGGTTCGAGGGAAAAGGGCCGTGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAACTGYTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGACAATTTCACGAACAATGCTAAAACCATAATAGTACAACTGAAAGAATCTGTAGAAATTAATTG
TACAAGGCCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGAGAA
ATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAGTACAAAATGGAATAACACTTTAAGACAGATAG
TTGGAAAATTAAGAGAAAAATTTGGGAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGACATAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCAGGATAAGATTTGGCATAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TAGCAATTACACAAGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTATCGTTGGCTATTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGTTATTCTCCACATACCTAGAAGAATAAGACAGG
GCGCGGAAAGGGCTTTGGTATAA 
>MH234640 
GCTGCAGACRATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGCATTGGTAAATGTGACAGAAAATTTTAACATGTGGACAAATAACATGGTAGAA
CAGATGCATGACGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGATTTGAAGAATACTACTAATACCAATGCTACTAATACTAATGCTAGTAGTTG
GGGAAACATAGAGAAAGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAACAGAAGAGGTAAGATGCAG
AAAGAATACGCACTTCTTTATAAACTTGATGTAGTACCAATAAATAATAGGACTAATACTAGTTATAGGTTGA
TAAATTGTGACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTG
TACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGATCAGGACCATGTAACAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTGATTAGATCTAAGAATTTCACGAACAATGCTAACACCATAATAGTACAGCTGAAGGAATC
TGTACAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACCAGGGAAAGCATTT
TATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAAAAAAGATTGGAATAACA
CTTTAAAACAGATAGTTATAAAATTAAGAGAAGAATTTAACAATAAAACAATAGTCTTTAATCAATCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTCTGGAAAGATACTTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGGATAACATGACCTGGATGGA
KTGGGAAAAAGAAATTAACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAGCAAGAA
AAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATACCATAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTGTAGAAATATTACAAAGAGCTTGTAGAGCTGTTCTCCACATACCTA
CAAGAATAAGACAGGGCTTTGAAAGAGCTTTACTATAA 
>AY505010 
GCTGTGGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATAAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATGTCACTACTAATACCACTGGTACTAATGTCACTAACAATGACAAAGGAGAAAT
AAAAAACTGCTCTTTCAACAGCACCACAGGCATAAGAGATAAGATGCAGCGAGAATATGCAACTTTTTATAAA
CTTGATGTAGTACAAATAGGTAACGGTACCCACTATAGGTTGATAAATTGTAACACCTCAGTCCTTACACAAG
CCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTG
TAATGAGAAAAAATTCAATGGGTCAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGGTAGTAATTAGATCTGAGAATT
TCACAAACAATGCCAAGACCATAATAGTACAGCTAAACACATCTGTAGAAATTAATTGTACAAGACCCAACAA
CAATACAAGGAAGAGTATACATATAGGACCAGGGAGAGCATTTTATACAACAGGACAAATAATAGGAGATATA



AGACAAGCACATTGTAACATCAGTAGAGCAAAATGGAATAACACTCTAAAACAGATAGTTGAAAAATTAAAAG
AACAATTTAAGAATAAGACAATAGTTTTTAATCACTCCTCAGGAGGGGACCCAGAAGTTACAATGCACACTTT
TAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTA
ATAAATCTCAGGAAGATATTTGGGATAATATGACCTGGATGCAATGGGATAGAGAAATTAACAATTACACAGG
CTTAATATACTCCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTAGAT
AAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCCATAGTGAATAGAGTTAGGCAGGGATACTC
ACCCTTATCGTTGGCTGTCAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAAGGAACAGATAGGGTTATA
GAATTCTTGCAAAGAGCTTATAGGGCTATTATCCACATACCTAGAAGAATAAGACAAGGCTTTGAAAGGGCTT
TGCTATAA 
>KU168257 
GCCACAGAACAAACGTGGGTCACAGTATATTATGGGGTACCGGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTATTGGTAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGTAGTAATGCATGTTTTAATACTACTAATGGTAATACTACTAATAGTAATACTAATAATAC
CAAGTGTAGGGTTAAGGAAACTGAAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCAGACGAGATAAA
ATGCAGAAAGAATATGCACTTTTTTATAACATTGATGTAACACCAATAGGTAGTAGTAATTCAAGCTTTACTT
TGGTAAGTTGTAACACCTCAGTAATTACACAGGCCTGTCCAAAGGTAAGCTTTGATCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTACAATGTAATGACAAGAAGTTCAATGGAAAAGGACCATGTGAAAAT
GTAAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAT
CAGAAGGAGAGGTAGTACTTAGATCTGAAAATTTCACAAACAATGCTAAAACTATAATAGTACAGCTGAATGA
ATCTGTAATAATTAATTGTACAAGACCTAACAATAATACAAGAAAAAGTATATCTATAGGACCAGGGAGAGCA
TTTTATACAACAGGGGATATAATAGGGGATATAAGGCAAGCACATTGTAACCTTAGTGAAGCACAATGGAATA
ATACTTTAAAAAGGATAGCTACAAAATTAAGAGAACAATTTGGAATTAATAAGACAATAATCTTTAATCAGTC
CTCAGGAGGAGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAGTTCAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATCT
GCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTCAAAAAGAGATTTGGGAGAACATGACCTG
GATGCAATGGGAAAGAGAAATTGACAATTACACAAGCTTAATATACACCCTAATTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACAGGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTAAATAGAGTCAGGCAGGGATACTCACCCTTATCATTCGCTACTAGTTTGCTTGATGCCACC
GCTATAGCAGTAGCTGAGGGGACAGATAGGATCATAGAAATAATACAAAGAATTGGTAGAGCTATCCTTCACA
TACCTAGAAGAATAAGACAGGGCTTAGAAGTTGCTTTGCTATAA 
>KU168258 
GCTGGAGAACAATTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAGAGACGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAATATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTAGTAAATGGTACTGGTACTGATAATAATGTCAGGGGGGAAAGGATGAAGGA
AGGAGAAATCAAAAACTGCTCTTTCAATATCACCACAGCCATAAGAGATAAAGTGCAGAAAGCATATGCAACT
TTTTATAGGCTTGATATAGTACAAATAGAAAGCAATAGTAGTTATTATAGGTTGATAAATTGCAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAGAGAGAAGGAGTTCAATGGAACAGGACAATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAAAGGAGGTAGTAATTA
GGTCTGCAAATTTCTCAGACAATACTAAAACCATAATAGTACAGTTGAACGAAACTGTAGAGATTAATTGTAC
AAGACCCAACAACACTACAAGAAAAGGTATAGCTATAGGACCAGGGAGAAAATTTTATACAGCAGAAAAAATA
ATAGGGGACATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAGCACCTTAGAAAAGATAGTTG
ACAAATTAAGAAAAAAATTTAATAAAACAATAATCTTTAATCAACCCGCAGGAGGGGACCTAGAAATTGTAAC
GCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTATAT
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATA
GTTGGAGTAATAATAAATCTCTGGATAAAATTTGGAAAAACATGACCTGGATACAGTGGGAAAGAGAAATTGA
GAATTACACAGGAGTAATATACAGCTTACTTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTA
TTGGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTATCGTTTGCAGTTAGCTTGCTCAATACTACAGCCATAGTAGTAGCTGAAGGGACA
GATAGGATTATAGAAGCATTGCAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KU168259 



GCTAAAGAACAAATGTGGGTCACAGTCTATTATGGTGTACCTGTGTGGAAAGAGGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACTGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTATTGACAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTACAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACCTTAAACTGTACTAATTATTTGGTGAATACTACTAATAATAATACTATAGATAATGCTACTATAGGAGA
AATTAAAAACTGCTCTTTCAATATCACCTCAAGTATAAGAGATAAGATGAAGAAAGAATCTGCACTTTTTTAT
AAAGATGATTTAGTACCAATAGGAAATAATAATGTTAGCTATAGGATAATACATTGTAATACCTCAGTCATTA
CACAAGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAAAAGTTCAATGGATCAGGAACATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGGTAGTAATTAGATCTG
CCAATTTTACAGATAATGCTAAAACTATAATAGTACAGCTGAATGAATCTGTAATAATTAATTGTACAAGACC
CAACAACAATACAAGACAAAGAATATCTATAGGACCAGGAAGAGCATTTGTTGCAGGAAGAGCTATAATAGGA
AATATCAGACAAGCACATTGTAACATTAGTAGAACAGCATGGAATAAAACTTTACAACAGATAGCTAGAAAAT
TAACAAAACAATTTTCAAATAGAACAATAATCTTTAATTCATCCTCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGAT
CAACGGCTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCTAGATCAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTAACAATTA
CACAGGTATAATATACAACTTAATTGAAGAATCGCAGAACCAACAAGACAAAAATGAACTAAATTTATTAAAA
TTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTTGCTGTTAGCTTGTTCAATGCCACAGCTATCGCAGTAGCTGAGGGAACAGATAGG
GTTATAGAAGTAGTACAAAGAGCTTTTAGAGCAATTCTCCACATACCTACAAGAATAAGACAGGGTTTGGAAA
GAGCTTTACAATAA 
>JF680931 
GTTGTAGGAAACCTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTAATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGCATGATGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTGACCCCACTCTGTG
TTACTCTAAATTGTGTTGATTTTAATGGGACTGCGAATGCTGATGGGACTGCGAATACTACTATTAGCATCGG
GGAGAGAATGAAGGCAGGGGAAATAAAAAACTGCTCTTTCAATATCACAACAAACATAAAAGATAGGTTTCAG
AAATACAATGCTCTTTTTTATGCACTTGATATAGTACCAATAGATAATGAGAATAGTACAGTTAATGGTAGTA
GAACATATAGGTTGACAAGTTGTAACACCTCAGTCGTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGAGAAGAATTTTAATGGATCAGGA
CCGTGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTGA
ATGGTAGTATAGCAGAAGAAGAAGTAGTAATTAGATCTGCCAATTTCTCTAACAATGTTAAAACCATAATAGT
ACATCTGAATGAAACTGTAGTGATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACCTATAGGA
CCAGGGAGAGCATTTTATGCAACAGGAGAGGTAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGTG
CAGACTGGAATAAAACCTTAGGACTGATAGCTCAAAAATTAAGAGAACAATATGGAAGGAATAAAACAATAAG
CTTTACTCAACCCTCAGGAGGGGACCCAGAAATTGTAACGCACTCTTTTAATTGTGGAGGGGAATTTAAGCAG
CTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAGCAGCTCCTGGGACTTTGGGGTTGCTCGG
GAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCCCTGGGTGATATTTGGGA
CAACATGACCTGGATGCAGTGGGATAGAGAGATTAACAATTACACACAATTAATATATAGTTTAATTGAAGAA
TCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGT
TTAGCATAACAAACTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTGCTTTCTATAGTAAATAGAGCTAGGCAGGGATACTCACCATTATCGTTGGCTGTTAACTTG
TACAACGCTATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAAGTATTACAAAGAATTGGTAGAG
CTTTTAGGACAGAGCTTTGAAAGGGCTTTGCTATAA 
>KC834604 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAATACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAGTCCACAAGAAGTATTATTGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATCATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTTTGTG
TTACTTTAGATTGCATTGATTTAAAAAAGAATGATACTAATACTACTACTACTAATCATACCACTATTACTAA
TAGTACTGGGAAAATGAGAGAAGAAATGAAAAACTGCTCTTTCAATATTACCACACCTATAAGAGATAAGATA
AAGAAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGATGATGAAAAAAGTAATAGTACTAGCT
ATAGATTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTACTGTGCTCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGATGTTCAATGGATCAGGACCATGT
AAAAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAGGAAGAGGTAGTAATTAGATCTCAGAATCTCACAAACAATGCAAAAACCATAATAGTACAGCT
GAATGAATCTGTAGTAATTAATTGTACAAGACCCGGCAACAATACAAGAAAAAGTATACATATGGGACCAGGG



AGCTCAATCTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCACAAT
GGAATAACACATTAAGACAGATAGCTATAAAATTAAGAGAACAATTTAATAAAACAATAAGCTTTAATCGATC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAGACTCATTT
GCCCCACCGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATGGACAGATTTGGGATAACATGACCTG
GATGGAGTGGGAAAGAGAAATTCAAAAGTACACACATATAATATATGGCTTAATTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAGACCTGTGGTCTTGGTTTGATATATCAA
ACTGGCTGTGGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGT
AATTTCTATAGTCAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAGCTTGCTCAATGCCACA
GCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTATAA 
>KC834602 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGACAGAACCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAACAAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCGGGTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCAATAATGTTACTTTGAATGCCACTGGTAGTAATAATACCGCTAGTAGTAATATCACTAT
TATAGGAGAAATGAAGAACTGCTCTTTCAATATCACCACAAACATGAGAGATAAGATGAAAAAAGAATATGCA
CTTTTTTATAACCTTGATTTAGTACCAATAGATGAAGGTGGTAAAAATAAGACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCTCC
AGCTGGTTTTGCGATTCTACAATGTAATGATAAGACATTTAATGGGAGTGGGCCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACAAACAATGTTAAAACCATAATAGTACAGCTAAATGAATCTGTAGT
AATTAATTGTACAAGACCCAACAACAATACACGAAAAAGTATTTCTATTGGAGCACCAGGAAGAGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGGGCAGGCTGGAATAACACTT
TACAAAAGATAGTTGAAAAATTAACAAAACAATTTGTAAATAAATCAATAATCTTTAAGCCTCCCATCAAAGG
AGGAGATCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCA
CTGCTGTGCCTTGGAATTCAAGTTGGAGTAATAAGTCTCTAAATGACATTTGGGATAACATGACCTGGATGCA
GTGGGAGAGAGAAATCAATAATTACACAGATATAATATACAGATTAATTGAAGAAGCGCAAATCCAACAGGAA
AAGAATGAAAAAGACTTGTTAGAATTGGATTCGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCACATTGGC
TGAGGTATATACAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTAATTTC
TATAGTAAAAAGAGTTAGGCAGGGGTACTCACCATTATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTATAA 
>KT452273 
GGTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTGATTATGTAAAGAATGCCACTAATACCACTAATAATGGCTGGAAAATAATGGAAAA
AGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAGACATAAGAGATAAGATAAAGAAAGAATATGCACTT
TTTTATAGCCTAGATATAGTACCAATAGATAACAATAATAATGGTAATACCAGCTATAGGTTGATAAGGTGTA
ACACCTCAGTCCTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTTAATGGAAAGGGACAATGTAACAATGTCAGCACAGTA
CAATGTACACATGGAATTAGACCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGCCTAGCAGAAGATGAGG
TAGTAATTAGATCTGACAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAAAAAT
TAATTGTATAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGGAGATCATTTTATGCAACA
GGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAGAATGGAATAAAACTTTAGAAC
AGATAGTTCAAAAATTAAGAGAAGATAAACAATTTCAAAATAAAGCAATAAAGTTTGATAACTCCTCAGGAGG
GGACCCAGAAATTGTAACGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGACATGATTTGGCAGAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGACAATTACACAGATTTGATATACAGATTAATTGAAAAATCGCAAAACCAGCAAGAAAAG
AATGAACAAGAATTATTAGAATTAGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAATAGGATTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTATTAGCTTGCTTAACGCCACAGCCATAGCA
GTAGGTGAAGGGACAGATAGGGTTATAGAAGTAGTTCAAAGAGTTTTTAGAGCTTTTATCCATATACCTAGAA
GAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT452314 



ACTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGCACTGGAGAATATAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACTTTGCACTGATTTGAGGAATGCCACTAATACCACTGCTACTACAAACGGTAGTAACCAGGCCCA
TTCTAATAGTAGTAATGGGACACCAACGGAGGGAGGAGAAATGAAAAATTGCTCTTTCAATGTTACCACAAAC
ATAGGAGATAAGGTAAAGAAAGACTATGCACTTTTTTATACACTTGATATAACAAAAATAGGTAGTGAAGATA
ATAATAATAGTCAGAGTAACTATACTAGCTATAGGTTGACAAGTTGTAATACCTCAATCATTACACAGGCCTG
TCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGA
GATCCGAAGTTCAGTGGATCAGGACCATGTAAGAATGTCAGTTCAGTACAATGTACACATGGAATTAGGCCAG
TAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAAAAGAAGATGTAATGATTAGATCTGCCAATTTCTC
GGACAATGCTAAAATCATAATGGTACATCTAAATGAAACTGTAAACATTACTTGTACAAGACCCAACAACAAC
ACAAGAAAAAGCATACCTGTAGGACCAGGCAGCTCGTTTTATGCAACAGGAGACATAATAGGAGATATAAGAC
AAGCACATTGTAACATTAGTAGAGGAAGGTGGAATAACACTTTAAAATTGATAGTTAGAAAATTAAATGAACA
ATTTAATAACCAATCTAATGAACAAAATAATAAAACAATAATCTTTAAAGAACCTTCAGGAGGAGACCCAGAA
ATTGTATTGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGAT
ACCTAAAGGATCAACAGCTCCTGGGAATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTG
GAATGCTAGTTGGAGTAATATATCTTATGATAACATTTGGGGGAACATGACCTGGATGCAGTGGGAAAAAGAA
ATTGATAATTACACAGGCTTAATATACACATTGCTTGAAGAATCGCAACACCAGCAAGAAAAGAATGAACTAG
AATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAG
AATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTATTTTCCATAGTGAATAGA
GTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAACGCCACAGCAATAGCAGTAGCTGAGG
GGACTGATAGGATTCTAGAAGTAGTACAAAGAGGCTTTAGAGCTATTCTCCACATACCTACACGCATAAGACA
GGGCTTGGAAAGGGCTTTGCTATAA 
>KT452341 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAACAAGAAATGAAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTACATAAGAATAGCACTAATTTAAATAAGACTAGCACTTTGTCAAACGAGAC
TAAGCTCAATAGTAGTATGTGGCAAGATATGAAAAACTGCTCTTTCAATGTCACCACAGGAAGAAGGAATAAG
ATGCAGACAGAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGACCATGATAATACAAGCTATACTT
TGATAACTTGTAACACCTCAGTCGTTACACAGGCTTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCAATTTTAAAGTGTAATGATAACAAGTTCAATGGATCAGGACCATGTACAAAT
GTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAGCTATTGTTAAATGGCAGCCTAG
CAGAAGAAGAGATAGTAATCAGGTCTGAAAATTTCTCGAACAATGCTAAAAGCATAATAGTACAGCTGAAGGA
ACCTGTAGTAATTAATTGCACAAGACCCAACAACAATACAAGAAAAAGTATAAGTTTCGGACCAGGAAGTACA
ATTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTACCGTTATTGAAGAAAAATGGAATA
ATACTTTAAGACAGATAGCTAAAAAATTAAGTGAAAAATATAATAATGCAACAATAAACTTTACTCAGCACTC
AGGAGGGGACCCGGAAGTTATATTGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTGCAGTGCCTTGGAATGTTAGTTGGAGTAACAAATCTTATAAAGAAATTTGGGAGAACATGACCTGGAT
ACAGTGGGAAAAAGAAATTGACAATTATACAGGGGTAATATACAGCTTAATTGAAGAATCACAGAACCAGCAA
GAAAATAATGAAAAAGAATTAATGGAATTGGATCAGTGGGCAAGCCTGTGGAGTTGGTTTGATATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATTGTCTTTGCTGTACT
TTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCATTGTCGTTGGCTGTTAGTCTGCTTAATGCCACAGCT
ATCGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAGGAATTGGTAGAGCTATTCTCCACATAC
CCAGAAGAATAAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>KT452551 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGACTTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTAATACCACTAGGAGTAATGCTACTACTACCAATACTACTACCAATAATAC
TAGTACCAGTAGTAGTATAGAGGAAATCAGAGGAGAAATAAAGGACTGCTCTTTCAATATCACCACAGAAATA
AGAGATAAGGTGCGAAAAGAATATGCACTTTTTTATAGACTTGATGTAGTACAAATAGAACATAATGAAAACA
ATACCAGTAATGGAGACTATACCAGTTATAGGCTGATAAATTGTAACACCTCAGTCATTACACAAGCCTGTCC
AAAGATATCCTTTGAGCCCATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCACTTCTAAAGTGTAAAGAT
AACAAGTTTAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TGTCAACTCAACTGCTGTTGAATGGCAGTCTAGCAAAAGAAGAGGTAGTAATTAGATCTGAGAACTTCACAAA



CAATGCTAAAATCATAATAGTACAGCTGAATGAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACA
AGAAAAAGTATACACATAGGACCTGGAAGAACATTCTATGCAACAGGAGACGTAATAGGAGACATAAGACAAG
CACATTGTAACCTCAGCAGCACAAAATGGAATAACACTTTAAAACAGATAGTTGGAAAATTAAAAGAACGAAT
TGGGAACAAAACAATAATCTTTAATCAGTCCTCGGGAGGGGACCCAGAAATTGTAATGCACAGTTTTATTTGT
GGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAG
GAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTAGCTTGGAATGCTAGTTGGAGTAATAGATC
TCAGGAGGAGATTTGGCATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATA
TACACCTTACTTGAAGACTCACAAAATCAACAAGAAAAGAATGAACAAGACTTATTAGCATTAGATAAGTGGT
CAAGTTTGTGGAGTTGGTTCAACATATCAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTA
TCGTTCGCTGTTAGCTTGTACAATACCATTGCTATTGCTGTAGCTGAAGGGACAGGTAGGATTATAGAAATAG
TACAAAGAACTTGTAGAGCTATCCTCAACGTACCTACTAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATA
A 
>KT452612 
GCTGCAGAACGATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACGCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTGACCCCACTTTGTG
TTACCTTAAATTGCATTGACTACGTGAAGAATGATACTAATACCAACAATAATAGAACCACCAATAGTAGCGA
GAGAGTAGTGAAGGAAGTGGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCTTAAGAGATAGGATAAAA
AAAGAATATGCACTTTTTTATGAAGGTGATGTAGTATCAATGGATAATGATAATAGTACTGATAATAGTACTA
ATAGTACTAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATC
CTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAGTTC
AATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAGTGCACACATGGAATTAGACCAGTAGTGTCAACTC
AATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATTTCTCGAACAATGCTAA
AAACATAATAGTACAGCTGAATGAATCTGTAGCAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATACATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGAAGTAATAGGAAATATAAGACAAGCACATTGTA
ACCTTAGTAGAGCACAATGGAATAAAACTTTAGAACAGGTAGTTACAAAATTAAGAGAACAATTTGTGAATAA
AACAATAATCTTTAGTTCATCCTCAGGAGGGGATCCAGAAATTGCAATGCACAGTTTTAATTGTGGAGGGGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATGTGGG
GTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTGGGGTGC
AATTTGGGAGAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAGGTTTAATATACACCTTA
CTTACAGAATCGCGAAACCAGCAAGAAAAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGTTTGT
GGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGGTAGG
TTTAAGGATAGTTATGGCTGTATTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTGGCC
ATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGCACAAAGGG
CTTTTAGAGCTATTATCCGTATACCTACAAGAATAAGACAGGGTTTGGAAAGGGCATTGCTATAA 
>KT452359 
GCTGCAGGAAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAGGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCTAAAGCAATTTCTACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTAGTATTAGAAAATGTGACAGAAAATTATAACATGTGGAAAAACAACATGGTAGAA
CAAATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAGATTGTACTAACTTAAATACTACTACTAATGCCACTACCACTAATAGTAATGGAAAAACAATAAA
GGAAGGAGGAATGAAAAACTGCTCTTTCAATATCACCACAAGCATGAGAAGTAAGATGAAAAAAGAACATGCA
CTTTTTTATACACTTGATATAGTACCAATAGATAGAAATGAGACCAAGTATAGATTAATAAGTTGTAATACCT
CAGTTGTCACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGTAGAAATGTCAGCACAGTACAATGC
ACACATGGAATTAAGCCAGTAGTATCAACCCAACTACTGTTAAATGGCAGTTTAACAGAAGAGCAGGTAGTAA
TTAGATCTGAAAATTTCACAAACAATGCTAAAACTATAATAGTACAGCTAAATGAATCTATAGTAATTAATTG
CACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGAAAGCATTTTATACAACAGGAGAA
ATAATAGGAGATATTAGACAAGCACATTGTAACATTAGTGGAACAAAATGGAATAACACTTTAAAGCTGATAG
TTGAAAAATTAAGAGAACAGTTCGGAGGTAATAAAACAATAATCTTTGAACCACCCTCAGGAGGGGATCCAGA
AATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCCGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAGATCTTACAATGAAATTTGGAATAACCTGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGACATAATATACACCTTAATTGAAAAAGCGCAAAACCAACAAGAAAAGAATGAACAA
GAACTATTAGAATTGGATAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATTA
AAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTTAATGCCATAGCAAGAGCAGTAGCTGAG



GGGACAGATAGGGTCATAGAAGCAGTACAAAGAATTCTTAGGGGTATTCGCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>KT452109 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAATTAGAATTGAAAAATGTAACAGAAAAATTTAACGCATGGAAAAATAACATGGTAGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGAAACTAACCCCACTCTGTG
TCACTTTAGAATGTAATGATTATAATGCTACTAGCACCAATGTTACTAATAACAATAGTAGTATAAAGGGAGA
GGCGGGGATGAAAAACTGCTCTTTCAATATCTCCTCAGGCATAGGAGATAAGGTGAAGAAAGAAAATGCATTT
TTTTATAACCTTGATATAGTACAAATAAAAAATGAGAGTGATAAAAATAATAGTTATAGGTTGATAAGTTGTA
ATACCTCAGTCATTACACAGGCCTGTCCAAAAATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGC
TGGTTTTGCGATTCTAAAATGTAAGGATAAAAAGTTCAACGGAACAGGAGAATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGTATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGG
TAGTAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTGCAGCTGAACACATCTGTACAAAT
TAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATAAATCTAGGACCGGGGAGTGCCTTTTATGCAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAGTCAATGGAATAACACTTTAGCAC
ACATAGTTGGAGAATTACAAAAACAATTTAGGAATAAAACAATAATCTTTCAACCCCCCGTAGGAGGGGACCC
AGAAATTGTAACGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGAGATCAACAGCTCCTGGGGATGTGGGGCTGCTCTGGAAAACTCATTTGCACCACTAATGTAG
AGTGGAATACTACTTGGAGTAATAAATCCCTGAGTGAGATTTGGGATAACATGACCTGGATAGAGTGGGAAAG
AGAAATTGGCAATTACACAGACTATATATACACCTTAATTGAAGAATCGCAACGCCAACAAGAAAAGAATGAA
CTAGAATTATTAAAATTGGATCAATGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATA
TTAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTAAA
TAGAGTCAGGCAGGGATACTCACCATTACCGTTTGCTGTTAGCTTGTTTAACGCTATAGCCATAGCAGTAGCT
GAGGGAACAGATAGGATTATAGAACTAATACAAAGAATTGGTAGGGCTATCCTCCATATACCTAGAAGAATCA
GACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KT452090 
GCAGAAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAACAATCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGACCC
CAGCCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCTCTCTGTGTTA
CTTTAAATTGTACTGAGTTAAAGAATGATAATAGTACCACTAATGCTACAAGTTTTAGTGGGAAAATGAGAGA
AGAAATGACAAACTGCTCTTTCAATATTACCACAGTCCTAAAAGATAAGGTGAAAAAAGAATATGCACTCTTT
TATAAACTTGATGTAATATCAATAGGCCAGAATACTACCAAATATAGGTTGATAAATTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTACTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAATGTAATGATAAGAAGTTTAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGACAGTAATTAGGT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTGCAGCTAAAAACACCTGTAGTAATTAATTGTACAAG
ACCCGGCAACAATACAAGAAGAAGTATACCTATGGGACCAGGGAAAGCATTTTATGCAACAGGAGATATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTAGAAAAGAATGGAATGACACTTTACAACAGGTAGTTGGAA
AATTAAGAGAACAATTTGGAAATAAAACAATAGTCTTTAATCAATCCTCAGGTGGAGACCCAGAAATTGTAAT
GTACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCTTTGGAATGATA
GTTGGAGTAATAAATCTCTGGACACGATTTGGAAAAACATGACCTGGATGCAGTGGGAAAGAGAAATTGAAAA
TTATACAGGCATAATATACAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGAATTATTG
GAATTAGATAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCCATAGCAGTAGGTGAGGGAACAGAT
AGGATTATAGAAATAGTACAAAGAATTTTTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGCTATAA 
>KT452407 
GCTAAAGAAGATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCCAAAGCGTATAACCCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGTTAGATTTGAAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGCGGATATAATCAGTCTATGGGATCAGAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAACTGCTCTAAAGTGAATGTTACTAGTACTGCTGGGAATACTACTAGTAACACTAATGGTAACAA
TACAATAGTGGGGGAAGAAGACATAAAAAACTGCTCTTTCAATGTCACCACAGGAATAAGAGATAAGGTAAAG
AAAGAATATGCATTGATGTATAAACTTGATATAGTATCAATTGACGGTAGTAATACTAGCTATAGGTTGACAA
GTTGTAATACCTCAGTCATTACCCAAGCCTGTCCAAAGATGACCTTTGAACCAATTCCCATACATTACTGTAC
CCCAGCTGGTTTTGCTCTCCTAAAATGCAAGGATAAAAAATTCAATGGAACAGGCCCATGCAAAAATGTCAGC



ACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTGACAGAAG
ATGAGGTAGTAATTAGATCTGCCAATTTCTCGGACAATGCTAAAACCATAATAGTACAACTGAATACAACTGT
AAACATTACTTGTGTAAGGCCCAACAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTAT
GGAACAGACATAATAGGAGATATAAGACAGGCACATTGTAACCTTAGTAGAACAAATTGGACTAACACTTTAG
GACAGATAGTTAAAAAATTAAGAGAACAATTTGAGAATAAAACAATAGTCTTTAACCGCTCCTCAGGAGGGGA
CCCAGAAATTGAAACGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTAGGTATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAGATCTGTGGATCAGATTTGGCAAAACCTGACCTGGATGCAGTGGGA
AAGAGAAATTGAAAATTACACAGGCTATATATACACCCTAATTGAAGAAGCACAACACCAACAAGAAAAGAAT
GAACAGGACTTATTGGCATTAGATCACTGGGCAAATTTATGGAGCTGGTTTGACATATCAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTATTTTCTATAGT
AAGTAGAGTTAGGCAGGGATATTCACCATCCTTGTTTGCTGTTAGCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAGGGGACAGATAGGGTTGTAGAAGGATTGCAAAGGGCTTTTAGAGCTGTTATCCACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCCTTGCTATAA 
>KT452194 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAGATTTTAATATGTGGAAAAATGACATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAATTCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTAGTAATGCTGTGAATAATAGTACTAATAATAATAGTACTACTATTAGGGCTAATAGTAC
TAATAATAATAGTACTGCTATTAGTATGGACATGGAGCCAGGAGAACTAAAAAACTGCTCTTTCAATATCACC
ATAGCCATAAAAGATAAGGTGCAGAAAGAATATGCAATATTTTACAGACTTGATGTAGTACCAATAGAGAATA
ACAGTACATATTATAGGTTGATAAATTGTAACACCTCAGTCATCACACAAGCCTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCTAAAGTGTAACCAGAAGGAATTCAATGGA
ACGGGAAAATGTAACAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGC
TGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGTCAATTTCTCGGACAATGCTAAAACCAT
AATAGTACAGCTGAATGAAACTGTAGAAATTAATTGTACAAGACCTGGCAACAATACAAGGAGAGGTATACAT
ATTGGACCAGGGAGAGCAATGTATACAAATAACATAGTAGGAGATATAAGACGAGCCCATTGTAACATTAGTG
GAGAAAAATGGCATAACACTTTAAAACAGATAGTTAAGAAATTAGGAGACCAATTTCCAAATGCAGAAAATAT
AACCTTTAGAAATTCATCAGGAGGGGACCTAGAAATTACAACACACAGTTTTAATTGTAGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGCTTTGGGGCTGCT
CTGGAAAACTCATCTGCAACACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTCTAAACGAGATTTG
GGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGGTATAATATACTCCTTAATTGAA
GAAGCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTAGAATTAGACAAATGGGCAAATCTGTGGAGCT
GGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGC
TTGCTCAATGCCACAGCCATAGCAGTAGCTGAAGGAACAGATAGGGTTATAGAAGTGGTACAGAGAATTTTTA
GAGCTTTTCTCCATATCCCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KT452218 
GCTGCAGATAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGACACAACAACTACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTGAAGAATATGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTTCCTTACGTTGCTCTGAGCTGCAGAATGTTACTAATACCACTAATGATAGCCTAGGAGCGATGAAGGATAT
GATGAGAAACTGCTCTTTCAATGTTACCACAGGCCTGAAAAATAAGATGCGGAAAGGATATGCACTTTTTCAT
AGCCTTGATTTAGTACCCATAAACAACCGTAAGAATAAAAATAATAACAATAATACTACTAAATATAGGTTGA
TAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTG
TACCCCAGCTGGCTTTGCAATTATAAAGTGTAATGATAGGAAGTTCAATGGATCAGGACCATGCACAAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGCAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAG
AAGAAGAGGTAGTAATTAGATCTGAAAATTTCACAGACAATGCAAAAACCATAATAGTACAGCTAAAAGAACC
TGTAGTAATTAATTGTACAAGACCTGGCAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAGCATTT
TATACAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAACACAATGGAATAACA
CTTTAAAACAGATAGTTGCAAAATTAAGAGAACAATATAACAATAAAACAATAATCTTTAATCAATCCACAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTTCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGACATTTGGAATAACATGACCTGGATGCA
GTGGGAAAGAGAAATTGACAATTACACAGACATAATATACAACTTAATTGAAAAAGCACAAAACCAACAAGAA
AAGAATGAACAAGAATTATTGGAGTTAGATAAATGGGCAAATTTATGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTATACTTTC
TTTAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTAGCTGTTAGCTTGCTTAACGCCATAGCCATA



GCAGTAGGTGAGGGGACAGATAGGATCATAGCATTTATACAAAGAGCTTGTAGAGCTATCCTCCACATACCTA
CACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT452245 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGCAAATGCTACTCATGCCAATAGTAGTTGGGGGAGGATAGAGCAAGGAGAGAT
AAAAAACTGCTCTTTCAATACTACCACAGACAGAAGAGATAAATTTCAGGAAGAATTTGCACTTCTTTATAAA
CTTGATATAGTAAAAATAGATAATGAAGGTAACGACACTTATAGGTTAATAAATTGTAACACCTCAGTCATTA
CACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGATTTGCGATTCT
AAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAATACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGGTCTG
AAAATTTCACAAACAATGCTAAAACCATAATAGTGCATCTGAATGAATCTGTACAAATTAATTGTTCAAGACC
CAACAATAATACAAGGAAAAGCATAAATATAGGACCAGGGAGAGCATTTTATGCAACAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAACAGACTGGAATAACACTTTAAAAAAGATAGTCACAAAATTAA
GAGAACTAGTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAG
TTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAGCGGATCAG
CAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCGGTGCCTTGGAATGCTAGTTGGA
GTAATAAAACTCAAGATATAATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACAC
AGGCCTAATATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAAAATGAAAAAGACTTATTGGAATTG
GATAAGTGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGCGAATAGAGTTAGGCAGGGATA
CTCACCATTATCGTTTGCTATTAGCTTGCTCAACGCCACAGCTATAGCAGTAGCTGAAGGGACAGATAGGATT
ATAGAAATAGTACAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>MN486011 
GGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGTAGATGCAAAAACTACTCTATTCTGTG
CATCAGAGGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCGCTCTGTGTCA
CTTTAAACTGTATAACTGCAACACTTAATGTTACAAGAGATAATGCTACAAATGATAATGTTACAGTTGGTAA
CATGACAGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAATGATAAGAAAAATAAGGTATAT
GCACTTTTTTATAAGCTTGATATAGTACCACTTGGGGGGAATGGGAGCTCAGAGAATGAGAGCTATAGATTAA
TAAATTGCAATACCTCATCCATAACACAGGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGCTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGGACGGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAATTACTGTTAAATGGTAGTCTAGCAG
AAGAGGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATCATAGTGCATTTAAATGAATC
TATACCCATTGAATGTATAAGACCAGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTC
TATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAAAATTAAAGAAGACATATGGAATAAAA
CTTTACAAAGAGTAGCTATAAAATTAAATGAACACTTTAATAAAACAATARAATTTAAAGCATCCTCAGGAGG
GGACTTAGAAATTACAACACATAGCTTTAACTGTAGAGGAGAGTTCAAGCAACTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTT
CAGTGCCTTGGAACGCTAGTTGGAGTAATAGATCTCAAAACTATATTTGGGACAACATGACCTGGATGCAATG
GGATAGAGAAATTAGTAACTATACAAACACAATATACAAATTGCTTGAGGACTCGCAAAGCCAGCAGGAACAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTAACATAACAAAGTGGCTGT
GGTATATAAAAATATTTATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTA
GTAGCTGAAGGAACTGATAGGATTATAGAGTTAATACAAAGAATTTGTAGAGCTATCCGCAATATACCTAGAA
GACTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ912708 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGGAAGAAGCAAAAACTACTCTGTTTT
GTGCATCAGATGCTAAAGCTTATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTGGAT
CAGATGCATCAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACGAATGTTATCAGTAATGATACTACTAACATCAATAGTACCATAGAGGGAGACATGAA
AAATTGTTCTTTCAATACAACCACAGAACTAAGAGATAAGAAACAGAAGGCACATGCACTTTTTTATAGACTT
GATGTAGTACCACTTACTGAGGGGAATAACAATGGTAATTATAGTAATTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGT



ACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAA
TTAGATCTGAAAATCTGACAGACAATGTTAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATCCGTAGGACACAATGGAATACAACTTTACAAAAGATAA
GAGAAAAATTAGCAGAGCACTTCCCTAATAAAACAATAGAATTTGCAAAATCCTCAGGAGGGGACCTAGAAGT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGA
ACGCTAGTTGGAGTAATAAATCTCAAGAGGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAAT
TAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAGAACCAGCAGGAAAACAATGAAAAGGAT
TTGCTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGT
CAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAATCTGCTTGATACCACAACAATAGCAGTAGCTGAAGGA
ACAGATAGGATTCTAGAATTAATACAAAGACTTTGTAGAGCTATCCGCAACATACCTAGAAGAACAAGACAGG
GCTTTGAAGCAGCATTGCAATAA 
>EU191613 
AGAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTTTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGACCC
CAACCCACAAGAAATGGAGTTACCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTGTTA
CTTTAAACTGTAGAAATGCTAGTGCTACCAATGCTACCAAAATAGAATCAGGGATGGATGGAGAAATACAAAA
TTGTTCTTTTAATATGACCACAGAACTGAGAGATAAGAAAAGGAAAGTACATGCACTTTTTTATAGACTTGAT
ATAGTACCACTAAATAATAAAAATAATACCAGTAATGATAATAGGACTAATGAGTATAGATTAATAAATTGTA
ATACCTCAGCCATAACCCAAGCTTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAATGTAATAATGAGACGTTCAATGGAATAGGACCATGCAAAAATGTCAGCACAGTA
CAATGTACACACGGAATTAAGCCAGTAGTATCAACTCAACTCCTGTTAAATGGAAGCCTAGCAAAAGGAGAGA
TAATAATTAGATCTGAAAATATAACAGATAATGTCAAAACAATAATAGTGCATTTTAATGAACCTGTAAACAT
TACATGTGAAAGACCCAACAATAATACAAGAGAGAGTGTACGGATAGGACCAGGACAAGCATTCTATGCAACA
GGTGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGAGAAATGGAATAGAACTTTACAAA
ATGTAACTAGAAAATTAAAGGAACACTTTCCTAACAAAACAATAAGCTTTGCACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGGGTCCTGGCTATAGAG
AGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTAC
CTTGGAACTCTAGTTGGAGTAATAGATCTCAAAATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTGAAAATTACACAGGAACAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAA
AAAGATTTACTAGCATTGGGCAAGTGGGACAATTTATGGAATTGGTTTGGCATAACAAGATGGCTGTGGTATA
TAAAAATATTCATAATGATAATAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTCTAGAATTACTACAAAGAATTTGTAGAGCTATTTGCAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MH746230 
GTGGGGGGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCATGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGCTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGACATAATCAGTTTATGAGGTCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACACTGTAGTAATGTTACCCTCAATGATAATACTATGAATGGTACTAATATCCTCAATGAAGAAAT
GAGAAATTGCTCTTTCAATATAACCACAGAATTAAGGGATAAGAAAAAGCAGGAATATGCACTTTTCTATAGA
CTTGATATAGTACCACTTGATGGGCAGAATAACAGGAGTGAGTATAGATTAATAAATTGTAATACCTCAACTG
TCACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATGATAAAACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGAT
CTGAAAACCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTACAAATTGTGTGTACAAG
ACCCAACAATAATACAATAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGAAGTAGTA
GGAAATATAAGACAGGCACATTGTAACATTAATGAAGAGAAGTGGAATAAAACTTTACAAATGGTAAGTAAGA
AATTACGAGAACACTTCCCTAATAAAACAATACAATTTCAACCACCATCTCCAGGAGGAGATCTAGAAATTAC
AACACATAGCTTCACTTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATGTGGGGTTGCTCTGGAAAACGCATCTGCACCACTGCTGTGCCTTGGAACT
CTAGTTGGAGTAATAAGAATCACAGTGAGATATGGGATAACCTGACCTGGATGCAGTGGGATAGAGAAATCAG
TAATTACACACAAACAATATACAGATTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAACAAGATTTA
CTAGCTTTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAGATGGTTGGAGTATATAAAGATAT
TCATAATGGTAATAGGTGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTGCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTTGCTATTAGCCTGCTTGATACCATAGCAATAAGAGTAGCTGAAGGAACA



GATAGGGTTATAGAATTAGGACAAAGAATTGGCAGAGCGATCTACAATATACCTAGAAGAATAAGACAGGGCT
TTGAAATAGCTTTGCAATAA 
>MH746248 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTTT
GTGCATCAGACGCTAAGGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGAAAATGTAACAGAAGATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGCACAGAAGCTAACACAACTGTTACAAAAGCTAACGAAACTGTTACCTACAATGATACCAT
GAGAGGAGAAATAAAAAATTGTTCTTTCAATATGACCACAGAACTAAGAGATAAAAAAAAGAAGGTATATGCA
TTGTTTTATAAACTTGATATAGTACCACTTGATAATAATGAGAGTGAAAGACCACTTAATGCTAGTGAGAGAA
ACAACAATTTTAGTGATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTC
CTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAATGTAATAATAAGACATTC
AATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AACTACTGTTAAATGGTAGTTTAGCAGAAGAAAAGATAATAATTAGATCTAAAAATCTAACAGACAATGTCAA
AACAATAATAGTACATCTTAATAGATCTGTAGAAATTAATTGTACGAGACCCAACAATAATACAAGAAAAAGT
ATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTA
ACATTAGTAAAAAAGCATGGAATGAAACTTTACAAAAGGTAAGGAAAGAATTAGAAAAGTACTTCCCTAATAA
AACAATACAATTTGCAAACCACTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAA
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTCAAGAGGA
TATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGCCACAATATACAGGTTG
CTTGAAGTCTCGCAAACCCAGCAGGAAAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGT
GGTCTTGGTTTGACATAACAACATGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGG
TGTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCCTTGTCGTTGGCT
ATTAGCCTGTTTGATACAACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAAATAATACAAGGAA
TTTGGAGAGCTATCTGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>U39233 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTAAAAAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAGACTGTAAGAATGCTAATGCTACCCATAATGGTACTATTGACAATAGGACCATGGGGGGAGAAAT
AAAAAATTGTTCTTTTAATATAACCACAGAACTGAAAGATAAGAAACAGAGGGCACATGCACTTTTTTATAGC
CTTGATATAGTACAACTTGATGGGGGGGGCAGTTATAGATTAATAAGTTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGAACAGGACAATGCAATAATGTTAGTACAGTACAATGTACACATGGAATTAAG
CCAGTGATATCAACTCAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATC
TGACAAACAATGCCAAAACAATAATAGTACATCTTAAGGACCCTGTAGAAATTGAGTGTACGAGGCCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAATATTATATGCAACAGGAGACATAATAGGAGACATA
AGACAAGCACATTGTAACATTAATGAAACAAAATGGAATAAAACTTTACAAGATGTAAGTGAAAAATTAGCAA
AGTACTTCCCTAATAAAACAATAAACTTTGCACAACCCTCAGGAGGGGATCTAGAAATTGTAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATGATAGCTGGAGTA
ATAATAAAACTCTAGGGGATATTTGGAATAGCACAACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTACTAGCATTG
GACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCTATACTCTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCCTTATCGTTTGCTATTAATCTGCTTAATATCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAAATCATACAAAGAATTTGTAGAGCTATCTATCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>U39237 
GTGCTGGGGAACTCGTGGGTCACAGTATATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTATAAATATTAATGTTACCCGTAATAATACTGTTATCCACAATGATACCATGGTGGGAGA
AATAAAAAATTGTTCTTTCAATGTAACCACAGAACTAAAAGATAAGACAAAGAAGGTACATGCACTTTTTTAT
AAACTTGATATAATACCACTTCATGAGGGGAAGAACAACTTTACTGAGAGTGATAACAGTTCTAGAGATTATA
GATTAATAAATTGTAATACCTCAGCCACAACACAAGCCTGTCCAAAAGTTTCTTTTGATCCAATTCCTATACA
TTATTGTGCTCCAGCGGGTTATGCGATTCTAAAATGTAATAATAAAACATTCAATGGAACAGGACCATGCAAT



AATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTC
TAGCAGAAGAAAAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACAGCTTAA
GGATCCTGTAGAAATTGAGTGCATAAGACCCAACAATAATACAAGAGAAAGTATAAGAATAGGACCAGGACAA
ACATTCTATGCACACGGAGCCATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAAAGCAACTTGGA
ATAAAACTTTACAAGAGGTAGGTAAAGAATTAGCAAAGCACTTCCCTAATAAGACAATAAACTTTACACAACC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCGGGCAAGA
GTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAGATCTCAAGATGAAATTTGGAATAACATGACCTG
GATGCAGTGGGATAGAGAAATTGACAATTACACAGGCACAATATACAGGTTGCTTGAAGAATCGCAAAACCAG
CAGGAGAAAAATGAACAAGATTTATTAGCATTGGAACAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAA
ATTGGCTGTGGTATATAAGACTATTTGTAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCATTTGCCATTAGCCTGCTTGATACCATA
GCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGGTATCTATAACA
TACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>U39239 
GTGATGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGATGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCACAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCACCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACAAATGCTACTACTATCCACAATAATATTACCTACAGGGGGGAAGACATGAAAAATTG
CTCTTTCAATACAACCACAGAACTAAGAGATAAGAGCAAGAAGGAGTATGCACTTTTTTATAGACTTGATGTA
GTACCACTTAATGAGAAAGATAACAACTCTAGAGATTATAGATTAATAAATTGTAATACCTCAACCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTAACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAGTGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTGTTGAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGACAGACAATGCTAAAACAATAATAATACAGCTTAAGGAACCTGTAGAAATTAATTGTACAAGACCCAA
CAATAATACAAGAAGAAGTATAGGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGAT
ATAAGAAAAGCACATTGTAACATTAGTAGAGAAAAATGGAATAAAACTTTACAAGAGGTAGGTAAGAAATTAG
CAGAGCACTTCCATAATAAAACAATAAACTTTACACAATCCTCAGGAGGGGACCTAGAAATTACACAACATAC
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGTTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGA
GTAATAAAACTCAAAAGGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTATAC
AGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAGGAAAATGAAAAAGATTTACTAGCATTG
GACAAATGGCAAAATCTGTGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATA
CTCACCCTTATCGTTTGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAATTTATACAAAGATTTGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCCTAGAAGCAG
CTTTGCAATAA 
>U39246 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGGGGACCTGTGTGGAAGGAAGCAACACCTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATATGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAGCTGTACTAATGCTACCAGGAATGGTAATATTACCTACAATAATACCATGGAGGGAGAGATAAA
AAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAGAGAAAGAGGGTACATGCACTTTTTTATAGACTT
GATATAGTACCACTAAATGAAGGGAGTGGCAATGCTAATCAGAATAATAGCAATTATAGTGATTATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTTTACATTATTG
TGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCACTAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTAACAACTCAACTACTGTTAAATGGTAGTCTAGCAG
AAAAAGAGATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATAAATC
TGTAGAAATTGTGTGTACAAGACCCAACAATAATACTAGAGAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAACAAACTGGAGTAGAA
CTTTACAAGAAGTAAGTAGAAAATTAGCAGAGCACTTCCCTAATAAAGCAATAAAATTTGCACCATCCTCAGG
AGGGGACCTAGAAGTTGTAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGACATTTGGGATAATATGACCTGGATGCA
GTGGGATAAAGAAATTAGTAAATATACAAAAACAATATACGACCTACTTGAAGTCTCGCAAAACCCGCAGGAA
AAAAATGAAAATGATTTACTAGCATTGGACAAGTGGCAAAATCTATGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGTTCTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATA



GCAGTAGCTGAAGGAACAGATAGGATTTTAGAATTAATACTAAGAATTGGTAGAGCTATCTGCAGCATACCTA
GAAGAATAAGACAGGGTTTTGAAGCAGCCTTGCAATAA 
>U39245 
GTGATGGGGAACATGTGGGTCGCAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATCAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAAGTGTGTAAATGTTACCAAGAATAGTAATGCTACTGTCAATAGTAATGCTACTGTCAACAATAA
TACCATGGGGGAAGAAATAAAAAATTGTTCTTTCAATATAACCACAGAACTAAGAGATAAGGAACAAAAAGTA
CGTGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAGGGGAATAATAGTAATTCTAGTTATTATAGAT
TAATAAATTGTAATACCTCCACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTCTAG
CAGAAGAAAATGTAACAATTAGATCTGAAAATATGACAAACAATATCAAAATAATAATAGTACAGCTTAAGGA
ACCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAGGTATAGGGATAGGACCAGGACAAACA
TTCTTTGCAACAGAAGATATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAACAAAATGGAATC
ACACTTTAGAACAGGTAATGGAAGAATTAAAAAAGCACTTCCCTAATAAAACAATAGAATTTGCACCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAATTCATCTGCA
CCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAAACGTATGAGGATATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAATAATTATACAAACACAATATACAGGTTGCTTGAAGACTCGCAGAACCAGCAG
GAGAAAAATGAAGAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGGCATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAATCTGCTTGATACCACAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGGAGGGCTATTTGCAACATAC
CTACAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAATAA 
>U39251 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATGACATGGTGAAT
CAAATGTATCAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTAGTAAAATTAATGTTACTGCTCTTAACGCTACTGCTTACAGTAATGAAAATGATACCAT
GGTGGGCGAAATGAAAAATTGTTCCTTCAATATAACCACAGAAATAAGAGATAAGAAACAGCGGGCATATGCA
CTTTTTTATAAACTTGATATAGTATCACTTAATGAGAATAGTAACACTTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCGGGTTA
TGCGATTCTAAAGTGTAATAATAAGGCGTTCAATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGGGGTAATAA
TTAGATCTAAAAATCTGTCAAACAATGCCAAAATAATAATAGTACATCTTGATAAATCTGTAGAAATTACGTG
TACGAGACCCAACAATAATACAAGGACAAGTATAAGAATAGGACCAGGACAAGCATTCTATGCAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAGCATGGAATGACACTTTACAAAAGGTAA
GAACAAAATTAGCAGGATACTTCTCTAATGCAACAATAGAATTTACACAACCCGCAGGAGGGGACCTAGAAGT
TACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTACGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCTAGTTGGAGTAATAAATCTCAAGGAGATATTTGGAACAACATGACCTGGATACAGTGGGATAGAGAAAT
TAGCAATTACACAGGCATAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAACAATGAAAAAGAT
TTACTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCCTTATCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAATTAATACAAAGAAGTGTTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCTATAA 
>JN692434 
GTGATGGGGGACTTGTGGGTCACAGTATATTATGGGGTACCTGTGGGGAGAGAAGCAAAAGCTGCCCTATTTT
GTGCATCAGACGCTAAGGCATATGATACAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATGCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTCTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATCAGGATATAATAAGTTTATGGGATCAAAGCCTAAAACCATGTGTAACGTTAACCCCACTCTGTG
CTAAATTAAACTGCAGTGATGCTAAGCTTAAGAATGTTACTTACATTGGAGACATAGAGGGAGGGATTAGTAA
CTACATTAATATTAGTAACCACAACAAAACTGAAGGCAACATTCCAGAAATAAAAAATTGTTCTTTCCATATG
ACCACAGAACTAAGAGATAAGCAAACGAAGGTACATGCACTTTTTTATAGACTTGATATAGTACCACTTGAAA
ATGAGAATAAGAGTGGTAATGGTTCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCC
CAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTTTGCGATTCTAAAATGTAATAAT



AAGACATTCAATGGAACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGG
TCTCAACTCAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTAAAAATATATCAGA
CAATGCCAAAACAATAATAGTACAGCTTAAGACACCTGTAAAAATTAATTGTACGAGACCCGGCAATAATACA
AGAAAAAGTATAGGGATAGGACCAGGACGAGCATTCTATGCAACAGAGGACATAATAGGAGATATAAGACAAG
CACATTGTAATGTTAGTAGGGAAGAATGGAAAGTGACGTTACAAAATGTAAGAGACAAATTAGCAAAGTATTT
CCCTAATACAAACATAAGTTTTACAAAACACTCAGGAGGGGACCCAGAAATTACAATGCATAGCTTTAATTGT
AGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGG
GGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTCATAATAA
ATCTCTAGGAGATATTTGGAATAACATGACCTGGATGCAATGGGATAGAGAAATCAATAATTACACAGACACA
ATATATAGGTTGCTTGAAATATCGCAAAACCAGCAGGAACAGAATGAAAAGGAGTTATTAGAATTGGACAAGT
GGCAAAGTCTGTGGACTTGGTTTGACATAACAAAATGGTTGTGGTACATAAAAATATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATATTCCATAGAGTTAGGCAGGGATACTCACCC
TTGTCGTTTGCTATTAGTCTGTTTGATACCACAGCAATAATAGTAGCTGAAGGAACAGATAGGATTATAGAGG
TAGTAAGAGGAATTTGGAGAGCTATCTGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCA
ATAA 
>AY727522 
GTGGTGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAT
CAGATGCATCAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACTACTGCTAACAGAACTATTATTGGCTACAATAACCAAACTATTAAATACAATGAGAC
CATGGAGGTGGGACAAATAAAAAATTGTTCTTTCAATATGACCACAGAACTAAGAGATAAGAAAAGGAAGGTA
CATGCACTTTTTTATAGACTTGATATAGTACCACTTGAGGATGGGAGTAATAACACTTATGATAATTATAGAT
TAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTA
TTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAG
CAGAAGAAGAAATAGTAATTAGATCTAAAAATATATCAGACAATGTCAAAACAATAATAGTACATCTTAAGGA
ACCTGTAGAAATTAATTGTACGAGACCTAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAGCATGGAATA
AAACTTTACAAGAAGTAAGTACAAAATTAGCAGAGCACTTCCCTAATAAAACAATAAAATTTACAAAGAGCTC
AGGAGGGGACATAGAAATTACAACACATAGCTTTAATTGTATGGGAGAATTTAAGCAGCTTCAGACAAGAGTC
CTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTAAAGAAGCTATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTGATAATTACACAGGCACAATATACATGTTGCTTGAAGAATCGCAAAACCAGCAG
GAAAAGAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTGACATAACAAGTT
GGTTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAGGAATTTGGAGAGCTATCCTCAGCATAC
CTAGAAGAATAAGACATGGCTTTGAAGCAGCTTTGCAATAA 
>AY727523 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGACAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGCACGAATGCGGAGGGTAACAGCACTACTACTAACAGAACTAGTAACAGCACTACTACTAA
CAGCACTAGTAGTAAAAATGATACCATGAGGGGAGAAATAAAAAAGTGTTCTTTCAATATGACCACAGAACTA
AAAGATAAGAGCAAAAAGGTACATGCACTTTTTTATAGACTTGATATAGTACCAATTAATACTACGGAGAGTA
ATAGAACTTATGAGAATTATAGATTAATAAATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGATCAC
TTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATGAGAAGACATTC
AATGGAACAGGACCATGCAAAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTAAAAATCTAACAGACAATGCTAA
AACAATAATAGTACAACTTAAGGAACCTGTAGAAATTACTTGTACAAGACCCAACAATAATACAAGAGAAAGT
ATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTA
CCCTTAATGAAACAACATGGAATAGAACTTTACAAGCAGTAGGAGAAAAATTAGCAGAGCACCTCAATAAAAC
AACAATAAAATTTGCAAACCACTCAGGAGGAGACTTAGAAGTTGTAACACATAGCTTTAATTGTGGAGGAGAA
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAAGTAC
TATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGGCATAATATACAGTTTG
CTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAGTCTGT
GGAATTGGTTTGGTATAACAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGG



GTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCT
ATTAGTGTGCTTGATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGCAATACAAAGAG
TTTGGAGAGGCATCTGCAACATACCTAGAAGAATAAGTCAGGGCTTTGAAGCAGCTTTGCAATAA 
>AY727524 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCCAAGGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAATTGGTTCTGGAAAATGTAACAGAAAATTTTAACATGTGGGATAATGACATGGTGGAT
CAGATGCATCAGGACATAATCAGTTTATGGGACCAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAAACTGCACGAATGCCAGCACCATTAATGCTACTAGATACAATAGTACCGTGGGGGGAGAAATAAA
AAATTGCTCTTTCAATATGACCACAGAACTAGAAGATAAGAAAAATAAGGTACATGCACTTTTTTATAGACTT
GATATAGTACCACTTAAGAATGAGAGTGATAGCAATTCTAATTATAGTGATTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAA
TAATTAGATCTAAAAATATAACAGACAATGCCAAAACAATAATAGTACAGCTTAAAGATCCTGTAAATATTAC
TTGTGTGAGACCCAACAATAACACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAAATATAAGACAAGCATATTGTAACATTAGTAAAGCAGCATGGAATAAAACTTTACAAGAAG
TAAGTGAAAAATTAAAAGAGTACTTCCCTAATAAAACAATAAATTTTACAAAACCCGCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCTAGTTGGAGTAATAAATCTTACGAGGCTATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGACTCACAAATCCAGCAGGAGAAAAATGAACAG
GATTTATTAGCATTGGACAAATGGCAAAGTCTGTGGAGTTGGTTTGGCATATCAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGTTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCCTTGTCATTTGCTATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGAGAGCTATCTGTGACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>AY727525 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAATTGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACGTTAAACTGCAGTGAAGCTAACATAACCAGTAATGCTAACAGCACTAGTAACTACACTGATAACATAAA
AGGAGAAATGAAAAATTGTTCTTTCAATATGACCACAGACCTAAGAGATAAGAAAGAGAAGGTACATGCACTT
TTTTATAGACTTGATATAGTACCACTTGGGAGTAGAAACACCTCTGATTATAGGTTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAGTAATGTTAGCACAGTACAGTGT
ACACATGGAATTAAGCCAGTGATATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAATAATGA
TTAGATCTAAAAATATAACAGACAATGCTAAAATAATAATAGTACATCTTAATAAATCTGTAGAAATTAACTG
TACGAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAT
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAAAGCATGGGGAGAAGCTTTACAAGGGGTAA
GTAAAAAATTAGCAAAACACTTCCCTAACAAAACAATAATCTTTAAAAATCACACAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCTAGTTGGAGTAATAAATCTCTAGAGGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAAT
TAGTAATTACACAAACACAATATACAGCTTGCTTGAAAAATCGCAAAACCAGCAGGAGAAAAATGAACAGGAT
TTATTAGCATTGGACAAGTGGCAAAATCTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTAATACCACAGCAATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAAGTATTACAAGCAATTTGGAGAGCTATCTACAACATACCTAGAAGAATAAGACAGG
GCTTAGAAGCATTTTTGCAATAA 
>JX140663 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTTT
GTGCCTCAGACGCTAAGGCATATGACACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAATCCACATGAAATGATTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCAGCAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAAACTGCACGAATGCTACCAGTACCCCACTCTGTGTTACTCCAAACTGCACGAATGATATCCGTAC
TACTGCTAACAGTACTAAGAACAACAGTAGTATTAGTAAAGAAATGATGAGTTGTTCTTTCAATATGACCACA
GAAGTAAGAGATAAGAAAGAGAAGGTAAATGCACTTTTTTATAAACTTGATATAGTACCACTTAATATTAGTT
CGGGTAATAATAATAGCTCTGATGATAATAACAGTTCTGGTAAATATTATAGGTTAATAAATTGTAATACCTC



AGCCGTAACACAGGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTAT
GCGATTCTAAAGTGTAATAATAAGACCTTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTA
CACATGGAATTAAACCAGTGGTATCGACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAATAATAAT
TAGATCTCAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGC
ACAAGACCCAACAACAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACA
TAGTAGGAGATATAAGACAGGCACATTGTAACATTAGTAGAACAGCATGGAACAAAACCTTACAAAGAGTAAG
TAAAAGATTATCAGAGTACTTCCCTAATAAAACAATAAAATTTGAAAGACACTCAGGAGGAGACCTAGAAATT
ACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACC
TAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAA
CACTAGTTGGAGTAATAAATCTCAACAGGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATT
AATAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAGGATT
TATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTGGCATATCAAATTGGCTGTGGTATATAAGAAT
ATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTT
AGGCAGGGATACTCACCCTTGTCGTTCGCTATTAGTCTGTTTGATACCGTAGCAATAGCAGTAGCTGAAGGAA
CAGATAGAATTATAGAAATAATACAAGGAATTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGG
CTTTGAAGCAGCTTTGCAATAA 
>KX181929 
GTGACAGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATCAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTGATGTTGGCAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAACTGTACCAATGTAAAAGTTACCAATGGTACCGGGGAGGTAAAAAATAATACCATGGAGGAGGT
AGTAATGAAGAATTGTTCTTTCAATATGACCACAGAATTAAGAGATAAGCAAAAGAAGGTACATGCACTTTTT
TATAGACTTGATGTAGTACCACTTAAAGAGGATAATAACACTTCTGAAAATAGTAACACTTCTGTTGAGTATA
GATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAAGTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGACCATGCAAT
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTC
TAGCAGAAGAAGAAATAATAATTAGATCTAAAAATCTAACAGACAATGCCAAAACAATAATAGTACAGCTTAA
GGAACCTGTAATCATTAATTGTACGAGACCCAACAATAATACAAGAACAAGTATAAGGATAGGACCAGGACAA
ACATACTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTGGAAAAGCATGGA
ATAAAACTTTACAAGAAGTAGGTGAAAAATTAGCAGAGCGCTTTCCTAATAAAACAATAGAATTTACAAAACA
CTCAGGAGGGGACATAGAAATTGTAACTCATAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTTCAGACAAGA
GTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGTAAACTCATCT
GCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAGATCTAAAGATTATATTTGGGAGAACATGACCTG
GATGCAATGGGATAGAGAAATTAATAATTATACAAATACAATATACACATTGCTTGAAGAATCGCAAATCCAG
CAGGAAAAAAATGAACAGGAGTTATTAGCATTGGATAAGTGGCAAAATCTGTGGAATTGGTTTGGCATAACAA
AGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTATTAGTTTGCTTGATACCACA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATACTACAGAGAATTTGCAGAGGTATCTGCGAAA
TACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX181930 
GTGATGGGGAACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAGAGATGCAAAAACTACTCTATTTT
GTGCATCAGACGCTAAAGCATATGATACAGAGGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAGCCCACGAGAAATGGTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGGAAAATGATATGGTGGAT
CAAATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAACCTGCATGAATGTTAACAGCAGTCGTGGTAATGACACTCATAACGGCACTGCTAACATGGTGGA
AGAAATGAAAAATTGTTCTTTCAATATGACCACAGAACTAAGAGATAGGAAAGAGAGGGTACATGCACTTTTT
TATAGACTTGATATAGTACCACTTAAGGAGAATGATGGAACTTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTACTCCAGCGGGTTTTGCGCT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGCAATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGAT
CTAAAAATATAACAGATAATGCTAAAACAATAATAGTACAGCTTAATAAATCTGTAGAAATTAATTGTACAAG
ATTTAACAATAATACAAGGAAAAGTGTAAGGATAGGACCTGGACAGACATTCTATGCAACAGGAGAGATAATA
GGAAATATAAGACAAGCATCTTGCACCCTTAATGAAACAGAATGGAATAAAACTTTAAAAGAGGTGAGAGATA
AGTTAAGAAGGCACTTCCCTAATAGAACAATAAGCTTTGCGAATCATTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTA
GTTGGAGTAATAAATCTCAAGAGGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAAACACAATATACAAATTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAACAGGATCTATTA
GCATTGGACCAGTGGAAAAATCTGTGGACTTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCA



TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATGGTGAATAGAGTTAGGCA
GGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAAGGAACAGAT
AGGATTATAGAAGTATTACAAGGAATTGGCAGAGCTATATATAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>KX181931 
GGGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGACAATGATATGGTGGAT
CAGATGCACCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCGCTCTGTG
TTACCTTAAATTGCACGGATGTTAAGAGCCTCAATAGGACCATGAATGAGACCATGAAGGGAGACATGAAAAA
TTGTTCTTTTAATGCAGCCACAGTACTAAAAAATAAGAGACAGAAGGTATATGCACTTTTCTATAGACTTGAT
GTAGTACCACTTAATGAGAGGGAAAATAATGCTTCTGGTAATTATAGTGATTATATATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTACTCCAGCGGG
TTATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGACAGATAA
TAATCAGATCTAAAAATATATCAGACAATACCAAGACAATAATAGTACAACTTAATGAAACTGTAGAAATTAA
TTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGATATAAGAGAAGCACATTGTAACATTAGCGCCACAGCATGGAATAAAACTTTATACAGAG
TGGCTGAAGCATTGGCAAAGTACTTCCCTAACAGCACAATAAACTTTACAGAGCCCTCAGGAGGGGACCCAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACGCTAGTTGGAGTAATAAATCTCAAGAGGCTATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAATAACTACACAGACACAATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAACAG
GATTTATTAGCATTGGACAAATGGCAAAATCTGTGGACTTGGTTTGACATAACAAAGTGGCTGTGGTATATAA
GGATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTAATCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCCTTGTTGTTTGCTATTGGTCTGTTTGATACCATAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTATAGAATTAGTACAAAGAATCTGGAGAGCTATCTGCAACATACCTACGAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KX181932 
GTGATGGGGAACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTTT
GTGCATTAGATGCTAAAGCATATGATACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGATCCACAAGAATTGTTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGCACTAGTAACATTAATATTATCAACAGCACTAGTAACAGTAATGTTAATAATACTACTAT
CAATAACACCACGGGAGAAATAAAAAATTGTACTTTCAATGTAACCACAGAAATAAGAGATAAGAAACAGCAG
ACATATGCACTTTTTTATAGACTTGATATAGTACCACTTGGAAATGAGAGCAGTAACAATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCAGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGC
ACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAG
GAGAAATAGTAATTAGATCTAAAAATTTAACAGACAATGCCAAAACAATAATAGTACATCTTAATACATCTGT
AAGAATTAATTGTACGAGACCCAACAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTAC
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGAATGGAATAGAACTT
TACAGGAAGTAAGAGAAAAATTAGCAGAGCACTTCCCTAATAGAACAATAAAATTTGCAAAACACTCAGGAGG
GGACTTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTCTAGTTGGAGTAATAGATCTCAAGAGGAGATTTGGGAGAATATGACCTGGATGGAGTG
GGATAGAGAAATTAATAATTACACAAACACAATATATAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAGCAA
AATGAAAAAGACTTATTAGCATTGGACAAATGGCAAAATCTGTGGTCTTGGTTTGGCATAACACGTTGGCTGT
GGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTATTAGTTTGTTTGATACCATAGCAATAGCA
GTAGCTGGAAGAACAGATAGGATTATAGAATTAATACAAGGAATTTGGAGAGCTATCTGCAGCATACCGAGAA
GAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KX181933 
GTGAAGGGGAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACCTTATTTT
GTGCATCAGATGCCAAAGGATATGAGACAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACTGA
CCCCAGTCCACAAGAACTGTTTTTGAAAAATGTAACAGAAGATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGCACTGCAGCTAATAGAACTCTTATTCAAAGAAATTTTACTACAGGAGGTTCTACCTATAC
GGATAGCACGGTGGGGGAAATAAAAAATTGTTCTTTCAATATGACCACAGAACTAAGAGATAAGAAAAAGAAG
GTACATGCACTGTTTTATAGACTTGATATAGTACCACTTGATGAGAAGAGTAATAACGCTTCTGGTAGCAATA



ACACTGTTGCTAATGCCACGGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAA
GGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCAATTCTAAAGTGTAATGATAAG
ACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTAT
CAACTCAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGCTCTAAAAATCTATCAAACAA
TGCTGACAATATAATAGTACATCTTAATAGATCTGTAGAAATTAATTGTACAAGACCCAATAATAATACAAGA
ACAAGTATAAGGATAGGACCAGGGCAAGCATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCAC
ATTGTAACATTAGTAGAAGAGCATGGAATGAAACCTTAGAGGAGGTAAAGAAAGCATTAGGAAAACACTTCCC
TAATAAAACAATAACATTTACAAACCACTCAGGAGGGGACCTAGAAATTATAACACATAGCTTTAATTGTAGA
GGAGAATTTAAGCAGTTTCAGGCAAGATTCCTGGTTATAGAAAGATACTTAAAGGATCAACAGCTCCTAGGGA
TTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAGTCTCA
GGAGGAAATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGGCACAATATAC
AGGTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAA
ATCTGTGGTCTTGGTTTGGCATAACAAACTGGCTTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCCTTGTCG
TTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGGGAGTAC
AAAGAATTGGGAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAATAA 
>KX181934 
GGGAAGGAGAACCTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACCCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACAAATGCTAACAGCACTACTGCTAACAGTACTATGGCTAACAGCACTATCATGGGAGA
AATAAAAAATTGTACTTTCAATATGACCACAGAAGTAAAAGATAGGAAAAGCAAGGTACAAGCACTTTTTTAT
AGCCTTGATGTAGTACCAATTGAGAATGGGGAGAATAACAATTCTTATAGATTAATACATTGTAATACCTCAA
CCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGTCTAGCAGAAGAAGGGATAATAATTA
GATCTAAAAACATAACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGCAC
GAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAGCATGGAATAGAACTTTACAACTAGTAGGTA
AAAAATTAAAAGAGCACTTCCCTAATAAAACAATACAATTTACAAAGCCCTCAGGAGGGGATCTAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACT
CTAGTTGGAGCAATAGATCTCAAGAAGATATTTGGGAAAACATGACCTGGATGCAGTGGGAGAGAGAAATTGA
TAACTACACAGGAGAAATATACAGATTACTTGAAGTCTCGCAAAACCAGCAGGAAAAAAATGAACAGGATTTA
TTAGCATTGGACAAGTGGCAAAGTCTGTGGTCTTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTGTAGTGAATAGAGTTAG
GCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAAGTAATACAAAGAATTTGGGGAGCTATCTGCAACGTACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KX181935 
GTGGTGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGATTTGGAAAACGTAACAGAAGATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGCACAAATGCTAACAGAACTGTCTTCAATGATACCGTGGTGGAAAACATAAAAAAGGAAGA
AATAAAAAATTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGCGCAGGAAGGTACATGCACTTTTTTAT
AGACTTGATATAGTACCACTTAAGAAAAATAATGGCACTTCTGATGAGGAGAGTGATGGCACTTTTAATAATT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCAT
ACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGACCATGC
AATAATATCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTA
GTCTAGCAGAAGGAGAAATAATAATTAGATCTAAAAATCTAGCAGATAATGTCAAAACAATAATAGTTCATCT
TAAGGAACCTGTAGAAATTAATTGTACGAGGTTCAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGA
CAAATATTCTATGCAACAGGAGACATAATAGGAGATATAAGACGAGCACATTGTAACATTAGTTGGACAGCAT
GGAATAGAACTTTACAAGAGGTAAGAGGAAAGTTAACAGAGCACTTCCCTAATAAAACAATACAATTTGCAGA
GCACGCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTAGAGGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGGTTACTTGAAGACTCGCAAAAC
CAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGACTTGGTTTGACATAA



CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTTCTCTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAGCTATCTGCA
ACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>KX181938 
GTAAGGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAGAATTTTAACATGTGGAATAATGACATGGTGGAG
CAGATGCATCAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACGTTACACTGCGTGAATGTGAATGTGACTGTTAAAAACCGCACTGAGATCACTAAAAACCTCACTGAGGA
CATAAGAGGGGAAATGAAAAATTGTTCTTTTAATACAACCACAGAACTAAGAGATAAAAAAAGGGAAGCATAT
GCACTGTTTTATAAACTTGATATAGCACCACTTAATAGTCAGAATGAGAACACTTCTTCTTATAGATTAATAA
ATTGTAATACCTCAGCCATAGCACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTAC
TCCAGCGGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGC
ACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAG
GAAATATAACAATTAGATCTAAGAACATAACAGACAATACCAAAATAATAATAGTACATCTTAAGGAACCTGT
ACAAATTAATTGTACGAGACCCAACAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAGGCATTCTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAATAGCATGGAATAAAACTT
TACAAGAGGTAGGCAAAGAATTAGCAAAGCACTTCCCTAATAAAACAATAAAATTTACAAATAGCTCAGGAGG
GGACCTAGAAATAGCAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCT
CTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTTTGCCTTGGAATTCTAGTTGGAGTAATAGATCTCAAAAAGATATTTGGGATAACATGACCTGGATGCAATG
GGATAAAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAATCAGCAGGAGAAG
AATGAACAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTAGTTATTAGTTTATTTGATACTGTAGCAATAGCA
GTAGCCGAAGGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGGAGAGCTATCTGCAATATACCTAGAA
GAATAAGACAGGGCTTCGAAGCAGCTTTGCAATAA 
>KX181939 
GTAAGGGGGAATGAAAAGGAGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAA
CTACTCTATTTTGTGCATCAGATGCTAAAGCTTATGATACAGAAGTGCATAATATCTGGGCTACACATGCCTG
TGTACCCACAGACCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAGAATTTGACATGTGGGAAAAT
GACATGGTAGATCAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGA
CCCCACTCTGTGTTACGTTAAATTGCAGTGATGCTAACAGAACTAGAACTGGTGACCACAAAACTACCGACTC
CACTAGCAACACTAGTAACAACAGTAGCTACAAGGATGACATGAAGGGAGAAATAAAAAACTGTTCTTTCAAT
GCGACCACAGAAATAAATGATAAGATAAAGAAGGTACATGCACTCTTTTATAGACTTGATATAGTACCACTTA
ATGAAAGTGAGTATGGAAAAAATTCTTATATGTTAATAAATTGTAATACCTCAGCCATAGCACAAGCCTGTCC
AAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATAAT
AAGACATTCAATGGAACAGGACCATGCCATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAA
TGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTAAAAATATATCAGA
CAATGTCAAAACAATAATAGTACATCTTAATACTCCTGTAGAAATTAATTGTACGAGACCCAACAATAATACA
AGAACAAGTATAAGAATAGGACCAGGACAAAGTTTCTTTGCAACAGGAGACATAATAGGAGATATAAGACAAG
CACATTGTAACATTAGTAGAGCACAATGGAATGATACGCTAAAAAAGGTAGGTGAAAAATTAGCAGAGCACTT
CCCTAATAAAACAATAATATTTAACAGTAGTGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGT
AGAGGGGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAG
GAATTTGGGGCTGCTCTGGAAAACACATCTGCACCACTGCCGTGCCTTGGAATTCTAGTTGGAGTAATAAATC
TCTAGGGGAAATTTGGAATAATATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAGGACAATA
TACGAGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAGGACTTATTAGAATTGGACAAGTGGA
ACAATCTGTGGAATTGGTTTGGCATAACAAGTTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTG
TCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAA
TACAAGGAATTTGGAGAGCTATCTGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATA
A 
>KX181940 
GTAAGAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAAATACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTTTGTG
TTACGTTACACTGCAGTGATGCTAAGGATAATGCTACTGTCAATAATAATGCTACTGTCAATAACAGCACTGA
TGAAATAAAAAATTGTACTTTCAATATAACTACAGAAATAAGAGATAAGAAAAGGCAGGTGCATGCACTTTTT



TATAGACTTGATATAGTACCACTTAGTGATGAACCTAACAATTCTAGAGATTATAGATTAATAAACTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATCCCTATACATTATTGTGCTCCAGCAGG
TTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAG
TGCACACATGGAATTAAACCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAA
TAATTAGATCTGAAAACATAGCTGACAATGCCAAAACAATAATAGTACAGCTTAACAAATCTGTAGAAATTAA
TTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAGAATGGGAAGAAACTTTACAAAAGG
TAAGGAACAAATTAGCAAAGCACTTCCCTAATAAAACAATAAGCTTTACAAGACACTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTCAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTT
GGAATTCTAGTTGGAGTAATAAATCTCAAGAGGATATCTGGAATAACATGACCTGGATGCAGTGGGATAGAGA
AATCAGTAATTACACATACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAACAG
GATTTATTAGCATTGGACAAGTGGCAGAATCTGTGGTCTTGGTTTAACATAACACATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATATTCACCCTTGTCATTTGCTATTAGCCTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAAATAATACAAGGAATTGGGAGAGCTATCTACCACATACCAAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KU749391 
GTAGGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGATGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGCCTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACGTTACAATGCAGTTCTGTTACTAACAGTTCTATTGCTAACCAAACTAATAATGATAATAATAGTAGTAT
AGAAAGAGAAATGGAGGGAGAAATAAAAAATTGTACTTTCAACATGACCACAGAAATAAGGGATAAGAAAAAG
AAGGTACATGCACTTTTTTATAAACTTGATATAGTACCACTTAATCCTTCTAGTAAAAATTCTTCTAGTAACA
AGTCTGAGGATTATATATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCTATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTCAAGTGTAATAATAAAACATTCAATGGA
ACAGGACCATGCACTAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTAC
TATTAAATGGGAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTAAAAATATAACAAACAATGTCAACACAAT
AATAGTACATCTTAATGAATCTGTAGAAATTAATTGTACGAGACCCAATAATAATACAAGAGAAGGTATAGGG
ATAGGACCAGGACAAACATTTTATGCATCAAGAAGCATAATAGGAGATATAAGACAAGCCTATTGTAACGTTA
GCGCAGCATGGGGAGAAACTTTACGTAAGGTAGCTCAACAATTAGCAAAACACTTCCCTAATAAAACAATAAA
CTTTACAAGTAACGCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTTCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATAGTTGGAGTAATAGATCTCAAGAGGATATTTGGAA
TAACATGACCTGGATGCAGTGGGATAGGGAAATTAATAACTACACAAACACAATATACAGGTTGCTTGAAGAA
TCGCAAAACCAGCAGGAAAAAAATGAACAGGAGTTATTAGCATTGGACAAATGGCAAAATTTGTGGACTTGGT
TTGGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTAATAGGGTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTG
CTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATTGGATTATAGAGGTAATACAAAGAATTGGGAGAG
GTGTCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KT427678 
GTAAGGGGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACCCAGAGGTGCATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATGGATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACCTTAACCTGCACTGATGCTAATGTAACTGGTAGTACTAATASWRCTRYYAKKAAGGGAGAAATAAAAAA
TTGTTCTTTCAATATGACCACAGAATTAAATGATAAGAAAAAGAAAGTACATGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAATAATGAGAGTAAGAGTAACACTTCTGATTATAGATTAATAAATTGTAATACCTCAACAG
AAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGAT
TCTAAAGTGTAAAGATAAGACATTCAATGGAACAGGACCATGCAAAAACGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAGATAGTGATTAGAT
CTGAAAATCTAACAAACAATGCCAAAACAATAATAGTACAACTTAAGGAACCTGTAGAAATTAATTGTACGAG
ACCCAACAATAATACAAGAACAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATA
GGAGATATAAGACAAGCATATTGTAACATTAGTACAGCAGCATGGAATAAAACCCTACATGAAGTGAAAAGAA
AATTAAAAGAGCTCTTCTCTAAAAACATAAGCTTTGCAAAACACTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTACATGTAGAGGAGAATTTAAACAGCTTCAGGCAAGAATCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTACCGTGCCTTGGAACTCTAGTT
GGAGTAATAAGTCTCTAGACAACATTTGGAAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTA
CACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAAACAGCAGGAGAGAAACGAACAAGATTTATTAGCA



TTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTAGCATAACAAACTGGCTGTGGTACATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATGCCACAGCAATAATAGTAGCTGAAGGAACAGATAGG
ATCATAGAGATAATACAAAGATTTTGCAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTCGAAG
CAGCTTTGCAATAA 
>KT427736 
GTGGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTGCCGGTGTGGAGAGAAGCAAAAACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGATATGGTAGAT
CAGATGCATCAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCACGAGTGTAACTAACAATGATACCACAGGGGGAGAAGTAAAAAATTGTTCTTTCAATAT
GACCACAGAACTAAGAGATAAGCAAAAGAAGGTACATGCACTTTTTTATAGACTTGATATAGTACCACTTAAT
AATATAACCAATTCTAGTGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAAG
TCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATAATAAGGA
ATTCAATGGAACAGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAGCTACTGTTAAATGGTAGTCTAGCAGAAGGAGATATAATAATTAGATCTAAAAATATAACAGACAATA
CCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTATTTGTACGAGACCCAACAATAATACAAGACA
AAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGCCATAATAGGAGATATAAGACGAGCACAT
TGTAACATTAGTAGAAAAGCATGGCTTGAAACTTTACAAAAAGTAGCAAAAAAATTAGTAGGGTACTTCCCTA
ATAAAAAAATAAGCTTTAAAAACCACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGG
AGAATTTAAACAGCTTCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAA
AGGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAACAATTACACATACACAATATATGA
CTTGCTTGAAAAATCGCAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAAGTGGCAAAAT
CTGTGGAGTTGGTTTAATATAACAAATTGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATT
TGCCATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGCAATACAA
GCAACTTGGGAAGGCATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KT427800 
GTAAGGGGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATAAGACAGAAATGCATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATGGATTTGGAAAATGTAACAGAGAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAACCTGCACTAATGCTAATACTACTGTTACTAATACCACTAGTGCTACTACTATTAATAATACCAT
GGGGAAAGAAATAAGGGGAGAAATAAAAAATTGTTCTTTCAATATGACCACAGAACTAAGAGATAAGAAAAAG
AAAGTACATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGGGAATGATAGTAACAATTCTGATTATA
GGTTAATAAATTGTAATACCTCAGCAGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGACCATGCAAA
AACGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTC
TAGCAGAAGAGGACATAGTGATTAGATCTAAAAATCTTACAGACAATACCAAAACAATAATAATACACCTTAA
GGAACCTGTAGAAATTAATTGTACAAGACCCAATAATAATACAAGAACAAGTATAAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTATCATTAATAAAGCAGCATGGA
ATAAAACTCTACAAAAAGTAGGTAGAAAGCTAGCAGAGCGCTTCCCTAATAAAACAATAAAGTTTACAAAACA
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTACATGTAGAGGAGAGTTTAAACAGCTTCGGGCAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTAGACACAATTTGGAAAAACATGACCTG
GATGCAGTGGGATAGAGAAATTAATAATTACACAGGCACAATATACAGGTTGCTTGAAGAATCGCAAAACCAG
CAGGAAAGAAACGAAAAAGAATTATTAGAATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTAGTATATCAA
GGTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCACA
GCAATAGCAGTAGCTGAAGCAACAGATAGAATCCTAGAAGTAATACAAGGATTTTGGAGAGCGAATAAGACAG
GGCTTGGAAGCAGCTTTGCAATAA 
>KU749392 
GTAATGGGGAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTTTGGAAAATGTAACAGAAGATTTTAACATATGGGAAAATGACATGGTGGAT
CAAATGCATCAGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACATTAAATTGCACTAATGCAAGAAATGGCACTAATGTTAACGAAACTAAGGATATAAACCCTAACATAAA
GGAAGAAATACAAAATTGTTCTTTCAATATGACCACAATACTAAGGGATAAGAGAGAGAAGGTACATGCACTT
TTTTATAAACTTGATCTAGCACCACTTGACAATGAGGCTAATGGCACTTCTAATGGCACTTCTACTTATAGAT



TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCAGGTTATGCGATTCTAAAGTGTATTGATAAGAAATTCAATGGAAAAGGACAATGTAAGAAT
GTCAGCACAGTTCAGTGTACACATGGAATTAAACCAGTGATATCAACTCAACTACTGTTAAATGGTAGTCTAG
CAGAAGAAGAGATAATAATTAAATCCAAAAATATATCAGACAATGCCAAAACAATAATAGTACATCTTAATAA
GTCAGTAGAAATTAATTGTACTCGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCA
TTCTATGCAACAAATGATATAATAGGAGACATAAGACAAGCATATTGTTCCATTAATGGAACAGCATGGGAAG
AAACTTTACAAGAGGTAGCTAAGAAATTAGTAGAGCAATTCCCTAATGCTACAAATATAACATTTCAAAGGCA
CTCAGGAGGAGACCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTTCAGACAAGA
GTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCTAAATTATATTTGGGATAACATGACCTG
GATGCAGTGGGATAAAGAAATTAGTAATTACACAAACACAATATACAAATTGCTCGAAGTCTCGCAGAACCAG
CAGGAAAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTGACATAACAC
ATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGATTGATACCATA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGGTAGTACAAAGAATTTGGAGAGCTATTTGCAACA
TACCTAGGAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAATAA 
>KU749393 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACGCTACGCTGCAGTGATGCTAAAAGCAATCACAGCAATATCAATAGTACACAGGGGGCCAAATCTCATGA
AATCAATATTACACAGGGGGAAATAAAAAATTGTACTTTCAATATGACCACAGAAATAAGAGATAAGAAAAGG
AAGGTACATGCACTTTTTTATAGACTTGATATAGTACCACTTGAGGAGAGAAAGAACACAAGCAATAACAGTT
CCAGAGACTACAGATTAGTAAATTGTAATACCTCAGCTATAACACAAGCCTGTCCAAAGGTTTCTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGACAAGACATTCAATGGAACA
GGACCATGCAATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGT
TAAATGGTAGTCTAGCAGAAGGAGAGATCATAATTAGATCTAAAAATTTAAAAGACAATACCAAAACAATAAT
AGTACAGCTTAATAACTCTGTGGAAATTAATTGTACGAGACCCAACAATAATACAAGAGAAAGCATAAGGATA
GGACCAGGACAAGTATTCTATGCAACAGGAGACATAATAGGAGACATAAGAAGCGCATATTGTACCATTAATG
GAACATTATGGTACACAACCTTACGAGAGGTAGAAAGAACCTTAGCAAAGCACTTCAATGATACAAAGAATAC
AACAATAAAATTTGCAAATCACTCAGGAGGGGACCTAGAAATCACAACACATAGCTTTAATTGTAGAGGAGAA
TTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGA
GATTTGGGAGAACATGACCTGGATGCAGTGGGACAGAGAAATTAATAACTACACAAACACAATATACAGGTTG
CTTGAAGACTCGCAAAATCAGCAGGAAAAAAATGAACAGGATTTATTAGCATTAGACAAATGGCAAAATCTGT
GGACTTGGTTTGGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCCTTGTCGTTTGCT
ATTAGTCTGCTTGATACTGTAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAGGAA
TTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MK041570 
GTAACAGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTCTATTTT
GTGCCTCAGATGCTAAGGCATATGATACAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGTTTCTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACTTTAAACTGCACGGATGTTACCAGAAATGATACCCACAAAAATAATACCCACAATAATACCACGGGTAC
CCACAATGTTACCATGAATACCTACAATGAGACCACGAAGGACCAAATGAGAAATTGCTCTTTTAATATAACC
ACAGAAGTAAAAGATAAGGAAAAGAAGGTACATGCACTTTTTTTTAGACTTGATATAGTACCACTTGATGAGA
AAAATGATGCTAATAAGTCTAATGGCGCTTATGGGAATTATAGATTAATAAATTGTAATACCTCAGTCATAAA
ACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATCCTA
AAGTGTAAAAATAACACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAA
TTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTATCAGAAGGAGGGATAATAATCAGATCTAA
AAATATAACAAACAATGCCAAAACAATAATAGTACATCTTGATACACCTGTAAAAATTAATTGTACAAGACCC
GGCAACAATACAAGAACAAGTATAAGGATAGGACCAGGGCAAGCATTCTATGCAACAGGAGATATAATAAGAG
ACATAAGACAAGCACACTGTAACATTAGTAAAACAGACTGGAATGACACTATGCACAGAGTAAGAGAAAAATT
AAAAGAGCACTTCCCTAATAAAACAATAAGATTTGATAACAGCTCAGGAGGGGACCTAGAAATTACAACACAT
AGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATC
AACAGCTCCTAGGGATTTGGGGATGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTG
GAGTAATAAATCTCTAGATGATATCTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTAC
ACACACACAATATACAGTTTGCTCACAGAATCGCAAATCCAGCAGGAGCAGAATGAAAAGGATTTACTGGCAT



TGGACAAGTGGCAAAATCTGTTTAATTGGTTTAACATATCAAAATGGCTGTGGTATATAAAAATATTCATAAT
GATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGA
TACTCACCCTTGTCGTTCGCTATTAGTCTACTTGATACCACAGCAATCATAGTAGCTGAAGGAACAGATAGGA
TTATAGAAGTAGTACAAGGAATTTGGAGAGCTATTTGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGC
AGCTTTGCTATAA 
>MK041576 
GTGATGGGGAATTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAGGGAAGCAAAAACTACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACTGA
CCCCAGTCCACAAGAAATGCTTTTAGAAAATGTAACAGAAAATTTTAATATGTGGGAAAATGACATGGTGGAG
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACTACTGTTAAAGGAAATTCTACCCACAATAATGATACCATGAAGGAAGAAATGAGGGG
AGAAATAAAAAATTGTTCTTTCAATATGACCACAGAACTAAGGGATAAGGAAAAGAAGGTACATGCACTGTTT
TATAGACTTGATATAGTACCACTTGATGAGAAGAGTAATAACACTTCTAGCAATTTTAGTGATTATAGATTAA
TAAATTGTAATACCTCAACCATAACACAAGCTTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCGGGTTATGCGATTCTCAAGTGTAAAGATAAGACATTCAATGGAACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGTCTAGCAG
AAGAAGAGATAATAATTAGATCTAAAAATCTAACAAACAATGCCTACACAATAATAGTACAGCTTAATGAAGC
TGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGATATAAGAGAAGCACATTGTAACATTAGTAAAGCAGCATGGAATAAAA
CTTTACAACAGGTAGGTGAAAAATTAGCAAAGCACTTCCCTAATAAAACAATAAGATTTACAAMCCACTCAGG
CGGGGATCCAGAAATTACCACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTG
GCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAACACGAGTTGGAGTAATAAATCTCAACAGGAGATTTGGAATAACATGACCTGGATGCA
GTGGGATAGAGAAATTAATAATTACACAGACATAATATACAGTTTGCTTGAAGTCTCGCAAAACCAGCAGGAG
AAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGTCTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTCAGGCAGGGATACTCACCCTTGTCGTTAGCTATTAGTCTGCTTGATACCACAGCAATA
GCAGTAGCTGGAGGAACAGATAGGATTATAGAAGGAGTACAAAGAATTTGGAGAGCTATCTGCAACGTACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>MK041550 
GTAAGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGCAAATGTAACAGAAAATTTTAATATGTGGGAAAATGACATGGTGGAG
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TTACGCTACACTGCGGGAATGTGAATGTTACCAACGGGTCTAATGTTACCAACAGGCATGACGGCAACATTAC
CACGGGGGAAGAAATGAAAAATTGTTCTTTTAATGTGACCACAGAACTAAGAGATAAGAAACAGAAAACACAT
GCACTCTTTTATAGACTTGATATAGTACCACTTAATGGGAATGGGAGTGATAGCAATTCTAGTGAGTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCGGGTTACGCGATTCTGAAATGCAATAATAAGACATTCAATGGAACAGGACCATGCCATAAT
GTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGTCTAG
CAGAAGAAGAGATAGTAATTAGGTCTAAAAATATAACAGACAATGCCAAAATAATAATAGTACATCTGAAGGA
ACCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTTTATGCAACAGGAGAAATAATAGGAAATATAAGACAGGCATCTTGTACCATTAATAAAACGGCATGGGAGA
AAGCTCTACACAACGTAAGTGAAAGCTTAAGAAAGCACTTCCCTGGTAAAACAATAAAATTTGCAAATAGCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTC
CTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCTAGTTGGAGCAATAAATCTCAAGAGGATATTTGGAACAACACGACCTGGAT
GCAGTGGGATAGGGAAATTAATAATTACACAGAGACAATATACCGGTTGCTTGAAGAATCGCAAAACCAGCAG
GAAAAAAATGAACAGGATTTATTGGCATTGGACAAATGGCAAAATCTATGGACTTGGTTTGACATAACAAACT
GGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
CTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCGTAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAAGTTGGAGAGCTATCTGCAACATCC
GTGCTTAGAAAAATAAGACAAGGCTTTAAAGCAGCTTTGCAATAA 
>MK041553 
GTAAAAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGCTATTGGCAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGCTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCGCTCTGTG
TTACGTTACACTGTAGCACTCTAAATAATGTTAATACTACAGGTAATGGTAGCACTACAAGTAGTAATAGCAC
TGAAATGAGAAATTGTACTTTCAATATGACCACAGAGTTAAGAGATAAGACAAAGAAGGTACAGGCACTCTTT



TATAGGTCTGATATAGTACCACTTAATGACAATTCTAGTACTGGTGACAATTCTAGTGTTAGTTATAGATTAA
TAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTCTACAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCACTAATGTC
AGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAG
AAGAAGAGATAATAATTAGATCTAAAAATATAACAGACAATGCCAAAACAATAATAGTACAGCTTAAGACACC
TGTAAATATTAATTGTACAAGACCTAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGCATGGAATAAAA
CCTTACAAGAGGTAGCTGAAGCATTAAGAAAGCACTTCCCTAATAAAACAATAAACTTTACAAAACATTCAGG
AGGGGACCCAGAAATTACAACACATAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCCGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCATGATGAGATTTGGGAGAACATGACCTGGATGCA
GTGGGATAGAGAAATTAACAATTACACAAACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG
AAAAATGAACAAGATTTACTAGCTTTGGACAAGTGGCAAAATCTGTTCTCTTGGTTTGACATAACATATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTCTC
TATAGTAAAAAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTATTAGTCTGCTTGATACCTTAGCAATA
GCAGTAGGTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGAGAGCTTTCTGCAACATACCTA
GGAGAGTAAGACAGGGCCTTGAAGCAGCTTTGCAATAA 
>MK041561 
GTAATGGGGAACCTATGGGTCACAGTATATTATGGGGTACCTGTTTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAATTGGAGTTAAAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACGTTAAACTGCAGTAATGTTAATGTTACCAGAACTAATGTTAGCAGCAGCATTAATGGTAGCAGCACTCC
TAATTACAATAGTAGCATGGGGGAAGACATGAAAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAG
AAAAGGAAGGTACATGCACTTTTTTATAGACTTGATATAGTACCACTTGGGGAAGAGAGTAATGAAACCACTT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTAT
ACATTATTGTGCTCCAGCAGGTTTTGCGATTCTAAGGTGTAATAATAAGACATTCAATGGAACAGGACCATGT
AATAATGTCAGCACAGTACAGTGTACACATAGAATTAAGCCAGTGGTATCAACCCAACTATTGTTAAATGGTA
GTCTAGCAGAAGAAAGGATAGTAATTAGATCTAAAAACATATCAGACAATGCCAGAACAATAATAGTGCAGCT
ACAGACACCTGTAAACATTACTTGTACGAGACCCAACAATAATACAAGAACAAGTATAAGGATAGGTCCAGGA
CAGACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGAGGAACAGCAT
GGAAAAAGACTTTAGAAGATGTAAGTAAAAAATTACAAGAGCACTTCCCTAATAAAACAATAAACTTTAACAG
GAGTTCAGGAGGAGACCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTTCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTA
TCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGCAATAAAACTAAAGATGAAATTTGGGAGAATATGAC
CTGGATGCAATGGGATAGAGAAATTAGTAACTACACAAACACAATATACTTGTTGCTTGAAGAATCGCAAAAC
CAGCAAGAAAAAAATGAACAGGATTTGTTGGCATTGGACAAGTGGCAAAATCTGTTTAACTGGTTTAACATAA
CAAATTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGC
AGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTAGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGGAGGAACAGATAGGATTATAGAAATAATACAAAGAATTTGGAGAGGTTTCTGCA
ACATACCTAGAAGGATAAGACAGGGCTTCGAAGCAGCTTTGCAATAA 
>MK041563 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAACATATGATACAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGATAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACGTTAACCTGCAGTAATGTTAACAGAACTAGTAATGACACTGACAAAACTAGTAACCACACTGGTAGCAG
GGGGGAAATGAACACTGATAGCAAGGAGGAAATGAAAAATTGTTCTTTTAATATGACCACAGAATTGAGAGAT
AAGAAAAAGGAGGTACGTGCACTTTTTTATAGACTTGATGTAGTACCACTCAAGAATGAGAGTGATGATGGCA
CTGGGGAATATAGATTAATAAATTGTAATACCTCAGCCACAACACAAGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACA
GGATCATGCAATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGATATCAACTCAACTACTGT
TAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTAAAAATATAACAGACAATGCCAAAACAATAAT
AGTACATCTTAATGAATCTGTAGAAATTAACTGTACGAGACCCAACAATAATACAAGGGAAAGTATAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGTA
AAGCAAAATGGGAAAAAGCCTTACAAGGGGTAAGTGAAAAATTAACAGAGTACTTCCCTAACAAAACAATAAA
TTTTACAAAGTCGTCAGGAGGGGATCTAGAAATTACAACGCATAGCTTCAATTGTAGAGGAGAATTTAAGCAG
CTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCATGATTATATTTGGAA
TAACATGACCTGGATGCAGTGGGATAGAGAGATTAATAACTACACAGACACAATATACAGGTTGCTTGAAGTC



TCGCAAAACCAGCAGGAAAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTTGACTTGGT
TTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTATTAGTCTG
CTTGATACCATAGCAATAAGTGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGAG
CTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAG 
>MK041564 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAGTGAATTTGACAAATGTAACAGAGAATTTTAACATGTGGGAGAATGACATGGTGGAG
CAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TTACTTTAAACTGCACGAACGTTAATAGCACCCTCAATGAAGTGAAAAATTGTTCTTTCAATATGACCACAGA
ACTAAGAGATAAGAAAAAGCAGGTATCTGCACTTTTTTATAAACTTGATATAGTACCACTTGATAACAACTCT
AGTGAGGATACTAACACTTCTAGGGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGCC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGATTTGCGATTCTAAAGTGTAAGGA
TGAGACATTCAATGGAACAGGACCATGCAATAGTGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGCTAAATGGTAGTCTAGCAGAACAGGAGATAATAATTAGTTCTAAAAATATAACAG
ACAATGCCAGGACAATAATAGTACATCTGAAGGATCCTGTAAAAATTAATTGTATAAGACCCAACAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTTTATGCAACAGGAGGGATAATAGGAGATATAAGACAA
GCACATTGTAATATTAGTAAGACAGAATGGAAGAAAACTCTAGATGATGTAAAAGGAAAATTAGCAAAGCACT
TCCCTAATAGAACAATAATATTTAATCAATCCTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAAT
CTTATGATAATATTTGGGGGAACCTGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGACACAAT
ATACAGGTTACTTGAAGTCTCGCAAATCCAGCAGGAACAAAATGAGCAGGATTTATTAGCATTGGACAAATGG
CAAAATCTGTGGTCTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCCTT
GTCGTTGGCTATTAGTTTGCTTGATACTACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTA
ATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAAT
AA 
>U52953 
GTAAGGGGGAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGACGCTAAAGCATATGATGCAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAA
CAGATGCATCAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACGTTACACTGCAGTAACAGAACTATTGACTACAATAACAGAACTGATAACATGGGGGGAGAAATAAAAAA
TTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGAGAGAGAAGGTACATGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAAGAATGAGAGTAGTAACACTTCTGGTGATTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAATACAGTGTACACAT
GGAACTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGAT
CTAAAAATCTAACAGACAATGTCAAAACAATAATAGTACATCTTAACGAATCTGTAGAGATTAATTGTACGAG
ACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAGAACAGCATGGAACAAAACTTTACAAGAGGTAGGTAAAA
AATTAGCAGAGCACTTCCCTAATAAAGCAATAAAATTTGCAAAGCACTCAGGAGGAGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGGTACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTA
GTTGGAGTAATAGATCTCAAGAGGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAACAGGACTTATTA
GCATTGGACAAGTGGCAAAATCTGTGGACTTGGTTTGGCATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAAAGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCCTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAAGTCATACAAGGAATTTGGAGAGCTATCTGCAACATACCTAGAAGAATACGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>AF443088 
GTAATAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAGACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTACATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTATTAATGTTACTAATGCTACCAATGTTACTAATGCTGACTATAAAAATTGCTCTTTCAA
TATAACCACAGAACTAAGAGATAAGAGAAAGAAAGAATATGCACTTTTTTATAGACTGGATATAGTACAACTT



GGGGAGAATAATGCCAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTC
CAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAC
TAAGACATTCGATGGAACAGGACCATGCACTAATGTCAGCACTGTACAATGTACACATGGAATTAAGCCAGTA
GTATCAACCCAACTACTGTTAAATGGTAGTCTATCAGAAGAAGGGATAGTAATTAGGTCTGAAAATATAACAA
ACAATGCTAAAACAATAATAGTGCATCTTAATGAATCTGTAGAAATCGTGTGTACAAGGCCCGGCAATAATAC
AAGAAGAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAA
GCACATTGTAACATTAGTAAAACTAAATGGAATAAGACCTTGAGCAGGATTGGGGAAAAATTAAAGGAACACT
TCCCTAATAAAACCATAAGATTTAACTCATCTGCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAACTG
TAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTTCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGTAATAAAT
CTGAAGGAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTACACAAACACAAT
ATACAGGTTGCTTGAAAACTCGCAAATCCAGCAGGAACAAAATGAAAAGGATTTACTAGCATTGGACAGTTGG
AAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTCAGGCAGGGATACTCACCTTT
ATCATTTGCTATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGCG
ATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAAGGTTTTGAAGCAGCTTTGCAAT
AA 
>AF443089 
GTAGTAGGGGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTA
TCACTTTAAACTGTACAAGTATCAATGGTACCCACAAAGTTACCAATAATGATACCTTGTATGGAGAGATAAA
AAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAAAGGAAGGAACATGCATTGTTTTATAGACTT
GATATAGTACCACTTGATGAGAAGGATAACAAGTCCAGTAATTTCAGTAACTATAGATTAATAAATTGTAATA
CCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGG
CTATGCAATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTACCAACACAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAA
TAATTAGATCTGAAGCTCTGACAAACAATGCTAAAACAATTATAGCACGTCTTAATAAATCTGTAGAAATTGA
GTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGG
GATATAATAGGAGACATAAGGGAAGCACATTGTAACATTAACAAAGAAAAATGGAATAGCACTTTACAAGGGG
TAAGGGAAAAATTAGAAAAACACTTCCCTAATAAAAATATAACATTTGAACCATCCTCAGGAGGGGACCTAGA
GATTACAACGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCATT
GGAACTCCAGTTGGAGTAATAAATCTCAAAAAGAGATTTGGGACAATATGACCTGGATGCAGTGGGATAAAGA
AATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAACGAAATGAAAGA
GATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTGGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAACAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATAGTATAGCAATAGCAGTAGCTGAG
GGGACAGATAGGATTCTAGAAGCAGTACAAAGAATTTGGGGAGCTATCCGCAATATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>AF443092 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGAAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGAGGTTGACCCCACTCTGTG
TCACTTTAAACTGTAACAATGTTACCACCTACAATGGTACCTACAGTGATGGAATGAAAAGTTGCTCTTTCAA
TATTACCACAGAACTAAGAGATAAGAGAAGGAAAGAATATGCAATTTTTCATAGCCTTGATATAGTACCACTT
GAGAATTCTGAGAATTCCAGTGAGTATAGACTAATAAAGTGTAATACCTCAACCATAACACAAGCCTGTCCAA
AGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAGAAATAA
GACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAATGTACACATGGAATTAAGCCAGTAGTA
TCAACCCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTGAGAATATAACAAACA
ATGCCAAAATAATAATAGTACATCTTAATGAAACGGTAGATATAGTGTGTACAAGGCCCAACAATAATACAAG
GAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGAGAAGCA
CATTGTAACATTAGTAAAACTAAATGGGAAAATACCTTGCACATGGTAAGTGAAAAATTAAAAGAGAACTTCC
CTAATAAAACAATAGTATTCAACTCATCCGCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAACTGTAG
AGGAGAGTTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGCACCAGAAATT
ACAGTGACATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAATTACACAGATATAATATA
CAGGTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGATAGTTGGAAC



AGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTCGCTGTTAGTCTGCTTGACACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAAGTAACA
CAAAGAATTTGTAGAGTAATCAGGAACATACCTAGAAGAATAAGACAGGGCGTTGAAGCAGCTTTGCAATAA 
>AF443093 
GTAATGGGAAATTTATGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACGTGGTGGAT
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACAATGTAGTAATGTAAGTCGTGATGCTACCAGTAGTAGTAGTGAAACTAGTGGTAATGGAACTCA
CGATGAAGGAATGAGAGAAGGAATGAGAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGAATTAAGAGAT
AAGAGAAAGAATGTGTATGCACTTTTTTATAAACTTGATATAGTACCACTTGAGGAGAATGATACCATCTCTA
ACAGCACGTATAGACTAATAAATTGTAATACCTCATCCATATCACAAGCCTGTCCAAAGGTCTCTTTTGGCCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACA
GGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAGGGAGAGATAATAATCAGATCTGAAAATATGACAGACAATGTCAAACCAATAAT
AGTACATCTTAATGAATCTGTAGAAATTAACTGCACAAGACCTAACAATAATACAAGAAAAAGTATAAGGATA
GGACCAGGGCAAACATTCTATGCAACAGGAGCCATAATAGGAGACATAAGACAAGCATACTGTACCGTTAATG
CAAGCAAATGGAATGAAACATTACAAAAGGTAAAGAAAAAATTAGGAGAACACTTCCCTGATAAAAACATAAC
ATTTGAATCACCCTCAGGAGGAGACCTAGAAATTACAACACATACCTTTAATTGTAGAGGAGAATTCAAGCAA
CTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GAAAAATCATCTGCACCACTAATGTGCCTTGGAACGCCAGTTGGAGTAATAAATCTCAAGAAGACATTTGGAA
TAACATGACCTGGATGCCGTGGGATAGGGAAATTAATAATTACACAAGAACAATATATGAGTTGCTTGAAGAA
TCGCAAAGCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGT
TTAACATATCAAACTGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGATAGGCTTGAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTG
CTTGATACCATAGCAATAGCAGTAGCTGGAGGAACAGATAGGTTTATAGAATTAATACAAAGAATTTACAGAG
CTATCCGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>AF443094 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAACAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGGAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAACCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTAATGTTAACAAAACTAATACTAACTTTACGGATACAACAAATGGAGAAATAAAGAA
TTGCTCTTTCAATATAACCACAGAAGTAAGAGATAGGAAAAAGAATGAACATGCACTTTTTTATAGACTGGAT
ATAGTACCACTTGAGGGGGAGAACAATACCAATACCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCG
TAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTGTACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAGCAGGACCATGCAATAATGTCAGCACAGTACAATGTACACAT
GAAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTCTAGCAGAAGAACAGATAATAATCAGAT
CTGAAAATATGACAAACAATGCCAAAACAATAATAGTACATCTTAAGAAACCTGTACAAATTGTGTGTACAAG
GCCTAACAATAATACAAGGAGAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAAGAGGGGACATAATA
GGAAACATAAGACAAGCACATTGTAACATCAGTAGAGGGGAATGGAATGAAACTTTAATGGAGGTAAGTAAAG
AATTACGAAAATATTTCCCTAATAAAAATATAACATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAACCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATATGCACCACTGCTGTGCCTTGGAATCATA
GTTGGAGTAATAAATCTGAAGAGGATATTTGGAATCACACGACTTGGATGCAGTGGGATAGAGAAATTAGCAA
TTACACAGACACAATATACAGGTTGCTTGAAGACTCACAAAACCAGCAGGAGATAAATGAAAAAGATTTATTA
GCATTGGACAGCTGGAAAAATTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCATAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTCAGGCA
GGGATACTCACCTTCATCGTTTGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTGGCTGAAGGAACAGAT
AGGATTATAGAATTAATACAGACAATTTGTAGAGCCATCCGCAACATACCTAGAAGAATAAGACAGGGATTTG
AAGCAGCTTTGCAGTAA 
>AF443095 
GTAGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAATGTGAGGATGCAAATAATGGTAGTGTAACCTATAATAATACACAGGGAGAAATAAAAAATTG
CTCTTTCAATGTAACCACAGAACTAAGAGATAAGATACAGAAAGTGCATGCACTTTTTTATAGACTTGATATA
GTACAACTTGACAACAGCAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAA



AGGTCTCTTTTGATCCAATCCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATCA
GACATTCAATGGGACAGGACCATGCAATGATGTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTG
TCAACTCAACTATTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAATAATCAGATCTGAAAATCTGACAAACA
ATGCCAAGATAATAATAGTACATCTTAAAGATCCTGTAAACATTACGTGTACAAGGCCCAACAATAATACAAG
AAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGACATAATAGGAGACATAAGACAAGCA
CATTGTAACATTAGTGCAGCTCAATGGAATAAGACTTTACAAGAGGTAGGTGCAAAATTAGAAGAACACTTCC
CTAATAAAACAATAAAATTTAACCAGTCATCAGGAGGGGACCTAGAAATTACAACACATAGCTTTATTTGTAG
AGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGTCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTC
AAGATGATATTTGGGAAAATATGACCTGGATGCAGTGGGATAAAGAAATCAGTAATTACACAAACACAATATA
CAATTTGCTTGAAAAATCTCAAAACCAGCAGGAAAAAAATGAAAAGGATTTATTAGCCTTGGACAGTTGGAAA
AATTTGTGGAATTGGTTTGGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTGCTATTAGTCTATTTGATGCCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATA
CAAAGAACTGGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF443096 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAGGAAGCGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACGAGAAATGTTTTTGGAAAATGTAACACAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACCTGTAGTAATCTTAATATTACCAACAGTACTGCCTTCAATAGTACTCTTTTCAATACTACCAT
AAAGGAAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAAATAAGAGATAGGAAAAGGAAAGAATATGCA
CTTTTTTATAAGCTTGATATAGTACCACTTGAAGGGAATAACAATAACAGTGAGTATAGATTAATAAACTGTA
ATACCTCCGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACACTTTTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTTAGCACAGTA
CAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTTTAGCAGAAGAAGAGA
TAATAATTAGATCTGAAAACCTGACAAACAATGTCAAAACAATAGTAGTACATCTTAATGAATCTATACAAAT
TAACTGTACTAGACCTGGTAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACA
GGGGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAGGCATGGAATAAAACTTTACACA
GGGTAAGTGAAAATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTACATCACCCTCAGGAGGGGACCTA
GAAATTATACAACATACCTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAA
GATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCC
TTGGAACACTAGTTGGAGCAATAAATCTCAAAATGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGA
GAAATTAGCAATTACACAGGCATTATATACAATTTGCTTGAAGAATCGCAAATCCAGCAGGAAAAGAATGAAA
AGGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTACCATAACAAATTGGCTGTCGTATAT
AAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTTTAGTGAAT
AGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATGCAACAGCAATAACAGTAGCTG
GGGGAACAGATAGAATTATAGAATTGATACAAAGAATTGGTAGAGCTATCCTCAGCATACCTAGAAGAATAAG
ACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF443098 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTATTAATGCTACAAATTCTAATAATAGTACCTACAACAATAGCATAAAGGAAGAAATGAA
AAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGCAAGTGTATGCACTTTTTTATAAACCT
GATATAGTACCACTTGATGGCAATCCTAGTAATTCTAGTGGAGAGTATAGATTAATAAATTGTAATACCTCAG
CCTTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCACTAATGTCAGCACAGTACAATGTACA
CATGGCATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAATAATCA
GATCAGAAAACCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAGTCTGTAGAAATTGTGTGTAC
AAGACCCGGCAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTTTGCAACAGGAGAAATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAACTAATTGGAATAAAACTTTACAAATGGTAAGTG
AAAAATTACAACAACACTTCCCTAATAAAACAATAAAATTTGACAAACACTCAGGAGGGGACTTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTG
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACA
ACAGTTGGAGCAATAAATCTTTCACAGAGATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAATTAG
TAATTATACAAACACAATATACAGGTTGCTTGAAAAATCACAAAACCAGCAGGAAATAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTACATAAGAATAT
TCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAG



GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAAGGAACA
GATAGAATTATAGAAATCATACAAAGAATTTGTAGAGCTATCCGCAACACACCTAGAAGAATAAGACAAGGCT
TTGAAGCATCTTTGCTATAA 
>AF443101 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGACGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGCGATGCAAAGGGTAATGCTACCTATGAAGGTAACAGGACTGGAGAAATAAAAAATTG
CTCTTTCAATGTAACCACAGAACTAAGAGATAAGAGACAGCAAGTGTATGCACTTTTTTATAGACTTGATGTA
GTACAACTGAACAATAGCGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGG
TTACATTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGACAGGACCATGCAACAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTACTGCTAAATGGTAGTCTAGCAGAAGAAGGGATAATAATCAGATCTGAAAATCTGACAGACAATG
CCAAAACAATAACAGTACAATTGGATCAAGCTGTAGAAATTGAATGTACAAGACCCAATAATAATACAAGAAA
AAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAACACAAGACAAGCACAC
TGTAACGTTAGTGCAGGAGCATGGAATAAAACTTTACAAAAGGTAGGGGAAGAATTAAGAAAACACTTCCCTA
ATAAAACAATACAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATACTTTTAATTGTAGAGG
AGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGATCCTAGGGATT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGTAACAAATCTCTAA
CAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTATACAGAAACAATATATAG
GTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAATAAT
CTGTGGAACTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATAATAATAGGGGGCTTAA
TAGGTTTGAGAATAATTTTTGCTGTGCTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
GGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGAATTATAGAAGTAATACAA
AGAATTTGTAGGGTTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF443104 
GTGTTGGGGAACCTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATGGAGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTGTCACTGTAAACTGTACAAATAATGTTACCAGCTGTACAAATAATGTTACCAGCAATAG
TAATAATACCCTCTGTAATAATACTATCTGTGAACAAATGAGAAATTGCTCTTTCAATGCAACCACAGAAATA
AGAGATAAAAAACAGAAAGTGTATGCACTTTTTTATAAGCTTGATATAGTATCACTCGACAGGAATGATAACA
ACAGCTACAGATTAATAAATTGCAATACCTCAGCCATAACCCAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGA
CCATGTAATAATGTCAGCATAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGT
ACACCTTAATGACTCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGGAAGAGCATAAGGATAGGA
CCAGGACAGGCATTTTATGCAACAGATGCCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAG
ACAAATGGAACAAAACTTTACAACAGGTAGGGGAAAAGTTAGCAGAACACTTCCCTAATAAAACAATAAAATT
TGCACCATCCTCAGGAGGGGATCTGGGAATCACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCGCAAGCAGAGATTTGGGATAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAAGTTACTTGAGGACTCA
CAACTCCAGCAGGAGAACAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTAGTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTGATACAGATAATTTGTAGAGCTA
TCCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTATAA 
>AF443110 
GTGATGGGGAGCTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTTTGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAATGTGTAGCAATGTGACCAGGAACCAGACCAAGAACCAGAACTACACTAATGGTGGGAACTACAC
TTATGAAGGGATTGGAGAAATAAAAAATTGCTCTTTCAATATGACCACAGAACTGAGAGATAAGAAAAAGAAT
GTGTATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGACAACTACTCTAACGAGTATAGATTAATAA
ATTGTAATACCTCAGCCATATCACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATCCATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGC



ACAGTACAGTGTACACATGGAATTAAACCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCATAGCAGAAG
GAGAGATAATAATCAGATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTACATCTTAATGAATCGGT
AAAAATTACATGCACAAGACCCAACAATAATACAAGGGAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAGACATAAGAAAAGCATACTGTAACATTAGTATACATGAATGGAATAAAACTT
TAGAAGGGGTAAAGAAAAAATTAGGAGAACACTTCCCTAATAAAACAATAAAGTTTCAACCATCCTCAGGAGG
GGACCTAGAAATTGCAACACATACCTTTAACTGTAGAGGAGAATTTAAACAACTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATATGCACCACTA
ATGTGCCTTGGAACCTCAGTTGGAGTAATAAATCTCAAAAAGATATTTGGGAGAGCATGACCTGGATGCAGTG
GGATAATGAAATTAGTAATTACACAGGAATAATATACGAGTTGCTTGAAGACTCGCAAAACCGGCAGGAGAAA
AATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAACTGGCTGT
GGTATATAAAAATATTTATAATAATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAACCTGCTTGATACCACAGCAATAGCA
GTAGCTGAAGGAACAGATAGGTTTATAGAATTAATACAAAGAATTTGTAGAGCTGTCCGCAACATACCTAGAA
GACTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AF443111 
GCAGGGGGGAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGTATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGACAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCCAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTACTGATGCTACTGTCAATGATGCTACTGTCAATCATAGCATGAAGGAAGAAACAAAAAA
TTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAACGGAAAGTGAATGCACTTTTTTATAAACTTGAT
GTAGTGCCACTACATGAGGGGAATGGCAGCTATAGATTGATACATTGTAATACCTCCACCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGTGTAA
CGATAAGACATTCAGTGGGACAGGACCATGCCTTAATGTCAGTACAATACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAAAAGACATAATAATTAGATCTGAAAATTTGA
CAAATAATATCAAAACAATAATAGTACACCTTAATGACTCTGTACAAATTGTGTGTACAAGACCCAACAATAA
TATAAGAAAGAGTGTAAGAATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGACATAAGA
GAGGCATATTGTAACATTAATGGGAGTGACTGGAATAGAACTTTACAATGGGTAAAGAACAAATTAGGAGAAC
ATTTCCCTAATAGCACAGTCATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTGTAGAAAGATACCTAAAGGATCAACAA
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTA
ATAAATCTCAATCAGATATCTGGGAGAACATGACCTGGATGCAGTGGGATAGAAAAATTAGTAATTACACAAC
CACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAACAAAATGAAAAAGATCTATTAGCATTGGAC
AGTTGGAACAGTCTGTGGAGCTGGTTTGACATAACAAGGTGGTTATGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGGTTATA
GAATTTGTACTAAGAATTTGTAGGGCTATCCGCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCTATAA 
>AF443112 
GAAAAGGGGAAACTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAGGAGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATGAAAGCCTGAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAATGTTAATACAACCAGGAATGGTAATGATACCGAGAACATGAAGGAAGAAATGAG
AAATTGCACTTTCAATACAACCACAGAAATAAGAGATAAGGAAAAGCAGATGTATGCACTTTTTTATAGACTT
GATATAGTACCACTTCATGATAGTAATGGCAACTCTAGTGATGGCAACTATAGTGAGTATGTACTAATAAATT
GTAATACATCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAATTGTAATAATAAGACATTTAATGGAACAGGACCATGCCAGAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGTCTAGCAGAAGGAG
AGATCATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTATAGA
AATTGTGTGTGTAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCA
ACAGGAGAAATAATAGGAAACATAAGACAAGCATATTGTAGCATTAGTGGAGGTAACTGGACTGAAACTTTGC
GAAGGGTAAAAAACAAATTAGGAGAACACTTCCCTAATAAAACCATAACATTTGGACCATCTTCAGGAGGGGA
CCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCTTGGCTATG
GAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGTACCACTGCTG
TGCCTTGGAACTCCAGTTGGAGTAATAAAACTCAAGAAGATATTTGGAATAAGACGACCTGGATGCAGTGGGA
TAAAGAAATTAGTAATTACACAGACATAATATACAGCTTGCTTGCAGACTCGCAGAACCAGCAGGAAAAAAAT
GAACAGGAGTTATTAGCATTGGACAGTTGGAAAAGTCTGTGGAATTGGTTTGATATAACAAATTGGCTGTGGT
ATATAAAGATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTCTAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTA



GCTGAAGGAACAGATAGGATTATAGAAACAGTACTAAGAATTTGTAGAGCTATCCTCCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AF443113 
GTGATGGGAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAAATGTGTTAGTATTAATGCTACCAGTAATGGTACTGTTACCTATAATGATACCATAAATGGAGA
AATAAAAAATTGCTCTTTCAATGTAACCACAGAGCTAAGAGATAAGAGAAAGAATGAACATGCACTTTTTTAT
AGACTTGATATAGTACCACTTAATGGGAAGAACAACCAGTCCAATGAGTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTCAAATGGTAGTCTATCAGAAAAGGAGATAATAA
TTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTGAGTG
TACAAGACCCAACAATAATACAAGAAGAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATAATAGGAGACATAAGACAAGCATATTGTACCATTAATGAAAGCACCTGGAATAGAACTTTACAAGAGGTAA
GCAGAAAATTAGTAGAACGCTTCCCTAATAAAACAATAAGATTTCAACCACCCTCAGGAGGGGATTTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACGCTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAGT
TAGTAATTACACAAACACAATATACAAGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAGGAT
TTACTAGCAATGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTTGCTATTAGTCTGTTAGATACCATAGCAATAGTAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGTACTAGGAATTTGTAGAGCTATCCGCAACGTACCTACAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>AF443115 
GTGGGAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTTTGGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTAGTGCTGCCAATAATACTGTTGCTGAAATGAAGGGAGAAATAAAAAATTGCTCTTTCCA
TATATCCACAGAAATGAGAGATAAGAGACAAAAGGAATTTGCACTTTTTAATATACTTGATATAGTACCACTT
AATAATGAGAATAACAATACCAAAAATTTCAGTGATTATAGATTAATAAGTTGTAATACCTCAACCATAACAC
AAGCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAAACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAGTAATTAGATCTGAAA
ATATATCAGATAATGCTAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGAGTGTAGAAGGCCCAA
CAATAACACAGGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGGCATAATAGGGGAA
ATAAGACGAGCACATTGTGACATCAATGGAACGAAATGGACCGAAACTTTACAAAAGATAAGTGAAAAATTAA
GAGGATACTTTAAGAAAACAATAATCTTTGCACCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAGGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCCGTGCCTTGGAATAGTAGTTGGAGTA
ATAAAAATGAAGAGGATATTTGGGGTAACATGACTTGAATGCAGTGGGATAGAGAAATCAGTAACTACACAGA
TACAATATACAGGTTGCTTGAAGACTCACAAAGCCAGCAGGAACAAAATGAAAAAGATTTACTAGCATTGGAC
AGCTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGTTGTGGTATATAAAGATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATA
GAAGTAGTACAAAGACTTTATAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCAT
TACAATAA 
>KY658704 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACATGTAAAAAGATTAATAATATTACCTATGATAATGAGACAATTGAAGAAATGAAAAATTGCTC
TTTCAATATAACCACGGAATTAAGAGATAGGAAACGGAAGGTGTATGCACTTTTTTATAAACTTGATATAGTA
CCACTTAATGACAGCAATAGTAAGAGCAACAATAGCATGTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGA



ATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTG
AAAATATAGAAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTGTGTGTATAAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGA
AACATAAGAGAAGCACATTGTAACATTACTAGAGAAAAGTGGAATAAAACTTTACAATGGGTAGCAGAAAAAC
TAAGAGAACACTTCCCTAATAAAACAATAAAATTCGAACCATCCTCAGGAGGGGACCTAGAGGTTACAACACA
TAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGCT
GGAGTAATAAATCTCAGACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CACAGACACAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGCTCTCTTTAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTATCGTTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGA
ATTATAGACTTAATACAAAGAATTTGTAGAGCTATCTTTAGGATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>KY658705 
GGAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTTGTGCAT
CAGATGCTAAATCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATAGTTTTAGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTGTCACGT
TAAACTGTATAAATGCTACCAGTAACAATGTTGCCAACACGACTAATACTATTGAAGGAATGAAAAATTGCTC
TTTCAATGTAACCACAGAAATAAGGGATAAGAGAAGGCAAGAATATGCACTTTTTTATAAACTTGATATAGTA
CCACTTGATAACAGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAAGCCTGTC
CAAAGGTCACTTTTGACCCAATTCCTATCCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAA
TAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTG
GTATCAACTCAATTACTATTAAATGGTAGCCTAGCAGAGAAAGAAATAATAATCAGATCTGAAAATCTGACAG
ACAATGCCAAAACAATAATAGTACATCTTAATGAAACTGTAGAGATTAATTGTACAAGACCCGGCAACAACAC
AAGAAAAAGCATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGGCATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTGAATATTACTGGAAGAGAACTTTACTAAGGGTAAGTGAAAAATTAAAAGAACACT
TCCCTAATAAAACAATAGAATTTAAACCACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAACAGCTTCAGACAAGAGTTTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAGAT
CTCAAGAGGATATTTGGGGGAACATGACCTGGATGCAGTGGGAGAGAGAAATTAACAATTACACAGACACAAT
ATACTGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAGAAATGAAAAGGATTTACTAGCATTGGACAGTTGG
AACAATCTGTGGAGTTGGTTTAACATAACAAACTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAG
GCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCT
GTCGTTGGCTATTAGTTTGCTGGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTTTAGAATTA
ATACAAAGAATTGGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAAT
AA 
>KY658706 
GGGAAGGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTTTGGGCTACACACGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGTTACCAGTACCAGTAATAATACCAGCAATAATACTGACTACAATAATGAAATGAG
AAATTGCTCTTTCAATATAACTACAGAACTAAGAGATAAGAAAAAGCAAGAAAGGGCACTTTTTTATAGGCTT
GATATAGTACCACTTGATAGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGAAAAGGGCCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCCACTCAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGGAATAATAATTAGATCTGAAAATC
TGACAGACAATACCAAAACAATAATAGTACAGCTTAATGAATCTGTAGAGATTAACTGTACAAGACCCGGCAA
CAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTGCAGAGAAATGGAGGACAGCTTTACAAAGGGTAAGTGAAAAATTAAAAG
AACACTTCCCTAATAAAACCATAATATTTGAACCACACTCAGGAGGGGACCTAGAAATTCTAACACATAGCTT
TAATTGTAGAGGAGAATTTAAACAGCTTCAGGCAAGAGTGCTGGCTCTAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTA
ATAAAACTCAAAAGGATATTTGGGGGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAA
CACAATATACAACTTGCTTGAAGAATCACAAAACCAGCAGGAAAGAAATGAAAGGGATTTACTAGCATTGGAC
AGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGGTAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATA



GAATTCATACAAAGAATTTTTAGAGCTATCTGCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTT
TACAATAA 
>KC154013 
GTGTTGGGGAACTTGTGGGTCACAGTTCATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTACAAATGCAACTTTTACAAATACAAATTTTACTACTACAAACTACAATAGTACTGGTAG
CATGAATGAAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAGGTAAGAGATAAGAACAAGAAGGTGTAT
GCACTATTTTATAAACTTGATATAGTATCACTTGACAACAACTCTACTGAGTATAGATTAATAAATTGTAATA
CCTCAACCATATCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTCAGAATGTCAGTACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAA
TAATCAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATAAATCTGTAGAAATTAA
CTGTACAAGGCCTGGCAATAATACAAGAACAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGA
GACATAATAGGAGACATAAGAAAAGCACACTGTAACATTAGTAAAACAGCATGGAATGACACTTTAAAAAGGG
TAAAGGAAAAATTAAGAGAACACTTCCCTGGTAGGAATATAACGTTTAATTCATCCTCAGGAGGGGACCTAGA
AATTACAACACATACCTTTAATTGTAGAGGAGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTTATGAAGACATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGA
AATAAGTAATTACACACACACAATATACAAGTTGCTTGAGGAATCGCAAAGCCAGCAGGAACAAAATGAAAAA
GATTTATTAGCCTTGGACAGTTGGAATAATCTATGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGGTGAA
GGAACAGATAGGATTATAGAATTGATACAAGGAATTTGTAGAGCTATCCAAAACATACCTAGAAGAGTAAGAC
AAGGCTTTGAAGCAGTTTTACTATAA 
>KC154015 
GGGGGAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCTTATTTT
GTGCATCAGATGCTAAAGGATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAGTATTAATAAAACTACTACCACTAGTAATAATACCACCAATAATACTATCCTTAG
TAATACTACCCTTAGTGATACTATGAATGGAGAAATACAAAATTGCTCTTTCAATGCAACCACAGAAATAAAT
GATAAGAAAGAGAAGATGCATGCACTTTTTTATAGACTTGATATAGTACCACTTAACAAGAAGAATAATAATG
AGAGTACTACAAGCAGCTATAGTGAGTATAGGTTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCC
AAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAAC
AAGACATTTAATGGGACAGGACCATGCACCAATGTCAGCACAGTACAATGTACACAGGGAATTAAGCCAGTGG
TATCAACTCAACTACTGTTAAATGGTAGTTTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAA
CAATGCCAAAATAATAATAGTACAACTTAACAAATCTGTAGACATTGTGTGTACAAGACCCGGCAATAATACA
AGGAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAG
CACACTGTAATATTAGTGAACAGAAATGGAATCAAACTTTACAAGAGGTAGGTGAACAGTTATCCAAACACTT
CCCTAATAAGACAATAAAATTTGAGCGAGCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGT
AGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGATTTGGGGCTGCTCTAGTAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTAATAAATC
TCAGGAGGAAATTTGGGGCAACATGACTTGGATGCAGTGGGATAGAGAAATTAACAATTACACACACACAATA
TACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAGAAAATGAAAAGAATTTACTAGCATTGGACAGTTGGA
ACAGTTTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATACAAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAATTTGTGCAGTAATCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTA
TCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAAGGAACAGATAGAATTATAGAAGTGA
TACAAAGAATTTGTAGAGTTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATA
A 
>KF114882 
GTGGTGGGGAGCCTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCCTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAAGATATAATTAGTCTATGGGATCAAAGCCTAACGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACATTAGAATGCACAAATGTAAATGTAACCCATAATAATACTGAAGACAACAATAATACTACTATTAACAT
GCAGGAAGAAATAAAAAATTGCTCTTTCAATATGACCACAGAACTAAGGGATAAGGAAAAGAAAGTATATGCA
CTTTTCTATAAATTGGATATAGTACAACTTAATGGGAGTAACAACCAATCTACTGATTATAGATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCC



AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACA
GTACAATGTACGCATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
GGATAATAATCAGATCTGAAAATCTGACAGAAAATACCAAAACAATAATAGTACATCTTAATAAATCTGTAGA
AATTAACTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGAATAGGACCAGGACAAACATTTTATGCA
ACAGGAGACATAATAGGAAACATAAGAGAAGCACACTGTAATATTAGTAGAGATAAATGGAATGAAACTTTAG
AAATGGTAAAGAAAAAATTAGAAGAACACTTCCCTAATAGAACAATATCCTTTAACAGATCATCAGGAGGGGA
CCCAGAAGTTACATCACATACCTTTACTTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTAATG
TGCCTTGGAACAACACTTGGAGTAATAAAACTCAAAGGGAAATTTGGGATAACATGACATGGATGCAGTGGGA
TAGAGAAATTAATAATTTCTCAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAAT
GAAAAGGATTTATTAGCATTAGACAGGTGGAACGATCTGTGGACTTGGTTTGGCATAACAAATTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGTTATCTATAAT
AAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAACAGCAGTA
GCTGAAGGGACAGATAGGATTATAGAAGTAATACAAAGACTTTGTAGAGCTATCCGCAACACACCTAGAAGAA
TAAGACAAGGCTTTGAAGCAGCTTTACTATAA 
>KR861313 
GTAGTAGGGAACTTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATTTGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACCAATGCAAATGTTAATACTAATGTTACCAAGAATAATAGCACTAATGATATAAGTAG
AGAAATGAGAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGACACAGAAAGTATATGCACTTTTT
TATAAACTTGATGTAGTACCAATTAATAATACCAAATCTAATACCAGCTATAGATTAATAAATTGCAATACCT
CAACCATATCACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCACAAATGTCAGCACAGTTCAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAGGGAGAGATAATAA
TCAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAACTG
TACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAC
ATAATAGGAGACATAAGACGAGCATACTGTAACATTAGTGCAGATAAGTGGAATGGAACTTTAGAAAAAGTAA
GGAAAAAATTAAAAGAACATTTTAATAAAACAATAAAATTTAATTCACCCTCAGGAGGGGATCTAGAGATTAC
AACACATACCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTAAAGAAGAAATTTGGAATAATATGACCTGGATGCAGTGGGATAGAGAAATCAA
TAATTACACAGGAGAAATATACAAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTA
TTAGCTTTAGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATAT
TTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCGCCACATACCTACAAGAATAAGACAGGGCT
TTGAAGCAGATTTGCAATAA 
>KR861315 
GTGGGGGGACATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAACAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTCAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACGCCACTCTGTG
TCACTTTAAGCTGTAGTAATGTCACTGTAAACTGTAATAGTAGCACTGTAAACTGTCCTAATGATACTAATAA
TAACGTGGCTGGAGAAATGAAGAATTGCTCTTTCAATATGACTACAGAACTAAGAGATAAGAGAAAACAGGAA
TATTCACTTTTTTATAGGCTTGATATAGTACCACTTAATAAGAATAATAGCTCCACTAGTAATTACAGTGATT
ATAGATTAATAAATTGTAATACCTCAGCTGTAACACAAGCCTGTCCAAAGGTCACCTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGAACAGGACCATGC
AATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAATTACTGTTAAATGGGA
GTTTAGCAGAAAAAGATATAGTAATTAGATCTGAAAACCTGACAAACAATGCCAAAACAATAATAGTACAGCT
TAAAGAACCTGTAAAAATTGTGTGTACAAGGCCCAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACACGCACATTGTAACATTACTGAAGCAAATT
GGAATAAAACTTTACAAGAGGTAGGGAAAAAATTAGGAGAACACTTCCCTAATAGGACAATACAGTTTGCACC
ATCCTCAGGAGGGGACTTAGAAATTAAAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACA
AGAATCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAAAATGTAAATGCTATTTGGGATAACATGAC
TTGGATGGAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAATC
CAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGTCTGTGGAGTTGGTTTAGCATAA
CAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTTGGAGGCTTGATAGGCTTAAGAATAATTTTTGC



TGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTATCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGGACAAGAAATTGGTAGATTTATCCTCC
ACATACCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KR861316 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACGAA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAACTTTAATATGTGGGAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAATGCTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTACCAGTACCACCACCAGTACCAGTAATACTCCTACCAGTACAGACTCAAA
CGGGGAGGAAAGAAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAAAAAGAAAGAGTATGCA
CTTTTTTATAGGCTGGATATAGTACCACTTAACAGCCCTGGGAATGAATCTACTGAGTATAGATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTCAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGGATTAAGCCAGTGATATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAACAAG
AGATAGTAATTAGATCTAAAAATCTGACAGACAATACCAAAACAATAATAGTACAGCTTAAAAACCCTGTAAA
AATTGTCTGTACAAGACCCAACAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAACATTCTTTGCA
GAAGGAGGCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAAGGAAATGGAATGAGACTTTAC
GAGAGGTATCTGAAAAATTACAAAAACACTTCAATAAAACAATAATCTTTCAACCACACGCAGGAGGGGATTT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTAAAGATGATATCTGGGATAATATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAA
CAGGATTTATTAGCATTGGACAAGTGGAATAATCTGTGGAGTTGGTTCAACATAACCAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCTGTGCTATCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGAATAATAGAATTGCTACGCAGAATTGGTGCAGTTCTCCGCCACATACCTAGAAGAGTAA
GACAGGGCCTTGAAATAGCTTTGCAATAA 
>KR861325 
GTACTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTAGGAAATGTAACAGAAAACTTCAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGACGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAGATGTAGAAATGCTAATATTACCACTAATGCTAATATTACCACTAATGCTACTAATAGTCCTCC
TGTGAACAATAGTATGGTGGGAGAAATAAAAAATTGCTCTTTCAATATGACAACAGAAGTAAAAGATAAGAAA
CGGAAAGTGAATGCACTTTTTTATAGACTTGATATAGTAGAACTGAATCCTGACAGATCTAATGAGACGTCTG
ATAAGGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGCCCAAAGGTTTCTTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAAATTCAATGGAACA
GGACCATGTAACAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTATTGT
TAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGAAAATACCAGAACAATAAT
AGCACATCTTGATAAAGCTGTAGGAATTGAATGTACAAGACCTGGCAATAATATAAGGACAAGTATAAGGATA
GGACCAGGACAAACATTTTTTGCAACAGGAGACATAATAGGAGACATAAGACAAGCATATTGTACCATTAATA
AAACTGCATGGAATATAACTTTAGAAAGGGTAAGGCAGAAATTAAAAGAACTCTATAATAAAACAATAAAGTT
TGACCAACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAATTTTGGCCATAGAAAGATACCTAACGGATCAACAGCTCCTAGGGATGTGGGGTTGCTCTGGAA
AACTCATCTGTACCACTAATGTGCCTTGGAACACCAGTTGGAGTAATAAATCTGAAACAGATATTTGGGATAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGGTTTAATATACAGGATGCTTGAAGAATCG
CAAATCCAGCAGGAAAAAAATGAACAAGATTTGTTAGCACTGGACAAGTGGAATAATCTATGGAATTGGTTTG
GCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCGTAATAGGCTTGAGAATAAT
TTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTGCTT
GATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAACTGATACAAGGCATTTGGAGAGCTA
TCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KR861326 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAGTCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGCG
TCACTTTAAATTGTAGCGATGTGAAGAGTAATAAAAGTGATGTACAGAGGGATAATAATAATAACAGTAATAA
TATGATGGAAGAAGTAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAAACAGCAAGTAAAT
GCACTTTTCTATAAACTTGATGTAGTACCACTGAAAGAGAATAGTTCTAGTTATAGAATAATAAATTGTAATA
CCTCAGCCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG



TTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAATAGGACCATGCCAAAATGTTAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAA
TAATCAGATCTGAAAATCTGGCAAACAATGCCAAAACAATAATAGTACATCTTAACGGATCTGTAAAAATTAA
CTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTTTATGCAACGGGA
GACATAATAGGAGACATAAGAAAAGCACACTGTAACATTAGTAAAGAAGAATGGAATACCACTTTAGAAAGGG
TAAGGAAAAAATTAGAAAAACTCTTCAATAAAACAATAAGATTTGATTCACCCTCAGGAGGGGATCTAGAGAT
TACAACACATACCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTACAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTCTAGGGGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAATAATTACACAGAAATAATATATCAGTTGCTTGAAGTCTCACAAGGACAGCAGGAAAGAAATGAAAAAGAT
TTATTAGCATTGGACAGCTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCAGTGCTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGCACAAAGAATTTGTAGAGCTATCCGCAACGTCCCTAGAAGAATCAGACAGG
GCGTTGAAGCAGCTTTGCTATAA 
>KR861337 
GTATGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGATGCTAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATATTATCAGCAAGGTTAACAATAGCACTAGTGTCTCCAATGTTAGCATGGATGG
ACCAATGAAAAATTGCTCTTTCAATGTGACCACAGAAATAAGAGATAAGAGAAAGAAAGCATATGCACTTTTT
TATAAACTGGATATAGTGCCGCTTAATGAGAATGATAACAGCAGCTATAGATTAATAAATTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGGATATGC
GATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGTACAGTACAATGTACA
CATGGAATAAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAGGAAGACATAATAATTA
GATCTAAAAATCTGACAGACAATACCAAAATAATAATAGTACATCTTAATGAATCTATATCCATTAGGTGTAC
AAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAGGGTAAATGGGGGAAAGCTTTACAAAGGGTAAGTG
CCAAATTAGAAAAACACTTCCCTAATAAAACAATAAAATTTGAACCACCCGCAGGAGGGGACTTAGAAATCAC
AACACATAGCTTTACTTGTCAAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAAAATCTATCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACATACACAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAAAAATGAAAAAGATTTA
TTAGAATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTCAGCATAACAAATTGGTTATGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGCGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACTATAGCAATAGCAGTAGCTGAAGGAACA
GATAGAATTATAGAAGTAGTACTAAGAATTTGTAGAGCTGTCTACAACATACCTACAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAG 
>KR861345 
GGAAATGAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAGTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAATCTGCAATAATGCCACTGCCCACAATATTACCAATAATAGTACCATCGATAATACAACCATAGA
TGAAGGGATGAAAAATTGCTCTTTCAATGCCACCACAGAATTAAGAGATAAGGAAAAGAAGGAATATGCACTT
TTTTATAAACTTGATATAGTACAACTTGAGAATAAGACTAGTACTTACAGATTAATAAATTGTAATACCTCAA
CCATAACACAATCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGATCATGTAATAATGTCAGTACTGTACAATGCACA
CATGGGATTAAACCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTA
GCTCTGAAAATATAACAAATAATGCCAAAACAATAATAGTGCATCTTAATGAATCTGTAGAGATTGTATGTAT
GAGGCCTGGCAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATA
ATAGGAGATATAAGAGAAGCACATTGTAACATTAGTGAAAAGAAATGGAATAAAACTTTATACCATGTAACTA
AAAAATTAAAAGAATACTTCCCTAAGGCAACAACAATAGAATTTCGACAACCTGAACCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGGAAACTCATCTGCCCCACTGCCGTGCCTT
GGAATGAAAGTTGGAGTAATAAAACTTATGAGGACATTTGGGACAACATGACCTGGATACAATGGGATAGAGA
GATTGATAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAATAATGAAAGG
GATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGGATAATTTTTGCTGTGCTATCTGTGGTAAATAG



AGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG
GGAACAGATAGAATTATAGAAGTGTTACAAAGAATTGGTAGAGCTATCCTCAACATACCTAGAAGAACAAGAC
AGGGCTTTGAAACAGCTTTGTTATAA 
>KR861312 
GGAACGGAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAGTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCACTAATGTCACTATCACTAATGATACCAGAGATGCAGGAATGAGAAATTGCTCTTTCAA
TGTCACCACAGAATTAAGAGATAAGAAAAAGAAGGAATTTGCACTTTTTTATAGACTTGATGTAGAACAACTT
GATAAGAGGGATAATGGGACTGATTATTATAGATTAATAAATTGTAATACCTCAACCATAACACAATCATGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAAACATTCAATGGAACAGGACCATGTAATAATGTCAGTACTGTACAATGCACACATGGAATTAAGCCAGTA
GTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGCTTTGAAAATAAAGCAA
ATAATGTTAAAACAATAATAGTGCATCTTAATGAATCTGTAAGGATTGTGTGTATAAGGCCTAACAATAATAC
AAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGATATAAGAGAA
GCACATTGTAACATTAGTGAAAGTAAATGGAATGCAACTTTATACAATGTAAGTGAAAAATTAAAAGAACATT
TCCCTAATGCAACAATAAACTTTAACGAACATTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TGGAGGAGAGTTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGTCTTTGGGGATGCTCTGGAAAACTCATATGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAGT
CTAATGAAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTATACAGGCATAAT
ATACAAGTTGTTAGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTACTAACATTGGACAGCTGG
AACAATCTGTGGAATTGGTTTAGCATAACACACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAG
GCTTGATAGGTTTAAAAATAATTTTTGCTGTACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTGGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTCTAGAATTG
CTACAAAGAATTGGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTAT
AA 
>KR861322 
GGGATGGGTTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAGCTACTCTATTTTGTG
CATCAGATGCTAGAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGACCC
TAGCCCACAAGAAGTGCATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGACCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTGTCA
CTTTAAACTGTACTGATGTTACCAATGCTAATAGTAGTGTTACCAATGCTAGTACTAATGTTACCAATACTAC
CAATACTACTGGTACCATTAATGAAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAGCTAAGAGATAAA
CAGAAGAAAGAAAAAGCACTCTTTTATAAACTTGATATAGTACCCATTAATGGGACACAGACACAATACAGGT
TAATAAATTGTAATACCTCAACCATAACACAGGCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGATCAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAAATAATAATTAGGTCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGA
ATCTGTAGAAATTAATTGTGCAAGACCTGGCAACAATACAAGAACAAGTATGAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGAGATAATAGGAGACATAAGACAAGCACATTGCAACATTAGTGAAGAGAAATGGAATA
AAACTTTACAAAGGGTAAGGGAAAAATTAGCAAAACTTTTCAATAAAACAATAAAATTTGATTCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGTTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACAATAGTTGGAGTAATAGATCTCTAGATGAAATTTGGGGAAACATGACCTGGATGGA
ATGGGATAAAGAAATTAGTAATTACTCAAATACAATATACAGGTTGCTTGAAGAATCGCAGAACCAGCAGGAG
AAAAATGAAAAGGATTTACTAGCATTGGACAATTGGAACAGTCTGTGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCCATTAGTCTGCTTGATACCACAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGCACAAAGAATTTATAGAGCTATCTGGAATTTATAG 
>KR861324 
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTGCAT
CAGATGCTAAAGGGTATGAAAAAGAAGCGCATAATATTTGGGCTACACATGCTTGTGTACCCACGGACCCCTA
CCCACAAGCATTAGAGTTACTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTACAAATGCCATTATAAATGGTAGTGAAAGCAACAGTACTGATACGAAAAATTGCACTTTCAATGT
ATCCACAGAATTAAGAGATAAGACAAGGCAACAAAGTGCACTTTTTTATAAGCTTGATATAAAACCACTAGAA
CCACTTAATAGCAACTCTAGTGAGTATATACTAATAACTTGTAATACTTCACGCATAACACAAGCCTGTCCAA
AGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATGA
GACATTCAATGGAGCAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTA



TCAACTCAATTACTGTTAAATGGTAGCCTAGCAGGAAAAGACATAGTAATAAGATCTGAAAATCTGACAAACA
ATGCTAAAACAATAATAGTACATCTTAATGAACCTGTAGAGATTAATTGTACAAGACCCGGCAACAATAAAAG
GAAAAGTGTGAGGATAGGGATAGGACCAGGGCATGCATTCTACGCAACAGGAGACATAATAGGAGATATAAGA
CAGGCACATTGTACTGTTAATACAACGATATGGAATAAAACTTTACACAGGGTAGGAAATGAGTTAAGAAAAC
ACTTCATTAATAAAACAATAAGATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACACAGCTTTAA
TTGTGGAGGAGAATTTAAACAGCTTCAGACAAGAGTTTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATA
AAACTCAAAAGGATATTTGGGAAAATATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATCACACAAACAC
AATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAACAAATGAAAAGGATTTACTAGCATTGGACAAG
TGGAACAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGACTATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCGGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
CTTATCTTTCGCTGTTAGTCTGCTTGATACCCTAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAA
TTCATACAAAGACTTTTTAGAGCTTTCTGCAGCATACCTAGGAGAATAAGACAGGGCTTTGAAGCGGCTTTGC
AATAA 
>KR861330 
GGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTGCTT
CAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGATCCCAA
TCCACAAGAATTGGTTTTAAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGACCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTCACTT
TAAGATGCCGCGATGTTAATGTTACCAATAGGGGTGACCACAATAACAGCATGGAAGGAGAAATAAAAAATTG
CACTTTTAATGTAACCACAGAAATAAGAGATAAGAAACAGAGAGTGTATGCACTTTTTTATAAAGTTGATGTA
GTGCCAATTGGTAACGAATCTGAGTATATATTAATAAATTGCAATACCTCAGCCATGACACAAGCCTGTCCAA
AGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAA
AGCATTCAATGGAACAGGACCATGCAATAATGTCAGCACGGTACAGTGTACACATGGAATTAAACCAGTGGTA
TCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATCATTAGGTCTGAAAATCTGACAAACA
ATGTCAAAACAATAATAGTACAGCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATAAAAG
AACAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGACATAATAGGAGACATAAGACAAGCA
TATTGTAACATTAATAAAGATGACTGGGATGAAACCTTACAACGGGTAGGTGAAAAATTAGCAAAACAATTCC
CTAATAAAACAACAATAAAATTCACTGAATCCTCAGGAGGGGACCTAGAGATTACAACACACAGCTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTA
GGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCCAGTTGGAGTAACAAAT
CTCGAGATGACATCTGGAACAACATGACCTGGATGCAGTGGGATAGAGAGATTAGTAATTACACAGACACAAT
ATACAAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTGGACAGCTGG
AAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAGTCTTCTTGATACTGTAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTA
ATACAAAGAATTTGTAGAGCTATCCTTAACATACCTGTAAGAATAAGACAGGGCCTTGAAGCGGCTTTGCTAT
AA 
>KR861335 
GGACAGGATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAGTTGGAAAATATAACAGAAAATTTTAACATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGCACTAACGTCAGTAATATTACCAATAATATTACCAATAATAGTACAAATAATAGTACCAT
CGATGATAACATAAAAGAAGGAATGAAAAATTGCTCGTTCAATATCACCACAGAAGTAAGAGATAAGGAAAAG
AAGGAATATGCACTTTTTTATAGACTTGATATAGTAGAACTTGAGAAGGAGATGAATGGGACTGGTATTTATA
GATTAATAAATTGTAATACCTCAACCATAACACAATCCTGTCCAAAAGTCTCTTTTGACCCAATCCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTTAATGGAACAGGACCATGTAAT
AATGTCAGTACTGTACAATGCACACATGGGATTAAGCCAGTGGTGTCAACTCAACTATTGTTAAACGGTAGTC
TAGCAGAAGAAGAGATAATAATTAGCTCTGAAAATATAACAAACAATGTCAAACCAATAATAGTGCACCTTAA
GGAACCTGTAAAGATTGTATGTATGAGGCCTGGCAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGAGATATAATAGGAGATATAAGAGAAGCACATTGTAACATTAATGAAAGTAAATGGA
TTGAAACCTTACACAATGTAACTAAAAAATTAAGAGAATACTTCCCTAATACAACAATAAAATTTCAACCACC
TGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTATTTGTGGAGGAGAGTTTAAGCAGCTCCAGACAAGA
GTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGGAAACTCATCT
GCCCCACTGCCGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTTATAATGACATTTGGGGAAACATGACCTG
GATACAATGGGATAGAGAGATTAATAATTACACAGAAACAATATACAGGTTGCTTGAAGACTCGCAAACCCAG
CAGGAAAACAATGAAAGGGATTTACTAGCATTGGACAGTTGGAAAATTTTATGGAGTTGGTTTGACATATCAA
ATTGGCTATGGTACATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGATTAAGAATAATTTTTGCTGT
GCTATCGGTGGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAGTCTGCTTGATACCACA



GCAATAGCAGTAGCTGAGGGAACAGATAGAATTCTAGAATTATTACAAAGAATTGGTAGGGCTATCCTCAACA
TACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>KR861336 
GTGGTGGGGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAA
CAGATGCATAAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTATGAATTGTAGCAATGTTTCCAGAAGTAATGAGAATACTACCACCATCACCACTTCCACTGTTTCCAC
CACAATGAGTAATGATACTTATGAAATTGACATGAAAAATTGTTCTTTCAATATGACCACAGAGCTAAGAGAT
AAGAAAAAGAATGTACATGCACTTTTTTATAACCTTGATATAGTACAAATTTCTAATTCTAGTGAGTATAGAT
TAGTAAAGTGTAATACCTCAGTCATATCACAAGCCTGTCCAAAGATCTCTTTTGAACCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTCAGAAT
GTCAGTACAGTACAATGTACACATGGAATTATGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGGGATAATAATCAAATCTGAAAATCTGACAAACAATGTCAAGACAATAATAGTACATCTTAATGA
ATCTGTAGACATTGTGTGTGTAAGACCCCACAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGGAGGATAACAGGAGACATAAGACGAGCACACTGTAACATTAATTCTACTCAGTGGCATA
GAACTGTACAAAAGGTAAAGAAGAAATTAGAAGAAAAATTCCCTAATAACCCAATAGTATTTAACTCATCCTC
AGGAGGGGATCCAGAAATTATAACACATACCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGGCAAGAATC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACGAGAGTTGGAGTAATAAATCTCTAGAAGATATTTGGAATAATATGACCTGGAT
GCAGTGGGATAGAGAAATTAATAATTACACAGACATAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAG
GAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAGTATAACAAAAT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGAT
ATCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTACTATTAGTTTGATTGACACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTTTAGAATTAATACAAAGAATTTGTAGAGCTATCCGCGACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KR861343 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCTGATGCTAAGGCATATGAGAGAGAAGTACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGAACAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACTTGTGGAAATGTTAGTGTTAGTAACAGCAGTGTTAATGTTAGTGACAACAGTGTTAAGGAGGA
AATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAAGAAGCAAGTGTATGCACTTTTTTAT
AGACTTGATATAGTACAACTTAATAATAAGAACGATAACAGTACGTATAGATTAATAAATTGTAATACCTCAG
CCATATCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATATCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTAACTGTAC
AAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ACAGGAGACATAAGACAAGCACACTGTAACATTAGTAGAAGTAACTGGACTGAAACTTTGCGAAGAGTAAAGA
ATAAATTAGAAAAACATTTCCCTAACAAAACACTAGAATTTGAACCATCTTCAGGAGGGGACCTAGAAGTTAC
AACACATACCTTTATTTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTAAAGAAGAGATCTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAGGAACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGGGAGAACA
GATAGGATTATAGAAGCAGCACAAGGAATTGGTAGAGCTATCTGCAACATACCTGGAAGAATAAGACGGGGCT
TTGAAGCAGCTTTGCAATAA 
>KR861311 
GGGGGAAACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGATCC
CAACCCACAAGAAATGACTTTGAAAAATGTAACAGAAAATTTTAACATATGGAAAAATGACATGGTAGAACAG
ATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTAGTAAGATTAAGATGAATGATACCAAAGTTAATGTTACCAGCGAGGATAATATCAGTGTTAA
TAATACCAGTGAGATAAGAAATTGTTCTTTCAATGTAACCACAGAATTAAGAGATAAGCAAAAGAAGGAAAAT
GCAATTTTTTATAGACTTGATATAGTACCACTTGATGGGGAAAATAGCACTTCTGATTCTGGTGAGTATAGAT
TAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGTTCCAGCTGGTTATGCGATTCTGAAGTGTAATAGTGAGACATTCAATGGAACAGGACCATGCAATAAT



GTCAGCACAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAAAGAGATAATAATTAAATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGA
ATCTGTAGAGATTGCATGTACAAGACCCAGCAATAACACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAGTGATTGGAATA
AAGCTTTACAAAGGGTAGCTGAGAAATTAAGGGAACACTTCCCTAATAGAAAAATACAGTTTAACAGCTCCTC
AGGAGGGGACCTAGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGGCTTGGAACTCTAGTTGGAGCAATAAATCTCAAACAGAAATTTGGGAGAACATGACTTGGAT
GGAGTGGGACAGGGAAATTAATAATTACACAAACACAATATACACACTGCTTGAGATCTCGCAAAACCAGCAG
GAAGAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGAAAAATTTGTGGACTTGGTTTGGCATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATACTTTTTGCTGTAAT
CTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAACAGCTGAGGGGACAGATAGGATTATAGAATTAGTACAAAGAACTTATAGAGCTATCTGCAACATAC
CTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTACAATAA 
>KR861327 
GTGGGGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACTGA
CTCTAACCCACAAGAAATGTTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTCTATGGGATGAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGAATTGTACAAAAGCAAATTTTACCAATATAAATAATACCAGTACAGCTAGTGGTAATAATAGCAT
CGATAGCATGCAGGAAGAAGTAAAAAATTGCTCTTTCAATACCACCACAGAAATAAGAGATAAGAAGCGGAAA
GCATATGCACTTTTTTATAGACCTGATGTAGTGCCACTTCATGAAAACTCCACCAACTCCACCGAGTATATAT
TAATAAATTGCAACTCCTCGACCATAACACAGGCCTGTCCAAAGGTCACTTTTGACCCAATCCCTATACATTA
TTGTGCTCCAGCTGGATATGCGATTCTAAAGTGCAATGACAAGACATTCAATGGGACAGGACCATGCCATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCATAG
CAGAAAAAGACATAATAATTAAATCTGAAAATATAACAGACAATACTAAAAATATAATAGTACACCTTAATAC
ATCTGTACCAATTGTGTGTACAAGACCCGGCAATAATACAAGAACAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAATCGATATGGAATG
ACACTCTAAAAGGGGTAATTGGAGAATTGAAAAAACACTTTATTAATAAAACAATAAACTTCACATCACCCGC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTC
CTGACTATAGAAAGATACCTACGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACACTAGTTGGAGCAATAAATCACTAGATGATATTTGGAATAACATGACCTGGAT
GCAGTGGGATAGAGAGATTAACAATTACTCAGACATAATATACAGGTTACTTGAAGACTCGCAAACCCAGCAG
GAGCAAAATGAAAAAGATTTATTAGCACTGGACAAGTGGCAAATTCTGTGGAGTTGGTTTGACATATCAAATT
GGCTATGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
ATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGCATTCATACAAAGAATTTGTAGAGCTGTCCTCAACCTAC
CTAGAAGAATAAGACAGGGTGCTGAAGCAGCTTTGCTATAA 
>KR861344 
GTAGTAGGGAACCTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGAAAGAGGCAAAAACTACTCTCTTCT
GTGCCTCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCTGACCCACAAGAAATAGTTTTGGCCAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTGGAAATGTTACCAGTAGTAAAAACAGTAGTACTGGTAACAGTAATAGTACTGAGATCTA
TAATAGTACCTTGGGAGGAGAAGAGGAAATGAGAAACTGCTCTTTTAATATAACCACAGAAATAAGAGATAAA
AAGAAGCAGGTGTATGCACTCTTTTATAGACTTGATATAGTATCAATTGATAACAACTCTACTGAGTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAAGTTTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCCAAAAT
GTTAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACACAATTACTGTTAAATGGTAGTCTAG
CAGAAGAAGACATAATAATTAGATCTGCAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTAAATGA
GTCTGTACAAATTGAGTGTATAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACG
TTCTTTGCAACAGGAGAAGTAATAGGAGAAATAAGAAAAGCATTTTGTCTCATTGCTAAACAGAAATGGAATG
AAACCTTAGAAAATGTAAGGAAAAAATTAAAAGAAAATTTTCCTAATAAAACTATACTATTTAACTCATCCTC
AGGAGGGGATCTAGAGATTACACAACATACCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
TTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAGACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAGAACTCATGATGATATTTGGTATAACCTGACCTGGAT
GCAATGGGAGAAAGAAATTGATAATTACACATACACAATATACAATTTGCTTGAAGAATCGCAAAACCAGCAG
GAGAAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAATT
GGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTGAGAATAATTTTTAGTGTGCT
TTCTATAATCAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTGGCTATTAACCTGCTTGATATCACAGCA



ATAGCAGTAGCTGAAGGGACAGATAGGATTTTAGAAGTAATACAAAGAATTTGTAGAGCTATCTATAACATAC
CTAGCAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAATAA 
>KR861279 
GTAATAGGGAACACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAGAGCATATGAGAAAGAAGTACATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAATTGATAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAGTATAAAAATTAGTAATGTTAGTGACACAAATAGTAGTAGTGTTAGTGCCACAAA
TGTCACCTATGAAGAAATGAGAAATTGCTCTTTCAATACAACCACAGAAATAAGGAATAAGGAAAGGAAGGAA
TATGCACTTTTTTATAAACTTGATATAGTACCACTTACTAGTACCAATACCAGTGAGTATATATTAATAAATT
GTAATACCTCAACCATAACACAATCCTGTCCAAAGATCTCTTTCGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATCCTAAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGTAATAATGTCAGCACT
GTACAATGTACGCATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAAGG
AGATAGTAATTAGAGCTGAAAATATAACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATCAGTAAG
AATTGTGTGTACAAGGCCTGGCAATAATACTAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGACATAATAGGAGACATAAGAGCAGCACATTGTAACATCACTGAAAAAGAATGGAATAAAACTTTAC
ACAAGGTAAGGGAAAAATTACAAGAATACTTCCCTAATAAAACAATACAATTTGCCAACCACTCAGGAGGGGA
CTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTCAAGCAGCTCCGGGCAAGAGTCCTGGCTATA
GAGAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGGGCTGCTCTGGGAAACTCATCTGCACCACTGCCG
TGCCTTGGAATGCTAGTTGGAGTAGTAAAACTCAAGATGAGATTTGGAAAAACATGACCTGGATGCAGTGGGA
TAGAGAGATTAGTAATTACACAGACATAATATACACATTGCTTGAAACATCGCAAAACCAGCAGGAAAAGAAT
GAACAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAACTGGTTGTGGT
ACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGGATAATTTTTGCTGTGCTATCTATGTT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTA
GCAGGGGGAACAGATAGAATTATAGAAGTGCTACAAAGAATTGGTAGGGCTATTTGCAACGCACCTAGAAGAA
TAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>KR861271 
GAAAAAGAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTATTCTATTCT
GTGCATCCGATGCCAAGGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAAAAAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTA
TCACTTTAGACTGTATTGATTATAAAGGTAATAGTACTATTGGTAATATTACTGTTGTTAATAACAATACTGA
CATAAAAAATTGCTCTTTCAATATAACCGCAGAACTAAGAGATAAGAAAAATAGAGAGTATGCACTTTTTTAT
AGACCTGACATAGTACCATTAGATGGCAGAAATGATACTTATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTAACTTTTGATCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAATACATTTAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAGCTACTGTTGAATGGTAGCCTAGCAGAAGGAGAGATAATGATTAGATCTG
AAAATCTGACAAACAATGCCAAAACAATAATAGTACATTTTAATGAATCTGTAAGAATTGAGTGTGTAAGACC
CGGCAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATACATCAGGAGGTATAATAGGA
AATATAAGACAAGCACATTGTAACATTAGTGAAGGAAAATGGAATAAAGTTATGGGAAATGTAGAGAAAAAAT
TAACCGAAATCTTTAATATAACCAAAAATATAACATTTGATTCAGCCTCAGGAGGGGATCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACACCA
GTTGGAGTAATAAGTCTCTAACAGATATTTGGGATAATATGACCTGGATGCAATGGGAGAGAGAAATTAATAA
TTACACAGGCTTAATATACAATTTGCTTGAGGAATCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTG
GCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCA
TAATAATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCTGTGCTATCCATAGTAAATAGAGTTAGGAA
GGGATACTCACCTCTGTCATTTGCTATTAGTTTGCTTGATACCATAGTAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTAATAAGGAGAATTTTTAGAGCTATCTACAACGTACCTAGAAGAATAAGACAAGGCTTTG
AAGCAGCTTTACTATAA 
>KR861282 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAATGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAGAATTTTAATATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGACGTGTACAGATGTTAATAAGACCGATACCCAAAATCAAAGTAACAGTACATGTAACAGTACATA
CACTGAGAATAAAGGAGAAATAAAAAATTGCACTTTCAATACAACCACAGAAATAAGAGATAGGAAAAAGCAA
GTATATGCACTTTTTTATAAACTTGATATAACACCACTTCAGGATGACAACTCCAGTAAGTATATATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTGGGATCCAATTCCTATACATTATTGTGC
TCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGC



ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAG
AAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTGAATGAATCTGT
AAAAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTTT
GCAACAAATGACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTATAAATAAATGGAATAAAACTT
TACAAATGGTAGGTAAGAAATTAGAAGAACACTTCCCTAATAAAACAATAATATTTAACACATCCTCAGGAGG
AGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCT
CTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTTATGATGAGATTTGGGGTAACATGACCTGGATGCAATG
GGAAAGAGAAATTGATAATTACACAGGTACAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAACAA
AATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGT
GGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCTTGCTTGACACCATAGCAATAGCA
ATAGCTGAAGGAACAGATAGGATTATAGAATTTATACAAAGAATTTGTAGAGCTATCCTAAACATACCTACAA
GAATAAGACAGGGATTTGAAACAGCTTTGCTATAA 
>KR861304 
GTAATAGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACAGTGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATTATATGGTGGAC
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAGTGCTAATGTTACTGTTACCAATGTTACTACTAATGTTACCAGTACCCCCAATGTTAC
TGATACTAATAATACTAAAACCTACAATCATACCGATGATAGAATGATGTTTAGAAATTGTTCTTTCAATATA
ACCACAGTACTAAGAGATAAGAAAAAACAGGAATATGCACTTTTTTATAAACTTGATATAGTACCACTTAAGG
AGGAGGAATCTAGTAAGAAGTCTGATGAGAATAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACA
AGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAG
TGTAATAATAAGACATTCAGTGGAAAAGGGCCATGCAATAATGTTAGCACTGTACAATGTACACATGGAATTA
AGCCAGTGGTATCCACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAATAATCAGATCTGAAAA
TCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGACTCTGTACCAATTAACTGCACAAGACCTGGC
AATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGTATTCTATGCAACAGGGGAAGTAATAGGAGACA
TAAGACAAGCACACTGTAACGTTAGTTCAGAAAAATGGAATAGTACTTTACAAAAGGTAAGGGAAAAATTAAA
AGAAATCTATAGTAGAAACATAACATTTGAACCATCATCAGGAGGTGACCTAGAAATTACAACACACATGTTT
AATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGC
TCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGTAA
TAGATCTCAAGATGACATTTGGGGAAACATGACATGGATGCAGTGGGATAGAGAAATTAGTAACTACACAGAC
ATAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACA
GCTGGAACAATCTATGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGT
AGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCATTCGCTATTAGTTTGCTTGATACCACAGCAATAGTAGTAGCTGAGGGAACAGATAGAATTATAG
AAGTGATACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTT
GCTATAA 
>AF110959 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTTCTACCTACAATGGTACTTACACTGATAACTACCAGGAAAAGATAAAAAATTGTTCTTT
CAATACAACCACAGAAATAAGAGATAAGAAACAGAGCGGGTATGCACTTTTTTATAAATTTGATGTAGTGCCA
CTTAATGGAAATAATACCAACTCTAGTGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGATCCAATTCCCATACATTATTGCACCCCAGCTGGTTTTGCGATTCTAAAGTGTAA
CAACGGGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTCTCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGACACAATAATTAGATCTGAAAATCTGA
CAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTAATTGTACAAGACCCAACAATAA
TACAAGGAAAAGTACAAGGATCGGACCAGGACAAACATTCTATGCAGCAGGAGAAATAATAGGAAAAATAAGA
CTGGCATATTGTAATATTAGTGAAGAAGTCTGGAAGAAAACTTTACAAAGGGTAGGTAGAAAATTAAAAGAAC
ACTTCCCTAATAAAACAATACAGTTTCAACCACCCTCAGGAGGGGACCTAGAAGTTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATA
GATCTGAAGCAGATATTTGGGATAGCATGACCTGGATGCAGTGGGATAAAGAAATTAGTAACTACACAGGCAC
AATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGT
TGGCAAAATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GCGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC



TCTGTCGTTCGCTATTAATTTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAA
TTAGTACAAGGAATTTGTAGAGCTATCCGCAATATACCTAGAAGAATAAGACAATGCTTTGAAGCAGCTTTAC
AATAA 
>AF290028 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCTCACTCTGTG
TCACTTTACATTGTAGCAATGTAAATGGTAGTAATAATGCTAACAGTAGTAGTAATGATACCTACAGTAATGA
CATGAAAGAAGAAATAAAAAATTGCTCTTTCAATATGACCACAGAGCTAAGAGATAAGAAACAGAAAGTGTAT
GCACTTTTTTATAGACTTGATGTAGTACCACTTGGGGATAATAACAGCTCGTATAGATTAATAAATTGTAATA
CGTCAACCATATCACAAGCCTGTCCAAAGATCTCTTTTGATCCAATTCTTATACATTATTGTGCTCCAGGTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGGACAGGACCATGCCAGAATGTCAGTACAGTACAA
TGTACGCATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAGAAAAGATAA
TAATCAGATCTGGAAATGTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCGGTAGAAATTGT
ATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGAT
ATAATAGGAGACATAAGACAAGCATACTGTAACGTTAGTAAAACTAACTGGAATAAAACTTTAAAAGGGGTAA
AGGGAGAATTAAGAAAACACTTCCATAAAAATATAACATTTCAACCAGCCTCAGGAGGGGACCTAGAAATTAC
AACACATACCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAAACAAAAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGATTCTGGGGCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACT
CTAGTTGGAGTAATAAATCTCTAGGAGATATCTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAACTACACAGGAACAATATACAGGTTACTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAGGATTTA
TTGGCATTGGACAGCTGGAAAAATCTGTGGAATTGGTTTGGCATAACAAATTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGCTTGATACCGTACCAATAGCAGTACCTGAAGGAACA
GATAGGATTATAGAATTAATACAAAGAATTTGGAGGGCTATCTGCAATATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>AF443075 
GGGGAAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGGAAGGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAAGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGAGGCTAAGGTTAATGCTAATGTTACTGTTGACAATACCATGAAGAAAGATACCAT
GAAGGAAGAAATAAAAAATTGCTCTTTCAAAGTAAACACGGAACTAAAAGATAAGAAACATAAAGAGTATGCA
CTTTTTTATAAACTTGATATAGTACCACTTGATGGCAACAACAACAGCTCTGAGGATGGTAATAGAACTAAAC
AGTATAGATGGATAAATTGTAATACCTCATCCATAACACAGGCTTGTCCAAAGGTCTCTTTTGATCCAATTCC
TATACACTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCA
TGCCAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACA
CTTTAATGAATCTGTGCAAATTAATTGTACAAGACCTGGCAATAACACAAGAAAAAGTGTAAGGATAGGACCA
GGACAAGCATTCTATGCAACAGGAGACATAATAGGAGACATAAGAAAAGCATATTGTAACATTAGCAAAGGTG
AGTGGGCTAAAGTTATGCAAAAAGTAACGGGAAAATTAAAAGAACACTTCCCTAAGAAAAATATAACATTTCA
ACCACCCTCAGGAGGAGATCTAGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCGG
GCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGGTTTGGGGCTGCTCTGGAAGAC
TCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTAACAGATATTTGGGACAACAT
GACCTGGATGCAATGGGAGAGAGAAATTGATAATTACACAGGCATAATATACAGTTTGCTTGAGGAATCGCAA
ATCCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAACA
TATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTT
TGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGCCATTTGCTATTAGTCTGCTTGAT
ACCATAGCAGTAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAGGGAATTTGTAGAGGCATCC
GTAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AF443074 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGGCAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAGTTAAAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAAGAATGTTACCAGTAAGGATATCAATGTTACCAGCAATGCAGAAATGAAAGCAGAAAT
GAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAAAAAGCAGGAATATGCACTTTTTTATAAA
CTTGATATAGTACCACTTACTAATGACAATGCCAGTGAGAATGCCAGTGAGTATAGATTAATAAATTGTGATA
CCTCAACCATAACACAGTCTTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG



TTATGCGATCCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAA
TAATTAGATCTAAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTGA
GTGTACAAGGCCTGGCAATAATACAAGAAGAAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCAACAGGA
GACATAATAGGAGATATAAGAGCAGCACATTGTAACATTAGTGAAAGTAAATGGAATAAAATTTTATACAGGG
TAAGTGAAAAATTAAAAGAACACTTCCCTAATAAAACAATACAATTTGGCCAACCCATAGGAGGGGACTTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAACTCCAGACAAGAGTCCTGGCTGTAGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATAGTAGTTGGAGTAATAAATCTCAACATGATATTTGGGACAACCTGACCTGGATGCAGTGGGATAGAGA
GATTAGTAATTACACAGACACAATATATAGGTTGCTTGAGGAATCGCAAAACCAGCAGGAAAGAAATGAAAAG
GATTTACTAGCATTGGACAGTTGGAAAACTCTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGGATAATTTTTGCTGTGCTATCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAG
GGAACAGATAGAATTATAGAAGTGCTACAAAGAGTTGGTAGAGCTATCCGCAACACACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>KY658709 
GTAATGGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGGACAATGACATGGTAAAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAACTGTACAAATGTTAAGGTTAATGTTAATGCTACCTACCAAAACCAAAGTGTTACCGACATGAA
AAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAGAAAGCATGAATATGCACTTTTTTATAGACTT
GATATAGTACCACTTAATGATGATAAGAAGAATAACAGTGAGTATAGATTAATAAATTGTAATACCTCAACCA
TAACACAATCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAATGTACACAT
GGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGAT
CTAAAAATATAACGAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTGTGTGTATAAG
GCCTAACAATAATACAAGAAGAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATA
GGAAATATAAGAGAAGCACATTGTAACATTAGTGAAGGTCAATGGAATAGAATGTTACACAGGGTAAGTGAAA
AATTAAAAGAACACTTCCCTAATAAAACAATAATATTTAACCACTCCTCAGGAGGGGACTTAGAAATTACAAC
ACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATGCTA
GTTGGAATAATAAATCCCAAGAGGAAATTTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAACAGAATGAAAAGGATTTACTA
GCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTGACATATCCAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATGGTAAAGAGAGTTAGGCA
GGGGTACTCACCTTTGTCATTCGCTATTAGCCTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGAACAGAT
AGAATCATAGAATTGATACAAAGAATTGGTAGAGCTATCCGCAACACACCTAGAAGAATAAGACAGGGCTTTG
AAACAGCTTTGCTATAA 
>KY658711 
GTGGTAGGACACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTACAAATGTTACTGTTGCCAATGCCACTAGGGGCAATAAGACCTATGAGAACAATGAGGG
AGAAATGAAAAATTGCTCTTTCAATATGACCACAGAAATAAGAGATAAGAAAAAGCAAGTGTATGCACTTTTT
TATAGACTTGATGTAGTACCACTTAATGGGGAGAATAGCAACTCTAGTGGAGAGTATAGATTAATAAATTGTA
ATACCTCAGCCCTAACACAAGCCTGTCCAAAAGTTACGTTTGATCCAATTCCTATACATTACTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGACA
TTATAATTAGATCTGAGAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACA
GGAGACATAATAGGAGACATAAGACAAGCATATTGTATCATTAATGGCTCTGAATGGAAGAGAACTTTACAAA
GGGTAAGTGAAAAATTAGGAAAACACTTCCCTAATAAAACAATAAAATTTGCACCACACTCAGGAGGGGACCT
AGAAATTACAACACATAGCCTTAATTGCAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAATGTAAGTTGGAGTAATAGATCTGAAGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAA
AAGGATTTACTAGCATTGGACAGTTGGAATAGTCTGTGGAATTGGTTTAGCATAGCAAACTGGCTGAGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAA



TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCCATTAATCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTTGTATTAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGACTAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF443076 
GTGCTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCCGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAATGACCCCACTCTGTG
TCACTCTAAATTGTGCAAATTTTAATGCTAGTAGTACCAGTACTGGTACTGCTACCTACAATAATAGCATGAA
TGGACAAATAAAAAATTGCTCTTTCAATATAACCACCGAGTTAAGAGATAAGAGAAAGCAAGAAAGTGCACTT
TTTTATAGACTTGATATAGTACCACTTAAGGAGAATAGTAGTGAGTATAGACTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACT
CATGGAATTAAGCCAGTGGTATCAACACAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTGTATGTAC
AAGACCCAACAATAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAATATTTTATGCAACAGGAGACATA
ATAGGAGACATAAGAGAAGCACATTGTAACATTAGTAAACAGAAATGGAATAAAACTTTACAACAGGTAGGAA
AGAAATTAGCAGAATACTTCCCTAATAGAACAATAGCATTTAACTCATCCGCAAGAGGGGACCTAGAAATTGC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACA
GCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAAAATGACCTGGATGGAATGGGATAGAGAAATTAA
TAATTACACAGACACAATATACTGGTTGCTTGAAAAATCACAAAACCAGCAGGAAGAAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAAATAGTACTAAGGATTTGTAGAGCGATCTGCAACGTAAGATAGGGCTTTGAAGCAGCTT
TGCAATAA 
>AF443078 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAACAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAA
CAGATGCATGAAGACATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAGATTGTACAAATGTAACTGTTGATGCAAATAGTACCTATGTATCCAATAATGATATCCACGTTGG
TAACATAACTACAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGAATAAGAATGTG
TATGCACTTTTTTATAGACTTGATATAGTACCACTTGGGGAGGACAAATCTAGCTATAGATTAATAAATTGTA
ATACCTCAGCCATATCACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCGGAAGAAGAGG
TAGTAATCAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGCTTAAGGAACCTGTAAAAAT
TGTATGCACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGACATAAGACAAGCACACTGTAACATTAGTGAAGAGGAATGGAATAATAGTTTACAAA
AGGTAGCGAAAAAATTAAGAGAACACTTCCCTAATAAGACAATAGCATTTAACTCATCCTCAGGAGGGGACCT
AGAAATTACAACACATACCTTTAATTGTAGAGGTGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAAGCCTTTGGGGCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTTATGAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAA
AGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCACAAAACCAGCAGGAACAAAATGAA
AAGGATTTATTAGCATTGGACAAGTGGAAAGATCTGCGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACTTACGTCGTTGGCTATTAATCTGCTTGACACCTTAGCAATAGCAGTAGCT
GAAGGAACAGATAGAATTATAGAATTAATACAAAGAGTTTGTAGAGCTATCCTTAACATACCTAGAAGAGTAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF443079 
GTAGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGTTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCACCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTAGGAATGCTAACTTAAATTCCACGAGGAAAAGTAATGCTACCCTCAGTCCCAGTATGCA
GGGAGACATAAAGAATTGTTCTTTCAATATAACCACAGAAATAAGAGACAAGAGAAGGAAAGTATATGCACTT
TTTTATAAACTTGATATAGTAGAACTTGATGGTAATTCCAATTCCAGTAACTATGTATTAATAAATTGTAATA
CCTCAACGGTAAAACAAGCCTGCCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG



TTATGCAATCCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAA
TAATTAGATCTGAAAATATAACAAACAATATCAAGACAATAATAGTACATCTTAATGAACCTGTAGAAATTGT
GTGTACAAGACCCGGCAATAATACAAGAACAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGGGAACTGGACTAAAACTCTACACAGGG
TAGGTGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAAAGTTTGCACCACCCTCAGGAGGGGACCTAGA
AATTATAATGCATAGCTTTAATTGCGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCTAGTTGGAGTAATAAATCTTATGGAGATATTTGGGATAACATGACATGGATGCAGTGGGATAGAGA
AATTAGTAATTACACAGACACAATATACAAGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAA
GATTTACTAGCATTGGACAGTTGGAACAATCTGTGGACTTGGTTTGGCATATCAAGTTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAATTAATACAGATAATTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGAC
AGGGCCTTGAAGCAGCTTTGCTATAA 
>AF443080 
GGGAAGAACAAGGACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTAT
TTTGTGCATCAAATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTGCCCAC
AGACCCCAACCCACAAGAAATGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAACCTGTACAAATGCCACTAAAAATGTTACCAACAATAATGATACTACCTACAATATTGAAGA
AATGAGGAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGAAGGCAAGAAAGTGCACTTTTTTAT
AAGCTTGATATAGTACCACTTGATAGCAGCAATAGCAGCTCTAATAAGTACATATTAATAAATTGTAATACCT
CAGTCATAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAATAATAA
TTAGATCTAAAAATATAACAAACAATGCCAACACAATAATAGTACAACTTAAGGACCCTGTAGATATTCTGTG
CGTAAGACCTAGCAACAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAT
ATAATAGGAGATATTAGACAAGCACATTGTAACATTAGTGCAGATGACTGGAAGAGTACTTTACAAAATGTAA
GTGAAAAATTAAGAAGACACTTCCCTAATAAAACAATAGTATTTAATTCACCCTCAGGAGGGGACCTAGAAAT
TATAACACATAGCTTTAATTGTGAAGGAGAATTTAAACAGCTTCAGGCAAGAGTTCTGGCTCTAGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCTAGTTGGAGTAATAGAACTCAAGATGATATTTGGGGGAACATGACCTGGATGCAGTGGGATAGAGAGAT
TAACAATTACACAGACATAATATACGGGTTGCTTGAAGAATCACAATACCAGCAGGAGAGAAATGAAAAGGAT
TTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTCTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGTACAGAGAATTTGTAGAGGTGTCCTCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCGGCTTTGCAATAA 
>AF443082 
GTGGTGGGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCGGATGCTAAAGCATATGATAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGCGGGATAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTGACCCCACTCTGTG
TCACTTTAAACTGTAAGGATGCTAGCGTTAACTACACAAACGCAACTGGATGGCCAACCGAAGATGAAAAATT
GCAAAATTGCTCTTTCAATGTAACCACAGTAATAAGAGATAAGAAACACAAAGAGTATGCACTTTTTTATAGA
CCTGATATAGTACCACTTAATGAGGGTAATCACAGCTATAGATTAATAAATTGTAATACCTCAACTGTAACAC
AAGCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTACTCCAGCGGGTTATGCGATTCTGAA
GTGTAATAATAAGACATTTAATGGGAAAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTATTGTTAAATGGTAGCATAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGACAAACCATTTTAGAACAATAATAGTACAGCTTAATCAATCCATAGAAATTAATTGTACAAGACCCAG
CAACAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTTTATGCAACAAATGACATAATAGGAGAC
ATAAGACAAGCACATTGTAACATTAGTGAAAAGAAATGGTATAAAGCTTTACACGGGGTGAGAGAAAAATTAA
AAGTGTTGTTCCCTAATAGTAAAAACATAAGCTTTCAGCCAGCCGTCGCAGGAGGGGACCTAGAAGTTACAAC
ACATAGCTTTAACTGTAAAGGAGAGTTTAAGCAGCTTCAGGCAAGAGTCTTGGCTATGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAAACACAAAATGACATTTGGGAAAACATGACCTGGATGCAATGGGATAGAGAAATTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAACAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTACATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTTTAGTAAATAGGGTTAGGCA



GGGATACTCACTTACGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGAT
AGGATTATAGAATTCATACAAAGAATTTGTAGAGCTATCCGCAATTTACCTAGAAGGATAAGACAGGGTTTTG
AAGCAGCTTTGCTATAA 
>AF443083 
GTGGTAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTCCACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAAAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATGATCCGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGAGAGGTTAATGCTACCAAAAATGGTAATATCACCTATAATAATACCATGAAGGGAGA
AATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAAACATAAGAAAAAGGAAATGTATGCACTTTTTTAT
AGACTTGATATAGTACCACTTAAGGACAACTCTAGTGAGTATAGATTAATAAATTGTTATACCTCAGCCATAG
CACAAACCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTTATAATAAGACATTCAATGGGACAGGACCATGCAAGAATGTCAGCACAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGGAGCCTAGCAGAAGAAGAAATAGTAATTAGATCTG
AAAATCTAACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTGTGTGTATCAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCAATAATAGGA
AACATAAGAGAAGCATATTGTAACATTAGTGGAGATGCATGGAACAAAACTTTACAACAGGTAGGGAGAAAAT
TAAAAGAATATTTCCCTGGTAGATCAACAATAAGATTTGCACCACACTCAGGAGGGGATCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTCAAGAAGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAGTTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAAGTATCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTA
GCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCCATAGTGAATAGAGTTAGGCA
GGGATACTCACTTTTATCATTTGCTATTAGTCTGCTTGATGCCACAGCAGTAGCAGTAGCTGAAGGAACAGAT
AGGATTTTAGAAATAATACAAAGAATTTTTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTCG
AAACAGCTTTGCTATAA 
>AF443085 
GGGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAATTTGTAGTAATAACATTACCATCACTAATACCACCAGTAATGATACTATTTATAAATATACCAC
AAGTGACATAAGAAATTGCCCTTTCAATGTAACCACAGAACTAAAAGATAAGAGAAGGAAGGAATATGCACTT
TTTTATAGAATTGATATAGTACCACTTGATGAGAACAATAACAATTCCAGTGAGTATAGATTAATAAATTGTA
ATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTTTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAACAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAGAAAGAGA
TAATAGTTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACAGCTTAAGCAATCTGTAGGAAT
TGAGTGTATAAGACCCAACAATAATACAAGAAAAAGCATAAGAATAGGACCAGGACAAACATTCTATGCAACA
GGAGAAATAATAGGAGACATAAGAAAAGCACATTGTACCATTAATAAAAAGGCCTGGAATACAACTTTACAAG
AAGTAGGCAGAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTCAACCACACTCAGGAGGGGATCC
AGAAATTACAATGCATAGCTTTACTTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CTTGGAACAATAGTTGGAGTAATAAAACTGAACAGCAAATTTGGAATAGCACGACCTGGATGGAATGGGATAG
AGAAATTAGTAATTACACAGACATAATATACAGGTTGCTTGAAAACTCGCAATACCAGCAGGAACAAAATGAA
AAGGAATTACTAGCATTGGACAGGTGGGACACTCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATA
TAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCT
GAGGGAACAGATAGGATTATAGAATTAGTACTAAGAATTTGTGGAGCTATCCGCAACATACCTACAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF443086 
GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGACCCCAA
CCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGACCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTAATAAGGTTACTGTTAATACTACTGTTACTGTTACCAATAATAATACCATGGATACTGTAATGAA
AAATTGCTCTTTCAATGTAACCACAGAACTGAGAGATAAAAGAAAGCAAGAACATGCACTTTTTTATAGACTT
GATATAGTACCACTTGAGACAAAAAACTCCAATGAGACCAGTGCATATAGATTAATAAATTGTAATACCTCAG
CCATAACGCAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGC



GATTCTAAAGTGTAATAATGAGACATTCAATGGAACAAGACCATGCAATAATGTCAGCACTGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCGAGCAGAAAAAGAGGTAGTAATTA
GAGCTGAAAGTCTGACAGACAATGCCAAAGTAATAATAGTACATCTTAAGGATTCTGTACAAATTAATTGCAC
AAGACCCAACAATAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAGTCAATGGAATAAAACTTTATACGAGGTAAGTG
AAAAATTAAGAGAAAAATTCCCTAATAAAACAATACAATTTAACTCATCCACAGGAGGGGACTTAGAAATTAC
AACCCATAGCTTTAATTGTGGAGGAGAGTTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACA
CTAGTTGGAGTAATAAATCTGAAGAGGAGATTTGGGAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAA
TAACTACACAGATTTAATATACAGGATGCTTGAAGAATCGCAAAATCAACAGGAAAAAAGTGAAAAGGATTTA
CTAGCGTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTAAATAGAGTTAG
GCAGGGCTACTCACCTTTGTCATTTGCCATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGAACA
GATAGAATTATAGAATTGCTAAGAAGATTTTGTAGAGCTATTTACAGCATACCTAGAAGAATAAGACAAGGCT
TTGAAGCAGCTTTGCAATAA 
>HM215421 
GTGGGAGGAAACATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGCGACT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAATGTCACTTTAAATTGTGGAAATGACACTTCAGGAAATGACACTTTAGAATGTGA
AAAGGGTACCAACAATGAGACCTATGATGAGAGTGTGAAGGAATTAAGAAATTGCTCTTTCAATGCAACCACA
GAAGTAAGAGATAAGAAGCAGAAAAAGTATGCACTTTTTTATAGCCTTGATATAGTGCCACTTAAGAACTCTA
GTGAACAGTATAGATTAATAAGTTGTGATACCTCAGCCATAACACAAGCCTGTCCAAAGGTTACTTTTGATCC
AATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTTAATGGGACA
GGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAGGAAGAAATAATAGTTAGATCTGAAAATATAACAAACAATGTCAAAACAATAAT
AGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATA
GGACCAGGACAAACCTTCTATGCAACAGGAGAAATAATAGGGGACATAAGACAAGCACATTGTAACATTACTA
AAAGTAACTGGCATAAAACTTTACAAGAGGTAAGTAAAAAATTAGCAGGATACTTTCCTAATAAAACAATAAT
ATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCACGAAGAAATTTGGAA
TAACATGACCTGGATGCAGTGGGATAGAGAGATTAGTAATTACACAAACATAATATACAACTTGCTAGAGGAA
TCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGT
TTAACATAACAAATTGGCTGTGGTATATAAAACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTAAATAGAGTCAGGCAGGGATACTCACCTTTGCCGTTTGCTACTAGTCTG
TTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGGACTCAGCATTTGTAGAG
CTATCCGCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ699992 
GGGGGAAAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATCCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAGAATGTAGAGATGTCACTAATGGCACTTCAGGAAATGATACTTTAGCAAATGACACTTCAGAATG
TAAAAATGGTACCAACAATGAGACCTACGATGAGAGTGTGAAAGAACTAAGAAATTGCTCTTTCAATGCAACC
ACATTAGTAAGAGATAAGAAGAAGACAGCATATGCACTTTTTTATAGACTTGATATAATGCCACTTAATGAGA
AGAAGAACTCTAGTGAGAACTCTAGTGAGTATGTATTAATAAATTGTAATTCCTCAGCCATAACACAAGCCTG
TCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAT
AATAAAACATTTAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAACCAG
TAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAGTTAGATCTGAAAATCTGAC
AAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAACAATAAT
ACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGGGACATAAGAC
AAGCACATTGTATCATTAATGCAAGTAACTGGCATAAAACTTTACAAGAGGTAAGTAAAGAATTAGCAGGATA
CTTCCCTAATAAAACAATAATATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAAT
TGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCC
TAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAA
ATCTCATGAAGAAATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACA
ATATACAGATTGCTTGAGGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTT
GGAAAAATCTATGGAGTTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGG



AGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTCAGGCAGGGATACTCACCT
TTGCCGTTTGCTACTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAT
TAGGACTCAGCATTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCA
ATAA 
>KF835515 
GTGGGAGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCTTCAGATGCTAAAGCATATGAGAATGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGAAATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTAATGTCACTTTAAAAAATAATACTGTTAATAGTAATGAGACCCAGTACAGAAAAAA
TTGCACTTTCAATACAACCACAGAATTAAAAAATAGGAAGCAGAAAGTATCTGCAATTTTTTATAGAATTGAT
ATAGTACCACTTGGTAATGAGAGCTCTGGGAACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGCACACATGGAATTAAG
CCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTTTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATC
TGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTATAAGACCCGGCAA
TAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCACCAGGAGAAATAATAGGAAACATA
AGACAAGCACATTGTAACATTAATGGAACTAAATGGAATGAAACTTTACAAGGGGTAGGTAAAAAATTAGCAG
AACACTTCCCTAATAAAACAATAAAATTCAAACCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGATGCTCTGGGAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTA
ACAAAACTCAGGATGAGATTTGGAAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAA
CACAATATACAGTTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGAC
AGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTCTGTCGTTGGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAAGGAACAGATAGGATTATA
AACTTAGTACAAAGACTTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGTAGTTT
TGCAATAA 
>HQ699985 
GTGGGAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAATTTTGGATAATGTAACGGAAAATTTTAATATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAATGTTAGTAGTAAAAATGTTAGCAGTATTGATACCTCCAATAAGACCGA
CTATGAGAGCATGAAAAATTGCTCTTTCAATGCAACTACAGAAGTAAGAGATAGGCAGCAGAAAGTAAATGCA
CTTTTTTATAGACTTGATATAGTACCACTTGATAAGGAGAACTCTAGTACAAACTCTAGTAAGTATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTG
CACTCCAGCTGGTTATGCGATTCTAAAGTGTAGGGATCCTAAATTCAATGGGACAGGACCATGCAAAAATGTT
AGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAGAAATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAGCAATAATAGTACATCTTAATCAACC
TGTAGAAATTTTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAAACATAAGACAAGCATATTGTAACATTAGTGAAAAGACATGGGATGAAG
CTTTACATAACGTAAGTAAACAATTAGCAGAACACTTCCCAAATAAAACAATAACATTTGCACCATCCTCAGG
AGGGGACCTAGAGATTACAACACATAGTTTTAATTGTAGAGGCGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTACCTTGGAACTCCAGTTGGAGTAGCAAAACTCAAGCAGAAATTTGGGAGAACATGACCTGGATGCA
ATGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTACTGTTAGCCTGATTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCTATCTATAACATACCTAGAAGACTAA
GACAAGGCTTAGAAGCAGCTTTGCAATAA 
>HM215411 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTATGGAGAATGTAACAGAAGATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTGAGTGTTAGCAGTAATGGTACTGTTGCCTCCAATAAGACCTATGTGGAGGA
AATGAGAAATTGCTCTTTCAATACAACCACATTCATAAGCGATAAGCATAAGAAGGAGCATGCACTTTTTTAT
AGACTTGATATAGTACCACTTGATGATGAGAACTCTAATAAAAACTGTAGTAAGAACTCTGGTCAGAACTGTA



GTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCC
CATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGGACA
GGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAAT
AGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAGAAGTATAAGGATA
GGACCAGGACAAACATTCTTTGCACACGGAGAGATCATAGGAGACATAAGACAAGCACATTGTAATATTAGTA
GAAATAACTGGACTGAAACCTTACAGAGGGTAAGTAGGAAATTAGCAGAACACTTCCCTAATAAAACAATAAA
CTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAG
CTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTTACAACGAGATTTGGGA
AAACATGACCTGGATGCAGTGGGATAAGGAAGTTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGAA
TCGCAAAACCAGCAGGAAAGAAATGAACAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGT
TTAACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTATTAATCTG
CTTGATATCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAACTTAGTACAAGGAATTTGTAGAG
CTATCTGTAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC898995 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCCTCAGATGCTAAAGCATATGAGCAAGAAGTGCATAATGTCTGGGCTACACATGCATGTGTGCCCACTGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGCAATGTTACCTATAGCAATAAGACCGACAACCCTGGGAACAGGAAGGAGGAAATGAA
AAATTGCTCTTTCAATGCAACCACATTATTACATGATAAGAAACAGAAAGTGTATGCCCTTTTTTATAAACTT
GATATAGTACCACTTAATGAAGGGAATTCTAGTAGGAAGGAAAATGATAGTAAACCTTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGCCCAAAGGTTTCTTTTGATCCAATTCCTATACACTATTGCACTCC
AGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCATGCCATAATGTTAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTCTCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGAAG
ACATAATAATTAGATCTGAAAATCTGACAAATAATGTCAAAACAATAATAGTGCATCTTAATGAATCTGTAGA
AATTACATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGATATAATAGGGGACATAAGACAAGCACATTGTAACATTACTGAAGGTAAATGGAATAAAACTTTAC
AAAGGGTAGGTAAAAAATTAGCAGAACTCTTCCAGAATAAACCAATAAATTTTACATCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTACTTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTCTA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCACTACTAATG
TACCTTGGAACTCCAGTTGGAGTAACAAATCTCAACAGGAGATTTGGAATAACATGACCTGGATGCAGTGGGA
TAAAGAAATTGATAATTACACAAACACAATATACAGGTTACTTGAAGATTCGCAAAACCAGCAGGAAAGAAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTATGGAATTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAAAAGTA
GCTGAAGGAACAGATAGAATTATACATTTAGTACAAGCAATTTGTAGAGCTATCCGCAACATACCTCGCAGAA
TAAGACAGGGCTTGGAAGCATCTTTGCAATAA 
>KC898996 
GGGGGAGAAAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCATGTGTGCCCACAGA
CCCCAACCCACAGGAAATGGCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTCACTTTAAGAGATAAGACTTGCAATGGGACCATGACGGAAATGAAAAATTG
CTCTTTCAATGCCACCACAGTAGTAAAAGATAAGAAGCAGACAGTGTCTGCCCTTTTTTATAGACTTGATATA
GTACCAATTAATGAGAAGAACTCTAGTGAGAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCT
CAGTCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCCTGCCATAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGGATAATAA
TTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTGCATCTTAATCAATCTGTAGAAATTGTATG
TACAAGACCCAACAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAG
ATAATAGGAGACATAAGACAGGCGCATTGTAACATTAGTAAATCTAAATGGGAGAAAACTTTACAAAGGGTAA
GTGAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGTTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGA
ACTCCAGTTGGAGTAACAAATCTCAGAGAGAGATTTGGGATAACATGACATGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAACGAACAAGAT
TTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA



TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTAATTATTAGCCTGGTTGATACCCTAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATACAATTAGTGCTTAGAGTTTGTAGAGCTATCCGCAACATACCTCGCAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>KF250403 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGACGCAAAGGCTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGAGCAAGAAGTGCATAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGACAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGCAATGTTCCTAAAAATGCTAGCAGTAATGGTAATGAGACCAACTATGAGAGCATGAA
GGAAGTAAGAAACTGCACTTTCAATACAACCACAGAATTAAGAGATAGGAAGCAGAAAGTGCATGCCCTTTTT
TATAGACTTGATATAGTACCAATTGATGAGAAGAGTGAGAATTCTAGTGAGTATAGATTAATAAATTGTAATA
CCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGG
TTATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAA
TAATTAGATCTGAAAATCTGACAGAAAATAGCAAAACAATAATAGTGCATCTTAATGAACCTGTAGAAATTGT
ATGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTACGGAAAAAGATTGGAATAAAACTTTACAAAGTG
TAGGTAAAAAATTAGCAGAACTCTTCCCTAATAAAACAATAAACTTTAATTCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTGCCTT
GGAACGCCAGTTGGAGTAACAAATCTCGACAAGAGATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGA
AATTAGTAATTACACAGACACAATATACCAGTTGCTTGAAGATTCGCAAAAACAGCAGGAAAGAAATGAAAAA
GATTTGTTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCAGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATACAATTAGTACAAAGAATTTGTAGGGCTATTCGCAACATACCTAGAAGAATAAGAC
AGGGATTTGAAGCAGCTTTGCAGTAA 
>KF250404 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAACATATGAGCAAGAAGTGCATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGTTACTGTTAGCAATCAGACCTATTATGATAAGAAGACCTACGAGGAAAGGAA
AAATTGCTCTTTCAATACAACCACAATGTTAAGAGATAAGAAGCAGAAAGTGTATGCCCTTTTTTATAGACTT
GATATAGTACCAATTGATAAGGAGAATTCCAGTGATAGGGAGTATTATAGATTAATAATTTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGC
GCTTCTAAAGTGTAATGATAAAAAATTCAATGGGACAGGACCATGTCATAATGTTAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATCTGGTAAATAGTGTCAAAACAATAATAGTGCATCTTAATGAAACTGTAGAAATTGTATGTAC
AAGACCCGACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAATGTTCTATGCAGCAGGGGATATA
ATAGGAGACATAAGACAGGCACATTGTAACATTAGTGAAGATAAATGGAATAAAACTTTACAAAGGGTAAGTA
AAAAATTAGCAGAACAATTCCCTAATAGAACAATAAAATTTGCATCATCTTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTACTTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAAATCCTACCACGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAAACACAATATACAGTTTGCTTGAAGAGTCGCAAATCCAGCAGGAAACAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAGTAGTAGTAGCTGAAGGAACA
GATAGGATTATACAATTAGTACAAAGAATTTGTAGAGCTATCTGCAGCATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KC807921 
ATGGAAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTATAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGGAAATGTTAAAAGAAATGTTAGCAGTAATAGTAATAATACCTACAATGTGACCTCCGA
TGAGGCCATGAAAGAACTAAAAAATTGCTCTTTCAATGCAACCACATTAGTAAGAGATAAGGAGACAAAAGAG
TATGCACTTTTTTATAGACTTGATATAGTACCCCTTAATGATGGGAACTCTAGTGAAAAGGACTTTAGTGAGT



ATAGATTAATAAACTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTAT
ACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGC
AATAATGTTAGCACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGGAGATATAATAATTAAATCTAAAAATCTGACAAACAATGTCAACACAATAATAGTACATCT
TAATGAATCTGTAGAAATTGTATGCACAAGACCCAACAATAATAGAAGAAAAAGTATAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGACATCATAGGAAACATAAGACAAGCATATTGTGACATTAATGGAACTAAAT
GGAATGAAACTTTACAGAGGGTAGGTAAAAAATTAGCAGAACGCTTCTCTAATAAACCAATAATATTTACATC
ATCCTCAGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTACAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCACCAAGAGATTTGGAATAACCTGAC
CTGGATGCAGTGGGATAAGGAAATTAGTAATTACTCAGACACAATATACAGGTTGCTTGAAGAATCGCAAACC
CAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAA
CAAGGTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTAGTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAATATAGCACAAAGAATTTGGAGAGCTATCCGCA
ACATACCTAGAAGAATAAGACAGGGCTTGGAAGTAACTTTGCAATAA 
>KC870038 
GTGGGAGGAAACCGGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTACAAATGTTAACAGTAATAGTACCAACAACAGTAGTGGTACCAACATCAG
TAATAGTACCGACAGTGGAATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAGGAAGAAA
GAGTATGCCCTTTTTTATAAACTTGATATAGTACCAATTGAGGGGGAGAATTCTAGTGAGGGGAAGAATTTTA
GTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAAT
TCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGA
CCATGCTCTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTAACAAACAATGCCAAAACAATAATAGT
GCATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGCAA
GTAAATGGAATAAAACTTTACAAGGGGTAAGTAAAAAATTAGCAGAACTCTTCCCTAATAAAACAATAAGATT
TGCATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAA
AGCTCATCTGCACCACTGCTGTACCTTGGAATTCCAGTTGGAGTAACAAAACTCACGATGAGATTTGGGATAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACCAATTGCTTGAAGAATCG
CAAAGCCAGCAGGAAAGCAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTG
ACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATACTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATCATAGCAATAATRCAAAGAGCTTGGAGAGCTA
TTACAAGAATAGGACAGGACCCTGAAGTAGCTTTGCAATAA 
>FJ388913 
GGGACGGGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATATCTGGGCTACACGTGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTGAATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGAATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTA
TCACTTTAACATGTGTAAATGCTAATTCCAGTAGGGGTAATGTTACCTACGAGACCCTGGGTAATGAAATACA
AAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGGAACGGAAAGAGTATGCACTTTTTTATAGACTT
GATATAGTACAACTTGATATAGTGCAACTTAATGAGAGCCATGGGAACCAGACCAAGACCAAAAATGTTACTA
CATATAGATTAATAAATTGTAATAGCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAACACATTCAATGGGACAGGACCA
TGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCTACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATTTGACAAACAATGCTAAAACAATAATAGTACA
TCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAGCATTCTATGCAACAGGTGACATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAAAGGTA
ACTGGAGTAAAGCTTTAGAAAGGGTAAGTAAAGAATTAGCAAAACACTTCCCTAACAAAAACATAACATTTGA
ACCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTTGTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAATAAATCTCAATCAGACATTTGGGATAACAT
GACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGACACAATATACTGGTTGCTTGAAAAATCGCAA
ATCCAACAGGAACAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTGACA



TATCAAAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTACTCTCTTTAGTCAATAGAGTTAGCCAGGGGTACTCACCTTTGCCCTTTGCTATTAGTCTGCTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATCATAGAATTTATACAAATAATTTGTAGAGCTATAT
ATAACATCCCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 
>FJ388948 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGGGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAACTTTAATATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGAGGAGAGCCTAAAGCCTTGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAACTGTAGTGAGGTTAATGTTACCAGTGCCATAATTAATGAAACCATGAAGGAAAAAATGAACAA
TTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGATGCACAAGCAGCATGCACTCTTTTATAGGCTGGAT
ATAGTACCACTTGATAATGACAATTCTGACAATTCTAGCCATAGCAATTATAGCAACTATAGATTAATAAATT
GTAATACCTCAACTATAACACAAGCATGCCCAAAAGTATCTTTTGACCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCTTAATGTCAGTACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCATAGCAGAAGAAG
GGATAATAATTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTAAATCTTAATCAATCTGTAGA
AATTATGTGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTACACA
AACGATATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTAAAGAAAACTGGACTACAACTTTACAAA
GGGTAAGGGACAAATTACGAGAACACTTCCCTACTAAAACTATATACTTTAACCAATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCCCCACCGCTGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAACAGGATATTTGGGATAACATGACCTGGATGCAGTAGGATAA
GGAAATTAGTAATTACACACAAACAATATACAGGTTGCTTGAAGAATCGCAAAATCAGCAGGAACAAAATGAA
AAGGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAA
TAGAGTTAGGCAAGGATACACACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAGGGAACAGATAGAATTATAGAATTCATACAAAGACTTTGTAGAGCTATTCGCAACATACCTAGAAGAATAA
GACAGGGTTTTGAAGCAGCTTTGCTATAA 
>FJ388952 
GTGGGGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAGACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTGAGCTGCACAAATGTTACTGTCAATGGGACCATGAATGGGGAAATGAAAAATTGCTCTTTCAATAT
AACCACAGAAATAAGAGATAAGAGAAGGAAGGAGTATGCACTTTTTTATAGACTTGATATAGTACCACTCAAT
GGGAAGAATAACAGTTCTAACAATTCCAGTGAGTATGTATTAATAAATTGTAATACCTCAGCTGTAACACAAG
CCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTG
TAATAACAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAA
CCAGTTGTATCAACTCAACTGCTGTTAAATGGTAGTCTAACAGGAAATGAGACAGTCATTAGATCTGAAAATC
TAACAGACAATGCCAAAATAATAATAGTACATCTTAATGAGTCTGTGGAAATTGTGTGTACAAGGCCCAGCAA
TAATACAAGGAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAGGTAATAGGAGATATC
AGACAAGCACATTGTAATGTTAGTGAAGGGAAATGGCATACAAATTTAAAAGAGGTAGGTAGAAAATTACAAG
AACACTTCACTAATAAAACAATAATCTTTACGTCACCCTCAGGAGGGGACCTAGAAATTACAACACATAATTT
TATATGTGCAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACGCTAGTTGGAGTA
ATAAATCTTATAATGATATTTGGGATAACATGACTTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAGG
CATAATATACAGGTTGCTTGAGGACTCACAAAACCAGCAGGAAAAGAATGAAAAGGATTTACTAGCATTGGAC
AGTTGGGGAAATCTGTGGAATTGGTTTGACATATCAAGATGGCTGTGGTATATCAGGATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTTTAATAAATAGAGTTAGGCAGGGATACTC
ACCCTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATATTA
GATTTACTACAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGT
TGCAATAA 
>JF683740 
GGCATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATTCCAAAGAAGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGCCTAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAGAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACGAAGACCAACTTTACTGAATTCAGAGGTAAGGATGCTACCGTAAACATGACAGAAGA
AATAAGAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAAAAACAGGTGTATGCACTTTTTTAT
AGACTTGATATAGTGCCACTTGAGGAGAAGAATGGCACTAATAATAATAATTATAGATTAATAAATTGCAATA



CTTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATGAAACATTCAATGGGACAGGACCATGTCAGAATGTCAGCACAGTACAA
TGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAA
TGATTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTACAGCTTAATGAATCTGTAGAAATTGT
GTGTATAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTTTATGCAACAGGC
GACATAATAGGAAACATAAGACAAGCACATTGTAACCTTAGTGAAAGTAACTGGAATAAGACCCTACAAGGGG
TAGCTAAAAAGTTAGAAGGACACTTTCCTAATAAAACTATAATATTTGCACCACCCTCAGGAGGGGACCCAGA
AATTATAACACATATGTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTT
GGAACTCCAGTTGGAGCAATAAATCTAAATCAGATATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGA
AATTAGTAACTACACAGGCCTAATATACAGCTTGCTTGAAGAATCACAAAACCAACAGGAGAAAAATGAACAA
GAATTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAATAGGAGGCTTGATAGTCTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTATGCTTGATACCATAGCAATAACAGTAGCTGAA
GGAACAGATAGAATTTTAGAATTATTACAAAGAATTGGTAGAGCTATCTACAATCTACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>JF683755 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGAGTGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGCTTTTAGTCAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAGAATGTAGGGATGCCTACAAAAATGTTACTACTAACTGTACTGCTAACCAAAGTGATAACAGTCC
CAAATGTATTGAGCCAGACATGAAGGGACAAATAAAAAATTGTTCTTTTAATATGACCACAGAAATAAGAGAT
AAGACACAGCAAGTACATGCACTTTTTTATAGACTTGATGTAGTACCAATTGATAATAAGAATGATACTAATA
ACAGTTCTGGGGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTT
TGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCAATTCTAAAGTGTAATAATGATACATTCAAT
GGAACAGGACCATGTAATAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAC
TACTGTTAAATGGTAGCTTAGCAAAAGGAGAGATAATAATTAGATTTGAAAATAAGACAGACAATGCCAGAAC
AATAATAGTACATTTTAATGAGTCTGTAGAGATTAATTGTACAAGACCCGGCAATAACACAAGAACAAGTGTA
AGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGGGATATAAGACAAGCACATTGTAACG
TTAGTGCACAAAAATGGAATACAACCTTGCAAAGGATAATAGCAAAATTAGAAAAACACTTCCCTAATAAAAC
AATAATGTTTAAACCACACTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTAAAGGAGAATTT
AAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGCAGAGAT
TTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACACATTGCTT
ACAGACTCGCAAATTCAGCAGGAGAAAAATGAAAAAGAATTACTAGAAATGAACAAGTGGGACGTGCTGTGGA
GTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTAATCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATT
AGTTTGCTTGATGCCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCCTACAAAGAGTTG
GTAGAGCTATCCGTAACATACCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 
>JF683768 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGTTATGAGAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATAAGGATATAATCAGTTTATGGGATGACAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAATTGTACCAAGGTAACATGTAGTAATAATACCAGTAGCAATACCGCAAACGCCACTTCAAAATG
TGATGATATTATGAGAAATTGCTCTTTCGATGCAACCACAGAAATAACAGATAAGAAGGAAAAACAGTATGCA
CTTTTTTATAAACTTGATATAGTACAGCTTAAAGGAAGCAGTAATAACTCCTCTGGGAACTCCTCTAATAACT
CCTCTGGGAACTCCTCTGGGGAATATTATAGATTAATACATTGTGATACCTCCAAAGTAACACAAGCCTGTCC
AAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATTAT
TATACTTTTAATGGGACAGGACCATGCAAGAATGTCAGCACAGTACAATGCACACAAGGAATTAAGCCAGTGG
TATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAGCTCTGAAAATCTGACAAA
TAATGCTAAAACAATAATAGTACATCTTAATAAATCTGTAGAAATTGTGTGTATAAGACCTGGTAATAATACA
AGGAACCGTATAAGGATAGGACCAGGACGAACATTCTTGGCACATAAACACATAATAGGGGACATAAGACAAG
CACATTGTAACATTAGTGGGAAGAACTGGAGTGAAGCTTTACAAGGGGTAAGTGAAAAATTAAGAGGATACTT
TAATAAAACAATAAAATTTACCCAACACGCAGGAGGGGACCTAGAAGTTACAACACATAGCTTTAATTGTGGA
GGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGC
TTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTAA
AAAAGAGATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTGACAATTACACAGACACAATATAC
AAGTTGCTTGAAATCTCGCAAATCCAGCAGGAGCAGAATGAAAAAGATTTATTAGCATTGGACAGCTGGAACA



ATCTGTGGAATTGGTTTGATATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAATTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCG
TTTGCTATTAGTCTGTTTGATACCATAGCAATAGGAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATAC
TAGGAATTTGTAGAGCTATCTGCAACATACATAGAAGATAA 
>KT124786 
GTGGTGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAATTGTTGTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTGAACTGCAGCGAGGTCAAGGGTAGTAATACCAGTAAGAGTAATAATACCCATGATGCCAAGGATTC
AGGAATGCAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGACACGCAAAGAGTATGCACTTTTT
TATAAACTTGATATAAAACAAATGGGTGTGAATAGCAGCAACTATAGATTAATAAATTGTAACAGCTCAACCA
TAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATGAGACATTCAATGGGACTGGACCATGCAATAATGTCAGCACAGTACAATGTACACAT
GGTATTAAGCCAGTAGTATCAACTCAACTACTATTAAATGGTAGCATAGCAGAAAGAGAGATAATAATTAGAT
CTGAAAATTTGAATGACAGTGCTAAGACAATAATAGTGCATCTTAATCAAAGCATAGAAATTGTGTGTACAAG
ACCCAACAATAATACAAGAAAAAGTGTAACATTAGGACCAGGACAAGCAATCTATGCAACAGGGGACATAATA
GGAGACATAAGACAAGCACATTGTAATGTTAGTGAAGGAAAGTGGACTAACATTTTACAAAAGGTAGCTAAAA
AATTATTAGAACACTTCCCTAATAAAACAATACAGTTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCAGTACCTTGGAATGACA
CTTGGAGTAATAAATCTGAAGAGGAGATATGGAATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAA
TTACACAGGCATAATATACGGATTGCTTGAAAAATCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTATTG
GCATTGGACAAGTGGCAAGATCTGTGGAGTTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGCTTGAAAATAATTTTTGCTGTGCTATCCATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCATTAGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAGGGAACAGAT
AGGATTATAGCAGTCATACAAACAATTTGTAGAGCTATCCGCAACATACCTAGGAGAATAAGACAAGGTTTTG
AAACAGCTTTGCTATAA 
>KC473844 
GGAGTGGGAAACTTTTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAGGAAGCAAAGGCTACTCTATTTT
GTGCATCAGATGCTAAAAGCTATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTTGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATTACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAACTGTACAAACTGTACAAATTCTAATGGTACAAGTTCTGAGGGTAACAATAATAGTACCAGTAA
TGGCACTGATATCTGTAATAGCCCCCTGAAGGATGAAATGAAAAAGTGCTCTTTCAATATAACCACAGAACTA
AGAGATAAAAAGCAGACAAGAAATGCACTTTTTTATAACCTTGATATAGTACCACTTAATAACTCTAGTGAGT
ATAGATTAATAAGTTGTAATACCTCAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTAT
ACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGATCAGGACCATGC
AATAATGTCAGCACTGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTA
GTCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCT
TAATGAATCTGTACCAATTATATGTACAAGACCAGGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGA
CAAACATTCTTCGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAGTAAAT
GGAATAAAACTTTACAAAGAGTAAGTGAAAAATTAAAAGAGCACTTCCCGAATAAAACAATAAAATTTCAACA
ACCACCCTCAGGAGGGGACCTAGAAATTGTAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCTTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACATTAGTTGGAGTAATAAAACTTACAATGAGATTTGGGACAATAT
GACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGATACAATATATAGGTTGCTTGAACAATCGCAA
AACCAACAGGAACAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACA
TAACAAATTGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTGCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTTGCTATTAGTCTGCTTGAT
ACTGTAGCAATAGCAACAGCTGAAGGAACAGATAGGATTATAAAATTCATACAAAGAATTTGTGAAGCTATTC
GCAACATACCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ236594 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGTAAATGTAACAGAAAATTTTGACATGTGGGATAATGACATGGTGGAT
CAGATGCACCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TTACGTTAAACTGCAGTGATGCTAATAGTAATGCTAATAAAACTAGTAAGAGAAATAAACCACACTGATATAA
ATGGAGAAATAAAAAATGGGAGAAATAAAAAATTGCTCTTTCAATATGACAACAGAACTAAGAGATAAGAAGG
AGAAGGTACATGCACTTTTTTATAAACTTGATGTAGTACCACTCAATAATGGAAATAATAATACTTATTATAG



ATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCCAAGGTCACTTTTGACCCAATTCCTATACAT
TATTGTGCTCCAGCGGGTTTTGCGATTCTAAAGTGTATTAATAAGACCTTCAATGGAACAGGACCATGCAATA
ATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTATTGTTAAATGGTAGTCT
AGCAGAAGAAGAAATAATAATTAGATCTAAAAATCTAACAGACAATGCCAAAACAATAATAGTACAGTTTAAC
AAATCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAGAAAGTATAAGAATAGGACCAGGACAAA
CATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAATGGAAAAGGATGGAG
AGAAGCATTACAACAAGTAGGTAAAAAATTAGCAGAGCACTTCCCTAATAAAACAATAAAATTTGCAAATCAC
TCGGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTTCAGACAAGAG
TCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTG
CACCACTGATGTGCCTTGGAACTCTAGTTGGAGCAATAAATCTCAAGAGGATATTTGGAATAACATGACTTGG
ATGGAATGGGATAGAGAAATTAATAATTACACAAATACAATATATAGTTTGCTTGAAAAATCGCAAAACCAGC
AGGAAAAGAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTATGGAGTTGGTTCAACATAACAAA
TTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGCAGGCTTGATAGGATTAAGAGTAATTTTTACTGTG
CTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTATCATTGGCTATTAGTCTGTTTGATACCATAG
CAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAATACAAAGAATTTGGAGAGGTAT 
>HQ236601 
GTGAAGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTTT
GCGCATCTGATGCCAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAATTGGTTTTGGAAAATGTAACAGAACACTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCACCAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTATGTG
TTACTTTAAACTGCCAGAATGTTAATACTACTTCAAATGGTACTACTTCAAATAGTACTACTTTAAATAGTAC
TACTTCAAATGGGCCCATGGAGGGAGAAATAAAAAATTGTTCTTTCAATATGACCACAGAATTAAGAGATAAG
AGTAAGCAGGAATATGCACTTTTTTATAAACTTGATATAGTACCACTTGAGGGAACTAATGGTAGTGAAGCTA
CTGGTAACTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCGTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCGGGCTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACA
GGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGT
TAAATGGTAGTCTAGCAGAAGAAAAGATAATAATTAGATCTAAAAATATCTCAGACAATGCCAAAACAATAAT
AGTACATCTTAAGGAACCAGTAGAAATTACTTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCATATTGCAACATTAATG
AAGCAGCATGGAATAAAACTTTACAAGAAGTAGGTGAAAGACTAGCAGAGTACTTCCCTAATAAAACAATAAA
ATTTGAAAAACACGCGGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAG
CTTCAGACAAGAGTCCTGTCTATAGAAAGATACCTAAAGGATCAACAGATCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGAGATTTGGAA
TAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACCAGTTGCTTGAAGTC
TCGCAAATCCAGCAGGAGAAAAATGAACAGGAGTTATTAGCATTGGACAAGTGGCAAAATCTGTTTAGTTGGT
TTGATATAACACATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTATCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTATTAGCCTG
TTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAATAGCACAAAGAATTTGGGAAG
CTATACGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY496624 
GTAAGGGGGAATTTATGGGTCACAGTATATTATGGGGTACCTGTATGGAGAGATGCAAAAACTACGCTATTCT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
ACCCAATCCACAAGAATTAAAATTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTGGAT
CAAATGCATCAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACATTAAACTGCAGTAATGTTAATGTTAATGGTACTGGAGGGAACGCCACTGTTGAAGAGAAGGGAGAAAT
GCTAAATTGTTCTTTCAATACGACCTCAGAACTAAGAGATAAGAAAGAGAAGGAATATGCACTTTTTTATAAA
CTTGATATAGTACACCTTGGGAAGGACAACACTTCATATGGATTAAAAAATTGTAATACCTCATCCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAA
GTGTAAGAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTGCAGTGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTATTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTAAAA
ATCTATCAGACAATGCCAAAACAATAATAGTACATCTTAAAACTGCTGTAAAAATTAACTGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAGGAATAGGACCAGGACGAGCATTCTATGCAACAGGAGACATAATAGGAAAT
ATAAGACAAGCACATTGTAACATTAGTAAAAAGGAATGGGTAGAAACATTAACAAATGTAAGTAAAAAATTAG
CAGAGCACTTCCCTAATAAAACAATAAACTTTACAAAGCCTGCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGCAGAGGAGAATTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTAGCTTGGAACAATACTTGGA
GTAATAAATCTGAAGGAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAATTACAC
AAACACAATATATGATTTGCTTGAAGAATCGCAAAAACAGCAGGAACAAAATGAAAAGGAGTTATTAGCATTG
GACCAGTGGCAAAATTTGTGGAGTTGGTTCAGCATAACACAATGGCTGTGGTATATAAAAATATTCATAATAA
TAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA



CTCACCCTTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAAGTAATACAAGGAATTTGGAGAGCTCTCTGTAATATAATACCTAGAAGAATAAGACAGGGCTTTGAAA
CAGCTTTGCAATAA 
>AY713417 
GTGGTGGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGACGCAAGCCCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCACAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTATGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAA
CAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTACACTGTAGTTCTAATGTTACCAGTAATTCTAATGTTACCAGTAATCCTAATGTTACCAGTAGTTC
TACTGATGCCAGTAAAGTTATTGGACAAATGAAAAATTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAG
AACAAGAAAGCATATGCACTTTTCTATCGACTTGATATAGTACCACTTACTAATGATAACAGCTCTGATGAGT
ATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTCT
ACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGC
AAAAATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTA
GTATAGCAGAAGATGAGACAATAATTAGATCTGAAAATCTGACAAATAATGCCAAAATAATAATAGTACAGCT
TAATGAACCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGACAAAGTATAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGACAGAT
GGAATAAGACTCTAGAAAATGTAAAGGAAAGATTACAAAAGCAATTCCCTAATAAAACAATACTATTTGCACC
ATCCTCAGGAGGGGACCTAGAGATCACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCGGACA
AGAGTCCTGGCGATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCCCCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAGTCTCAAGAGGAGATTTGGGAAAACATGAC
CTGGATGCAGTGGGATAGAGAAATCAGCAATTATACAAGCACAATATACAGGTTGCTTGAAGTCTCACAAAAC
CAGCAGGAGAAAAATGAACAGGATTTACTGGCATTGGACAAATGGAAAGATCTGTGGAGTTGGTTTAGCATAA
CACAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTCTCTCTGGTAAATAGAGTTAGGCAGGGATACTCACCACTCTCGTTTGCTATTAGTCTGCTTAATACC
ACAGCAATAGTAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGTACAAAGATTTTGGAGAGCTATCTGCA
ACGCACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KU319531 
GGGAGGGAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAAATACTCCAGTTC
GTGCATCAAATGATAAAGAATATGTTAAAGAAGTGCATAAAGATGGGGGTGCACATGCGGGTGTATCCACGGA
GTACGCCCCGCAAGAAATTGTTGTGGTAAATGTAACCGCAAATTTTACCATGTGGTTGAATGACATGCTGGAT
GAGATGCTCGATGAGATAATCAGCTTTTTGGATCATAGCCTAAAGCCATGCGTAATGTGGGCCACACTATGCG
TCACTATAAACAGTAGTAGTGTTGCCATCAGTATTAGTAGTAGTAGCTGGCTGTCAATAATACCAATGAGAGA
AATGAGAAATTGCTCTTTCTATGCAACCACAGTAGTAAAAGATAAGAAAAGGCAGGAATTTGCACTTTTTTAT
AGACTTGATGTAGTACCAATTAACGAGTCCAGTAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCT
AAAGTGTAATAACAACACATTCAATGGAACAGGACCATGCAACAATGTCAGCACAGTACAATGTACACATGGA
ATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAAAAGAAAAGATAATAATTAGATCTG
AGAATCTGTCAAATAATGTCAAAACAATAATAGTACAGCTTAAAGAGCCTGTAGAAATTGAGTGTACAAGGCC
TGGCAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGATATAATAGGA
GATATAAGACAAGCACATTGTGAAATCAATGGAACCAAATGGAATAAAACTTTACAAGAGGTAGCTAAAAAAT
TACAAGAACACTTCCCTGGTAAAAACATAAGCTTTGCACCATCCTCAGGAGGGAACCTAGAAATTCCAACCCA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTT
GGAGTAATAAATCTCAAGAGCAGATTTGGAAGAACATGACCTGGATGGAATGGGATAAAGAAATTAATAATTA
TACAAACATAATATATGAGTTGCTTGAAGACTCGCAATACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCT
TTAGACAAATGGAACAATCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGA
ATAATAGAAGTAGCACAAAGAATTTGGAGAGGTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCATTGCAATAA 
>KU319532 
GTACTGGGGAACTTGTGGGTTACTGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAATTAGTTTTGGAGAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATCAGGATGTAATCAGTTTATGGGATGAAAGCCTGAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATGCTACTATCAATGGTACCATAGTGGAGAAAATGAAAAATTGCTCCTTCAATGT
TACCTCTACCTTAAAACCTACGAAACTGAAAGCTTATGCACTGATTTATAGAACTGAGTTAGTACCACTTATT
GAGAATCAGATCAACGGCAATTACATGATTACAGGGTATTTGAATAACTTGAACATAACAAAGTCAGGTCAAA
CGGTATCCTTTGGACCTTTTCGCCCACATCCTTGGCCTCATGCGGGTCAAGCGAGTCTAACGGTCAAGTGTAA



TAATATTTCATTTAAAGGCACAGGACCATGCAATAAGGTCAGCTCAGTACAGTGTACTCAAGGAATTAAACTA
GTTGAATGGACTCGTTTAATGTTATATGGTAGTATAGCAGAAGAGCAGATAGAAATTCGTTGTGAAAATCTGA
CAATCAAAACCGGATTAATAATAGTGCAGCTTAAAGAATCTGTAGCAATTAGGTGTGAAAGACCCAAAAATAA
TACAAGGGGAAGTATGAGGGTAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGA
CAAGACCATAGTAACATTAGTGAAAAGGAATGGAATGAAACTAAACAAAAGGTAGTTGAAAAATTAATAGAAC
TCTTACCCACAACAAGAAAATTAACACGATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTCAAGCAACTTCAGACAAGAGTCCTGGCTGTCGAAAGATACCTACAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAGAA
CTCAAGATGAGATTTGGAATAACATGACCTGGATGCAGTGGGAGAAAGAAATTAATAATTATACAGGCACAAT
ATACAGGTTACTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTAGCTTTGGACAAATGG
CAAAATCTGTGGAGTTGGTTTAGCATATCAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTT
ATCGTTTGCCATTAATCTTCTTGATGCCATAGCAATAGTAGTAGCTGAAGGAACAGCTAGGATACTAGAAGCA
ATACAAAGAATTTGGAGAGCTATCTTCAACATTCCTAGAAGAATAAGACAGGGCCTCGAAGCAGCATTACAAT
AA 
>KU319534 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAATCCTACTTTATTTT
GTGCATCAGATGCTAAATCATATGAGCCAGAAGTGCATAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAGGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAG
CAAATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGGG
TTACTTTAAATTGTAGTGATGTTAATGTTACTGCTATCATTGATGCTGATATATTAACCATGTATGAACCAGT
GATAAATCGGTCTTTCTCCACAACCCCAAAACTTAAAAAAAAGACTGAGACTGATCTTTTTCATTATGTTGAA
GTAGAAGCACTGGATATGACTGCTACTGATGATGGATATATAAATTGTAATACCTCAACCTTAACCATAACCT
GTCCCTGTGTCTCTTTCGCCCCTGTTCCTATTCCTTATTGTGCTCCTGCTGGTTATGCTATTCCTATTCGTAA
TGGTAATAATTTCACTGGACCAGGACCATGCCCGAGTGTCAACGCCTTCCAAGGTACACGTGGACTTGAACCT
GTGGCATCAACTCCACTATTGTTAATTGGTAATGTAGCAAAAAATGAGATAGTAATTATATCTGAAACTCTGA
CACACAATGTCAAAATGGTAATGGTACAACTTAATGAAACTGTAACTATTAATTGTACACGACCCAACAATAA
TACAAGGAAAAGCATAAGGATAGGACCAGGACAAGCATTCCCTGCAACAGCAACAATAGAAGGAGATATAAGA
CAAGCACATTGTAACATTAATAAAACAGAATGGAATAACACTTTACAAAAGGTAAGAGAAAAGTTAAGAAAAC
ACTTCAATAAAACAATAAAATTTGACTCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAAT
CTCAAGAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTATACAGGAATAAT
ATACAATCTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGAAGAAGATTTACTAGCATTGGACAAATGG
CAAAATCTGTGGAATTGGTTTGACATAACACAGTGGCTGTGGTACATAAAATTATTCATAATGATAGTAGGAG
GCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAACAGAGTTAGGCAGGGATACTCACCATT
GTCATTCGCTATTAGTATGCTTGATACCACAGCAATAGTAGTAGCAGAAGGAACAGATAGGATTATAGAAGTA
GTACAAAGAACTTGGAGAATTATTTGCAACATACTTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTAT
AA 
>KU319537 
GGAGGATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTTTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTCCCCACAGACCCCGA
CCCAAAAGAATGGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAGAAATGACATGGTGGAACAGATG
CATGAGGACATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAGAGTGTTACCAGAAAAATGCTACTATTACCAGTACTACTACTATGCCAGTCCCTAAAGGAGAAATGAAAAA
TTGTTCATTCAATGTAACCACAGAACTATTGGATAAGAAAAAGCAAGAATTTGCTCTTTTTTATAGACTTGAT
ATAGTATCTTTAAACAATAGAAGTAATAATGAATATAGATTAATAAATTGTAATTCCTCAACCATAACACAAG
CCTGTCCAAAGGTTTTTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTG
TAAGGATAAGAAATTTAATGGAACAGGACCATGCAAGAATGTCAGTACAGTACAATGTACACATGGAATTAGA
CCAGTGGTATCAACTCAACTATTATTAAATGGTAGTATAGCAGATGACATAATAATCAGATCTGAAAATCTAA
CAAACAATGCTAAAATAATAATAGTACAGCTTAATGAAACTGTAGAAATCAATTGTACGAGACCCAACAATAA
TACAAGAAAAAGGGTAGGGATAGGACCAGGACTAGCATTCCGTGCACACGGAAACATAATAGGAGATATAAGA
CAAGCACATTGTAATGTTAGTGGAGAAAGTTGGAATAAAACTATACAAGGAGTAAAGACAAAATTAAAAGAGC
TCTTCCCTAATAAAACAATAAAATTTGCATCACCCGCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAA
TTGTATGGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATA
AGTCTCAAGAGGAAATTTGGAATAACATGACTTGGATACAGTGGGAGAGAGAAATTGATAATTATACAGAAAA
AATATATGAATTACTTGAATTCTCGCAAAACCAGCAGGAGAAAAATGAGCAAGATTTACTAGCATTGGACAAA
TGGCAAATTCTGTGGAATTGGTTTGACATAACAAATTGGTTGTTGGATATTAAGATATTCATAATGATGGTAG
GAGGCTTGATAGGTGTAAGAATAATTTTTGCAGTGCTCTCTATAATGAATAGGGTTAGGCAGGGATACTCCCC



ATTATCGTTTGCTATTAGTCTGCTTGATACTACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATAATAGAA
GTAGCACAAGGAATTTGGAGGGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>KU319541 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAACCCTACTCTATTCT
GTGCATCAGAAGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGCTAGAGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACACTGTACAAATCTTACTCTTAATAGTACCAAGAATGTTACCATTACCAATACAAGTGTGAAGCT
AGTAGAGAAAACAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGACAAAGAAGGCACATGCTCTT
TTTTATAGACTTGATGTAATACCACTTGATAACAATTCTAGTAATTATAGATTAATAAACTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
AATTCTAAAGTGTAAGGATAAAAAATTCAATGGAACAAGACCATGCAAAAATGTCAAAAAAAAACAATGTACA
CATGGAATTAAACCAATGGTATCAACTCAACTATTATTAAATGGTAATCTATCAAAGGATGGAATAATAATTA
GATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGTTTAATAAAACTGTAGAAATTAACTGTAC
GAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACCTTCTATGCAGCAGGAGACATA
ATAGGAGATATAAGACAAGCATATTGTAACATTAGTGGAGAACAGTGGAATGACACTTTACAAGAGGTAAAGG
AAAAATTAGAAAATCTCACCAATAAAAAAATAGAATTTGCAAGCTCCTCAGGAGGGGACCTAGAAATTACAAC
TCATAGCTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTTAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGCTA
GTTGGAGTAATAGGTCTCAAAAGGAGATTTGGGATAACATGACCTGGATACAGTGGGAAAGAGAAATTAATAA
TTATACAGGACTAATATACGGGTTGCTTGAAGACTCGCAAAGAGAGGAAAAAAAAATGGAAACCAAAGATTTA
ACTAAGGCATTGGGACCAAAATGGCAAATTTTGGGGGAGGTTGGGTTTGACATTATTCCAACCTGGGTGTGGT
ATATTAAAAAATTATTCTTAATGATAGTAGGAGGCTTGATAGGGTGGAGAATAATCTTTGCTGTGCTCTCTGT
AGTAAATGCAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTCTGCTTTATACTATAGCAATAGCA
ATAGCTGAAGGAACAGATAGAATTTTAGAAGCAATACAAGGAACTTGGAGAGCTATCTGCAATATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KU319544 
GTGGGGGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAACCTGTAGTAATGTTACCAGCAATAGTAATGTTACCAGCAATAGTACTAGCGATAGTACTCTCAG
AATGCTAATGGAGAATGGATACATAGTAAATTGCTCTTTCAAAATAACCACAAAGTTAAAAGATGAGCTAAGG
CAGGAATACGCGCTTTTTTATATTATTGATATGGTATCACTTGCGGGGAATAATACTTATAGGTTAATAAATT
GCAATACCTCAGCCTTAACACAAGCCTGTCCTGAGGTCTCTTTTGACCCTATTCCTATTCATTATTGTGCTCC
AGCTGGTTATGCGATTCTTAAGAGTAATAATAAGACATTCAATGGAACAGGACCATGCACTAATGTCAGCACA
CTACAATGTACACATGGAATCTCGCCAGTGGTATCGACTCAACTACTGCTAAATGGTAATCTAACAGAAGAAG
ACATAGAAATTATATCTGAAAATCTGACAGACAATGCCAAAACTCTAATAGTACATCTTAACATATCTGTAGC
AATTGCGTGTACTAGGACCAATAATAATACGAGGATAAGTATGAGGATAAGACCAGGACCAACATTCTATGCA
ACAGGACATATAATAAGAGATATATGGAACGCTCATTGTAACATTAGTGGACAGTCATGGAAAGAAACTTTAC
AGAAGGTAATTAAAAAGTTACAAGAACATTTCCCTAATAAGACAATAAAGTTTGCACCATCCTCAGGAGGGGA
TCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCGG
TACCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGAAATTTGGAATAACATGACTTGGATGCAGTGGGA
TAGAGAAATTGATAATTACACAGACATAATATACATGATGCTTGAAAAATCGCAAAACCAGCAAGAAAAAAAT
GAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGC
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGTTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGAATTATAGAAGTAATACAAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCATTGCAATAG 
>KU319546 
GTGGGGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAAATGGACTAATATTAATAGTACTAGTAATAGTACTGAGAGTAGCACCAGCAGAATACTAGTACC
AGAAATGATCATGGTACCGTCAATGATAACACAGATAAGGAAATCGAGAAACTGCTCTTTCAATATAACCACA
GAATTAAGAGATAAGAGAAAGAATGTATACGCACTTTTTTATAGACTTGATATAGTACCACTTAATAATGAGA
ACTCTAGTGAATATAGATTAATAAATTGTAATACCTCAGCAGTAACACAAGCCTGTCCAAAGGTCTCTTTTGA



CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGA
ACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAACTAC
TGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATATAACAAGTAATGTCAAAACAAT
AATAGTACATCTTAAAACTCCTGTAGACATTAACTGTACAAGACCAGGCAATAATACAAGGAAAAGTATGAGG
ATAGGACCCGGACAAACATTCTATGCAACAGGAGACATAACAGGAGATATAAGACAAGCACATTGTAACATTA
ATGAAAAGGCATGGAAGGAAACTCTACAAAATGTAAGTGAAAAATTACAAAAACACTTCCCTAATAAGACAAT
AAAATTTGCACCACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTAGATGATATTTG
GGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAGAACAATATACACATTGCTTGAA
GACTCGCAAATCCAGCAGGAAAAGAATGAACAGAATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATT
GGTTTGACATAACAAAGTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGT
CTGCTTGATACCATAGCAATAATAGTAGCTGAAGGAACAGATAGAATTATAGAAGGAGCACAAAGAATTTGTA
GAGCTATCTGCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAATAA 
>KU319551 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAGCCCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGCTTTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAA
CAGATGCATCAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACAAGTGTTAATTCTATCAATGCCAATGCTAGTGCTACCAATGATAGTACGACCCCCAA
TATTACCAGGAAGGAAGATATGAAAAACTGTTCTTTCAATATAACCACAGAGATAAGAGATAAGCAAAAGAAG
GCATATGCACTTTTTTATAAACTTGATATAGTACCACTTGATGGCAATTCCACTGATTATAGATTAATAAATT
GTAATAGCTCAACCATAGCACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTCAAGTGTAGAAATGAGACATTTAATGGAACAGGACCATGTAATAATGTCAGCACA
GTACAATGCACACATGGAATTAAACCAGTAGTATCAACTCAGCTATTGTTAAATGGTAGTTTAGCAGAAAAGG
AAATAATAATTAGATCTGAAAATATAACAGACAATGCCAAAATAATAATAGTACACCTTAATGAAACTATAGA
GATTAATTGTATGAGAACCGGCAATAATACAAGAGAAAGCATAAGAATAGGACCAGGACGAGCAATCTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCATTTTGTAGCATTAATAAAGGAAGATGGAATGATACTTTAT
AAAGGGTAAAGAAGAGTTTAGAAAAGCACTTCCCTGGTAAAAACATAGCATTTGCACCATCCTCATGAGGAGA
CGTAGAAATTACTACACGTAGCTTTAATTGTAGAGGAGGATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACTCTAGTTGGAGTAATAAGTCTCAACAAGAGATTTGGAATAACATGACATGGATGCAGTGGGA
TAGAGAAATCAGTAATTACTCAGACACAATATACAGATTGCTTGAAATATCGCAAAACCAACAGGAGAAAAAT
GAAAAGGACTTAATGGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAGCATAACACATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAGTA
GCTGGAGGAACAGATAGAATTATAGAAGCAATACAAAGAGGTTGGAGAGCTATCTGTAATATACCTAGAAGAA
TAAGACAAGGCTTTGAAGCATCTTTGCTATAA 
>U46016 
GGAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCTAGCCCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTCTGGGGTACATTTGCCTGTGTCCCCACAGA
CCCCAGCCCACAAGAATTGGGTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTAATGCTATCAAAAACAATACTAAGGTTACAAATAATAGTATCAATAGTGCCAATGATGA
AATGAAAAATTGTTCTTTCAATATAACCACAGAACTAAGAGATAAGAAAAGGAAGGCATATGCACTTTTTTAT
AAACTTGATATAGTACCACTTAATAACGGTTCTACTGATTATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAGAGATAAGACATTCACTGGAACAGGACCATGCCATAATGTCAGCACAGTACAATGCACACATGGA
ATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTATAGCAGAAGGTGAGACAATAATTAGATTTG
AAAATCTGACAAACAATGCCAAAATAATAATAGTACAGCTTAATGAATCTGTAGAAATTACTTGTACGAGACC
CAGCAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAATAAAACTCTACAAAAGGTAAAGGAAAAAT
TACAAAAGCACTTCCCTAATAAAACAATAGAATTTAAGCCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGACACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTT
GGAGTAATAAGTCTCAAGAGGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
TACAGACATAATATACAATTTGCTTGAAGTCTCGCAAAACCAGCAGGACAAAAATGAAAAAGATTTACTAGCA
TTGGACAAATGGGAAAATCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTGGGAGGTGTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG



ATACTCACCATTATCGTTTGCTATTAATCTGCTTAATACCACAGCAATAGTAGTAGGTGAAGGAACAGATAGA
TTTATAGAATTAATACAAAGAATTTGGAGAGCTTTCTGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAG
CAGCTTTGCAATAA 
>AF219262 
GTGAGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCTACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAACTAGATTTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATCAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACAGATGTTAATGAGACTGCTAGTACTATCAGTAATAGTAGTACTGGCAGTAATGATAG
TAATATCAGGGAGGAAATGAAAAATTGTTCTTTCAGTACAACCACAGAACTAAGAGATAAGAAACAGAGTGCA
TATGCACTTTTTTATAGACTTGATATAGTACCACTTAATAACAATGCTACTGGTTCTGGTAATTATAGATTAA
TAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAGGATAGGGAATTCAATGGAACAGGACCATGCAAGAATGTC
AGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTATAGCAG
AAGATGAGGTAATAATTAGGTCTGAAAACCTGACAAACAATGCCAAAATAATAATAGTACAGCTTAAGGAACC
TGTAGAAATTAATTGTACGAGACCCAGCAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAAAATTAGTAGGGGAAAGTGGAATAAAA
CTTTACAGCAGGTACAAGACACATTAAAAAAGCACTTCCCTAATAAGACAATAGCATTTGCACCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTG
GCTCTAGAAAGATACCTAAGGGATCAACAGCTCTTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCTAGTTGGAGTAATGGGTCTCAAGATGAGATTTGGAATAACATGACCTGGATGCA
GTGGGAGAGAGAAATTGATAATTATACAGACATAATATACGAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG
AAAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGGCATAACAAAATGGC
TGTGGTATATAAAAATATTCGTAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TTTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGTCTGCTTGATACTATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGCACAAAGAATTTGGAGAGCTATCTGCAACATACCTA
CAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF219263 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCGACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGAACTGTACCCACATTGATAATAAAACAAATGGAGAAATAAGAAATTGCTCTTTCAATGCAACCAC
AGAATTAAAAGACAGGACACAGAAAAGGTATGCATTGTTTTATAAGCTTGATATAGTACCACTTAATGGTAAC
GACAGCCAGAGCCAGAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGACAGGACCATGCCAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCA
ACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATG
CCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAG
AAGTATAAGGATAGGACCAGGACAAGTATTTTATGCAACAGGAGAAATAATAGGGGACATAAGACAAGCACAT
TGTAACATTAGTGAAAGGAAATGGAATGAAACTTTACAAAAGGTAGTAGAAAAATTAAAAGAACACTTCCCTA
ATAAAACAATAGAATTTAAACCATCCTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGG
AGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTAAG
AAGATGTTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGGTACAATATACAA
GTTGCTTGAAGAATCGCATATCCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAGAAGC
CTATGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAA
TAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTT
TGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGGAATACAA
AGAATTTGTAGAGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>AF219269 
GTGTGGGGGACCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATACGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATGGGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTGGTAATGTTACTAATGCTACTACTGTTAGTACTGGTAATGATACCAACAGTAATAACAT
AAAGGAAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATGAGAGGAGGAATGAATATGCA
CTTTTTTATAGACTTGATATAGTACCACTTAGTAAGAATTCCAGTGAGTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGT



ACACATGGAATTAAGCCAGTGGTATCAACTCAACTGTTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAATAA
TTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTG
TATAAGACCCGGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCT
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAGTGATTGGAATAAAACTTTACACAGGGTAA
GGGAAAAATTAAAAGAACACTTCCCTAATAAAAACATAAGCTTTGCACCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTCAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGCGCCTTGGA
ACTCTAGTTGGAGTAATAAAACCCATGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGGCACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAGGAT
TTACTAGCATTGGAGAGTTGGGACAATCTGTGGAATTGGTTTAACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAACTTTTGCTGTGCTCTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACTATAGCAATAACAGTAGCTGAAGGA
ACAGATAGAATTATAGAAGTAGTACAAAGAATTTGGAGAGGTATCTGTAACATACCTACAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>AF219274 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATACCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAGAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTTAAAAAGGCTAATGTTAATGTTACCTACAAGAATAGCACGGATGGAGAAAG
GAAAAATTGCTCTTTCAATGTGACCACAGAAATGAGAGACAAGAAACGGAATGTGTATGCACTTTTTTATAGA
CTTGATATAGTACCACTTAATAATGATACCGGCGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACAC
AAGCCTGTCCAAAGATCTCCTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAA
GTGTAATAATAAGACATTTAATGGGACAGGACCATGCAATAGTGTCAGCACCGTNCAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAACCAAGCAGAAGAAGAGATAATAATTAGATCTAAAA
ATCTGACAAACAATGTCAACACAATAATAGTGCATCTTAATCAATCTATAGAAATTGAGTGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGACATAATAGGAAAC
ATAAGACAAGCACATTGTAATATTAGTGAAGAAAAATGGAATAAAACTTTACAAGAGGTAAGTAGAAAATTAA
GAGAACACTTCCCTAATAAAACAATAAAATTTGCACCAGCAGTCCCAGGAGGGGACCTAGAAATTATAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACGGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTT
GGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CACAGACACAATATACAGGTTACTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAA
TAATAGTAGGAAGCTTGATAGGTTTGAGAATAATTTTTGCTGCGCTCTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTTGTTTGCTATTAGTATATTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGATAGG
ATTATAGTATTCATACAGGGAGTTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCCTTGAAG
CAGCTTTGCAATAA 
>FJ977094 
GGGAAGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAATACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTTGTTTTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACCTGTACAAAGGCTAACATTACCAGTAATGTTACAGCTGCCAGTAATGTTACAGTTGCCAGTCA
TGGTATCAGTAATATTACGGATGACATAAGAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGAAA
ACAAAGATGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGGGAATAATGAAAGTAAGGAGAATA
ATAAAAGTGCCACATATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTT
TGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGCTTCTAAAGTGTAATAATAAGACATTCAGT
GGGAAGGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAAT
TACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAAC
AATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGTGCAAGACCCGGCAATAATACAAGGAAAAGTGTG
AGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACA
TTAGTAAAGCTAATTGGACTAAGACTTTACAAAGGGTAGCGAAAAAATTACAGGAACACTTCCAGAATAAAAC
AATAAACTTTACTTCATCCTCAGGAGGGGACCTAGAAATTACAACACATACCTTTAATTGTAGAGGAGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCT
GCGCTGGAAAACACATCTGCACCACAAATGTGTCTTGGAATGTCAGTTGGAGTAATAAATCTCTAGGAGAAAT
TTGGGATAACATGACCTGGATGCAGTGGGACAAAGAAATTAATAACTACACAAATCAAATATACACTTTGCTT
GAAGAATCACAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGTTTGTGGA
GTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATT



AGTCTGCTTGATACCATAGCAATAGCAACAGCTGAGGGAACAGATAGGATTATAGACTTCATACGAAGATTTT
GTAGAGGGATTTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ595789 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAATTGTTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TTACTTTAGAATGTAATAATGTTACCTGCAGAAATGATAGTGACCAAAATTGCACCACGAAGGAAACAATGAG
AAATTGCACCTTCAATATGACCACAGAACTAAGAGATAAGCAAAGCAAACAGTATGCACTTTTTTATAAAATT
GATACAGTACAACTTGGCAACTCTGGTAACAGGTATAGATTAATAAATTGTAATACCTCAACAATAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGTACAGTACAATGCACACATGGAATTAAG
CCAGTGATATCAACTCAACTACTGTTAAATGGTAGCAAAGCAGAAGAAGGGATAATAATTAGATCTGAAAATC
TGACAAACAATCTTAAAACAATAATAGTACAGCTTAATAATAAATCTGTAGAAATTTCGTGTATAAGACCCGG
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGTGAAATAATAGGAAAC
ATAAGACACGCACATTGTAACATTAGTGGAGATAAATGGAATAAAACCTTACAATCGATAGTTGAAAAGTTAA
GAAAACACTTCCCTAATAAAACAATACAGTTTCTACCATCCTCAGGAGGGGACCTAGAAATTACGACACATAG
CTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAAGAATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGA
GTAATAGATCTTACACTGACATTTGGCAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACAC
AAACACAATATACCAGTTGCTTGAAGAATCACAAAACCAGCAGGACAAAAATGAAAAAGATTTATTAGCATTG
GACAATTGGCAAAATCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGG
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATA
CTCACCTCTGTCGTTTGCTATTAGTCTGTTTGATGCCTTAGCAATAGCAGTAGCTGAGGGAACAGATAGAATT
ATAGAAGTCATACAAATAATTGGTAGAAGAATAAGACAGGGTTTAGAAGCAGCTTTGCTATAA 
>JF680927 
AGTGAAGACAAATTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAGGAAATGGTTTTAGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAAATTGTACAGATGAAATTAAGGGGAAAAATGATACTCTCCTCAATAATACCATGGGGGAAATAAA
AAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGAAAGAACATGCACTTTTTTATAAACTT
GATTTAGTACCACTTGAAGAGAGTAAGAAGAATTCTAGTAGTAATTTCAGTGATTATATATTAATAAATTGCA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTTTGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGAAAGGACCATGTCAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGGAGGGA
TAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTGCATCTTAATAAAACTGTAGCAAT
TAATTGTACAAGACCAGGTAATAATACAAGGACAAGTATAAGGATAGGACCAGGACAATCATTCCATGCAACA
GGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCTGACTGGAAGGAAACTTTAAAAC
AGGTAAATGATACATTAAGCAAATACTTCACTAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGAGACGCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGCAATAAATCTCAACAAGAAATTTGGGATAATATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACTCAGACATAATATACACATTACTTGAAGACGCACAAAACCAGCAGGACCAAAATGAA
AAGAAGTTATTAGAATTGAACAGTTGGAACAGTCTGTGGACTTGGTTTGACATAACAAATTGGTTGTGGTATA
TAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCCATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
AACGGAACAGATAGGATTATAGAATTAATAATAAGAATCATTAGAGCTATCTGCAGCATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>HQ385458 
GGGGTGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGGAGAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAACAAATGTTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAAATGTGTAAATGCAACTGGTACTGGAAATGCCACTAAGGAAGGGAATGACAGAAAAAATTGTTC
TTTCAATGCAACCACAGAAATAAGTGATAAGAAACAGAAGGTGAATGCACTTTTTTATAAACTTGATATAGAA
CCACTTAATAATAACAGCAGCTCTGAAGAGTATAGATTAATAAATTGTAATACCTCAGCCATAGCACAAGCCT
GTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TGATAAGGCATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCA
GTAGTAACAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGA



CAGACAATGTCAAAACAATAATAGTACACTTTAATAAGTCTATAAAAATTATGTGTACAAGACCCGACAATAA
TATAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGATGTAATAGGAGACATAAGA
CAAGCATATTGTAACATTAATAGAACAGAATGGAATAACACTTTAGGAGAGGTAAAAACGAAATTAAGAGAAC
ACTTCCCTAATAAGACAATAGTGTTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTACAGGATCAACAGCTC
CTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCAAGAAAATATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAGTTAGTAACTACACAAACAC
AATATATAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGAGTTGGACAGT
TGGGCAAATCTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGATCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TCTATCGTTTGCTGTTAGTCTGTTAGATACCATAGCAGTAGCAGTAGCTGAAGGAACAGATAGAATTATAGAA
TTAATACAAAGCATTGGTAGAGCTATCCTCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATA 
>AF286233 
GTAATGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAACTGCAATGATGCTAATATTACCCTCAATGATACCATGAATAAGGAAGTAAAAAATTGCTCTTT
CAATATAACCACAGAAATAAGAGATAAGAAAAAGAATGAATATGCACTTTTTTATAGACTTGATATAGTACCA
CTTAATGGGGAAAATGACAACTCCAGTTATAGATTAATAAATTGTAATACCTCAGCTGTAACACAAGCCTGTC
CAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATAA
CGGGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAATGTACACATGGAATTAAACCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGTTTAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATCTGACAA
ACAATGCCAAAATAATAATAGTACACCTTAAAGACCCTGTAGAAATTGTATGTACAAGGCCCAGCAATAATAC
AAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGCCATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTGAAAGGGTATGGAATGAGACTTTACAAGGGGTAGTTGAAAAATTAAAAGAACACT
TCCCTAATAAAACAATAAGATTTGCACCATCCTCAGGAGGAGATCTAGAGATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAAT
CTCAAGCGGAGATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACATAAT
ATACAGGTTGCTTGAAGTCTCACAAAACCAGCAGGAAGAAAATGAAAAAGATTTACTAGCATTGGACAATTGG
AACATTCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATCATACAATTA
GTACAAAACATTTGGAGAACTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>AY255824 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAACATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACATGAATGGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGTGGTGAGGTTAATGTTACTGTTACTAGTAATGTTACCATCAATAATGATACCATCAATGA
ACTAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGAGTGAATTTGCACTTTTTTAT
AGACTTGATATAGTACCACTTAATGAGCAGAATTCCAGTGAGTATAGATTAATAAACTGTAATACCTCAGCAG
TAACACAAGCCTGTCCAAAAGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGAT
TCTAAAGTGTAATAACAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTATCAACTCAGCTACTGCTAAATGGTAGTCTAGCAGAAAAAGAGATAGTAGTTAGAT
CTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAAAAACCATGTAGAAATTGTGTGTACAAG
GCCCAACAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAAGCATAATA
GGAGATATAAGACAAGCATATTGTACCATTAATGGAATGAAATGGAATGAAACTTTACAAGGGGTAGGTGAAA
AATTACAAAAACACTTCCCTAATAGAACAATAAGGTTTGAACCATCCTCAGGAGGGGACCTAGAGGTTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTGCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTA
GTTGGAGTAATAAATCTCAAGAGGATATTTGGAGTAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAA
GTACACAAACACAATATACGGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAGAAAATGAAAAAGAATTACTA
GCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAGATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGCAAATAGAGTTAGGCA
GGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGAT



AGAATTATAGAAGTAGTACAAAGAGGTTGGAGAGCTCTCTGCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCATTGCAATAA 
>KP109481 
GGGGTAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCTAGAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGCTCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACCCAGGTTAATGCTACCCAGGGTAATACTACCCAGGTTAATGTTACCCAGGTTAATGG
GGATGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGCAGAAAGCATATGCACTT
TTTTATAGACTTGATCTAGTACCACTTGAGAGAGAGAATAGGGGCGACTCTAACAGCGCTAGTAAGTATATAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATTCACTA
TTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGATCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTGATCA
ATCTGTAGAAATTGTATGTACAAGGCCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGGGATATAATAGGAAACATAAGAGAAGCACATTGTAACATTAGTGAAAAGAAATGGCATG
AAATGTTACGCAGGGTAAGTGAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTACATCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCTAACAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAGTTAGTAATTACACAGGCATAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAG
GAAAGAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGGATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATGTCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGACTTAGTACTAAGAACTTGTAGAGCTATCCGCAACATAC
CTAGAAGACTAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>KP109482 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCAAGGCTAAGAATATCACCGAGGAGGTAATAAAAAATAATACCTACAAGGAGGACAT
AAGAAATTGCTCTTTCAATGCAACCACAGAAGTAAAAGATAAGAAGCAGAAAGTGCATGCACTTTTTTATAGA
CTTGATATAGTACCACTTAATAAAAGGAACTCTAGTGAGTCTGAGGAGGAGAACTCTAGTGGATATTATAGAT
TAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTA
TTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGAGGAGACATTCAATGGAACAGGACCATGCCATAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGGAGAGATAATAATTAGATCTAAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATCA
ATCTGTAGAAATTGTGTGTACAAGACCCAACGAGAATAGAAGAAAAAGTATAAGGATAGGGCCAGGACAAGCA
TTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACGTTGTAACATTAGTGAAGAAAAATGGAATG
AAACTTTACAAAGGGTAGGTAGAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTAAATCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCC
CTACTAATGTACCTTGGAACTCCAGTTGGAGTAACAAATCTAAAGAATATATTTGGAATAACATGACCTGGAT
GCAGTGGGATAGCGAAATTAGTAATTACACAGACATAATCTACGGGTTGCTTGAAGACTCGCAAATCCAGCAG
GAAAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAAAATTAGGACAAAGAATTTGGAGAGCTATTTGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KP109484 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAGTGTCGTAATGCTACCAGTAAGATGGTTAATGATACCAGGAATGTGGAAGAAATGAAAAATTG
CTCTTTCAATACAACCACAGAACTAAGGGATAGGAAGCAGACAGTGTATGCCTCTTTTTATAAACTTGATATA
GTACCACTTAATGAGAATAAGAGCACCTCTAGTGAGAATTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCAATTTTGATCCAATACCTATACATTATTGTACTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGATAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGA



ATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGATCTG
AAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTGAGGAACCTGTAGAAATTGTGTGTACAAGACC
CAACAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGA
GACATAAGACAGGCACATTGTAACATTAGTGAAGCCAAATGGAATGAAACTTTACAAAATGTGACTAAAAAAT
TAAAAGAACACTTCCCTAATAAAACAATAATATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACGCCAGTT
GGAGTAACAGATCTCACGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CACAAACACAATCTACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCA
TTGGACAGCTGGGGAAATTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGA
ATTATAGCAGTGATACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAA
CAATTTTGCAATAA 
>EU521729 
GGGGAAGACAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAGGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTTACTAGAGATAACAGTAGTACTGGTAATAGTACCCTCAATAATGGGACCTC
CGATGAGGGCATGAGGGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATGAGAATCAGGAA
GTGTTTGCACTTTTTTCTAGACTTGATTTAGTACCACTTAATGTGACTAGCCATTATAGGTTAATACACTGTG
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGC
TGGTTATGCGATTCTTAAGTGTAATAATAAGGCATTCAATGGGACAGGACCATGCACTAATGTTAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGA
TAATAATTAGATCTGAAAACCTGACAAACAATGCCAAAACAATAATAGTACATCTCAATGAATCTGTAGAAAT
TGTGTGTATAAGACCCAACAATTATACAAGAAAAGGTATAAGGATAGGACCAGGACGAACAGTCTATGCAGCA
AGAAAGATAATAGGAGACATAAGAAAAGTACATTGCAACATTAGCGAAAAAAATTGGAATAAAACTTTACTAA
TGGTGAGTAAAAAATTAGCAGGACTCTTCCCTAATAAAAACATAACGTTTAACTCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAGATCTCTAGATGACATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAAACATAATATATAAGTTACTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAA
AAAGATTTATTAGAATTGGACAATTGGCAAAATTTATGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTAAA
TAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTGGCCATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGTTAGGATTATAGATTTAGTACAAGGATTTTGTAGGGCTATCTACAATATACCTAGAAGAATAA
GACAGGGCTTTGAAGTAGCCTTGCAATA 
>EF469243 
GTGGTAGGAAACTTGTGGGTGACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAGGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGTTAGATTTGGTAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAACCATGTTAATATTACCTATAATGCTACCATCCATAATGCTACTGACCAGGCTAGTTT
TAACAAAACAAGGGAACAAATGAGAAACTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAAGAAATCA
GAGTATGCACTTTTTTATAAAATTGATATAGTACCACTTAAGGAGGAGAAGAAGAATAACTCTAGTGAGAATA
ATTCTAGTGGACATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAGGCCTGTCCAAAAGTCACTTT
TGACCCAATTCCTATACACTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAAATTCAAT
GGGACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACTCAAT
TACTGCTAAATGGGAGCCTAGCAGAAGAGGAGATAATAATTAGATCTCAAAATCTGACAAACAATGCCAAAAC
AATAATAGTACATCTTAATGAATCTGTAGAAATTATATGTACAAGACCCAACAATAATACAAGGAAGAGTATA
AGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAACATAAGACAAGCACATTGTAACA
TTAGTGGAAAATGGAATGAAACTTTATACAATGTAAGTAGAAAATTAGCAGAACATTTCCCTAATAAAACAAT
AAATTTCACTTCACCCTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAG
CAGCTCCAGACAAGAGTCCTGTCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATCTGGGGCTGCT
CCAGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGCAATAAATCTCTAGATGATATTTG
GGAAAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGGCCTAATATACAGTTTACTTGAA
AAATCGCAAATCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTGTGGAGTT
GGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGT



CTGTTTGATTTCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTGCTAAGAATTTGTA
GAGCTATCCTTAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF766537 
GTGGAAGGAGACTCGTGGGTCACAGTCTATTATGGGGTGCCCGTGTGGAGAGAAGCAAAAACTACACTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATACTTTTGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATAACATGGTGGAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGATTGTAGAGACTATAATGGTACCATTAATGAAATAAAAAACTGCTCTTTCAATGCAACCACAGA
AGTAAAAGATAGGAAACAGAAGGTAGATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGGGAATAAT
AACTCTAGTTATAGACTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATC
CAATTCCTATACACTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGAC
AGGACCATGCCTTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTG
TTAAATGGTAGCTTAGCAAAAGGAGACATAATAATTAGATCAGAAAATCTGACGGACAATGTCAAAACAATAA
TAGTACATCTTAATGAATCTGTAGAAATTGTGTGTATAAGACCCAACAATAATACAAGAAAAAGTATAAGGAT
AGGGCCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGC
GAAAGTAAATGGAAGGAAACTTTAAAAAGGGTAAGTAAAAAATTAGCAGGACACTTCCCTAATGCAACAAAAA
TACAATTCGCATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGACTTGGGGCTGC
TCTGGAAAACTCATCTGCACTACTGCGGTACCTTGGAACTCCAGTTGGAGTAACAGAACTCAAGACTATATTT
GGGAGAACATGACCTGGATGCAGTGGGACAGAGAAATTAGTAATTACACAGACATAATATACAGGTTACTTGA
AGACTCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTATGGAGT
TGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAA
GAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTATTAG
TCTGTTTGACACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACTAGGAATTTGT
AGAGCTATCCGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF766540 
GTGGTAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCCTCAGATGCTAAAGCATATAAGGCAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAGAATGTAGTGATGTCAATGATACCAGTAGTACAAATGATACCAGCAGGGTAAATGTTACCAGTGT
TAGGAAAGAAGTAAAAAATTGCACTTTTAATGCAACCACAGAACTGAGAGATAAGAAGCAGTCAGTGTATGCA
CTTTTTTATAAGATTGATATAGTACCAATTGGGCATAAGAGTAATTCTAGTGGGTCTTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCATGTCCAAAGGTTACTTTTGATCCAATCCCTATCCACTATTGTGCTCC
GGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AGATAATGATTAGATCTGAAAATCTGACAAAAAATGAAAAAACAATAATAGTACATCTTAAGGAGCATGTAGA
AATTGTGTGTACAAGACCCTACAATAATACAAGGAAAAGTATAGGGATAGGACCAGGACAAGCATTCTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGATCAATGGAATAAAACTTTAC
AAGAGGTAGGTAAAAAGTTAGCAGAACACTTCCCTGAGAGTAACAACATAACATTTGCACCATCCTCAGGAGG
GGACCTAGAAGTTACAACACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGAACAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCGTCTGCACCACTG
CTGTACCTTGGAACTCCAGATGGAGTAACAAATCTCTAAATGATATTTGGAATAACATGACCTGGATGCAGTG
GGATAGGGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAGAA
AATAAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGCTAT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTCTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTCTGCTTGATAGCATAGCAATAGCA
GTAGTTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAACTTGTAGAGCTATCTACAACATACCTAGAA
GAATAAGACAGGGCTTAGAAGCAGCTTTGCAATAA 
>EU908218 
GGGGGAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAATCCACAAGAAATGTTATTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGTAAATCTTACTGACAGCAGTAATAAGACCTACTATAATGAGAGCATGCAGGAAATAAA
AAATTGCACTTTCAATGTAACCACAGAAATAAGAGATAGGAAGCAGAGAGTGCAAGCACTCTTTTATAAACTT
GATATAGTATCGCTTGAGAAGAACTCTAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCACTTTTGATCCAATCCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAATG
TAATAATGAGACATTCAATGGGACAGGACCATGCCGTAATGTTAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGATATAATGATTAGATCTGAAAATC



TGACAGACAATGTCAAGACAATAATAGTACATCTTAATCAAACTGTAGAAATTGTGTGTACAAGACCCAACAA
TAATACAAGACAAAGTATAAGGATAGGACCAGGACAAGTATTCTATGCAACAGGAGCTATAATAGGAGACATA
AGACAAGCATATTGTACCATTAATACAACTGCATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCAG
AACACTTCCCTAACAAGACAATAAGATTTGCACCATCCTCAGGAGGGGACCTAGAGATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTA
ACAAAACTCAAGAAGAGATTTGGGATAATATGACATGGATGGAGTGGGATAAAGAAATTAGTAATTACACACA
AACAATATACAGATTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGAC
AGTTGGAACAATCTATGGAATTGGTTTGGCATAACAAACTGGCTGTGGCATATAAAAATATTCATAATGATAG
TAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCCATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTGGCTATTAGCCTGTTAGACAGCACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATA
AAAGCAGTACAAGGGATTTGTAGGACTATACGCAACATACCTACAAGAATAAGACAGGGCTTAGAAGCAGCTT
TGCAATAA 
>EU521727 
GTGGTAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACACGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACAAAGGTTAATAACAGTACTGAGGAAGTAAAAAATTGCTCTTCCAATGCAACCACAGG
AATAAAAGATAATGCTAGGGAAGAAATAAGAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAGGAAG
CAGAAAGTGTATGCACTTTTTTATAAACCTGATATAGTACCACTAGATGAGGACAAAAATAGTAGCACATACA
GATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACA
CTATTGTGCTCCAGCTGGTTACGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGATTATGCAAT
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAGGGAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAA
TGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAA
ACACTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAGAAAATGGA
ATGAAACTTTACAAAGGGTGGGTGAGAAATTAGCAGAACACTTCCCTAATAAGACTATAAAATTTAACTCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGA
GTCCTGGCTATAGAAAGATATCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTACCATGGAACTCCAGTTGGAGTAACAGATCTCAAATAGATATTTGGGATAACATGACCTG
GATGCAATGGGATAAAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAG
CAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATA
GCAATAGTAGTAGCTGAAGGCACAGATAGGATTATAGAATTCATCCAAAGATTTTGTAGAGCTATCTGCAACA
TACCTAGAAGGATAAGGCAGGGCCTTGAAGCAGCATTGCAGTAA 
>KC156210 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAAACCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTTAGTGTTAGCAATGTTAGTGTTAGCAATACTACCCAGGGGGATGCAAATGT
TACCCACAATGAGGGTGCAAATGAAATAAAAAATTGCTCTTTCAAGATAGCCACAGAATTAAGAGATAAGGAG
CAGAAAGTGTATGCGCTTTTTTATAGACTTGATATAGTACAACTTAATGATAGTAGTAACTCTAGTAGTAGTA
ATAACTCTAGTAAGTATAGTAAGTATAGATTAATAAATTGTGATACCTCAACCGTAACACAAGCCTGTCCAAA
GGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAG
ACATTCAATGGGACAGGACCATGCACTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTAT
CAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGGGGTAATAATTAGATCTGAAAATCTGACAGAAAA
TGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGTACAAGACCTAACAATAATACAAGG
AAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAGATAATAGGAGACATAAGGAAAGCAT
ATTGTGAGATTAATGAACAGAAATGGAATAAAACATTACGAGAGGTAGCTAAAAGTTTAGCAAAACACTTCCC
TAATAGAGAAATACGATTTGCACCATCCTCAGGAGGGGACTTAGAAATTGTAACACATAGCTTTAATTGTAGA
GGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGA
TTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCGGTACCTTGGAACTCCAGTTGGAGTAACAAATCTTA
TGACGAAATTTGGGAAAACATGACTTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGACACAATATAC
AGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAATTGGAAAA
ATCTATGGAATTGGTTTAACATATCGAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCA



TTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCCTGC
AAAGACTTTGTAGGGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAATAA 
>KY929361 
GGGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGGTATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGCTTATAGAAAATGTAACAGAAGACTTTAACATGTGGGAAAATGACATGGTGGAG
CAGATGCATGAGGATGTAAAAAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTTATAATGCTATCATTAAGAATGGTACTGATGTGAAAGAAATGAAAAATTGCACTTTTAA
TACAACCACAGAACTAAGAGATAAGAAGCAGAAAGTGCATGCACTCTTTTATAGACTTGATATAGTACCACTT
GATGGGAACAACAATAATAGTGAGTATTATAGATTAATAAATTGTAATACCTCAACCGTAACCCAAGCCTGTC
CAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGTGTAAGGA
TAAGAATTTCAATGGGACAGGACCATGTAATGATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATAACAA
GCAATACCAAAATAATAATAGTACATCTTAATGAGTCTGTAGAGATTGTGTGTACAAGACCCAACAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAA
GCACACTGCAACATTAGTGGATGGAATGAAACTTTACAAAGGGTAGTTAGAAAATTAGAAGGATACTTCCCTA
ATAAAACAATAAAATTTGCACCACACCCAGGAGGGGACCTAGAGGTTACAACACATAGTTTTAATTGTGGAGG
AGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCAATAGAGAGATACCTAAAAGAGCAACAGCTGCTAGGGATT
TGGGGCTGCTCTGGAAAATGCACCACTAATGTACCTTGGAACTCCAGTTGGAGTAACAAATCCAAAGAAGAGA
TTTGGGGTAACATGACCTGGATGGAGTGGGATAGAGAAATTAGTAATTACACAGACGTAATATACAAATTGCT
TGAGAAATCGCAAACCCAGCAGGAGGAAAATGAAAAAGATTTATTAGCCTTGGACAGTTGGAAAAATCTGTGG
AATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTT
TAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTGGCCAT
TAGTCTGTTTGATTCCCTAGCAATAACAGTAGCTGAAGGAACAGACAGGATCATAGAATTGATAAGAGGACTT
TGTAGAGCTATCCGCAACATACCTAGAAGAATAAGGCAGGGCGCTGAAATAGCTTTGCAATAA 
>KY929362 
GTGGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAATACCTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTCTAGAATGTAGTGATGTTAATACTAATACTACTAATACTAATAATACTACCAATAATGCTAGTACTAT
CAGCAAGGATGACAGTGTTACCATTAAGGAGGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGA
GATAAGAAGCAGAATGTGTATGCACTTTTTTATAAACTTGATATAGTACAACTTGATACTAACAATACTTATA
GATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGATTACTTTTGATCCAATTCCTATACA
CTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTGGGAATAAGACATTCAATGGGACAGGACCATGCAAT
AATGTCAGTACAGTGCAATGTACACATGGAATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAAGAAGACATAATAATTAGATCTGAAAACATAACAGACAATGGCAAAACAATAATAGTACAACTTGA
TAAACCTGTAAAAATTACGTGTACAAGACCCAGCAATAATACAAGAAGAAGTGTAAGGATAGGGCCAGGACAA
GCATTCTATACAACAGGAGAAATAATAGGAGACATAAGACAAGCATATTGTAACATTAATGGAACAGAGTGGA
ATAACACTTTACAAAAAGTAAGTAGCAAATTAACAGGATACTTCAATAAAACAATAATATTTGCACCACACTC
AGGAGGGGACCCAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACACATCTGCA
CCACTAATGTACCTTGGAACTCCAGTTGGAGTAACAACAAAACTGAAAAAGAGATTTGGGAGAACATGACCTG
GATGGAGTGGGATAAACAAATTAGTAATTACACATACACAATATACAGTTTGCTTGAAAAATCACAGGTCCAG
CAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATAACAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GATCTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGCTTGATAGAACA
GCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAATTAGTACTAAGAATTTGTAGAGCTATCCTTAACA
TACCTAGAAGAATAAGACAGGGCCTTGAAATAGCTTTGCAATAA 
>KY929366 
ACGGGACAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATACGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGTTTAAAGCCATGTGTAAAATTGACCCCACTTTGTG
TCACTCTAAATTGTGCAAATATTAATGCTACAAGTAATGACACAGCCATTAGAAATGCTACTGCTGAAATGAC
AAATTGTACTTTCAATGCAAGCACAGAAATAAGAGGTAAGAAGCAGAAAGTACAGGCACTATTTTATAAACTT
GACATAGTACCACTTGATAAAGAGAATGAGAATGATACCACCCAATATAGATTAATAAGTTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAAACATTTAATGGGACAGGACCATGCCAAAAAGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTCCTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAGTAGTTA



GATCTGAGAATCTGACAGACAATACCAAAACAATAATAGTACAGCTTAAGGAATCTGTAGAGATTGTGTGTAC
AAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAGCAGGAGACGTA
ATAGGAGACATAAGACAAGCACAGTGCAACATTAGTAACTGGAATACAACTTTGCTAAAAGTAGCTAAAAAAT
TAGAAGAACACTTTCCTAATAAAACAACAATAAAATTTGCACCACACTCAGGAGGAGACCTAGAAATTACAAC
ACATAGTTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAG
GATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACGTATCTGCACCACTGCTGTACCTTGGAACTCCA
GTTGGAGTAACAAAACTGAAAAAGACATATGGAATAACATGACCTGGATGGAGTGGGATAGAGAAATCAATAA
TTACACAAACACAATATACAGGTTGCTTGAAGAATCACAAGACCAGCAGGACAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGTTTGATACCACAGCAATAGTAGTAGCTGAAGGAACAGAT
AGGATTTTAGAAGCAATACAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>KY929368 
GGGACAAGGAGAAGTAATGGGGAAGATCGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAA
ACCCTACTCTATTTTGTGCATCAGAGGCTAAAGGATATGAGAAAGAAGTGCATAATGTATGGGCTACACATGC
CTGTGTGCCCACAAACCCCAAACCACTAGAAATGAATTTGACAAATGTAACAGAAAATTTTAACATGTGGAAA
AATGGCATGGTGGATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAGCTCTAAAGCCATGTGTACAGT
TGACCCCACTCTGTGTCACTTTAAACTGTAGCAATGCTAATATTACAAGAATCAATGAGACCGTTATAAATGG
GACCGATAATGAAGTAAAAAATTGCTCTTTTAAGACAACCACAGTAGTAAGAGATAAGAATAAACAGGAGTAT
GCACTCTTTTATAAAATTGATATAGTACAACTTGATGACAACAGCAACAGCAGCAGCAACAGCAGCGGTACTT
ATAGATTAATAAATTGTAATACCTCAACCTTAACACAAGCCTGCCCAAAGGTCACTTTTGATCCAATTCCTAT
ACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGC
AATAATGTCAGCTCAGTACAGTGTACGCATGGAATTAAGCCAGTAGTATCAACTCAACTACTGATAAATGGTA
GCCTAGCAGAAAAAGAAATAATAATTAGATCTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCT
TAATGAATCTATACCAATTGTGTGTATAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGAAGTAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAGTAAAT
GGCATGAGATGTTACTAAATGTAAGTAAAAAATTAGCAGAACACTTCCCTAAAAAGAATATAACATTTGCACC
ATCCTCAGGAGGAGACCTAGAGATTACAACGCATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCCATAGAAAGATACCTAAAAGAGCAACAGGTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAGTGTACCTTGGAATGACACTTGGAGTAACAGATCTCAAGAACAAATTTGGAATCATACAAC
CTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGAAATAATATACACCTTGCTTGAAGAATCGCAAATC
CAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTTTGGAGTTGGTTTAGCATAT
CAAATTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTCTCTCATTTGCTACTAGTCTGCTTGATACT
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGTACTAGGAATTGGTAGAGCTATCCTTA
GCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX069227 
GGGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGGTATGAAAAAGAAGCGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGCGTATAGAAAATGTAACAGAATACTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAAAAAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTTATAATGCTACCATTAAGAATGGTACTAATAATGTAGAAGAAATGAAAAATTGCACTTT
TAATACAACCACAGAACTAAGAGATAAGAAGCAGAAAGTGCATGCACTCTTTTATAGACTTGATGTAGTACCA
CTGAAGAACTCTAGTGAACAGTATAGATTAATAAATTGTAATACCTCAGCCATAACCCAAGCCTGTCCAAAGG
TCAATTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAGATGTAACAACAAGAC
ATTCAATGGGACAGGACCATGCAATGAGGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACCATT
TCAAAACAATAATAGTACATCTTAAGGAGCCTGCAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAA
AAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGGAATAATAGGAGATATAAGACAAGCACAC
TGCAACATTAGTAAATGGAATGAAACTTTAAAAGGGGTAAGTGAAAAATTAAAAGAACACTTCCCTAATAAAA
CAATAAAATTTGCACCACACCCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATT
TAAGCAGCTCCAGGCAAGAGTCCTGGCAATAGAAAGATACCTAAAAGAGCAACAGCTGCTAGGGATTTGGGGC
TGCTCTGGAAAAATCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGTAACAAATCCAAAGAAGAGA
TTTGGGGTAACTTGACCTGGATGGAGTGGGATAGAGAAATTAGTAATTACACAGATGTAATATACAAATTGCT
TGAGAAATCGCAAACCCAGCAGGAGGAAAATGAAAAAGAATTATTAGCCTTGGACAGTTGGAAAAATCTGTGG
AATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTT
TAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTGACTAT
TAGTGTGTATGATAGCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATCATAGAATTAATAAGAAGATTT
TGTAGAGCTATCCGCAACATACCTAGAAGAATAAGGCAGGGCGCTGAAATAGCTTTGCAATAA 



>KX069228 
GGGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCACAGGAGAGCGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCGACCCACAAGAAATAATGTTGGGAAAGGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACATCATATGTAAATGTAAATGTAAATGTTACCACTAATGAAACACAAGCAAGAAATGA
TACCAATATGAAAAGTTGCTCTTTCTATGTCACCACTGAATTAAGAGATAAGCAGAAGAAGGAGAATGCACTT
TTTTATAATCCTGATATAGTACCACTTGGTAGTGGAGATGGCCAATCTAACTTTAGTGAGTATAGATTAATAA
ATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGC
TCCAGCTGGTTTTGCGATTCTAAAGTGTAAAAATACTACATTCAATGGGACAGGACCATGCAATAATGTCAGT
ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCTGAAG
AAGGGATAATAATTAGAACTGAAAATATAACAGACAATGCCAAAATAATAATAGTACAGCTTAATCAACCTGT
AGAAATTGAGTGTGTAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGAAATAATAGGAGACATAAGAGAAGCACATTGTAACATTAGTGAACAGAAATGGAATAAAACAT
TACAAATGGTAGGTAAAAAATTAGCAGAACTCTTCCCTAATAAAACAATAATATTTAACTCATCCTCAGGAGG
GGACCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTACCTTGGAACTCCAGTTGGAGTAATAAAAGTCACGAAGAAATTTGGGGAAACCTGACCTGGATGGAGTG
GGATAAAGAAGTCAGTAAGTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAACAAGAAAAC
AATGAAAAAGACCTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTAGCATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCTGTACTCTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCACAGCAATAACA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX069222 
GTGGTGGGAAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTACATAATATCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGATTTGGTAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGCGAGGTTGGCAGTAATAATACTGCTGCTAATGGTACTGGGGAGATGAAGAATTGCTC
TTTCAAGGCAACCACAGAATTAAAAGATAAAAAGAAGACAGTGAATGCACTTTTTTATACACTTGATATAGTA
CCACTTAATGATAATGGAACTAGTGAGTCTTATAGATTAATAACTTGTAATACCTCAGTCATAGCACAAGCCT
GTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAA
AAATAAGACATTCAATGGGACAGGACCATGTAATGATGTTAGCACAGTACAGTGTACACATGGAATTAAACCA
GTAGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGACATAATAATTAGATCTGAAAATCTGG
CAGACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGAAATTGTGTGTACAAGACCTAACAATAA
TACAAGAAAAAGTGTCAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGACATAAGA
CAAGCATATTGTAACATTAAGAGAGAAGATTGGCATACAATGTTACAAAGGGTAGGTGAAAAATTAGCAGAAC
ACTTCCCTAATAAAACAATAAATTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTCAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGACACCTAAGGGATCAACAGCTC
CTAGGACTTTGGGGCTGCTCTGGAAAACTCGTCTGCACTACTGCTGTACCTTGGAACTCTAGTTGGAGTAATA
AAACTAAAGATGAAATTTGGAATAACATGACATGGATGCAGTGGGATAGAGAAATTGAGAATTACACAGACAT
AATATACCAGTTGCTTGAAAAATCGCAAAACCAGCAGGAAATAAATGAAAAGGAATTATTAGCATTGGACAGT
TGGAATAATCTATGGAGTTGGTTTAACATATCAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAATTTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGCTTATAGAA
GTAGGACAGGGAATTGGTAGAGCTATCCGTAACATCCCTAGGAGAATAAGACAGGGCGCAGAAATAGCTTTGC
AATAA 
>KX756601 
GGGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCGAAAGCATATGAGACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTGTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGCAAAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTGCCTTCAATGGTACCAATAATGCTACTGTCCAAGAAGATGGTGAAGAAATAAAAAA
TTGCTCTTTTAATATAACTACAGAGCTAAGAGATAAGAAACAGCAAGCACATGCACTTTTTTATAGACTTGAT
GTAGTACCACTTGATAGAAACTATAGTTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTC
CAAAGGTCTCTTTTGAMCCAATTCCTATATATTATTGTGCGCCAGCTGGTTTTGCGATCCTAAAGTGTAACAA
TRAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAAATCTGAAAACATAACTA
ACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGAGTGTATAAGACCAAACAATAATAC



AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAA
GCACATTGCAACATCAGTGGGTGGGATAAAACCTTACAAAGGGTAGCTAAAAAATTAGCAGAACACTTCCCTA
GTAAAAATATAACATTTGCACCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAACTGTAGAGG
AGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAAAAGCTCCTAGGGATT
TGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAA
CAGACATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACACAAACAATATACAG
TTTGCTTGCAGAATCACAAAACCAGCAGGARAAAAATGAAAAAGATTTATTAGAATTGGACAAGTGGAACAGT
CTATGGAGTTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTT
CGCTATTAGTCTGTTGGATAGTGTAGCAATAGTAGTAGCTGAAGGAACAGATAGGCTTATAGAATTAATACAA
AGATTTTGTAGAGCTATCCTTAACATACCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX069219 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGCAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTAACAAATGTAACAGAAAATTTTAATATGTGGAACAATGACATGGTGGAT
CAAATGCATGAGGATGTAGTTAGTTTATGGGATCAAAGCCTAAGGCCATGTGTAAGGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGCAATATTAATGTTACCAATATTAATGTTACCAGGGCTAACAATTCCTATACTGATAG
TATGAAAAATTGCTCTTTCAATGCAACCACAGAGATAAGAGATAAGAAAAGGAAAGAGTATGCACTTTTTTAT
AGACTTGATATAGTACCACTTGAGAATCAGAATAGCAGCAACTATAGATTGATAAATTGTAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAAAGATAAGAACTTCAAGGGAACAGGAATATGTCATAATGTTAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAGTAGTAATTAGAT
CTGAAAATATAACAAGCAATATCAAAACAATAATAGTACAGCTTCATCAACCTGTAAGAATTGTGTGTACAAG
ACCCAGCAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAGTATTCTATGCAACAAAAGGAATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTATTAGTAATTGGAATGAGACTTTATACCAAGTGAGTAAAA
AATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGAAGTTATAAC
ACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTAGAAAGATACCTAAAG
GAACAACAGCTCCTAGGCATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCA
GTTGGAGTAATAAATCTCAAACAGACATTTGGAATAACATGACCTGGATAGAGTGGGATAAAGAAATTAGTAA
TTACACAGAAACAATATACAGGTTGCTTGAAGAATCGCAGAACCAACAGGAAAAGAATGAAAGAGATTTATTA
GCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTGGATAGTGTAGCAATAGAAGTAGCTGAAGGAACAGAT
AGGCTTATAGAATTAATACAAAGATTTTGTAGAGCTATCCTTAACATACCCAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>KX069221 
GGGGGAAATAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAACAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATACTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAGAATGTACAGATGACATTAAAAATGTAACAGGTAGTGGGAACGGGACAACAGGGAATAACAGTGA
CATGAAAAAGTGTTTTTTCAATACAACCACACTCTTCAAAGATAAGAAGCACAAAGTGTCTGCACTTTTTTAT
AGACAAGATATAGTACCATCTGGTAATAAAAACTCTTCTAATGAGTATATATTAATAAATTGTAATACCTCAG
TCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATGACAAGACATTCAATGGGACAGGACCATGTGAAAATGTTAGCTCAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGCCTGGCAGAAGAAAAAATAATAATTA
GATCTGAAAATCTGACAGACAATGTCAAGACAATAATAGTACATCTTAATCAACCTGTAAAAATTGTGTGTAC
AAGACCCAACAATAATACAAGAAAAAGTATACCGATAGGACCAGGAAAAACATTCTATGCAACAGGAGAAATA
ATAGGAGACATAAGACAAGCACATTGTAATATTAGTAACTGGCATAAAACTTTACGTAACGTAAGTGAGAAAT
TAAGAGAACATTTCCCTGATAAAACAATACTATTTAAATCACCAATCTCAGGAGGGGACCCAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACGAGAGTCCTGGCTATAGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACAGATGTACCTTGGAACTCCA
GTTGGAGTAACAAAACTCAGGAAGAGATATGGGATAACCTGACCTGGATACAATGGGATAAAGAAATTAATAA
CTACACAGACACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAAAAATGAAAAAGATCTATTA
GCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTATGGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGAATTATAGAAATAGTACAGAGAATTTGTGGGGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAG 
>KX069223 



GGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCTAGAACTACTCTATTCTGTGCAT
CAGATGCTAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAG
CCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGACCAGATG
CAGGAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGCGTCACTT
TAGACTGTAAGGATAATGCTACCAATGATACTGAAAGGAGAAATTGCACTTTCAATATAACCACAGAAGTAAG
AGATAAGAAGCAGAAGGTGCATGCACTTTTTTATAAGCTTGATATAGTACCACTTAGTAGCAGTTCTAATAAT
AGCAGTTATAGATTAATAAATTGTAATACCTCAGCAGTAACACAAGCCTGTCCAAAGGTTAGTTTTGATCCAA
TTCCTATACACTATTGTACTCCAGCTGGTTATGTGATTCTGAAGTGTAACAATAAGACATTCAATGGGACAGG
ACCATGTAATAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTA
AATGGTAGCCTAGCAGAAGAGGTAATAATTAGATCTAAAAATCTAACAGATAATGCCCAAACAATAATAGTAC
AGCTTAAGAAACCTGTAGAAATTGTATGTACAAGACCCAACAATAATACGAGGAAGAGTATAAGGATAGGACC
AGGACAAGCATTCTATGCCATGGGAGACATAATAGGAGACATAAGAGAAGCACATTGTAACATAAGCAAGACT
AGCTGGAATAAAACTTTACAACAGGTAGGGGAGAAACTAGCAAAACACTTCCCTAATAAAACAATAGCCTTTA
CCTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCA
GGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAACAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAA
CTCATCTGCACCACTAATGTACAGTGGAACTCTAGTTGGAGTAATAAATCTCAAGATGAAATTTGGGGTAACA
TGACTTGGATGCAGTGGGATAAAGAAATTAGTAACCACACAAAAACAATATACAGGTTGCTTGAAGAATCACA
AAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAATTGGAACAGTCTGTGGAATTGGTTTGAC
ATAACAAACTGGCTGTGGTATATAAAGATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTT
TTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAGTCTATTTGA
CACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTTATACAAAGAGGTTATAGAGCTATC
CTGAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX069224 
GGAACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCGAGAAGCAAAAACTACTCTTTTTT
GTGCATCAGAGGCTAAAGGATATGATAAGGAAGTGCATAATGTATGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAGGAAATGCTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAGTCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACAATGTGTTAATGTCACCAGAAATGCTAGTATCAGTGGTGGAAATGTTACCAGTGACATGAGGAA
TTGCTCTTTCAATGCAACCACAGAAATAAGAGATAGGACTCAGAATGTGCATGCACTTTTTTATAGACTGGAT
ATAGTACAGCTTGATAGTAATAATAATGACACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGTG
TAATGATAAGACATTCAATGGGACAGGACCATGCCGTAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATC
TGACAGACAATGTCAAAACAATCATAGTTCATCTTAATGAATCAGTAGAAATTGAGTGTACAAGACCCGGCAA
TAATACAAGGAAAAGTGTAAGGATAGGTCCAGGACAAACATTCTATGCAACAGGAGACATAATAGGCGACATA
AGACAAGCACATTGTAATATTAGTAATAAATGGCATGACACTTTACAAAAGGTAGGAAAAATTTTAAGAGAAC
GCTACTCTAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACA
GATCTCAAGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACAC
AGTATACAGATTGCTTGAGGAATCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTAAACAGT
TGGAACAATCTATGGAATTGGTTTGGCATATCAAACTGGCTGTGGTATATAAGGATATTCATAATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAATCTGATTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAA
ATAATACAAAGAATCTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
AATAA 
>KX069226 
GTGAAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAAGCTAAAGCATATATAAAGGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACATTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACCAATGTTACCAGTACCGAAAATGGTACCAGGGTAGAGGACATGAGAAATTGCACTTT
CAATGCAACTACAGAAATAAGAGATAGGAAGCAGAAAACGCATGCTCTGTTTTATAGGCTTGATATAGTACCA
CTTGATGGGGAGGGTAATAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGG
TCACTTTTGAGCCAATCCCTATACACTATTGTACTCCAGCTGGGTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCA
ACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACGGACAATG
CCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTGTGTACAAGACCAAGCAATAATACAAGAAA
AAGTATAAGGATAGGACCAGGACAAACATTCTTTGCCACAGGAGAAGTAATAGGAGACATAAGAAAAGCACAT
TGTAATATTAGTAAATGGAATGAAACTTTACAAAGGGTAGCCAAAAAATTAAAAGAACACTTTCCTAATAAAA



CAATAGAATTTGAACCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATT
TAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGTAACAAATCTAGAGCAGAGA
TTTGGAATAACATGACCTGGATGCAATGGGATAGAGAAATTAATAATTACACAGACACAATATACAGGTTGCT
TGAAGACTCGCAAACCCAGCAAGAAAGAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAATAATCTGTGG
AATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTT
TAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTAT
TAGTCTGCTTGATAGCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTCTAGAAGCAATACAAAGAATT
TGGACAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCGCTGAAATAGCTTTGCAATAA 
>KY713230 
GGGAAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCTAGTGCTAAAGGATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTAAGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTCATCAGTTTATGGGATGAATTCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTAATACTACCAATAATATTACCTATATCACTAATGAGACCTATGCCAAGAATGAGAT
AAAAAACTGCTCGTTTAATGCAACCACAGAAATAAAAGATAAGAAGCAGAAAGTGTATGCACTTTTTAATGCA
CTTGATATAGTGCCACTTAATGATAGTCAAAACAACTCTTATAGGCTAATAAGTTGTAATACCTCAGCCATAT
CACAAGCCTGTCCAAAGATCAGTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
ACAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAGCTGCTGTTAAATGGAAGCCTAGCAGAAGAAGACATAATAATTAGATCTG
AAAATCTGACAAATAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGCACAAGACC
CAGTAATAATACAAGAACAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGA
GACATAAGACAAGCACATTGTAACATTAGTAGAGGGAAATGGAATAAAACTTTACAAGAGGTAGGTAAAAAAT
TAGCAGAACTCTTCCCTAATAAAACAATAATATTTAATTCATCCTCAGGAGGGGACCCAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAGAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTTCAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTT
GGAGTAACAGATCTCAAGAAGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTA
CTCAGACACAATATACAGTTTGCTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGG
ATACTCACCTCTGTCGTTTGCTATTAGTCTGTTTGATAGCACAGCAATAGCAGTAGCTGAAGGAACAGATAGA
ATCATAGAATTAGTACAAAGAATTTGGAGAGCTATCTGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>KY713236 
GGGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGACGCTAGAGGACATGAAAAGGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGTTTATGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACATTAAATTGTACCAATGTTACTAGTACTAGTAATAGTACTGATAATAGTACTATTAGTATTAATGGTAC
CTACATGAATGACATGAAAAATTGCTCTTTCAATGTTACCACAGACTTAAGAGATAAAAAGCAGAAAGTGTTT
GCAACCTTTTATAAACTTGATATAGTACCACTTGATAGTAGCTCTAATGACTCTAGTGAGTATAGATTAATAA
GTTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCATGTAAGAATGTTAGT
ACAGTACAATGTACACATGGAATAAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
AAGACATAGTAATTAGGTCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTGCATCTTAATCAATCTGT
AGAAATTGTGTGTGCAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTAT
ACAACAGGAGAAATAATAGGAGACATAAGACAAGCCCATTGTAATGTTAGTAAATGGAATGAAACGTTGCTAA
AGGTAGCCAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAAGTCTTATGGTGACATTTGGAACGAAATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACAGACACAATATACAGATTGCTTGAAGAATCGCAAAACCAACAGGAGGAAAATGAG
CAAGAGTTATTAGCATTGGACAGCTGGAAAAGTCTATGGAGTTGGTTTGACCTAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAGTACGCAGAATCTGTAGAGGTATCCTTAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MN703367 
GGGACAGAAAAATCAGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCGAGAAGCAAAAACTA
CTTTATTCTGTGCATCAGATGCTAAAGCATATGAGCAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGT



ACCCACAGACCCTAGCCCACAAGAAATACTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAC
ATGGTAGATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCCTGTGTAAAGTTGACCC
CACTCTGTGTCACTTTAAATTGTAGTAAAGTTAATATTACCCATAATACAACTATCAGCATTAGCGGTACCAG
TAATATTACCAGTGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAAATAAAAGATAGACAGAAGAAAGTG
CATGCACTCTTTTATAAACTTGATATAGTGCCACTTGGAACTGAAAACAATACCTCTAGTACCTCTAGTTATA
GATTGATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACA
CTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAATACATTCAATGGGACAGGACCATGCCAG
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACACAACTACTGTTAAATGGCAGCC
TATCAGAAAAGGGTATAATGATTAGATCTGCAAATCTGACAGACAATGCCAAAACAATCATAGTACAGCTTAA
TGATTCTGTAGAAATTACGTGTACAAGACCTGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAA
GCATTCTATGCAACAGGAGACATAATAGGAAACATAAGAGAAGCACATTGTAACATTAGTGGAGGGAAATGGA
ATCAAACTTTAAAAGAGGTAAGTGAAAAATTAGAAAAATACTTTCCTAATAAAACAATAAACTTTACATCACC
AGTAAGAGGAGGGGATCTAGAAATTATGACACACAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTCTGGGGTTGCTCTGGAAAACTCA
TCTGCACTACTGCTGTACCTTGGAATATCAGTTGGAGTAACAAATCTCAATCAGAAATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATCAATAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAAC
CAGCAGGACAAGAATGAAAAAGACTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCATAT
CACATTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTGTAAGAATAATTTTTGC
TGTGCTTGCTATAGTAAGAAGGGTTAGGCAGGGATACTCACCTCTATCGTTTGCTATTAGTCTTTTTGATAGC
ACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGCACAAAGAGCTTGCAACGCTATCCGCA
ATATACCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCAATAA 
>MN703351 
GTGGGAGGAAACTTGTGGGTCACAGTCTACTATGGGGTTCCTGTGTGGAAAGAAGCAAAAACAACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGAACTGTACAAATGTTAATAAGACTAATGAGGCCCAGACTGGGAATACTACTACCTATAATGGGGA
GGAAATAAAAAATTGCTCTTACAATACAACCACAGAAGTAAGAGATAAGCAGAAGAAGGAGTATTCACTTTTT
TATAAGCTTGATATAGTACCACTTGATAGTAATGACAGTGACAGTTATAGATTAATAAATTGTAATACTTCAG
CCATAACTCAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGT
GATTCTAAAGTGTAATGATAAGATGTTCAATGGGACAGGACCATGCCAAAATGTCAGCACAGTGCAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTGAATGGTAGCCTGGCAGAAGAAGATATAGTAATTA
GATCTGAAAATCTGACAGACAATGTTAAAACAATAATAGTACATCTTAATCAAACTGTAAACATTACGTGTGA
AAGACCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAAACATA
ATAGGAGACATAAGACAAGCATACTGTAACATTACGGAAGGGCAATGGAATAACACTTTACAAAGAGTAGGTA
AAAAATTAAAAGAACTATTCCCTAATAAGACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTCAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATTCCTG
CGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACT
CCAGTTGGAGTAACAGATCTGAAAGAGAGATCTGGAATAACATGACCTGGATGCAGTGGGAGAAAGAAATTGA
TAATTACACAGGCCTAATATACAACTTGCTTGAAGTCTCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGGCTATTAGGCTGCTTGATAGCACAGCAATAGCAGTAGCTGAAGGAACA
GATAGAATTATAGAAGTAGTACTAGGAATCTGTAGAGCTATCCGCAACGTACCTAGAAGAATAAGACAGGGTT
TTGAAGCAGCTTTGCAATAA 
>MN703360 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GCGCATCAGATGCTAAAGGATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACACGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TAACTTTAAATTGTACGGATGTTTGCAATGGGAACCATATTAATGCTAGTAATGGGTCCTGCCAGAACATAAC
GAGGATAGAAAACAGGACGGAAATACAAAATTGCTCTTTCAATGCAACCACAGAACTAAAAGATAAGAAGCAG
GCAGTGTATGCACTTTTTTATAGACTTGATATAGTACCAATTCAAGAAGGGAAGTCTAACTCTGGTGAGTATA
GATTAATAAACTGTAATGCCTCAGCCATAAAACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACA
CTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGATAGGACCATGCACC
AGTGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCC
TAGCAGAAGGAGATATAATAATTAGATCTAAAAATCTGTCGGACAATACCAAAACAATAATAGTACATCTTAA
TGAATCAGTAGAAATTGTGTGTATAAGACCCAACAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGAGACATAATAGGAAACATAAGAGAGGCATATTGTGAAATTAACAGAAGGAACTGGA
CTGAAACTATACAAAGGGTAAGTAAAAAATTAGCAAAACACTTCCCTAACGCAACAGCAATAAAATTTAAACC



ATCCTCAGGAGGGGACCTAGAAGTTACTACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGGGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTACTAGGGATTTGGGGCTGCTCTGGAAAGCACA
TCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGATCTTATAGTGATATTTGGGATAACATGAC
TTGGATGCAGTGGGATAGAGAAATCAGTAATTACACAGACATAATATACACGTTGCTTGGGGACTCGCAAAAC
CAGCAGGAAAAAAATGAAAAAGAGTTATTAGCATTGGACAGTTGGAACAATCTATGGAAGTGGTTTGATATAT
CACACTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGC
TGTGGTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTATTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCTATAAGTA
ACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MN703391 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGCGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACACGAGATGGTTTTGGACAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAAATGCATGAGGATGTAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGCTTGCAATAGGACCCATAGTGATAAAAATGAGACCTGCCCTGAGAACACAGC
GACGATAATAGGGAACAGGTCGGAAATACAAAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAAGAAG
AAGACAGTGTATGCACTTTTTTATAGACTTGATATGGTACCACTGAAAGATGAGGAGTCTAACTTTAGTGAGT
ATAGATTAATAAATTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAGATCTCTTTTGATCCAATTCCTAT
ACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGC
AACAGTGTTAGTACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTA
GCCTAGCAGAAGGAGATATAATAATTAGATCTAAAAATCTGTCGGACAATGCCAAAACAATAATAGTACATCT
TAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAACACAAGAACAAGTATAAGGATAGGACCAGGA
CAAGCATTCTATGCAACAGGAGAAATAATAGGACCAATAAGACGAGCATATTGTAACATTAGCAAAGGGAACT
GGACTAAAACTTTACAAAGGGTAAGTAAAAAATTAGCAGAACGCTTCCCTGGTAAAACAAACATAACATTTGC
ACCATCCTCAGGGGGGGACCCAGAAATTACCACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGATCTCACGATGATATTTGGGGTAACAT
GACTTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGACATAATATACACGTTGCTTGTAGAATCGCAA
AACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGATA
TATCAAGTTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTGTTAGTCTGTTTGAT
ACTGTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAACTTAGTACAAAGAATTTGTAGAGCTATAA
GCAACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF067154 
GTGGTAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGTGAGTATAATGGTACCAGTAAGGCTAATGCTACCAATAATGTTAATGCTACCAGTAA
TGGTAATGCTACTAGTAATGGGGAAGAAATACAACAGTGTTTTTTCAATGTAACCACAGAAATGAGAGATAAG
AAGCAGAGGGTGCATGCACTTTTTTATAGACTTGATCTAGTACCACTTGATAATGAGAATAAGAGCAGCTTTA
GCAACTCTAGTAAGACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAC
TTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGAGAAGACATTC
AATGGGACAGGACTATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAA
AACAATAATAGTACATCTTAATCAATCTGTAGAAATTGAGTGTGTAAGACCCAACAATAATACAAGAGAAAGT
ATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTA
ACATTAGTGCTGACAGATGGAATGAAACTTTACAATGGGTAGGTGAAAAGTTAGCAGAACACTTCCCTAATAA
AACAATAAAATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAA
TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAATAGA
AATTTGGGAGAACATGACCTGGATGCAGTGGGACAGAGAAATTAATAATTACACACAAACAATATATAGGTTG
CTTGAGGACTCGCAAAACCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGGAAAGTCTGT
GGAATTGGTTTAGCATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCT
ATTAGTCTGCTTGATTTCACAGCAATAGCAGTGGCTGAAGGAACAGATAGAATTATAGAATTAGTACTAAGAA
TTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAATAA 
>JQ715368 
GGGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCGTATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA



CCCTGACCCACAAGAAATGGTTTTGGAAAATGTAACAGAGAATTTTAATATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAGTACCTGCAATGAGACCTACAATGAGAGTGTGAAGGAAATAAAAAATTG
CTCTTTCAATGCAACCACAGAAATAAGAGATAGGAAGCAGACAGTGTATGCACTTTTTTATAGACTTGATATA
GTACCACTTGATAAGAAGAACTCTAGTAGGAACTCTAGTGATTATTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGC
GATTCTAAAGTGTAACGATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAAATAATAATTA
GATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGACATTGTGTGTAC
AAGACCCAACAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGATAAATGGAATGAAACTTTACAAAGGGTAAGTA
AAAATTTAGCAGAACACTTCCCTAATAAAACAATAAAGTTTGCATCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAGATCTGAAAAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAGATTAG
TAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAGGATCTA
TTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTCGATATAACAAATTGGCTGTGGTATATAAAGATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTACTACTAGTCTGCTTGATACCTTAACAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAGGACAAAGCATTTGTAGAGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCT
TGGAAGCAGCTTTGCAATAA 
>AF286223 
GTAGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCTTATGAGAAGGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGGATTTAGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAAGGTTACCAATAATGCTACTTACAATAATACTGATGATATAAAAAATTGCTCTTT
TAATGCAACCACAGAAATAAGAGACAAGAAACGCAAAGAGTATGCACTGTTTTATAGACTCGATATAGTACCA
CTAAATGAGAATAAGAACAGCTCTAGTAACTATAGTGAGTACATATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCT
AAAGTGTAAAGATGAGACATTCAATGGGACAGGACCATGCAAGGAGGTCAGTACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCACAGCAGAAAAAGAGATAATAACTAGATCTG
AAAATATAACAGACAATGCAAAAACTATAATAGTACATCTTAATGAATCCATAAAAATTGTATGTACAAGACC
CAACAATAACACAAGAAAAAGTATAAGGATAGGGCCAGGACAAGCATTCTATGCAACAAACGGCATAATAGGA
GACATAAGACAAGCACATTGTAACATTAGTGAATCTAACTGGACTAAAACTTTACAAGAGGTAGGAAAAAAAT
TAGCAAAGCACTTCCCTAATAAAACAATAAGTTTCAACCAATCCTCAGGAGGGGACCTAGAAATTGTAACACA
TAGCTTTAATTGTGGAGGAGAATTCAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAGAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAGTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGCT
GGAGTAATAAATCAAAAGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAGATTAGTAATTA
CACAAACACAATATACCGGTTGCTTGAAGAATCGCAAATCCAGCAGGAACAAAATGGAAAAGATTTATTAGCA
TTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TTATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAACAATAGCTGAGGGAACAGATAGG
ATTATAGAATTTACACAAAGAATTTGCAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGTTTTGAAG
CAGCTTTGCTATAA 
>AF067155 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACTACACTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAACAGTACTGGTAATGGTACCCACAGTAAGACCTACAATGAGAGCATGAA
GGAAATAAAAAATTGCTCTTTCAATGCAACCACAGTAATAAAAGATAAGAAGCAGACAGTGTATGCACTTTTT
TATAAACTTGATATAGTACCACTTGATAATGAGGAGCAGGAAAACGATAGCAACTCTAGTGGGTATTATAGAT
TAATAAATTGTAATACTTCAGCCCTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGGAGGGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCA
ACCTGTAGAAATTATGTGTACAAGACCCGACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGATAAGTGGAATG
AAACTTTACAAAATGTAAGTAAAAAGTTAGCAGAACACTTCCCTAATAAAACAATAATATTTAATTCATCATC



AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTACCTTGGAACTCTAGTTGGAGTAACAGAACTCAAAAAGAGATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGAGTCGCAGAACCAGCAG
GAAGAAAATGAAAAGGATTTATTAGCTTTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGT
GGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGAT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATAGAATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAATTAGTACAAAGAATTTGTAGAGCTATCCGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF286231 
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTGCAT
CAAATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATGGTTTTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAATCAGATG
CATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAGAATGTAGAAAGGTTAATGCTACCCATAATGCTACCAATAATGGGGATGCTACCCATAATGTTACCAATAA
TGGGCAAGAAATACAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAGGAAGCAGAGAGTGTATGCA
CTTTTTTATAGACTTGATATAGTACCACTTGATAAGAACAACTCTAGTAAGAACAACTCTAGTGAGTATTATA
GATTAATAAATTGTAATACCTCAGCCATAACACAAGCATGTCCAAAGGTCAGTTTTGATCCAATTCCTATACA
CTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCAAT
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTATTGTTAAACGGTAGCC
TAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTGA
TCAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAA
ACATTCTATGCAACAGGAGGCATAATAGGGAACATACGACAAGCACATTGTAACATTAGTGAAGACAAATGGA
ATGAAACTTTACAAAGGGTGGGTAAAAAATTAGTAGAACACTTCCCTAATAAGACAATAAAATTTGCACCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGA
GTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTAATGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAACAGATATTTGGGAAAACATGACCTG
GATGCAGTGGGATAAAGAAGTTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAACCCAG
CAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAATTGGAAAAATCTGTGGAATTGGTTTAGTATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTGTA
GCAATAGCAGTAGCTGAAGGCACAGATAGGATTATAGAATTCCTCCAAAGAATTTGTAGAGCTATCCGCAACA
TACCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>AF286232 
GGGGGAAAAGATCCAGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTAGTC
TATTCTGTGCATCAGATGCTAAGGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATG
GTGGATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAAATGTAGCAATAATGTTACTATAAATAGTACCCGCATTAAAAACAGTGAGGAAATAAA
AAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAGACGGAAGAAAGAGTATGCACTTTTTTATAGACTT
GATATAACACCACTTGATAATAAGAAGAACTCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCTGC
TGGTTATGCGCTTCTAAAATGCAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTA
CTATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAGA
TAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGCTTAATCAATCTGTAGAAAT
TGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGACATAAGAGAAGCACATTGTAACATTAGTGCAGACAAATGGAAGGAAACTTTACAAA
GGGTCAGTAAAAAATTAAGAGAACACTTCCCTGGTAAAACAATAAACTTTACATCATCCTCAGGAGGGGACTT
AGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATCGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAACAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTATACAAAAACAATATATGAATTGCTTGAAGAATCGCAATACCAGCAGGAAAGAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGGATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTCTCTTTAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGACAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCTATCCGTAACATACCTAGGAGAATAA
GACAGGGCGCTGAAAGAGCTTTGCAATAA 
>KP109486 
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCTGTGCTT
CAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA



CCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAACAGATG
CATGAGGATGTCATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAGAATGTAGACAGGTTAATACTACCAATGCTACCAGTAGTGTTAATGTTACCAATGGGGAAGAAATAAAAAA
TTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAGCAGAAAGTATATGCGCTTTTTTATAGACTTGAT
ATAGTACCACTTGAAGAGGAGAGGAAGGGAAACTCTAGCAAGTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACAT
GGAATTAAGTCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAACAATTAGAT
CTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAG
ACCCAACAATAATACGAGGAAAAGTATAAGGATAGGACCTGGACAAACATTCTATGCAACAGGGGACATAATA
GGAAACATAAGACAAACATATTGTAACATTAAAAAGGATGACTGGAATAGAACTTTACAAAGGGTAGGTAAAA
AATTAGCAGAACACTTCCCTAGGAGAATAATAAATTTTACATCACCCGCAGGAGGGGACCTAGAAATCACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCA
GTTGGAGTAACAAATCTCACGACGAGATTTGGGGTAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGGAAAATCTATGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTGTAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTATTTGATACCATAGCAATCGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTAGCACAAGGAATTGGTAGAGCTATCATCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>KP109487 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTGAAT
CAGATGCATGAGGATGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAGAATGTAGCAATGTTACCTACAATGAGAGCATGAAGGAAGTAAAAAATTGCTCTTTCAATCTAAC
CACAGAACTAAGAGATAAAAAGCAGAAAGTGCATGCACTCTTTTATAGACTTGATATAGTACCACTTAATGAT
ACTGAGAAGAAGAATTCTAGTAGGCCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTC
CAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCGGCTGGTTATGCGATTCTAAAGTGTAATGA
TAAGAAATTCAATGGGACAGGACCATGCCATAAGGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTA
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATTTGACAA
ACAATGCCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTGTGTGCAAGACCCAGCAATAATAC
AAGAACAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATAACAGGAGACATAAGACAA
GCACATTGTAACATTAGTAAAGATAAATGGAATGAAACTTTACAAAGGGTAGGTGAAAAATTAGCAGAACACT
TCCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTACAGTTGGAGTAACAGAT
CTCAAGACGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACACAAT
ATACAAGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
GAAAATCTATGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATACAATTA
GGACAAGGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAAT
AA 
>KP109488 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTTAATAAAAATGTTAGCAGTAGTGATACTGATAATTACAAAGAGACCATGAA
GGAAAGGAAAAATTGCACTTTCAATATGACTACAGAACTAAGAGATAAGAATCAGAAAAAGTATGCACTTTTT
TATAAACTTGATATAGTACCACTTGATGACAATGATAATGCTAGTTATAGATTAATAAATTGTAATACCTCAA
CTCTAACACAAGCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAAAAATAAGACATTCAATGGGATAGGACCATGCAATAAGGTTAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAGTAATTA
GATCTGAAAATATAACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTAT
AAGACCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
GTAGGAGACATAAGACAAGCATACTGTAACATTAGTGAAGGTAAATGGAATAAAACTTTACAAAGGGTAAGTG
AAAAATTAGCAGAACACTTCCCTAATAGCACAATAAATTTTAACTCATCCTCAGGAGGGGACCTAGAAATTAC



AACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAAAAATCAAACAGAAATTTGGGACAAAATGACCTGGATGCAATGGGATAGAGAAATTAG
TAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTA
TTAGAATTGGACAAGTGGCAAAATCTATGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAGAGAACA
GATAGGATTATAGGATTAATACAAGGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KP109489 
GTGGTAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGAAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTGAAAATGTTGATGGTAATGATACCTACAATGGGACCAATGAAATGAAAAATTGCTCTTT
CAATACAACCACAGAGCTAAGAGATAAGAAGCAGAAAGTGTCTGCACTCTTTTATAGACTTGATATAGTACCA
CTTAATAGGAGCTCTAGTAGTAACTCTAGTGATTATTATAGATTAATAAGTTGTAATACCTCAGCCATAACAC
AAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTAAAA
ATCTGTCAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGAAAC
ATAAGAGAAGCACATTGTAACATTAGTAGAGATAAGTGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAG
AAGAACAGTTCCCTAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCGGGGAAACTCATCTGCACCACTGCTGTACCTTGGAACACCAGTTGGA
GTAACAGATCTCAAGCAGATATTTGGGGAAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AAACACAATATTTAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAGCAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGGTT
ATAGAATTAATACAAAGGACTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>AJ276221 
GGGGGAAGAGACTGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCTCTTTGAATTGTAGCAATGTTAGCAGTAATGGTACTAGTACCTACAATAGTACCTACAATGAGACCTACAG
GAGGAAATTAAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAGCAGACAGTGTATGCACTC
TTTTATAAACTTGATATAGTACCATCTAGTGACAACTCTAGTAAGGATTATAGATTAATAAATTGCAATACCT
CAGTCATAACACAAGCCTGTTGTACTCCGGCTGGTTATGCGATTCTAAAGTGTAATGATGAGAAATTCGATGG
GACAGGACCATGCCATAATGTTAGCACAGCACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTA
CTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGATAGACAATGTCAAAACAA
TAATAGTACATCTTAATCAATCTGTAGAAATTGTGTGTACAAGACCCGGCAATAATACAAGACAAGGTATAAG
GATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGATTCATAAGAAAAGCACATTGTAACATT
AGCAGAGCTAAATGGAATGAAACTTTACAAAGGGTAGGTGAAAAATTAGTAGAACACTTCCCTAATAAACCAA
TAAAATTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTTAA
GCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGC
TCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTACGCTAACAGATCATCTCTAGAAGATA
TTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGGTTGCT
TGAAGAATCGCAAAACCAGCAGGAAAACAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGG
AGTTGGTTCGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTT
TAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGTGTTAGGCAGGGATACTCACCTTTGTCGCTGGCTAT
TAGTCTGGTTGATTTCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGTACAAAGAATT
TGTAGAGCTATCTGCAATATACCTTCAAGAATAAGACAGGGCTTGGAAGCAGCTTT 
>EU521728 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTACATAATATCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATGGTTTTGGCAAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTGGAT



CAAATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGCGATTATGCTACCAGTAATACTTCCAGTGATGAGAAAGAAATAATGAAAAATTGCTC
TTTCAAGGCAACCACAGAACTAAAAGATAAGAAAAAGAATGTGTATGCACTTTTTTATAAACTTGATATAGTA
TCACTTGGTAATCAGAATAAGAGCAACTCTAGGGAACAGTATAGATTCATAAATTGTAATACCTCAGCCCTAG
CACAAGCCTGTCCAAAGGTCAAGTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGCACTAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTGTCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGACATAATAATTAGATCTA
AAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTATGTGTGCAAGACC
CAGCAATAATACAAGAAAAAGTATAAGGATAGGTCCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGA
GACATAAGACAAGCACATTGTAACATTAGTAGGGGAAACTGGACTAAAACTTTACTAAGGGTAAGTAAAAAAT
TAGCAGAACACTTCCCTAATAGAACAATAAACTTTACTTCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAA
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTACCTTGGAACTCGAGCT
GGAGTAACAGATCTAAGGATTATATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATTA
CACAGATGAAATATACAGGTTGCTTGAAGTCTCGCAAAACCGGCAGGAAAAAAATGAAAAAGAATTATTAGAA
TTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAAGTAATACAAACAATTGGTAGAGGTATCTACCACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>EF694033 
GGGGAAGGGAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTCACAGAAGATTTTAATATGTGGAGAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAACACTGTTAATGGTACCAATACTACCAGTAATAGGGAAGAAATAGAAAACGAAATAAA
AAATTGCTCTTTCAATACAACCACAGAAATGAGAGATAGGAAGCAGTCAGTGTATGCACTTTTTTATAGACTT
GATCTAGTACCACTTAATAATAACAAGGATAAGAGTTATAGATTAATAAATTGTAATACCTCAGCCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATGATAAGACATTCAATGGGACAGGACTATGCTCTAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATTAGATCTGAAA
ATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTGGAAATTGTGTGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGAC
ATAAGACAAGCATATTGCACCATTAATAGAAAGAAATGGAATGAAACTTTACAAATGGTAGGTGCAAAACTAG
CAGAACACTTCCCTAATAGAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACACAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAAACAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAA
CAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACGCCAGTTGGA
GTAACAGATCTCAAACAGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AAACACAATATACAATTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTG
GATAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAAGTTTTGCTATGCTCTCTATAGTGAATGGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGATAGGATT
ATAATATTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTCGAAGCAG
CTTTGCAATAA 
>AF457054 
GTGGAAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTCCTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGCAATGTTACCAGTAATGCTACCAGCAATAGCACTAATGGGACAGGCAATGATACCTA
CGAGAATGACATGACGAGAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGCAGCAG
AAAGTATATTCACTTTTTTATAAACTTGATATAGTATCACTTGAGAATGGTAATAATAGTAGTACGTATAGAT
TAATAAACTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGATCTCTTTTGAACCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGAAGCCTAG
CAGAAGAAGAGATAATGATTAGATCTGAAAATATAACAAACAATGTCAAAACAATAATAGTACACCTTAATAA
ATCTATAGAAATTGTGTGTATAAGACCCGGCAATAATACAAGAAAAAGTGTAAGAATAGGACCAGGACAAACA
TTTTATGCAACAGGTGACATAATAGGAGACATAAGAAAAGCATATTGTAACATTAGTAAAGAGAAATGGAATA
ATACTTTACAACAGGTAAGGAAAAAATTAGAAGAACACTTCCCTAACAACACAATAGAATTTAAGCCACACCC
AGGAGGGGATCCAGAAGTTGCAACACATAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC



CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCA
CCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATCTGGAATAACCTGACCTGGAT
GCAGTGGGATAAAGAAATTAATAATTACACAGACACAATATACAGGTTACTTGAAGAATCGCAGAGCCAGCAG
GAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTATGGAATTGGTTTGACATAACAAGGT
GGCTGTGGTATATAAAATTATTCATAATAATAGTAGTAAGCTTGATAGGTTTAAGAATAATTTTTGTTGTGTT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCTTAACATAC
CTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTATAA 
>FJ396028 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAGCCCTACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGAAACAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGAAGTTGGTAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAG
CAGATGCATCAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTACAAATGTTACTTTTAACAAAACTGCCACTTCTAACAAGACTGCTACTGATAATAATTA
TAATTTTACCATGGAAGAAGAAATGAAAAACTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGACACAG
AAAGCATATGCACTTTTTTATAGACTTGATATAGTATCACTTGATGGGGAGAGTGAGAACAATAGTATTAGTA
ATTATAGCAATTATAGATTAATAAATTGTAATACCTCAGCCATAAAACAAGCCTGTCCAAAGGTCTCTTGGGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAGTAATAAGACATACAATGGG
ACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTAT
TGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAATAGTTAGCTCTCAAAATTGGACAAACAATGCCAAAACAAT
AATAGTACATCTTAATGAATCTGTAGAAATTAATTGCACAAGACCTGGCAATAATACAAGGACAAGTGTAAGG
ATAGGACCAGGACAAACATTCTTTGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATATTA
GTAAAGCAAAATGGAAAACAACTTTACAAAAAGTAGAGGACAAATTAAAGCAGTACTTCCCTAATAAAAGCAT
AACCTGGGCACCACATTCAGGAGGGGACCTAGAAATCACAACACATAGTTTTAATTGTAGAGGAGAATTTAAG
CAGCTCAAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAATAGTTGGAGTAATAAATCTTACGAAGATATTTG
GGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAATTATACAAACACAATATACAACTTGCTTGAA
GAATCACAAAACCAGCAGGAAAAAAATGAAGAAGATTTACTAGCATTGGACAAATGGAACAGTCTGTGGACTT
GGTTTGGCATTACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTCAT
CTGCTTGATACCATAGCAATAACAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGA
GAGCTCTTTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KT022366 
ACAGGGGAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCCAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCGCAAGAATTGTTGGTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTGAAGCTGACCCCACTCTGTG
TCACTTTAACCTGTAGCAATGTTGTCACTAATAGCAGTAAGGCTGCCAGTAATGTTACCAATGCCAATAATGC
TACCAGAAATGCTACCAATAATGCTAGCATAGACAATGGGGAAGAAATAAGAAATTGCTCTTTCAATATCACC
ACAGAAATAAGAGATAAGAGTAAGAGGGAATATGCACTTTTTTATAGACTTGATATAGTGCCACTTGGTAATA
ACAATAAGTCTGAGTATAGATTAATAAATTGTAATACCTCAGCTGTAAAGCAAGCCTGTCCAAAGGTCTCTTT
TGAACCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTGTAATAATAAAACATTCACA
GGAAAAGGACCATGCAATAATGTCAGCACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACACAAC
TATTGTTAAATGGTAGTCTAGCAGAAAAGGAAATAATAATTAGCTCTGAAAATCTGACAAACAATGCCAAAAC
AATAATAGTACGTTTAAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTG
AGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGAGAAGCACATTGTAACA
TTACTAGAAGTAGATGGAATGAAACTTTAGAAAGGGTAAAAAGGAAATTAGGAGAACACTTCCATAATAAGAC
AATAGACTTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAAAGGCTCCTAGGGATTTGGGGCT
GCGCTGGAAAACACATCTGCACCACTACTGTACCTTGGAACGATAGTTGGAGTAATAAATCTCTAGAGTACAT
TTGGGACAACATGACTTGGATACAGTGGGAAAGGGAAATTAGCAATTACACAGACACAATATACCAGTTGCTT
CAGGACTCGCAAAGCCAGCAGGAAAAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTATGGA
ATTGGTTTAACATAACACAGTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGCAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATT
AGCCTGCTTGATACCATAGCAATAAGAGTAGCTGAAGGAACAGATAGAATTATAGAAGTATTACAAAGAATTG
GTAGAGTTATATATAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KT022371 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAACATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTTTTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATGACATGGTGGAA



CAGATGCATCAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACCTTAAAATGTAAAAATGTTACTAGTAATAGTACTAATAAGGAAGAAATGAAAAATTGTACTTTCAATGC
AACTGCAATAAAAGGTAGGAAACAGTTAGCATATGCTCTTTTTTATAGCCTTGATATAATATCACTTAATGAA
AATGATAGTTATATATTAAGAAGTTGTAATGCAACAACCATAACACAAGCCTGTCCAAAGATCAAATTTGACC
CAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGTGTAATAATGAGACATTCAATGGAAC
AGGGCCATGCAATAACGTTAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTGTTG
TTAAATGGTAGTCTAGCAAAAGAAGACATAATAATCAGATCTGCAAATCTGACTGACAATACCAAAAATATAA
TAGTACATCTTAATGAATCTGTAGAAATCAATTGTACAAGACCCAACAATAATACAAGAAGAGGTATAGGAAT
AGGACCAGGACAAATGTTCTTTGCAACAGACATAATAGGAGATATAAGAGAAGCACATTGTAACATTAGTGGG
AAAGAATGGAATAAAACTTTAGAAAGGGTAAAGGGGAAATTAGGAGGGCACTTCCATAATAAGACAATACAAT
TTCAACAATCCTCAGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCT
CCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTTCTAGGGATTTGGGGCTGCTCTGGA
AAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCGAGCACAAATTTGGGAAA
ACATGACCTGGATGCAGTGGGATAGGGAAATCAGTAATTATACAGACATAATATACGATTTGCTTGAAGTCTC
GCAAAACCAGCAGGAAAAAAATGAACAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTT
GACATATCACATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAA
TTTTTGCTGTGCTCTCTATAGTAAATAGAATTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGTCTGCT
TGATACCACAGCAATAACAATAGCTGAAGGAACAGATAGGATTTTAGAATTTCTACAGATACTTTGGAGAGCT
ATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KU921723 
GTGAGGGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTTTGGAGAGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCTCAGGCATATGAACAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTAGAG
CAAATGCACGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTGTTAGGGCTACCAATGTTACCAAGCTTAATGATACCAACTATGGGGAAATAAAAAATTG
CTCTTTCAATGTCACCACAGAACTAAGAGATAAGAAAAAGAAGGAATATGCACTTTTTTATAGAATTGATGTA
GAGCCACTTTCGGAGGGTTCTAATGAATATAGATTGATAAATTGTAATACCTCAGCCATAACACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAATGTAACAA
TAAGACCTTCAATGGAACAGGACCTTGCACTAATGTTAGCACAGTACAATGTACACATGGGATTAAACCAGTA
GTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATCTGACAG
ACAATGTCAAAACAATTATAGTACATCTCAATCAGTCTGTACCAATTACGTGTATAAGACCTGGCAATAATAC
AAGAAGGAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGACATAAGACAA
GCACATTGTAACATTACAGAAGGGGAATGGAATACCACGTTACAAAAAGTAACAGAAAAATTACGAGAACATT
TCCCTAATAAAACTATAATATTTGCTAACGCAAGCAGAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTAGCTCTAGAAAGATACCTAAGGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAGTAGTTGGAGTAATA
AATCTCAAGATGAGATTTGGCAGAACATGACCTGGATGCAATGGGAGAGAGAAATTGATAATTACACAGACAT
AATATACAACTTGCTTGAAATCTCACAAAACCAGCAGGAGCAAAATGAAAAGGATTTATTAGCATTGGACAGT
TGGAACAATCTGTGGAATTGGTTTAACATATCACAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCATTTGCTATTAGATTGCTTGATATCACAGCATTAGCAGTAGCTGAAGGAACAGATAGACTTATAGAA
GTGCTACAAAGAATTTTTAGAGCTATTTTACACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
AATAA 
>KU921743 
GTGTTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAATATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATATTGCTGTTAATGGTACCACTAATGGCACCAGTGATAAGATGGCTGGAGAAAT
GAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAAGAAAATAAAGGAGTATGCACTTTTTTATAGA
CTTGATGTAGAACAATTTGATAATAGTAGTGATATGTATAGATTAATAAACTGCAATACCTCAACCATAACAC
AAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTATTAAATGGGAGCCTAGCAGAGGAAGACATAATAATTAGATCTGAAA
ACCTGACAAACAATGTCAAAACAATAATAGTACACCTTAATGAATCTATAACAATTACGTGTATAAGACCAGG
AAATAATACAAGGAAAAGTGTACCAATGGGACCAGGACAAGTAATCTATGCAACAGGCAGTATAATAGGAGAA
ATAAGACAAGCACATTGTAACATTAGTGAAAAGGGCTGGAACAAGACTTTACAACAGGTAGGGAAAAAATTAA
AAGAACACTTCCCTAATAGAACAATAAAATTTGAGCCACACTCAGGAGGGGATCTTGAAATTACCACACATAG
CTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAACGCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGA



GTAATAGATCTCAAACAGATATTTGGGGTAACCTGACATGGATGGAGTGGGATAGAGAAATTACTAATTACAC
AAACACCATATACGAGTTGCTTGAAAAATCGCAAAACCAGCAGGAAGAGAATGAAAAAGAGTTATTAGCATTG
GACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAATATTTATAATAA
TAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCTGTACTCTCTTTAGTGAATAAAGTTAGGCAGGGATA
CTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACAATAGCAATAGCAGTAGCAGAGGGAACAGATAGGATT
TTAGAGTTAATACAAAGACTTTGTAGAGCTATTCTCAACATCCCTACAAGAATAAGACAGGGCTTGGAAGCAG
CTTTGCTATAA 
>KU921790 
GTGGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTG
TGCATCAGATGCTAAATCCTATGAGAGAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCTACAGAC
CCCAACCCCCAAGAATTAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAGC
AGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGC
CACTTTAAACTGTACAAAAGTAAACAGCTCCATTGAGAGTAGAAATAAGGAGGAAATGAAGAATTGCTCTTTC
AATGTAACCACAGAAATAAGAGATAAGAAAAAAAAGAGTATGCACTTTTTTATAAACTTGATATAGTGCCACT
TAATGGTAGTATTGCCAATGCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAAGCCTGT
CCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTTTGCGATTCTAAAGTGTAATA
ACAAGGCATTCAATGGAACAGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGT
GGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTGACA
AACAATGCCAAAATAATAATAGTACAGCTTAACACACCTGTAGAAATTGTGTGTATAAGGCCCAACAATAATA
CAAGGAAAAGTGTGAGGATAGGGCCAGGACAAACATTCTTTGCAACAGACATAATAGGAGACATAAGAGAAGC
ACACTGTAACATTAGAGAACAGGAATGGAATAAAACTTTACAAGAGGTAGGTAAAAAATTAAAAGAACACTTC
CCTAACAAGACAATAAAATTTAACTCATCCTCAGGAGGGGATCTGGAAATTACAACACATAGCTTTAATTGTA
GAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGG
GATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACATTAGTTGGAGTAATAAATCG
TACAAGGAAATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGACACAATAT
ACAGGTTGCTTGAAGACTCGCAAACCCAGCAGGAACAAAATGAAAAGGATTTACTGGCATTGGACAGTTGGAA
AAATCTGTGGTCTTGGTTTGAAATAACAAATTGGCTGTGGTATATAAGGTTATTCATAATGATAGTAGGAGGC
TTGATAGGGTTAAGAATAATTTTTGCTGTGCTTGCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGT
CGTTTGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAAAGAACAGATAGAATTGTAGAACTAGC
ACGAAGAATTGTTAGAGCTATCTTCAGCATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAATAA 
>KU921807 
GGGAACTTGTGGGTCACAGTTTATTACGGGGTACCTGTGTGGAGAGAAGCAACAACTACTCTATTTTGTGCAT
CAGATGCTAAAGCATATGTGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCTACAGACCCCGA
CCCCCAAGAATTAGAGTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCCCTCTGTGTCACTT
TAAACTGTACAGATGCCAAAAATGATACTATAGAGAGAATAAAAAATGCTACAGATAGCAGAAAAAATAATAC
TATCTCCTACAATGAGACCATATATAAGGATATGAAAAATTGCTCTTTTAATGTAACCACAGACTTAAGAGAT
AAGACAAAGAATGAACGTGCACTTTTTTATAGACTTGATGTAGTACCACTTAATAATACTGCTAATACTAGTG
AGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGATCAGGACCA
TGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGTCTAGCAGAAGAAGAAATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACA
TCTTAAAACACCTGTAGAAATTGTGTGTATAAGGCCCGGCAATAATAGAAGGACAAGTATGAGGATAGGGCCA
GGACAAACATTCTTTGCAACAGGAGATATAATAGGAGACATAAGAAAAGCATACTGTGAAATTAGTGAACAGA
AATGGAATGAAACCTTACAAGAGGTAGGTAAAGAATTAGGAAAACACTTCCCTAACAAGACAATAAATTTTAA
ATCATCCTCAGGAGGGGATCTGGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTTGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCCCCACGGCTGTGCCTTGGAACATGAGTTGGAGTAATAAATCTCTAGAAGACATTTGGGATAACAT
GACTTGGATACAGTGGGATAGGGAAATTAGTAATTACACAAGCACAATATACAGGCTGCTTGAGGTCTCGCAA
ACCCAGCAGGAGCAAAATGAAAAGGATTTACTGGCATTGGACAGTTGGAAAAATCTGTGGTCTTGGTTTGACA
TATCAAAGTGGCTGTGGTATATAAAGTTATTCATAATGGTAGTAGGAGGCTTGATAGGGTTAAGAATAATTTT
TGCTGTGCTTGCTTTAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGAT
ACCACAGCAATAGTAGTAGCTGAAGGAACAGATAGAATTATAGAAATAGCACAAAGAATTGGTAGAGCTATCT
ACAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAATAA 
>FJ866132 
ATGGAGAACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAGAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGATATGGTGGATCAG
ATGCATGAGGATATAGTCAGTTTGTGGGATCAGAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTGTCA
CTTTAAATTGTAGTCATAATGTTACCCGTGGGGATAATGCTACTTACAATAACAGAATGAAGGACGAAATGAA



AAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAGGAAAGAAAGTGCACTTTTTTATAAACTT
GATATAGTACCACTTGATAATGGTAGCAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTT
AAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGACATAATAATTAGATCTG
AAAATCTGACAAACAATGTCAAAACAATAATAGCACATCTTAATGAATCTGTAGAGATTGTGTGTATGAGACC
CGGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGA
GATACAAGACAAGCACATTGTAACATTAGTGGAAGTAAGTGGAATAAAACTTTACAAATGGTAGGTAAAAAAT
TAAGAGAATACTTCCAGAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGAAATGGAACTCTAGTT
GGAGTAATAAATCTCAAGAGGATATTTGGAATAACATGACCTGGATGGAGTGGGATAGGGAAATTCATAATTA
CACAGACACAATATACAAGTTGCTTGAAATCTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTACTAGCA
TTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAACTGGTTGTGGTATATAAAAATATTCATAA
TAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTACTAATCTGCTTGATACTGTAGCAATAGCAACTGCTGAAGGAACAGATAGG
ATTATAGAAGTAGTACAAAGAATTGTTAGAGCTATCCTTAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>JN983803 
GTGCTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTGATGTTAATGTTACTAGTAATAGTAATACTACCTTCAATAATACCATGAATGGAGA
AATGAAAAATTGTTCTTTCAATATAACCACAGAAATAAGGGATAAGAAAAAGAATGAATATGCACTTTTTTAT
AGACTTGATATAGTACCACTTAATGGAGAGAGCAATACTAGTGAGTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTACGCCAGCTGGATATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATCTGACAAACAATGCCAAAGTAATAATAGTACATCTTAATGAATCTGTGGAAATTGAGTGTAT
AAGACCAGGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGGAGAGTGGAATAAAGCTTTAAAAAGGGTAAGTG
AAAAATTAAAAGAACACTTCCCTAATAAAACAATAAGATTTAATTCATCCTCAGGAGGGGATCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGTACCACTACTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCCCAAACAGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTA
CTAGCCTTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAACATGGCTGTCATATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAGTAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAATACAAAGAATTTGGGGAGCTATTCGCCAAATACCTACAAGAATAAGACGGGGCT
TTGAAGCAGCTTTGCAATAA 
>JN983804 
GTAATGGGGAAATTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCCAAAGCATATGAGAGAGAAGGGCATAATGTCTGGGCTACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAAATGATTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGCGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTCTAAACTGTAGTAATGTTAAGAATGAGACCATGAATGAAATGAAAAATTGCTCTTTCAATGCAACCAC
AGAATTAAGAGATAAGAAAAAGGGTGAATATGCACTTTTCTATAGAATTGATATAGTGCCACTTGATGGGGGG
GAGAACAATAGTAGTAGTTATAGATTGATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCT
CTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGTGTAATAATAAGACATT
CAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACT
CAATTACTGTTGAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCA
AAACAATAATAGTACATCTTAATGAATCTGTAGCAATTAATTGTACAAGACCGAACAATAATACAAGAAAAAG
TATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACAGTGT
GACATTAATGAAAGGGAATGGAATAAAACTTTACAAAGAGTAAGTAAAAAATTACAAGAACACTTCCCAAATA
AAACAATACAATTTGCACCACCCGCAGGAGGGGACCTAGAAATTATGACACATAGCTTTAATTGTAGAGGAGA
ATTTAAGCAGCTCCAGACAAGAGTTTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGTAATAATAAATCTATAA
AGGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAACTACACAGACACAATATACAG



GTTGCTTGAAGTCTCGCAAACCCAGCAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAATTGGAAAAAT
CTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTACGTAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
TGCTACCAGACTGCTTGATATCACAGCAATAGCAGTAGCTGAAGTAACAGATAGAATTATAGAGTTAATACAA
AGAGGTGGTAGAGCTATCTGCAATATACCTAGGAGAATTAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>JN983805 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGTTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGCAGTAATGTTACTAGTACTAGTAATGGTAATACTACTACTAGTAGTATTGGTAATGCTAC
CAACAAGGATGACATAAAGGGAGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAGGAAG
AAGAATGAATATGCACTTTTTTATAGACTTGATATAGTACAACTTGATGAGAATAATCCCAATGAGTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACATTCAGTGGAAAAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGATAATGCCAAAACAATAATAGTACATCTTAATGA
ATCTGTAAAAATTGAGTGTATAAGACCCGGCAATAATACAAGAAGGAGTATGAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAAATATAAGAAAAGCATATTGTAACATTAGTAGAAGTAATTGGACTG
ACACTTTAGAAAAGGTAAGAAGAAAGTTACATGAGCACTTCCCTGATAAAAGCAACATAAGCTTTGCACCATC
TGCAGGAGGGGACCTAGAAGTTACAACACATAGCTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGACAAGA
GTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTGAACAAGAGATTTGGGAGAACATGACCTG
GATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGGAGAATCACAAAACCAG
CAGGAGAAAAATGAAAAAGATTTACTAGCATTGGAGAGTTGGGACAGTCTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCCATTAGTCTGCTTGATACCATA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTGGCAGAGGTATCCTCAACG
TACCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAATAA 
>HM215360 
GGGAATAGGAGGGACTTGTGGGTCACAGTATACTATGGAGTACCTGTGTGGAAAGATGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCAC
AGACCCTAGTCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGAACAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAACTGTAGCGATGTTCCCTACAACCAGAGTACTAAATACAACGATAATAGTACTCTATACAA
TAGAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAAAAAGAAAGAAAATGCATTG
TTTTATAGACTTGATGTAGTACCACTTGGTGAGAGTAATAGTAGTACATATAGATTAATAAATTGCAATACCT
CAGTCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGCACTAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGGAATAATAA
TTAGCTCTGAGAACCTGGAAGACAATGCCAAAACAATAATAGTACATCTTAATGAACATGTAGAGATTGAGTG
TATAAGACCCGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATAATAGGAGACACAAGACAAGCATATTGTACCATTAATGGAACTCTATGGAATCATACATTACAAAGGGTAG
AAGAAAAATTAAAGCAACACTTCCCTCATAATACAACAATACAATTTAAACCACACTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAACTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGA
TACCTAGAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTACCTT
GGAACCTTAGTTGGAGTAATAAAACTCTAAATAATATTTGGGAGAACATGACCTGGATGCAGTGGGATAAAGA
GATTATTAATTACACAGGCATAATATATGAGTTACTTGCAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAG
GATTTACTAGCTTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTACTGTGCTCTCTGTAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAACTCATACAAAGAATCTTTAGGGCTATCTGCAACGTACCCAGAAGAACAAGAC
AGGGCTTGGAAGCAGCTTTGCAATAA 
>KC894075 
GGGGGAAAAGACTCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGTAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTCTAAACTGTAGCAATGTTACTACTAGCAATGCTAATACTACCAATAATGGTAGTGTTACCAATAATAT
TACTGCTACAGACCATAATACCATGAAGGAAGAAATGACAAATTGCTCTTTCAATGCAACCACAGAATTAAGA



GATAAGAAAAGGAAAGAGTATGCACTTTTTTATAGACTTGATGTAGTACCACTTGATAGTCAAAACAACTATA
GATTAATAAATTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAAGGATAAGACATTCAATGGGACAGGACCATGCCGT
AATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAGAACAATAATAGTACACCTTAA
TGAATCTATAGAAATAGTGTGTACAAGACCCAACAATAACACAAGGAAAAGTATAAGGATAGGACCAGGACAA
ACCTTCTATGCAACAGGCGATATAATAGGAGACATAAGAGAAGCACATTGTAACATTAGTAGAAAAGGTTGGA
ATGATACCTTACAGAAGGTAGGTGAAAAATTAAGTAAACATTTCCCTAATAAAACAATAACATTTGCACCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTATCATATATTTGGGACAACATGACCTG
GATGCAGTGGGATAGAGAGATTAGTAATTACACAGGCATAATATACACATTGCTTGAAGACTCGCATAGCCAG
CAGGAGAAAAATGAAAGAGAATTACTAGCATTGGACAGTTGGAAAAGTCTGTGGAGTTGGTTTGACATAACAA
GATGGCTGTGGTATATAAGAATATTTGTAATAATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGT
GCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATA
GCAATAACAGTAGCTGGAGGAACAGATAGGATCATAGAATTCATACAAAGATTTTGTAGAGCTATCTGCAGCA
TACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTACAGTAA 
>KC894077 
GTGGGGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAAAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACGAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTATGTG
TCACTTTAAACTGTAGTAATGTTAATGTTGCCAAATGTAATTATACTACTGAAGGTAATGATACCATCAATAC
AATGGACAAAGAAATGAAAAATTGCTCGTTCAATATAACCACAGAACTAAGAGATAAGAGAAGGAATGAATAT
GCACTTTTTTATAGATCTGATATAGTAGAACTTGATAAGAATGACAATGCCAGTGAGTATAGATTAATAAATT
GTAATACCTCATCTGTAACACAAGCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATGATGAAGCATTCAATGGAACAGGACCATGCAGTAATGTCAGTACA
GTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAGCTATTGTTAAATGGTAGTCTAGCAGAGAAAG
AGATAGTAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACAGCTTAATGAGTCTGTAGA
AATTGTGTGTACAAGGCCCAACAATAATACAAGGAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAAATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTGATGAGTTATGGAATAAAACTTTAC
AGAATGTAATTACAAAATTACAAGAACACTTCCCTAATAAAACAATACACTTTGCACCATCCGCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGCAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATA
GAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGCAAAACTCATCTGCACCACTAATG
TGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGGATAACATGACTTGGATGCAGTGGGA
TAGAGAAATTAGTAATTACACAGAGGAAATATACAAATTACTTGAGAAATCGCAGATGCAGCAGGAGCAAAAT
GAAAAAGATTTACTAGAATTGGACAGGTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAGATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTACTTGATACCACAGCAATAGTAGTA
GCTGAAGGAACAGATAGAATTATAGAAGTAGTACAAAGATTTTGCAGAGCTATCATACATATACCTAGAAGAA
TAAGACAAGGCTTTGAAGCAGCGTTGCAATAA 
>FJ444184 
GTAATGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAAACTGTAGTGATGCTAATATTACAGGCAATAAGACCATGACTAGCAATGGTACTAGGACTAACAA
TGATACCATAACTATCAATAATAACATGAGTGGAGAAGTAAGAAATTGCTCTTTCAATATGACCGCAGAATTA
AGAGATAAGAGAAAGCGTGAATATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGAGAGTAACAAGG
CCAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCAAAAGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGGCATTCAATGGA
ACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTAC
TGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAAT
AATAGTACATCTTAGCAAACCTGTAAAAATTGTGTGTACAAGGCCTGGCAATAATACAAGGAGAAGTATAAGG
ATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTA
CTGAAAAGAACTGGACTAAAACTTTATCAGATGTAGTGGAAAAATTACAAAAACACTTCCCTAATAAAACAAT
AAAATTTGAACCATCCGCAGGAGGGGACCTAGAAATTACAACACATAGTTTTACTTGTAGGGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCTTGGCTATGGAAAGATACCTAAAGGATCAACAGCTTCTAGGAATTTGGGGCTGCT
CTGGAAAACTCATCTGTACCACTGATGTGCCTTGGAACAGTAGTTGGAGTAATAAATCACAAGGGGATATTTG
GGATAGAATGACTTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAAACACAATATACCAGTTGCTTGAG



GACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGAATT
GGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCTTTGGCTATTAGT
CTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAAGCAGTACAAAGAATTGGAA
GAGCTATCTACAACATACCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>FJ444251 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTGTTGGAAAATGTAACAGAAAATTTTAACATATGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCGATGATAATGTTATCAGTAATGGTACTATTAATAAGAATGATAAAATGTATGGAGA
AATAAAGAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAAAATGTGTATGCACTTTTTTAT
AAGCTTGATGTAGTACCACTTGAGGACAGTAAAAAGAATACTAATAACTATACGGAGTATAGATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGTCAGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGGAG
AGATAATAATTAAATCTGAAGAACTGGGAAACAATGGCAAAACAATAATAGTACATCTTAATGAATCTGTAGG
AATTGTGTGTACAAGACCTAGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGGCAGGCATTCTATGCA
ACAGGAGACATAATAGGAGATATAAGACAGGCACATTGTAACATTAGCACAGAAAAGTGGGATAAAGCTTTAC
AAAAGGTAAAAAGAAAATTAGAAGAATACTTCCCTAGTAAAACAATAGAATTTAGACCATCCTCAGGAGGGGA
TCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTG
TGCCATGGAACTCCAGTTGGAGTAATAAATCTGAAGAAGAAATTTGGGGGAATATGACCTGGATGCAGTGGGA
TAGAGAAATTGATAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAACAAAAT
GAAAAGGATTTGTTAGCATTGAATAGTTGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGTTATGGT
ATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACTGATAGAATTATAGAATTAATACAAAGAATTTGTAGAGGTATTCTCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCATTGCAATAA 
>FJ444277 
GTGGTAGGGAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGCGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAATAGTTTTGGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGA
TCAGATGCATGAGGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGT
GTCACTTTAAACTGCAGCGAGGTTAATATTAATGGTACAGATAATGAGACGACCATGAGGGGAGAAATGAAAA
ATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAAAAAGAAAATGCGTGCACTTTTTTATAAACTTGA
TGTAGTACCACTTAATGGGGAGAATAACAATAGCAGTAATAGCAATAGCAGTGAATATAGATTAATAAATTGT
AATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAG
CTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGT
ACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAA
ATAATAATTAGATCTAAAAATCTGACAGACAATGCTAAAACAATAATAGTACATCTTAAAGAACCTGTAGAAA
TTGAATGTGCAAGGCCCGGCAATAATAGAAGGGAAAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCAAC
AGGAGATATAATAGGAGATATAAGACTAGCATATTGTACAATCAATGCAGAAAAATGGAATAACACTTTAAGA
AATGTAAGTAGAAAGTTTCTAGAACACTTCCCTAATAAAACAATAGTATTTAAACAACCCTCAGGAGGGGACC
TAGAAATTGCAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGA
AAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTG
CCTTGGAACTCCAGTTGGAGTAATAGATCTCTAGGAGATATTTGGGATAACATGACCTGGATGCAGTGGGATA
GAGAAATTAGTGATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGA
AAAGGATTTATTGGCATTGAACAGCTGGCAAAATCTGTGGACTTGGTTTAGCATAACAAATTGGCTGTGGTAT
ATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGTGA
ATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGC
TGAAGGAACAGATAGGATTATAGAAGTAATACAAGCAATTTGTAGAGGTATCTACAACATACCTAGAAGAATA
AGACAGGGCATTGAAGCAGCTTTACAGTAA 
>FJ444476 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATGGTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATATTACTGCTACCAGTAATAGTAATGGTAATGCTACCAGTAATGTTACCTATGA
TGATACCATTGATGATGCCATGAAAGAAGAAATAAAAAATTGTTCTTTCAATGTAACCACAGAAATAAGAGGT



AAGAAAAAGAAACAGTATGCATCTTTTTATAGACTTGATATAGTACCACTTACTGAGGATGGTAAGAGCAGCT
CTAGTGAGTATAGATTAATACATTGTAATACCTCAACCATCACATCAGCCTGTCCAAAGGTCTCTTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACA
GGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGC
TAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAAT
AGTACAGCTTAATGAAACTGTAGAAATTGAGTGTATAAGGCCTAATAATAATACAAGGAAAAGTATGAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGAAAACATAAGACAAGCACATTGTAATATTAGTG
AACAGCAATGGAATAAAACTTTAAGAGGAGTAAGTGAAAGTTTACAAAAACATTTTAATAAAACAATAGAATT
TGAAAAATCCTCAGGAGGGGACCTAGAAATTGCAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCTTGGCCCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAACAATAGTTGGAGTGATAGAGAGTATGATGATATTTGGACTAG
CATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAACACAATATACGAGTTGCTAGAAGACTCG
CAAAACCAGCAGGAAAGAAATGAACAAGCTTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTA
GCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAAT
TTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTT
GATACTACAGCAATAACAGTAGCTGAAGCAACAGATAGGATTATAGAATTAATACACAGACTTTGTAGAATTA
TTCGCAACATACCTGTAAGAATAAGACAGGGCTTGGAAACAGCTTTGCAATAA 
>KC894083 
GTGGTGGGGAACAACAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTC
TATTTTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACC
CACAGACCCCAGCCCACAAGAGCTGGAGTTGCCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATG
GTAGATCAAATGCATGAGGATATAATCAATTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTATTTTGTGGTAATGTTAATATTACCAAAAGTAATGCCTCAAGTAGTGATAATAGCAACAA
TGGTACTGCAGAAAAAATCATAAATGAAGTAATGAGAAATTGCTCTTTCAATGTAACCACAGAGGTAAGAGAT
AAAGAGAAGAAGGAATATGCACTTTTTTATAGACTTGATATAATACCAATTGATAAGAAGAATAACAATGATA
ATACCAGTGATGATACCAGTGAGTATAGACTAATAAACTGTAATACCTCAACCATAACACAAGCTTGTCCAAA
GGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGTGTAATAATAAG
ACATTCGATGGAAAAGGACCATGCAATAATGTCAGCACAGTACTATGTACACATGGCATTAAGCCAGTGGTGT
CAACTCAACTACTATTAAATGGTAGTCTAGCAGAACAAGAGATAGTAATTAGATCTGAAAATATATCAAATAA
TGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGAGTGTATAAGGCCTGGCAATAATACAAGG
AAAAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCAC
ATTGTACCATTAATGCAACCAAATGGAATGAAACTTTAATAAAGGTAGGTGAAAAATTGTATAAACAATTCAA
CAACAAAACAATAATATTTGCACCATCTTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTGGG
GGAGAATTTAAGCAGCTCCAGACAAGGGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGA
TGTGGGGCTGCTCTGGAAAAATCATCTGTACCACTGCTGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTGA
AGCAGAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAAATAGACAATTACACAGACAAAATATAC
AAATTACTTGAAATCTCGCAAATCCAGCAGGAACAAAATGAAAAGGAATTATTAGCATTGGATAAGTGGGGAA
ATTTGTGGACTTGGTTTAGCTTAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTT
AATAGGTTTAAGAATAATTTTTGCTGTACTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCG
TTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAAATAGTAC
AAAGAATTTGTAGAGCTATCATCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC894085 
GTGGTGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCTTATGAAAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGCAAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTGATGTTGATGCTAGTAAGGTTAAGATGACTAACAATAGTGCTGACACCTTAATAAA
TACAACCTTAAGCAACAGAACTGAAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAG
AAAAAGAATGAATATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGAGCAAAATAATTCCACTAAGT
ATAGATTAATAAATTGTAATACCTCAACGGTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGC
AATAATGTTAGCACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGGAGAAATAATAATCAGATCTGAAAATCTGACAAACAATGCCAAAAACATAATAGTACAGTT
TAATGATTCTGTAGAAATTGAGTGTACAAGACCCGGCAATAATACAAGGAGAAGTGTAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGGGAAATAATAGGAAACATAAGACAAGCATATTGTAACATTACGAAAGGGAAAT
GGGAGACAGCTTTAAAAGAGGTAAAAGAAAAATTAAAAACCTGCTTCCCTGGAAAAAATATAAGCTTTGCACC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATGTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTAAAACAGAGATTTGGGAAAACATGAC
CTGGATGCAGTGGGATAAAGAAATTAACAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAAC



CAGCAAGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGCCTGCTTGATACC
ACAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAAATAGTACAAAGAATTTGTAGAGCTATCCGCA
ACGTACCTGTAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTATAA 
>KC894087 
GCACACAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTTTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAGTGGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGCTACCCCCAAGAATGAGACTAACAGTGGAGTAAATACTACCAGTGATCCCAGTGT
AATAAAAAATTGCACTTTCAATACAACCACAGAAATAAGAGATAAGAAAAAACAGGAACATGCACTTTTTTAT
AGACTTGACCTAGTACCACTTGATGAGAAAAATAACAGCTCTAGTAAGTATATATTAATAAATTGTAATACCT
CAGTCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATGAGACATTCACTGGAATAGGACCATGCAAGAATGTCAGCACAGTACAGTGT
ACACATGGAATTAAGCCAGTGGTTTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAA
TTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTCAATACATCGGTAGAAATTGTGTG
TACAAGACCAGGCAATAATACAAGGAGAAGTGTAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATAATAGGAAATATAAGACAAGCACATTGTAATATTACTGAAAAGAAATGGCATGAAACTTTACAAAATATAA
GTAGAAAACTACTAGAACACTTCCCTAATAAAACAATCAAATTTGAGAAATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCTAGTTGGAGCAATAAATCTCTAGAGAATATTTGGGATAACATGACTTGGATGCAGTGGGATAAAGAAAT
TAACAATTACACACAATTAATATACAGTTTGCTTGAGGAGTCGCAAAACCAGCAGGAGCAGAATGAAAAGGAT
TTACTAGCATTGGACAAGTGGAACAGTCTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTAAATAGAGT
CAGGCAGGGATACTCACCTCTGTCGTTCGTTATTAGTCTGCTTGATACCATAACAATAGCAATAGCTGAAGGA
ACAGATAGGATTATAGAATTAATACAAAGAATTGGTAGGGCTATCCTTAACATACCTACAAGAATAAGACAGG
GCTTTGAAATAGCTTTGCAATAA 
>KC894088 
GGGGGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTTTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
TCCACAAGAGATAGTTTTGGGCAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATGTAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTACAGATGCACGTGCAACTGCAAATATAACAGACACTGGAGAGATAAAAAATTGCTCTTTCAATAT
AACCACAGAATTAAGAGATAAGGAAAAGCAAGAAAATGCACTTTTTTATAAACTTGATTTAGTGCAACTTAAT
GAGACTGGTAGTAACTCTAGTAACAACTTTAGTTATATATTAAGAAGTTGTAAGACCTCAGTCGTAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCGATGGGAAAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTATTAAACGGTAGCCTAGCAGAAGAAGGGATAATAATTAGCTCTGAAAATC
GGACAAACAATGCCAAAACCATAATAGTGCATCTTAATGAATCGGTAGAGATTGAGTGTACAAGACCCAACAA
TAATACAAGAAAAGGTATAGGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATA
AGACAAGCACACTGTAATATTAGTAAAAGTAAATGGAATAAAACTGTACTAAGGGTAAAGGAAAAATTAAGGG
AACACTTCAATAAGACACCAAGATTTGAACCATCCTCAGGAGGGGACATAGAAGTTGTAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTC
CTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATA
AAACACAAGATGACATTTGGGAAAACATGACCTGGATGCAGTGGGATAAAGAGGTTAGTAATTACACAAACAC
AATATACAGGTTACTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTGGACAGT
TGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGGTTAAGAATAGTTTTTGCTGTGCTCTCTCTAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTGTTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAA
TTAACACAAAGAATTTGTAGAGCTATCCGCAACAGACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTATGC
AATAA 
>KC894090 
GTAATGGGAAAGTTAGATTTATGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACTACTC
TATTTTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCC
CACCGACCCCAACCCACGAGAAATGGTTTTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATGATATG
GTGGATCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAGCTGTCATAATGTTACTACCAACAATAAGACTACAGTCGATGAAAATATGAATACAGA
AATAAAAAATTGCTCTTTCAATAGTACCACAGAAATAAGAGATAGGAAAAAGAATGAATATGCACTTTTTTAT



AGACTTGATATAGTACCACTTAATGACAGTAGGGAGAACAATAGTGAGTATAGATTAATAAATTGTAATACCT
CAGCCGTAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAACAATGAGACATTCAATGGAACAGGACCATGCACTAATGTCAGCTCAGTACAATGT
ACACATGGAATCAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGTCTGGCAGAAAACATAACAATTA
GATCTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTGAAAGACCCTGTCGAAATTGAGTGTAT
AAGACCTGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGACATA
ATAGGAGATATAAGACAGGCACATTGTAATATTAGTGAAGCAAAATGGAATAAGACTTTAAAAGAGGTAAGTG
ACAAATTACGGGAATACTTCCCTGGTAAAGATATAAGCTTTGCACCACACTCAGGAGGGGACCTGGAAATTAC
AACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCGTTGGAACG
ATACTTGGAGTAATAAATCTCAAAAGGACATTTGGGACAACATGACTTGGATGCAGTGGGATAGAGAAATTAA
CAATTACACAACCATAATATACGAGTTGCTTGAAAAATCGCAAACCCAGCAGGAACAAAATGAAAAAGAATTA
CTAGAATTGGACAAGTGGAATAATTTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATTTCATAGCAATAAGAGTAGCTGAAGGAACA
GATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATTTACAATATACCTAGAAGAATAAGACAGGGCC
TTGAAATAGCTTTGCAATAA 
>KC894091 
GGGGGGGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTAGAGATACTACAACCAATAATGTTACTGCAACCAATGAGGCAGAAATGAA
AAACTGCTCTTACAATATAACCACAGAAGTAAGAGATAAGAAAAAGAGAGTGAGTTCACTTTTTTATAAACTG
GATATAGTACCAATTAACAGTGATAGTTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATGACAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAGTGCACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAA
ATTTGACAAATAATGTTAAAACAATAATAGTACAGCTCAATCAATCAGTAGAAATTGTGTGTACAAGGCCCAG
CAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTGGGGACTCCTGGAATAAAACTTTACAAGGAGTAAGAGAAAAATTAA
AAGAACACTTCCCTAATAAAACAATAAAATTTAAAGAACATGCAGGAGGGGACCTAGAAATTACAACACACAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGTAAGTTGGA
GTAATAGGTCAGAAGAAAATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACAC
AGATACAATATACAAGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTATTAGCATTG
GACAGTTGGAACAATCTGTGGAGTTGGTTTAACATAACAAAATGGCTGTGGTATATAAAGATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTATCGTTTGCCATTAGTCTAATTGATACCCTAGCAATAACAGTAGCTGAAGGAACAGATAGAATT
ATAGAAGTAGTACAAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>KC894093 
GTGTTGGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAACGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCTTGGAAAATGTAACAGAGAATTTTAATATGTGGAAGAATTACATGGTAGAG
CAGATGCATGAGGATGTAAGCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTATAAGTAGTAATGCTGGGAATGTTACTGGAAATGTTAGTAGAAGTGATAA
CAATGGAGAAATAAAAAATTGTACTTTCAATATGACCACAGAATTAAGAGATAAGAAACAGAAAGTGCGTGCA
CTTTTTTATAAACTTGATATAGTACCACTTAATGAGAAGACAAACAACGGCTCTAATGAGTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAGGTGTAATAATGAGACATTCAATGGGACAGGACCATGTAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
GAGAGATAATAATTAGAGCTAAAAATCTGACAGACAATGGCAAAATAATAATAGTACACCTTAATGAATCTGT
AGAAATTACATGTATAAGACCCGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGGGACATAATAGGAAACATAAGAGAAGCGCATTGTAACATTAGTGAAGGAGACTGGAATAAAACTA
TACAAAGGGTAGGTAAAAAATTAAAAGAACACTTCCCTGATAGAAACATAACATTTAGGCCATCCTCAGGAGG
GGATCTAGAGATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTAAAGAAGAAATTTGGAATAACATGACCTGGATGGAATG
GGATAGAGAAATCAGTAGTTACACAAACACAATATACAGTTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGA



AACGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAGTGGCTGT
GGTATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATAGGTCTAATTGATACCATAGCCATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCTATCCTTAACATACCTGTAA
GGATAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 
>KC894094 
GTGATAGGGAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCAAATGAAATAGATTTGGACAATGTAACAGAAGATTTTAACATGTGGAAAAATAATATGGTTGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAACCTGTGTTAATGCTACCCGCAATGCTACCCACAATGATGGTAATAATAACCCCACTGGTAGTAA
TGCTACCCTCAATGATGCCATGGGTGGAGAAATAAAAAATTGCTCTTTCAATATGACCACAGAAATAAGAGAT
AAGAAAAAGCAGGAATATGCTCTTTTCTATAAACTTGATATAGTACCACTTGATAAGAACAATAGTAGTAACA
GTAGTGAGTATAGATTAATAAATTGTAATGCCTCAACTATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAAATAAGACATTCACTGGAAAA
GGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTCCTGT
TAAATGGTAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAAT
AGTACATCTTAATAAATCTGTAGAAATTGTATGTACAAGGCCCAACAATAATACAAGGAAAAGTGTGAGAATA
GGACCAGGTCAAACATTCTATGCAACAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAA
CAGATTGGCATAGAACTCTACAAGTGGTAGGTAGCAAGCTACAAGAACATTACCCTAATAAAACAATAGAATT
TAGACCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCACGAAGAGATTTGGGATCA
CATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACTCAGACACAATATACTGGTTGCTTCAAGAATCA
CAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTGGCATTGGACAGTTGGAACAATCTATGGAGTTGGTTTG
ACATAACAAGATGGCTGAGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTGGCCATTAGTCTGCTT
GATACCATAGCAATAAGAGTAGCTGAAGGAACAGATAGAATTATAGAGGTAGTACAAAGAATTTGTAGAGCTA
TCTGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTATAA 
>KC894095 
GTAGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGAGAAAGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTATAAATGTTACTGTTGATGCTACCAGTGATAATAGTACTACCAGTAATTATTCTGATGC
CCAGGGGGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAAGAAACAGAAAGTGAATTCA
ATTTTTTATAGCCTTGATATAGTGCCAATTAATGGAGACAATTCAAATTCTAGTAAGTATAGATTAATAAGTT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTCAAGTGTAACAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGGAG
GGATAATAATTAGGTCTGAAAATCTGACAAATAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAAA
AATTATATGTACAAGACCCAACAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGACATAATAGGAAACATAAGACAAGCATATTGTAGCATTAGTGAAGGTGAAGGTAAGTGGAATAAAACTT
TACAAAAAGTCAGTGAGAAATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTGCATCACCTTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCT
ATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACGCCAGTTGGAGTAATAAATCTCAAGAAGAGATTTGGCAGAACATGACCTGGATGCAGTG
GGATAAAGAAATTAACAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAAG
AATGAAAAAGACTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAA
GACTAAGACAGGGCTTTGAAGCAGCTTTACAATAA 
>KC862818 
GTGTGGGGAAACAAGTCATTGGAAGAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAA
AAACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATGTCTGGGCCACACATGC
CTGTGTACCCACAGACCCCAACCCACAAGAAATGCTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAA
AATGATATGGTAGATCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTACAGA
TGACCCCACTCTGTGTCACTTTACACTGTAGTAATGCCAATGCCACTAGGACCAATGGGAGTGTTGCCAATGC
CACTAGGACCAATGAGAGTGTTCTCCTCAATGATACCCTGATTAGAGACATGAAAAATTGCTCTTTCAATATA



ACCACAGAAATAAGAGATAAGAAGAAAAATGAACATGCACTTTTTTATAGACTTGATATAGTTCCAATTAATA
AAGAGAAAGATAATGACAGCAGTGAGTATAGATTGATAAATTGTAATACCTCAGCCATAAAACAAGCCTGTCC
AAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAAT
AAGACATTCAATGGAATAGGGCCATGCAATAATGTCAGTACAGTACAATGCACACATGGAATTAAGCCAGTGG
TATCAACTCAACTGCTGTTAAATGGAAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTGACAAA
CAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAGGCCCCAAAATAATACA
AGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAGGTAATAGGAGACATAAGAGAAG
CACATTGTAACATTAGTGCAAAGAACTGGACTAACACTCTAAAGAAGGTAAAGAGTAAATTAGAAGAGCATTT
CCCTGGTAGTAATATAAGCTTTGATCAACCCTCAGGAGGAGATCTAGAACTTACAATGCATAGCTTTAATTGT
AGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCGTTGGAACAGGACTTGGAGTGGTAAATC
TCAGGAGGAGATTTGGGATAACATGACTTGGATGCAATGGGAGAGAGAAATTGACAACTACACAAACACAATA
TACAAGTTGCTTGAAGAATCGCAAACCCAGCAGGAAGAGAATGAAAAAGATTTACTAGCATTGGACAGCTGGA
AAAATTTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTG
TCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTCA
TACAAAGACTTTGTAGAGCCATCCTTAACGTACCTAGAAGACTAAGACAGGGCTTTGAAACAGCTTTGCTATA
A 
>KC894098 
GTAGGGGGAAACTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGACAAAGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATGTTGACAGAAATAGTACTAGTATCTTAAATGAAACCATGAAAGGAGAAATGAA
AAATTGCTCTTTCAACATAACTACAGAACTAAAAGATAGGAAAGAGAAGGTACATGCAATTTTTTATAGACTT
GATGTAGTACCCCTTAATGGTAATGAGAGTAGCAATTTCAGGGAGTATAGATTAATAAACTGTAATACTTCAG
CCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATGAGACATTCAATGGAAAAGGACCATGCACTAATGTCAGCACAGTACAATGTACG
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAGAAGGGATAGTAATTA
GATCTAAAAATCTGACAGATAATGCCAGAACAATAATAGTACAGTTGAATAAATCTGTAGAAATTGTGTGTAC
AAGGCCCAGCAATAATACAAGAGAAAGTGTGAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGGGGTCTGGAATGCAACTCTACTAGAAGTAAGTA
AAAAGTTACGAGAACACTTCCCTAATAAAACAATAAAATTTGAACCACACTCAGGAGGGGATCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATT
CTAGTTGGTATAATAAATCTTATGAGGGCATTTGGAATAACATGACTTGGATGGAGTGGGATAGAGAAGTTAG
TAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAAGAAAAAAATGAAAAGGATTTA
TTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGGATAT
TCATAATGATAGTAGGGGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGATCTCTGTAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGTGTTATAGACTTAGTAAGAAGAATTTTTAGAGCTATCTACCACATACCTAGAAGAATAAGACAAGGCT
TTGAAACAGCTTTGCTATAA 
>KC862876 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAGCTCCTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTA
TCACTTTAAACTGTAGTAATGTTAATATTACCAATAATGCTAATAATACCAGTAATGCTACTGTCAATAATAC
CACAATTGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAGAGATAAGAGATAAGAAAAAGAAAGAATAT
GCACTTTTTTATAAACTTGATATAGTACCACTTGATAATGAGAATAATGGCAGCAATGAGTATAGATTAATAA
ATTGTAATACCTCAGCCGTAACACAAGCTTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
AAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACACCTTAATAAATCTGT
AGAAATTACGTGTACAAGACCCAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAAATTAATGAAAGTAGGTGGAATGAAACTT
TACAATGGGTAGGAGAAAAATTAGCAAAACACTTCCCTAATAAAACAATACAATTTAACTCACCATCAGGAGG
GGACCTAGAAATTACAACACATACCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCCAAAGATGAGATTTGGAATAACATGACCTGGATGCAGTG



GGATAGGGAAATTAGTAATTACACAGACATAATATACAACTTGCTTGAAATCTCGCAAACCCAGCAGGAAGCA
AATGAAAAAGATTTACTAGCATTGGATAAGTGGCAAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCCATAGCA
GTAGCTGAAGGAACAGATAGAATTATAATAGTAGTACAAAGAATTTATAGAGCTATCTGCAACATACCCACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KC894100 
GGGGAGAGAGACTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAAATACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATGAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTGGAGTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTGTAAATGTAAATGCTACAAATGCTACAATTGCAAATACAACTGTTACAAATGCTAGCTA
CAGTGATAGCATAAAGGGAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAAG
AAAGTACATGCACTTTTTTATAGACTTGATATAATAGAAATGGATGAAAATAATAACAGCTCTAGTGAGTATA
GGTTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACA
CTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGAACAGGACCATGCAAT
AATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAAGAAGAGATAGTAATTAGATCTGCAAATCTGTCAAACAATGCTTACACAATAATAGTACATCTCAA
TGAATCTGTGGAGATTAATTGTACAAGGCCCGGCAATAATACAAGAACAAGTGTGAGAATAGGACCAGGACAA
ACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAAGGTTAGTGCAGAGAAATGGA
ATAAAACTTTATACAGGGTAAGCGAGAAATTAAGAGTACACTTCCCTAATAAAACAATAAAATTTACTAATCA
TTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTAAGTTGGAACTCCACTTGGAGTAATAGATCTCAAACAGAGATTTGGGAGAACATGACCTG
GATGGAGTGGGATAGAGAAATTAACAATTACACAGACACAATATACAGGTTGCTTGAAGAAGCGCAGAACCAG
CAGGAGGAGAATGAACAGAAGTTACTAGCATTGGACAGTTGGGACAGTTTGTGGAATTGGTTTAGCATAACAA
AATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGT
GCTCTCTATAATAAATAGGGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTGCTTGATTCCATA
GCAATAACAGTAGCTGAAGGAACAGATAGGATTTTAGAAGTATTACAAAGAATTTGTAGAGCTATCTGCAATA
TACCTACAAGAATAAGACAGGGTTGTGAAGCAGCTTTGCAATAA 
>KC862949 
GGGAAGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTAGCCATAATGTTATCAACAGCAATGGTACTGTTATCTCCAATAGTACCACAGATGGAGA
AATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAGACAGAAACAGTATGCACTTTTTTAT
AGACTTGATATGGTATCACTTGATAATAGTAGCAGCTATAGAGTAATAAATTGTAATACCTCAACCATAACAC
AAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATGATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTGCAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCACAGCAGAAGGAGAAACAGTAATTAGATCTGAGA
ATATAACAAATAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTACCAATTGTATGTGTAAGACCCAA
CAATAATACAAGAACAAGTATAAGACTAGGACCAGGACAAACATTCTATGCAACAGGAGGCATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTGAAAGGGAATGGAGTGGTGCTTTACAAGGGGTAAAGGAAAAATTAC
TAGAGCACTTCCCTAATAAGACAATAACATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTACTTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTATGGAAAGATACCTACAGGATCAA
CAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTAAGATGGAACTCTAGTTGGA
GTAATAAAACACAAGATGAGATTTGGGAGAACATGACTTGGATGCAATGGGATGAAGAAATTAGTAATTACAC
AAGTACAATTTACAGATTGCTTGAAGAATCACAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTGGCATTG
GACAGGTGGAACAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAATATTTGTAATAA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGGATT
ATAGAATTATTACAAAGAATCGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>KC863009 
GGGGGAGGAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAATTGGTTTTGGGAAATGTAACAGAGAATTTCAACATGTGGAAAAATGATATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTATGTGTCA
CTCTAAATTGTACAAATGCAAATGTTACTCGTAGTAATTGTAATGGAACTGTTGATGAATCCATGTGTGGAGA



AATGCAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGAAAGAACATGCACTTTTTTAT
AAACTTGATGTGGTACCACTTAATGACGAGGCCAACAATGTCACATTATATAGATTAATAAATTGTAACACCT
CAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACACTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAACGTCAGTACAGTGCAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCTTAGCAGAAGGAGAGATAATAA
TTAGATCTGAAAATTTGACAAACAATGCCAAAACAATAATAGTACATCTTAATAAATCTGTAGAAATTGTGTG
TACAAGACCTAATAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAAGAGGAAAC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGAGGCATGGAATAGAACTTTAGCTGAAGTAA
GTACAAAATTAAAAGAACACTTCCCTGAGGAAATAAGATTTGCACAACCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAACTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTA
AAGGATCAACAGTTCCTAGGTATTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAACA
GTAGTTGGAGTAATAAATCTTATGATGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTGA
CAACTACACAGACACAATATACAGACTGCTTGAAGAATCGCAAAATCAGCAGGAAAGAAATGAACAAGAATTA
CTGGCATTGGACAAGTGGGACAATTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTATCATTCGCTACTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTCTAGAATTTATAATAAGAATCTGTAGAGCTATCTACAACATACCTAGAAGAGTAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KC894385 
GGAGGGGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAGGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAGTCTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATTACAAAATTAATACAACTAGTCACAACAATATAACTAATCACACAAATAATAT
AACTAAATACAATAACAGCATGGAGGAAGAAATAAAGAAATGCTCTTTTAATATAACCACAGAAATAAGAGAT
AAGGAAAAGCAAGAACATGCACTTTTTTATAAACTTGATATAGTATCACCTAATAACAATAGTGAGTATATAT
TAATAAACTGCAATACCTCAGCCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATTCATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCACTAAT
GTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAAAGAGATAATAATTAGCTCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGA
AACTGTAAACATTACGTGTGCAAGACCCGGCAATAATACAAGAAAATCCATAAGGATAGGACCAGGACAATCA
TTCTTTGCAACTGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGGTAAATGGAACA
AAATTTTAGACCAGGTAGTGGAAAAATTAAGAAAACACTTCCCTAATAAAACAATACAGTTTCAACCATCCTC
AGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTTCTGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTCAAGATTATATTTGGGGTAACATGACTTGGAT
GCAATGGGATAGAGAAATTAGTAATTACACAGACATAATATACAATTTGCTTGGAGACTCGCAAATCCAGCAG
GAGAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATTTGTGGTCTTGGTTTGCCATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGTT
ATCTATAATAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTGTCAGTCTAATTGATACCCTAGCA
ATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCTATCAGGAATATAC
CTGTAAGAATAAGACAGGGTTTGGAAGCAGCTTTGCTATAA 
>KC156212 
GGTAACTTGTGGGTCACAGTCTACTATGGGGTACCAATATGGAAAGATGCAAAAGCTACTCTATTTTGTGCAT
CAGATGCTAAAGCATATGAAAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTCCCCACAGATCCCGA
TCCACAAGAAATGTTTTTGAAAAATGTAACAGAATATTTTAATATGTGGAGAAATGACATGGTGGATCAGATG
CATGAAGACATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTTACTT
TAAACTGTTCTATCATCTACCGAAATAAGACCAACCAAAATGACACGGAGAGTATCTACCCAAGTGACAAGGA
AATACCTTACCAAAATGACACAGGGATAAGAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAA
AAGAAAGAAGGGGCACTTTTTTATAGACTTGATGTAGTGCCACTAGATGAAAATACCAACTCTACTCATAGGC
CATATAGATTAATAAATTGTAATACCTCAGTTGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATAATGAGACATTTGATGGAATGGGATTA
TGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAAAAGAAATAATAATTAGCTCTGAAAATCTGACAAACAATGGCAAAAACATAATAGTACA
TCTCAATGAATCTGTAGAGATTGAGTGTATAAGACCCAACAATAATACAAGGAAAAGTGTGAGAATAGGACCA
GGACAAACATTCTATGCAACAGGAGAGATAATAGGAGATATAAGAGAAGCATATTGTCACATTAATAAAACAA
AATGGAATAGAACTTTAGAAATGGTAAGGGAAAAATTAAAGGAAAAATTCGAAAAACACTCCCCTAATAAAAC
AATAGAATTTAGAAATTCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTT
AAACAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCT
GCTCTGGAAAACGCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAATAATAGAAATTATAGTGATAT



TTGGGATAATCTGACATGGATGCAATGGGATAAAGAAATTAGTAATTACACAGACATAATATATGAGTTGCTT
GAAAAATCACAAAACCAGCAGGAAGAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGA
ATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTACAGTACTCTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATT
AGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAAGGAACAGATAGGATTTTAGAATTAATACAAAGAATTT
GTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAAGCTTGCTATAA 
>KC156211 
GTGTTAGGGAACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTCTTGGCAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTA
TCACTCTAAACTGTACAGATGTAAATGTGAACAGTACAAATGTAAATGTGAACGGTACAATTGCGAACAGCAC
AGATGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAGAGATAAGATAAGAAAAGAATATGCACTT
TTTTATAGACTTGATATAGTGTCACTTAATGGCAACTCTAGCTCTAGTGAATATCGCTTAATAAATTGTAATA
CCTCAACCACAACACAGGCTTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGG
GTATGCGATTCTGAAGTGTAATAATAAGACATTTAATGGAACAGGACCATGCAATAATGTTAGCACAGTTCAA
TGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAA
TAATTAGATCTAAAAATCTGACAGACAATGTCAAGACAATAATAGTACATCTTAATGAATCTGTAGAGATTAA
CTGTACAAGACCTGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGATATAAGGCAGGCACATTGTAACATTAGTGAAAAGGACTGGAATAGAGCTTTAGAAAATG
TAGTTGAAAAATTACAACAACACTTCCCTAATAAGACAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCTAGTTGGAGTAATAAGACTCAAGAGGCTATTTGGAGTAACATGACCTGGATGGAGTGGGAGAGAGA
AATTAATAATTACACAGGCATAATATACCAATTGCTTGAAGACTCGCAAATCCAGCAGGAAAAAAATGAGAAA
GATTTATTAGCATTGGACAGTTGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGTTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAGTTTTTACTGTGCTTTCTGTAGTGAATAG
AGTTAGGCAGGGATACTCACCTCTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATCATAGAAGTAGTACAAAGGGGTATTAGAGCTATCATCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KC156213 
GTGTTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGTTTTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTGACCCCACTCTGTG
TCACCTTAAACTGTAGTAATGCTAATGTTAATGTTACTGATATCCACAATAATACCATGAAAGGAGAAGTAAA
AAATTGCTCTTTCATGGCAACCACAGAAATAAAAGATAAGAAAAAACAAGTGTATGCACTTTTTTATAGACTT
GATATAGTACAACTTAATGAGAGTAGTAATAACAGCTATGAGAGCTATAGATTAATAAATTGCAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCACCAGCTGGTTTTGC
GATTCTGAAGTGTAATAATAAGACATTTAATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTACAGCAGAAAAGGAGATAATAATCA
GATCTGAAAATCTGACAAATAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTAT
AAGGCCCGGCAATAATACAAGGAAGAGTATAAGAATAGGACCAGGACAAACATACTTTTCAACAGGAGAAATA
ATAGGAAATATAAGACAAGCACACTGTAACATTAGTGAAAGTAAATGGAATGAAACTTTACAAAAGGTAGGAA
GAAAATTAGCAGAACACTTCCCTAATAAAACAATAATATTTAATTCTTCCTCGGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATGTGGGGATGCTCTGGAAAAATCATCTGCACCACCAACGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTAAAAAAGACATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAGTTAA
TAATTACACAGACATAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAGAAAATGAAAAAGATTTA
CTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAACAGTAGCTGAAGGAACA
GATAGAATTATAGAAGTACTGCAAAGACTTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KC156119 
GGACAGGGAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATCAAGAAGTCCATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAAGCCACAAGAAATAGTCTTGGAAAATGTAGCAGAAAATTTTAACATGTGGACAAATGGCATGGTGGAT
CAGATGCATGATGATATAATTAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAAGATAAATAGTACCATCAGTACAAATATTACCAGCAGTAATAACAAAAGTGAAGA



AATGAAAAATTGCTCTTTCAGTGTATCAACAGAATTAAAAGATAAGAAACAGAAACAATATGCACTTTTTTAT
ACACTTGATATAGTACCACTTAATGAGAATAACGACAGTAATGGGGAGTACAGATTAATAAGTTGCAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATAATAATACATTTAATGGAACAGGACCATGTAAGAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAGTAA
TTAGATCCCAAAATATAACAGACAATGCCAAGACAATAATAGTACATCTTACTAAAGCTGTAAAGATTAATTG
TACAAGACCCAGCAATAATACGAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGGAGA
ATAATAGGAGATATAAGAGAAGCACATTGTAACATTAGTAAAAAGGATTGGAATGAAACTTTACAAGAGGTAG
GTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAACTTTAATCATTCCTCAGGAGGGGATCTAGAAAT
TACTACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGGAAACTCATCTGCACCACTTCTGTGCCTTGGA
ATGAAAGTTGGAGTAATATATCTTATGACACAATTTGGGGTAACATGACTTGGATGCAGTGGGAAAAAGAAAT
TGACAATCACACAGGCACAATATACAGATTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAAGAT
TTACTAGCATTGGAAAGTTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGCTACTCACCTTTGTCATTTGCTATTAGCCTACTTGATACTGTAGCCATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAATACAAAGAATTGGTAGAGCTATCTACCACATACCCAGAAGGATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>KC894109 
GGGGCAAAGGACATGTGGGTCACAGTCTACTATGGGGTACCAGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAAGGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCTTAAAGCCATGTATAAAGTTGACCCCACTCTGTG
TCACTTTGAACTGTGGTAATGCTATAGTAAATGAGAGCACGATTGAAGGAATGAAAAATTGCTCTTTCAATGT
AACCACAGAACTGAAGGATAAGAAAAAGAAGGAATATGCACTTTTTTATAAACTTGATGTAGTACCTCTTAAT
GGGGAAAATAACAATTCCAATAGTAAAAATTTCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCT
AAAGTGTAATAATGAGACATTCAATGGAACAGGGCCATGTAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGTCTAGCAGAAAAGGAGATAATAATTAGATCTG
AAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTCAACAACCCTGTAAAAATTATATGTACAAGGCC
CGGCAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGA
GATATAAGACGAGCATATTGTAACATTAGTGAAAAGACATGGTATGACACTTTAAAAAATGTGAGTGATAAAT
TCCAAGAACACTTCCCTAATGCTTCAATAGAATTTAAACCATCCGCAGGAGGGGATCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAACAGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAATAGTT
GGAGTAATAAATCTTATGAGGATATTTGGGGAAGAAACATGACTTGGATGCAGTGGGACAGAGAAATTAACAA
TTACACAAACACAATATACAGGTTGCTTGAAAAATCGCAAAATCAGCAGGAAAAGAATGAAAAAGAGTTACTA
GAATTGGACAATTGGAAAAACTTGTGGAGTTGGTTTAACATATCAAATTGGTTGTGGTACATAAAAATATTCA
TAATGATAGTTGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGAT
AGAATCATAGAAGTAGTACAAGTAATTTGGAGAGCTATCCTTAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>KC148599 
GTGTGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAAAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGTGAATGTCACTTCAAATTACACTTCAAATCACACTTTAGATCACACAAATAATGACAT
GAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAGAGATAAGAAACAGAAAGTGTATGCACTTTTTTATAGA
CTTGATATAGTACCACTTAGTAAAAAGGATAAGACTAACAATGGCTCTGGGGAGTATATATTGATAAATTGCA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCACCAGC
TGGTTTTGCGATTCTCAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTCGGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTCTCAACTCAACTATTGTTAAACGGTAGCCTGGCAGAAGGAGAGA
TAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGCACATCTTAATGAGTCTGTAAGAAT
TGTGTGTATAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
AATGCCATAATAGGAGACATAAGACAAGCATATTGTAATATTAGTGAAAAGGAATGGAACAAAACTTTAGATA
GGGTAAAAGAAAAATTAAAAGAACATTTCCCTAATAAAACAATAATATTTAACTCATCCTCAGGAGGAGATCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGTTCCTAGGGTTGTGGGGCTGCTCTGGAAAAATCGTCTGCACCACTACTGTGC
CTTGGAACAACAGTTGGAGTAATAAATCCTATACAGAAATTTGGGAGAACATGACCTGGATGCAGTGGGATAA



AGAAATTAACAACTACACATACACAATATATGAGTTGCTTGAAAAATCACAAAACCAGCAGGAAATTAATGAA
AAAGAATTATTAGAATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTATTTGATACCCTAGCCATAGCAGTAGCT
GAAGGAACAGATAGGATTTTAGAATTATTACAAGGAATTTGGAGAGCTATCCGCAACGTACCCGTAAGAATAA
GACAAGGCTTAGAAGCAGCTTTGCTATAA 
>KC148663 
GTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATGTCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATGCTGAGAGAAATGTTACCCTCAATGATAATAATAATGCCACCATGAAGGGAGA
AATAAAAAATTGTTCTTTCAGGGTAACCACAGAACTAAAAGATAAGAAAAAGAATGAACGTGCACTTTTTTAT
AAACTTGATATAGTACCACTTAGTGAAGGGAACAGGAGTGCGAACGGGAGTGCTGGGGTTGAGGAGTATAGAT
TAATAAATTGTAATACCTCAGCCGTAGCACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATGAGAAATTCAATGGAACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAG
CAGAAAACAAGACAATGATTAGATCTGAGAATCTGACGAACAATGCTAAAACAATAATAGTACAGCTTAGCAA
ATCTGTAAAAATTGTGTGTACAAGGCCCAACAATAACACAAGGAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAAAAGACTGGCAGG
AAACTTTAGGAAATGTAAGTGAAGAATTAGGAACATACTTCCATAATAAAACAATAAAATTTGAACCACCCTC
AGGAGGGGACCTAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTC
CTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAATTTATCTGCA
CCACCAATGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTCAAGATGATATTTGGAAGAACATGACTTGGAT
GCAGTGGGATAGAGAAATTAGCAATTACACAAACACAATATACAGGTTGCTTGAAAAATCGCAAATCCAGCAG
GACAACAATGAAAAAGAGTTACTATCATTGGATAGTTGGAATAATTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
CTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTGGCTATTAGTTTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAGTAGTACAAAGACTTTGTAGAGCAGAATTATAGAAGT
AGTACAAAGACTTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAA
TAA 
>HM204583 
AGTGATAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAGCTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATCAAGAGGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAATATGGTTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTAGCGATAATATTACTATTAATAGTACCTACAACAATAACATGACTGGAGAAATAAAAAATTGTTC
TTTCAAGATGACCACAGAAATAAGAGATAAGCAGAAAAAGGAACATGCACTTTTTTATAGACTTGATGTAGTA
CCACTTGGTAATGAGACAAGCAATACAAGCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACAC
AAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAA
GTGTAATAATAAGACATTCAATGGAACAGGACCCTGCAATAATGTCAGCACAGTACAATGTACACATGGGATT
AAACCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCAGAAA
ATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAACCTGTAAAGATTGTATGTACAAGGCCCAA
CAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACGGGGGAAATAATAGGAGAT
ATAAGACAAGCATATTGTGAAATTAATGAAACAGCATGGAATAATACTCTAAATAAGGTAACAGAGAAATTAC
AAAAACACTTCCTTAATAAAACAATAGAATTTAAACCATCCTCAGGGGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAA
CAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTACCTGGA
GTGGGAAAAACCAAAGTCAGATTTGGGAAAACATGACCTGGATGGAGTGGGATAAAGAAATTAGTAATTACAC
AAACACAATATACAGGCTGCTTGAAAAATCGCAAAACCAGCAGGAAGAAAATGAAAAAGATTTACTAGCATTG
GACAAATGGAACAGTCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAGACTATTTATAATGA
TAGTTGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGCCTGCTTGATACTATAGCAATAACAGTAGCTGAAGGAACAGATAGAATT
ATAGAAGTAGTACAAAGAATTTGTAGAGCTATCCTTAACATACCAAGAAGAATAAGACAGGGCTTTGAAGCAG
CATTGCAATAA 
>HM204591 
AATGGTAACTATTGGGTCACAGTCTACTATGGGGTACCAATATGGAAAGATGCAAAAGCTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTCCCCACAGACCC
CAATCCACAAGAAATGTTTTTGAAAAATGTAACAGAATATTTTAATATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTTAAACCATGTGTAAAGTTGACCCCACTTTGTGTCA



CTTTAAACTGTTCTATCATCTACCGAAACAATACCAACCAAAATGGCACGGGGAATACCGACCTGGAAAAACT
CAACCAAAATAATGACACAGGGATAAGAAATTGCTCTTTCAATGCAACCACAGAAATAACAGATAAGAAAAAG
AAAGAAAGAGCACTTTTTTACAAACTTGATGTAGTGCCACTTGATGGGAATAACACCTTTGCTCCTAATGAAA
GTAAGCCATATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATGATAAGACATTCAATGGAACA
GGACCATGTAATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCACCTACTGT
TAAATGGTAGCCTAGCAGAAAAAGACATAATAATTAGTTCTGAAAATATAACAAACAATATCAAAAACATAAT
AGTACATCTCAATGAATCTGTAGAGATTACGTGTATAAGACCCAACAACAATACAAGAAAAAGTGTGAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGAGATAATAGGAGATATAAGAGAAGCATATTGTAACATTACTA
GAGAGAAATGGAATAACACTTTAGAAAAGGTAAAGGAAAAATTAAAAGAACATATCAAGAAAAATATAACATT
TGGACCACCCACAGGAGGAGACCTAGAAATCATGACACATAGCTTTAATTGTATGGGAGAGTTTAAACAGCTC
CAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAA
AACGCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAATAATAGAAATTATAGTGATATTTGGGATAA
TCTGACATGGATGCAATGGGATAAAGAAATTAGTAATTACACAGACATAATATATGAGTTGCTTGAAAAATCA
CAAAACCAGCAGGAAGAAAATGAAAAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGAATTGGTTTA
GCATAACAAACTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTACAGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGGGGAAGGAACAGATAGGATTTTAGAATTAATACAAAGAATTTGTAGAGCTA
TCCGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAAGCTTGCTATAA 
>FJ443615 
ATGGTGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTCTGGAAAATGTGACAGAACATTTTAACATATGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATACTAATGAAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGA
TAAGAAACAGAAAGCATATGCTCTTTTTTTATAGACTTGATATAGTACCACTTGATACGAAGAACCCTAGGAA
TAAGAGTACCAACAGCTCTGGGGAATATATATTAATAAATTGCAATACCTCCACCATAACACAAGCCTGTCCA
AAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCACCAGCTGGTTATGCGATTCTAAAGTGTAATAATA
AGACATTCAGTGGAATAGGACCATGTAATAATGTCAGCACAGTAACATGTACACATGGGATTAAGCCAGTGGT
ATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTAACAAAC
GATGTCAAAACAATAATAGTACACCTTAATGAGTCTGTACAAATTAATTGTACAAGACCTGGCAATAATACAA
GAAAAAGTATAAGAATAGGACCAGGACAAACATTCTATGCACATGGCATAATAGGAGATATAAAACAAGCACA
TTGTAACATTAGTAGATGGCAATGGAACAAAACTTTACAACAGGTAAAACAAAAATTAGAAGAACACTTTCCT
AATAAGACAATAGAATTTGCACCACATGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAG
GAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAAT
TTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTAAA
GCAGATATTTGGGATAAAATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACG
AGCTGCTTGAAAAATCGCAAATCCAGCAGGCAAACAATGAAAAGGAGCTATTAGCATTGGACAGTTGGAATAA
TCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTG
ATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCAT
TTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGTATTAGTACA
AAGATTTTGTGGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTATAA 
>KP109520 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTCATAATGTCACTTTAAAATGTAATAATACCGCCAACGCAACCATGGATGACATGCG
TGGAGAAATACGAAATTGCTCTTTCAATAGGACTACAGAATTAAGAGATAAGAAAAAGAAAGAGTATGCACTT
TTTTATGGAGTAGACATAGTACCACTTAAGGAGAACTCTAGCTCTAGTGAGTATAGATTAATAAATTGCAATA
CCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTGAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAATAA
TTAGGTCTGAAAATCTGACAGACAATACCAAAATAATAATAGTACATCTTAAGGACCCTGTAGAAATTGTGTG
TACAAGGCCTGGCAATAATACAAGGAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGGGAC
ATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAAGGAAATGGAATCAAACTTTACAAGAGGTAG
GTAAAAAATTACAAAAACACTTTCCTAATAAGATAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGA
ACGAGACTTGGAGTAATAGAACTGAAGATGATATTTGGCATAACATGACTTGGATGCAGTGGGAGAGAGAAAT



TGACAATTACACAGACACAATATATCAGTTGCTTGAAGAATCGCAAACCCAGCAGGAACAAAATGAAAAAGAT
TTACTAGCATTGGACAGTTGGAAAAGTTTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAA
TATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAATCTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTGTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTGATACAAAGAATCTGTAGAACTATCCTTAACATACCTAGAAGAATAAGACAGG
GCTTAGAAATAGCTTTGCAATAA 
>HM070539 
GGGAACTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTGCAT
CAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATGATTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TGAACTGTACGAATGCTAATATTACTGGTAATGCTAATATTACTGGTGATCCTGGTAATAATAGTAGTAGTAG
AGCCAATGAAACTATGAAAGGAGAAATGAGAAGCTGCTCTTTCAATATAACCACAGAAGTACAAGATAAGAAA
AGGAAAGAAAATGCACTTTTTTATAGGCTTGATATAGTACCACTTGACAACTCTAGTTCTGACAACTCTAGCT
TTAGAGAGTATAGATTAATACATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCAATTTTGACCC
AATTCCTATATATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACA
GGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAGGAAGAGATAGTAATCAGATCTGAAAATCTGACAAACAATGCCAAAACAATAAT
AGTGCATCTCAAGGAAGCTGTAGAGATTAATTGTACAAGACCTGGCAATAATACAAGGAAAAGTGTGAGGATA
GGACCAGGACAAACATTTTATGCAACAGGAGATGTAATAGGAGATATAAGGCAAGCACATTGTAACATTAGTA
GAGAGAAATGGAATGAAACTTTACGAAAGGTAGGTGAAAAATTACATAGACACTTCCCTAATAATAAAACCAT
AACATTTGCATCATCCTCAGGAGGGGACCTGGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCGTTGGAACTCTAGTTGGAGCAATAAAACTTATAATGAGATTTG
GAACAACATGACCTGGATGCAATGGGATAAAGAAATTAATAATTACACAGGCTTAATATACAGTTTGCTTGAA
GAATCGCAAAAACAGCAGGAAAACAATGAAAAGGATTTACTAGCATTGGACAGTTGGCAAAACCTGTGGAACT
GGTTTGACATATCACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGT
CTGCTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAGCAGCACAAAGAATTGGTA
GAGCTATCTACAACATACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAATAA 
>HQ595984 
GTGGGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGCACATAACGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAACCTGTAACAATAATGTTACCAACCTCAATAAGACCAATTTTAATACTATCGGCCTCAGACTCAA
TGAGACCATGATTGAGGAAATGAGAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGGAAAGGAAG
GAGCATGCACTCTTCTATAGGCTTGATATAGTGCCACTTAATGAGACTAAAAATGCCAGTGAATATAGATTAA
TAAATTGTAACACCTCAGCCATAACACAAGCCTGTCCGAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCGGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAA
AAGAAATAATAATTAGATCTGAGAATCTGACAAACAATGCCAAAATAATAATAGTACACCTCAATAAATCTGT
AGGAATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTAT
GCAGCAGGTGAAATAATAGGAGACATAAGACGAGCACATTGTAACATCAGTACAGATGCATGGAACAAAACTT
TACAACAGGTAGGAAAAAGATTAAAAGAACATTTCCCTAACAAAACCATACAGTTTGCACCAAGCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCTTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTACCTTGGAACCTTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGGATAACATGACTTGGATGCAGTG
GGATAGGGAAATTAGTAATTACACAACCACAATATACAAGTTGCTTGAAGAATCACAAAACCAGCAGGAAGAA
AATGAAAAAGATTTACTAGCACTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGCTGT
GGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAATA
GTAGCTGAGGGAACAGATAGAATTATAGAATTAGGGCTAAGAATTGGTAGAGCTATCTGCAATATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCATTGCAATAA 
>HQ596030 
GTGTGGGGGGACCGGGACCGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCC
TATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACGGACCCCAACCCCCAAGAAATAGTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATG
GTAGATCAGATGCATGAGGATATAATCAGTTTATGGGATTAAAGCCTAAAGCCATGTGTGAAGTTGACCCCAC
TCTGTGTCACTCTAAATTGTAGTGATACTACCAGTAATACTAATATTACCAATAATGGTACTACTACCAGTAA



TACTAGTATTACCAATAATGGGGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAACTGAAAGATAGGAAA
CAGTCAGTGCATGCACTTTTTTATAGGCTTGATGTAGTATCACTTAATGAGAGTAACAGCAGTTTCTATAGAT
TAATAAATTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTA
TTGTGCGCCAGCTGGTTATGCGATTCTTAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGAAGCCTGG
CAGAAGAAAAAATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGCTTAAGGA
AGCTGTAAACATTAGCTGTATAAGGCCTAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACA
TTCTATGCAACTGATATAATAGGAGACATCAGACAAGCACATTGTAACATCACTAAGGATCAATGGAACAAAA
CTTTACAACAGGTAGGGAAAAAATTAGCAGAATACTTCCCTAATAAAACAATAGAATTTAAACCGTCCTCAGG
AGGGGATCTAGAGATTACAACACATAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAGACTGAAAAGGAGATTTGGGATAACATGACCTGGATGCA
ATGGGAAAGAGAAATTGATAATTATACAAACATAATATATGATTTGCTTGAAGTCTCACAAAACCAGCAGGAA
CAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGTGTACTCTC
TATAGTGAATAGAGTCAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTATTTGATACCATAGCCATA
GCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCTATCCTCAACATACCTA
CAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTATAA 
>HM070639 
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAAGCATATGAAAGAGAAGTGCATAATATTTGGGCTACACATGCTTGTGTGCCCACAGACCCCAA
CCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGATCAGATG
CATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTTACTT
TAAGATGTAATGATACCAGAGATAACAGTATTGCTGTCAATAATACTATAGAAAATAGTACCATAGGAAATAG
TAGTGTTACTGTCAATGTTACTGTCAATGATACCATGGATAGAGAAATGAAGAATTGCTCTTTCAATGCAACT
ACAGAAATAAAGGATAAGAGAAAGAATATGCGAGCACTTTTTTATAGACTTGATCTAGTACCACTTGAAAACA
GCTCTAAGAAGGGCAAGTCTAGAGAGTATAGATTAATAAATTGTAATACCTCAGTCATGACACATGCCTGTCC
AAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGAT
AAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAATGAGATAATAATTAGATCTCAAAATCTGACAGA
CAATGCCAAAACAATAATAGTACAGCTCAATAAACCTGTAGAAATTGTGTGTACAAGGCCCAACAATAATACA
AGGGAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGGCAAG
CACATTGTAACATTAGTGAAGGGAAGTGGAATGAAACTTTAAGAAGGGTAAATGAAACATTAAAAAAGCACTT
CCCTAATAAAACAATAATATTTGAACAACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGT
GGAGGAGAATTTAAGCAGCTCCAGGCACGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGATATGGGGCTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGTAATAGACC
TCAAAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGATAGAGAAATTAGTAATTACACAAACATAATA
TACAATTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTGCTAGAATTGGACAAATGGA
ACAATCTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTAATAGGTTTAAGAATAATTTTTACTGTGTTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTG
TCGTTTGCTATTAACCTGCTTGATACTRTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAG
TACAAAGAATTTGTAGAGCTATTTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGTTATA
A 
>KF527172 
GTACTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAATGCACAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGCTGACTCCACTCTGTG
TCACTTTAGATTGTAAAAATAGTACTGAAAATATTACTGATAGCAGGAATATTACAGATAATGGAGAAAGGAA
AAATTGCTCTTTTAATATAACCACAGAAATAAAAGATAAGAAACAGAACGTGTATGCACTTTTTTATAAACTT
GATATAGTACCACTTCATGAGGACAACAGTTCCTACTATAGACTAATAAATTGTAATACCTCAGCCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCACCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTAAAG
ATCTGACAGACAATGCCAAAATAATAATAGTACACCTTAATAAGTCTGTAGAGATTAATTGTACAAGACCCGG
CAACAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCACCAAATGGAATAATAGGAAAC
ATAAGAAAAGCACATTGTAACATTAAGGGAAAGCAGTGGAACGAAACTTTAATAAAGGTAGGGGAAAAATTAG
CAGAACTCTTCCCTAATAAAATAATAAAGTTTAATTCATCCTCAGGAGGGGATCTAGAAATTACAACACATAG
CTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATGACAGTTGGA



GTCATAATAAATCTCTACAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTA
CACAAGCACAATATACAGGTTACTTGAGGAATCACAAAACCAGCAGGAAAAAAATGAACAAGATTTATTAGCA
TTGGACAGTTGGCAAAATCTGTGGAATTGGTTCAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAATCTATTTGATACCATAGCCATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAAATAATACAAAGAATTTATAGAGCTATCTGCAACATACCTGTGAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>HM070807 
GGGGAGGACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTGTTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTTAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTACAAATGCTACTGCTACCAATGCTACCGCTACCAACAATACCGCTACCAACAATAGTAGCAA
TAGTAACCATACCAACTACAATGGTAGCCAAATTATTGAAGGAATGAAAAATTGCTCTTTTAATGTAACCACA
GAATTAAGAGATAAGAAACAGAAGCAATATGCACTTTTTTATAGACTTGATATGGTACCACTTGTTAATGAGA
CTAATAGAAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCATAACACAGGCCTGTCCAAAGGT
TTCTTTTGATCCAATTCCTATACACTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATAATGAGACA
TTTAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCA
CTCAACTACTATTAAATGGTAGCTTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTGACAAACAATGC
CAAAACAATAATAGTACATCTCAATGAATCTGTAGAAATTGTGTGTACAAGACCAAACAATAATACAAGAAAA
GGTATAGGAATAGGACCAGGACAAACATTATATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCATATT
GTAACATTAATGGTACAAATTGGATTAAAACTTTACTTAGGGTAAGTAAAAAATTAGAAGAATACTTCCCTAA
TAAAACAATAAACTTTACATCACACTCAGGAGGGGATCTAGAAATCACAACACATAGCTTTAACTGTAGAGGA
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTGCAGTGTTATGGAACTCTAGTTGGAGTAATAGAACTCAAAC
TGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACATAATATACAAT
TTGCTTGAAGAATCACAAAACCAGCAGGAAAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATC
TGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTT
GCTATTAGCCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACATA
TCTAGAGAATAAGACAGGGCTTTGAAACAGCTTTGCAATAA 
>HQ596147 
GGGGAAGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAAATGCTAAGGCATATGACAGAGAGGTGCACAATGTATGGGCTACACATGCCTGTGTTCCCACAGACCC
CAATCCACAAGAAATGTTTTTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTTAAGCCATGTGTAAAAATGACCCCACTCTGTGTCA
CCTTAAACTGTACAATGTATAAGTATAATAATGAAACCTTAAGAAATAATACCTATAATACAAACTTAAGAAA
TGATACTTATGAATGCTCTTTCAATATAACCACAGAAGTAAGAGATAAGAAAAAGAGAGAAAAAGCACTTTTT
TATAGACTTGATATAGTACCACTTAATGAGACTAATAATAGACCACTTAATGATAGTAGGACTAATAATAGCA
CATATAGCACATATAGATTAATAAATTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAAGTCTCTTTTGA
GCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGGCATTCAATGGA
ACAGGACCATGCAGTAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACACAGCTAC
TGTTAAATGGTAGCCTAGCAGAAGAAGATATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAAT
AATAGTACATCTCAATGAGACTGTGGAGATTAACTGTACAAGACCCAGCAATAATACAAGGAAAAGTATGAGA
ATAGGACCAGGACAAACATTCTATGCAACAAAAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTA
GTGCAGAAAAATGGAATAAAACTTTACAAAAGGTAGGTGCAAAACTAAGCAAACTCTTTAATAATAAAACAAT
AACATTTAAACCACACTCAGGAGGGGACCTAGAAATTACAACACATATGTTTAATTGTGGAGGAGAGTTTAAG
CAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATGTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTTGGAGTAATAAAACTCAAGGAGATATTTG
GGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAA
GACTCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATT
GGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCATAAG
AATAATTTTTACTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGT
CTGCTTGATACCGTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACTAAGAATTTGTA
GAGCTATTTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>KC156218 
GTGGTGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTATTGGGAAATGTAACAGAAAATTTCAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGACGAAAGCCTAAAGCCATGTGTACAGCTGACCCCACTCTGTG



TCACCTTAGACTGTAAACCTGCTAATATTAGTAATAAGAATAACTGTAATAGTACCTGTGCGGATGCCATCAG
GAAAGAAATAAAAAATTGCACTTTCAATGTAACCACAGAAATAAAAGATAGGAAAAGAAAAGAGTATGCACTT
TTTTATAGACTTGATATAGTACCACTACCACCTGAGGGGGAAAGTAGCAACTCTAGTGATAGCGGCAGCTCTA
GTGATAATAGGAATATCAGCAACCCTAGTAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCAT
AAAACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATATATTATTGCACTCCAGCTGGTTATGCGATT
CTAAAGTGTAATGATGAGACATTCAATGGGACAGGACCATGTAAGAATGTCAGCACAGTACAATGTACACATG
GAATTAAGCCAGTGGTATCAACACAATTATTGTTAAATGGTAGCCTAACAAAAGAAGTAATAATTAGATCTAA
AAATCTGACAGACAATGCCAAAACAATAATAGTAAATCTTAATGTATCTGTACCAATTGTGTGTATAAGACCC
GGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGTATTCTTTACAGCCACAGACATAATAGGAA
ATATAAGAGAAGCACATTGTAACATTAGTGAGAAAGCATGGAATGAAACCTTACAAAGGGTAGTTAAAAAATT
AAAAGAACACTTCCCTAATAAAACAAGAATAAAATTTGACAAACATTCAGGAGGGGATCCAGAAATTACAGCA
CATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCCTAGAAAGATACCTAAAGG
ATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAG
TTGGAGTAATAGATCTGAAGCAGAAATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAAT
TACACATACACAATATACAACTTGCTTGAACAATCACAAAACCAGCAGGAGAAAAATGAACAGGATTTATTAG
CATTAAACAGTTGGCAAAATCTGTGGACTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCAT
AATGATAGTAGGAGGCTTGATAGGTTTGAGAATAACTTTTGCTTTGCTTTCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCCTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATA
GAATTATAGAAATAGTACAAAGAATTTTTAGAGCTATCAGAAACATACCTAGAAGAATAAGACAGGGCTTTGA
AACAGCTTTGCTATAA 
>KC156215 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAGGCTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGAAAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACATGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATAAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGAACTGTGTCAATGCTAATGTTACCGGTAATGGTACTGCTAGCAGTAATGGTACTGCTAACAGTAC
TGGTACTGCTAACTATACTAATACCAGGATTGAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATA
CAAGATAAAAAAAGGAAAGAGCATGCACTTTTTTATAAACTTGATATAGTACCACTTAAAGAGAATGACAACA
GCAGCTATAGGTTAATAAATTGCAATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGA
CCATGCAATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGATATCAACTCAATTAATATTAA
ATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGT
ACATCTTAATGAATCTGTAGAGATTACGTGTATAAGACCCGGCAATAATACAAGAAGAAGTATGAGAATTGGA
CCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTACAG
CAAGTTGGAATAAAACTTTACAGAGGGTAAGAGAAAAATTAGAAGAACACTTCCCTAATAAAACAATAAGATT
TGAGCCACCTGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTGCTGTACCTTGGAACAGTAGTTGGAGTAGTAAAAATCAAACGGCTATTTGGGATAA
CATGACCTGGATGCAATGGGATAGAGAAATTGAGAATTACACAAACATAATATACAATTTGCTTGAAGACTCG
CAAATCCAGCAGGAAAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTCA
GCATAACAAAATGGCTAAGGTATATACAAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTCTCTCTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCTAACGGAACAGATAGGATAATAGAAGCAATACAAGGACTGTGTAGAGCTA
TCAGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ615962 
GTGTTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACAACTCTATTCT
GTGCATCTGATGCTAAAGCATATGATAAGGAAGTCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTACTAGTAGTAGTACTACTACTCCTACTACTACTCATACTACTACTCCTCC
TAGTGATGATGGTAAGGATGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAAAAACGT
CAAGTGTATGCACTATTTTATAAACTTGATATAGTACCACTTAGAAATGAAAGCAATGGCACTGAGGAGTCTA
GGGATTATAGATTAATAAATTGCAATACCTCAGCCATAACGCAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCGCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGG
CCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCCACTCATTTCCTGTTAA
ATGGTAGCCTAGCAGAAGGAGGGATAATAATTAGATCTCAGAATCTGACAAACAATGCTAAAACAATAATAGT
ACACCTTAATGAGTCTGTAGAAATTGTGTGTATAAGACCCAACAATAATACAAGAACAAGTATAAGGATAGGA
CCAGGACAAGCATTCTTTGCAACAAATGACATAATAGGAAACATAAGGCAAGCCTATTGTAAAATTAATGGAA
GTCAGTGGAACACAACTTTACAACGGGTAGTAAGAAAATTAAAAGAACACTTCCCTAATAAAACAATAATAAG
ATTTCAACAACCCTCAGGAGGGGATCTAGAAATTACAATGCACAACTTTAATTGCAGAGGAGAATTTAAGCAG



CTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAATTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGAA
AAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAACTACACAAACATAATATACACTTTGCTTGAAGAA
TCGCAAACCCAGCAAGAAAAAAATGAAAAAGACTTATTATCATTGGACAGTTGGAAGAATCTGTGGAATTGGT
TTGACATAACAAGATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTA
TTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATAATAAACTTAATACAAAGAATTTGTAGAG
CTATCCGCAACATACCTACAAGAATAAGACAGGGCTTAGAAGCATCTTTGCTATAA 
>KY112213 
GTGGTAGGGAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGACAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAATTACTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATTATAATGGTAATAATACTGCCAGCAATAAGGAAGAAATAAAAAACTGCACTTT
CAATGTAACCACAGAACTAAGAGATAAGAATAAAAAGGAATATGCACTTTTTTACAAAGTTGATATAGTACCA
CTTCAAGGGAATAGTAATAATAGTAATAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACAC
AGGCCTGTCCAAAGGTCACTTTTGACCCGATTCCAATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGATCAGGACCATGCACTAATGTTAGCACAGTACAATGCACACATGGAATT
AAACCAGTAGTGTCAACTCAACTGCTGTTAAATGGTAGCTTATCAGAAGAAGGGATAATAATTAGATCTGAAA
ATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAGTCTGTAGGAATTCTCTGTACAAGACCCAG
CAACAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGGGAT
ATAAGACAAGCACATTGTAACATTAGTGGAGAAGCCTGGAATAAAACTTTACTCGGGGTAGTTAAAAAATTAA
GAGAATACTTCCAGAATAAAACAATAAAATTTCAGCCACCCTCAGGAGGAGACCTAGAAATTACAACACACAC
TTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCTTAGTTGGA
GCGCTAATCGGAGTGAAGGAGATCTTAGTGGAATATGGGATAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAATAATTACACAAACACAATATACAAGTTGCTTGAAGAATCGCAAACCCAACAGGAACAAAATGAAAAAGAT
CTATTAGCATTGGACAAATGGAACAATCTATGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGA
ACAGATAGGCTTATAGAATTAATACAAAGAATTTGTAGAGCTATCAGCAATATACCTAGAAGAATAAGACAGG
GCTTAGAAGCAGCTTTGCAATAA 
>KP109521 
GTGGTGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTATTGGGGAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGACGAAAGCCTAAAGCCATGTGTACAGCTGACCCCACTCTGTG
TCACTTTAGACTGTAAAACTGCTGATATTAGTAATAAGAGTAACTGTGCCAATGATACCTGTGAGAAAGCCAT
CAAGGAAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGAAATAAAAGATAGGAAAAGAAAAGAGTATGCA
CTTTTTTATAGACTTGATATAGTACCACTACCACCTGAGAGGGAAAGTAGCAACTCTAGTGGTAACAGCAGCA
TTGATGGTAATAGGAATGTCAGCAACCCTAGTAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGC
CATAAAACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATATATTATTGCACTCCAGCTGGTTATGCG
ATTCTAAAGTGTAATGATGAGACATTCAATGGGACAGGACCATGTAAGAATGTCAGCACAGTACAATGTACAC
ATGGAATTAAGCCAGTGGTATCAACACAATTATTGTTAAATGGTAGCCTAGCAAAAGAAGTAATAATTAGATC
TAAAAACCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGTATCTGTGCCAATTGTGTGTATAAGA
CCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGTATTCTTTGCAGCCACAGACATAATAG
GAAATATAAGAGAAGCACATTGTAACATTAGTGAAAAAGCATGGAATGAAACCTTACAAAGGGTAGTTAAAAA
ATTAAAAGAACACTTCCCTAATAAAGCAAGAATAAAATTTGACAAACATTCAGGAGGGGATCCAGAAATTACA
ACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCCCTAGAAAGATACCTAC
AGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTC
CAGTTGGAGTAATAAATCTGAAGCAGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGT
AATTACACAAGCACCATATACAGCTTGCTTGAACAATCACAAAACCAGCAGGAAAAAAATGAAAAGGATTTAT
TAGCATTAAACAGTTGGCAAAATCTGTGGACTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATT
TATAATAATAGTAGGAGGCTTGATAGGTTTCAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGG
CAGGGATACTCACCCTTGTCGTTTGCTATTAGGCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAG
ATAGAATTATAGGATTAATACAAAGAATTTGTAGGGCTATCAGCAATATACCTAGAAGAATAAGACAGGGCTT
TGAAACAGCTTTGCTATAA 
>KP109522 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCTACAAA



CCCTAATCCACAAGAAATAGCTTTGGAAAATGTGACAGAAAATTTTAGCATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAGATTGTAGTAATAATGTTACTACTAGTATCAACAGTACCAATACCATGAAGGAAGAACTAAAAAA
TTGCTCTTTCAATACAACCACAGAAATAAGAGATAGGAAAAAGAAAGAATATGCACTTTTTTATAGACTTGAT
ATAGTACAGCTTAATGAGGAAAAGAATTCCAGTGATGAATATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCAATCCT
CAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAGTAATGTTAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGACAATAATTAGATCTG
CAAATATAAAAGACAATACCAAAACAATAATAGTACATCTTAAAAATCCGGTAAGAATTGTGTGTACAAGGCC
TGGCAATAATACAAGGAAAAGTATAAGAATAGGACCAGGACAAACATTCTTTGCGACAGGAGAAGTAATAGGA
GATATAAGACAAGCACACTGTAACATTAATGGACAGGAATGGAACAAAACTTTGCAACAGGTAAGCGAAAAGT
TAGCAGAATACTTCCCTAATAAAACAATGACATTTCAACCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCGGACAAGAGTCCTGGCTATAGAGAGATACCTACAGGAT
CAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCTTAGTT
GGAGTAATAAATCTGAAAGGGATATTTGGGAAAACATGACTTGGATGCAGTGGGATAAAGAAATTAGCAATTA
CACAAACACAATATATACATTGCTTGAGGACGCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTACTAGCA
TTGGACAGTTGGAACAATTTGTGGAATTGGTTCAGCATATCAAAATGGCTGTGGTATATAAAGATATTCATAA
TGGTAGTAGGAGGCTTGGTAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGG
GTACTCACCTTTATCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGA
ATTATAGAAATAATACAAAGAATTGGTAGGGCTATCCGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTACAATAA 
>KC634164 
GGGGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTTTGTG
CTTCAGATGCTAAAGCTTATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTCCCCACAGACCC
CAATCCACAAGAACTAATTTTGGAAAATGTAACAGAAACTTTTAATATGTGGAAAAATGACATGGTGGATCAG
ATGCATAAAGATATAATCAGTTTATGGGATCAAAGCCTCCAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGCAACCTACACCAATAGCACCAATAGCACCCTAGATGATCCAGAAAGAAAAAATTG
CTCTTTTAATGTGACCACAGAATTAAGAGATAAGAAAAAGAAAGAAAATGCACTTTTTTATAGACTTGATATA
GTACCACTTAATGAGAATAGTAACTCGAGTAGTAACTTTAGTACATATAGATTAATTAATTGTAATACCTCAG
TCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTA
GATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTCAATGAATCTGTAGAGATTGAGTGTAC
AAGACCAGGCAATAATACAAGAAATAGTATAAGAATAGGACCAGGGCAGTCATTCTATGCAACAGAAAAGATA
ATAGGGGATATAAGACAAGCACATTGTAACATTAGTGGAGGAATTTGGAATAAAACTTTACAAGGGGTAAAGG
AAAAATTAAAAGAACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCCTAGAAAGATACCTA
CAGGATCAACAGCTCCTAGGTTTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAATT
CTAGTTGGACTAATAAAAATTACAGTGATATTTGGGGAAACATGACCTGGATGCAGTGGGATAAAGAGATTAG
TAACTACACAGACTTAATATACAGGTTACTTGAACAATCGCAAAACCAGCAAGAGAAAAATGAAGAAGATTTA
CTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGTTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGGCTATTAGTTTGCTTGATTTCTTAGCAATAACAGTAGCTGAAGGAACT
GATAGAATTATAGAAGCAGCACAAAGAGTTTTTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGAT
CAGAAGCAGCTTTGCTATAA 
>KC187352 
GTGTTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGTATATGAGAAAGAAATACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCGCAAGAAATGGTCTTAGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACACCACTCTGTG
TCACTTTAAATTGTAGTGAGGTCACAAATAGTAGCATTACCACAAATAGTAGTAGTACCACAAATAGTAGTAT
TAATGCCAATGATAGTATGAGTGGTGAAATGAGAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAG
AAAAGAAAAGAACATGCACTTTTTTATAGACTTGATCTAGTACCACTTGAGGATAACAATACCACATATAGAC
TAATAAATTGTAACACCTCAACTGTAACACAGGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATATTACATTTAATGGAACAGGACCATGCACGAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGCCTAG
CAGAAGGAAAAGTAATAATTAGATCTGAAAATTTGACAAACAATGCTAAAACAATAATAGTACAGTTTAAAGA
GGCTGTAGAAATTATGTGCACAAGGCCCGGCAATAATACAAGGAAGAGTGTGAGAATAGGACCAGGACAAGCA
TTCTATACAACAAACATAATAGGAGACATAAGGAAAGCACATTGTACCATTAGTGAAGAGAAATGGAATAACA
CTCTAAAAGAGGTAAGTGAAGAATTACGAAAACATTTCCCGAATAAAACAATAGAATTTAAACCATCCTCAGG



AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGGCTAGAGTCCTG
GCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGATGTACCTTGGAACCTTAGTTGGAGTAATAATAAATCTGTAGAGGATATTTGGAATAACATGACTTGGAT
GCAGTGGGATAAAGAAATTAACAATTACACACAGACAATATACTGGTTGCTTGGAGAATCGCAAATCCAGCAG
GAAAAGAATGAAAAGGACTTATTGGAATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAGCATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCCATTAGTCTGCTTGATACCATAGCA
ATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGCTTTTGTAGAGCTATCCTTAACATAC
CTACAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAATAA 
>KC186723 
GTGTGGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCACAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTACATTGTACAAATGTAAATGCTAGTGATAATGCCAACAGTACCACCTATGGAGAAGACATGAAAAA
TTGTTCTTTCAATGCAACCACAGAAGTAAGAGATAAGAAAAGGAAAGAGTATGCACTTTTTTATAGGCTTGAT
TTAGTATCACTTGATGAGAACAATAGTGACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTTAGTGGAACAGGACTATGTAGTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGGAGAGATAGTAATTAGATCTGAAAATCTGA
CAAATAATGCCAAAACAATAATAGTACATCTCAATGAATCTGTAGAAATTGAGTGTAAAAGACCCGGCAATAA
TACAAGAAAGAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGGGGCATAATAGGAGATATAAGA
CAAGCATATTGTAACATTAGTGCAAGACAATGGAATGAAACTTTACAAAAGGTAGAAGGAAAATTAAAAGAAC
ACTTCCCTAATAAAACAATACAATTTGCACCATCCTCAGGAGGGGATTTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTACAGGATCAACAGCTC
CTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCTCACAGATATTTGGGATAACATGACATGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACAC
AATATACAAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAACAAAACGAAAAAGATTTATTAGCATTGGACAGG
TGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGGTAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCATTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAACAGCTGAAGGAACAGATAGGATTATAGAA
TTAGTACAAAGAATTGGTAGAGGTATCTATAACATACCTACAAGAATAAGACAGGGATTTGAAGCAACTTTGC
AATAA 
>KC186899 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGGACAGAAGCAAAGACTACTTTATTTT
GTGCATCAGATGCAAAAGGATATGAGAGAGAAGTGCATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATTATAATACTACCAGCAGTAATAAGGGCAACAACACCCTCAATGGTACTGATTC
CATGAAGGGAGAAATAAAAAATTGCACTTTCAAAATAAGCACAGAAATAAAAGATAAGAACAAGAGGGAATAT
GCACTTTTTTATAGACTTGATGTAGTACCACTTAATAAGAATAACAAATCCAATGAGTATAGATTAATAAATT
GTAATACCTCAGTCGTAAAACAAGCCTGTCCAAAGGTCTCATTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTTTGCAATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAA
ACACAATAATTAGATCTAAAAATCTGAATGACAATGCCAAGATAATAATAGTACAGCTTAAAGAATCTGTAAA
AATTAAATGTATAAGGCCTGGCAATAATACAAGGAAAAGTATAAGGATAGGTCCAGGACAAATATTCTATGCA
ACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAAGGACTGGAGTAAAACTTTAC
AAGATGTAGGTAGAAAATTACAAGAACACTTCCCTAATAAAACAATAAAATTTGCACCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTA
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAACAATAGTTGGAGTAATAAATCTCAAGAGGAAATTTGGAATAACATGACATGGATGCAGTGGGA
TAGAGAAATTAACAATTACACAAACACAATATACCAGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAAT
GAACAGAAATTACTAGAATTGGACAGTTGGAACAATTTGTGGAATTGGTTTAACATATCTAACTGGCTGTGGT
ATATAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTATCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAATTTGTTTGATATCATAGCAATAAGAGTA
GCTGAAGGAACAGATAGAATTATAGTAGTAATACAAAGAATTTGTAGAGCTATACGCAACATACCTAGAAGAG
TCAGACAGGGCTTTGAAGCAGCTTTGCAATAG 
>KC186242 
GGGAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCGA



CCCACAAGAAATACATTTAACAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATGTAATCAGTTTATGGGATCAAAGCCTCAAACCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TGAACTGTGTAGATGCTGACAAGAATGCAACAGCAGACAATAGCACGTATGGAGAAGTAAAAAACTGCTCTTT
CAATGTAACCACAGAATTAAGGGATAAGAAAACAAATCAAAGTGCACTCTTTTATAGCATTGATATAGTACCA
CTTAAAAATAATAGTAGTGAATATAGATTAATAAGTTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAGGTGTAATAATAAGAC
ATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGTATTAAGCCAGTGGTCTCA
ACTCAACTACTATTAAATGGCAGCTTAGCAGAAGAAGACATAATAATTAGCTCTGAAAATATAACAGACAATG
TCAAAACTATAATAGTACGTCTTAAAGAACCTGTAGAGATTGAGTGTATAAGACCCAACAATAACACAAGAAA
AAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAGATAATAGGAAATATAAGAAAAGCATAT
TGTAACATTACTGGTAACTGGAATGAAACTTTACAAGGGATAAAGGAAAAATTAAGAGAACACTTCAAGGGTA
AAAATATAACATTTAAACAACATTCAGGAGGGGACCTAGAAGTTACAACACATAGCTTTAATTGTGGAGGAGA
ATTTAAGCAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAAGAGAACTAAGGATG
ACATTTGGAGTAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACTCAGACACAATATACAGGAT
GCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGGGAAGTGGGATAGTCTG
TGGAATTGGTTCAGCATAACACATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAG
GTTTAAGAATAATTTTTGCGGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGC
TATTAGTCTGCTTGATGTCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGG
ATTTGTAGAGCTATCTGCAACATACCTACAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAATAA 
>KC187207 
GTGGTAGGGGCCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAAGGATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAAGAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAATTCCTAAAGCCATGTGTAAAAATGACCCCACTCTGTG
TCACCTTAGAGTGTAATGAGAAAATTACCATTAGGAATATTACCATTATTGAGGAAAGTAATGTTACCATGAG
TAATATCACCAATGACATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAACAAAAGAAAGAA
TATGCACTTTTTTATAGGCTTGATATAGTACCACTTACTGAGAATAAGAACAAAACTATGTATAGATTAATAA
ATTGCAATACCTCAGCCATAACACAATCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGC
GCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCATGCACTAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCCGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTGGCAGAAG
GAGACATAATAATTAGATCTGAAAAGCTGACAGACAATGCCAAAACAATAATAGTACACCTTAACCACTCTGT
AGAAATTACATGTGTAAGACCAGGCAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGTGAAATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTAGAGCGAATTGGACCAAAACTT
TACAACAGGTAAAAGAAAAATTAGGAAAACACTTCAATCATAATAGCAGTAAAATATTTTTTGCACCATCCTC
AGGAGGGGATCTAGAAATTATAACGCATAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCGGGAAAGCTCATCTGCA
CCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAAAAGATATTTGGGATAAAATGACCTGGAT
ACAGTGGGATAAAGAAATTAGTAATTACTCAAACACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAG
GAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTAGCTGTTAGTCTAGTTGATGCCATAGCC
ATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAGCAATACAAAGAATTTGTAGAGCTATCCTTAACATAC
CTACAAGAATAAGACAGGGCATAGAAGCAGCTTTACTATAA 
>KC186306 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCGACCCACAAGAAATACCTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCAGGAAGATATAATTAGTTTATGGGACCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGCAGATGCTAATTTTACCAAAAAGGGTAATGATACTAATTCTACCAAAAGGGTTAATGT
TACCAATAATATTATGGGTGAAGAAATAAAAAATTGCTCTTTCAATATGACCACAGAATTAAGAGATAAGAAA
CAGGAAGTGTATGCACTTTTTTATAGACTTGATGTAGTACCAATTAAGGATAATGACAACTCTAGTGAGTATA
GACTAATAAGTTGTAATACCTCCACTATAACACAAGCCTGTCCAAAGGTTTCGTTTGATCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGCGACATTCAATGGGACAGGACCTTGCAGT
AACGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAATTACTGTTAAATGGTAGCC
TAGCAGAAAAAGACATAATAATTAGATCTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAA
TGAATCTGTACCAATTGTGTGTACAAGACCCAACAATAATACAAGAAAGAGTGTAAGAATAGGACCAGGACAA
ACATTCTATGCAACAGGAGACATAATAGGGGATATAAGACAAGCACATTGTAACATTAGCAAAGCGAAATGGA
ATCAAACTCTACATAAGGTAGGTGAAAAATTAGGAAAGTACTTCCCTAATAGAACATTAATATTTGCACCACA
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGA



GTCCTGGCTATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAACCTCAGTTGGAGTAGTAGATCTGAAGAAGATATTTGGGGTAACATGACCTG
GATGGAGTGGGATAAAGAAATTAGCAATTACACAGACACAATATACAGATTGCTTGAAGAATCGCAAAACCAA
CAGGAGAAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGGCATCCGCAATA
TACCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAATAA 
>KC187437 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAATATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATTAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCTCTCTGTG
TCACTTTAGAGTGTACAAATGTTACTGTTGGAAATACAAATGTTACTGATATAAATGTTACTGTTGGAAATAG
TACTGGAGAAATGAAAAACTGCTCTTTCAATATGACCACAGAATTAAGAGATAAGAAACACAGAGTGTTTGCA
CTTTTTTATAAACTTGATATAGTATCACTTGATGGGAGTAACAGCTATAGATTAATAAATTGCAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCGCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTGGCAGAGGGAGACATAATAATTA
GATCTGAAAACTTGACAAACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTGTATGTAC
AAGGCCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTAGCATA
ATAGGAGACATAAGAGAAGCACACTGTAACATTAGTGCAGGAAAGTGGAACAGAACTTTACAACAGGTAAGCA
AAAAATTAAAAGAACATTTCCCTAATAGGACAATAAAGTTTGAACCACACTCAGGAGGGGATCTAGAAATTAC
AACACATAGTTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTCAAGATGATATTTGGAACAACATGACCTGGATGCAGTGGGATAAAGAAATTAG
GGATTACACAGGCACAATATACAAAATGCTTGAAGAATCACAAAACCAGCAGGAACAGAATGAAAAGGATTTA
TTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATAATAGTAGGAAGCTTGATAGGTTTAAGAATAATTTTTATTGTGCTTTCTGTAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTGGCTATTAGTCTAATTGATGCCATAGCCATAGCAGTAGCTGAAGGAACA
GATAGAATTATAGAATTCCTGCAAAGAACTGGTAGAGCTATCCTCCATATACCTGCAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>KC186647 
GTGATGGGGAATATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGGATATGAAAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAATCCACAAGAAATGGAGTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGCG
TCACTCTAAACTGTAGTGATATTCATATTCATAAAAATAAAACCAGTGATGGTACTGGTAATAATAAAACCAG
GGATGAAGAAATGAAAAATTGCTCTTTCAAGACAACCACAGAAATAAAAGATAGGACAAGGAAGGAATATGCA
CTTTTTTATAGACTTGATATAACACCACTTGATAGGGAAAATGACAGTAATTCTGAGAACAGCAGTAGTCAGT
ATAGATTAATAAATTGTAATACCTCAGCAGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGATATGCGATTCTGAAGTGTAATAATAATACATTCAATGGAACGGGGCCATGC
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GTCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTGCATCT
TAATGAATCTGTAAGAATTGTGTGTACAAGGCCTGGCAATAATACAAGGAGAAGTGTGAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGATATAATAGGAAATATAAGACAAGCACATTGTAACATTACGGAAGGACAAT
GGAACAAGACTTTACAAAGGGTAAGCGAAAAATTACAAAAACTCTTCCCTAATAAGACAATAAGATTTGAGCC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAAGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAACAATAGTTGGAGTAATAAATCTCAAAATGAAATTTGGGGGAACATGAC
TTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGGCATAATATACAATTTGCTTGAAGAATCGCAAAAC
CAGCAGGAGAAAAATGAAGAAGAGTTACTAGCATTAGACAAATGGGACAGTTTGTGGAACTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCCTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGATTGATGCC
ATAGCAATAGCAATAGGTGAAGGAACAGATAGAATTATAGAATTAATACAAAGAATTGGTAGAGCTATCTATA
ACGTACCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTATAA 
>KC187550 
GGAGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT



CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACGTTAGAATGTAGAAGCGTTACTACTAATGGTGGAAACGTTACTACTAAAAACGTTACTACTAATGATGG
AAACGTTACTACTATTGGTAATGGTACAGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAACTACAA
GATAGAAAAAACAAAATGTATGCACTTTTCTATAAGATTGATATAGTATCACTTAATGGCAACTCTAGCAAGT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGCTATGCACTTTTAAAGTGTAATGATAAGAAATTCAATGGGACGGGACCATGC
ACTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTATTGTTAAATGGTA
GCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACAACT
TACGAAACCTGTACAAATTGTGTGTACAAGACCCAACAATAATACAAGACAAAGTATAAGGATAGGACCAGGG
CAAGTATTCTATGCAACAAAAGGAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGCGCAACAGACT
GGAATACAACTATAACAAATATAACTAAAAAATTACAAAAACACTATAATAATAAGACAATAGTCTTTGCGCC
ATCTGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGGGGAGAATTTAAACAGCTCCAGGCG
AGAGTCCTGGCCATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGGAAATTCA
TCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGAGTAATAGATCAGATATTGATATTTGGAACAACATGAC
CTGGATGCAGTGGGATAGGGAAATTAGTAATTACACAAACACAATATACGAGTTGCTTGAAAAATCACAAATC
CAGCAGGACGAAAATGAAAAAGAGTTATTAAAATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAT
CAAAATGGCTGAGGTATATACAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTAGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATCATAGAATTAATACAAAGCACTTGTAGAGCTATCCGCA
ACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>KC187376 
GGGGAGAACTTGTGGGTCACAGTCCACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGGATATGAGAGAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGTTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAGGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAACCTGTAGTAATGCTACCACCAGGAATGGTAATGATACCAGTACTAACATCACAATTGGAGGAATGAA
GAATTGCTCTTTTAATGCAACTACAGAATTAAAAGATAAAGAAAAGAAAGAATATGCACTTTTTTATAGACTT
GATATAGTACCACTTAGTAAGACTAATGGCAGTGAGACTGGAGAGTATAGATTAATAAATTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACA
CATGGAATTAAACCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTA
GGTCTGAAAATATAGCAAATAATGTCAAGACAATAATAGTACATCTTAATGAATCTGTGAAGATTGAATGTAC
AAGACCTGGCAATAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGGTGAGTGGAATAGAACTTTACAAAGGGTAAGTA
AAAAATTAAAAGAACACTTCCCTAATAAAACAATACGATTTGCACCACCGGTAGGAGGGGACTTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
CAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAGACGCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAGATCTCTAGAGGAGATTTGGAACAACATGACCTGGATGCAGTGGGATAGGGAAATTAG
TAATTACACAAACACAATATACAGGTTGCTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAAAAAGAGTTA
CTAGAATTGGACAAGTGGAACAATCTGTGGAGTTGGTTTAACATAACAAAATGGTTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTATAAGAATAATTTTTGCTATACTCTCTCTAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGTTAGATACCATAGCAATAACAGTAGCTGAAGGAACA
GATAGGCTTATAGAACTAATACAAAGATTTGGTAGAGCTATTTACAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>KC187723 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAGGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAAATGTACAGAGGTTACTGTTAATAATACTGCTAATAATATTAATAATACTACTGCTGCTAATGC
TACTGCTAATGAGGCTAAAGACATGAAAAATTGCTCTTTCAATGCAACCACAGAACTGGGAGATAAGAAACAG
CAAACGTATGCACTTTTTTATAGACTTGATATAGTACCACTCAATGAGAATAACAACAACTCTAAGTATAGAT
TAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCACCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGGCCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAG
CAGAAAAAGATATAATAATTAGATCTGAAAATCTAACAAACAATGCCAAAATAATAATAGTACATCTTAATGA
ATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAATCTAAATGGAACAGAA
CTTTACAACAGGTAGGAAGAGAATTAGTAAAACACTTTAATACAACAATAATATTTGCACCATCTTCAGGCGG
GGACCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCTTGGCT



ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTTCAGTTGGAGTAATAGATCTGAAGATTATATTTGGAACAACATGACCTGGATGCAGTG
GGATAGAGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGTCTCACAAAACCAGCAGGAAAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTGACATAACAAAGTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGCTCTCTGT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCCTAGCAATAGTA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGATTTTGTAGAGCTATCCTTAATATACCTACAA
GAATAAGACAAGGCCTTGAAATAGCTTTGCAATAA 
>KC186458 
GGGGATGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTCTTTT
GTGCATCAGATGCTAAAGCACATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAGGAAGTGGTCTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAGATGTGTGAATGCTACTGCTAATGGGAATGTTCTTGTTAATAATACCATGGGTGCAGAAATACA
AAATTGCACTTTCAATACAACCACAATAATAAGAGATAAGCAAAAGCAAGAGCATGCACTTTTTTATAGACCT
GATATAGTGCCACTTGATGATAATGCCAATACAACAAATTACACTGAGTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTTTGCATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGTCTATCAGAAGGAGGGATAATAA
TTAGGTCTGAAAATCTGACAAGCAATACCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTG
TGTAAGGCCCAACAATAATACAAGAACAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAT
ATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAAACAAAACTGGACTACAACTTTACAAAGGATAG
AAGAAAAATTAAAAGAACAATTTAAAAACAGTAATATAACATTGGGTAATATAACATTTGCACCACCTGCAGG
AGGGGACCTTGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAACTCCAGGCAAGAGTCCTG
GCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTAAAGAAGATATTTGGGAGAACATGACCTGGATGCA
GTGGGATAGAGAAATAAGTAATTACACAAATACAATATATAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAG
GAAAATGAAAAAGATTTATTAGCATTGAGCAATTGGCAAAGCCTGTGGACTTGGTTTAGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTATC
CATAGTAAAGAAAGTCAGGCAGGGATACTCACCTCTCTCGTTGGCTGTTAGTCTGCTTGATACCATAGCAATA
GCAGTAGGTGCAGGAACAGATAGGATTATAGAAGTAGCACAAGGAGCTGGTAGAGCTATCCTCAACATACCTA
GAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTATAA 
>KC187049 
GGAGGGGGAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGCACATAATGTCTGGGCTACACACGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATACTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGTAGTAACATTAGTAGGGTTAGTAACATTAGTAGGGTTAGTAATGAAAGTGATAGCATGAT
GAAAAATTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAGAAAACAAAACAATATGCACTTTTTTATAGA
GTTGATATAGTACCACTTAATGAGAGTAGTTCTGAGGGGAGGAACTCTAGTGAGTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCGCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGCAAGAATGTCAGCACAGTA
CAATGTACTCATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGA
TAATAATTAGATCTGAAAATCTGACAAATAATGTAAAAACAATAATAGTACATCTTAATGAATCTGTAGAGAT
TAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAGCATTCTATGCAACA
GGAGATATAATAGGAAATATAAGACAAGCACACTGTACAATTAATGGAACTAAATGGAATGAAACTTTACAAA
GGGTAAGTGAGACATTAAAGAAACACTTCAATAAAACTATAACATTTCAACCACCATCAGGAGGGGATCTAGA
AATTACAACACATAGCTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGA
TACCTACAGGATCAACAGCTCCTAGGGTTATGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTT
GGAACGCTAGTTGGAGTAATAAAACCCTAAGTGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGA
GATTAGTAACTACACAGGCACAATATACAGGTTGCTTGAAGACTCACAAAACCAGCAGGAAAAGAATGAAAAA
GATCTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAACTTTTGCTGTAATCTCTCTAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCAGAA
GGAACAGATAGGGTTATAGAATTAATACAAAGAATTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>KC186320 
GTGATGGGGAGCTTGTGGGTAACAGTATATTATGGGGTACCTGTGTGGAGGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCTTATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATTTCATGGTAGAC



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACATTGTACAAATGTTACTGCTAATGCTACTACTGTTAATAATACTGCTGTTAATGTTAGTGTTGT
TAAAGATACTGCTGCTGATGAAATGAGAAATTGTTCTTTTAATGTAACCACAGAAATTAGAGATAAGAGAAGG
AATGAGTATGCACTCTTTTATAGGCTTGATATAGTGCCACTTAATGGGGATTCTAATAGCTCTGAGTATAGGT
TAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCGCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGGAGCCTAG
CAGAAGAGGAGATAATAATTAGATCTAAAAATCTGACAAACAATGTCAATACAATAATAGTACACCTCAATGA
ATCTGTAGAAATTAGGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAAACAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTACAGAGAGTTGGAACA
AAACTTTAAGACGGGTGAGTAAAAAATTACTAGAGCATTTCCCTAATAAAACAATAAACTTTAAACCACCTGT
AGGCGGGGATCTAGAAATAACAATGCATAGCTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAAGTACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTACCTTGGAACAGCAGTTGGAGTAATAAAACTCAAAAACAAATTTGGGAGAACATGACCTGGAT
GCAGTGGGATAAAGAGGTTAGCAATTACACAGAAACAATATACAGGTTGCTTGAAGAATCGCAAAACCAACAG
GAACAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTATGGAATTGGTTTGGCATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTAGTGTGCT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTACTAGATACCATAGCC
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGCAATACAAAGAGTTGGTAGAGCTATCATTAACATAC
CTACTAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTATAA 
>KC187482 
GTGGGGGGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAGGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAATGCTAATAGTAGCATAGAAGGCAGAAGCATAGAAGAAGGCATGAAGGGAGAAAT
AAAAAATTGCTCTTTCAATATGACTACAGAACTAAGAGATAAGAAAAAGAAAGAGTATGCACTGTTTTATAAA
CTTGATGTAGTACCACTTAATGAAAATAATAACAGTAGTAATTATAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCTTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTACTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGAAAAGGACCATGTAAGAATGTCAGTACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTATTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAA
TAATTAGATCTGAAAATCTAACAAACAATGCCAAAATAATAATAGTACAGCTTAATGACTCTGTAGAGATTGT
GTGTACAAGACCAAACAATAATACAAGAAGAAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGT
GACATAATAGGGGACATAAGGCAAGCACATTGTAACATTAGTGGAACCAGATGGAATGAAACTGTGCAAAGGG
TAAAGGAAAAATTAAAAGAACACTTCCCTAATAAAACAATCACATTTAATTCATCTTCAGGAGGGGATCTAGA
AATTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTGGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCGGGAAAACTCATCTGCACCACTTCTGTGCCTT
GGAACTCTAGTTGGAGCAATAAATCTCAAACAGATATCTGGGAGAACATGACTTGGATGCAGTGGGACAAAGA
GATTAACAATTACACATCCACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAGAGAAATGAAAAA
GATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCAATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATCTTAGAATTCATACAAATATTTTGTAGAGCTATCTATAACATACCTAGGAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KC186143 
GTAATGGGGCACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GCGCCTCAGATGCTAAAGCATATGAGAGAGAAATGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATTAATTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAGAATGTTACCTGCAATAAGAATGAGAGCAAGAGTAAAAATAACAGCACAGAAGAAAT
AAAAGGCATGGAAGAAATGAAAAATTGCTCTTTTAACATAACCACAGAAATAAGAGATAAAAAAAGGAAAGTA
CATGCACTTTTTGATACCCTTGATATAGTACAAATCAAGGAGAATAATAACAATTCTAATGAGTATAGATTAA
TAAAGTGTAATACCTCAGTCATAACACAGGCCTGTCCAAAGGTCTCGTTTGAACCAATTCCTATACATTTTTG
TGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTC
AGCACAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCCTAGCAG
AAAAGGAGATAATAATTAGATCTGAAAATATAACAGACAATGTTAAAACAATAATAGTACATCTCAATGAATC
TGTAAAGATTAATTGTACAAGACTTAATAATAATACAAGGACAAGTGTGAGAATAGGACCAGGACAAACATTC
TATGCATCAGAAGCAGTAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAGGGAAGACTGGAATACAA
CTTTACAAAGGGTAAAGGAAAAATTAAAAGAACACTTCCCTAATAATACAATAGAATTTGAACCACCCTCGGG
AGGGGACCCAGAGATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG



GCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTGTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTACCTTGGAATTCTAGTTGGAGCAATAGAACTCAAAATCAGATTTGGGAGAACATGACCTGGATGCA
ATGGGATAGAGAAATTGATAATTACACAAATACAATATACAGGCTGCTTGAAGAATCGCAAAACCAGCAGGAA
AAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAATATAACAAACTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATA
ACAGTAGCTGAAGGAACAGATAGAATTATAGAGATATTACAAAGAATTTGTAGAGCTATCCTCAATATACCTA
CAAGAATAAGACAGGGATTAGAATCAGCTTTGCTATAA 
>KC156214 
GTGAGGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTTTGTG
TCACTTTAAACTGTAGTCATAATATTACGGTTAATGGTACCATGGGAAATGGTACCAGGGGAAATGATAGTAC
GATTGGGAAAATGGGAGATGAAATGACAAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAAAAAG
CTAGAATATGCACTTTTTTATAAACTTGATGTAGTAACACTTGAGGAAAACTCCAGTGAGTACAGATTAATAA
ATTGTAATACCTCAGTAGTTACACAAGCCTGTCCAAAGGTTTCGTTTCACCCAATTCCTATACATTATTGTGC
TCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAAGATCAGC
ACTGTACAGTGTACACATGGGATCAAGCCAGTGGTATCTACTCAACTACTGTTAAATGGTAGTCTAGCAGAAA
AAGAGATAATAGTTAGATCTGAAAATATACAGGACAATGTCAAAACAATCATAGTACATCTTAATGAATCTGT
GAAAATTGAGTGTACAAGGCCCGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTTT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCATACTGTACCATTAATGGGACTCAATGGAATGACACTT
TAAATAGGGTAAGAGAAACATTACAAAGGCACTTCCCTAATAAAACAATAAAATTTAGACCACACTCAGGAGG
GGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CCGTGCCTTGGAACAATAGTTGGAGTAATAAATCTCAAGATGATATTTGGGGCAATATGACCTGGATGCAATG
GGACAGAGAAATTAGCAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAAG
AATGAAAAGGATTTACTAGCATTGGACAGTTGGCAAAATTTGTGGAATTGGTTTAACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTATCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCACAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTCCTACAGAGAATTTGTAGAGCTATCTACCATATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KP109523 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAATAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCAGTTTAGACTGTAGGAATATTACTAACAATATTACAAAGACCAATGGTTCAGTTGATAGAAATGCTACCAG
TGAAATAAAAAATTGTACTTTCAAAGCAGCCACACAAGTAAAAGATAAAAAACGGAATGTATCTGCACTGTTT
TATAGCCTTGATCTAGTACCACTTGAAAGAAGTGGGCAGTATAGATTAATACATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCCATTCCTATACATTATTGTACGCCAGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAAACATTCAATGGGACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGATGGAAATATAATAATTAGATCAG
AAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAGTCTGTACCAATTGTGTGTACAAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTTTGCAACAGGTGAAATAATAGGA
AACATAAGAGAAGCACATTGTAACGTTAGTGGAAAGACATGGAATAAAACTTTAGAACAGGTAAAAGGAAAAT
TAGCAGAACACTTCCCTAATAAAACAATAACATTTGCAGAGTCCTCAGGAGGGGATCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTCAAACAGAGATTTGGGAGAACATGACCTGGATGCAGTGGGATAGGGAAATTAATAATTA
CACAAACACAATATACCAGTTGCTTGAGGAATCACAAATCCAGCAGGAGAAAAATGAAAAAGATCTATTAGCA
TTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCATATCAAATTGGCTGAGGTATATACAAATATTCATAA
TCGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCATTCGCTATTAGTTTAATAGATGCCCTAGCCATAACAGTAGCTGAAGGAACAGATAGG
ATTATAGAGTTTATGCAAAGAATTGGTAGAGCTATCCACAACATACCTAGAAGAATAAGACAGGGCTTTGAAA
CAGCTTTGCTATAA 
>KP109524 
GTGACGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATGATATGGTAGATCAG



ATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAGTTGTACAAAGGTTAACACTAGTAAGGTTAGTGATGCTAGTGGTAAGAATATCAGTGCCTATGATGA
CATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAAAGATAAAAAGAAGAGAATAAATGCACTCTTTTAT
AAAATTGATATAGTACCACTTAGTGAGAATTCTGATGAGTATAGATTAATAAATTGTAATACCTCAGTCGTGA
CACAAGCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGCAATAATAAAACATTCAATGGACTAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTG
AAAACATAACTAACAGTGTCAAAACAATAATAGTACATCTTAATGAACCTGTAGAGATTAATTGTACAAGACC
CTACAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGGCAAACATTCTATGCAACAGGAGATATAATAGGA
GATATAAGAGAAGCACATTGTAACATTAGTAGAAGTAAATGGAATGAAACTTTACAAAGGGTAAAGAACAAAT
TAGGAGAATACTTCCATGGTAAAGAAATAGTATTTAACACATCCTCAGGAGGGGATCTAGAAATTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGCTGTGGGGCTGCGCTGGAAAGCGCATCTGCACCACTGCTGTGCCTTGGAACAATAGTT
GGAGCAGTAGAACTGAACAGGATATTTGGAATAACACGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATAAAAAAGAGTTGCTAGAA
TTGGACAAGTGGGACAATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTATCGTTTGCTATTAGTCTGTTTGATACCACAGCAATAATAGTAGCTGGAGGAACAGATAGA
TTTATAGAAGTAGTACAAAGAATTTGGAGAGCTATCTGCAATATACCTACAAGAATAAGACAGGGCTTTGAAA
CAGCTTTACTATAA 
>KP109527 
GCAGTGGGAAACCGGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAAACGCAAAAGCTACTCTATTCT
GTGCATCAGAGGCTAAAGCATATAGTCAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCGACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAGAGTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAATTCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACAGCTGCTAGAACAATTGTTAAGGCTAATAATACTGATAATGTAACTACAATAGAAGA
CATGAAAAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAAGAAACAGAAAATGTATGCACTTTTTTAT
AGACTTGATATAGTATCACTTGATAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCT
AAAGTGTAATAAGAAGACATTCAATGGGGTAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTG
AAAATTTGACAGACAATGTCAAAACAATAATAGTACAGCTTAATAAATCTGTGGAGATTGTGTGTACAAGACC
CAGTAACAATACAAGAAAAAGTGTAAGAATAGGACCAGGACAAACACTCTTTACAACAGGAGAAGTAATAGGA
AATATAAGAAATGCTTATTGTAGCCTTAATGGAAGTAATTGGCATAAAACTTTACAAAGTGTAAGTGAAAAAT
TAAAAGAACACTTCTCTAATAAAACAATAATAAAATTTGAACCACATTCAGGAGGGGATCTAGAAATTACAAG
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACGCATCTGCACCACTGATGTGCCTTGGGACTCCA
ATTGGAGCAATAAATCTAAAGAAGATATATGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGACACAATATACGCGTTGCTTGAAAAATCACAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTA
GCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTTTGGTATATAAAAATATTCA
TAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGTTATCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTAGTACTAAGAGCTTGTAGAGCTATCTGCAACATCCCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>KC634109 
GGGACGGGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAGAGCATATAGCAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTATAAATGTTACCAGTAATACTACCCAAGGTAATAATACCCAAGTTAATGCTACCTATGA
TAGTGCCAAAGAGAAAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAAAAAGGAA
GTGCATGCTCTTTTTTATAAACTTGATATAGTACCACTTGATGAGACGAACTCTGGTGAGTATAGATTAATAA
ATTGTAATACCTCAACCATAACACAAGCTTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGCAATAATAAGACCTTCAATGGGACAGGACCATGCACTAATGTCAGC
ACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACCCAACTCCTGTTAAATGGTAGCCTAGCAGAAG
GAGAGATAATAATTAGATCTAAAAATATGACAGACAATTCCAAAACAATAATAGTACATTTTAATGAATCTGT
AGAGATTGTATGTATAAGGCCCGGCAATAACACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGCTAACTGGACTAGAGCTT
TACAAAGGGTAAGTAGAAAATTAGGAGAATACTTCCCCAATAGAACAATAACATTTGCATCATCTGCAGGAGG
GGACCCAGAAATTACAACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT



ATAGAAAGATACCTGCAGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTGAACAAGATATTTGGGAGAACATGACCTGGATGCAGTG
GGATAGAGAAATTAATAATTACACAAACACAATATACTGGTTGCTTGAAGTATCGCAAAGCCAACAGGAAAAG
AATGAAAAAGATTTACTAGCATTGGACAAATGGAACAGCTTGTGGAATTGGTTTGACATATCAAAGTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCTGTGCTCTCTAT
AGCGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCT
GTAGCTGGAGGAACAGATAGAATTATAGAATTGATACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAA
GAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>KC187500 
GTGATAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTGTGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCAATGTTGGTACCCTTAATAATACCTTTGGTACCCTTAATAATACCCTTGATACCCT
TAATAATACCATGAGAAACTGCTCTTTCAATGCAACAACAGAAATAAAAGATAAGAAAAAGACTGAATTTGCA
CTTTTTTATAAACTTGATCTAGTACAACTTAAGGAAAAATCAAACTCTAGTGAGTATAGATTAATAAATTGTA
ATACCTCAGTCGTAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAATGTAATAATAATACATTCAGTGGAAAAGGACCATGCTCTAATGTCAGTACAGTA
CAATGTACGCATGGGATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGGAGTCTAGCAAAAGAAGAGA
TAGTAATCAGATCTGAAAATCTGACAAATAATGCCAAAAATATAATAGTACAGCTTAACAAATCTGTGGAAAT
TGTATGTGCAAGACCCGGCAATAATACAAGGAAGAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTACTGCAAAGGCATGGAATGAAGCTTTACAAT
GGGTAAAACAAAAATTAGAAGAACATTTCCCTAATAAAACAATAGAATTTAAACCACCTGCCGGAGGGGACCT
AGAAATTACCACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGTTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAACTCTAGTTGGAGTAATAAATCTTACGAGGACATTTGGGATAACATGACTTGGATGCAGTGGGATAA
AGAAATTAATAATTACACAGGCACAATATACAGGTTGCTTGAAGAATCGCAAAGCCAGCAAGAAAAAAATGAA
AAAGATTTACTAGCATTGGACAGTTGGAACAGTCTATGGAATTGGTTTGACATATCAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTAATCTCTGTAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCT
GAAGGAACAGATAGGATTATAGAAGTAATACAAAGAAGTTGTAGAGCTATCTGCAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCATTGCAATAA 
>KC187630 
GTGGTGGGAAAGGAAAAGAAAGAGGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAG
CAAAGACTACTCTATTTTGTGCATCAGATGCTAAAGGATATGAGAGAGAAATGCATAATGTCTGGGCTACACA
TGCCTGTGTACCCACAGACCCCGACCCACAAGAAATGCTTCTGGAAAATGTAACAGAAAATTTTAACATATGG
GAAAATGACATGGTGGATCAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAC
AGTTAACCCCACTCTGTGTCACTTTAAATTGTAGCAATGCTACTATTACCTTTAGAAATGATACCAGTCCTAA
TAATAACAGTAAGGGTAATGTTACCCATATTCCCACTGAGGAAATGAAAAATTGCTCTTTCAATACAACCACA
GAAATAAGAGATAGGAAAAAGAAAGAGTATGCACTTTTTTATAGACTAGATTTAGAACCACTTAATGAGGGTA
AGAACAACTCTGGTAAGAGGAACAACAGCTATGATGAGTATATATTAATAAATTGTAATACCTCAACCATAGC
ACAAGCCTGTCCAAAGATCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTA
AAGTGTAATAACAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAA
TTAAGCCAGTGGTATCAACACAACTCCTGTTAAATGGCAGCCTATCAGAAGGAGAGATAATAATTAAATCTAA
AAATCTGACAAACAATGCCAAAACAGTAATAGTACATTTTAATCAATCTATAGAAATTGTGTGTACAAGACCC
AACAATAATACAAGACAGAGTGTAAGGATAGGACCAGGACGAGCATTCTATACAACAGGAGACATTATAGGAG
ATACAAGAAAAGCACATTGTAACATTACCAAGGCAAACTGGACTGACACTCTACAACAGGTAGCTAAAAAATT
AGCAGAATACTACCCTAATGTAACAATAAACTTTACACAACCTGTACGGGGAGGGGATCCAGAAATTACAATG
CATACCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAAG
ATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCTCTACTGTAAAGTGGAACAAAAC
TTGGAGTAATGGGAGAGGGCTACAAGATATTTGGGATAACCTGACCTGGATGCAGTGGGATAAAGAAATTGAT
AATTACACAGACATAATATACCAGTTGCTTGAGGACTCGCAAATCCAGCAGGAGAAAAATGAACAGGATTTAT
TAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTGACATATCAAAGTGGTTGTGGTATATAAAAATATT
CATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGG
CAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTGATTGCATAGCAATAGCAGTAGCTGAAGGAACAG
ATAGGATTATAGAATTAATACAAAGAATTGGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTT
TGAAGCAGCTTTGCTATAA 
>KC186203 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA



CCCCGACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAACTTCAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTGATGAGCCGACTAACTATACTAGTTACTATATTAATAGCACTGGTTATCTTATTAATAG
CAATGAAATGCAAAATTGCTCTTTCAACGCAACCACAGAACTAAAAGATAAGAAAATTAAAGTGTCTGCACTA
TTTTATAAACTTGATATAGTACCACTTGATAATAATTCTGGCAATTCTAGCAGTTATAGATTAATTAATTGTA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTTCTGTGCTCCAGC
TGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGAACAGGACCATGCACGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAGA
TAATAATTAGATCTGAGAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATAAAACTGTAATGAT
TAATTGTACGAGACCTGGCAATAATACAAGACAAAGTATAAGAATAGGACCAGGAAAAGTATTCTATGCAACA
GGAGGCATAATGGGAAATATAAGACAAGCACATTGTAACATTAGTGAAAAAGATTGGAATAACACTTTACAAC
AAGTAGGGAGAAAATTGGCAGAGCACTTCCCTAATAAGACAATAGAATTTAAACCACACTCAGGAGGGGATAT
AGAAATTACAACACATATGTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGG
CTTGGAACTCTAGTTGGAGTAATAGAAGTGCAACTGATATTTGGGGTAACATGACCTGGATGCAATGGGAGAA
AGAAATTGAGAACTACACAGAAACAATATATAGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAACAAAATGAA
AAAGATTTACTGGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTAGCATAACAAGGTGGTTGTGGTATA
TAAAATTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCTGTAATCTCCATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTTATACAAAGATTTTGTAGAGGTATCTATAATATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC186594 
GGGAAAGACTTGTGGGTCACAGTCTACTACGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCTTATGAGAAGGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAGGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAG
ATGCAGGAAGATATAATCAGTTTATGGGATCAAAGTCTCAAGCCATGTGTAAAGTTAACCCCACTCTGTGTCA
CTTTAAATTGTACAAATGTTACCTATAATAGTAGCATACATGAAGAGATGAAATATAATAGTAGCATACATGG
AGAGATGAAAAATTGCTCTTTCAATATAACCACAGTATTAAGAGATAAGAAAAAGATAGAACATGCACTTTTT
TATAGTCTTGATCTAGTACCACTTGGGGGAAAAAACTCTAGTGAGTATAGATTAATAAGTTGTAATACCTCAG
TCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAGTGGAAAGGGACCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATCTGACAGATAATGTCAAAACAATAATAGTACATCTCAATGAATCTGTAGAGATTATTTGTAC
AAGACCTGGCAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGCCAGGGAAAATGGAATAAAACTTTACAAGAGGTAAGTA
AAAAATTAAAAGAACACTTCCCTAATAAGACAATAATATTTGGGCCACATGCAGGAGGGGACCTAGAGGTTAC
AACACATAGCTTTAGTTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGTTACCTA
AAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGTCTTGGAACT
CTAGTTGGAGTAATAGAACTCAAGATGATATTTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAGAAACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTA
CTAGCATTAGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATAT
TCATAATGATAATAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTGCTTGATACTATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGAGTATAGAAGTAATACAAAGAATTTGGAGAGCTATCTGTAACATACCTACAAGAATAAGACAGGGCC
TTGAAATAGCTTTGCAATAA 
>KC186169 
GTGATGGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGTAGTGATGTTAAAAATGGTACTGGAAATGCTACTGCTAACATGGAGGGAGAACTGAAAAA
TTGCTCTTTCAATGCAACCACAGAAATACAAGATAAGAAAAAAAGGGAACATGCAATTTTTTATAGACTTGAT
ATAGTACCACTTAAGGGAAATAGTGCTAGCAATTCCAGTGAGTATAGATTAATCAATTGTAATACCTCAGCCG
TAACACAAACCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGATCAGGACCATGCAATAATGTCAGCACAGTGCAATGTACACAC
GGGATTAAGCCAGTGGTATCCACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAGTAATTAGAT
CTGAAAATTTGACAAACAATGCTAAAATAATAATAGTACATCTTAATGAATCTGTAAAAATTGTGTGTACAAG
GCCCAACAATAATACAAGAAAAAGTGTAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATA
GGAAATATAAGACAAGCACATTGTAACATTAGTGGAGCAGAATGGAATGTAACTCTAGAAAGGGTAAGTGAAA
AATTAAAAAACCATTTCCCTAATAAAACAATAGAATTTGCACCATCCTCAGGAGGGGATCTAGAAATTGTAAC



ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCA
GTTGGAGTAATAAATCTCAAGAAGATATTTGGGAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACATACACAATATACAACTTGCTTGAAATCGCACAAACCCAGCAGGAACAAAATGAAAAGGATTTATTA
GCATTGGACAGTTGGCAAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGGTACTCACCTTTGTCATTTGCTATTAATCTGATTGATACTGTAGCACTAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAACTAGTGCAAAGAATTTGGAGAGCTATACGCAACATACCTAGAAGAATAAGACAGGGTTTTG
AAACAGCTTTGCTATAA 
>KC186446 
GTGTTGGGAAACTTGTGGGTTACAGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACATTAGAGTGCAAAAATACACAGGTTAATGAAACCAAAGGAGAAATGGGAGAAATGAAAAATTGCTCTTT
CAATGCAACCACAGAAATAAAAGATAAGAAAAAGAAAGAGTATGCACTTTTTTATAAACTTGATATAGTACCA
CTTAATGAGAACGATACCGAATCTAATAGCTCTAGAAATTATAGACTAATAAATTGTAATACCTCCACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATGACAAAACATTCGATGGAACAGGATCATGCAATAATGTTAGCACAGTACAGTGCACACATGGA
ATAAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATGGTTAGATCTG
AAAATCTGACAAACAATGCCAAAACAATAATAGTACAGCTTAATGAGTCTGCAGAGATTGTGTGTATAAGACC
TAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAAATGACATAATAGGAGAC
ATAAGACAAGCACATTGTAACATTAGCAAATGGAATGAAACTTTAGAAAAGGTAAGAAAAAAATTAGCAGAAC
ACTTCAATAAAACAATAACATTTAAACCATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATGTGGGGCTGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGGCTTGGAACGATAGTTGGAGTAATA
AAACTTACAAGGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATCAACAATTACACAGATAT
AATATACAGGTTGCTTGAGGATTCGCAAAACCAGCAGGAGAAAAATGAAGAGGATTTACTAGCATTGGACAGG
TGGAATAATTTATGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATCTTCATAATGATAGTAG
GAGGCTTGATAGGTCTAAGAATAGTCTTTGCTGTACTCGCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTAGTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTTGGGAA
GCAATACAAAACTTGTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGC
TATAA 
>KT896551 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGGGAACGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGGAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACTCCACTCTGTG
TCACTTTAAGTTGTCAAAATGCTAAGGTTACCTCTAATGATGGTATGAATGAAACAATAAAAAATTGCTCTTT
CAATACAACCACAGAAATAAGAGACAAGGAAAGGAAAAACTATGCACTTTTTTATAAACTTGATGTAGTACCA
CTTGATGAGCGGAATGACAGCAACTCTAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAGG
CCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATGAGACATTCAATGGGACAGGACCATGTACTAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTATCAACTCAATTACTATTAAATGGCAGCCTAGCAAAAGAGATAATAATTAGATCTGAAGATCTGA
CAAATAATGTCAAAACAATAATAGTACATCTTAATGAGTCTATAAAAACTGTGTGTACAAGACCTGGCAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAGTATTCTATGCAACAGGAGAAATAACAGGAGATATAAGA
CAAGCACATTGTAACATTAGTGAAGCACAATGGAATAAGACGTTACACAGGGTAAGTAAAAAATTAAGAGAAC
ACTTCAATAAAACAATAAAATTTGGACCATCTACAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
CAGAGGAGAGTTTAAGCAACTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAT
CTCTAACAGACATTTGGGATAACATGACCTGGATGCAGTGGGACACAGAAATTAGTAATTACACAAGTATAAT
CTATGGGCTGCTTGAAGAATCGCAACTCCAGCAGGACAAAAATGAAAAGGATTTATTAGCATTAAACAGTTGG
CAAAATCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTATAATAATAATAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATGTTGCATAGAGTTAGGCAGGGATACTCACCTTT
GTCATTTGCCATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTA
GCACAAAGAATTTGTAGAGCTATCTGCAATACACCTACAAGAATAAGGCAGGGCGCTGAAGTAGCTTTGCAGT
AA 
>MG898649 
GCTGGGTTGAAACAACAGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGCGCATAATGTCTGGGCCACACATGCCTGTGTACCCAC



AGACCCCAGCCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GAACAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCT
GTGTCACTTTAGAATGTACAACGGCTAACTTTACCGCTAGTAATAATAGTACTTCTAGTAATAATAGTACATC
TATTAATAATAGTACCTTTACTTCTAGTAATAATAGTACATCTATTAATAATAGTACCTTTAGTAATAACACC
ATGAAGGAAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAACAAAAGAAAATGTATG
CACTTTTTTATAAACTTGATATAGTGTCACTTAAGGAGGATAAGAACAATTCTAACAATTCTAACAAGTATAT
ATTGATAAATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACAT
TATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGTACAGGACCATGTAGTA
ATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAATTACTGTTAAATGGTAGCCT
AGCAGAAGAAGAGATAATAATAAGATCTGAAAACCTAACAGACAATACCAAAACAATAATAGTACATCTCAAT
GAATCTGTAGAGATTAATTGTACAAGACCCGGCAATAATACAAGACAAAGTGTGAGAATAGGACCAGGACAAA
CATTCTATACAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAGAAAGAGTGGAA
TGCAACTTTACTAAAGGTAGGAGAAAAATTAGCAAAACACTTCCCTAATAAAACAATAAGATTTAATCCATCC
GCAGGGGGGGACCTAGAAATTACAACACATACCTTTATTTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAG
TCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTG
CACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTCTAAAGGAGATTTGGGGAAACATGACTTGG
ATGCAGTGGGATAGAGAAGTTAGCAATTACACAGACATAATATACGAGTTGCTTGAAGAATCGCAAAGCCAGC
AGGAGAAAAATGAACAAGATTTACTAGCATTGGACAAGTGGAACAGCTTGTGGAATTGGTTTGACATAACAAA
CTGGCTGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCAATA
CTCTCATTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTACTTGATACCATAG
CAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAGTTTTGTAGAGCTATCTATAACATACCCACAAGAAT
AAGAAGGGGCTTTGAAGCAGCTTTGCAATAA 
>MG899863 
GTGTGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATATGGGCTACACATGCCTGTGTACCCACAAA
CCCCGACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTAGCAAGGTTAAGGTTAATGAAACAGACATTGCTACCAACCAGAGTTTAGCTAACATTGC
TACCAACCAGAGTTTAGCTAACATCACTGAAGAAATGAAAAATTGTACCTTCAACATAACCACAGAATTAATA
GATAAGAAACAGCAAGTGTATGCACTTTTTTATAAACTTGATATAGTATCACTTAATAACAACTCTAATAGCA
ACTCTGGGGATTATAGATTAATAAATTGCAATACCTCATCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGA
TCCAATTCCTATACATTATTGTGCACCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAATACATTCAATGGG
ACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTAC
TGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTCAGAATCTGACAAACAATGCCAAAACAAT
AATAGTACACCTTAATCAATCTGTAGAGATTAATTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGG
ATAGGGCCAGGACGAGCATACCTTATAGATAGGATAGTAGGAGACATAAGAAGAGCATATTGTAGCATTAGTG
AAGAGGCATGGAATAGAACTTTACAAGCGGTAGGAAAAAAATTAAAAGAACACTTCCCTAATAGCACAATAAG
CTTCAAGCCATCCTCAGGAGGGGATCTAGAAGTTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGCAATAAAACTAAACAAGAGATTTGGGG
AAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAATTACACAAACATAATATACCAGTTGCTTGAAGAA
TCACAAAGCCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAAGTGGGACAGCTTGTGGAGTTGGT
TTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTGTTAATCTA
ATTGATACCTTAGCCATAGCAGTAGGTGAAGGAACAGATAGGATTATAGAAGTACTACAAAGAATCTGTAGAG
CTATCCTTAATATACCTACAAGAATAAGACAAGGCTTGGAAACAGCTTTGCTATA 
>AY713413 
ATGAAGGGCTTGTGGGTCACAATCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACAACTCTATTTTGTG
CATCAGAGGCTAAAGCATATGAGAAAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGAATCAG
ATGCATGAAGATATAATCAGTCTATGGGATCAAAGCCTCAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACTAATGCTAATGGTACTAATAATAATGGTACTGTTAATGTCAATGATACCATGTATGGAGA
AATAAAAAATTGCTCTTTCAATATGACCACAGAATTAAGAGATAAGAAAAAGCAAGTATATGCACTTTTTTAT
AAACTTGATATAGTATCACTTAATGAGAATAGTAACAACTCTAGTGAATATAGATTAATAAATTGTAATACCT
CAGTCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCACAGGAATAGGACCATGCAAGAATGTCAGCACAGTACAATGT
ACTCATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAG
TTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTGTGTG
TACAAGACCCAACAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGGCAAACATTCTATGCAACAGGAGCC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTACAATTAAATGGAATAAAACTTTACAAGGGGTAG



AGAAAAAATTAAAAGAACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGATCTAGAAAT
TACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCTAGTTGGAGTAATAAAACTTACAATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGAT
TTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGA
ACAGATAGACTTATAGAAGTAGTACAAAGAATTCGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGG
GCTTTGAGACAGCTTTGCTATAA 
>HM638662 
GGGGGGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACAAGTGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATGGTTTTGGAAAATGTAACAGAGAACTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAATTGTACAAATGCCAACTTCAGTAACAATAATAACGTGACTAACATGAGCATTAACAACAATAA
CATGACTGGAGAAATAAAAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGAGAAGGCAAGTGTAT
GCACTTTTTTATAAACTTGATATAGTACCACTTGATAGCAACTCTAGTGAGTATAGATTAATAAATTGTAATA
CCTCAACCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAATGTAATAATAAGACATTTAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTGTCAACACAATTACTGTTAAATGGTAGCTTAACAGAAAAAGAGATAA
TAATTAGATCTGAGAATCTAACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCAATAGAAATTGT
GTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAGGTATTCTATGCAACAGGT
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGCGAAGATAAATGGAATGAAACCTTACAAAAGG
TAGGTAAAAAATTACAAGAACACTTCCCTAATAAAACAATAAAATTTGCACCACCTTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACTCCAGTTGGAGCAATAGAACTCAAGAGTATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAATAATTACACAAACACAATATACAGTTTGCTTGAAGAATCGCAAAGACAGCAGGAAAAAAATGAAAAA
GATTTATTAGCATTGGACAAGTGGAACAATCTGTGGACTTGGTTTGGCATAACAAATTGGTTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGATTGATAGGGTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTGCAGCTATCCTCAACTTACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>HM638713 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCGTGTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTATAGATGTTAACGTTACCAGTAATGGTAATGCTACCTATAGTATTACCTATAATGATAC
CATGAAGGGAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAGGAAAAAGGAAATGTAT
GCACTTTTTTATAAACCTGATGTAGTACCACTTAATGAGAATAATAACAATAGCAGCTCTGGTGAGTATATAT
TAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAAT
ATCAGTACAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGTAGTCTAG
CAGAAGAAGAGATAATAATTAAATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAAAAC
ACCTGTAAAAATTGTGTGTACAAGGCCCAGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGCGAAAAGGCATGGAATA
ACACCCTACAAGAGGTAGGTAAAAAATTAAAAGAACACTTCCCTGGTAAAACAATAAGATTTGCACCACATTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACATTAGTTGGAGTAATAAATCTCATGAAGAGATTTGGGGTAACATGACTTGGAT
GCAGTGGGATCGAGAGATTAGCAATTACACAGGTGCAATATATAGGTTGCTTGAAGAATCACAAAACCAGCAG
GAAGAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGGATAATTTTTACTGTGCT
CTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTGATACCATAGCA
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTTATACAAAGATTTTGTAGAGCTATCTATAACATAC
CTAGAAGAATAAGACAGGGCTTGGAAGCATCTTTGCTATAA 
>HM638770 



GTGGAGAGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCGAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGCTCTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATATGCCTAAGAATATGACAACTGGTAATAATAATGATACCTACAATGATAAGAT
GGCTGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGTACTAAGAGATAAGAAAGAGAAAGTGTCTGCA
CTTTTTTATAGACTTGATATAGTACAACTTGAGGGTGACAACTCTAATAAGGTTAACAATTCTATTAATGATA
ACAGCTCTAATAATGGTACCAACTCTAATAAGGGTGACAATCCTATTAAGTATAGATTAATAAATTGTAATAC
CTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGT
TATGCGATTCTCAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAAT
GTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCACAAGAAGAGATAAT
AATTAGATCTAAAAATCTGACAGACAATGCTAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGAG
TGTACAAGGCCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCTGGACAAACATTCTATGCAACAGGTG
GCATAATAGGAAACATAAGAGAAGCACATTGTAATATTAGTGAAGCTAGATGGAATATAACTTTACAAAGGGT
AAGTGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAGTATTTAACTCATCTTCAGGAGGGGACCTAGAA
ATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGAT
ACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTG
GAACTCCAGTTGGAGTAATAGATCATATGATGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAA
ATTAACAATTACACAACTACAATATACCAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAAAAATGAAAAAG
ATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAA
AATATTCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGA
GTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAG
GAACAGATAGGATTATAGAATTAATACAAAGAATTTATAGAGCTATCTGCAACATACCTACAAGAATAAGACA
GGGCTTTGAAGCAGCTTTGCAATAA 
>HM638848 
GGGGTGGGAAAGGAAGAAAAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTC
TATTCTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATG
GTGGATCAGATGCATGAGGATATAATCAGTTTATGGGACGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTACAGTGTACAAATGTTAGTGTTAATGCTACTGCTACCTATAATGGTACTGCTATCTATAA
TAATACCATAGATAGAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAACAAAAGAAA
GAGTATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAGAATAGCAAATCTAGTGAGAATAACAACT
TTAGTGATTATAGATTAATAAATTGTAATACCTCAACCACAACACAAGCCTGTCCAAAGGTCTCTTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAATAAGACATTTAATGGG
ACAGGACCATGCAAAAATGTCAGCACAGTACTATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTAC
TGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAAATCTAAAAATCTGACAAACAATGCCAAAACAAT
AATAGTACATCTTAATGAATCTATAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGG
ATAGGACCAGGACAAGCATTCTATGCAACAAATGAGATAATAGGAGATATAAGACAAGCACATTGTAACATTA
GCAAAGATGCATGGAATAAAACTTTACAAAGGGTAGGCAAAAGATTAGCAGAACATTTCCCTAATAATACAAT
AATATTTGCACCACATGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTGCTGTTCCTTGGAACTCCAGTTGGAGTAATAAATCTTTAGGATCTATTTG
GGACAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACACAATATACTGGTTGCTTGAA
GAATCACAACACCAGCAGGAGAAAAATGAAAAGGATTTATTGGCATTGAACAGTTGGCAAAGTCTATGGAATT
GGTTTGACATATCAAATTGGCTGTGGTATATAAGAACATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAAT
CTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGTATTTGTA
GAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCAATAA 
>HM638911 
GTGTTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTGAAGATCTTAATACTACCAGTAATGGTAATGCTACCTATAATAATACCATGAATGGAGA
AATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGGAGAAGAAAATGTCTGCACTTTTTTAT
AGACTTGATATAGTACCACTTGATGGGAATAATAATAATAGCAATGAGTATAGATTAATAAATTGTAATACCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATGATAGGACATTCAATGGGACAGGACCATGTAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAA
TAAGATCTGAAAATCTGACAGATAATGCCAAAACAATAATAGTGCATCTCAATGAATCTGTAAATATTGTGTG



TACAAGACCCAGCAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAAAAATGATTGGGAGAAAACTTTAACAAGGGTAA
GTAAAAAATTAAGAGAACACTTCCCTAATAAGACAATAAACTTTAATTCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ACTCTAGTTGGAGTAATAAATCTCAAAATGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAGCAATTACACAGGCATAATATACAGCTTGCTTGAAGAATCGCAAAACCAGCAGGAAGAGAATGAAAAAGAT
TTACTAGCGTTGGACAGTTGGAACAATTTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAA
TATTTATAATGGTAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGAATTATAGAATTAATACAAGGAATTGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>KC894126 
GGGAATGGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGTATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTCCCCACAGACCC
CAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGATATAATTAGTTTATGGGAGCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTTTGTGTCA
CTTTAACCTGTATAAATGTAAATATTAGTACAAATGTTAGCGGTAAGATAAATATTACCGAAGATGTAGAAAG
AAAAAATTGCTCTTTCAATACAACTACAGAATTAAGAGATAAGAAAAGGAAAGAAAATGCATTGTTTTATAGA
CTTGATATAGTATCACTTAATGAGAATAATAACAACTCTGATAAATATAGATTAATAAATTGTAATACCTCAG
TCATAACACAAGCCTGTCCAAAGGTTACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATCTGGCAGACAATGTCAAAACAATAATAGTACATCTCAATGAATCTGTAGAGATTGAATGTAC
AAGACCTGGCAATAATACAAGGAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCATATTGTAACATTAATGAAAGTCAATGGAATAGAACTTTACAAAGGGTAAGTG
AAAAATTAAAAGAACACTTCCATAATAAGTCAATACACTTTAAACCACACTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGGCTTGGAACT
CTAGTTGGAATAATAAATCTCACGATGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTA
CTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTCAGCATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAAATCATACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>HM638986 
AGTGAAGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTCCTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGTAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTAATGTTAATATTACTGCTAATGTTAATACTACTACTAATGTTACTAATACTACTAC
TGTCAATGGTACCATAGCTGAAGAAATGAAAAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAGCAA
AAGAAGGAATATGCACTTTTTTATAAACTTGATATAGTATCACTTAGTGGGGGGAATAATAATTCCAGTGAGT
ATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAGTGGGAAAGGACCTTGC
AATAATGTCAGCACAGTACTATGTACACATGGAATTAAACCAGTGGTATCTACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAAAGGAGATAATAATTAGATCTGAAAATCTGACACACAATACCAAAACAATAATAGTACATCT
TAATGAATCTGTAAAGATTGAGTGTACAAGGCCCAACAATAATACAAGGAAAAGTATGAGGATAGGACCAGGA
CAAACATTCTTTGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGAGATAT
GGCATAACACTTTAAAAAATGTAAGTAAAAAGTTACAAGAACACTTCCCTAATAAAACAATAAAGTTTGCACC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAGTCA
TCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCGCTAAATGGTATTTGGAAGAACATGAC
TTGGATGCAGTGGGATAAAGAAATTAGCAATTACACAGACATAATATACACATTGCTTGAAGACTCGCAAACC
CAGCAGGAGAAAAATGAAAAAGACTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAATAGTAGCTGAAGGAACAGATAGAATTATAGAAGTATTACTAAGAATTTGTAGAGCTATCCTCA
GCATACCAAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAATAA 



>KC894128 
AGTGAGGGGGACCGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTCCTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAATAATGCTAATGCTACTAATGTCACTGATACCATGAATGGAGAAATAAAAAATTGTTC
TTTCAATATAACCACAGAAATAAGAGATAAGAGAAGGCAGGAAACTGCACTTTTTTATAAACTTGATGTAGTA
CCACTTAAGAATGACAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAGGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGAAAAGGACCTTGCAATAATGTCAGCACAGTACTATGTACACATGGGATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGACAATAATTAGATCTGAAAATCTGACAG
AAAATACCAAAACAATAATAGTACATCTTAATGAACCTGTAGAGATTAATTGTACAAGGCCCAACAATAATAC
AAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGATATAAGACAA
GCATATTGTAACATTAGTGAAAAAGCATGGAATAGCACTTTACAAAAGGTAGGAAGAAAATTAAAAGAACACT
TTCCTAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAAT
CGCTAGATGGTATTTGGAAGAACATGACTTGGATGCAGTGGGATAAAGAAATTAGCAATTACACAGACACAAT
ATACAGGTTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGG
AACAATCTGTGGAATTGGTTTAGCATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAATTA
GTACAAAGAATTGGTAGAGCTATCCTCAACATACCAAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAAT
AA 
>KC863127 
GTGATGGGGAACTCGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGCAGGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGACATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCAATGCTAATATTACCAATAGTACTACTACCGTCAATGAGACCATGAATGGAGAAGT
AATGAATTGCTCTTTCAATATAACAACAGAACTAAGAGATAAGAGAAAGAAAGAACATGCACTTTTTTATAGA
CTTGATATAGTACAACTTGATGATGAGAATTCCAGTTATAGATTAATAAATTGCAATACCTCAGCCGTAACAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAA
GTGTAATAATAAGGCATTCAATGGAACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATTAGATCTGAAA
ATTTGACAAACAATGTCAAAACAATAATAGTACATCTTAAGGAACCTGTAGAAATTGTGTGTACAAGACCTAG
CAATAATACAAGGAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGCTATCACAGGAGAT
ATAAGACAAGCACATTGTAACATTTCTGAAAAGAAATGGAATGAAACTTTAAACAAGGTAGGAACAGAATTAC
AAAAACACTTCCCTAATAAAACAATAAACTTTGCACCAGCCTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTTGGA
GTAATAAATCTCAAGAGGAAATTTGGGGTAACATGACTTGGATGCAGTGGGACAGAGAAATTAACAATTACAC
AAACACAATATATAAATTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTACTAGCATTG
GACAGCTGGAAAAATTTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGTTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAAGAGTAGCTGAAGGAACAGATAGAATT
ATAGAAGTAGTACAAAGAATTTGTAGAACTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>KC894129 
GGGGAGGGTTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAGAGCATATGAGAAGGAAGTACATAATGTCTGGGCTACACGTGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAGCTGTACAAATGTAAATGTTACCGGCAATGGTACCTGCAACGGTAGCATCTGTGGGGAAATAAAAAA
TTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAGGAAAAGAAAGAAAGTGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAATGAGAGCAGAAACGACAGTATGTATAGATTAATAAATTGTAATACCTCAGTCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGAACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGACAAACAATGCCAAAACAATAATAGTACATCTCAATGAATCTGTAGGAATTAATTGTACAAGACCCAA



CAATAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAAAT
ATAAGACAAGCACATTGTAACATTAGTCAAGGGGAATGGAATAGAACTTTACAGAGGGTAGGTAAAAAATTAC
AAGAATACTTCCCTAATAAAACAATAAAATTTGAACCATCATCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAGGGATCAA
CAGCTCCTAGGGATGTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGA
GTAATAGAACTCAAGCTGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AGACACAATATACAAGCTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTACTAGCATTG
GACAGTTGGAAAAATTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAATTAATACAAAGAATTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCTATAA 
>HM639015 
GTGGGGGGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAAGTGCATAATATTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATACTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAAACTGTAGTGATGTTAAGGTTAATGAAACTGTTACCAATAAAGGTAATGATACCTATGGTAATTC
CATAGATAAAGAAATGAGAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAGAAATGAATTT
GCACTTTTTTATAGACCTGATATAGTATCACTTACTGGGAATAAAAGTGATACTGAGTATAGATTAATAAATT
GTAATACCTCAACCATGACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAG
AGATAATAATTAGATCTAAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAAG
AATTAATTGTACAAGGCCCGGCAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAGAGGAATGGAATAAAACTTTAC
AAAGGGTAAGTAACAAATTAAGAGAACATTTCCCTAATACAACAACAATAAAATTTGCACCATCCTCAGGAGG
GGACCCAGAAATTACAACACATAGCTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTCAAGAAGATATCTGGAATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAATAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTAGCATATCAAATTGGCTAT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAAGCAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCATTGCAATAA 
>HM639196 
GTGGTAGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAGACCATGTGTAAGGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTACATATTACTACTAGTACTAATGATACCAGCAGTGGTAATATTACCTATAA
CAACACATCTAAGGAAGACATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAGGAAAAAGAAA
GAGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGATAATGATAATACGAGTAGCAGAAGCTATAGAT
TAATAAATTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTACACCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAAAGAAATAATAATTAGATCTGAAAATCTAACAAACAATGCCAAAACAATAATAGTACACCTTAATGA
GTCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGCATAAGGATAGGGCCAGGACAAACA
TTCTATGCAACAAATGAAATAATAGGAGACATAAGACAAGCATATTGTGCCATTAATGAAAGTAAATGGAACA
AAACTTTACAACAGGTAGGAAAAAAATTAGCAAAACATTTCCTTAATAAAACAATAAAATTTGTACCCCCCTC
AGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
TTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAATAATTATACAGGCATAATATACAATTTGCTTGAAGAATCGCAAAACCAGCAG
GAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAATATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTATACT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGCCTGCTTGATACTATAGCC
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCTATCCTCCACATAC
CTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 



>KC894132 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAGGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATATTACTAATGATACCAGCAGTGGTAATGTTACCTATGACAACACATCTAGGGA
AGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAGGAAAAAGAAAGAGTATGCACTTTTT
TATAGACTTGATATAGTACCACTTGATAATGATGATACGAATAGCAGCAGCTATTCCAGCAGCTATAGATTAA
TAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCATTTGACCCAATTCCTATACATTATTG
TGCACCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAGAGATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACACCTTAATGAGTC
TGTAGAAATTGTGTGTACAAGACCCAGCAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAGTATTC
TATGCAAATGACATAATAGGAGACATAAGACAAGCATATTGTACCATTAATGGAAGTAAATGGAACACAACTT
TACAACAGGTAGGAAAAAAATTAGCAGAACGTTTCCCTAATAAAACAATAAAATTTGAAGCCTCCTCAGGAGG
GGATCTAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCTTGGCT
ATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAGGTAGACATTTGGGATAATATGACCTGGATGCAGTG
GGATAGGGAAATTAGTAATTACACAGGCATAATATACAATTTGCTTGAAGAATCGCAAAACCAGCAGGAACAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATATCAAACTGGTTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTATACTCTCTGT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGCCTGCTTGATACTATAGCCATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGGATTTGGAGAGCTATCCTTCACATACCTACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM215361 
GTGTTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACTCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTTCTAATGCTAATACTACCAGTAGTGGTAGTAATGAGACCTGTGTTAATAATACCAGTAG
CTGTAGGAATAAGACCTATGAAGACATAGGAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAAGGAT
AAGAAACTTAAAGTACATGCACTTTTTTATAAACTTGACATAATACCGCTAGAGGAGGAGAAAAATGGGAGCA
GGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCGCCTGCTGGTTATGCGCTTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGA
CCATGTCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAACTATTGTTAA
ATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGT
ACACCTTAATGAATCTGTAGGAATTGTGTGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTATGCAACAAATGCCATAATAGGAGACATAAGAGAAGCACATTGTAACATTAGTAAAG
AAAACTGGACAAGAACTTTACAACAGGTAAAGGAAAAATTAGCAGAATACTTCCCTAATAAAATAATAAAATT
TAATTCATCCGCAGGAGGGGACCTAGAAATCACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCGCCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTAACAGATATTTGGGATAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGAAACAATATACAGGTTGCTTGAAGAATCG
CAAATTCAGCAGGAGCAAAATGAAAAAGATTTACTAGCATTGGACAAATGGAACAGTTTGTGGAATTGGTTTG
ACATATCAAATTGGCTGTGGTATATAAGACTCTTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAAT
TTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCTCTATCGTTTGCTATTAGTCTGCTT
GATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAGTACTACAGAGATTTTGTAGAGCCA
TCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTATAA 
>HM215362 
TGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCTACCCATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAGGATATAATCAATTTATGGGATCAATTCCTCAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTGGCAATATAACTACAACTACAGATCCAAAGAGTGCAGATGTTAACTACACAAATAGCATAAT
GCAAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAAGAAAGTAAGTGCACTTTTTTATAAA
CTTGATATAGTACCACTTAGTGCCAACTCTGGTGAATATAGATTAATAAATTGCAATACCTCAACCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGCAATAATAAGGCATTCAATGGAATAGGACCATGTAGTAATGTTAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGACAAGAAGTGAAAAAACAATAATAGTACATCTCAATGAATCTGTAGAGATTAATTGTACAAGACCCGG



TAATAATACAAGAACAAGTATGAGAATAGGACCAGGACAAGCATTCTATGCAACAGGAGATGTAATAAGGGAT
ATAAGACAAGCATATTGTAACATTAGTAAAGAAGAATGGAACAAAACTTTACAACAGGTAGGGAAAAAATTAG
CAGAACACTACCCTAATAAAACAATAGAATTTAAACCACACACAGGAGGGGATCTAGAAGTTACAACACATAC
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGATTATGGGGCTGCTCTGGAAAGCTCGTCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCAAGATGATATTTGGAAGAACATGACCTGGATGCAGTGGGATAGAGAGATTAATAATTACAC
ATACACAATATACAATTTGCTTGAGGAATCACAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCACTG
GACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAGGTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAAGTACTACAAGGACTTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAG
CTTTGCTATAA 
>KU341731 
GTGGGGGGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGATAGGGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACACGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTGATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAATGGGAGCGTGGAGGAAAT
AAAAAATTGCTCTTTCAATACAACCCCAGAAATAAGAGATAGGAAGCAGAGAATGTATGCACTCTTTTATAGA
CTTGATATAGTACCACTTACTAAGAAGAACTCTAGTGAGAACTCCAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAGCACAAGCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGG
TTATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGAAGAGGACCCTGCAATAATGTTAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGA
GTGTATAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAATAAAGCTAATTGGACTAACACTTTACAAATGG
TAAGTAAAAAATTAGCAGAACATTTCCCTAATAAAACAATAGATTTTACATCATCCTCAGGAGGGGATCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTCTGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAGATCTGAAAGTGAGATTTGGGAGAACATGACCTGGATGCAGTGGGAAAGAGA
AATTAGTAATTACACAGACACAATATACAGCTTACTTGAGGAATCGCAAAACCAGCAGGAGAAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGGATAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGTTATTAGTCTGTTTGATAGCTTAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTCTAGAATTATTACGAAGAATTTGTAGAGCTATCTGCCACATACCTAGAAGAATAAGAC
AGGGCTTGGAAGCAGCTTTGCAATAA 
>KU341730 
GTGGTAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACAACTCTATTCT
GTGCATCAGATGCTAAAGCATACGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCGTGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAGACTGTACAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAATGGGAGCGTGGAGGAAAT
AAAAAATTGCTCTTTCAATGCAACCCCAGAAGTAAGAGATAGGAAGCAGAGAATGTATGCTCTCTTTTATGGA
CTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAGAACTCCAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGTCATAACACAAGCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAGTAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAA
TAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGT
GTGTGCAAGACCCAACAATAATACAAGAAGAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GAAATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAGAGATAAATGGAATGAAACTTTACAAAGGG
TAGGTAAAAAATTAGCAGAACACTTCCCTAATAAGACAATAAACTTTGCATCATCATCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAGATCTCAAAGTGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGA
AGTTAGTAATTACACAAACATAATATACAGCTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCACTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAA
GGCACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAGTAA 



>KU341726 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACGTTAGACTGTAGCAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAATGGGAGCGTGGAGGAAAT
GAGAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAGGAAGCAGAGAATGTATGCTCTCTTTTATGGA
CTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAGAACTCCAGTGAGTATATATTAATAAATTGTAATT
CCTCAGCCATAGCACAAGCCTGTCCAAAGGTTAATTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGG
TTATGCGCTTCTAAAGTGTAATGATAAGAGATTCAATGGAACAGGACCATGCAAGAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTTCTGTTAAATGGTAGCCTAGCAGAAGAAGATATAA
TAATTAGATCAGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTGT
GTGCATAAGGCCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GATATAATAGGAGACATAAGACAAGCCCATTGTAACATTAGTAGAGATAAATGGAATGAAACTTTACAAAGGG
TAGGTAAAAAATTAGCAGAACACTTCCATAATAAGACAATAAAATTTGCATCATCCTCAGGAGGGGACCCAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTTCCTT
GGAACTCCAGTTGGAGTAACAAATCTCAAAGTGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGA
AGTTAGTAATTACTCAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAAA
GATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAATTGGTTTAATATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGTTAGATAGCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAAGTAGTACAAAGATTTTGGAGAGCTATCCGCAACATACCTACAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KU341725 
GTGGGAGGAAACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCTGATGCTAAAGGATATGAGAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACCTTAAACTGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAATGGGAGCGTGGAGGAAAT
AAAAAATTGCTCTTTCAATGCATCCTCAGAAGTAAAAGATAAGAAGCAGAGAATGTATGCACTTTTTTATAGC
CTTGATATAGTACCACTTGATAAGAAGAACTCTAGTGAGAACTCTAGTGATTATAGATTAACAAGTTGTAATG
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATGAGACATTCAGTGGAACAGGACCATGTACTAATATTAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGGAGAAATAA
TAATTAGATCTGAAAATATAACAAACAATGTCAAAACAATAATAGTACATCTTAATGAAACTGTACAAATTGT
GTGTACAAGACCCAACAATAATACACGCAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAAACATAAAACAAGCACATTGTAACATTAGTAGATATAAATGGAATAAAATTTTACACAGGG
TAGGTAAAAAATTAGCAGAATACTTCCCTAATAGGACAATAGAATTTACATCACCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTTCTGTACCTT
GGAACACCAGTTGGAGTAATAAAACTGAAAGTGAGATTTGGAATAACATGACCTGGATGGAGTGGGATAAAGA
AATTAGTAATTACACAAGCATCATATACAGCTTACTTGAAAACTCGCAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATAGCATAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTATAGAAGTAGTGCAAAGAATTTGTAGAGCTATCCGCAATATACCCAGAAGAATAAGAC
AAGGCTTTGAAGCAGCTTTGCAATAA 
>KU341723 
GGGGGAGGAAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACCCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAGGGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAACTGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAATGGGAGCGTGGAGGAAAT
AAAAAATTGCTCTTTCAATGCAACCCCAGAAGTAAGAGATAAGAAGCAGAGAATGTATGCTCTCTTTTATGGA
CTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAGAACTCCAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCAATACACTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGAACAGGACCATGCAATAATGTTAGTACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAG
TAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTACAAATTGT



GTGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAATATTCTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGATAAATGGAATGAAACTTTACAAAGGG
TAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATACAATTTGCATCATCCTCAGGAGGGGACATAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGA
TACCTAAAAGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAAACTCAAAGTGACATTTGGGATAACATGACCTGGATGCAATGGGATAGAGA
AATTAGTAATTACACAAACACAATATACAGCTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATTTATGGAATTGGTTTGACATATCAAGTTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTGTTACTGTGTTTTCTTTAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGTTTGACAGCATAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTATAGGATTAGTACAAGGACTTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGGC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KU341724 
GGGGGAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGACCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGACAAATTATATGGTGGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGCAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAATGGGAGCGTGGAGGAAAT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAGAATGTATGCTCTCTTTTATGGA
CTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAGAACTCCAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCTTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCAGTAATGTCAGCACAGTACAA
TGTACCCATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAA
TAATTAGATCTGAGAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATCAATCTATAAAAATTGT
GTGTACCAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATTATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGAGAAATGGAATGAAACTTTACAAAGAG
TAGGTAAGAAATTATCAGAACACTTCCATAATAAGACAATAAAATTTGCATCATCCTCAGGAGGGGACCTAGA
AGTCACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTACAGGAGCAACAGCTTCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAAACTCAAAGTGAGATTTGGGATAACATGACTTGGATGCAGTGGGATAAAGA
AATTAATAATTACACAACCACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCCTTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAA
GGAACAGATAGAATTATAGAAGTGGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KJ158430 
GTGGAAAGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGATCAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAAGAAGTATGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGCTAAGGTTAATATTACTGCTGATAACAGTAAGACCTACAATGAGAGCATGAA
GGAAATAAAAAATTGCTCTTTCAATGCAACCACAGTAATAAAAGATAAGAAGCAGACAGTGTATGCACTTTTT
TATAAACTTGATATAGTACCACTTGATAATGAGGAGCAGGAAAATAATGGGAATGAGAACTATACTTATAGAT
TAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTA
TTGTGCTCCGGCTGGATTTGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGTTCAAAT
GTYAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAG
CAGAAGAAGAAATAATAATTAGATCTAAAAATCTGTCACAAAATCACAGAACAATAATAGTACATCTTAATGA
ATCTGTAGGGATTGAGTGTACAAGACCCAGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTTTGCAACAGGAGAAATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAAAGAAAAGTGGGATA
AAACTCTACAAATGGTAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAATATTTGCACCAGCCTC
AGGAGGGGATCTAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAATC
CTGGCTATAGAAAGATTCCTACAGGACCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CTACTGCTGTACCTTGGAACAACACTTGGAGTAACAAAAGTGAAAGTGAGATTTGGAATAACATGACCTGGAT
GCAGTGGGACAGAGAAATTAGTAATTACACATTCACAATATACCAGTTGCTTGAAGACTCGCAAATCCAGCAG
GAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTATGGAGTTGGTTTAACATAACAAGTT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
ATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGTTTTTAGCTGCTTGATTAGATTAGCA
ATAGCGGTACTGAAAGGAACGGTTAGATTTTTAAAATTAGTACAAGACTTTGGAAAGGGTATCAACAACTACC
CAAGAAGAATAAACCGGGCTTTGAAACCGGTTTG 



>KJ158433 
GGAGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCTTCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTAATGTTGAAAGTACTGGTAATGGTACCCACAGTAAGACCTACAATGACAGTAGCGA
GGAAGTGAAAAATAACACTTTCAATGCAACCACAGTACTAAAGGATAAGAAGCAGAAAGAGTATGCACTTTTT
TATAAACTTGATGTAGTACCAGTTGATAATGAGAACAACTCTAGTAAGAACAACTCTAGTGGGTTTTATAGAT
TAATAAATTGTAATACCTCAACCATAACACAGGCCTGCCCAAAGATCACTTTTGATCCAATTCCCATACACTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAAACATTCAATGGGACAGGACCGTGCAACAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAG
CAGAAGAAGATATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAAGGA
ACCTGTAAAAATTAATTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATTGGAGCAGGACAAACC
TTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGTGCCTTTCCCTATTAGCATTAGTAAATGGAATG
AAACTTTACAAAAGGTAGGTAAAAAATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTGCGCCATCCTC
AGCCCAAAACTCAGAAAAAATTATTTTTAAGTGTGAAGATAAAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACGCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAACAGATCTCAAACAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAGTAATTACACAAACATAATATACAGTCTGCTTGAAGAATCGCAAAACCAACAG
GAAAAGAATGAAAAAGATTTATTGGCATTGGGCAGGTGGGAAGGTCTGTGGAGTTGGTTTAACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTATTTGATAGCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGAGTTATAGAAGTAGTACAAGTAATTTGGAGAGCTATTTGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAGTAA 
>KJ541840 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATTGTGTTGGAAAATGTAACAGAAAATTTTAATATGTGGGAAAATGATATGGTGAAT
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCTCTCTGTG
TCACTTTAAAATGTACAAATGCTATTAGCAGTAATAATACTACCCACAATAGTACCAACAACGAGATCAAGGA
GGAAATGCAAAATTGCTCTTTCAATACAACCACAGTAGTAAGAGATAAAAAGCAGTCAGTGCATGCACTCTTT
TATAAACTTGATATAGTACCACCTGATAATGAAAAGGGGGGGAACTCTAGGTACACTAGTAGCTATTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTA
TTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGGAGCCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAGTGTCAAAACAATAATAGTACATCTTAATGA
ATCTGTAGAAATTACATGTATAAGACCTGGCAATAATACAAGACGAAGTATAAGGATAGGACCAGGACAAACA
TTTTATGCAACAGGAGACATAACAGGAGACACAAGACAAGCACATTGTAATATTAGTGAAACTAAATGGAATA
AAACTTTACAAGAGGTAAGTAAAAAATTAGCAGAAAAGTACCCTAATAAAACAATAAAATTTGAACCATCTTC
AGGAGGGGACCTAGAAATTGCAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGTC
CCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCCCAACAAGAGATATGGGACAACATGACCTGGAT
GCAATGGGATAGAGAAATTAGTAATTACACAGGCCCAATATACAGGTTACTTGAAGACTCGCAAAACCAGCAG
GAAAAGAATGAAAAGGATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAGTTGGTTTGACATATCAAGTT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCT
CTCTGTAGTGAATAGGGTTAGGCAGGGATACTCACCCTTGTCGTTCGCTATTACTTTGCTTGATGCCATAGCA
ATAGGAGTAGCTGAGGGAACAGATAGGATTATAGAACAAGGACAAGGAGTTTGTAGAGCTATCCTCCACATAC
CTAGAAGAATAAGACAGGGCCTTGAAGGGGCTTTACTATAA 
>KJ158435 
GTGAAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACCAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTTTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACAATGCAGTAATTTTACCAGGAATGGAAATGGTACCCACAGTAAGACCTACAATAATATTAGTGA
GGAAATAAAAAATTGCACTTTCAATGCAACCACAGAAATAAAAGATAGGAAGCAAAAGGTAGCTGCACTTTTT
TATAGACTGGATATAGTACCACTTGATAATGAGGAGCAGGCTAATGATAGCAACTCTAGTGGGTATTATAGAT
TGATAAATTGTAATACCTCAACCATCGCACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACACTA
TTGTACTCCAGCTGGGTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCACTAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCTTAG
CAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCA



ATCTGTAGAAATTTTGTGTACAAGACCCAACAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGAAGACATAATAGGAGACATAAGAGAAGCACACTGTAACATTAGTAAAGGAAATTGGAGTG
AAACTTTACAAAGGGTAAGTAAGAAATTAGCAGAACACTTCCCTAATAGAACAATAAATTTTACATCATCCTC
AGGAGGGGACCTAGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAAACTCAAGAGGAGATTTGGGATAACATGACCTGGAT
GGAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAACCCAGCAG
GAGAAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAATCTGTGGTCTTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGCCGTTTGCTATTAGTCTGCTTGATAGCTTAGCA
ATAACAGTAGGTGAAGGAACAGATAGGATTATAATAGTAATACAAAGAATTTGGAGAGCTATCTGCAACATAC
CTAGAAGAATAAGACAAGGCTTGGAAACAATTTTGCAGTAA 
>KJ541849 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAGATTGGCAAAATCTAGCAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGCCATCGAAACATAAAACCATCAATTTTTTGGTGTCATTTAAGGT
GTGCAAATGTTAGCAATAATGTTACCTGCAATAATAGTAATACTTGCAATAATACATACAATGAAATAAAAAA
TGAAATAACAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAGCGGCAAGTATATGCACTCTTT
TATAAACTTGATATAGTACCACCTTTTAATGAGAAAAACTCTAGTGAGGAAAACTTTACTTGGTATTATAGAT
TAATAAACTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTA
TTGTGCTCCGGCTGGTTATGCGATTCTAAAGTGTAATGACAAGACATTTAATGGGACAGGACCATGCAATAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAGAGGGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAAGGA
AGCTGTAAACATTACGTGTGCAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGTCCAGGACAAACA
TTCTATGCAGCAGGAGACATCATAGGAGACATAAGGCAAGCACATTGTAACATTAGTAGAGCTAATTGGAATA
AAACTTTACGAGAGGTAGGTAAAAACTTAGAAAAGCACTTCCCTAATAAAACAATACATTTTACATCATCCGC
AGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAACTCATCTGCA
CTACTGCTGTACCTTGGAACCCTAGTTGGAGTAACAAAAAACCAGATGAGATTTGGAATAACATGACCTGGCT
ACAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAG
GAGAAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTGTTGCTGTGAT
CTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAAGGACAGATAGGATTATAAATTTAGTACAAGGAATCTGTAGAGCTATCCGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MF373126 
GGAGATAACTTGTGGGTCATGGTCTATTATGGGGCACCTGTGTGGAGAGAAGCAAAACCTACTTTATTTTGTG
CCTCAGATGCTAAAGGATATAACAAAGAAAGCCAAAGTGTCTGGGCTACATGTGCCTGTGTACCCACAGACCC
CCCCCCACAAGAATTGGTTTTGGGAATTGTAACAGAATATTTTAATGTGTGGAAAATGGATGGGATTCATTGC
GAAGGATATAATCTTTTAGGATATCAGCCTAAGCCCGTGTGTAAAGGTAACATCTGTGTCCTTAAACTGTACA
TATGTTACTGTTACCAACAATTCTGGCTGGTGGGAGAAATGAAGAATTGCACTTTGAATGCAACCACAGAATT
AAGAGATAATAGGAAAAAAGAAAGTGCACTTTTTTATAGACTTGATGTATTACCACTTAACTCTAGTGACAAT
AATAATAATGAGTATAGATTAATAAATTGTAGTACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCCTTTG
ATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAGAACATTCAATGG
AACAGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATAAAGCCAGTGGTATCAACTCAACTA
CTGTTAAATGGTAGCCTAACAAAAGAGATAATAATTAGCTCTGAAAATCTGACGAAAAATACCAAAACAATAA
TAGTACATCTTAATGAATCTGTAGGAATTGTGTGTATAAGACCCAATAATAATACAAGGAAAAGTGTGAGGAT
AGGACCAGGGCAGACATTCTTTGCAACAGGAGCCATAATAGGAGAAATAAGACAAGCATATTGTACAGTTAAT
GGATCTGCTTGGAATAATACTTTACAAAGGGTAAGGAAAAAATTAAGAAGGTACTTTTCTAAAGCAATAAGAT
TTGAACCATCCTCAGGAGGAGACCTACTACTTACTACACATAGCTTTACTTGTAGAGGAGGATATAAACAGCT
CCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGA
AGACGCATCTGCACCACTGCTCTGTCTTGGAACTCCAGTTGGAGTAATAAAACTTATGATGATATTTGGAATA
ACATGACCTGGATGCAATGGGACAGAGAAATTAGTAATTACACAGACACAATATTCAGATTACTTGAGGACTC
GCAAAACCAGCAGGAAAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTT
AACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAA
TTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTGTGTCATTGGGTTTTAGTAGCAA
TGATACCATAGCAATAGTCGTAGAGGAAGGAACAGATAGAATTATACAAGTATTACAATGGATTGGTAGAGCT
AGCAACAACATACCAGGAAGAATAAGACAGGGCTTTGAAGTAGCTGGGCAATAA 
>MF373131 



GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGCTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATCAGGATGTAATCAGTATATGGGATCAAGGCCTACAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACAAATGTGACCAATAAGACTAGTAATACTAACAAGACTAGGGAGATCGAGGATGCCAT
GACGGGAGAAATAAAAAATTGTTCTTTCAATATAACCACAGAGATAAGAGATAAGAAAAAGAAAGTATATGCA
CTTTTTTATAGACTTGATGTAGTACCACTTGATGGGGAGAATAGTAATAATAGCAATGATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTACAAATGAGACATTTAATGGAACAGGACCATGTAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAATCTAGCGCAAA
AAGAGATAATAATTAGATCTGAAAATTTGGCAGACAATGCCATAACACTAATAGTACAGCTTAATAAATCAGT
AGGAATTAATTGTACAAGACCCACCAGAAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCCACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAAGATTGGCAGGAAACCC
TACAAAATGTCAAGAAAAAATTAGAAACACACTTCCCTGGTAAAAATATAACATTTAACCATTCCTCAGGAGG
GGACCTAGAAATTACAACACATAGTTTCAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAATTCATGTGCACCACTA
ATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTTACAATGAGATTTGGGATAACATGACCTGGATACAATG
GGAAAAAGAGATTAATAATTATACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAA
AATGAACAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAGCATAGCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAACAAAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCA
GTAGCTGAGGGAACAGATAGAATTATAGAATTACTACAAGGAATTTGGAGGGCTATCCTCAACGTACCTAGAA
GAGTAAGACAGGGCTTGGAAGCATCTTTGCTATAA 
>MF373136 
GGGATGGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCTAACCCACAAGAAATAGTTATAGGGAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTGTCAATGTTACCATTAATGTTACCAGTACTAGCAATGGTACCAGTACTAGCAATGGCAA
TGTTACCAATTACTGTTTCATGCATACTTGCACTTTCAATGCTACCACAGAAATAAGAGATAAGAATTTCAAA
AAGTATGCTCTTTTTTATATGCTTGATATAATACCACTTGATGATGACAATAATAACAGCTCGAACAGCTCTA
CTTATACGTCAATAAATTGTACCACCTCAACCATAACATCTGCCTGTCCTAATGTCTCTTTTGACCCTCTTCC
TATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTCAAGGGTAATAATAAAACATTCAATGGGACAGGACCA
TGCAGTAGTGTCGGCACAATGCAATGCACACATGCAATTAAACCAGTGATATCTACTCAATTACTGTTAAATG
GTATCCTAACAGAAGATGACATAATAATTAAATCTGAAAACCTGACAAACAATGCTAAAACAATAATAGTACA
GCTGAGTAGATCCATACACATTGTGTGTACAAGACCCAACAATAATACACGAAGACGTGTATTGATAGGACCA
GGACAAGCATTCTATGCAACAAGAGACATACTTGGAAACATAAGACAAGCACATTGCAGCATTACTATACGTA
GATGGAATGAAACTCTACTAGGAGTACGTAAAAAATTACTAGAACACTTCCTTACTACATCAATAGGAGTTAA
CTCATCCTCAAGACGGGACCTATATATCACAACACACATTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACTTCAGTTGGAGTAATAAATCTGCAGATGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAG
GGAAATTAGTAATTACACAAACACAATATACAAGTTACTTGAAGAATCGCAAAACCAGCAGGAACAAAATGAA
AAAGATTTATTAGCATTGGACAGCTGGAAAAATTTGTGGAGCTGGTTTGACATATCAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTGGGGGGCTTGATAGGTTTAAGAATAATTTTTGCTATATTATCTATAGTGAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCT
GAGGGAACAGATAGGATTATAGAATTCATACGAGGAATTTGTAGAGCTATCCTCAACCTACCTAGAAGAATAA
GACAGGGTTTTGAAGCAGCTTTGCTATAA 
>KP411832 
GTGGGGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCGAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATTTGAGACAGAAGTGCATAATGTCTGGGCTACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGCGAACCGACTTTTCCTTTAACTGTGATGATAATGTAACCATCAAGGGTACATCCAATACAAC
GGTCAATAATACTGGGGAAATGAAAAATTGCTCTTTCAATGCAACCACCGAACTAAGCGATAAGAGCAAAAAG
GAACACGCACTTTTTTATACACTTGATATAGTACCAATTAATGACAATTCTAATTCTACTAAGTATAAATTAA
TAAATTGTAATACCTCATCAATAACACAACCCTGTCCTAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCACCTGGTTATGCGATCCTAAAGTGTAGTAACAAAAAATTCATTGGAACAGGACCATGCACTAATGTC
GTCACAGTACAATGTACACATGGAATTAATCCACTGGTATCAACTCAACTACTGTTAAATGGCGGTCTACCAG
AAGAAGAGATAATGATTATATCTGAAAATCTGACAAACAATGCCGAAACAATAATAGTACATCTTCAAAGACC
CTGTAAAGAAATTATGTGTACGAGGCCCAACAATAATATCAGGAAAAGTGTGAGAATAGGACCAGGACAAACA



TTTTATGCAACAGGAGGAATAATAGGAGATATAAGACAAGCACATTGTACCATTAATAGAGCAAATTGGACTA
ACACTTTGCAAGAGGTAGGTAAAAAATTACTGGAACACTTCCCTAATAATACAGCAATAAAATTTGAATCCTC
CTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAACTCAAGTTGGAGTAATAAATCTCAAAATGATATTTGGAATAACATGACTTG
GATGCAGTGGGATAAAGAAATCAGTAATTACACAGACACAATATATAGATTGCTTGAAGACTCGCAAAACCAG
CAGGAAAGAAATGAAAAAGATTTACTCGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTAACATATCAA
ACTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACTATTATCGTTTGCAATTAGCCTGTATGATACCATA
GCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAGTAGTACAAAGATTTTGTAGAGCTATCCTCAACA
TACCTACAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAATAG 
>KP411833 
GTGGGGGGGAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TTTGTGCATCAGATGCTAAAGGATATGAGAAAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTG
GATCAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAACTGCAGTAATGCTAATGTTACTACCCTCAATGCTACCATCGATGAGACCATGAAGGGGGA
AATAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGACTGAACGCGCACTTTTTTAT
AAAGTTGATGTAGTACCACTTAATGGAAAGAATAACAATTCCAGTGACAATCCCAGTGAGTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCTGCTGGTTTTGCGATTCTAAAGTGTAATAACAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGC
ACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAA
AAGATATAGTAATTAGATCTGAAAATCTGACAAACAATGTTAAAACAATAATAGTACATCTTAACGAATCTGT
AGAAATTGTGTGTACAAGGCCCAACAATAATACAAGGACAAGTGTGGGGATAGGACCAGGAAAAACATTCTAT
GCCACAGGAGACAGAATAAGAAATATAAAACTAGCACATTGTAACTTTAGTGAAAAGAAATGGAATCGAACTT
TACCAAGGGTAGGGAAAAAACTAAAAGACCACTTCCCTATCCAAACAATAAGCTTTGAGTCATCCTCAGGAGG
GGACCTAGAAATTGCAACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGGACAGTAGTTGGAGTAATAAATCTCAAGGGGAAATTTGGGATAACATGACTTGGATGCAATG
GGATAGAGAAATTAGTAATTACACAGGCATAATATACGGGTTGCTTGAAGACTCGCAAAAAAAGCAGGAGAAA
AATGAAAAAGATTTACTAGCATTGGACAAGTGGAACAACCTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAGCTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGATCTCTCT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGTA
GTAGCTGGAGGAACAGATTGGATTATAGAATTAATACAAAGAATTTGGAGAGCTTTCTGTAACATACCTAGAA
GAATAAGACAGGGTTTTGAAGCAGCTTTGCAATAA 
>MF373145 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAACCCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCGTGTGTACCCACTGA
CCCCAGTCCACAGGAACTAGATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGGATGGTGGAT
CAGATGCATCAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TTACTTTAAACTGTAGTGAACCTGCCTACAATAAGAGCATAAATTGTTCAGGCGATAATAATCTTCTCTGCAA
TACTAGCATGGAGATGAAAAATTGTTCCTTTAATATAACCACAGAACTAAGAGATAAGAGAAAGACAGCATTT
GCACTTTTTTATAGGCTTGATATAGTACCACTTATGAATGAAAATAATAGTGAATATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAAGGATACGGACTTCAATGGAACAGGACCATGCCACAATGTCAGCACAGTA
CAATGTACACATGGAATTAAACCAGTGGTGTCAACTCAGCTATTGTTAAATGGTAGTACAGCAGAAGAGGGGG
TAAAAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACAGCTTAAGACACCTGTGGGAAT
TAACTGTACGAGACCTGGCAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGCCGTAATAGGAGATATAAGACAAGCACATTGTACCATTAAGGGAGAAGATTGGAATCGAACTTTACAAG
AAGTAGGAGAAGCATTGGACAAGCACTTCAAGAAAGAACTAATATTTAAACCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCTT
GGAACTCTAGCTGGAGTAATAGATCTGAGGATGAGATTTGGAAGAACATGACCTGGATGCAGTGGGATAAAGA
AATTAATAATTATACAGACATAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAGGAAAATGAAAAA
GATTTACTAGCATTGGACAAATGGCAAAGCCTGTGGAATTGGTTTAGTATAACACAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGTCTGCTTGATGCCACAGCAATAGCAGTAGCTGAA
GGAACAGATAGAATTATAGAAGTAATACAAAGAATTTGGAGAGCTATCTGCAACATACCTAGAAGAATTAGAC
AGGGCTTAGAAGCAGCTTTGCAATAA 
>MF373146 



GTGATGGGGAATTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAGACTACTTTATTTT
GTGCATCAGATGCTAAGGCATATGTGGCAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAGGAACTATTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTAGTGACACCAATTCCGCCAATGATACCGATAATGGTATGAAAAATTGTACTTTCAATAC
AACCACAGAAATAAGGGATAAGAAACAGCAAGCATCTGCACTCTTTTATAAACTTGATATAGTATCAATGAAT
GGAAGTACTTATAGATTAATAAGTTGTAATACCTCCATCACAAAACAAGCCTGTCCAAAGGTCTCTTTTGACC
CAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGAAC
AGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAACTATTG
TTAAATGGTAGTGTAGCAGAAGAAGAGGTCATAATTAGATCTGAAAATCTGACAGACACGGTCAAAACAATAA
TAGTACAGCTTAAGGAACCTGTACAAATTAATTGTACAAGACCCAACAATAATACAAGGAAAGGTATAGGGAT
AGGACCAGGACAAACATTCTATGCAACAAACATAATAGGAGATATAAGACAAGCACATTGTAAAATTAGTGAA
AGGGAGTGGAATGCAACTCTAGGAAAGGTAGTACACAAATTAAGAGAGCACTTTAAGAATAAGACAATAGCGT
TTGCACCATCCTCAGGAGGGGACCTAGAAGTTACAATGCATAGCTTTAATTGTGGAGGAGAATTTAAACAGCT
CCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGGGGATCAGCAGCTCCTAGGGATGTGGGGCTGCTCTGGG
AAACTCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGTAATAAATCTCAACAGGAGATTTGGGAGA
ACATGACCTGGATGCAATGGGAGAGAGAAATTAATAATTATACAGGCATAATATACAATTTGCTTGAAGTCTC
GCAAAACCAGCAGGAACAAAATGAAAAAGATTTACTAGCTCTGGACAAATGGCAAAATCTATGGAGTTGGTTT
GACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAA
TTTTTGCTGTGTTCTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCCATTAATCTGTT
TGATACTATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATAATAGAAGTAGTACAAGGAATTTGGAGAGCT
ATCTGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MF373154 
GTGGGAGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAAATGCCAAAGCATATGAGACAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAACTAGATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATGTTGATCTCAAGGGGAACATGACATTTCTCAACATGACAGATCTCAATGATAA
TAATACCCTAAAAGGCCTCAATGAAACTATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAA
AAAACGAAGGTACATGCACTTTTTTATAGACTTGATATAGTACAACTTGATAATAACAGTGAGTATAGATTAA
TAAATTGTAATACCTCAGCCATAACCCAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATATATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAGGACAAGACATTCAATGGGACAGGACCATGCAATAATGTC
AGCGTAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTACAGCAG
AAAATGAGACAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACAGCTTAAAGAGCC
TGTAGGAATTGAGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTGGAGACAGATGGAATAACA
CTTTGCAAGAGGTAACAAGGAAATTAAAAGAACACTTCCCTAATAAATCAATAGACTTTAGACCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACCGTGCCTTGGAACTCTAGTTGGAGTAATAAGTCTTACAATGAGATTTGGGATAACATGACCTGGATGCA
ATGGGATAGAGAAATTAATAATTATACAGCTACAATATACAAGTTGCTTGAAGACTCGCAAATCCAGCAGGAA
AAAAATGAGAAAGACTTGCTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTTTGTTTGATACCTCAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATAATAGGAATACAAAGACTTTGGAGAGCTATCTGCAACATACCAA
GAAGAATAAGGCAAGGCGTAGAAGCAACGCTGCTATAA 
>KP411837 
GTAGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCTACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATGAAGAAGTGCACAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCTCACGATATGAGGTTGGGGAATGTAACAGAAAATTATAACATGTGCAAGAATGGCATGGTGGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCGGAGCCTAAAGCCATGTGTATGGGTGACCCCACTCTGTG
TCACTTTAAAGTACAATAATTATTACCCTCAAACTAATACTACTAGTACCCTCAGGATAATAATAATACTGTA
TGGGGAAGTAAAAAATTGCTCTTTCAATATAACCACAGAAATAAAAGATAAGAAAAAGAAGGAATATGCACTT
TTTTATAAACTTGATATAGTATCACTTGATGAGAATGACAATAACAATAGTGAATATAGATTAATAAATTGTA
ATACCTCAGCTGTAACACAAGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGCAATAATAAGACATTCAATGGAACAGGGCCATGCAATAATGTTAGCACAGTA
CAATGTACACATGGAATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGA
TAGTAATTAGATCTGAGAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAAAGAGCCTGTAGAAAT
TGTGTGTATAAGGCCCAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAGTAGGAGATATAAGACACGCATATTGTAACATTAATGAACAGAAATGGAATGCCACTTTACAAA



ATGTAACTAAAAAATTACTAGAACACTTCCCTAATAAAACAATAAGCTTTCAACGCAGTTCGGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGGGTCCTGGCTGTAGAA
AGATACCTACAAGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGGATAACATGACTTGGATGCAGTGGGATAG
AGAAATTAGCAATTACACAGGCATAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGATAAATGAA
AAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTTCAATTGGTTTAGCATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGGCTGCTTGATATCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATCATACAAGTAGTGCAAGACATTTGGAGAGTTATCCGCAACATACCTAGAAGAATAA
GACAGGGCTTCGAAGCAGCTTTGCAATAA 
>MF373156 
GTATGGGGGAACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAATAGTGTTAGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAACTGCAGTAATGTTACAACTATAAAAAATGAAACTGCTATAAACAATGAAACTGCTATTAC
AGAGAAGGAGGAAGTAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGATAAAGAAGGAATAT
GCACTTTTTTATAAACTTGATATAGTGTCACTTGATGGCAGTTCCAATTCTAGTAGTGAGTATAGATTGATAA
ATTGTAACACCTCAACTGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGT
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAG
AAGACATAGTAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTGCAGCTAAACTCCTCTGT
AAGGATTGAATGTATAAGGCCCAACAATAACACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTTTAT
GCAACAGGAGCGATAATAGGAGACATAAGGAAAGCATATTGTACAATTAATGGAACGGATTGGAGTAACACAT
TAAATAAGGTAAGTGTAAAATTAAAAGAACACTTCCCTAATAAAAACATAACCTTTAAACCACACTCAGGAGG
GGATCTAGAGATTACAACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCC
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTGTAGAGGATATTTGGAATAACATGACTTGGATGCAGTG
GGATAGAGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAGGACTCGCAAACCCAACAGGAACAA
AATGAAAAAGATTTACTAGAATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTGTCTAT
AGTAAATAGAGTCAGGCAGGGATACTCACCTTTGTCGTTTGCTGTCAACCTACTTGATACTGTAGCAATAGCA
GTAGCTGAAGGAACAGATAGAATTATAGAAGTAGCACAAGGACTTTTTAGAGCTATCTGCAACGTACCTAGAA
GAATAAGACAAGGCTTTGAAGCAGCGTTGCAATAA 
>MF373157 
GGGGGAAAGGAGGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAGCTCCTTTAT
TTTGTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAACTGAAGTTGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTG
GATCAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTCTAAACTGCAGTAATGTTACTGTTACTACTACCATCAATAATAGTACCTTAAGTAACATGCAGGA
GGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAGTAAGAGATAAGAAAAAGCAGGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATGACTGACAAGTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCTG
TAACACAATCCTGTCCAAAGATCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCTGCTGGTTATGCGAT
TCTCAAGTGTTCTAACAATACATTCAATGGAACAGGACCATGCACTAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTGGCAGAAAAGGAAATAATAATTAGAT
CTAAAAATATGACAGACAATACCAAGATCATAATAGTGCATCTTAATGAATCTGTAGAAATTGTGTGTACAAG
GCCCGGCAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACACTCTATGCAACAGGAGCAATAATA
GGGGATATAAGACAAGCACATTGTAACATTAGTAGACAGAACTGGACTGAAACTTTACAAAGAGTAGGAAAAA
AATTAGAAGGATACTTCCCCAATAAAAACATAAGCTTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGCAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATCA
GTTGGAGTAATAAATCTCAAGAGGAAATTTGGGAGAACATGACTTGGATGCAGTGGGATAGAGAAATAGATAA
TTACACAGACATAATATACAGATTGCTTGGAGACTCACAAAACCAGCAGGACCGAAATGAAAAAGAGTTACTA
GCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGTTCTCTATAATAAGTAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTCGCTGTTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGAATTATAGGAATAGTACAAAGAATTTGTATAGCTATTAGAAATATACCTACAAGAATAAGACAAGGCTTTG
AAGCAGCATTGCTATAA 
>MF373170 



GTGGGGGGACAATTATGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCTAGCCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TAACCTTAAACTGTAGTAATGTTACCAATAGTAATAGTAATAATACTTTTATCAGTAATGGTACTGCTACCAT
GAGGGAGGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGAGTGAATATGCA
CTTTTTTATAAACTTGATATAGTAAAACTTAATGGAGACAACAACCAGAGTAATGGTGAATATAGATTAATAA
ATTGTAATTCCTCAACTGTAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGACAAGACATTCAATGGGACAGGACCATGCACTAATGTTAGT
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTATTGTTAAATGGTAGTAAAGCAGAAG
AGGAAATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTGCAGCTTAAAGAACCTGT
AGAAATTAATTGTACAAGGCCCAACAATAATACAAGGAAAAGTGTGAGGATAGGGCCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAGCAAATGGAATAAAACTT
TACAAGAGGTAGGTGATAAATTACGCGAACACTTCCCTAATAAAAATATAAGTTATAAACCATCCTCAGGGGG
GGACCTAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
CTAGAGAGATACCTAAGGGATAGACAACTCCTAGGAATTTGGGGCTGCTCTGGAAGGCTCATCTGCACCACTA
ATGTGCCTTGGAACTCTACTTGGAGTAATAAATCTCAAGATGAGATTTGGAAAAACATGACCTGGATGCAATG
GGAGAGAGAAATCGAGAACTACACAAGCACAATATACACGTTGCTTGAAGAATCGCAGAACCAGCAGGAAAGC
AATGAAAAAGAGTTACTAGAGTTGGACAAATGGCAAAATCTATGGAATTGGTTTAACATAACAAACTGGCTGT
GGTACATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTAATATCTAT
AGTGAACAGGGTTAGGCAGGGATACTCACCATTATCGTTTGCTATTAGTCTGATTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATAATAGAACTAGTACAAAGAATTTGCAGAGCTATCTATAATATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MF373171 
GTGGGGGAAAAATTATGGGTCACAGTTTATTATGGGGTACCTGTCTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACACGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTAATAATGTTACCAGTAGTAGTAATAATACCAGTAGTAGTAATAATACTGATACCAGTAA
TGGTACTGTTAACATAAATGAGGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAA
AAGAGTGAATATGCACTTTTTTATAGACTTGATATAGTACCACTTAGCCAAGACAATAACAGTAGTGAGTATA
GATTAATAAATTGTAATTCCTCAACTGTAACACAAGCCTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGGACAGGACCATGCACT
AATGTCAGTACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACTCAATTATTATTAAATGGTAGTA
CAGCAGAAGAGGAAATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTGCAGCTTAA
AGACTCTGTAGAAATTAATTGTACAAGGCCCAACAATAATACAAGGAAAAGTGTGAGGATAGGGCCAGGACAA
ACATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAAGCAAATGGA
ATCAAACTTTAAAAGAGGTAAGTGAAAAATTAAGCAAACACTTCCATGGAAGGAACATAAGTTTTAAACCATC
CTCAGGGGGGGACCTAGAAATTACAATGCATAGCTTTAACTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCT
GCACCACTAATGTGCCTTGGAACTCTACTTGGAGTAATAAATCTCAAAAGGAGATTTGGGAAAACATGACCTG
GATGCAATGGGAAAAAGAAATCGATAACTACACAAGCACAATATACACATTGCTTGTAGAATCGCAAGACCAG
CAGGACAAAAATGAACAGGATTTACTAGCTTTGGACAAATGGCAAAATCTATGGAATTGGTTTAACATAACAA
ACTGGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTATCTATAGTGAACAGGGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGTCTGCTTGATACCATA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATAATAGAACTAGTACAAAGATTTTGCAGAGCTATCTATAATA
TACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>MF373177 
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCCAACCCTACTCTATTTTGTGCAT
CAGATGCAAAAGCATATAAGACAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCTACAGACCCCAG
CCCACAGGAAATAGAATTGACAAACGTATCAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAACAGATG
CATCAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTTACCT
TAGACTGTGGTTATAATGTCACTGCTAACAGTAATGTTACTGTCTATGACAATGCGACTATAGGAGACATGAA
AAAAGACATGAAAAATTGTTCTTTCAATACAACCACAGAGATAAGAGATAAGAAGCAGACAGTATATGCACTG
TTTTATAGGCTTGATATAGTACCCATTAAGGATGAGAGTGAGAATAATAGTGAATATAGATTGATAAATTGTA
ATACCTCAGCCATAACACAAGCTTGTCCAAAGGTCTCTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGATGAGACATTCAATGGAACAGGACTATGCAATAATGTCAGCACAGTA
CAGTGTACACATGGAATTAGACCAGTGGTATCAACTCAGCTATTGTTAAATGGGAGTATAGCAGAAAGTGACA
TAATAATTAGATCTGAGAATCTGGCAAACAATGCCAAAATAATAATAGTACAGCTTAATGAAATTGTAGAAAT
TAATTGTACAAGACCCAACAATAATACAAGAAGAAGTGTAAGGATAGGACCAGGACAAACATTCTATACAACA



GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAATAGAGACAAATGGAATATAACTTTAAACA
AGGTAAGGGAAAAATTAAAAGAGCACTTTAATAAAACAATAAAATTTGAACCTTCCTCAGGAGGAGACCTAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTT
GGAACAGTAGTTGGAGTAATAAATCTCAAGAAGAAATTTGGGACAACATGACCTGGATGCAGTGGGATAAAGA
AATTGATAATTATACAGGAATAATATACAAATTGCTTGAAGACTCACAAAACCAGCAGGACAAAAATGAACAA
GATTTACTAGCATTGGACAAATGGACAAATCTGTGGAGTTGGTTTGACATTTCAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAACAA
AGTTAGGCAGGGATACTCACCATTGTCGTTTGCCATTAATCTCTTTGATACCACAGCAATAATAGTAGCTGAA
GGAACAGATAGGGTTATAGAATTCCTACAAAGAGCTTGGCGAGCTATCTGCAATATACCTAGAAGAATAAGAC
AGGGCTTTGAAATAGCTTTGCAATAA 
>MF373187 
GGGGTGGGAAACTTGTGGGTCACAATATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTCCTCTATTCT
GTGCATCAGACGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATATTTTTAGAAAATGTAACAGAAAACTTTAACATCTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTACACTGTCGCGATGCCAATACTACCTCTAACACGACCTCAGAGCATAACATAAGGGGAGAAATAAA
AAATTGCTCTTTCAATGTAACCACAGAACGAACAGATAGGCAAAAGCAGGAATATGCACTTTTTAATAAACTT
GATATATTGCCACTTACTAAAGAAAGTACCAATAATTCTAGTAATTCTAGTGAATTTATATTAATAAGTTGCA
ATACCTCAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
GGGTTATGCGATTCTAAAGTGTAACAATGAGACATTCAGTGGAAAAGGACCATGCAATAATGTCAGCACAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAAAACAGATAA
CAATTAGATCTGAAAATATGACAGACAATGTAAAAACAATAATAGTACAGCTCAATGAGTCAGTGGAAATTAA
TTGTACAAGACCCAACAATAATACAAGGAAAAGAATAAGGCTAGGACCAGGACGAACAATCTATGCAACAGGA
GCCATAATAGGAAATATAAGACAAGCACAGTGTAACATTAGCAGACAAGGTTGGAATAAAACTTTACAGGAGG
TACGTAAAAAATTAAAAGAGCTTTTCCATAATAACACAATAAACTTTGAACCACACTCAGGAGGGGATCCAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTTCAGACAAGAATCCTGGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACTCTAGTTGGAGTAATAAATCTCAAGATGAAATTTGGAATAATATGACCTGGATGCAGTGGGATAGAGA
AATTAATAATTACACAAACACAATATACAGATTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAG
GATTTACTAGAATTGGACACGTGGCAAGGTCTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCCTTATCGTTTGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGGTGAA
GGAACAGATAGAATTATAGAATTCATACAAAGATTTTGTAGAGTTATCCGCAACATACCTAGAAGAATAAGAC
AAGGCCTTGAAGCAGTTTTACAATAA 
>MF373193 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAAA
CCCCGACCCACAAGAAATACTCTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTCATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGCTACTAGCACCAATGATACTACCACCACTAGTACCACCATTAAGGAAATGAA
AAATTGCTCTTTCAATGTAACCACGGGAGATAGGAAGAAGTCAGCTTTTGCACTTTTTTATAAACTTGATATA
GCACGACTTAATGATAGTGATAGTAATAGCAACCCTAGCAACTCTAGTGAGCGTTATACATTAATAACTTGTG
AGACCTCAACCATAACACAAGCCTGTCCAAAGATCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGC
TGGATATGCGATTCTAAAGTGTAAGGATAAGACATTCAATGGAACAGGACCATGCCAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCATATCAGAAGAAGGGA
TAATAATTAGATCTGAAAATTTGACAAACAATGCCAAGACAATCATAGTACAGCTTAATGAGTCTGTAGAAAT
TGTGTGCATAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACA
GGAGATGTAATAGGAAACATAAGAGAAGCACATTGTAACATTACTGGAGCCAACTGGACTAGAACTTTAGAAA
ATGTAAGTAGAAAATTAGCAGAACACTTCCCTAATAAAACAATAAACTTTACACAACCATCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTAC
CTTGGAATTCCAGTTGGAGTAACAAATCTCAAACAGATATTTGGGAAAACATGACCTGGATGGAGTGGGATAG
AGAAATTAATAATTATACAAACACAATATTCCAGTTGCTTGAAGACTCGCAAACCCAGCAGGAAAAAAATGAA
AAAGATTTATTAGCATTGAACAATTGGAACGATCTGTGGACTTGGTTTGACATAACAAAGTGGTTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTGTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATAGCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAAACTTAGGACTAAGAATTTGTAGAGCTATCTGCAATATACCTAGAAGAATAA
GACAAGGGCTTGAAGCAGCTTTGCAATAA 
>MF373199 



GTGATGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTTT
GTGCATCAGATGCTAAGGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACATTAAACTGTAGCGATGTTAATGTTACCCGTGCTGCCAATGGTACCCTGGTTGCCAATAATACCATGAT
AGGAGAAATAAAATATTGCACTTTTAATATAACCACAGAAATAAGAAATAATAGGAAGAATGTATATGCTCTC
TTTTATATGCTTGATATAGTACCCCTTGATGAGAATAATAATAGTTCCAGTGAGTATAGATTAATAAGTTGTA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACCTTATTGTGCTCCTGC
TGGTTATGCGATTCTTAAGTGTAATAATGGGACATTCAATGGATTAGGACCATGCAAAAATGTCAGCAGAGTA
CAATGTACTCATGGAATTAAACCAGTGGTATCAACTCAACTGGTGTTAAATGGTAATATAGCAAAAAATGATA
CAATAATTAAATCTGAAAATTTGACAAATAATGCCAAAACAATAATAATACAGCTTATAAAACCTGTACGAAT
TAATTGTACGAGACCCAACAATAATACAAGGAAGAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCCACA
GGAGACATAATAGGAGATATAAGACGAGCATATTGTACCATTAATGGAAAGGAATGGAATGAAACTCTACAAG
ATGTACGGGAAAAATTACTAAAGCACTTTCTTAATAAAACTATAGCATTTGCTCCATCCTCACGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTATAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAGACTCATCTGCACCACTAATGTGC
CTTGGAATTCTAGTTGGAGCAATAGAACTCAAGAAGAGATTTGGAATAACATGACTTGGATGCAGTGGGAGAG
AGAAATTGATAATTACACAAACACAATATACGAGTTGCTTGAAGTCTCGCAAACCCAGCAGGAACAAAATGAA
AAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATA
TAAAGATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATACTAGAAGTGCTGCAAAGAATTTGGAGAGCTATCTGCAACATACCTAGAAGACTAA
GACAAGGCTTTGAAGCAGCTTTGCTATAA 
>MF373202 
GTAATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATCCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTCTTAGAAAATATAACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAG
CAGATGCATCAGGATGTAATCAGCATGTGGGATCAAAGCCTAAAACCATGTGTAAAGATGACCCCACTCTGTG
TTACTTTAAACTGTACGAATGTGAATATTACTAGTAATATGACCAGGGAGATGGGAAATGCTACTAATCTGAA
TACCATGAAGGAAGAAATGAAAAATTGTTCTTTCAATACGACCACAGAAATAAGAGATAAGAAAAAGCAAGAA
TATGCACTTTTTTATAGACTTGATATAGAACCACTTCATGGGAAGAATAGCAATTCTAGTGATTATATATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTC
AGCACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACACAACTATTATTAAATGGTAGTCTAGCAG
AAGAAGATATAATAATTAGATCTAAAAATTTGACAAACAATGCCAATACAATAATAGTACAGCTTAAGGAACC
TGTACAAATTAACTGCACGAGACCCGGCACTAATAGAAGAAGAAGTATAAGGATAGGACCAGGACAAGCAATC
TATACAACAAATGAAGTAACAGGAGATATAAGACAAGCACATTGTAACGTTACTAACACAAAATGGAATCAAA
CTTTACAACAAGTAAGGAACAAATTAGAAAGGCTCTTCAACCAGACGACAATACTGTTTGAACAACCTGTTGG
AGGGGACCTAGAAGTTACAATGCATATCTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAACAAGAGATTTGGAATAATATGACCTGGATGCA
GTGGGAGAGAGAAATTGATAATTACACAGACATAATATACCAGTTGCTTGGAGAATCGCAAACCCAGCAGGAA
AAGAATGAGAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTGATATAACAAAGTGGC
TGTGGTATTTAAAACTATTTATAATGATAGTGGGAGGCTTAATAGGTTTAAGAGTAATTTTTGCTGTACTTTC
TATAGTAAACAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAATCTGTTTGACACCACAGCAATA
GCAGTAGCAGAAGGAACAGATAGGATTATAGAACTTATACAAAGAATTGGAAGAGCTATCTTAAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MH705137 
GTGGGGGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATGAAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAATAATGTTAATGTTACTATTAATGCCAACAATACTGTTATTGCCCCCACCAGTATTAA
TGCCACTAACATTGTTAATATAACGGAAGAAATAAGAAATTGCACTTTCAAGGCCACCACAGATCTAAAAGAT
AAGACAAAGAAGGAATTTGCACTTTTTTATAAACTTGATATAGTACAACTTGATGAGAGTTCCAATTCCAGTG
AGTATAGATTAATAAATTGTAATACCTCAACCATAAAACAAGCCTGTCCAAAGGTGTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAACACATTCAATGGATCAGGACCA
TGCACTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAAAACAAGATATAATAATTAGGTCTGAAAATATGACAAATAATGCCAAAACAATAATAGTACA
TCTTAATGAATCTGTACCAATCGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTGAGAATAGGACCA



GGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCTA
AATGGAATAGTACTATGGAGAAGGTAAAAGAAAAATTAGAAAAACACTTCCCTAATAAAAGTATAATCTTTGC
ACCACCCTCAGGAGGAGACCTAGAAATTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAGTAATAAGACTCTAGAGGATATTTGGGACAACAT
GACTTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAGCAAGATATACAGATTGCTTGAAGAATCGCAA
ATCCAGCAGGAGGAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCA
TAACAAGTTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAATCTGTTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAGTTATAGAATTAGTACAAATAATTTGTAGGGCTATCA
GAAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAATAG 
>MG989567 
GTGTTGGGAAACTTGGTGTTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAA
AAACTACTCTATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGC
CTGTGTACCCACAGACCCCAACCCACAAGAAATGGTTTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAA
AATGACATGGTAGATCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGT
TGACCCCACTCTGTGTCACTCTAAATTGTACAGATGTTGGTAGCAATAACACCTCAGACATGAAAAACTGCTC
TTTCAAGGTAACCACAGAAATAAAAGATAAGAAAAGGAAAACGCATGCACTATTTTATAGACTTGATATAGTA
CCACTTGAGAACGGGGTAATTGATAACAAGACCAACATTACTCAATATAGGTTAATAAATTGCAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCCATACATTATTGTGCGCCAGCTGGTTATGC
GATTCTAAAGTGTAATGATAAAACATTCAATGGAACAGGACCATGCAGTAATGTCAGCACTGTACAATGTACA
CATGGAATTAAGCCAGTAGTGTCAACTCAGCTACTGTTAAATGGAAGTCTAGCGGAAGGAGAAATAATAATTA
AATCTGAAAATATAACAAACAATGCCAAAACCATAATAGTACATTTTAATGAATCTGTAGCAATTGTGTGTGC
AAGACCAAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCACCAGGTGAGATA
ATAGGAGACATAAGAGAAGCACATTGTAACATTAGTAAATCTAAATGGAACAATACTCTACAACAGGTAAGAA
ATAAATTAACAAAGCTCTTTAATACAACAATAACATTTAAGCCATCCTCAGGAGGGGATCTAGAAGTTACATC
ACACTTCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTATAGAAAGATACCTAAGG
GATCAACAGCTCCTAGGACTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCA
GTTGGAGTAATAAATCTTATACAGATATTTGGGAAAACATGACTTGGATGCAGTGGGATAAAGAGATCAATAA
TTACACAAACACAATATACCAGTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTA
GCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCA
TAATAATAGTAGGAGGCCTAATAGGTTTGAGAATAATATTTGCTGTGCTATCCATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTGTTAGTCTACTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAAATCCTACAAAGAATTTGTAGAACTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>HM215433 
GTGGTGGGAAGCTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCGCAGA
CCCCAACCCACAAGAGATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGACAATGACATGGTGGAT
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTGAGGTTCAGAATAAAAACTATACCTACAATAACCATACCCACGATAATAGTAGTAT
CCACTTTGGGAATCTGACCACAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGACA
CGCAAAGAGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGGTGACAACATTAACTCTACTGAGTATA
GACTAATAAATTGTAATACATCAACATTAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCCGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTCAT
AATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATCTAACAAACCATTTTAAAACAATAATAGTACAGCTTAA
TCAATCAGTAGAAATTACGTGTACAAGACCAGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAA
GTATTTTATGCAAATGACATAATAGGAAACATAAGACAAGCATATTGTAACATTAGCGAAGCAAGATGGAATG
AAACTTTACATTGGGTAGGTAAAAAATTAGGAAAACACTTCCCTAATAAAACAATAAAATTTGAATCATCCTC
AGGAGGGGACCCAGAAGTTGCAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
TTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTTACAGCGAGATTTGGGGTAACATGACCTGGAT
GCAGTGGGATAGAGAAATTGATAATTACACAAACTTAATACACAGTTTGCTTGAAGAATCGCAAAACCAGCAG
GAACAAAATGAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAGT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
ATCTATAGTAAATAGAGTCAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGTTTGATGCCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTACTACAAAGACTGTGTAGAGCTATCCGCAACATAC
CTAGAAGAATAAGACAGGGTTTTGAAACAGCTTTGCTATAA 
>HQ659585 



GTGATGGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGAGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGCAAATGTAACAGAAAGTTTTAACATGTGGAAGAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGAAATGCTACTGCTACCAATAATGGTACTGTTGAAGATAACATGATAGGAGAAATAAA
AAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAAAAGGAAAATGTATGCACTTTTTTATAAACTT
GATGTAGTACAAATTAAGAAGGGTAGCAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAT
CACAAGCCTGTCCAAAGATTTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTG
AAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTATAGACATTAAGTGTACAAGACC
CAACAATAATACAAGACAAAGTGTAAGAATAGGACCAGGACAAACATTCTATGCAACAGACAGCATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGAAAGGACATGGAATGAAACTTTACAAAGGGTAAAGAAAAAAT
TAGAAGAGCACTTCCCTAATAGAACAATAAACTTTGAACCACATGCAGGAGGGGACTTAGAAATTACAACACA
TAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTT
GGAGCAGTAAATCTGAAAAAGATATTTGGGAAAACTTGACCTGGATGCAATGGGATAGAGAAATTAGTAATTA
CACAAACACAATATACAATTTGCTTGAAGAATCGCAAGTCCAGCAGGAAAAGAATGAAAAGGATTTATTAGCA
TTGAGCAGTTGGCAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTTTAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAGAATTAATACAAAGAATTTGTAGAGCTATTTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>HQ697934 
GTGGGGGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAGAGCATATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGTTACCAGTAAAAATGTTACCAGTAGAAATGATACCCTCAATGGTAACGTGGG
GGAAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAGGAAAAAGAAAGTGCATGCACTT
TTCTATAAACTTGATATAATATCACTTAATGAATCTAATTCTAGTAGGTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAGGCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAAACATTCAATGGAACAGGACCATGCCAGAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAA
TTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGGCAAGCATTCTATGCAACAGGGGAT
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAATGAAACAAATTGGAATAAAACTTTACAAAGGGTAA
GTGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAGAATTTAAATCACCACCCCCAGGAGGGGACCTAGA
AATCACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGA
TACCTAAAGGATCAACAACTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCCGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCATATGAAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAATAATTACACAGAGACAATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAG
GATTTATTGGCATTGAACAGTTGGGGAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAG
AGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATATCAGTAGCTGAA
GGAACAGATAGAATTCTAGAATTAGTACAAAGAATTTGTAGAGCTATTCGCTACATACCTACAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ697983 
GTGTGGGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAACTGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTAATGTTACTAGTAATGCTACCACTAGTACTACTACCCCTAGTACTGCTAC
TGTAAGTAATACCCTGAATAGAGAAATAAAAAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAAAGA
AAGAAGGAACGTGCACTTTTTTATAGACTTGATATAGTACCACTTAATGGGGAGAATAACAATAGTTATAGTG
AGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGACAAGACATTCAATGGAACAGGACCA
TGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGCTCAATG
GTAGCCTAGCAGAAGGAGACATAATAATTAGCTCTGAAAATTTGAAAAACAATGTCAAAACAATAATAGTACA
TCTTAATGATTCAGTAGAAATTGTGTGTACAAGGCCTAACAATAATACAAGGAGAAGTATGAGAATAGGACCA



GGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGAAAAGCACATTGTAGCATTAATGGAACGC
AATGGAATAAAACTTTAGAAGGGGTAAAGAAAAAATTAAAAGAACACTTCCGTAATGGAACAGAAATAAGATT
TGAACAACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGTAATAAATCTCATGAAGATATTTGGAACAA
CATGACTTGGATGCAGTGGGATAAAGAAATTAGCAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCG
CAAAACCAGCAGGAACAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTG
ACATAACAAATTGGCTGTGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTGCTGTACTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATAGCCTAGCAATAATAGTAGGTGCAGGAACAGATAGAATTTTTGAAATAATACAAAGAATTTGTAGAGCTA
TCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAATTAGCATTGCAATAA 
>HQ698009 
GTAATGGGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAGTCATGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGTCGTGATGTTAATGCCAATTACACTTACATTTACAATGATACCATGAAGGAAGAAATGAA
AAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGAAAGAATATGCACTTTTTTATAGACTT
GATATAGTACCACTTGATGAGAAGTCGAATTCCAGTAGTGAGTATAGATTAATACAGTGTAATACCTCAACCT
TAACACAAGCCTGTCCAAAGGTCTCTTTTAACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGCAGTAATGTCAGCACTGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCGGAAGAAGAGATAATAATTAGAT
CTGAAAATATAACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGACATTAGGTGTATAAG
GCCCAGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGATATAATA
GGAGACATAAGACAAGCACATTGTAACATCAGTGAAGAGAAATGGAATAAAACTTTAGAAGGGGTAATTGAAA
AATTAGGAAAACACTTCCCTGGTAACAAAATAGAATTTCAACCATCCTCAGGAGGGGATTCAGAAATTACAAC
ACATAGTTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGTAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCCCACGACTATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAGATTAATAA
TTACACAAACACAATATACAAATTGCTTGAAGAATCACAAAGCCAGCAGGAAAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCA
TAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTAATACTATAGCAATAGCAGTAGCTGAGGGAACAGAT
AGGATTATAGAATTCATACAAGGAATTTGTAGGGCTATCCGTAACATACCTAGAAGAATCAGACAGGGCTTTG
AAACAGCTTTACTATAA 
>HM215286 
GTAGGAGGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGACGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCGACCCACAAGAATTGGTTTTAGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGTGGTAATAATATTACTATGACTGCTAATGCTACCATAAATGAGACCATGAAGGGAGAAAT
AAAAAACTGTTCTTTCAATATAACCACAGAAATAAGAGATAAAAGAAGGAAAGAATATGCACTTTTTTATAGA
CTAGATATAGTACCACTTGATAATGAGAATTCCAGTGAGTATATATTAATAAATTGTAATACCTCAGCCGTAA
CACAATCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAACAAGACATTTAATGGAACAGGACCCTGTAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAGACAATAATTAGATCTG
AAAACCTGACAGACAATGTCAAAACAATAATAGTACAGCTTAATGACCCTGTAGGAATTGTGTGCACAAGGCC
TAACAATAATACAAGGAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGA
GATATAAGACAAGCATATTGTACCATTATTAAAGGGAAATGGAATAGCACTCTACAAAAGGTAGGCAGAAAAT
TACGAGAACACTTCCCTAATAAAACAATACAGTTTGCACCGCACTCAGGAGGGGACCCAGAAATTACAACATT
TAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAATGCCAGTT
GGAGTAATAAATCTGAAGAAGATATTTGGAATAATATGACCTGGATGCAGTGGGATAGAGAAATTAACAATTA
CACAAACACAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAAGAATGAAAAAGATTTACTAGCA
TTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGCCATAACAAATTGGCTGTGGTATATAAAAATATTCATTA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCCATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGATAGA
ATCATAGAAGTAGTACAAAGAATTTGTAGAGCTATCAGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCATTGCAATAA 
>HM215302 



GGGAATAAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAGAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGCACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTTAATGCTACCAGGAGTACTAATGCTACTGGTGGTACTAATACTACCAGCAG
TAGTAATGGCACTAATGACATGGATGGAGAAATAAAAAATTGCTCTTTCAGGGCAACCACAGAATTAAAAGAT
AAGAAAAAAAATGTGTCTGCATTATTTTATAAGCTTGATCTAGTACAACTTGAAAACAAAGATAGGAAAAGTT
ATAGATTAATAAATTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGATTACTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGC
AGTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTA
GCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATATAAATAACAATGTCAAAACAATAATAGTACAGTT
TAATAAATCCATAGAAATTGTGTGCACAAGGCCTAACAATAATACAAGGAAAAGTGTAAGAATAGGACTAGGA
CAAGTATTCTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAGTAATT
GGACAGAAGCCTTACAAAAGGTAAAAGAGAAATTAAAAGAACACTTCCCTGGTACCATAAACTTTAATCAATC
CTCAGGAGGAGATCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGA
GTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAATATCAGTTGGAGTAATAAAACTCAAGACTATATTTGGGATAACATGACCTG
GATGGAGTGGGATAAAGAAATTGACAATTACACAAGCATAATATACAGATTGCTTGAAGTCTCGCAAAACCAG
CAGGAGAAAAATGAACAAGAGTTATTAGAATTGGACAAGTGGGGAAGTCTGTGGAATTGGTTTAGCATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTACTGT
ACTCTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTAATACCATA
GCAATAGTAGTAGCTGAAGGAACAGATAGGGTTATAGAATTAATACAAGGACTTGGTAGAGCTATTTACAACA
TACCCAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTATAA 
>AY253304 
AATGGGAACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAACGCTCCTCTATTTTGCG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAACTAGACTTGAAAGATGTAACAGAGGATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CCCTAAACTGTACTAATGCTAATATTAATAATGATACTGTTGCTAATAGTGGTACTTTTAAGATAGATAATAG
TAGTAATGCAGTAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAAAAAGAATATTCA
TTGTTTTATAGACTTGATATATTACCACTTGATAACTCTAGTGAGTCTAAGAACTATAGTGAGTATGTATTAA
TAAATTGTAATACCTCAACCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAAATACGACATTCAATGGAACAGGACCATGCAATAATGTC
AGCACAGTACTATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAG
AAGAAGGGATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAAGACAATAATAGTACAGCTTAATAAATC
TGTAGAAATTGTGTGTGTAAGACCCGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAGTGCTTGGAATAAAA
CTTTACAAGATGTAAGTAAAAAATTACGAGAACACTTCCACAATAAAACAATAAAATTTGAATCAGCGGTTGC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTC
CTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAGAACTGAAGGAGATATTTGGAATAGCACAACCTGGAT
GCAGTGGGATAGAGAAATTGGGAATTACACAGACATAATATACAGGTTGCTTGAAGACTCACAAATCCAGCAG
GAAAACAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATT
GGTTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGGATAATTTTTGCTGTGAT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCACAGCA
ATACAAGTAGCTGAGGGAACAGATAGGATAATAGAAGTAATACAAAGAATTTGTAGAGCTATCTGCAACATAC
CTGGAAGAATAAGGCGGGGCTTTGAAGCAGCTTTGCAATAA 
>AY253308 
GTGGTAGGGAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGACATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGTTAAAGTTAATACTGTTAATACTACCAGTGGTGGTGTTAGTGCTACCCCCAG
TAGTAATATGAGTGAAGAAATGAGAAACTGTTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAGGAAG
GAATATGCACTTTTTTATAGACTTGATATAGTACCAATTAGTGGGGGAGATAACTATACCAGTGAGTATAGAT
TAATAAATTGTAATACCTCAACTGTAACACAAGCCTGTCCAAAAGTTTCTTTTGACCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAAATTCAATGGAACAGGACCATGTAATAAT
GTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGAAGCCTAG
CAGAAGAAGATATAATAATTAGATCTGAAAATATTACAGACAATACCAAAACAATAATAGTACATCTTAATGA
ATCTATAGCAATTAATTGTACAAGGCCTGGCAATAATAAAAGGAGAAGTGTAAGGATAGGACCAGGACAAACA



TTCTATGCAACAGGAGAAATAATAGGAAATATAAGAGAAGCACATTGTAACATTAGTGAAGGGAAATGGAATA
AAATTTTACAAAGGGTAAGTAAACAATTAGCAAACCATTTCCCTAATGCAACAGCAATAAAATTTGAACCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTATGAGGATATTTGGGGAAACATGACTTG
GCTGCAGTGGGATAGAGAAATTAGCAATTACACAGGCACCATATACAGGTTGCTTGAAGACTCGCAAAACCAG
CAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCTAT
GCTATCTATAGTGAATAGAGTTAGGCAGGGTTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATAGCTTC
GCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTTATACAAAACATTTGTAGGGGTATCCGCAACG
TACCTAGAAGAATAAGACAGGGCTTTGAGACAGTTTTGTTATAA 
>AY253310 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAGAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGACATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATGCCAAGAATAGTACTGATGCCAGGAATGGTACCCGCAATGATACCGCGTGGGG
AGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATGAGAGATAAACAACAGAAAGTGTATTCACTTTTT
TATAGACTAGATATAGTACCACTTAATAACAACAATAAGACCTATAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGGTAA
TAATCAGATCTGAAAATCTGACAGACAATGCCAGAACAATAATAGTACAGCTTAAGAAGGCTGTAGAAATTAT
GTGTATAAGAGTCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGTATTCTTTGCAAACAAT
GTAATAGGAGATATAAGACAAGCACACTGTAACATTAGTAAAAAGGATTGGAATACAACTTTACAAGAAGTAG
GCAAAAAATTAAAAGAACAGTTCCCCAATAAGACAACAATAAAATTTGCACCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACGTCAGTTGGAGTAATAAATCTCAAACAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAGTAATTACACAAACACAATTTACAGATTACTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAA
GAGTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCTATGCTATCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGCCGCTGAA
GGAACAGATAGGATTATAGAACTAATACAAAGAATTTGTAGAGCTATCCGCAACGTACCTAGAAGAATAAGAC
AGGGCTTTGAAACAGCTTTGCTATAA 
>AY253312 
GTGGCAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACAAAGAGGTGCACAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAACATTGACCCCACTCTGTG
TCACTTTAAACTGTACTAATAGTACCAGAATTAGTAATACTACCCTAAATGGAGAAATGAAAAATTGCTCTTT
CAATATAACCACAGACTTAAGAGATAAGAAAAAGAAGGAATATGCACTTTTTTATAAACTTGATATAGTACCA
CTTGAGGGGATGAATAACACAGAGTATAGATTAATAAATTGCAATACCTCAGCCGTAACACAAGCCTGCCCAA
AGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAA
GACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTA
TCAACTCAATTACTGCTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACA
ATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGGAATTGTGTGCACAAGGCCCAGCAATAATACAAG
GAAAAGTATGAGGATAGGACCTGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCA
CATTGTAACATTAGTGAAGGTAAATGGAAGGAAACTTTAAAAAGGGTAAGTGAAAAATTACAAGAACACTTCC
CTAATAAGACAATAGAATTTAAACCACATGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGG
AGGAGAATTTAAGCAACTCCAGGCAAGAATCTTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGTAAACTCATCTGCACCACTGCTGTGCCTTGGGACAGTAGTTGGAGTAATAAAACTG
AAGAGGATATTTGGAATAACTTGACCTGGATGCAGTGGGATAGAGAAATTACTAATTACACAGAAACAATCTA
TAAGTTGCTTGAAGAATCGCAAATCCAGCAGGAAAGAAATGAAAAGGACTTACTAGCATTGGACAGTTGGAAA
AATCTGTGGAGTTGGTTTGACATATCAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGGTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTGCCATTAGCCTGTTTGATACCCTAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTCTAGAATTAATA
CAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAATCAGCTTTGCTATAA 
>AY253303 



GGGGTGGTGGGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGATGCAAAAACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTTCCCGC
AGACCCCAACCCACAGGAAATAGATTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTG
GATCAGATGCATGAGGATATAATCAGTCTATGGGATCAAGGCCTAAAGCCATGTGTAAAATTGACCCCACTCT
GTGTCACTTTGAATTGTAGTAATGTAACTGTTGCCCACAATGCTACTATCGATAATAGTACCAGGAATGAAAT
AAAAAATTGTTCTTTCAATATAACCACAGAACTAAGAGATAAAAAGAGGAAAGAGTATTCACTTTTTTATAGA
CTTGATATAGTACCACTTGATAACAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAAAGATAAGGCATTCAATGGATCAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATT
AGGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGATCTGAAA
ATTTGACAAACAATATCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGAGTGCAAAAGACCCAA
CAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAAAT
ATAAGAGAAGCACATTGTAATATTAATGGAAGTAAATGGAATACAACCTTACAAAGGGTAAAAGAAAAATTAA
AAGAGCATTACAATAGATCAATACAGTTTGAATCACCATCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAGGGATCAACAA
CTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTA
ATAAATCTCAGGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAA
CACAATATTCAAGTTGCTTGAGAAATCGCAGAACCAGCAGGAAAGAAATGAAAAAGATTTACTAGCCTTGGAC
AGTTGGAACACTCTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCTGTGCTCTCAATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATA
GAAATAGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTGGAAGCAGCTT
TGCAATA 
>AY253313 
ACAGAGAACTTGTGGGTCACTGTATACTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATCAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGAACAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTTA
CTTTGAACTGTGTTAATGTTAATGTTACTAAGGGAAATAGAACTGATGATGTAGGTATGGGAAATAGAACTGA
TGATGTAGGTATGAAAAATTGCTCTTTTAATTCAACCACAGAAATAAGAGATAAGAAGAGAAAAGAACATGCA
CTTTTTTATAGACTTGATATAATACCACTTGACAACAACTCTAGTGAGTATAGATTAATAAATTGTAATACCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAAAAGAGATAATAA
TTAGATCTGAAAATCTGACAAGCAATAGCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTG
TACAAGACCCAACAACAATACAAGAAAAAGTATGAGGATAGGACCAGGGCAAACATTCTATGCAACAGGAGAA
ATAATAGGAGATATAAGACAGGCACATTGTAACATTAGTAAATATAATTGGAGTACAACTTTACAAAGGGTAA
GGAAAAAATTAGAAGAACACTTCCCTAGTAAAAAAATAGTGTTTAATCAGTCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTACCTTGGA
ACATTAGTTGGAGTAATAAAACTCAAAGTGAGATTTGGAATAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAGTAACTACACAGGCACAATATACAGGTTACTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAAAAAGAT
TTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAAAAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCGATTAGCCTGCTTGATACCATAGCAATACAAGTAGCTGAGGGA
ACAGACAGGATTATAGAATTAATACAAAGAATTGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>AY253322 
GTGGTAGGGAACTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGGAAATATAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACCTGTGTTGATGCTAATGCTACCAAGAGTAATGAGACCCAGGGTACGAATGCCACCACTAACAA
CAAGATTGAAGGAATGAAAAACTGCTCTTTTAATGTAACCACAGAATTAAGAGATAAGGAAAAGAAGGAGTAT
GCACTTTTTTATAGACTTGATATAGAACCACTTAATGGCAATGATGGCAACTCTAACTCTACTGAGTATAGAT
TAATAAACTGTAATACCTCAACTGTAACACAAACTTGTCCAAAGGTCTCTTTTGACCCGATCCCTATACATTA
TTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAAATTCAATGGGACAGGACCATGCCGTAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTGCATCTTAATAA
ATCTATAGAAATTGTGTGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAGCA



TTCTTTGCAACAGGTGAGGTAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGATGAATGGAATA
AAACTTTACAAGAGGTAGGTAGAAAATTAAAAGAATACTTCCCTAATAAAACAATAATATTCAATACATCCTC
AGGAGGGGACCTAGAAATTACACAACATAGCTTTAATTGTGGGGGAGAGTTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAGTAAATCTGTAGATGATATTTGGCAGAACATGACCTGGAT
GCAGTGGGAGAAAGAAATTAGTAATTACACAGGCTTAATATACGATTTGCTTGAGGAATCGCAAAACCAGCAG
GAAAGAAATGAAAAAGAGTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGTTTGATGCCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAATACAAAGAGTTTGTAGAGCTATCTGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MK501601 
GTGGTAATAGGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAGATTTTAACATGTGGGAAAATGATATGGTG
GATCAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTCTAAACTGTACTAATGTTAATGTTACCAGGGGTAATAATACCCAGGGTTATAATACCAACAGTAA
TAACACAGATGGAGGAATGAGAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAAGAAGGAG
TATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGTCAGCACTAAAGAGTATAGATTAATAAATTGTA
ATACCTCAACTGTAACACAAACCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCACTGGGACAGGACCATGCCTTAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGA
TAATAATTAGATCTAAAAATCTAACAAACAATGTTAACACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACA
GACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTAAAGATGACTGGAATAAAACTTTACAAGAGG
TAGGTAGAAAATTAGAAGAACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGATCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCCAGTTGGAGTAATATATCTCAAAAAATTATTTGGGAGAACATGACCTGGATGGAGTGGGATAAAGA
AATTAGTAATTACACAAACACAATATACAGTTTGCTTGAGGAATCGCAAAGCCAGCAGGAGAAAAATGAAAAA
GAATTATTAGCATTGGACAGCTGGAAGAATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATGCTTTCGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGAC
AGGGTTTTGAAGCAGCTTTGCAATAA 
>AY734550 
ATGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAGGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGATTGTAGCAATGTAAATAATGTTAATGTTACCAGTAATAGCACTGGTACCTACAATGATAGCAT
GGGTGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAACAGGGAGTGTATGCA
CTTTTTTATAGAACTGATATAGTACCACTTAATGAGAATGACAAAAACTCTAGTGAGTATAGATTAATAAATT
GCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGGACAGGACCATGTCATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGAGG
GGATAATAATTAGATCTGAAAATATAACAGACAATGCTAAAACAATAATAGTACACCTTAATCAATCTATAGG
AATTGTGTGTACAAGACCCAACAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAGCATTTTATGCA
ACAAATGGCATAATAGGAGACATAAGACAAGCACATTGTAATATTACTACAGGGGATTGGAAACAAGCTAAAA
TTTGGGTAAAAGAAAAATTAAAAGGATACTTCAATACAACAATAAAATTTCAACCATCCTCAGGGGGGGATCT
AGAAATTACAACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAA
AGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACGACAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACCAGCACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATA
TAAGGATATTCATCATAATAGTAGGAGGCTTGATAGGATTGAGAATAATTTTTATGTTGCTTTCTATAGTGAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAAATAATACAGAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY734551 



ATGGGGAGTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGACCC
CAATCCACAAGAAATGAAGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGTATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAGATGTTAAGGTTAATGGTACTAGTGGCAATAATAGTACTAGTAGCAATGGTACTGCAAG
TACTGTTGCCCCCAAGGAAGATATAGATATGAAAAGTTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAG
AGTAAGAAAGAAGTAGCACTTTTTTATAAACCTGATGTAGTACAAATTGATAAAAGTGATAACAGTACATATA
GATTAATAAATTGCAATACCTCAACCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAAT
AATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCT
TAGCAGAAGAAGATATAATAATTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTACATCTTAA
TGAATCTGTAGAGATTGTGTGTATAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAA
GCATTCTATGCAACAGGAGGAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAGAAAGGTGGA
ATAAAACTTTACAAAAGGTAGGTAAAAAATTAATAGAATACTACAATAAAACAATAAAATTTCAACCACATGC
AGGAGGAGACCTAGAAATTGTATCACATAGCTTTAACTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGTAACAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAGAGAAATTGATAATTACACACACACAATATACAGATTGCTTGAAGTCTCGCAAAACCAGCAG
GAGGAAAATGAAAAAGATTTACTAGCATTGGACCGTTGGACAAATCTGTGGAATTGGTTTAACATATCAAATT
GGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTACTGTGCT
TTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCACAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGCACAAAGAATTTGTCGAGCTATCCGCAACATAC
CTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAATAA 
>AY734558 
GTAGGGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCATAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCTACCAGTATTGATAGTACAAATGCTACCAGTATTGATAGTACTAATGCTAC
CAGTATTGATAGTACTAACATAAATGGAGAAATACAAAATTGCTCTTTCAATGCGACTACAGAAATAAAAGAT
AAGAAAAAGCAAGTAAATGCACTTTTTTATAGACTTGATATAGTACCAATTAATAATAGCAGCCTTGGGAAAT
ATAGATTAATAAGTTGTAATACCTCAGCCATAACACAAGCTTGTCCAAAGATCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTTTGCGATTCTCAAGTGTAATAATAAAACATTCAATGGGACAGGACCATGC
CAGAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTA
GCTTAGCAGAAGAAGACATAATAATTAGATCTGAAAATCTAACAAACAATGTCAAAACAATAATAGTACATCT
TAATGCATCTGTAGAAATTACGTGTACAAGACCTAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCACATTGTAACGTCAGTAGAGCGAAGT
GGAATGAAACTTTACAAAAGATAAGTGAAAAATTAAGAGAACACTTCTCTAATAAAACAATACAATTTGAACC
ACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGGCTTGGAACAATAGTTGGAGTAATAAAACTCAAAGTGAGATTTGGGATAACATGAC
CTGGATGGAGTGGGACAGAGAAGTTAGTAATTACACAGACATAATATACAGGTTACTTGAAGACTCACAAAAC
CAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAA
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAATAGTAGCTGAAGGAACAGATAGGGTTATAGAATTAGTACAAAGAGCTTGTAGAGCTATCCTCA
ACGTTCCTAGAAGAATAAGACAGGGCGCTGAAGCAGCTTTGCTATAA 
>AY734559 
GTGATGGGCATGTGGGTCACAGTCTACTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGGCTTTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACGCCACTCTGTGTCA
CTCTAAACTGCAGTAATAATGTTACCAATAGTGATGCTAGTATTAATAATACAGAGATAAAAAGGTGCCAGTT
CAATGTAACCACAGTATTAAGAGATAATGTAACGAAAGAAAGTGCACTTTTTTATAGAACTGATATAGTACCA
CTTAATCGTGAGAGCAACTTCAGTGGACCTGGGAAGTATATATTAATAAATTGTAATACCTCAACCATAGCAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAAAAATGAGACATTCACGGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGGAAT
TAAGCCGGTAGTATCAACTCAACTACTGTTAAAATGGTAGCCTAGCAGAAAAAGAGGTAGTAATTAGATCTGA
AAATCTGACAGACAATACCAAAATAATAATAGCACATCTTAATAAACCTGTAGAGATTGTGTGCATAAGACCC
AACAATAATACAATAAAAAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCACCAGGAGACATAGTAGGAG



ATATAAGGCAAGCACATTGTAACATTAGTAAAGAGCAATGGAATGAGACTTTACAAATGGTAGGTAAAAAATT
AAAAGGATACTACAATAAAACAATAAAATTTGAACCATCTTCAGGAGGGGACCTAGAAATTACAACACATAGC
TTTAATTGTGGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAAC
AGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGTATTGGAACAATAGTTGGAG
TAATAAAACTTATGAGGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATCAGTAATTACACA
AACACAATATACAAGTTACTTGAGGAATCGCAAATCCAGCAGGAAAAAAATGAACAAGATTTACTAGCATTGG
ACAGATGGAACAGTCTGTGGAATTGGTTTAATATAACAAATTGGTTGTGGTATATAAAAATATTCATAATGAT
AGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTATACTTTCTGTAGTGAATAGAGTTAGGCAGGGATAC
TCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTA
TAGAATTAATACAAAGAATTTGTAGAGCTATCCGTAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGC
TTTACTATAA 
>AY734560 
AAGGAGGATATGTGGGTCACTGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAAGGTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTACACTGTACAAATGTTACTAGTGCAAATGTTAATAGTACTAGAACAAATGATAATAGTACTAGTAATAT
TACTAAGAATGATGAAATGAGAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGGAGAGAAAAGAA
ACTGCACTTTTCTATAAACTTGATATAGTACCAATTGATAACAGTAGTGATAGTTATAGATTAATAAATTGTA
ATACCTCAACCCTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAGATGTAACAATAAGACATTCAATGGAACAGGACCATGCAACAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGA
TAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TTTGTGTGTAAGACCTGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGATATAATAGGAGATATAAGACAGGCACATTGTAACATTAGTAAAAGTAATTGGACTACAACTTTAAAAA
GGATAAAGGAAAAATTAGGAGAACGCTATCATAATAACATAACATTTAACCAGTCCTCAGGAGGGGACCTAGA
AATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTAGCTCTAGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCAGGAAAAATCATCTGCACCACCTCTGTGCTTT
GGAACTCTAGTTGGAGTAATAAAACTTATAGTGAGATTTGGGATAACATGACCTGGATGCAGTGGGACAGAGA
AATTAATAATTACACAGACACAATATACAGGTTGCTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATAACAAAGTGGTTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTCTATCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGGACAGCTGAG
GGAACAGATAGGATTATAGAATTTATACTAAGCATTTGTAGAGCTATCTGCCAAATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KX907356 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATATATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATGGAATTGCCAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACCATTACTAATAGCAGTAGCATAATGACAAATTGCACTTTCAATACAACCACAGAACT
AAAAGACAAGAAAAGGAAAGCGTCTGCATCTTTTTATAGACTTGATATAGTGCCACTTAATGGGGATTCTAAT
GGGAGCTCTAGTGGGAGCTACAGGTTAATAAATTGTAATACCTCAACTTTAACACAAGCCTGTCCAAAGGTCT
CTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGCAATGATGAGACATT
CAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACT
CAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCA
AAACAATAATAGTACACCTTAATAAATCTATAGAAATTAATTGTATAAGAACCGGCAATAATACAAGAAGAAG
TATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGAAAAGCATATTGT
AATATTAGTAAACACATATGGAATAAAACTCTAGAAGAAGTAGCTACAAAACTAGGAGCACACTTTATTAATA
AAACAATAAAATTTGCACCACCATCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGA
ATTTAAGCAGCTCCAGGCAAGGGTTCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGG
GGCTGCTCTGGAAAACTCATATGCACCACTACTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTCTAGACA
ATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAAAACAATCTACACGTT
GCTTGAAAACGCGAGTATCCAGCAGGAGCAAAATGAAAAAGATTTATTGGAATTGGACAAGTGGAATACCCTG
TGGAATTGGTTTAACATATCAAATTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAG
GGTTAAGAATAATTTTTGCTATACTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGC
CATTAGTCTGCTTGATGTCACAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAAATCATACAAAGA
ATTTGTAGAGCTATCCGCAACGTACCTAATAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KX907388 



GTGTTGGGGGAAGAATTATGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TYTGTGCATCGGATGCTAAAGCATATGAGAAAGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAATAGTTTTAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCARAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTGATATTGCCAAGRATAATAGCAGTAATGGTACTAATAATAATAATATTACTAGTGA
TATGAAGGAAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAAAAGGAAATGTAT
GCACTTTTTTATAAACTTGATATAGTATCACTTGTTGCGAATACTAGTGAGTATAGATTAAAAAATTGCAATA
CCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAAACATTCAATGGGACAGGACCATGCCACAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAA
TAATTAGATCTGCTAATCTGTCAGACAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTGT
GTGTACAAGRCCCAGCAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAATGTTCTTTGCAACAAAT
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAATTGGAGCAAGACTTTAGATCGGG
TAAGTGAAAAATTAAGAAAGCACTTCCCTAATAAAACCATAATCTTTAACTCATCCTCAGGAGGGGACCCAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTT
GRAACTCCAGTTGGAGTAATAAATCATATACAGAAATTTGGGATAACATGACCTGGATACAGTGGGATAGAGA
AATTAATAATTACACAAACATAATATACGGGTTGCTTGAGGTCTCGCAAACCCAGCAGGAAATCAATGAAAAG
GAGTTATTAGCATTGGACAAATGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTATCTATAGTGAATAG
AGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATCATAGARTTAGTACAAAGAATTTGTAGAGCTATCCTTAATATCCCTACAAGAATAAGAC
AGGGCTTTGAAATAGCTTTGCTATAA 
>KX907407 
GGAAATGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGAAATTGGGCAATGTAACAGAAAACTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTAACCCCGCTCTGTG
TCACTTTAAATTGTAGTCATGCCGTGAGGGTTACCGGGAATAATGATACTGCTACCAGGAAGAATACTACTGT
CGACAATAATAATACTGTCGACGACAGTACCATGGATGAACAAATGAAAAATTGCTCTTTCAATGTGACCACA
GAACTAAGAGATAAAGAAAAGGAACAATATGCACTTTTTTATACAGTTGATGTAGTGAATGATAGCAGTACAT
ATAGATTGATAAATTGTAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGC
AATGATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GTCTGGCAGAAGAAGAAATAGTAATTAGATCTAAAGATTTGAACAATACTGGCAACACAATAATAGTACATCT
CAATAAATCTATAGAAATCATGTGTACAAGACCAGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGA
CAAACATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAAAGTTAAAT
GGAATGAAACGTTACAAATGGTAGGAAAGAAATTAAGAGAACACTACAACTTCACTAATAAAGGAAAAATAAA
ATTTAGTCCACACCCAGGAGGAGACTTAGAAGTTACAATGCATAGCTTTAATTGCAGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTACTGTGCCTTGGAACCAAAGTTGGACTAATAAATCTTATGATGAAATTTGGGG
GAACATGACCTGGATGGAGTGGGATAGAGAAATTAGTAATTATTCAAGTGCAATATACTGGTTGCTTGAAGAA
TCGCAAAAACAGCAGGACAAAAATGAAAAAGATTTACTAGCATTGAACAGTTGGAACAGTCTGTGGAATTGGT
TTGACATATCAAAATGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTACTAATCTG
CTTGATACCATAGCAATAGCAATAGCTGAAGGAACAGATAGAATYATAGAAGTAATACAAAGAATTGGTAGAG
CTATCCTTAACATACCCAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAATAA 
>KX907424 
GGGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCCTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAAGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAACTTGTACAAATGTTAATGCTACTGATAATGTTACCTACAAGGAGAAAATGGAGGGAGAAATAAA
AAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAGGAAAGTGCATGCACTTTTTTATAGACTT
GATGTAGTACAACTTAACAATTCTAATGAGTATATATTAATAAATTATAATACCTCAGCCATAACACAAGCCT
GTCCGAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCCGGTTATGCGATTCTAAAGTGTAA
TGATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACGCATGGAATTAAGCCA
GTGATATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGGTAATAATTAGATTTGAAAATCTGA
CAGACAACGCCAAAACAATAATAGTACAACTTAATCAATCTATAGAAATTAAGTGTATAAGACCCAACAATAA
TACAAGAGAAAGTATAAGAATAGGACCAGGACAAGCATTCTATGCAACAAGAGACATAATAGGAGACATAAGG



CGAGCATATTGTACAATTGAGACAGAAAGATGGAAGGAAACTTTAGGAAATGTAACGGAAAAATTAAAAGAAT
ACTTCCCTAATACAAATATAAGCTTTGCACCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAA
TTGTAGGGGGGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGCAATA
AATCTGAAATAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTATACAAACAC
AATATACAGGCTGCTTGAAGACTCACAAACCCAGCAGGAAAAGAATGAAAAAGATTTATTAGCATTGGACAGT
TGGAAAAATCTGTGGAATTGGTTTAATATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATAATAGTAG
GAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTCAGGCAGGGATACTCACC
CTTGTCGTTTGCTGTTTCTCTGTTTGATACCATAGCAATAGCAGTAACTGAGGGAACAGATAGGATTATAGAA
TTGATACAAAGAAGTTGTAGAGCTATCCGCAACGTACCTACAAGAATAAGACAGGGCTTCGAAGCAGCTTTGC
AATAA 
>KX907426 
ACAAAGGAATTGTGGGTCACTGTATACTACGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACACTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTGAACTGTGTAAATGTTAGCAATAATAGCAATGTTGGAAATGATAACATTGTTAATGCTACCAATGAAAT
GAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGGAAAAAAGAAAGTGCAGTTTTTTATAGA
CTTGATATAGTACCACTTGGTAACAACTCCTCTAATGAGTATAGATTAATAAATTGTAATACCTCAACTGTAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTA
AAAACCTGACAGACAATGGTCCAACAATAATAGTGCATCTTAATGAGTCTGTAGAAATTGTGTGTACAAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGAAGTAATAGGAGAT
ATAAGACAGGCATATTGTAAGATTAATGGAAGTAAGTGGAATGAAACTTTACAAAAGGTAAGCAAAAAATTAA
AAGAACACTTCCCTAATAAAACAATAGAATTTCAATCGTCCTCAGGAGGGGACCTAGAAATTACAACACATAC
CTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGGCTTGGAACAATAGTTGGA
GCAATAAAACCCTAGAGGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACAC
AAACACAATATACAGGTTGCTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTG
GACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAA
TAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTTGTTATTAGTCTGATTGATACCATAGCAATACAAGTAGCTGAGGGAACAGATAGGATT
ATAGAATTAGTACAAAGAACTTGGAGAGCTATCTTCAATATACCTAGAAGAATAAGACAGGGCGTTGAAATAG
CTTTGCAATAA 
>KX907345 
GGGGCAACAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAATAATGTTACTGTCAGAAATGAGACTATCATAAATGAGGCTAGTAAATATCTTAA
TAACACTGTGAAGGAAGAAATGAGAAATTGCTCTTTTAATATGACCACAGAACTAAGAGATAAGAGTAAGAGG
TATCATGCACTTTTTTATAAGCTTGATATAGTATCACTTGATGGAAATTCCAGTAACTATAGATTAATAAATT
GTAATACCTCAGCAGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCC
AGCTGGATATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAGGAACGTCAGCACA
GTACAATGTACACATGGCATTAAGCCAGTGATATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGAAA
AGATAATAATTAGATCTGAAAATCTGACAGATAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGA
GATTAACTGTACAAGACCTAATAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAATGACTGGAATAAAACTTTAG
AACGGGTAAAGGGAGCATTAAAAGAACAATTTAATAAGACTATATTCTTTCAGCCACACTCAGGAGGGGACCT
AGAAATCACAACACATAGCTTTAATTGTAGGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAACTCTAGTTGGAGTAATAAATCTGAAAGGGAAATATGGGATAACATGACTTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAAACACAATATACAGGTTACTTGAAGACTCGCAAATCCAGCAGGAACAAAATGAA
AAGGACCTACTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTAACATATCAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGATAGATACTCTAGCAATAGCAGTAGCT
GAAGGAACAGATAGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATCTGCAACATACCAAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX907384 



GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTGCCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAACTGTAACAAAGTTAATAATAACAGAAGCATAGATAATAATAGCACAGAGGAAGAAATGAAAAA
TTGCACTTTCAATACAACCACAGAAATAAGAGACAAGAAAAGGACACAGCAAGCACTTTTTTATAAACTTGAT
ATAGTGCCACTTGGTAACTCTAATGAGAGCTATAGATTAATAAATTGTAATACCTCAACTTTAACACAAGCCT
GTCCAAAAGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGCAA
AGATGAGAAATTCAATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCA
GTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGACATCATAATTAGATCTGAAAATCTGA
CAAACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGGTATAATAGGAAACATAAGA
CAAGCATATTGTACTATTAGTAAAAACAAATGGAATACAACTTTAGAAAGGGTAGCTACAAAACTAAAAGAAT
ACTTTAAAAATACAACAATACAATTTGCACCACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGGGTTCTGGCTATAGAAAGATACTTACAGGATCAACAGCTC
CTAGGGATTTGGGGCTGTTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCTAAAAGCTATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATCAGTAATTACACAAACAC
AATCTACAGGTTGCTTGAAGACTCGCATATCCAGCAAGAGAAAAATGAAAAAGATTTATTGGCACTGAACAGT
TGGAATAATCTGTGGAGTTGGTTTAATATAACAAATTGGCTATGGTATATAAGAATATTCATAATGATAGTAG
GAGGCTTAATAGGGTTAAGAATAATTTTTGCTATATTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAGACTGCTTGATATCACAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAA
TTCATACAAAGAATTTGTAGAGCTATCCACAACGTACCTAATAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>KX907392 
GTRCTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAACAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTCATAAGGTTAATATCAATAATAGTACTAGTAATAATAGTATAGGAGAAGAAATGAA
AAACTGCTCTTTTAATGCAACCACAGCAATGAGGGATAAGAAACAGACAGTGTATTCACTTTTTTATAAACTA
GATATAGTACCACTTAATGACAGTGACAGTAATAGTAATGACAGTGATAGCAAATATAGATTAATAAAGTGTA
ATACATCAACCATAACACAGGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAACAATAAGGCATTCAATGGAACAGGGCCATGTAATAATGTCRGCACAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGA
TAATAATTAGATCTGAAAATCTGACAGACAATACCAAGACAATAATAGTACATCTTAATACATCTGTAGAAAT
TGTATGTATAAGACCTGGCAATAATACAAGAAAAAGTATAATGATAGGACCAGGACAAGCATTCTTTGCACAT
ACTAATATAATAGGAGATATAAGACAAGCACACTGTAATATTAATGAAAGTAAATGGAATGCAACTTTACAAA
AGGTGAGGGAAAAATTAAGTGAACACTTCCCTAATAAAACAATAAAATTTGCACCATCCTCAGGAGGGGACCT
AGAAATTGAAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTACTGTGC
CTTGGGAATCCAGTTGGAGTAATAGATCTCAAGAAGAAATTTGGGAGAATATGACCTGGATGCAGTGGGATAA
AGAAATTAGTAATTATACAAACACAATATACAGATTGCTTGAAGCCTCACAAAAACAGCAAGAAGAAAATGAA
AGAGAYTTATTAGCATTGGACAGTTGGAACAGTTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATGCCACAGCAATAAGAGTAGCT
GAAGGAACAGATAGAATTATAGAATTAGTACAAAGACTTTGTAGAGCTATCCTCAACGTACCTGCAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KX907394 
GTGGGAGGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTTTATTTT
GTGCCTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGCTTTAGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGCCTGTAGTAAGGCTAATGTTACCATAGATAATACTACAATTACAAGTAAGAATATTGCCTTAAA
CAACATAACTGAAGAAATGAAAAATTGTTCTTTCAATATAACCACAGAAGTGAAAGATAGGATAAGGAAGCAA
TATGCACTTTTTTATACAATGGATTTAGTGCAAATGGATAGTAATTCCAGTGAGTATAGATTAATAAGTTGTA
ATACCTCAACTGTAAAACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCTGC
TGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTA
CAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAAAAGACA
TAGTAATTAGATCTGAAAATTTGACAAATAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGAGTGTATGAGGCCTGGCAACAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACA



GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTCAATGGAAATGGAATAAAACTTTACAAG
AGGTAGTTAGCAAATTACAAGAGCACTTCCCTAATAAAACAATAAACTTTGCACCATCCTCAGGAGGGGACTT
AGAAATTACTACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACAGTAGTTGGAGTAATAAATCTGAAAAGGAAATTTGGGAAAACATGACTTGGATGCAGTGGGACAG
AGAAATTAGCAATTACACATACACAATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGAAAAAGAATAAA
AAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTCAGGCAGGGATACTCACCCTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGAATTCTAGAATTAGTACAAAGATTTTGTAGAGCTATCCTCAACGTACCTACAAGAATAA
GACAGGGCGCTGAAATAGTATTGCAATAA 
>KX907395 
GTGGGAGGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTTTATTTT
GTGCCTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGCCCCACAAGAAATAGCTTTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAATCATGATATCTTAAATATTACCATAGACAATCCTAGAGTTTTTGAGAATACTACCTT
AATTAACAGAACTGACGAAATGAAAAATTGTTCTTTCAATATAACCACAGAATTGAAAGATAAGAAAAAGAAG
GAATATGCACTTTTTTATACACTTGATATAGTACAAATGGCTAACAATGAATCTAGATTAATAAGTTGTAATA
CCTCAACTGTAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAATGTAAGAATGAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAA
TAATTAGATCTGAAAATTTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGA
GTGTACAAGGCCTGGCAACAATACAAGGAGAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAATGAAAGCAAATGGAATGAAACTTTACAAAAGG
TAGCTAATAAATTACAAAAGCACTTCCCTACTAAAACAATAGAATTTGCACCATCCTCAGGAGGGGACTTAGA
AATTACTACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACYCATCTGCACCACTGCTGTGCCTT
GGAACAGTAGTTGGAGTAATAAATCTGAAGATGAAATTTGGAAAAACATGACTTGGATGCAGTGGGACAGAGA
AATTAGCAATTACACAGGCACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAA
GATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATGTTCATAATAATAGTAGGAGGCTTGATAGGTATAAGGATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTCAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTRATACCATAGCAATAGCAGTAGCTGAA
GGAACARATAGAATTATAGAATTAGTACAAAGATTTTGTAGAGCTATCCTTAACATACCTACAAGAATAAGAC
AGGGCGCTGAAATAGCATTGCAATAA 
>KX907405 
GTGGTGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAACAACCACCCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGAAAAATGTAACGGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAATATGTAGAAATGTTAACCTTACTAATAATAATAGCATAAGTGGTAATGATAGCATGAGTGGAGA
AATGAGAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAAAAGAAAAATGTGTCTGCACTCTTCTAT
AAGTTGGATGTAGTACCAATTGATGGAAGGGAGAATAATAGTGAGTATAGATTGATAAATTGTAATACTTCAG
CCATAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATGAAACATTCAATGGGACTGGACCATGCCGAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTGTTGTTAAATGGTAGCCTAGCAGAAAAAGATATAATGATTA
GATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCCATAGAAATTAAGTGTAT
AAGGCCCGGCAATAATACAAGACAAAGCATAAGGATAGGACCAGGACAAGCATTCTATGCATATACTAACATA
ATAGGAGACATAAGAAAAGCACATTGTAAGATTAATGGAACTAAATGGAATGAAACTTTAGAAAAGGTAAAAA
GTATATTAAGAGAATTCTTTAATAAAACAGTAAAATTTCAACCACACTCAGGAGGGGACCTAGAAGTTGTAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAGCAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTA
GTTGGAGTAATAAATCTCAAGAAGAGATTTGGGATAACATGACCTGGATACAATGGGATAGAGAAGTTAGTAA
TTACACAGACACAATATACAGATTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTATTA
GCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTACTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTACAAGAATCAGACAGGGCTGTG
AAGCAGCTTTGCAATAA 
>KX907413 



GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTGTTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACTCCACTCTGTG
TCACTTTATACTGTACAAATGTTAATAGTACTGCTCCTAATAGTACTGCTGCTACTAGTACTACCACTAGTAG
CAGCACCACCAGCAGCAGTACTACTACTGCTACCTACAATGAAATGACAAATTGCTCTTTCAATGCAACCACA
GAATTAAGAAATAAGGAAAAGAAGGAGTATGCACTTTTTTATAGACTTGATGTGGTAAAACTTAATGAGGAGA
GTGATAGCAACTCTAGCAACTCTAATACCTATAGATTAATAAATTGTAACACCTCAACCATAACACAAGCCTG
TCCAAAGGTTTCTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAT
AATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAG
TGGTATCAACTCAGCTACTGTTAAATGGTAGCTTAGCAGAAAAGGATATAGTAATTAGATCTGAAAATCTGAC
AAACAATGCCAAGATAATAATAGTAAGCCTTAATGAATCTGTAAGCATTAATTGTACAAGACCCAACAATAAT
ACAAGAAAAGGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAAACATAAGAG
AAGCACATTGTAACATTAGTAGAGAAGACTGGAATAAGACTTTACAAAGGGTTGGAAAAAAATTAGAAGAACA
CTTCCCTAATAAAACAATAATATTTGAGTCACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAAT
TGTGGAGGAGAATTTAAACAGCTACAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCC
TAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCAAGTTGGAGTAATAA
AAATATAACATATATTTGGGGTAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGGCACA
ATATACAGGTTGCTTGAAGAATCGCAAAACCAACAGGAAAAAAATGAACAAGAATTATTAGAATTGGGCAAAT
GGGACAATCTGTGGAATTGGTTTAGCATAGCAAATTGGCTATGGTATATAAGATTATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGAATAATTTTTACTGTGATCTCTATAGTGAATAGAGCCAGGCAGGGATACTCACCT
CTGTCGTTGGCTATTAGCCTGTTAGATAGAATAGCAATAGCAGTAGCAGAAGGAACAGATAGGATTATAGAAT
TATTACAAAGAATTGGCAGAGGAATCTACCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCA
ATAA 
>KX907422 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAATTGTAACAATGTTAATGCCAATACCGACAATAATACCATGAATGAACTAAAAAATTGCTCTTT
TAATGCAACCACAGAAGTAAGAGATAAGAGACAGAATGTGTATGCACTTTTTTATAAACTTGATGTAGTACAA
CTCAATAGCAACTCTACAGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAGTGGGATAGGACCATGCAATAATATCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACCCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATG
CCAAAACAATAATAGTACAACTGAATGAGTCTGTATCAATTGAGTGTATAAGACCCAACAATAATACAAGAAA
AAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAACATAAGACAAGCATAT
TGCACCATTAGGAAAGATAAATGGAATAAAATTTTACAAGGAGTAAGTAAAAAGTTAATGGAACACTTCCCTG
GTAGACTAATAGAATTTAAACAAGCCGCAGGAGGGGACCTAGAAATTACAACGCATAGCTTTAATTGTAGAGG
AGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAAGCCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGTAATAAATCTCAAA
CAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATCAGTAATTACACAGACACAATATACAG
ATTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAAT
CTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAA
TAGGATTAAGAATAGTTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
TGCTATTAGTTTGTTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAA
AGAATTTGGAGAGGTATCTACAACCTACCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX907338 
GTGGGGGGAAATGAGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTA
CTCTATTTTGTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAATGAAAATGGGAAATGTGACAGAAAATTTTAATATGTGGAAAAATGAC
ATGGTGGATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCC
CACTCTGTGTCACTCTAAACTGTAGCGATGTTAAGGTTAATAATGCTAATTGTAGTGAGGCTAATGCTGACCC
TGTTGAGAGGAGTATTGCTAATGTTAGCTGCAAGGGGGAGGAAGAAGTAAGGAATTGCTCTTTCAATATAACC
ACAGAGTTAAGAGATAAGAAACAGAATGCATATGCACTTTTCTATAAAGTTGATACAGTACAGCTCGAGGGCA
AAAATAACGACTCTAGGGAATATAGATTAATAAATTGTAATGCCTCAACCATAACACAAGCTTGTCCAAAGGT
CTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAGAAATAAAACA
TTCAATGGAACAGGACCATGCAATGATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATGACAAACAATGT
TAAAACAATAATAGTCCATCTTAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAGA



AGTATAAGGATAGGACCAGGACAAGCATTCTATACAACAGGAGAAATAATAGGAAATATAAGAAAAGCATATT
GTCTTATTAATGAGACACAATGGAATACAACTTTACACAGGGTAAGGGAAGAATTACAGAAATACTTCCCTAC
TAAACCAATAATATTTAAACCAGCCTTAGAAGGAGGGGACCTCGAAATTATAACACATAGTTTTAATTGTGGA
GGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAA
TCTGGGGATGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAACAATAGTTGGAGTAATAGATCTCT
GAACGAGATTTGGGAGAACTTGACCTGGATGCAGTGGGATAGAGAAATTGATAATTACACAAACATAATATAC
CAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAAGAATGAACAAGATTTACTAGAATTGGACAAGTGGGACA
GTCTGTGGAATTGGTTTGACATAACAAAATGGTTGTGGTATATAAAAATATTCATAATAATAATAGGAGGTCT
AATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGCATAGAGTTAGGCAGGGATACTCACCTTTGTCA
TTTGCAATTAGTTTGCTTGATACCACAGCAGTAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTACTAC
AAAGAATTGGTAGAGCTATCCTTAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGATATAA 
>KX907363 
GTGGGAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAGGAAATAGCTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAGTGTGAAAAATGATACTAGTGGGACTAATGTTACTAGTAGCATAGCGAGAGAAAT
GAAAAATTGCTCTTTCAATATGACCACAGAACTAAGGGATAAGAGGAAAAATGAATATGCACTTTTTTATAAA
CTTGATATAGTAAAACTTGATGATAGCACCAATGATAGCAACAGTTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAAGTCACTTTTGACCCAATTCCTCTACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAATGTAACGATGAAGAATTTAATGGAACAGGGCCATGCCATAATGTCAGCACAGTACAATGCACA
CATGGAATTAAGCCAGTGGTATCGACTCAACTACTGTTAAATGGTAGTCTAGCTGAAAGAGGGATAATAATTA
GAGCTGAAAATCTGACAGACAATGTTAAAACAATAATAGTACATCTCAATGAATCTGTAGAAATTAACTGTAC
AGGACCCGGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATA
ATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAAGTAACTGGAATAAAACTATGACAAGGGTAAGCG
AGGAATTACAAAAACGCTTCATTAATAAAACAATAAAATTTGCACCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAGTCATTTGCCCCACTGCTGTGCCTTGGAACA
GTAGTTGGAGCAATCGAACAGATATTTGGGAAAACATGACTTGGATGCAGTGGGATAGAGAAATTGATAATTA
TACAGACACAATATACAAGTTGCTTGAAGACTCGCAAATCCAGCAGGAACAAAATGAAAAAGATTTACTAGCA
TTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATAAGAGTAGCTGAAGGAACAGATAGA
ATTATAGAATTCCTACAGAGAATTTGTAGAGCTATCCTCCAAATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>KX907374 
GTGATAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCACATGAGAGAGAAGTACATAATGTTTGGGCTACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGAATTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTAGCAATGTTACTCGCAACAGTACTTCTGACCATAATGATACCTACAATGGGAGTCAAGA
ACTAAAAAATTGCTCTTTTAATGTAACCACAGAACTAAGAGATAAGAGACRGAGTGTGTATGCACTTTTTTAT
ACATTGGATATAGTACCACTCAAAAACAATCATAATACTGAGTATAGATTGATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATCAGACATTCACTGGAACAGGACCATGTAATAATGTCAGCACAGTGCAATGTACACAT
GGGATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTTTAGCAGAAAAAGAGATAGTAATTAGAT
CTGAAAATYTGACAAACAATGCCAAAACAATAATAGTACATCTCAATGAATCTGTAAGAATTATGTGTATAAG
ACCTAACAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATA
GGAGATATAAGACAAGCACATTGCAACATTAGTGGAGTTGAATGGAATAGAGCTTTACAAAGGGTAAGTAGCA
AATTAAAGGAACACTTCCCTAATAAAGCAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAAC
GCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCAATAGAAAGATACCTACGG
GATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGTACCACTGCCGTGCCTTGGAACACTA
GTTGGAGTAATAAATCTGAGAAAGACATTTGGGAAAACATGACCTGGATGCAGTGGGACAGAGAAATTAGTAA
TTACACATACACAATATATGACTTACTTGAAAAATCGCAAAACCAGCAGGAAGAAAATGAAAAGGATTTATTA
GCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGAATCATAGAAGTAATACTAAGAGTTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>KX907380 



GGAGGAGAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGTTATGACAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGGTTTTGCCAAATGTAACAGAAAACTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACATGTAAAAATGCAACTAATGATGATACCGCTGTTAAGGAAGAAATGAAAAATTGCTCTTTCAG
TGTAACCACAGAACTAAAAGATAAGCAGAAGCAAGCATATGCACTTTTTTATAGACTTGATATAGTACAACTT
GATAATAAAACCTCTAGTAATAATAAAAACTCTAGTGAGGAGAAGTATAGATTAATAAATTGTAATACCTCAG
CCACAACACAGGCCTGTCCAAAAGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGC
GATTCTGAAGTGCAATAATGAGACATTCAATGGGACAGGACCATGCACTAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATGATTA
GATCAGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTAC
AAGACCAGACAATAATACAAGAAAAAGTATAAGGATRGGACCAGGACAAGCATTCTTTGCAACAGGCGCAATA
ATAGGAAAAATAAGACAAGCACATTGTAACATTAGTAAAGGTAATTGGTCTCAAACTTTAAAAGGGGTAAAGA
ACAAATTACAAGAATACTTCCCTAATAAAACAATAGAATTTAAACAACCATCCCCAGGAGGGGACCTAGAAAT
TACAATGCATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATAC
CAAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACATCAGCTGGAGCAATAGATCTCATGATTATATTTGGGAAAACTTGACCTGGATGGATTGGGAGAGAGAAAT
TGATAATTACACAGGAACAATATATACATTGCTTGAAATCTCGCAAAACCAGCAGGAAAGAAATGAACAAGAT
TTATTAGCATTGGACAGTTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTACATAAGAA
TATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATTCCCTAGCAATAACAGTAGCTGAAGGA
ACAGATAGAATTATAGAAGTGCTACAAAGAATTGGTAGAGCTATCCTAAACATACCTACAAGAATCAGACAGG
GCTTTGAAGCAGCTTTGCTATAA 
>KX907416 
GTGCTAGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTTTGGGCTACACATGCCTGCGTACCCACAGA
CCCTAACCCACAAGAAGTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTTCCATTACTAATACTTCCATTACTAGTACTTCCCTGAAGGAAGATGAGGAAATGAA
AAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAAAAAAGGGAGGAATATGCGTTTTTTTATAGACTT
GATATAGTGCCACTTAGGAACAATGCTAGTACCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGAACAGGACCATGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAGATAATAATTAGATCTGAAAGTC
TGGCAAACAATGCTAAAACAATAATAGTACATCTTAATAACTCTGTARAAATTAATTGTACGAGACCTGGCAA
TAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGAAGTGATAGGAAATATAAGA
CAAGCACATTGTACCATCGATAGAGCAAAATGGAATAAAACTTTACAAGAGGTAAGTAAAAAATTAGCAGAGC
ACTTCCCTAATAAAACAATACAATTTGCACAATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAA
TTGTGGAGGAGAATTTAAGCAGCTTCAGGCACGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAACA
AATCTCAGCAGGATATTTGGGAGAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTACTCAAGCAC
AATATACAAATTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAAGATTTACTGGCATTGGACAAG
TGGCAAAATCTGTGGAGTTGGTTTAGTATAACAAAGTGGCTGTGGTATATAAGAATATTCATAATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTGTGATAAATAGAGTTAGGCAGGGATACTCACC
CTTGTCGTTTGCTATTAACCTACTAGATACCACAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAG
TTAATACAAAGAATCTGTAGAGCTATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
AATAA 
>KX907375 
GGGATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTGTGGGATCAAGGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGCCTACAATAATAATAATACCATGGATGATGGAGGAATGAAAAATTGCTCTTT
CAATGTAACCACAATGCTAAAAGATAAGAAACAGAACGTGAATGCTCTCTTTTATAAACTTGATATAGTACCA
CTTGGGGAGAAGAACAACAGCTTTAATAACAGCTTTAATAAGTATAGATTAAAAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGAT
CTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAACGAGTCTGTAGAAATTGTGTGTGTAAG
ACCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCTAATGACATAATAGGA



GACATAAGACAAGCACATTGTAACATTACTATGAATGCCTGGAAGACAACTTTACAAAGGGTAAAACAAAAAT
TAAGAGAACTCTTTAATAAAACAATAAAGTTTGAACCACACTCAGGAGGAGACTTAGAAATTACAACACATAG
CTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGACAAGAGTCTTGGCTCTGGAAAGATACCTACAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGA
GTAATAAAAATCTTACAGCTATTTGGGATAACATGACCTGGATGGAGTGGGATAAAGAAATTAGTAATTACAC
AGACACAATATATAAGTTGCTTGAAGAATCACAAAGCCAGCAGGAGAGAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAACAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTATCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGGAGCTGAAGGAACAGATAGGATT
ATAGAAGTAATACAAAGAATTTGTAGAGCTATCCGCAACGTACCTAGAAGAATCAGACAGGGCTTTGAAGCAG
CTTTGCAGTAA 
>KX907390 
GTGCTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGACAATGTAACAGAAAATTTTAACATGTGGGACAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCTTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGCTAATGTTAATATTACCAGTATCAGTAATGATACTCACAATAAGGAAGAAAT
GAAAAATTGCTCTTTCAATATAACCACAGAAATACGGGACAAAACACAGAAAGTGTATTCACTTTTTTATAGA
CTAGATATAGTACCACTTGGTAGGAACAATAGCAATAGTAGTGGTGAATATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATA
TGCGATTCTAAAGTGTAATGATGAAACATTCAATGGGACAGGACCATGCAAGAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAGAGATAATAATTA
GGGCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATTTTAATAAATCTATAGAAATTGTGTGTAC
AAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGGAAATGATATAATA
GGAAATATAAGACAAGCACATTGTAACATTAGTAAAAAGGACTGGACTGAAGCTTTACAAAGGGTAAGTGGAA
AATTAAAAAATTATTTCCCTAACACAATAGAAACAATAGAATTTGAACCACACTCAGGAGGGGACCCGGAAAT
TACCATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGGAAACAGATCTGCACCACTGATGTGCCGTGGG
ATACCAGGTGGAGTAATAAATCTCTACAAGACATTTGGGAAAACATGACCTGGATGCAATGGGATAGAGAGAT
TAGCAATTACACAGACACAATCTACCAGTTGCTTGAAAAATCGCAAATCCAGCAAGAGGAAAATGAAAAAGAG
TTATTAAAATTGGACAGTTGGAATAATCTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTACATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGATTGAGAATAACTTTTGCTATATTATCTTTAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTAATACCACAGCAATAGTAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGTTATCCGCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCTATAA 
>KX907391 
GTAATGGGGAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGACATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTGAAGTTAACTTTAATTGTACCAATAATGCTAATAATGCTTCCGGCACAATGAAGGA
AGAGATGAGAAATTGTTCTTTCAATATAACCACGGAACTAAGAGATAAGAGAAAGAAGGAGTATGCACTTTTT
TATAGACTTGATATAACACCACTTAATAATGACAATTCTAATAATAATGGAACATCTAATGATACTGGGAAGG
AATATAGATTGATCAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCC
TATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAGTGGAAAAGGACCA
TGCAATAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTCCTGTTAAATG
GTAGTCTATCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAGACAATACCAAGACAATAATAGTACA
TCTTAATGAATCTGTAGAGATTGAGTGTACAAGACCCGGCAATAATACAAGAAGGAGTGTGAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGAAATAATAGGGGATATAAGACAAGCATATTGTATCATTAATAAAACTA
GTTGGACTGCAACTTTACAAAAGGTAAATGAAACATTAAAAACCCACTTCCCTAATAAAACAATAAAATTTCA
GCCACACGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAG
ACAAGAGTCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGGCTTGGAATAACAGTTGGAGTAACAAATCTCAAAAGGATATTTGGGAGAACAT
GACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACGTAATATACAGGTTGCTTGAAGACTCGCAA
ACCCAGCAGGAACAGAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACA
TATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGTTACTCACCTTTGTCATTTGCTATTAGTCTGCTTAAC
GCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAAGAATTGGTAGGGGTATCT
ACCACATACCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KX907399 



GTGATGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAACTAAGTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAAGGTAAATATTACTGAGATGGCTAATGTTACTGATACTAGAGAACTAAAAAATTG
CTCTTTCAATATGACCACAGAATTAAGAGATAAGAGACAGAATGTGTATGCACTTTTTTATAGACTTGATATA
GTACCACTTAAGGACAACAATAATGAAAGCTTTGGAGAATATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTG
AAAACTTGACAAACAATGCCAAGATAATAATAGTACATCTTAATGAATCTGTGCAAATTACGTGTACAAGACC
CTACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGATATAATAGGA
GACATAAGACAAGCACATTGCAACATTAGTGGAACTAAATGGAATGAAACTTTACAAAGGGTACGTAACAAAT
TAGAAGAACACTTCCCTAATAAAACAATAGACTTTAAACCATCCTCAGGAGGGGACCCAGAAATTACAATGCA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTT
GGAGTAATAAATCTGAAAATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAATTGATAATTA
CACAGGCATAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAAGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTATACTATCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCACCGCAATAGCAGTAGCTGAAAGAACAGATAGG
GTTATAGAATTAATACAAAGAGCTTGTAGAGCTATTCGCAACATACCCGCAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>KC156220 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATGAGGTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTGAGAATGCTACCTACAATGATACCAACTACAAGAATATCACAGATGGGGAAGTAATGAA
TTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGAAGAAAAGAATCTGCACTCTTCTATAGAGTTGAT
ATAGTACCACTTGACAACAACAGTGCTGAGTATAGATTAATAAATTGTAAAACCTCAAGCCTAACACAAGCCT
GTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
CAATAAGACATTCAATGGAACAGGGCCATGCAATAGTGTCAGTACAGTACAGTGTACACATGGAATTAAGCCA
GTGGTATCCACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGATATAATAATTAGATCTGAAAATCTGA
CAGACAATGCCAAAATAATAATAGTACATCTTAATGAACCTGTAGAAATTAGGTGTACAAGACCTGGCAATAA
TACAAGGAAAAGTGTGAGAATAGGGCCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGATATAAGA
AAAGCACATTGTAACATTAGTAGAAGTAAGTGGAATGAAACTTTAGAGAGGATAAGTAACAAATTAGAAGAAC
ACTTCCCTAATAAAACAATACAATTTAACTCAAGCTCAGGAGGGGACCTAGAAATTACCACACATAGCTTTAA
TTGTAGAGGGGAATTCAAACAGCTCCAGACAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTACCTTGGAACTCTAGTTGGAGCAATA
AATCTGAATCTGAGATTTGGAATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTACACAAACAC
AATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAAGATTTACTAGCATTGGACAGT
TGGAAAAATCTGTGGAGTTGGTTTAGTATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCCTGATAGGTTTAAGAATAATTTTTGCCATTTTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGGATTATAGAA
CTAGTACAAAGAATTTGTAGGGCTATCTGCAACGTACCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGC
AATAA 
>AF361874 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAAATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCGATGCTAGGAATAATACTGGCAATGTTGCAATGGATGGTACTAAAGAATTAACAAA
TTGCTCTTTCAATATGACCACAGTACTAAGAGATAAGAAACAGAAGGTAGTTGCACTTTTTTATAAACTTGAT
GTAGTACAACTCAGTAGTAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTCAATGGAACAGGGCCGCGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAAGTCAACTACTGCTAAACGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGA
CAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGGAATTAATTGTACAAGACCCAACAATAA
TACAAGAGAGAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGA



CAGGCCCATTGTAACGTTAGTAGAGAGGAATGGAATAAAACTTTACAAAGGATAAGAGAAAAATTAAAGGAAC
ACTTCCATGATAAAAATATAAGCTTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTACTA
AAACTCAGGAAGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACGAACAC
AATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAACAAGATTTATTAGCATTGGACAAG
TGGGAAAATCTGTGGAATTGGTTTAACATAACTCACTGGCTGTGGTATATAAAAATATTCATAATGATAATAG
GAGGTTTGATAGGTCTAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAATAGCTGAAGGAACAGATAGGATCATAGAA
CTCATAAGGGGAATTTGCAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAACAGCTTTAG
TATAA 
>AF286234 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGGATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGTTCTAGACAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACTGTTACTGCTACCAGAAATGGTAGTGATATTATGAATACTACCAGTAA
TGATGGAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAAAGATAAGAGGCAGAAGGTGTCTGCA
CTCTTTTATAAACTTGATATAGTACCGCTTAATAAGAATAACAACAGCTTTGGGGAGTATAGATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTACTCC
AGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCAAGAATGTAAGCACA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AGATAGTAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAGTCTGTAGA
AATTATGTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATACA
AATGACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTAAATATAATTAGACCAGAATTTTACAAA
ATGTAAGAAGAAAATTACAAGAACACTTCCCTAATAAAACAATAAAATTTGAACCACACTCAGGAGGGGACTT
AGAAATTACAACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAATATATTTGGAATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAAAACAATGAA
AAAGATTTATTAGCATTGGACAAGTGGAACAGTCTGTGGACTTGGTTTGACATAACAAAGTGGCCGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATCA
GACAGGGCTTTGAAACAGCTTTGCTATAA 
>AF286235 
GCGGTGGGAAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTGGCCCCACTCTGTG
TCACCTTACACTGTAGCAATGCTAACAATGCTACATCTACAGTTAATAATAGCATTAGTGAAGACATGAGAAA
TTGCTCTTTTAATGTAACCACAGAACTAAGAGATAAGAAACAGAAAGTGTATGCACTTTTTTATAAACTTGAT
GTAGTACAGCTCAACAGCAGCAGCAACCCTAGTGAGTATAGATTAATAAATTGTAATACCTCCACCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAACAAGACATTCAATGGAACAGGGCCATGCAATAATGTCAGCACAGTACGATGCACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGCTAAACGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAA
ATATAACAGATAATACCAAAACAATAATAGTACATCTTAATGAATCTGTAGTAATTAATTGTACAAGACCCGG
CAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAGAGCAATGGAATAAAACTTTACAAAGGGTAAAAGAAAGATTAA
AGGAACACTTCCCTGATGCTGCAAATATAACCTTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAACTTAAGCAGCTCCAGACAAGAGTCCTGGCGATAGAAAGATACCTAACGGAT
CAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTT
GGAGTAATAAATCACAGGAGGATATTTGGAATAGTACGACCTGGATGCAGTGGGATAGAGAAATTGATAATTA
CACAAACACAATATACCAGTTGCTTGAAGACTCGCAAAAACAGCAGGAAAAGAATGAACAAGAGTTATTAGCA
TTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAA
TGATAATAGGAGGTTTGATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCATTTGCTATTAATCTGCTTGATACCACAGCACTAGCAGTAGCTGAAGGAACAGATAGG
ATCATAGAATTAGTACAGAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGGCACTGAAA
TAGTTTTAGTATAA 
>L22948 



GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAAATAGTTCTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAATTGTACAAATGTTAATGTTAATATTACCAATAATGCTAATGCTACCAATAGCCCCTACGAAAA
TGGGAAACTCATGGAACAGGGAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAA
CAGACAGCGCATGCACTTTTTTATAAACTTGATGTAGTATCACTTGAAGGGAATAGTAACACTTACAGATTAA
TAAATTGTAATACCTCAGCCATAACGCAAGCCTGTCCAAAGGTCACTTTGGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTTAATGGAACAGGACCATGTAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAACCAGTGATATCAACTCAACTATTGTTAAATGGTAGTATAGCAG
AAGAAGAAATAATAATTAGATCTGAAAATCTGACAAATAATGCCAAAATAATAATAGTACAGCTTAACAAATC
TGTAGAAATTAATTGTGCGAGACCCAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATACTGTAACATTAGTAGAAATGAATGGAATATAA
CTTTACAATGGGTAAGAGAAAAATTAAAAAGGCACTTCCCTAATAAAACAATAAACTTTACTCAACCCTCAGG
AGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTAGGGGATATTTGGGATAACATGACCTGGATGCA
GTGGGATAGAGAAATTAGTAATTATACAGGAACAATATACAGGTTGCTTGAAGACTCACAAAACCAGCAGGAG
AAAAATGAAAAAGATTTACTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTC
TATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTTGCTATTAGTTTGCTTGATACCATAGCAATA
GCAGTATCTGAAGGAACAGATAGAATTATAGAAGTGGGACAAGGAATTGGGAGAGCTATCCTCCACATACCTA
GAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAATAA 
>EU663619 
AAGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACGCTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTATGGGCTACACATGCTTGTGTGCCCACAGACCC
CAGCCCACAAGAATTGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTCTAAATTGTAGCAATGCAAATTTTACCAGTAGAAATGTTACCAGAAGTAATAGTAATAGTAGTGTTATCCA
GGACATGGATAGCGAAGTAAAGAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAAAAAGTG
AATGCACTTTTTTATAGACTTGATATAGTGCAGCTTGGTGAGAGTGGAGACAACTCTACATATAGATTAATAA
ATTGTAACACCTCAACAGTAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCTTAGCAGAAG
GAAAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATCAATCTGT
ACAAATTATGTGTACAAGACCTGGCAATAATACAAGAAGAAGTACAAGGATAGGACCAGGACAAACATTCTTT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTGAAAGGCAATGGAATGAAACTT
TACAGAATGTAAGTAAAATATTAGCAGAACACTTCCCTGGTAAGAACATAAGTTTTCAACCACCCTCAGGAGG
GGACCTAGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAGGATGAAATTTGGGGTAACATGACCTGGATGCAGTG
GGATAAGGAAATTAATAATTACTCATACACAATATACAAGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAA
AGTGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGTATATCTAATTGGCTAT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCAGTGCTCTCTGT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGCTTGCTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAGGAATTGGTAGAGCTATCCTCAACATACCTAGAA
GAATAAGACAGGGCTTAGAAGCAGCTTTGCTATAA 
>AY444800 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACCAACAATGGTAATAATACCTACAATAATACTAATGACATGAAAAATTGCTCTTTCAA
TACAACCACAGAACTAAGAGATAAGAAACAGCAAGTGTATGCTCTTTTTTATAAACTTGATATAGTACCACTT
AATGGTGACAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGG
TCACTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATG
CCAAAACAATAATAGTGCATCTTAATGAATCTATAGAAATTGAGTGTACAAGACCCAATAATAATAAAAGGAA
AAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACAC



TGTAACATTACAGAAGAAAATTGGCATAAAGCTATGCAAAGGGTAAGTGAAAAATTAAAAGAATACTTCCCTA
CTAAAGCAATAACATTTAACTCATCCGTAGGAGGAGACCTAGAAATCACAACACATAGCTTTAATTGTAGAGG
AGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT
TGGGGCTGCTCTGGGAAACTCATCTGTACCACTGCTGTGCCTTGGAACTCCAGTTGGAGCAATAGATCTCAAG
AAGATATTTGGGGGAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGGCACAATATACAG
GTTGCTTGAAGAATCACAAAACCAGCAGGAAAAAAATGAGAAAGATTTATTAGCATTGGACAGTTGGAAAAAT
CTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAGTCATACTAATAGTAGGAGGTTTAA
TAGGTTTAAGGATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
TGCTATTAGTCTGTTGGATACCATAGCTATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTCATACAA
AGAATTTGTAGAGCTATCGTTAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AY444801 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATACGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAATTGTAGCAATGTTAGTCTTAATAATACCAATGTTAGTCTTAATAATACCAATGTTAAGCTTCA
TAATATCAGTGAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGACCTAAGAGATAGGAAACAGAAAGTG
CATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAGACTGCTAATGAGACTACGTATAGATTAATAA
ATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCACTAATGTCAGC
ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGGAGCCTAGCAGAAA
AAGAGATAATAATTAGATCTGAAAATCTGACAAATAATGCCAAAACAATAATAGTGCATCTTAATGAATCTAT
AAACATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTAT
GCAACAAATGACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGCAGGTGGCTGGAATAAAACCC
TACTACAAGTAGCTAAAGCATTAGGAAAACACTTCCCTAATAAAAACATAACATTTGAACCACACTCAGGAGG
GGACATAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTACAATGATATTTGGAACAACATGACCTGGATGCAGTG
GGAAAGAGAAATTGATAATTACACACTTACAATATACAATTTGCTTGAAGAATCGCAAAACCAGCAAGAAAAA
AATGAGCAAGATTTATTAGCATTGGACAGGTGGAACAATCTGTGGAACTGGTTTAGCATAACAAAGTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGTA
GTAGCTGAGGGGACAGACAGAGTTATAGAATTAATACAAAGGATTGGTAGAGCTATCTACAACCTACCTAGGA
GAATAAGACAGGGCTTTGAAGCAGCGTTGCTATAA 
>AY563169 
GTAAGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGCAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGACGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACGTTAAACTGCAGTGATGCTAACAGTACTAGAACTAAAAACAACCACACTGATAACATGAAGGGAGAGAT
AAAGAATTGTACTTTCAATATGACCACAGTACTAAGAGATAAGAAAGAGAAGGTACATGCACTTTTTTATAAA
CTTGATATAGTGCCACTTGATGGTAACACTTCAAGTAATTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCT
AAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAGTGTACACATGGA
ATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGCAAAAGAAATAATAATCAGATCTA
AAAATATAACAGACAATACCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGTACGAGACC
CAACAATAATACAAGAACCAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAAAAAAGCATGGAAGGAAACTTTACAAAAGGTAAGAAATAAAT
TAGCAGAGCACTTCCCTAATAAAACAATAAACTTTACAAAGCACTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTGAAGAGGATATTTGGAATAACCTGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTA
CACAAGCACAATATACAGGCTGCTTGAAGACTCGCAGAACCAGCAGGAGAAAAATGAAAAGGATTTATTAGCA
TTGGATAAGTGGCAAAATCTGTGGACTTGGTTTGATATAACAAAGTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAGAAGTACTACAAAGAATTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>AY795906 



GGGGGAGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGCGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCAGGAGGATATAATAAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCAATAATAATATTACCAATAATGTTACCAATGATGTTACCTTCAATGATACCATGAGGGG
GGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGGGATAAGAGAAAGCAGGAATACGCACTTTTT
TATAGGCTTGATATAGTGCCACTTGATGGAAAAGAAGAGAACCCCAGTGAGTATAGATTAATAAATTGTAACA
CCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGG
TTATGCGATTCTAAAGTGTAATAACAGGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAAAAACCCTGTAGACATTAA
GTGTACAAGGCCCAACAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
AGCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAGAAATGGAATGACACCTTACAAGAGA
TAGGAAAAAAATTAAAAGAACACTTCCCTAATAAATCAATAAGGTTTGAGCCACACTCAGGAGGGGACCTAGA
AATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTT
GGAACGCTAGTTGGAGTAATAAATCTCAAGGGGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGA
AATTAGTAATTACACAGGAATAATATACAAGTTGCTTGAAGAATCGCAAAACCAGCAGGAAGAAAATGAAAAA
GATCTACTAGCATCGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTGTAAGAATAATTTTTACTGTGCTTTCTATAATAAATAG
AGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTGTTAGTCTGGTTGATACTATAGCAATAGCAGTAGCTGAA
GGAACAGATAGAATTATAGAAATAGTACAAAGAAGTTGTAGAGCTCTCTGCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCATTACAATAA 
>AY529667 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGATGCAAAAACTACTCTTTTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATGCAAGCCTAGAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTACCAATGTTACCAGAAATGATAATGAGACCTATAAGAATGACATGAAAAATTGCTCTTT
TAAGGCAGCCACAGAAGTAAAAGATAAGGAAAAGCAAAGGTATGCACTTTTTTATGCACTTGATATAGTACCA
CTTGGAAAGAGCAGAAAAGGCAAAAACATTTATAGATTAATAAGTTGTAATACCTCAACCATATCACAAGCCT
GTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAAACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGAAGAGATAATAATCAGATCTGAAAATCTGA
CAAACAATGCCAAAACAATAATAGTACACCTTAATGAAACTGTAAATATTACATGTACAAGACCCAACAATAA
TACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGA
CAAGCACACTGTAACCTTAGTAGAGATGGTTGGAATAAAACTTTACAAGGGGTAAAGAAAAAATTAGCAGAAC
ACTTCCCTAATAAAACAATAAAATTTGCACCACACTCAGGAGGGGACCTAGAAATTACAACACATACCTTTAA
TTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTC
CTAGGGTTGTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGTAATA
AATCACAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTGGTAATTACACAGGAGA
AATATATAGATTGCTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAAAAAGATTTATTAGCATTGGACAGT
TGGAATAATCTGTGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAG
GGGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTGGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAA
TTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGGAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
AATAA 
>AY463217 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTGTTGGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGATGACCCCACTCTGTG
TCACTTTAAGTTGTACAGAAGTTGAAGTTAAAAATACCACCAAAAATAATAATACTATCGACAACAGTGACAT
GAAGGGAGAAATAAAAAATTGTTCTTTCAATACAACCACAGAAATAATAGATAAGAGACAGAAAGCTTATTCA
CTTTTTTATAGATCTGATGTAATACCACTTAACAAGAATAGCTCTAATGAGAATAGCTCTAGTGATTATATAT
TAATAAATTGCAATACCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTG
GTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCAGTAAT
GTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGGGGGGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACACCTTAATGA
ATCTATAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACA



TTCTATACAAATGACATAATAGGAGACATAAGACAAGCATATTGTAACATCTCTAGAGAAAATTGGACCACAA
CTATAAAAAAGGTAAAGGAGAAATTAGGAAAACACTTCCCTAATAAAACAATAGTCTTTAAGTCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTCATGAAGATATTTGGAATAACATGACCTGGATGCA
GTGGGAAAGAGAAATTAATAATTACACAGGCACAATATACAGGCTACTTGAAGACTCGCAAAACCAGCAGGAG
AAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGGACAGTCTGTGGAATTGGTTTAAAATAACAAAGTGGT
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTCTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAACAATA
GCAGTAGCTGAAGGAACAGATAGGATTATTGTAACAGTACAAGGAATTTGTAGAGCTATCCGCAACGTACCTA
GGAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>AY463230 
GTAGGGGGGAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAGGCCATGTGTAAAGTTGACCCCCCTCTGTG
TCACTCTAAGTTGTACAAATGTTAATAATACCAGTATTAGTCTGACTGCTACCTATAATAATAGCAGGGTTGA
AGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGCAACAAAAAGCGTATGCACTTTTT
TATAGACCTGATATAGTACCACTTGAGGAAAATAGCACTGATTATATATTAATAAATTGCAATTCCTCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGAT
CTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGGAATTGTGTGTACAAG
ACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATACAACAGGAGAAATAATA
GGAGACATAAGACAAGCACACTGTAACATTAGTGGAGAACAATGGAGAAAGACTTTACACAGAGTAAGTGAAA
AATTAAAAGGACACTTCCCTAACAAAACAATAAACTTTACTTCACCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAG
GATCAACAGCTCCTAAGCCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAACA
GTTGGAGTAATAAATCTAAAAGCTCTATTTGGGACAACATGACATGGATGCAGTGGGATAAAGAAATTAGTAA
TTACACAGGAATAATATACCAATTGCTTGAAGATTCGCAAAACCAGCAGGAGATAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTCTCTCTAGTGAATAGAGTTAGGCA
GGGATACTCACCCTTGTCATTGGCTATTAGTCTGCTTGATGCTATAGCCATAGCAGTAGCTGAAGGAACAGAT
AGGATTTTAGAATTCATACAAAACCTTGGTAGAGGTATCCGTAACGTACCTCGAAGAATAAGACAGGGCTTTG
AAATAGCTTTGCTATAA 
>AY463231 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACCAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTCTAAATTGTACAGATGTTAGTGTTAATAGTACCAGAAATAATACCAGTACTAGTAATGATACCTACAA
TAATAACATGAGAGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAACTAAGGGATAAGAAGCAGAAA
GTGTATGCACTTTTTTATAGACCTGATATAGTACCAGTTAATGAGAATAACTCTAGTGAGTATATATTAATAA
ATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGGAATTCAGTGGGACAGGACCATGCCAGAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
ATGGGATAATAATCAGATCTGAAAACCTGACAAACAATGCCAAAACAATAATAGTACACCTTAATAGATCTAT
AGACATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGATATAATAGGAGACATAAGACAAGCACACTGTAACATTAATAAAGATAAGTGGAATAAAATTT
TACAAGAGGTAAAACAAAAATTAAAAGAACACTTCCCTAATAAAACAACAATAAAATTTCAACCATCCTCAGG
AGGGGATCTAGAAGTGACAACACATACCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAATCAGATATTTGGGATAACATGACCTGGATGCA
GTGGGATAAAGAAATTAGTAATTACACAAATACAATATACCAGTTGCTTGAAGACTCGCAAATCCAGCAGGAG
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTCTC
TATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATTGAAATAATACAAAGAATCTGTAGAGCTATCCGCAACATACCTA
CAAGAATAAGACAGGGCTTTGAAGCAGCTTTATTATAA 
>AY463225 



GTAATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGCGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAAGGCTAATGTTACCAGCATGAAGGGGGAAGAAGTAAAAAATTGCTCTTTCAATAC
AACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGACCTGATATAGTACCACTTAAT
GAGAATAGCTCTAGTGAAAATAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCGACCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
CAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAA
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTGGCAGAAGGGGAGATAATAATAAAATCTGAAAATC
TGACAAACAATGTCAAAACAATAATAGTACACCTTAATAAATCTATAGAAATTGTGTGTACAAGACCCGGCAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGACATAATAGGAAACATA
AGACAAGCACATTGTAACATTAGTAAAAATGACTGGAATGAAACTCTACAATGGGTAAGTAAAAAATTAAAAG
AACACTTCCCCAATAAAACAATAAGCTTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAG
CTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCAATGGAACTCCAGTTGGAGTA
ATAAATCTCTAGATAATATTTGGAAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAGA
CACAATCTACAGGTTGCTTGAAGAGTCGCAGAACCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGAC
AAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTATGGTACATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTGAGGATAATTGTTGCTGTGCTATCTATAGTAAAAAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATA
GAATTCATACAAAGAATTTGTAGAGCTATCTGCAACCTACCTAGAAGACTAAGACAGGGTTTTGAAGCAGCTT
TGCTATAA 
>AY463232 
GGGGGGAACTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTTTGTG
CACCAGATGCTAAAGCATATAAGGAAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGATATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTACAAATGTTAATACTACAGTTAATGCTACTGGAGAAATAAAAAATTGCTCTTTCAATGCAAC
CACAGAAATAAGAGACAAGAAACAGCAAGTGTATGCACTTTTTTATAAACTTGACATAGTATCACTTGACAAT
TCTTCTAGTAATTATATATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTG
ATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGG
AAAAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATTAACTCAACTA
TTGTTAAATGGTAGCCTCGCAGAAGAAAAGATAATAATTAGATCTGAAAATCTAACAAACAATGCCAAAACAA
TAATAGTACATCTTAATGAGTCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAG
GATAGGACCCGGACAAACATTCTTTGCAAATAATGACATAATAGGAGACATAAGACAAGCATACTGTAATATT
AGTAGAGCTAACTGGACCAGAACTTTAAAACAGGTAGAAGAAAAATTAAAAGAACACTTCCCTAATAGAAACA
TAACATTTAAAGGAGCCTCAGGAGGGGATCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAA
ACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGC
TCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTTACAATGATATTT
GGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAGCACAATATACAGGTTGATTGA
AGCCTCGCAAAACCAGCAGGAACAAAATGAAAAGGACTTACTAGCATTGGACAGTTGGGCAAATCTGTGGAAT
TGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAA
GAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAA
TTTGATTGATACTATAGCAATATCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGT
AGAGGTATCTACAACATACCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AY463218 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAGATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTACATTGTCGCGATGTTAATAGTACTAGCAATGATAATAGTACTGCTAACGCCACTATAGATGAAGA
AATGAAGGGAGAAATAAAGAAGTGCTCTTTCAATACCACCACAGAAGTAGGAGATAAGAAACAGCAAGTGTAT
GCATATTTTTATAAACCTGATGTAGTACCACTTAATAACGATAGTGAGTATATATTAATAAATTGCAATACCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGAAGATAATAA
TTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTACACCTTAATGAACCTATAAACATTGTGTG
TATAAGACCCGGCAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACCAGGGCAAACATTCTATGCAACA
GACATAGTAGGAGACATAAGAAAAGCACATTGTAACGTCACTAAGTGGAACATAACTTTAGAAAAGGTAAAGG



AAAAATTAAAAGAACACTTCCCTGATAAAACAATACAGTTTCAACCATCCTCAGGAGGAGACCTAGAAGTTAC
AACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTCTAGCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAA
TAATTACACAAACACAATATACTGGCTGCTTGAAGAATCGCAAACCCAGCAGGAGAAAAATGAAAAGGATTTA
TTAGCATTGGACAGCTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATAT
TCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAGAAGAGTTAG
GCAGGGATATTCACCCTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGGAGGAACA
GATAGGATTCTTGAAATAATACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>AY463233 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGCAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGTAGTAATGTTAATAATACCAGAAATAGTACTAATACCGTCAATAATACCATGAATGGAGA
AATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGAGAGAATCAATATGCACTTTTTTAT
AGACTTGATATAGTACCACTTGGGAATGAGAATAACAGCTCCAGTGAGTATAGATTAATAAATTGTAATACCT
CAGCAGTAACACAAGCCTGTCCAAAGGTCTCTTGGGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCAATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGAACATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGACAATAA
TTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATTGTACAGCTTAAAGAACCTGTAGAAATTGTGTG
TACAAGGCCCGGCAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAGGCACATTGTAACATTAGTAAAGAGGATTGGAATAAAACTTTACAAGAGGTAG
GTGAAAAATTACACAAGCACTTCCCTAATAAAACAATAAGATTTAATCCATCCTCAGGAGGGGACCTAGAAAT
TACTACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAT
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTACTGTGCCTTGGA
ACAACAGTTGGAGTAATAAGTCTAAAGAGGACATTTGGAACAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAGCAATTACACAAACACAATATACAGGTTGCTTGAAGAGTCGCAAAACCAGCAGGAAGAAAATGAAAAAGAT
TTATTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGA
ACAGATAGAATTATAAGAGTAGTGCAAGGAATCTGTAGAGCTATCACTAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAGTAA 
>AY463219 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGACGCTAGAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTA
TCACTTTAAATTGTAAAAATGCTACCATTGATAGTACTACCAGTAATAATAATAATGATACTGCTGACACCCT
CCAGGACGAAATAAGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAGGAAAAAGGAAGCATACGCA
CTTTTTTATAAACCTGATGTAGTACCAATTAATGGGAATAGCTCTGAGTATATACTGATAAATTGCAATACCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTT
TGCGATTCTCAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCTCAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAA
TTAGATCTGAAAATCTGACAGACAATAGCAAAACCATAATAGTACACCTTAATGAATCTATAGAGATAGTGTG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGAA
ATAATAGGAGACATAAGAAAAGCATATTGTAACATCATTAACTGGAACACAACTTTAGAAAAGGTAAAGAAAA
AATTAGGAGAACACTTCCCTAATAAAACAATAAACTTTGCACCATCCTCAGGAGGGGACCTAGAAGTTACAAC
ACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTGAAAAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAA
TTACACAGGCATGATATACAGGCTACTTGAAGAATCACAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACCAGTGGAACAATCTGTGGAGTTGGTTTGGCATATCAAAGTGGCTGTGGTATATAAGAATATTCA
TCATAATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTAAAAAGAGTTAGGCA
GGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTGGCTGAAGGAACAGAT
AGGATTATTGAAGTAATACAAAGAACTTGTAGAGCTATCCGCAACATACCTAGAAGAGTAAGACAGGGCTTTG
AAGCAGCTTTACTATAA 
>AY463220 



GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGCATATGGGATCAAGGTTTAAAACCATGTGTGAAGCTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTAAAAGGTAATACTACCAATACTGGTAATACTACCAGTAGTGGTAGTGGTAC
CTACAATAGCATGGCTGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGAAACAG
AATGTGTATGCACTTTTTTATAGATCTGATGTAGTACCGCTTGATAAGAATAATAACTCTAGTAATGGTGAAT
ATATATTAATAAATTGCAATAGCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCGATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGC
CATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGGGGAGATAATGATTAGATCTGAAAATCTGACAAAAAATGAAAAAACAATAATAGTACATCT
TAATAAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAGGTATAGGGATAGGACCAGGA
CAAACATTCTTTGCAACAAATGCTATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTACAACAAAGT
GGAATGAAACATTAGAAAAGGCAAAAAAGAAATTAGAAGAACACTTCCCTAATACAACAATAAAATTTGAATC
ACCTTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAACTGTGGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAACAGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGGCATAATATACAGGTTGCTTGAAGACTCGCAAAAC
CAGCAGGGGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGG
TGTGCTTTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGACACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTTATACAAAGAGTTTTTAGAGCTATCCGCA
ACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTATAA 
>AY463234 
GTGGTGGTGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGGCCCCACTCT
GTGTCACTTTAAACTGTACTAATAGTAATGCTACCTACAATAATAGCATGCATGGAGAAATAAAAAATTGCTC
TTTCAATACAACCACAGAGATAAGAGATAAGAAACAGAATGTGTATGCACTTTTTTATAAATCTGATGTAGTA
CCACTTAAGGAGGATAACGATAACTCTAGTTACTCTAGTTATATATTAATAAATTGCAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGTGAGATAATAATTAGATCTG
AAAATCTGACAAACAATATCAAAACAATAATAGTACAGCTTAATACATCCAGAGAAATTGTGTGTACAAGACC
CAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGGCAAGCATTCTATGCCACAAATGAAATAATAGGA
GACATAAGGCAAGCATATTGTAATATTAGTAAAACAGAATGGAGCACAACTTTAGATGAGGTAAAGAAGAAAT
TAGCAGAACACTTCCCTAATAAAACAATAAGATTTGCACCACCCATAGGAGGGGACCTAGAAATTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAGACTCATCTGCACCACTGCTGTGCCCTGGAACTCAAGTT
GGAGTAATAAAACTTCTGCAGACATTTGGGATAATATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CACAGACACAATATACAGGTTGCTTGAGGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGTTGTGGTATATAAAGATATTCATCA
TGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATCAGTCTATTTGATAACATAGCAATAACAGTAGCTGAAAGAACAGATAGG
ATTTTAGAATTAATATACAGAATTTATAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
TAGCTTTGCTATAA 
>AY463221 
GGAGAGGAGAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAGCTACTCTATTCT
GCGCATCAGATGCTAAAGCATATGAGAAAGAGGCGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCAAACATAACAGAAGCAAACAGAACAGACACAAACATAACAACCACAATGAG
TACATACCAGAAGGAAGAAATAAAAAATTGCTCTTTTAACACAACCACAGAAATAAGAGATAAGATACAGAAA
GTGTATGCACTTTTTTATAAACCTGATATAGTACCACTTAACGGGGATAACCACAGCTATATATTAATAAATT
GCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGGTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGCTCTAATGTCAGCACA
GTGTAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
GGATAGTAATTAGATCTGAAAACCTGACAAACAATGCAAAAACAATAATAGTACACCTTAATAAGTCTGTAGA
AATTATGTGTACAAGACCCGGCAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAAGCATTCTATACA



AATAAAATAATAGGAGACATAAGAAAAGCACATTGTAACATCAGTGCAACAGCATGGAACAAAACTATACAAG
AGGTAAAGGAAAAATTAAGAGAACACTTCCCTAATAGAACAATAATATTTGCACCACCCTCAGGAGGGGACCT
GGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAACGTGC
CTTGGAACGTCAGTTGGAGTAATAAATCTAAGGAAAATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTGATTACACAGAAACAATATACAAGCTACTTGAAGACTCGCAAACCCAGCAGGAGGAAAATGAA
CAGGATTTATTAGCATTGGACACTTGGAATAATCTGTGGAACTGGTTTAACATATCAAAATGGCTGTGGTATA
TAAAAATATTCATCATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCT
GAAAGAACAGATAGGATTATAGAAGGAATACAAAGAATTTGTAGAGCTATCCTAAACACACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY463236 
GGGGACAATTTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGGAAAGAAGCACAAACTACTCTATTTTGTG
CATCAGATGCTAAAGGATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGCGTCA
CTTTAAACTGTACTAATGTCACCTGTACTGATAACAGCACCTGTAAGGGTAACACAAGTGAAATAAAAAATTG
CTCTTTCGACACAACCTCAGAAATGGAAGATAAGAAGAAAAGACAGAATGCACTTTTCTATGCACTTGATATA
GTCCCACTTAATAACAATAGTAGTGAATATAGAATAATAAGTTGTAATACCTCAACCATAGCACAAGCCTGTC
CAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAGCTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATTACAG
ACAATGTCAAAACAATAATAGTACACCTTAAGGATGCTGTAGAAATTGTGTGTATAAGACCCGGCAATAATAC
AAGAACCAGTGTGAGGATAGGCCCAGGACAGACATTCTATGCAACAGGAGACATAATAGGAGATATACGACAA
GCACATTGTAACATTACTGAAAGCAAGTGGAATAACACTTTAAAAAAGGTAACAGGAAAATTAGGAGAATACT
TCCCTAATCGAACAATACAATTTGCACCATCCTCAGGAGGAGATTTAGAAATTACAACACATAGCTTTAATTG
TGGAGGAGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCACTGTATCTTGGAACTCCAGTTGGAGTAATAAAA
CTTACGATGAAATTTGGGAAAACATGACCTGGATGCAGTGGGAGAGAGAAATCAGTAATTACACAAACACAAT
ATATAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAACAAGATTTACTAGCATTGGACAGTTGG
GCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTATACTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAGGGAACAGATAGGATTATAGAATTA
ATACAAAGAATTTGGAGAGCTATCTGCCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>AY463226 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATACTACTGGGAATAACATCGAAAATAACATGAAGGAAGAAATAAAAAATTGCTC
TTTCAATACAACCACAGAATTAAGAGATAAGAAACAGAAAGCATATGCACTTTTTTATAGACCTGATATAGTA
CCACTTAGTGGGAGTAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTC
CAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGGACTGGGCCATGCCATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAAATCTGAAAATATGACAG
ACAATGTCAAGACAATAATAGTCCACCTTAATGAATCTGTAGGAATTGTGTGTACAAGACCCAACAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAAATGACATAATAGGAAATATAAGAGAAGCA
CATTGTAACATTAGTGAACGCCAATGGAACATAACTTTAGAAAGGGTAAAGGAAAAATTAAGAGAACATTACC
CTAATAAAACAATAAAATTTAACTCATCTTCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTAG
AGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATGCCTAAAGGATCAACAGCTCCTAGGG
CTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTC
AAACAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAGGCACAATATA
CAGGTTGCTTGAAGACTCGCAAAACCAGCAAGAGAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAA
AACCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCT
TGATAGGTTTGAGAATAATTTTTGGTGTACTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTC
ATTTGCTATTAATCTACTTAATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTTGAAATAGTA
CAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY463222 



GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAGTTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAGGGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACATTGTACAAATGTAACCTACAATACTAGCATGGATATGGATGGAGAAATAAAGAATTGCTCTTT
CAATACAACCACAGAAATAAGAGATAAGAAACAGAAGGCGTATGCACTTTTTTATAGACCTGATGTAGTACCA
CTTAAGGATAACTCTAGTGAGTATATATTAATAAATTGCAATAGCTCAACCATAACACAGGCCTGTCCAAAGG
TTACGTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGATAGGACCATGTCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTACTGCTAAATGGTAGTCTAGCAGAAGAGGAGATAATTATTAGATCTGAAAATCTGACAGACAATG
TCAAAACAATAATAGTACACCTTAATGAGTCTGTACCCATTGTGTGTGTAAGACCCAACAATAATACAAGAAA
AAGTATAAGGATAGGACCAGGACAAGCATTCTATACAACAGGTGAAATAATAGGAGACATAAGACAAGCATCT
TGTAACATTAATGGAACAAAATGGAACACAACTTTACAAAAGGTAAAGAAGAAATTAGGAGAACTCTTCCCTA
ATAAAACAATAAAATTTGCACCAGCCTCAGGAGGGGACTTAGAAGTTACAACTCATAGTTTTAATTGTAGAGG
AGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAA
CAGATATTTGGAATAACATGACATGGATACAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAG
GTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGGAAAAT
TTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAA
TAGGTTTAAGAATAATTTTAGGTGTGCTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTT
TGCTATCAGTCTATTCGATACTATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATTGAAACAATACAA
AGAATTTGTAGAGCTATCCGCCACATACCTACTAGAATAAGACAGGGCTTTGAAGCAGCGTTGCTATAA 
>JX845606 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAATATATGGGACAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCTACCATAAGTGGTAATAATACTCACAGTAATAATATGTATAATAATAGCAT
GTATAAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAATAGATAAGAAACAGAAAGCGTATGCA
CTTTTTTATAAACCTGATATAGTATCAATTAGTGGGAATATTAGTGAGAATAACTTTACAGAGTATATATTAA
TAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGGGAGATAATAATTAGCTCTAAAAATCTGTCAAACAATATCTACACAATAATAGTCCACCTTAATGAATC
TGTAGAAATTAGTTGTACAAGACCCGGTAATAATACAAGAAGAAGCATAAGGATAGGACCAGGACAAGTATTC
TATGCAAATAGTCCTATAATAGGAGACATAAGACAAGCACATTGTAACATTAATGCTTCTAGTTGGAACCAAA
CTTTAGAAAGGGTAAAGGAAAAATTAAAAGAACACCTCCCTAACGCAACAACAATAAAATTTCAACCACCCTC
AGGAGGGGATCTAGAAGTTACTACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACGAGAGTC
TTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAACCTCTACCAGATATTTGGAATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAGTAATTACACAGGCATGATATACAAGTTGCTTGAAGAATCACAAAGCCAGCAG
GAGGAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAGAACTTGTGGAGTTGGTTTGACATATCAAATT
GGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTCTTGGTGTACT
TTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTAATACAAAGACTTTGTAGAGCTATCCTCAACATAC
CTAGGAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF146947 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAAATGTAACAAGTTTAATGCTACCAATACTACCAATAGTAATAGTGTTGCCTACAATGAAAGTGC
CATGTATGAAATGAGAAATTGCTCTTTCAATTCAACCACAGAACTAAGAGATAAGAAAAGGAAAGAGTATGCA
CTTTTTTATAAACTTGATATAGTGCCACTTAAGAGGAGAGAAGAGAATAATGGGACAGGAGAGTATATATTAA
TAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGAGAGATAATGATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGTTTAATCAATC
TGTACCAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTC
TTTGCAACAGGTGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGCAGAAGTAAATGGAATGAAA



CCTTACAAATGGTAGGTAAAAAATTAAAAGAACACTTCCCTAATAAAACAATAATATTTGCACCATCCTCAGG
AGGGGACCTGGAAATTACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTGAAAAAGAGATTTGGGAAAACATGACATGGATGCA
GTGGGAGAGAGAAATCGATAATTACACAGACACAATATACAGGTTGCTTGAAATCTCGCAAACCCAGCAGGAG
CAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATA
GCAGTAGGTGAAGGAACAGATAGAATTATAGAATTAATACAAAGAATCTGTAGAGCTATCCGCAATATACCTA
CAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>AY838568 
GTGGTGGGAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACTAGAAATAGTCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAACCTGTAGTAATGTTACCAATAATAATGTTACCAATAATAATGTTACCTACAATGAGACAAGTCTTAC
AGAAATGAAAAATTGCTCTTTCAATACAACCACAGTAATAAAAGATAAGAAGCACCAAGAGTATGCACTTTTT
TATAAACTTGATATAGTACCACTTAATAATGAGAAGAACAGTACAGGGTATAGATTAATAAATTGTAATACCT
CAAAAATAGCACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACGTTACTGTACTCCAGCTGGATT
TGCGATTTTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCTCAGTACAATGT
ACACATGGAATTAAACCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCATAGCAGAAGAAGACATAATAA
TTAGATCTGAAAATCTGAAAGACAATGTTAAAACAATAATAGTACGGCTTAATGAAACCATAAGGATTAAGTG
CATAAGACCCGGCAATAACACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACAAATGAC
ATAATAGGAGACATAAGGCAAGCACATTGTAACATTAGTGAAGGTGATTGGAATAAAACCTTAAAAGGGGTAA
GTGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAATCTTTGAACCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTACCTTGGA
ACTCCAGTTGGAGTAATAAAACTGAAGGTGATATTTGGAATAAAATGACCTGGATGCAGTGGGATAAAGAAAT
TAGTAATTACACAGGCATAATATACAACTTGCTTGAAGACTCGCAAATCCAGCAGGAACAAAATGAAAGGGAT
TTATTAGCATTGGACAAGTGGCAAAATCTATGGAATTGGTTTAACATAACAAATTGGCTATGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGACTTCTTACAAAGAATTTGTAGAGCTATCCGCAATCTACCTAGAAGAATAAGACAGG
GTTTTGAAGCAGCTTTGCTATAA 
>AY463228 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACATTGTACAAATATTACAGGTACCAATAGTACAGGTGTCAATATTACAGATGCCCATGAAGAGAT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAGACAGCAAGCGTATGCACTTTTTTATAGA
TCTGATGTAGTACCACTTAAGGAGGGAAGCAAAAACCCTAGTGAGTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGTCATAACATCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAAAGGAGATAATAATTA
GATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATTGTGTGTAC
AAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGACATCATA
GGAAACATAAGAGAAGCATATTGTAATATTACTAAAGAAAATTGGAACACAACTTTAAAAAGGGTAAAGAAGA
AATTAGAAGAACATTTCCCTAATAAAACAATAAACTTTAACACATCCTCAGGAGGGGACCTAGAAGTTACAAC
ACATAGTTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGGAAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAAACCCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAA
CTACACATACACAATATACAAGCTGCTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTA
GCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTACATAAGAATATTCA
TCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAGAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGAT
AGGATTATTGAAGTAATACAAAGGATTTGTAGGGCTATCCGCAACACACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>EU161645 



GTGGTGGGAAACGGGAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTC
TATTCTGTGCATCAGATGCTAAGGGATATGAAAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATGGTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAATAATGATATG
GTGGATCAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAAATGTAGAAATATTACCAAGGTTAATGATACTGGGGAAATGAAAAATTGCTCTTTCAA
TACAACCACAGAAGTAAGAGATAGGAAACACAACCAGTATGCACTTTTTTACAAACTTGATATAGTACCACTT
AGTGAGAAGAGTAACTCTAGTAGCTCTAGTGAATCATATAGATTAATAAATTGTAATACATCAACCATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGTACAGTGCAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTAAAA
ATCTGTCAGACAATGCCAAAACAATAATAGTACATCTGAATAAATCTGTACCAATTGTGTGCACAAGACCCAA
CAATAATACAAGAACAAGTACAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAGAAGATTGGAATAAAACTTTAGATATGGTAGAGAGAAAATTAA
AAGAACACTTCAATAAAACAATACAATTTGCACCATCCTCAGGAGGAGACCTAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATGATACTTGGAGTA
ATAAAACTCGAGATGAGATTTGGAATAACTTGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGA
CACCATATACAGGTTGCTTGAAGAATCGCAGATCCAGCAGGAAAGAAATGAACAGGAGTTACTAGCATTGGAC
AAGTGGAACAATCTGTGGAGTTGGTTAAGCATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCCTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGGGGGAACAGATAGGGTTATA
GAATTCATACAAAGAATCTGTAGAGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTT
TGCTATAA 
>FJ846632 
AGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTATGTGTCA
CTTTAAATTGTACAAATGCCAATGTTACCTACAATAATGCTACCTACAATCAGAATAACATGACTGGAGAAAT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGCAACAGAGTGCGTATGCACTTTTTCATAGA
CCTGATATAGTACCAATTAATGAGAGCAAGAAAGGGTATATATTAATACATTGCAATACCTCAACCATAACAC
AGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGAACAGGGCCATGCACTAATGTCAGCTCAGTGCAATGTACACATGGGATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAGTTAGATCTGAAA
ACCTGACAGACAATGTCAAAACAATAATAGTACACCTTAAGAAATCTGTAGCAATTGTGTGTACACGACCCGA
CAATAAAATAAGCATGAAAAGGATAAAGATAGGACCAGGACGAGCATTCGTTGCAACAAAGGGCATAAAAGGA
GACATAAGACAAGCATATTGTAACATTAGTAGACCAGACTGGAATGAAACTTTAGAAGGGGTAAAGAAAAAAT
TAAAAGAACACTACCCTAATAAAACAATAGAATTTAAACCACACTCAGGAGGAGATCTAGAAATTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTT
GGAGTAATAAAAATCTAACAGACATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGATAATTA
CACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAGCAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAGCATATCAAAATGGTTGTGGTATATAAAAATATTCATCA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAGAAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAGAATTAATACAAAGAATTTGTAGAGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CATCTTTGCTATAA 
>AY529672 
GTGGGGGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACTAGAAATGGTTTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACATGTACTAATGTTAAATGTCATAATTATACTGATTATACTGATAATGTTAATACTACTGTTAT
TTGCAATAATACCATGGGGGCAGAAATGAAAAATTGTTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAG
CACAAGGAGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGGAACTAATGATTCTAGTAATAATC
CTGGTGATTATAGATTAATAAATTGTAATTCCTCAACTGTAACACAAGACTGTCCAAAGGTCACTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGACATTCAATGGGACA
GGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTAT
TAAATGGTAGCCTAGCAGAAGATGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTTAAAACAATAAT
AGTACAGCTTAATAAATCCATAGAAATTGTGTGCACAAGACCCAACAATTACACAAGAAAAAGACTAAGGATA



GGACCAGGATACGCATTCTATGCAAAAAATGACATAATAGGAGACATAAGAAAAGCATATTGTAACATTAGTG
GAGACTGGAATAAGGCCTTACAAAATGTAAGTAAAAAATTACAAGAATACTTCGGTAATAAAACAATAATATA
TGCACCACCCTCAGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTCAAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAA
AAGTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGCAATAAAACTTATGATGCTATTTGGGATAA
CATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACATAATATACAATTTACTTGAAGACTCG
CATTTCCAGCAGGAACAGAATGAAAAGGAGTTGTTAGCATTGGACAGGTGGCAAAGTCTGTGGAATTGGTTTA
GCATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGGTTAAGAATAAT
TTTTGCTGTGCTATCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTA
GATACCATAGCAATAGCAGTAGCTGAGGGAACAGACAGGATTATAGACTTCATACAAAGAATTTGTAGAGCTA
TTCGCAACCTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTATAA 
>AY463237 
GTGGTGGGAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTAT
TCTGTGCATCAGGTGCTAAAGCATATGATACAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAACTGTACAGATGTCACTTTAAACTGTACAGATGTCACTTTAAACTGTACAGATGCACAAGT
TAATGCTACCAAAAATAATACCCTCCCTAATGACAGGGAAGGAGGCATGAAAAACTGCTCTTTCAATACAACC
ACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAAACCTGATGTAGTATCACTTAATAATA
ACTCTAATGAATATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACCTTTGA
CCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATACGGCATTCAATGGG
ACAGGACCATGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACTCAACTAC
TGTTAAATGGTAGCCTAGCAGAAGGGAAGATAATAATTAGATCTGAAAATATGACAGACAATATCAAAACAAT
AATAGTGCAGTTTAATAAATCTGTAGAAATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGG
ATAGGACCAGGACAAACATTCTATGCAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTA
AAACAAAGTGGAACGAAACTTTAACAAAGGTAAAGGAGGAATTAGGAAAACACTTCCCTAATAAAACAATAAC
CTTTGCTCCATCCTCAGGAGGAGATCTAGAGGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GGAAACTCATCTGCACCACTACTGTATCTTGGAACTCCAGTTGGAGTAAGAAATCTATAGACGAAATTTGGAA
TAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACGGACATAATATACAAGTTGCTTGAAGAA
TCGCAGACACAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAACCTGTGGAATTGGT
TTAACATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGAAGGAGGCTTGATAGGTTTGAGGAT
AATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTG
CTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAG
CTATCTGCAACATACCTACAGGAATAAGACAGGGTTTTGAAACAGCTTTGCTATAA 
>KC863203 
GTGGGGGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCCAACCCATTAGAAATGGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTACTAATATCACTTGTACTAATGTTACTAAGAATGGTACCTGCAATACCACAGATACAGA
AATAAAAAATTGCTCTTTCAGTACAACCACAGAACTAAAAGATAAGAAAAACAGAGAGTATGCACTTTTTTAT
AGACTTGATATAGTACCACTTAATGAGAGGGATAACAACTCTAGTGGGCAGTATAGATTAATAAATTGTAATA
CCTCAACTGTAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATCCCTATACACTATTGTACTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGGACAGGACCATGCTATAATGTCAGTACAATACAA
TGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGCTAAATGGTAGCCTAGCAGAAGAAGAGATAA
TAATTAGATCTGAAAATCTGACAAACAATGTTAAAACAATAATAGTACAGCTTAATAGGTCCGTAGAAATTGT
GTGCACAAGACCCAACAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGG
GACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGAAAGTGCCTGGAATAAAACTTTACAATGGG
TAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAGCTTTAATTCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCCAGCTGGAGTAATAAATCTCAAGCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGA
AATTAATAATTACACAGACATAATATACAAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAACAAAATGAAAAA
GATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTATGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAATAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCTGAG
GGAACAGATAGGATTATAGAATTTATACGAAGAATTTGTAGAGCTATCCACAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAACAGCTTTGCTATAA 
>AY463223 



GGGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATAAGTATTTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGCAAAATTTAATAAGGACAATGCTACCAATAATGGTAGTGCTACCTACAAGGA
GGATGACATGAAGGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGAAACAGCAA
ACGTATGCACTCTTTTATAGATCTGATGTAGTATCAATTAATAATGATAACTCTAGTGAGCATAAGAACTATA
GTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACCTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATAATAAAACATTCAATGGGACAGGA
CCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGAAGATATAATAATTAGATCTGAAAATCTGACAGACAATATCAAAACAATAATAGT
ACACCTTAATGAATCTGTAGCAATTAATTGTACAAGACCCAACAATAATACAAGAAAAGGTATAGGGATAGGA
CCAGGACAAACATTCTTTGCAACAAATGCCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAA
CAGAATGGAACAATACTTTAAACAGGGTAATAAAGAAATTAGGAAAACACTTCACTAATAGTACAATAAAATT
TGAACCACACTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCTTGGCTATGGAAAGATACCTGAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAA
AACTCACCTGCACCACTGCTGTACCGTGGAACTCTAGTTGGAGTAATAAATCTTACACAGACATTTGGGATAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGATACAATATACAGGTTGCTTGAAGAATCG
CAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGCTTGTGGAATTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAGAACATTCATCATGATAGTAGGAGGCTTAATAGGGTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCCGAAGGAACAGATAGGATTATAGAACTTATACAAAGAATTTGTAGAGGTA
TCCGCAACATACCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTATAA 
>DQ351235 
GGGGGGAACTTGCGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTACAAATATAACTGGTACAGTTGATACAAATAGAACTGATATTGCAGAAATGAAAAATTGCTC
TTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGGAGGAATATGCACTTTTTTATAAACTTGATATAATA
TCACTTAATAGCAATGCCAAGAATAGCAGTACCAGTGAATATAGATTAACTAATTGTAATACCTCAACCGTAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGCAACAATAAGACATTCAATGGGACAGGACCATGTCATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGTGAAATAATAATTAGATCTG
AAGATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTAACTGTACAAGACC
CAACAACAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGA
AATATAAGACTAGCGCATTGTAATATTAGTAGAAGTCAATGGAACAAAACTTTACAAAGGGTAAGTAAAAGGT
TACAAGAACTCTACAATAAAACTATAAAATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACTACACATAG
CTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATTTGCACCACCAATGTGCCTTGGAACATTAGTTGGA
GTAATAAAACTAAAGATGAGATTTGGGAGAACATGACCTGGATGCAGTGGGAGATGGAAATTAGTAATCACAC
AGATACAATATACAGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTG
GACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGCGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTGGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCAGAAGGAACAGATAGGATT
ATAAGATTCATACAAAGCCTTTGTAGAGGTATCCGCAACGTACCAAGGGGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>DQ351222 
GTGGAGAGTAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGACGCCAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAGGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATTACAATGGTAGCCACTACAATGATAGCATCAATGCTAGCATAAAGGAAGAAAT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGCAGAAAGCGCATGCACTTTTTTATAGA
CCTGATATAGTACCACTTAGGGGGAACTCTAGTGAGTATATATTAATAAATTGCAATACCTTAACCATAACAC
AAGCCTGTCCAAAGGTCACCTTTGAGCCAATTCTTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAGGGGGAGATAATAATTAGATCTGAAA
ATCTGGCAAACAATATCAAAACAATAATAGTACACCTTAATAAAACTATACCAATCGTGTGCACAAGACCCAA
CAATAGTACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGAAATAATAGGAGAC



ATAAGACAAGCACATTGTAACATTAGTAAAGACCAGTGGAATATAACTTTAGGAAAGGTAAAGGAGAAATTAG
AAGAACACTTCCCTAATAAAACAATAAGCTTTGAACCATCATCCCCAGGAGGGGACCTAGAAGTTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAGACAGCTTCAGACAAGGGTCTTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTACTGTGCCTTGGAACCCTAGTT
GGAGTAATAAATCTCAAACAGATATATGGGATAACCTGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTA
CACAAACACAATATACAAGTTGCTTGAAGAATCGCAGACCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCA
TTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATCA
TAATAGTAGGAGGCTTAAAGGCTTGAGAATAATTTTTGGTGTGCTTTCTACAGTGAACAGGGTTAGGCAGGGA
TACTCACCTTTGTCGTTTGCTATTAGTCTGATAGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGA
TTATAGAATTAGTACAAAGACTTTATAGAGCTACCCGTAACATACCTGCAAGAATAAGACAGGGCTTGGAAGC
AGCTTTGCTATAA 
>DQ351218 
GGGGTGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGACAGGTGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAACGCTACTGTTACCCGTCATGATAATACCACCTATACCCATAATACTAGCATGAT
GGGACTAAAAAATCGCTCTTTCAATACAACCACAGAACTAAGGGATAAGAAACAGAAAGTGTATGCAATTTTT
TATAGACAGGATATAGTACCACTTAATGAGAATAATAGCTCTAGAGAGAATAATAGCTCTAGAGAGTATATAT
TAATAAATTGCAATACCTCAACCGTAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAATACATTCAATGGGACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAGGGTATAATAATTAAATCTGAAAATCTGGCAAATAATGTCAAGACAATAATAGTACACCTTAATAA
ATCTATAGAAATTATGTGCACAAGACCCAACAATAATACAAGGAAAAGCATAAGGATAGGACCAGGACAAACA
TTCTTTGCAAATAGCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGGGGAAATTGGAACAAAA
CTTTAGAACAGGTAAAGAAAAAATTAAAGGAACACTATAATAAAACAATACTATTTGAACCATCCTCAGGAGG
GGATCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCATTCAGAGATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAGTTAGTAATTACACAGGCATAATATACAAGTTGCTTGAAGACTCGCAAACCCAGCAGGAGAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCCTGTGGAATTGGTTTGGCTTAACAAAATGGCTGT
GGTATATAAAAATATTCATCATAATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGAGTGCTCTCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTCTTAGTCTGTTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGGTTATTGAAGTAGTACAAAGAATCTTTAGAGCCTTCTTCAACATACCTAGAA
GAATAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 
>DQ447269 
ATGGAAAACTTATGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATGTATGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTGTCA
CTTTAAATTGTAGGGAGGTTAATAATGCCACAAACAGTACCATGAATAACAGTACCATGAATAATAGGGAAGA
AATGAAAAATTGCTCTTTCAATATAACCTCAGAAATAAGAGATAAGAAAAAGAAGGAACATGCTCTTTTTTAT
AGACTTGATATAGTACCACTTACAAGTAACAGTTCCACTGATTATAGATTAATAAATTGTAACACCTCAGCCG
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTAAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATTAGAT
CTGCAAATATAACAGACAATACCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAG
GCCCGGCAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAACGTTCTATGCAACAGGAGAAATAATA
GGAGATATAAGACGAGCACATTGTAATATTAGTGAAAAACAATGGAATAACACTTTAAAAAAGGTAAGCAAAA
AATTACAAGAACACTTCAATAGAACAATACAATTTAAACCATCCTCAGGGGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTT
GGAGTAATAGAACTCTAGATAATATTTGGGAGAACATGACCTGGATGCAATGGGAAAGAGAAATTAGTAATTA
CACAGATACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAAGATTTGCTAGCA
TTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGA
ATTATAGAAGCAATACAAAGACTTTGTAGAGCTATCCACAACATACCTAGGAGAATAAGACAGAGCTTTGAAG
CAGCTTTGCAATAA 
>DQ369978 



GGGGTGGAGAAGGAGAAGTGGGTTACAGTCTATTATGGGGTATCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGCGTACCCAC
AGACCCCAACCCACAAGAATTAGTTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAATTGTACAAATGCAAATAGTACTACAAAAACTACCACAGGTCCTGTAGAAATGAAAAATTG
CTCTTTCAATACAACCACAGAACTAAGAGATAAGAAACAGAGAGCATATGCACTTTTTTATAGACCTGATACA
GTGCCACTTAGTGAGAATAAGAATAGTACTGAATATATATTAATAAATTGCAATACCTCAACCATAACTCAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATGATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGGAAATC
TGACAGACAATATCAAAACGATAATAGTCCACCTTAATGAATCTGTAGAAATTAACTGTACAAGACCTGGCAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAAATGATGTAATAGGAAATATAAGA
CAAGCATATTGCACCATTAGTCAAGGAAAGTGGAATAAAACCTTAGAACGAGTGAAGGAAAAATTAGAAGAAC
ACTATAATAGAACAATAGAATTTCAACAACACTCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAGGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAGCTCCAATTGGAGTAATAAAG
CTCAAAAAGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGATGTAAT
ATACCAGTTGCTTGAAGAATCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AACAATCTGTGGAGTTGGTTTGACATATCAAGATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAG
GCTTGATAGGTTTGAGAATAATTTTAGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTATAGTA
GTACAAAGAACTTATAGAGCTATCCGCAGCATACCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTAT
AA 
>DQ351225 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAAAGCTACCCTATTCT
GTGCATCAGATGCTAGGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGAATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTATAAATGTAAATGTTACCAGTAAAGGTGGAAATGTTACCAGTAATGGTACTGCTACCTA
CAAGGAGATGGAGGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGAAACAGAAA
ACGTATGCACTTTTTTATAAACCTGATGTAGTACCACTTGATGGGGCTAACTCTAGTGAGTATATATTAATAA
ATTGCAATTCCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGCGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAG
AGGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTAT
AGAAATGAATTGTACAAGACCCAACAGTAGTACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGTGAAATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGGAGCTGCTTGGAATAGAACTT
ACAAATGGTAAGTAAAAAGTTAGCAGAACACTTCCCTAATAAAACCATAAGATTTAATTCATCCTCAGGAGGG
GATCTAGAGATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTA
TAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCTC
TGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACTGATATTTGGGATAACATGACCTGGATGCAGTGG
GATATAGAAATTAGTAATTACACAAAAACAATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAGAAAA
ATGAAAAAGATTTATTGGCACTGGACAGTTGGAAAAACCTGTGGTCTTGGTTTAGCATAACAAATTGGCTGTG
GTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATA
GTAAAGAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAG
TAGCTGAGGGAACAGATAGAATTATAGAATTCATACAAGGAATTTGTAGAAGAATAAGACAGGGCTTTGAAGC
AGCTTTGCTATAA 
>DQ396367 
GGGGCGGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATTATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGATGACCCCACTCTGTG
TCACTTTAAATTGTACAAATATACCCAGTAATGATACCAGTGAAAGTAAGACTACCATGGCGCCCTTAATTGG
TAGTATGAAGAAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAATCGGAAAGAA
TATGCACTTTTTTATAGACCTGATATAGTACCACTTAATGGGAATAATGAGAACAACTCTTATATATTGATAA
ATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGC
TCCGGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACACAACTACTGCTAAATGGTAGCCTAGCAGAAA
AAGAGATAATAATTAGATCTGAAAATCTGACAAGCAATGTCAAAACAATAATAGTCCACCTTAATGAATCTGT
AGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTAT



GCAACAAAGGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGCAGAGAGCAATGGAACAAAACTT
TAGAACAGGTAAAGGAAAAATTAAGAGAACACTACCCTAATAAAACAATAGAATTCCAACCACACTCAGGAGG
GGATCTAGAAGTTACAACGCATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCTTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATTTGGAATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAGTAATTACACATACACAATATATAGGTTGCTTAAAGTCTCGCAAAACCAGCAGGAGAAA
AGTGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGT
GGTATATAAAAATATTCATCATGACAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCAGTACTCTCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATAGCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATTGAAGCAATACAAAGACTTTGCAGAGCTATCCGCAACATACCTAGAA
GAATAAGACAGGGATTTGAAGCAGCTTTGCTATAA 
>DQ351226 
GTGGCGGGGAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAT
CAGGTGCATGAGGATATAATCAGTTTATGAGATCAAAGTCTAAAACCTTGTGTAAAGTTGACCCCACTCTGTG
TCACCCTAGACTGTAGACAACCTCAGATTAACGATACTGGTTTTAGTAATAGTAGCATGACAGAAGAAATAAG
AAATTGTTCTTTCAACACAACTACAGAAATAAGAGATAAGCAAAAGAAAATGTATGCACTTTTTTATAGATCT
GATGTAGTACCACTTAATGAGGAAAACAGAAACTCTAGAAACTCTAGTAACTCTAGTAACTCTAGTCAGTATA
TATTAATAAATTGTAATACCTCAGCCATAACACAGGCCTGTCCAAAGGTCTCCTTTGATCCGATTCCTATACA
TTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAT
AACGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCC
TAGCAGAAGGGGAGATAATCATTAGAGCCAAGAATCTGACAAACAATGCCTTCACAATAATAGTACACCTTAA
TGAATCTATAGAAATTGTGTGTATAAGACCCTACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAA
GCATGGTTCTATACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATCAGTAAAACAAATTGGA
ACACAACTTAGGGAAGGGTAGCGGAAAAATTAAAAGAGCACTTCCCTAACAAAACAATAACGTTTGCACCATC
CTCAGGAGGAGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGGATTTAAGCAGCTCCAGACAAGA
GTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCTTGGAACACCAGTTGGAGTAATAAATCTAAAGAAGAAATTTGGGATAACATGACCTG
GATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAGGCCTCGCAAACCCAG
CAGGAGCAAAATGAAAAGGATCTATTAGCATTGGACAGTTGGGGAAGTCTGTGGAGTTGGTTTGCTATATCAA
ATTGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGT
GCTTTCTATAGTGCAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCATA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAGTTTATAGAGCTATCTGTGCTA
TACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ369985 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GCGCATCGGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
CCACTTTAGATTGTAATGATGTTAATAATACCACCAGAGTTGATAATAATACCATTGGAGAAATAAAAAACTG
CTCTTTCAATATAACCACAGAAATAAGAGATAGGAGAAAGAATGAATATGCACTTTTTTATAGACTTGATATA
GTACCACTTAATGAGGGGAATAACAGTTCCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACAC
AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAA
GTGTAATAACAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ACCTGACAGACAATACCAAAACAATAATAGTACAGCTTAAAAAACCTGTAAAAATTGTGTGTACAAGGCCCAA
CAATAATACAAGGAAGAGTGTGAGAATAGGACCGGGACAAACATTCTATGCAACAGGAAGTATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAAAGGAGAATGGAATGAAACTCTAGAAGAGGTAGGTAAAAAATTAC
AAAAACACTTCCCTAATGCAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGGGTCTTGGCCATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTACAC
AAGCACAATATACAGGTTACTTGAAGACTCGCAAAAACAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTG
GACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATAA
TAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTCTAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATTGAAGTAATACAAAGATTTTGTAGAGCTATCCGCAACCTACCTAGAAGAGGAAGACAGGGCTTTGAAACAG
CTTTGCTATAA 
>DQ369996 



GTGTTGGGAAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGTCACTTTAAATAGTACAAATGTCACTTTAAATAATACAAATGCTACTGCCGGTAATAG
TGCAAATGCTACTGTCAGTGAGGATAAGGAAGAAATGAGAAATTGCTCTTTCAATGCAACCACAGAAATAAGA
GATAAGAAAAAGAAGGAATATGCACTTTTTTATAGACTTGATATAGTGCCACTCAATGAGGGTGATAATAACA
GCTATAGATTAATAAATTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCA
TGCACTAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGTCTAGCAGAAAAAGAGGTAATAATTAGATCTGAAAATCTAACAAACAATGCCAAAGTAATAATAGTACA
ATTTAATAAATCTGTAGAAATTGTGTGTGCAAGACCCGGCAATAATACAAGAAAAAGTGTGAGGATAGGGCCA
GGACAAACTTTCTATGCAACAGGAGAAATAATAGGAAATATAAGAGAAGCACATTGTAACATTAGTGGACAGG
ATTGGAACACAACTTTACAAGAGGTAGGAAAAGTTTTAGAAAAACACTTCCCTAATAAAACAATAAAATTTAA
CTCATCCTCAGGAGGGGATCTGGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATTTGGGGTAACAT
GACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAGGAATCGCAA
AACCAGCAGGAAGAAAATGAAAAAAATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCA
TAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TACTGTGCTCTCTCTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGAT
ACCATAGCAATTGCAGTGGCTGAAGGAACAGATAGGATTATAGAATTAGCACAGAGAATTTGTAGAGCTATCT
GCAACATACCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>DQ445633 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACACAGGCGGCTACTAATGCTACCTCCATTAATACCTCCATTAATACCACGAATGGAGG
CATTAACATGAAGGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAAATAGGGAAAAGAAA
GAGTATGCACTTTTTTATAGATCTGATATAGTACCATTTGGTAAGCAAAATAATGGGAGTGAGTATATATTAA
TAAATTGCAATACCTCAACCATAACACAGGCCTGTCCAAAGATATCTTTTGACCCAATCCCTATACACTATTG
TGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGCAATAATGTC
AGCACAGTTCAATGTACACATGGAATTAAGCCTGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAAAGGAAATAATAATTAAATCTGAAAATCTGGCAGACAATGTCAAAACAATAATAGTACACCTTAATGAGTC
TGTAGAAATTGTGTGTGCAAGACCCGGCAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAGCATTC
TATGCAACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACGTTAGTAGAAAAGAGTGGAATAAAA
CTTTAGAAGGGGTAAGGAAAAAATTAGAAGAACTCTACCCTGGTAAAAATATAACGTTTGGCAATCACTCAGG
AGGGGATCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAATTCTAGTTGGAGTAACAAATCTCAAGAAGATATTTGGGACAACATGACCTGGATGCA
GTGGGATAAAGAAATTAGTAATTACACAGGCATAATATACAGTTTGCTTGAAGTCTCGCAAAAACAGCAGGAG
AAAAATGAACTAGATTTATTAGAATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGTGTACTCTC
TATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTAGTAGTCTGCTTGATACCATAGCAATA
ACAGTAGCAGAAGGAACAGATAGGTTTATAGAAATCATACAAAGATTTTGTAGAGCTATCCTTAACATACCTA
GAAGAGTAAGACAGGGCTTTGAAGCAGCCTTGCTATAA 
>DQ369979 
ATGGAGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAGAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTAATGCCAAGTATAACTATACCACATATAACTATACCACCTACAATGATAGCAGGGG
TGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGAAACAGAATGCATATGCACTTTTT
TATAGAGCTGATGTAGTACCACTTAATAAGTCTGATGAGTATAAGTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGGAGCCTAGCAGAAGGGGAGATAATAATTA
GATCTGAAAATCTGACAAGCAATACCAAAACAATAATAGTACACCTTAATAAGTCTCTATCAATCGTGTGTAC
AAGACCTAGCAATAATACACTAAAGAGTATAAGGATAGGACCAGGACAAGTATTCTATGCCACAGGTAAAATA



ATAGGAGACATAAGAGAAGCACACTGTAACATTAGTGAAAAAGAATGGAACACAACTTTGGAAATGGTAAAGA
AGAAATTAGGAGAACACTTCCCTAATAAAACAATAATCTTTAGATCACCATCCCCAGGAGGGGACCTAGAAAT
TACAACACATAGTTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTCAAGGAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAAACACAATATACAAGTTGCTTGAAGACTCACAAAACCAGCAGGAGCAAAATGAAAAAGAT
TTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTATGGGTGTGCTTGCTATAGTAAAAAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATTGAGGTACTGCAAAGAATTTATAGAGCTATACGCAACATACCTAACAGAATAAGACAGG
GCTTTGAAGTAGCTTTGCTATAA 
>DQ369984 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAACGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAGTTTCAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATTTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTATGTG
TCACTTTAAACTGTACAAATGTTAATGTTAATGCTACCAGGAATGATAATGCTACCGGTAGTGGTAATACTAC
CCACATTGATAACATAAAGGAACAAGTAGTAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAAAAA
CAGAATGTGTATGCACTCTTTTATAGATCTGATGTAGTACCATTTAAGAATGATAACTCTAGTTATATATTAA
TAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAACAAGACATTCAATGGGACAGGACCATGTAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAGGTAATAATTAGAGCTGAAAATCTGACAGACAATACCAAAACAATAATAGTACATCTTAATGA
ATCTATAGAAATTGTGTGTACAAGACCTGGCAATAATACAAGAAAAAGTGTAGGGATAGGACCAGGACAAACA
TTCTTTGCAACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTACTACACAATGGAATA
AAACTTTAGACAAGGTAAGAGAGAAATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTGCACCACACTC
AGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAGTCATCTGCA
CCACTGCTGTGCCATGGAACTCTAGTTGGAGTAATAAATCTAAAGCAGAAATTTGGGACAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAATACTTACACAAGCACAATATACAGCTTGCTTGAAGACTCGCAAATCCAGCAG
GAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGCTTGTGGAATTGGTTTGACATATCAAAGT
GGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTCTTGGTGTGCT
TACCATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCA
ATAGCAGCAGCTGAAGGAACAGATAGGATTATAGAACTTATACTAAGAATTTGCAGAGCTATCCGCAACATAC
CTACAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>DQ396364 
GTGATGGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAGAGCATATGAAAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAATTTTGGAAAATGTAACAGAGAAGTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGCGTAAAGCTGACCCCACTTTGTG
TCACTCTAAACTGTACCAATATTGCCACTAATATTACCACTAATGTTACCAATGATGTTAATAATACCATGAC
GGGAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAACTAAAAGATAAGAAAGAGGGGGTGTATGCACTT
TTTTATAAACTGGATATAGTACCACTTGATAAGAACAGTAGTAACAGTAGTATGTATAGATTAATACATTGTA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCTGG
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCATAGCAGAAGAAGAGA
TAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATAAATCTATAGACAT
AGTGTGTACAAGACCCAACAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAGCA
GGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGCAGAGCTGAATGGAATGAAACTTTACAAG
GGGTAGGAAGAAAATTAAGAGAACACTTCCCTGATAGCAATATAACATTTAAACCACATTCAGGAGGGGACCC
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTATTGGCCATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACGCCAGTTGGAGTAATAGAACTAAAAAGGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGCAATTACACAAACATAATATATGACTTGCTTGAAGTCTCGCAAAACCAGCAGGAACAAAATGAA
AAGGACTTATTAGCCTTGAACAATTGGCAAAATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAAAATATTTGTAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATAACGTAGCAATAACAGTAGCT
GAAGGAACAGATAGGATTATAGAAGTCATACAAAGATTTTGTAGAGCTATCCTCAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ369986 



GTAATTGGGCACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAGAGTGTGATAAGCTCAATGATATCAGTAAAATCAATGCCACGGAAATGAAAAATTGCTCTTTCAA
TGCAACCACAGAAGTAAGGGATAAAAAACGCAGAGAGTATGCACTTTTTTATAAACTTGATATAGTATCAATG
GGGAACTCTACTAACTCTACTTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGG
TCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGACGGGACCATGCCATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTACTGTTAAATGGTAGCATAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATG
CTAAAACAATAATAGTACAGTTTAATAAATCCTTAGAAATTGTGTGCACAAGACCTCACAATAATACAAGAAA
AAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAGATGATATAATAGGAGACATAAGACAAGCACAT
TGTAACATTAGTGGAAGAGAATGGAATGAAACTATGCAAAGGGTAAGTAAAAAATTAGAAGAATACTTCCCTA
ATAAAACGATAATATTTGAGCCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGG
AGAATTTAAGCAACTCCAGACAAGAGTCCTGGCGATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT
TGGGGATGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGTAATAAATCCCAAC
AGGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTGATAATTACACAAGCATAATATACAG
GTTGCTTGAAGAATCGCAAATCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAAT
CTGTGGAATTGGTTTAACATAACAAACTGGTTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAA
TAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
TGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGGACAA
AGAATTTGTAGAGCTATCTACAATATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAATAA 
>DQ369980 
GGAGAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAAAGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGATTTGATAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACCTGTAATAATAGCAAAGTAAGCAATGAATCCAACAGTAATAGCACAAGCATAGATAAAGAGAT
GATGATGAATTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAAGAAAAGAAAGAAAATGCAGTGTTTCAT
AGGCTTGATATAGTACCACTTGATAATAGCAACTCTAGTGAATATAGATTAATAAATTGTAATACCTCAACCA
TAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGACCATGCAATCAGGTCAGCACAGTACAATGTACACAT
GGGATTAAGCCAGTGGTTTCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGAT
CTGAAAATCTGACAGATAATGCCAAAACAATAATAGTACATCTCAATGAGCCTGTAGAGATTAACTGTATAAG
ACCCGGTAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATA
GGAAATATAAGACTAGCACACTGTAACGTTAGTGCAGAGGCATGGAATAAAACTTTACAACAGGTAGGAAAAA
AATTGGCAGAACTTTTCCCTAATAAAACAATCAAATTTAACTCATCCTCAGGAGGAGATCTAGAAATTACAAC
ACATAGCTTTAACTGTGGAGGAGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTTTAGAAAGATACCTAAGT
GATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGACA
CTTGGAGTAATAAATCTGAAAATGAAATATGGGAGAACATGACCTGGATGCAGTGGGACAGAGAAGTTAGCAA
CTACACAAGCATAATATACAGCTTGCTTATGGAATCACAAAGCCAGCAGGAAAAGAATGAAAAAGACTTATTG
GCATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAGATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATGGAGTTAGGCA
GGGATACTCACCTTTGTCATTTGCTGTTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTATTACAAAGATTTGGTAGAGGTATCTACCACATACCTAGGAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>DQ396385 
GTGATGGGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTAGTAAGTTTAATGGTACCAGTAATAATAATGGTATCCGTAAGGCTAACTATAATGATAC
CATGGACATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGCAGAAAGCATATGCACTT
TTTTATAGACAGGATATAGTACCACTTAATGGGAATAGCTCTAGTTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGAGGGGATAATAATCA
GATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACACTTTAATGAATCTCTAGAAATTGTGTGTAC
AAGACCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCTATA
ATAGGAGAGATAAGACAAGCACATTGTAACATTAGTGAAGATAAATGGAATAAAACTTTACAAGGGGTAGTTA



ACAAATTAGCAGAACACTTCCATAATAGAACAATAAAATTTGCACCACATTCAGGAGGGGACCTAGAGATTAC
AACACATAGCTTTAATTGTGCAGGAGAATTTAAGCAGCTCCAGGCAAGAGTATTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTCAAACAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TGATTACACAGACACAATATATAGGCTGCTTGCAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTG
TTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGGATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAGTAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>DQ369987 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAACCATGTGTAAAGATGACCCCACTCTGTG
TCACTTTAAACTGTGAAAATGTTAATGCTATCAGTAATGTTACCTATAATAATAATACCATGAGTGGAGAAAT
AAAAAATTGCTCTTTTAATGTAACCACAGAAATAAGGGATAAGAAAAATAAAGAGTATGCACTTTTTTATAGA
CTTGATATAGTACCACTTAATGAGAAGGGCAATTCTAGTGAATATAGGTTAATAAATTGTAATACCTCAACAT
TAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAAAAATGTCAGCACAGTCCAATGTACACAT
GGAATCAAGCCTGTAGTAACCACTCAACTACTGGTCAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGAA
CTGAAAATCTGACAGACAATACCAAAACAATAATAGTACACCTTAATGAATCTTTAGAAATTGTATGTACAAG
ACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAAATACCAACATAATA
GGAGACATAAGACAAGCATATTGTAACATTAGTGAAGGAAAATGGAATAAAACTCTACAACAAGTAGTTAAAA
AATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTCAACCACCCTCAGGAGGGGATCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACGAGAGTCCTGGCCATAGAAAGATACCTAAAG
GATCAACAGCTCCTAAGCCTCTGGGGCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAACTCCA
GTTGGAATAATAAATCTCAGGAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAAACACAATATACAGGTTGCTTGAAAACTCGCAAAACCAGCAGGAACAAAATGAAAAGGATTTGTTA
GCACTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGGTTGAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCAATTAGTCTGCTTGATATCATAGCAATAACAGTAGCTGAAGGAACAGAT
AGGATTATAGCAGTATTGCAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGATTTG
AAGTAGCTTTGCTATAA 
>DQ369988 
GTGGTGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTTTGGACAGAAGCAAAAACTAGTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTATGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAAGTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACAGTGTACCAATGTTACCAGTAATGGTACTAGTAGCTCCAATAACACTGTTACCAACAATAGTAG
TACTAGTAGCCCCAATAATAATGAAATGACAAATTGCTCTTTTAATACAACCACAGAAATAAGGGATAAGAAA
CAGAAAGCGTATGCAATTTTTTATAGATCTGATGTAGTGCCACTCGAGGGGAATAAGAGTGAGTATATATTAA
TAAATTGCAACACCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTC
AGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAGGACATAATAATTAGATCTGAAAATATGACAGACAATGTCAAAACAATAATAGTACACCTTAATGAATC
TATACCAATTGTGTGTACAAGACCCAACAATAATATAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAATAATGACACATGGAACAGAACTT
TAGAACGGGTAAAGGAAAAATTGGAAAAATACTATCCTAATAGAACAATACAATTTGCACCAGCCTCAGGAGG
GGATCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTTATCTGCACCACTG
ATGTGCCTTGGAACTCCAGTTGGAGTAATAAGTCTCATCATGATATTTGGGATAACATGACCTGGATGCAGTG
GGATAAAGAAATTAGTAATTACACAGACACAATATACAAGTTGCTTGAAGAATCGCAAATCCAGCAGGAACAA
AATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGCTAT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAACTTTTGCTGTGCTATCTAT
AATAAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTA
GTAGCTGAGGGAACAGATAGGATTATAAACTTCCTACAAAGAATTTGTAGAGCTATCCGCAACCTACCTAGAA
GAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>DQ396373 



GTGGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTACTCT
GTGCATCAGATGCTAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGAC
CCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATC
AGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGT
CACTTTAAAGTGTACAGATGCTAATGTTACCAGGATTGGTAATGAAAGCATGCAGGGAGAAATAAAAAATTGC
TCTTTCAATATAACCACAGAAATAAGAGATAAGAGAAAGAGAGTGTTTGCACTTTTTTATAGACCTGATGTAG
TACCACTTAATGAGAATAGCTCTGGTAGGAATAACTTTAGTGAGTATATATTAATAAATTGCAATACCTCGAC
CATAACACAAGCCTGTCCAAAGGCCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCG
ATTTTAAAGTGTAATAATAGGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACAC
ATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAGATAATAATTAG
ATCTAAAAATCTGACAGACAATGTTAACTCAATAATAGTACACCTTAATGAATCTATAAAAATTCATTGTAAA
AGACCCAACAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGCCATAA
TAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAGCTGACTGGAATAAAACTCTACAAAAAGTAGGTGA
AAAATTAAAGAAACACTTCCCTAATAAAACAATAAGTTTTAAACCATCCTCAGGAGGGGACCTAGAAATTACA
ACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAC
AGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTC
TAGTTGGAGTAATAAATCTTATGATGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTGAC
AATTACACAAACACAATATACAGGTTGCTTGAAAAATCGCAAACCCAGCAGGAACAAAATGAAAAAGATTTAT
TAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATATT
CATAATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGG
CAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACTATAGCAGTAGCAGTAGCTGAGGGAACAG
ATAGAATTATAGAACTCATACAAAGACTTTGTAGAGCTATTCGCAACCTACCTAGAAGAATAAGACAGGGGTT
TGAAACAGCTTTGCTATAA 
>DQ396374 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAGTGTACTACTGTTAAGGTTGGGAATAATACTGATAATGCCAAAAATTGCTCTTTCAATACAAC
CACAGAAATAAGAGATAAGCAACAGAAAGCGTATGCACTTTTTTATATACCTGATGTAGTACCACTTAACAGG
GAGAATGAGAATGGTAGTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGCCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAATAA
GACATTCAATGGGACAGGACCATGCACTAATGTCAGCACAGTACAATGTACACATGGTATTAAGCCAGTGGTA
TCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATGATTAGATCTGAAAACCTGAAAGACA
ATACCAAAACAATAATAGTCCACCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAG
AAAAGGTCTAAGGATAGGACCAGGACAAACATTCTTTGCAAATGAAATAATAGGAGACATAAGAAAGGCACAT
TGTAACATTAGTAAGGCTAATTGGACCAAAACTATAAAACGGGTAAAGGAAAAATTGGAAAAACTCTACAATA
ACAATAAAACAGTAATATTTCAACCACACTCAGGAGGGGATCTAGAAGTTACAACACATAACTTTAATTGTAT
GGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGG
CTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTACCTTGGAACTCCACTTGGAGTAATAAATCTC
AAACAGACATTTGGGGTAACATGACCTGGATGGAGTGGGATAGAGAAATTAATAACCACACAGACATAATATA
TAGGTTGCTTGAAGACGCGCAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAA
AATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCT
TGATAGGTTTGAGAATAATTTTTGGTGTGCTCCCTATAGTGAAGAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTGCTATTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATA
CAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTACTATAA 
>DQ369989 
GTGGTGGGGAACCTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAAGCTAAAACATATGAGAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAGAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTCTATGGGACCAGAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACCTTAAATTGTACTACCTTAAATTGTACTACCTGCAATACTACCATGGGCAATATTACCATGGGTACAGA
GATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGAGACAGAAAGCATATGCACTTTTTTAT
AGATCTGATATAGTACCACTTGATAGGGATAATAATAATTCTAGTCAACCATAACACAAGCCTGTCCAAAGGT
CAACTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATAATAAGACA
TTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGGATAATAATTAGATCTAAAAATCTGACAAACAATGT
CAACACAATAATAGTACACCTTAATGAATCTGTAGAAATTGTGTGTATAAGACCTGGCAATAATACAAGAAAA
AGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAACAAGAGATATAAGAAACGCACATT
GCAACATTAACAAAGATAAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGAAGAACACTTCCCTAA



TAGCACAATAGAATTTAAACCACATTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGA
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACGCCAGTTGGAGTAATAAATCTTACAA
TGATATATGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAAATACACAAGCACAATATACGAG
TTGCTTGAGGAATCGCAAATCCAGCAGGAACAAAATGAAAAAGATTTGTTAGCATTGGACAAGTGGCAAAATT
TGTGGAGTTGGTTTAACATAACAAATTGGCTATGGTATATAAGAATATTCATAATGATAGTAGGGGGCCTAAT
AGGTTTAAGAATAATCTTTGCTGTGCTATCTATAGTAAAGAAGGTCAGGCAGGGATACTCACCTTTGTCGTTT
GCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGTTTATAGAATTCATACAAA
GGGTTTGTAGAGCTATCTGCAACGTACCTAGAAGAATAAGACAGGGTTTTGAAACAGCTTTGCTATAA 
>DQ396375 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGACGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTTGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATTACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTTAAAGTTAATGTTACCACTAATGATAATGCTACCAGCAATACTAACATTAC
TAGCATAAATAATAGCAGCATGAATGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGAT
AAGCAACAGAAGGCGTATGCACTTTTTTATAGACTTGATGTAGTGCCAATTGATAACAAGAATGACTCTGATG
AGACTAGGGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTAACTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGG
ACAGGACCATGCCGTAATGTCAGCACAGTGCAATGTACACATGGCATTAAGCCAGTAGTATCAACTCAACTAC
TGTTAAATGGTAGCCTAGCAGAAGGAGACATAATAATTAAATCTGAAAATATGAAAGACAATGGCAAAACAAT
AATAGTACACTTTAATGAATCTATAGAAATAAAGTGTACAAGGCCCAACAATAATACAAGAAGAAGTATAAGG
ATAGGACCAGGACAAACATTCTATGCAAATAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTA
GTAAAGCTAAATGGAACACAACTTTAGAAGAGGTAAAGAACAAATTAAAAAGATACTACTTTAATGGAACAAT
AGATGGAACAATACAATTTCAACCATCCTCGGGAGGGGATCTAGAAATTACAACACACACCTTTAATTGTATG
GGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCC
TTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCA
AAAAGAAATTTGGGATAACATGACATGGATGCAGTGGGATAGAGAAATTGATAATTACACAAACATAATATAC
CAGTTGCTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCCTTGGACAGTTGGAAAA
ATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTT
GATAGGGTTGAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTATCG
TTTGCTATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTAC
AAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCATCTTTGCTATAA 
>DQ396389 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCCTATGACAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGATCTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAAATGCAGGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTGACCCCACTCTGTG
TCACTCTAAACTGTACTAATGCTACCAGTGCCAGTAATGGTACTAGTTTCAATAATAAGGAAGAAATGAAAAA
TTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGACAAAGAAAGAATTTGCTCTTTTTTATAGGCTTGAT
ATAGTATCACTTGATGGGAATAGTAATAATAGTGAGTATAGATTAATAAACTGTAATACCTCAGCTGTAACAC
AAGCCTGTCCCAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAGTGGAACAGGACCATGCACTAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAATTGCTGCTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAGAGCTAAAA
ATCTGGAAAACAATGTCAACACAATAATAGTACACCTTAATAAATCTGTAGACATTGTGTGCACAAGACCCGG
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGGCAAACATTCTATGCAACAGGAGACATAACAGGAGAT
ATAAGACAAGCACACTGTAACATTAGTAAAAATAAATGGGATGACATCATGCACCAGGTAAGTAGAAAATTAA
AAGAACACTTCCCTAATAATACAATACAATTTAAACCAGCCTCAGGGGGGGACTTAGAAATTATAACACATAG
CTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAG
CAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGTCTTGGAACTCTAGTTGGA
GTAATAAGTCAGAAGAGGACATTTGGGAAAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AGGTATAATATATAGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTG
GACAGCTGGAACAGTCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATT
ATAGAATTAATACAAGGAATTTGTAGAGCTATCCTCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>DQ396376 
GTGGTGGGAAACTTGTGGGTCACCGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACATTGTAGCACTGTTAATGCTACCGCTAATAGCAATGCTACCATTAATGGTACTGAAGAAATGAA
AAACTGCTCTTTTAATGCAACCACAGAAATAAGAGATAAGAAACAGAAAGTTTCTGCACTTTTTTATAAATCT
GATGTAGTACAGCTTAATGGGAATGGGAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTTTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGATATAATAATTAGATCTGAAAATC
TGACAAACAATATAAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTATATGTACAAGACCCAACAA
TAATACAAGGAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACTGAAGTAATAGGAGACATAAGA
CAAGCATATTGTAGCATTAGTGGATGGAACAAAACTTTAGAACGAGTCAAGGGAAAATTAGAAAAACACTTTA
ATAAAACAATACAATTTAAACCAGCCTCAGGAGGGGATCTAGAAATTACAACACATAGTTTTAATTGTAGAGG
AGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAGCTGCAGTTGGAGTAATAAATCTAAAG
AAGATATTTGGGATAACATGACATGGATGCAGTGGGATAGAGAAATTAATAATTACACAGGCATAATATACAG
ATTGCTTGAGGAATCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGACGAGT
CTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGA
TAGGCTTGAGAATAATTTTGGGTGTGCTCTCTATAGTGAAAAAAGTTAGGCAGGGATACTCACCTTTGTCATT
TGCTATTAATCTGCTTGATACCATAGCAATAGCAGTGGCTGAAGGAACAGATAGGATTATTGAAGTACTGCAA
AGACTTTGTAGAGCTATCCGCCACATACCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ093591 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAGCTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAGAGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTGGTGAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTATTTGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGCG
TCACTTTATATTGTACACAAGTAGAAGCTAATGCTACCAGTAATAGTAATGCTACCCTCAATAATAATGATAC
CATAGATAGAGAAATGAGAAATTGCTCTTTCAATACCACCACAGAACTAAGAGATAAGAAACAGAAAACATAT
GCACTCTTTTATAGATCTGATATAGTGCCAAGTGATGAGAAAAAATCTGATGAGAAAAAATCTAATAGTAGTG
ATGATAATGGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTT
TGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAAGACATTCAAT
GGGACAGGACCATGCAGAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAAC
TACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAAC
AATAATAGTACACCTTAATGAATCTATAGAAATTAACTGTACAAGACCTAACAATAATACAAGAAAAAGTATA
AGGATAGGACCAGGACAAACATTCTTTGCAACAAATAGCATAATAGGAGACATAAGACAAGCACATTGTAACA
TTAGTGTAGCAAAATGGAACGCAACATTAAAAAAGGTAAAAAAGAAATTAGGAGAACACTTCCCTAATAAAAC
GATAAACTTTACAACACCCTCAGGAGGGGACCTAGAAGTTATAACACATATGTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTTCTGTGCCGTGGAACTCCAGTTGGAGTAATAAATCTAAAACAGACAT
TTGGGATAATATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTT
GAAGAATCACAAACCCAGCAGGAGAAAAATGAAAAAGACCTATTAGCATTGGACAGTTGGAACAGCTTGTGGA
GTTGGTTTGACATAACAAGATGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGATT
GAGAATAATTTTTTGTGTGCTTTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATT
AATCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTTATACTAAGAATTT
GTAGAGCCATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ351219 
GTGACGGGGAATTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAGGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCTAACCCACAAGAGTTATATTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAGAGTCTAAAACCATGTGTAAAGTTGACCCCGCTCTGTG
TCACTTTAAATTGTACTACCTACAATAATACCAAGGATAATAGTACCACCAGTAATATCAGTAATAGTAGTAT
TATCCACAATAATGCTGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAG
AAAGCATATGCACTTTTTTATAGACCTGATTTAGTACCACTTAAGGAGAACTCTAGTCCGAAGAACTCTGGTA
GTGAGGGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTC
TTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATACTGAGACATTC
AATGGGACAGGACCATGCCATAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AACTACTGTTAAATGGTAGCTTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATATTACAGACAATGCCAA
AACAATAATAGCACACCTTAATGCACCTATACAAATTGAGTGTACAAGACCCAACAATAATATAAGAAAAAGT
ATAAGGATAGGGCCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGGGACATAAGACAAGCATATTGTC
ACATTAATAAAACGGCATGGAACAAAACTTTAGACCAGGTAAAGAAAAAATTAGAAGGATATTTCCCTAATAA
AACTATAAAATTTCAGCCATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAA



TTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCGTCTGCACCACTGCGGTACCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGGAGA
TATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATCAGTAATTACACAGACACAATATACTGGTTG
CTTGAAAAATCGCAGATCCAGCAGGAGAAAAATGAAAAGGAATTGTTAGCATTGGACAGCTGGAAAACCCTGT
GGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGGGGCTTGATAGG
TTTAAGAATAATTTTGGGTGTGCTTGCTATAGTGAAAAGAGTTAGGGAGGGATACTCACCTTTGTCGTTTGCT
ATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTAGTGCAAAGAA
TTTGTAGAGCTATCCACAACATACCTAACAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ351229 
GTGGTAGGAAACTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAGATAATGTTACCAGTAATGGTACCAGTATTAGCCAGGATGGAGAAATAAAAAATTG
CTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAATGTGTATGCACTTTTTTATAGAACTGATGTA
GTACCACTTAATGACAATAACTCTAGCAATAAATATATATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTATACATGGAATTAAG
CCAGTGGTCTCAACTCAATTACTGTTAAATGGTAGCTTAGCAGAAGAAGAAATAATAATTAAATCTGCAAATC
TGACAAACAATGCTAAAACAATAATAATACAGCTTAATGAATCTGTAGAAATTGTGTGTGTAAGGCCCAACAA
TAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTTTATGCAACAGGAATAATAGGAAACATAAGA
CAAGCACATTGTAATGTTAGCGAAAGACAATGGAATAAAACTTTACAAATGGTAGTTAGAAAATTAAAAGAAT
ATTTCCCTAATAAAACAATAGCATTTAACTCATCCTCAGGAGGGGACCTGGAAATTACAACACATAGCTTTAA
TTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACAT
AATATACAAGTTGCTTGAAGAATCGCAAAGCCAACAGGAGGAAAATGAAAAAGATTTATTAGCATTGGACAGT
TGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAA
ATAATACAAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGT
TGTAA 
>DQ275654 
GTGATGGGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTACCTATAACCAGACTACCAATAACCAGAATATTAGCACAAATGGCCCGACTATTAG
CCCAAATGAAAGAGATGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGAAGAGA
GTGCAAGCACTTTTTTATAGATCTGATATAGTACCACTCAAGAATGATAGTGAGTATAGTGAGTATATATTAA
TACATTGCAATACTTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATCTTGAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGGGAGATAATAATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTACACCTTAATGAATC
CATAAACATTGTGTGCACAAGACCCGGCAACAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGTGACATAATAGGAGACATAAGAGCAGCACATTGTAACATTAGTAGAGAAAAATGGAACACAA
CCTTAAAAAGAGTAAAGGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTGAATCACATGTAAG
AGGAGGAGATCCAGAGATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTACAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTCTAGCAGGTATTTGGGACAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAGTAATTACACATTCACAATATACAAATTGCTTGAAGAATCGCAAATCCAGCAG
GAGAAAAATGAAAAAGATTTATTAGCACTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAGT
GGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGCT
ATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAATAGTACAAAGAATTTTTAGAGCTATCTGCAACATAC
CTACAAGAATAAGACAGGGCTTGGAAACAGCTTTGCTATAA 
>DQ351216 
GTGGTGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT



CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTAGAAGATAAAAATAACAATGTGGGTAATGATACCTACAATGGCAACATGAC
TGGAGAAGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGCAAGTGTATGCACTT
TTTTATAAACCTGATGTAGTACCACTTAATGAGGATAGCCCTAGTGGGAATAGCAGCTCTAGGAAGTATGTAT
TAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTCTACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCCGTAAT
GTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGTAGCCTAG
CAGAAGAGGAGATAATAATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTACACCTTAAAGA
ACCTGTAAAAATTGTGTGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCA
TTCTACGCAACAGACATAATAGGAGATATAAGACAGGCATATTGTACCATCTATAAAGCTGAATGGGACAAAA
CCTTAAAACAGATAAAGGAAAAATTAAAAGTACACTACCCTAATAAAACAATAGCATTTAACTCATCCTCAGG
AGGGGATCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCA
GTGGGATAGAGAAATTAGTAATTACTCAAACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAG
AAAAATGAACAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGTATAACAAACTGGC
TGTGGTACATAAAAATATTCATCATAATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTAGGTGTGCTTTC
TATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTCTAGACTTTATAAGAAGCATTTGGAGAGCTATCTACAACGTACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ275645 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGTATATGAGACAGAGGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTATATGGGATCAGAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTTTCTATTATTAACACCACCAATGTAAGCATGCCGGGAGAAATGAAAAATTG
CTCTTTCAATACAACCACAGAAATAAGAGATAAGACACAGAAAGCGTATGCACTTTTTTATAAACCTGATGTA
GTATCACTTGGTAACTCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAC
ATTCAATGGGACAGGGCCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCC
ACTCAACTACTGTTAAATGGGAGCCTAGCAGAAGGGGAGATAATAATTAGGTCTGAAAATCTGACAGACAATG
CTAAAATAATAATAGTACACCTTAATAGATCTGTACCAATTGTGTGTACAAGACCCGGTAATAATACAAGAAG
AAGTATAAGGATAGGACCAGGACAGGCATTCTATACAAATAACATAATAGGAGACATAAGACAAGCACATTGT
CTCATTAATAAAACAGACTGGAACACCACTTTAGAAGAGGTAAAGAAGAAGTTAAGAGTTCACTTCCCTAGTA
AACCAATAATATTTAAATTACCTTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAACTGTAGAGGAGA
ATTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCCTGGAACTCCAGCTGGAGTAGTAAATCCACAGCAG
ATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTT
GCTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAACTTG
TGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAATTATTCATCATGATAGTAGGAGGCTTGATAG
GTTTGAGAATAATTTTTAGTATGCTATCTATAGTGAAAAAAGTTAGGCAGGGATACTCACCTTTGTCGTTTGC
TATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTTTAGAAATAATACAAAGA
ATTTGTAGAGCTATTCGCAATATACCTATAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTATAA 
>DQ351230 
GTAGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGTCATATGAGAAAGAGGTGCATAATGTCTGGGCTACGCATGCCTGTGTGCCCACAGA
CCCCGACCCACAAGAGATAGTTTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTTCAGATTATAATGGTGCTAATACTACCACTGGTCTCCACAATGATAACGTGACTGGAGA
GAACATGACTGGAGAAATAAAAAAGTGCTCTTTCAATACCACCACAGTAATAAGAGATAAGAAAAAGACAGTG
TCTGCACTTTTTTATAGAACTGATATAGTACCACTTAACGAGAATAGCAATAACAAGGGTAGCAATAGCTCTG
ATAACAATAGCAATAGCAAGAGCTCAGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAAGCCTG
TCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAT
AACAAGACATTCAATGGAACAGGACCATGCCAAAATGTCAGCACAGTACAATGTGCACATGGAATTAAGCCAG
TGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGGGGACATAATGATTAGATCTGAAAACTTAAC
AGACAATGCCAAAACAATAATAGTACAACTTAAGGAACCTATAAAAATTGTGTGTACAAGACCCAACAATAAT
ACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTTTATGCAACAGGTGAAATAATAGGAGACATAAGAC
AAGCGCATTGTAACATTACAAGAGATGCCTGGAACACAAATTTAACAAAGGTAAAGGAGAAATTAGAAGAACT
CCTCCCTAATACAACAATAAAATTTGCACCATCCTCAGGAGGGGATCCAGAAGTTACAACACATAGTTTTAAT
TGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCC



TAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCCCAGTTGGAGTAATAA
ATCTCAAACAGATATTTGGGATAACCTGACCTGGATGCAATGGGATAGAGAAATTGATAATTACACAGACATA
ATATACAGGCTGCTTGAAGACTCGCAAAGCCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTT
GGCAAAATTTGTGGAGCTGGTTTAGCATATCAAAATGGTTGTGGTATATAAAAATATTCATCATGATAGTAGG
AGGCTTAATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCT
TTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAG
TAATACAAGGACTTTGTAGAGCTATCTATAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCT
ATAA 
>DQ275656 
GTGATGGGATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAGAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAGGCATATGAGAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACTAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGACATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTTCTGATGCTAACAAGAACATCAGCAGGATAAATAATGAGACCATGGATAAAGTGAAAGATTG
CTCTTTCAATGTAACCACAGTAGTAACAGATAAGATGCACAAAGAGCATGCACTTTTTTATAGACTTGATATA
GTACCACTTAATGAAAATGATAGCGACTCTGCAGATAGCGACTCTAGAGACAACTCTAGTAGGGAATATAGAT
TAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGACACATTCAATGGGACAGGACCATGCCAGAAT
GTCAGTACTGTACAATGTACACATGGGATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCACAG
CAGAAAAGGAGATAATGATTAGATCTGAAAACCTGACAGACAATGCTAAAATAATAATAGTACAGCTTAATAA
GTCCATACCAATTATATGCACAAGGCCCAACAACAATACAAGGAAAAGTATAGGGATAGGACCAGGAAGAGCA
TTCTATGCAACAGGGGACATAATAGGAGACATAAGGCAAGCACACTGTAACATTAGTGAAGGTGACTGGAATA
AGGCCTTACAAGGGGTAAGTAAGAAATTAGGAGAACTCTTCCCTAATAAAACAATAATATTTAACTCATCCTC
AGGAGGGGACCTAGAGATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCTTGGAACTCCAGTTGGAGTAAGAATAAATCTCTACATGAAATTTGGGACAACATGACCTG
GATGCAGTGGGATAGGGAAGTTAGTAATTACACAATGACAATATACCAGTTGCTTGAAGAATCGCAAATCCAG
CAGGAACAAAATGAAAAAGAGTTACTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAGCATAACAA
ATTGGCTATGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGT
ACTATCTCTAGTAAATAGAGTCAGGCAGGGATACTCACCTTTGTCGTTTGCCACTAGTCTGCTTGATACTATA
GCAATAGCAGTAGCTGAGGGAACAGATAGGATTCTAGAATTCATACAAAGAATTTGTAGAGCTATCCGCAACC
TACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>DQ445632 
GGAATGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAATTTAGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTGAAGCCACGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTGATAACTTAAATAATACTAAGAGTAACTCAAATAATACCTCAAATAGTACTAATGG
TACCCGAAATAATAATATGTATGGAGAAATAAAAAATTGCACTTACAATGTAACCACAGTACTAAAAGATAAG
AAAAAGAGTGAATATGCACTTTTTTATAAACTTGATGTAGTACCACTTGTACCACTTAAGGAGCAGGAAAACA
GGCAGGAAAACAAGTTAAATGTCAGTAGGTCAAATTACAGTGAATATAGATTAATAAATTGTAATACCTCAGC
CGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCA
ATTCTAAAGTGTAAGAATAAGACATTCAATGGAACAGGACCGTGCAATAATGTCAGTACAGTACAATGCACAC
ATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATCAG
ATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGTACA
AGGCCCAACAATAATACAAGGAAAGGTGTGAGGATAGGGCCAGGACAAACATTTTATGCAACAGGAGACATAA
TAGGAGACATAAGACAAGCATATTGTGAAATTAATAAAAATGATTGGAATAAAACTTTACAAAAGGTAGGGGA
AAGGTTACAGAAGCACTTCCCTAATAGGACAATAAAATTTGAACGGTCCGCAGGAGGGGACCTGGAAATTACA
ACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAA
AGGATCAACAGCTCCTAGGAATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACCT
TAGTTGGAGTAATAGGTCTCAAGAAGAAATTTGGGAAAACATGACTTGGATGCAGTGGGATAGAGAATTAACA
ATTACACAAACACAATATATAGTTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTACT
AGCATTGGACAGCTGGAATAATTTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTC
ATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGC
AGGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATTGCAATAGCAGTAGCTGAAGGAACAGA
TAGAATTATAGAAATAATACAAAGAATTGGTAGAGCATTCCTCCAAATACCTACAAGAATAAGACAGGGCTTT
GAAGCAGCTTTGCAATAA 
>DQ396378 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA



CCCTAACCCACAAGAAATAGTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGGTGTACAAATGCCACCTTTAATGGTAGCATGAATGGAGAAGTAAAAAATTGCTCTTTCAATAC
AACCACAGAAATAAGGGATAAGAAACAGAAAGTGTATGCACTTTTTTATAGACCTGATGTAGTGCTAATTAAT
GAGAGGGATAATAAGGATAATAAGGATAATAGCAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGATGGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTG
AAAATATGACAGACAATGGCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATTGTGTGTATAAGACC
CGGCAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAAATGACATAATAGGAAAC
ATAAGAGAAGCACATTGTAACGTTAATGCAAGTCAATGGAACAAAACTTTAGAGAGGGTAAAGGAAAAATTGA
AAGAACACTACAATAAAACAATAAAATTTGAACCACACGCAGGAGGGGATCTAGAAGTTAAAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAACTCCAGTTGGAGTA
ATAAATCTCATTTAGATATTTGGAATAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGTAATCACACAGA
CACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGAC
AGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATGTAAAAATATTTATCATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGTGTACTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGAATTATA
GAAGTAATAGGAGTAATTTGTAGAGCTATCCGTAATATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTT
TGCAATAA 
>DQ396386 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGGAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGATCCAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTTGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAGATTGTGTTAACGTTACCAGTAATGGTAGTAATGATGCCAGTGATGGTAATGCTACCCACAAGAA
CAGTATTGGTAATGACATGCAAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGGAACAGAAGGTA
TATGCACTCTTTTATAGACTGGATATAGTACCACTTAATGAGAAGGATAATAAATCTAGCAACTCTAGCAACT
CTAGCACGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGATCACTTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACA
GGACCATGCCAGAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTAT
TAAATGGTAGCCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTGACAAACAATGTCAAAACAATAAT
AGTACATCTTAATGAATCTGTAGAAATTAACTGTACAAGACCCGGCAATAATACCAGAAAAAGTGTAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACACTGTAACATCAGTA
CAAATAAATGGGATAAAACTTTACAAAGGGTAGCAAACAAGTTAAAAGAACACTTCCCTAATAAAACTATAAC
ATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACATCACATACCTTTAATTGTAGAGGAGAATTTAAGCAA
CTCCAGACAAGAATCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGTTTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGTAATAAATCTCAAGCAGACATTTGGGA
TAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGAAACAATATACAAGTTGCTTGAAGAC
TCGCAAAACCAGCAGGAGGAAAATGAAAAAGAGTTATTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGT
TTTCCATAACAAAGTGGTTGTGGTATATAAAATTATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTATACTCTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGCCTG
TTTGATACCATAGCAATAAGAGTAGCTGAGGGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAG
CTATCCGCAACACACCTAGAAGATTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ396365 
GGGGAGAACTTGTGGGTCACTGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAGGAAGAGGTGCATAATGTTTGGGCTACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTACAAATATTACTGCTACCGGTAATAAAGGGAATGCTACGGTTGATCCTACCACTAAGGAAGA
AATAAAAAATTGCTCTTTCAATGTAACTACAGAAATAAGAGACAAGAAACAGCAAGTGTATGCACTTTTTTAT
AGACCTGATATAGTACCACTTAACAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAGCAC
AAGCCTGCCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAATTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCGGAAA
ATATAACAGACAATGTCAAAACGATAATAGTACATCTTAATGAGTCTGTAGAAATTATGTGTACAAGACCCAG
CAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCAACAAATGACATAATAGGAAAC
ATAAGACAAGCATATTGTGAGATTAATAAATTTAACTGGAGCAAAACTTTAGAACAGGTAAAAGGAAAATTAA
AAGAACACTTCCCTGATAAGGAAATAACATTTAAACAAGCCTCAGGAGGGGATCTAGAAATTACAACACATAG



CTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTTCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGA
GTAATAAAACTTACAATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACAC
AAACACAATATACAGGTTGCTTGAAGTCTCGCAAATCCAGCAGGAACAAAATGAAAAGGACCTACTAGCATTG
GACAGTTGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATATCAGTAGCTGAGGGAACAGATAGGATT
ATAATAGTAGGACAAAGAATTTGTAGAGGTATCCTCAACATACCTAGAAGACTAAGACAGGGCCTTGAAGCAG
CTTTGCAATAA 
>DQ445635 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTACTAATGTTGACATTAAGGGTAATGTTACCTTCAATAACACAGATATAAAAATGAAAAA
TTGCTCTTTCAGTGTAACCACAGAACTAAGAGATAAGAGGCACAAGGAGTATGCACTTTTTTATAAACTTGAT
ATAGTGCCACTCAACGGGAGTGAGGGTAGTGGGGAGTATAGATTAATAAATTGCAATACCTCAACCGTAACAC
AAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATT
AAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCATAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGGCAGACAATGCTAAAACAATAATAGTACAGCTTAATGAGTCTGTAGAAATTGTGTGCACAAGACCCAA
CAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGAAATAATAGGAAAC
ATAAGAGAAGCACATTGTAACATTAGTAGAGAACTGTGGAACAACACTGTAGAACAGGTAAGGAAAAAATTAG
AAGAACACTTCCCTAACAAAACAATACAATTTGAGCCATCTTCAGGAGGAGATCTAGAAGTTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGCTGGA
GTAATAAATCTCGAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAAAAATCTGTGGAATTGGTTTGATATAACAAATTGGCTATGGTATATAAGAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATT
CTTGAAGTACTACAAAGAATTTGTAGAGCTCTCTACAACCTACCTAGAAGAATAAGACAGGGCTTTGAAGTAG
CTTTGCTATAA 
>DQ396368 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GCGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGGAAATGTAACAGAAAATTTTAACGTGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCAAAAGTTAATAATGCCAGCACTGGTACTAATAATAGTATGGATAAGAGCAT
GGATGGAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAACGGAAAGTGCAGGCA
CTTTTTTATAAACTTGATGTAGTACCACTTAATAAGAGTAGCTCTAGTAACTTTAGTGAGTATATATTAATAA
ATTGCAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGGCATTCAATGGGACAGGACCATGCCAGAATGTCAGT
ACAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
GGGAGATAATAATTAAATCTGAAAATCTGACAAACGATGTCAAAACAATAATAGTCCACCTTAATAAATCTGT
AGAAATTACTTGTACAAGGCCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTAT
GCAACAAATGACATAATAGGAGACATAAGAGAAGCACATTGTAACATTAATAGAACTCAATGGAACAGAACTT
TAGAACAAGTAAGGGAAAGATTAAGAGAACACTTCCCTAATAAAACAATAGAATTTCAACCACAATCACCCTC
AGGAGGGGATCTAGAAGTTACAACACATCACTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTAAAGAAGACATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTATTAATTACACAGACATGATATACAAGTTGCTTGAAGACTCGCAAAGCCAGCAG
GAGCAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAACTTGTGGAATTGGTTTAGCATAACAAATT
GGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGGTGTACT
CTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTGTAGCA
ATAGCAGTAGCTGAGGGAACAGATAGGATTATTGAAGTATTACAAAGAATTGGTAGAGCTTTCCTCAACTTCC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ396370 
GTGGTAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTATTAATGTTACCCACAATGAAGAAATAAAAAATTGCTCTTTCAATACAAC
CACAGAAATAAGGGATAAGAAACAGAAAGTGTATGCACTTTTTCATAGACTTGATGTAGTACCACTTAATGGG
AGTTCGAATTCTAGTGATTATATATTAATAAATTGCAATACCTCAACTATCACACAAACCTGTCCAAAGGTCA
CTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACCTT
CAATGGGACAGGACCATGCCATAATGTCAGTACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGTCAACT
CAACTACTGTTAAATGGTAGCTTAGCAGAAGAGATAATAATTAGATCTGAGAATCTGACAGACAATAGCAAAA
CAATAATAGTACACCTTAATGAATCTGTGGAAATTGTGTGTACAAGACCCAGCAATAATACAAGAAAAAGTAT
AAGGATAGGACCAGGACAAACATTCTATGCAACTGATGGCATAATAGGAGACATAAGACAAGCACATTGCAAC
ATCAGTGAAAGTGAATGGAACACAACTTTAAAAAGGGTAAAGGAGAAATTAAGAGAATACTTCCCCAATAACA
CAATAAAATTTAACCCATCGTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATT
TAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGTCTTTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATA
TTTGGGAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTAGTAATTACACAGGCACAATATACAGGCTACT
GGAAGACTCGCAAAGTCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGG
AGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATTATGATAGTAGGAGGCTTAATAGGTT
TAAGAATAATCTTTGCTGTGCTCTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTAT
TAGTCTGTTTGATGCCATAGCAATAACCGTAGCTGAAGGAACAGATAGGATTATTGAAGCAGTACAAAGAATT
TGTAGAGCTATCCGCCACGTACCTATAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ396369 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAACAGCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAACTGTACACATAATGTTACCCTTGGAAACAATAGTACTAGCTACAATGATAGCCTTAGAATAAG
GGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGCAGAACGCGTATGCACTT
TTTTATGTATCTGATGTAGTACCACTTAATAAGGACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACTATGTCATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCCTATCAGAAAAAGATGTAGTCATTA
GATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAATTTAATAGCTCTGTACCAATTGTGTGTAC
AAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAGCAAATGGCATA
ATAGGAGACATAAGACAAGCACACTGTAACATCAGTAAAAAAGTATGGAACAAGACTTTGGAACAGGTAGAGA
GTAAATTAAAAGAGCTCTTCAATAAAACAATAATCTTTGCACCATCCTCAGGAGGGGACCTAGAAATCACAAC
ACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTAGAGAAGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGACACAATATACAAGTTGCTTGAAGCCTCGCAAACCCAGCAGGAGCAAAATGAAAAAGATTTATTG
GCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGTTGTGGTATATAAAAATATTCA
TCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTAAGAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGACTACTGGATATCATAGCAATAGCAGTAGCTGAAGGAACAGAC
AGGATAATTGAAGCAATACAAAGAATTTGTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>DQ369976 
GGGGAGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGATGATATAATCAGTTTATGGGATCAATTCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTTCAGACATCAATCCCAATAGTACTACCTTCAATAATAGCATGGGTATTACCTACAATGA
AAGCATAGCTAACGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAAAATAAAGTA
TATGCACTTTTTTATAAACTTGATATAGTACAACTTGAGGAGAATAACAGCTCGAATAACAACAGCTATAGAT
TAATAAATTGCAATACCTCAGCCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGCTAAATGGAAGCCTAG
CAGAAGGAGAGATAATAATTAGATCTGAGAATCTGACAAGAAATACCAAAACAATAATAGTACATTTTAATGA
GTCTGTAGAAATTAATTGCACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGTGCCATAATAGGAGACATAAGACAAGCACATTGCAACATTAGCTGGAATAAATGGAACA
AGACTTTAGAACAAGTAAAGAAAAAATTAGGAGAACACTTCCCTAATAAAACAATAGTATTTGCACCATCATC
AGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA



CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAACAGAGATTTGGCATAACATGACCTGGAT
GCAATGGGATAGAGAAATTAGCAATTACACAGGCACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAG
GAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGT
GGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTAGGTGTACT
CTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCA
ATAGTAGTAGCTGAAGGAACAGATAGGGTTATTGAAATAGTACAAAGAATCTGTAGAGCTATCTGCAACATAC
CTAGGAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATA 
>DQ396390 
GTGGTGGGAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCAAAACTACACTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAACGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCCGACCCACTAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAGTGTCACTTTAGATTGTAGTAATAATACCAGCACTGGTAATAGTAGTGCTACCTG
CAATACAGACATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAGAGATAAGAAGAACAAAGAGTATGCA
CTTTTTTATAGACTTGATATAGTACCACTTGAAAATAAGGACAACTCTAGTGAGTATAGATTAATAAATTGTA
ATACATCAACCACAACACAAGACTGTCCAAAGATCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGATATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTTAGTACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGGA
TAATAATTAGATCTGAAAATTTAACAGACAATGCTAAAACAATAATAGTACATCTTAATGAATCCATAGATAT
TGTGTGCACAAGACCCAACAATAACACAAGAAAAAGTGTAAGGATAGGGCCAGGACAAGTATTCTATGCAACA
AATGCTATAATAGGAGACCCAAGACAAGCACATTGTAACATAACTGAAGGGAAATGGAAGGAGACCTTACAAA
GGGTGAGTAAAAAATTAAGGGAATACTTCCCTAATAAAACAATAAGCTTTAACTCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGTTTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGACAAGAATCCTGGCTGTGGAA
AGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTTACAATGCTATTTGGGAAAACATGACCTGGATGCAGTGGGAAAA
AGAAATTGATAATTACACCTACACAATATACACATTGCTTGAAGAATCGCAAGTCCAGCAGGAAAAAAATGAA
AAAGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATTACAGTAGCT
GAGGGAACAGATAGGATTATAGAATTCTTACAAAGAATTTGTAGAGCTTTCCTCAACCTACCTAGAAGAATAA
GACAAGGTTTTGAAGCAGCTTTGCTATAA 
>DQ275657 
GTAATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACACTGTACAAATGCTACTGTTAATGTCTCCAGTGATAGCAGGGATGAAGAAATAAAAAATGAAAT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGCAACAGAAAGCATATGCACTGTTTTATAGA
CCTGATATAGTACCCCTTAAGGAGAATAATGGAGATAACTCTAGTGAGTACATATTAATAAATTGTAATAGCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAACGGGACGGGACCATGTACTAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAA
TTAGATCTGAAAATTTGACAAACAATATCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATCGTGTG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGAC
ATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAAGCAAATGGAACAAAACTTTAAGACAGATAG
AGGAGAAATTAAGAGAACACTTCCCTAATAAAACAATAAAATTTGAACCAGCCTCAGGAGGAGATTTAGAAGT
TACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTTCTGTGCCTTGGA
ACTCTAGTTGGAGTAATAGAGCTCAAGATAATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAGCAATTACACATACACAATATACAGGTTACTTGAAGAATCGCAAAATCAGCAGGGACAAAATGAAAAGGAT
TTATTAGCATTGGACAAGTGGCAAAATCTATGGAGTTGGTTTAACATAACAAATTGGCTATGGTACATAAAAA
TATTCATAATGATAGTAGGAGGATTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCCATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGA
ACAGATAGGATTTTTGCAGTAGTACAAAGAATCTGTATAGCTATCCGCAACATACCTACAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCTATAA 
>DQ275643 
GTGATGGGGAATTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG



TCACTTTAAATTGTACAGATGTACCAAGGAATGATACCAGTTATGGTGAGGGTACTGTCAGTAATACCATGGA
TGAAATAAAAAACTGCTCTTTCAATACAACCACAGTCATAAGAGATAAGAAACAGCAAGCGTATGCACTTTTT
TATAGACCTGATGTAGTACAACTTAATGGGAATGGCTCGTATATATTGATAAATTGCAATTCCTCAACCATAA
CCCAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGCTCTAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCTGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATGATTAAAGCTG
AAAATCTGACAGACAATACCAAAACAATAATAGTACACTTTAATGAGTCTGTAAAAATTGTGTGTACAAGACC
CGGCAACAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATACAAATCACATAATAGGAGAC
ATAAGAAAAGCATATTGTGACATTAATGGTACTCATTGGAACAAAACTTTAGAACAGGTAAAGGAAAGATTAA
AGGAACACTACCATAATAAAACAATAAAATTTGAATCAGCTGCAGGAGGGGATCTAGAAGTTACAACACATAG
CTTTAATTGTAGAGGCGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATCAGTTGGA
GTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AGACACAATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGTGTGCTTTCTATAGTGCGTAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAATTAATACAAAGCATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAT
CTTTACTATAA 
>DQ396380 
GGGGAGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGGAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGACCC
CGATCCACAAGAATTAATGTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGAATGAAGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCAGTCTGTGTCA
CTTTAAACTGTAGCAATGCAACTGCTAATACAACTGCTAATACAAATGTTACCGTTGATAAAAATATGGAAGG
AGAAATACAAAACTGTTCTTTCAATATAACCACAGAATTGGGAGATAAGAGACGGAAAGAAAATGCATTGTTT
TATAGACTTGATATAGTACCACTTAATGAGAATAGTAACTCTACTGAGTATAGACTAATAACTTGTAATACCT
CAGTCATAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAGTGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGGGATAATAA
TTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTGTGTG
TATAAGACCCAACAATAATACAAGAAAAAGTATGAGAATAGGGCCAGGACAAACATTCTATGCAACAGGAGCC
ATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAGAAAATTGGAATAAAACTTTACAAAGGGTAA
GTGAAAAATTAAAAGAACGCTTCCCTAATAAAACCATAAGATTTAATCAATCCGTAGGAGGGGATCTAGAAAT
AACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGA
ACTCTAGTTGGAGTAATAAAACTCAGGATGACATTTGGAAGAAAATGACCTGGATGCAATGGGATAGAGAAAT
TAGTAACTACACAAACATAATATACGACTTGCTTGAAGACTCGCAAATTCAGCAGGAGAAAAATGAAAAAGAG
TTACTAGCATTGGACAATTGGAAAAATCTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCTGTACTCTCTGTAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATCTGCTTGATACAGTAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTACAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>DQ275646 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAACCGTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTACAAATGCTAACGTAACAGTCAGTAATAACGAAACTGGAGAAATAAAAAACTGCTCTTT
CAATACAACCACAGAAATAAGAGATAAGAAACAGGGAGTGTATGCACTTTTTTATAGATCTGATGTAGTACCA
CTTAATGGGGATAATAATAGCTATGTATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAATGTAATAATAAGAC
ATTTAATGGGACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTGACAGACAATA
TCAAAACAATAATAGTACACCTTAATGAATCTATACAGATTGTGTGTACAAGACCCGGCAATAATACAAGGAA
AAGTATAAGGATAGGACCAGGACAAACATTCTATGCAAATAATAATATAATAGGAAACATAAGACAAGCACAT
TGTAACATTAGTAAAGATCAATGGAATAGAACTTTAGAACAGGTAAAGAAGAAATTGGGAAAACACTATCATA
ATAAAACAATACTCGTTGCACCAGCCTCAGGAGGGGATCTAGAGGTTACAACACATAGTTTTAATTGTAGGGG
AGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTT
TGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGCAATAAATCTCAAA



CAGATATTTGGGATAACATGACATGGATGCAGTGGGATAGAGAAATTAATAGTTACACAGGCACAATATATAG
ATTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAAT
TTGTGGAACTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAAGCTTAA
TAGGTTTGAGAATAATTTTGGGTGTGCTTTCTATAGTAAAAAAAGTTAGGCAGGGATACACACCTTTGTCGTT
TGCTATCAGCCTGCTTGATACTATAGCAATAGCAGCAGCTGAAGGAACAGATAGAATTATTGAAGTAATACAA
AGAATTTGTAGAGCTATCAGCCTCATACCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ351231 
GGGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACTAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAGTGTACTAATGTTACTATCAAAAATAATACTGGGGAGATAAAAAGTAATACTATCAACAATGT
TACTAGGGAGATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAAGAAAAAACAGTATGCA
CTTTTTTATAGACTTGATATAGGGCCACTTGATGAGAAGAATGAAAGCTATAGTGCGAATACTAGCCACCCTT
ATAGATTAATAAATTGTAATACTTCAACTATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAAACATTCAATGGGACAGGGCCATGC
CATAATGTCAGTACAATACAGTGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCATAGCAGAAGAAGGGATAATAATTAGATCTGAGAATCTGGCAGACAATACTAAAACAATAATAGTACATCT
TAATGAATCTGTAGAAATTGTGTGCTCAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAAGCATTCTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAGTAGCT
GGAATAAAACTTTACAAAGGGTAGGACAAAAATTAGAAGAACACTTCCCTAATAAAACAATAAGCTTTCTACC
ATCCTCAGGAGGGGACCTAGAAGTTGCAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAACAGGATATTTGGGAAAACATGAC
CTGGATGCAGTGGGATAAAGAAATTGAGAATTACACAGGCACAATATACAGATTGCTTGAAGAATCACAAAAC
CAGCAGGAGAAAAATGAACAGGATTTATTAGCACTGGACAAGTGGCAAAATTTGTGGAGTTGGTTTAGCATAA
CAAATTGGCTATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGC
TGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCCTACAAACAATTTGTAGAGCTATCCGTA
ACCTACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTACTATAA 
>DQ369981 
GGGGTGGGAAACTTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCGACAGA
CCCCAACCCACAAGAAATGGTCCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGTTGTACAAATGTTACCAATAAGGGTAATGCTACCTACGGTAATGGTATCTACAATGGTAGCAT
GAATGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCATATGCA
CTTTTTTATAGACCTGACATAGTACCGCTTGAGGGGGACTCTAGTGAGTATATATTAATAAATTGCAATGCCT
CAACCATTACACAAGCCTGTCCAAAGGTTACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACGTTCAACGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCATAGCAGAAGAAGAGATAATAA
TTAGATCTGAAAATCTGACAGACAATGCTAAAACCATAATAGTACAACTTAATAAATCCATAGCAATTGTGTG
TGAAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAGACATTCTATGCAACAAATGAA
ATAATAGGAGATATAAGACAAGCATATTGTAACATCAGTGAAAAGGACTGGAATAACACTCTGCAAGGAGTAG
GTGAAAAATTAGAAGAACACTTCCCCAATAAAACAATAAGCTTTAAACCATCCTCAGGAGGGGATCTAGAAGT
CACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCCGGCTATAGAAAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTTACGATGATATTTGGGGTAGCATGACATGGATGCAGTGGGATAAAGAAAT
TAGTAATTACACCAACACAATATACACATTGCTTGAAGAATCGCATATCCAGCAGGAACAAAATGAAAAAGAT
TTATTAGCATTAGATAAGTGGCAAAATCTATGGAGTTGGTTCAACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAGTAGTAGTTGCTGAAGGA
ACAGATAGGATTTTAGAATTAATACAAAGCATTTATAGAGCTATCCGCAATATCCCTACAAGAATAAGACAAG
GCTTTGAAGCAGCTTTGCTATAA 
>DQ396392 
GTGAGGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCCGTGTGGAAAGAAGCAAAAGCTCCCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTGCCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATCAGGATGTAATCAGCTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACCAATGCTACCAGTAATGGTAATGCTACCAGTGATGGTAATGCTACCTACAATGATCC



CAGTTCTGAAATAAAAAATTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAGAAAAAGAAAGTACATGCA
CTGTTTTATAAACTTGATATAGTACCACTTGATGATCGGAATAATGATAGTAATAATAATAGCAGCTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAAGGAAATAATAATTAGATCTGAAAAACTGACAAACAATGTCAAAACAATAATAGTACATCTCAATGA
AACTGTAGAGATTAAGTGTATAAGACCCAACAATAATACAAGAACAAGTATAAGGATAGGACCGGGACAAACA
TTCTATGCAACAGGAGATATAATAGGAGATATCAGACAAGCACATTGTAACATTACTAAAAATAGATGGGAAA
AAACTTTACAAATGGTAAGGGAAAAATTACAAGGATACTTCCCTAATAAAACAATAAAATTTGCACCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTC
CTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTTCGTTGGAACTCCAGTTGGAGTAATAAATCTCACACAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGAGAGAGAAATTAGTAATTACACAGGAGTAATATACAGGTTGCTTGAAGACTCACAAAACCAGCAG
GAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAACAAAGT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAATTTTTGCTGTGCT
TTCTGTAATAAATAGGGTTAGGCAGGGGTACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATGCCTTAGCA
ATAGCAGTAGCGGAAGGAACAGATAGGATTATTGTAGTACTACAAAGAATTGGTAGAGGTATCTACAACATAC
CAAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCAATAA 
>DQ396399 
GTAATGGGGCACTTGTGGGTCACAGTTTATTATGGGGTACCGGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAAGATGTAATCAGTATATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCAACTGTTACCAATAGTACAAAAGCAGGTGGTACCATTAGTCCAAGTACAAC
TGTTGCCTACAATGACAGCATATATGTAGAAATAAAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGAT
AGGCAACAGAAAGCGTATGCACTCTTTTATAGATCTGATATAGTACAACTTAAGGGGAACTCTAACTCTAGTG
ACTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCCGTCCAAAGGTCACTTTTGATCCGATTCC
TGTGCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAATACATTCAATGGGACAGGACCA
TGCACTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAAAAGGGGACATAATCATTAGTTCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACA
TCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGGCCA
GGACAAACATTCTATGCAACAGGTGGCATAATAGGAGACATAAGAAAAGCATATTGTAACATTTCTAGAAGCA
ATTGGAACACAACTTTAGAAAAAGTAAGGAAGAAATTAGAAGAATACTTCCCTAATAGAACTATAGGCTTTGC
ACCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAG
GCGAGAGTCTTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAATAGATATTTGGGATAACAT
GACTTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAAACACAATATACCAGTTGCTTGAAGAATCGCAA
AACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTT
TACTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTACTAGCCTGCTTGAT
ACCATAGCAATAGCAGTAGCCGAGGGAACAGATAGAATTATAGAAGTAGTACAAGGAATACTTAGGAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY901965 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACGCATTCTTGTGTACCCACAGA
CCCCAACCCACGAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTTCGCG
TCACTTTACAGTGTAAAAATGCTACCAAAAAGGTTACTACTACCAGCACTCCGGATACGAGTGGAGAAGTAAA
AAATTGCTCTTTCAATATAACCACAGAAATAAGGGATAAGACACAGAAAGCATATGCACTTTTTTATAGAGCT
GATGTAATACCACTTGGGGAGAATAACTCTACTAATAACTCTAATAAAGATACTAAAGATTATATATTAATAA
ACTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGGCCATGCTATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGGAA
AAGAGACAATAATTAGATCTGAGAATATGACAGAAAACAGCAAAACAATAATAGTCCACCTTAATGAATCTGT
AAGCATTACGTGCATAAGACCCGGCAATAATACAAGAGGAAGTGTAAGGATAGGACCAGGACAAACACTCTTT
ACAAATGACATGATAGGAGACATAAGACAAGCATACTGTAACATAAGTAAAAAGGATTGGAATAACACCTTAC
AAAGGGTAGTTGACAAATTAAAAGAATACTTCCCTAATAAAACATTACAATTTCGACCACCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAACTCCAGTTGGAGTAATAAATCTAAGGAAGACATTTGGAATAACATGACCTGGATGCAGTGGGA



TAGAGAAGTTAGTAATTACACAAACTTAATATACAGATTGCTTGAGGACTCGCAAAGCCAGCAGGAGAAAAAT
GAACAAGACTTATTAGCATTGGACAGTTGGAAGAACTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGT
ATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTTGTGTACTCTCTATAGT
AAGAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATTACATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATTGAAGTATTAAGAAGAATTTGTAGAGCTATCTGCAACACTCCTAGAAGAA
TAAGACAGGGCTTTGAAACAGTTTTGCTATAA 
>DQ275660 
GGGGTGGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGTCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAAATGTACAAATGTTACCAGGCAGGATACAAATGCTACCAGGCAGGGTAATGCTACCTGCAATAA
TAGTAGCAGTGTGATTAATGCTACCTACAATAATAATAGCAGGGTGTTTGAAGAAATAAGAAATTGCTCTTTC
AATACAACCACAGAAATAACAGATAAGAAACAGAAAGTGTATGCACTTTTTTATAGAGCTGATGTGCAACCAA
TTGATAACAATAAGAATGAGAATGAGAGGGAGTATATATTAATAAATTGTAATACCTCAGCCATAACACAAGC
CTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGT
AATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTTCAATGTACACATGGAATTAAAC
CTGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGAGCTGAAAATTT
AACAGACAATACCAAAACAATAATAGCACACCTTAATGAATCTGTAGAAATTATGTGTACAAGACCCAACAAT
AATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGACATAATAGGGGACATAA
GACAAGCACATTGTAACATTAGTAAAGGAAATTGGACTAAAGCTTTAAAAGGGGTTAAGGAGAAATTAGAAAA
GTTCTTCCCTAATAGAACAATAGAATTTAAACCACACTCAGGAGGGGATCTAGAAATTACAACACATAGTTTT
AATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGC
TCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAA
TAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATGGAGAAATTAGTAATTACACAAGT
ACAATATACAAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACA
GTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATCATGATAGT
AGGAGGCTTGATAGGCTTAAGAATAATTTTTGGTGTACTTTCTATAGTAAGAAGAGTTAGGCAGGGCTACTCA
CCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAG
AAGCAATCCGTAACATACCTAGAAGAATAAGACAGGGCTTTGAATTAGCTTTGCTATAA 
>DQ351233 
GCGACGGAGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTCTAT
TCTGCGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAATTAGTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GATCAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCT
GTGTCACTTTAAATTGCACAAATGCAAATTGCACAAATGTAAAAAATACTATCAGTAATGCTACCAGTGGTAA
TGCCACCAATAATAATGCCACTTGTGTTAATAACATGAAGGAAGAAATAAAAAATTGCTCTTTCAGTATAACC
ACAGTGATAAGAGATAAGCAAAAGCAAGTGTATGCACTTTTTTATAGACCTGATATAACACCACTTAACAATA
ATAGCAGCGAGTATGTATTAATCAATTGCAATACCTCAGCCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGG
ACAGGGCCATGCCAGAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTAC
TGTTAAATGGTAGCCCAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATAACAGACAATGTCAAAACAGT
AATAGTACATCTTAATGAGTCTGTAAACATTGTATGTGTAAGACCCAACAATAGTACAAGAAAAAGTATAAGA
ATAGGACCAGGACAAGTATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACATTA
GTGCAACGAAATGGAATGAAACTTTACAAAGGGTAAGGGAAAAACTAAAAAAGCACTTCCCTGGTAGAACAAT
AACATTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAAGTCATACCTTTAATTGTAGAGGAGAATTTAAA
CAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTCTAGAGATTTGGGA
TAACTTGACCTGGATGCAGTGGGGTAGAGAAATTAGTAATTACACACACACAGTATACAGGTTGCTTGAAGAC
TCGCAAATCCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGAACAACCTGTGGAATTGGT
TTGGCATAGCAAACTGGCTGTGGTATATAAAAATATTTATAACGATAGTGGGAGGCTTGATAGGTTTGAGAAT
AATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTGGCTGTTAGTCTG
CTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGCACGAGGAATTTGTAGAG
CTATCATTAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY878063 
GTGGTGGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAAGTGTACAGATGTAACAAAAACTACAAATGGAAAAAATGCCAGTACTGATATGATGAAATGCTC



TTTCAATACAACCACAGAATTAAGAGATAAGGAACAGAAAGCATCTGCACTCTTTTATAGACTTGATGTAGTA
CCAATTAATGGGAAAAATTCTAGTGGGAATAGCTCTAGTGATTATATATTAATAAATTGCAATACCTCAACCA
TAACCCAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATGATAAGAGATTCAATGGAACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGAGGGAATAATAATTAGAT
CTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTACATGTATAAG
ACCAGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTCTTTACAAATGACATAATAGGA
GACATAAGACAAGCACATTGCAACATTAGTGGGAGTAGGTGGAACAAAACTATAGAACGGGTAATGAAAAAAT
TAAAAGGACTTTTCCATAATAAAACAATAAAATTTCAACCACCCTCAGGAGGGGATCTAGAAATTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAC
CAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAGCTCCAATT
GGAGTAAGAAATCTTATTCAGAAATTTGGGATAACCTGACCTGGATGCAGTGGGATAGAGAAATTGATAATTA
CACAGACATAATATACAACTTGCTTGAAGAATCGCAAAATCAGCAGGAGAAAAATGAAAAGGATTTATTAGCA
TTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATCA
TGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTAGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAAGG
ATACTCACCTTTGTCGTTTGCTATTAATTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAGAATTAGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>AY878064 
GGGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTGTGGAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGT
CACTTTAAATTGTAGTAATGTTAATGTTACTGCTTATGCTAATGCTAATGCTAATGCTACTGTGGATAATAGC
GCAGTTGGACAAATAAAAAATTGCTCTTTCAAAACAACCACAGAACTAAGGGATAAGCAACAGAAAGTGACTG
CATTGTTTTATACATCTGATGTAGTACCACTTAATAAAAATGACTCTAGGTATATACTAATACATTGCAATAC
CTCAACCATAACACAAACCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGT
TATGCGATTCTAAGGTGTAATAATAAGACATTTAATGGGACAGGACCATGCACTAATGTCAGCTCAGTACAAT
GTACACATGGAATTAAGCCAGTAGTATCCACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGAATAAT
AATTAGATCTGAAAATTTGACAAACAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATAAAT
TGTACAAGACCCAATCATAATAAAAGGATAAGGGTAAGGATAGGACCAGGGCGAACATTCGTTACACGTAATA
TAGTAGGAGACATAAGACAAGCATATTGTAGCATCAATAAAACACAATGGAACACAACTTTAGTAAGGGTAAT
AAAGAAATTAAAAGAACACTTCCCTAATAAGACAATAAATTTCTCAACACCCTCAGGAGGGGACCTAGAAGTT
ACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACC
TAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAA
CTCCAGTTGGAGTAATAGATCTCATAAATATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATT
AATAATTACACAAACATAATATACGATTTGCTTGAAGAATCGCAGAACCAGCAGGAGAAAAATGAAAAAGATT
TATTAGCATTGGACAGTTGGAACAGCTTGTGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAAT
GTTCATCATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTACTCTCTATAGTGAGAAGAGTT
AGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAGCAGTAGCTGAAGGAA
CAGATAGGATTTTAGAAGTAATACAAAGAATTTGCAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGG
CTTTGAAGCAGCTTTGCTATAA 
>AY878065 
GGGGAGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGCAAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTGTTGGAAAATGTAACAGAAAATTTTAATATGTGGAGAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACGTTAAACTGTGCAAATGTTACTAATAATGTTACTGATACTAATGTTACTGATACTACTACAGGAATAAA
AAATTGCTCTTTCAATGCAACCACAGAAGTAAATGATAGGAAAGAGAAAGTGTATGCACTTTTTTACAGACTA
GATATAGTACCACTTGATGATGAGAAGAAGATTAACAAGACTAACAAGACTGACTCAGAGTATAGACTAATAA
ATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTTTCTTTTGAACCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAG
AAGAGATAATAATTAGATCTGAGAATCCGACAAACAATGCCAAAACAATATTAGTACATCTTAATGAATCTAT
AGAAATTGTGTGTACGAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTAT
GCAACAGGAGCCATAATAGGGGATATAAGACAAGCACATTGTAACATTAGCAGTGATAAATGGAATAAAACTT
TACAAAGGGTAGGTAAAAAATTAGCAGAATATTTCCCTAATAGAACAATAAAATTTGCACCACATTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTATTGGCC
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAACCACAGTTGGAGTAATAAATCTTATGCAGATATTTGGGACAACATGACCTGGATGCAGTG



GGATAGAGAAATTAGTAATTACACAGGCATAATATACAGGTTGCTTGAAGACTCACAAAGCCAGCAGGAACAA
AATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTTTAGAAGTAATACAAAGACTTTGTAGAGCTATCCTCAACGTACCTACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>AY878068 
GTGGTGGGACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGCCTTGGAAAATGTAACAGAAAAATTTAACATGTGGAAAAATGATATGATGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGGTGTTCAGATGTAAATGTTACCACAAATTTTACCAAAATGGATAATGAGACCATGAGCATGCA
GGGAGAAATAAAAAATTGCTCTTTCAATTCTACCACAGAAATAAGAGATAAGAAACAGAAAGTGTATGCACTT
TTTTATGGGTCTGATGTAGTACCACTTAATGAGAATAGCCCTAAGGAGAATAACTCTAGTGAGTCTAGTGATT
ATATATTAATAAATTGCAATGCCTCGACCTTAACACAAGCCTGTCCAAAGGTCACCTTTGAGCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATAATAAGACATTCAATGGAACAGGACCATGC
AATAATGTTAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTGTTGTTAAATGGTA
GCCTAGCAGAAGGGGAGATAGTAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACACCT
TAATAAATCTATAGCAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAAACATTCTATGCAAATAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGCTGATT
GGAATAGAACTGTACAATGGGTAGGTGACAAATTAGCAGAGCAATTCCCTAATAAGACAATAAAGTTTCGACC
ACACTCAGGAGGGGACCAAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTTCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGATGATATTTGGGGTAACATGAC
CCGGATGCAATGGGATAGAGAGATTAGTAATTACACAAAAACAATATACTGGTTACTTGAGGAATCACAAATC
CAGCAGGAACAGAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGAATTGGTTCAACATAT
CAAATTGGCTGTGGTACATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGC
TGTGCTATCTATAGTAAACAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGAGCTATCCTCA
ACTTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY878069 
AGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTAGTGTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTAGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTGAAGCCATGTGTAAAGTTGACCCCACTTTGTGTCA
CTTTAAATTGTACAAATACCAGGAATGATACTAAGATCTTTAATGAGACCATGGATGGAGGAATAAACATGAA
AGAAGAAATACAAAATTGCTCTTTCAATGCAACCACAGAAATAAGGGATAAGAGAAAGCAAGTGTATGCACTT
TTTTATAGATCTGATATAGTACCACTTGATACGGGTAGCTCTAGTTATATATTAATAAATTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATGAGACATTTAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAAGAAAAGAGATAATAATTA
GATCTGAAAATATGACAAATAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGGAATTGTGTGTAC
AAGACCCGGTAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAGTATTCTATGCAACAGGAGACATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGCAAAAATCATTGGAATAAAACTTTACAAAGGGTAAAGG
AAAAATTAAAAGAATACTTCCCTAATAAAACAATAGTATTTAAACCACCGTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTA
AGAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATTTGCCTTGGAACA
CCAGTTGGAGTAATAAATCCAAAGATGAAATTTGGGGGAACATGACCTGGATGGAGTGGGATAGAGAAATTAA
TAATTACACAGACATAATATACAGGTTGCTTGAAGAATCACAAACCCAGCAGGAGAAAAATGAAAAAGATTTA
TTGGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGAATAACAGAATGGCTGTGGTACATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCTGTACTCTCTATAGTGAATAGAGTCAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAGCACAAGGAATTTATAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>AY901967 
GGGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTTTATTCT
GTGCATCAGATGCTAAAGGATATGAAAGAGAAGTGCATAACGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACGAGAAATAGAGTTGGGAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGATGACCCCACTCT
GTGTCACTTTAAATTGTACAAATGCAAAAGCTAATGCTACTGTAAGAGCTAATAATGATACTAAAACAGCTGA



GAATGCTACTGTAGTTAAAAATAACATGACTGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATA
AGAGATAAGACAAAGAAAGTGTATGCACTTTTTTATAGACCTGATATAGTACCACTTCCTGGGAAAGACAACT
CTAAAGACAACTCTAGTGAGTATGAGGAGTATATATTAATAAATTGCAATACCTCAACCATAACACGAGCCTG
TCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAAT
AATGAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCTCAGTACAATGTACACATGGAATTAAGCCTG
TGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGTAAAAGGGGAGATAATGATTAGATCTGAAAATCTGAC
AGACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAAT
ACAAGAACAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGACATAATAGGAGACATAAGAG
AAGCACATTGTAACATTAGTGAAGCAAAGTGGAACAAAACTTTAGGAAACGTGACGGAGAAATTAAAAGAACA
CTTCCCTGAGAGAAACATAAGCTTTCAACCATCCTCAGGAGGGGATCTAGAAATTACAACACATAGTTTTAAC
TGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCC
TAGGGCTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAG
ATCTCAAACATATATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAATTGATAATTACACAAACATA
ATATACATGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAGTT
GGAACAGTCTGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATATTCATCATGATAGTGGG
AGGCTTGATAGGGTTAAGAATAATTTTAGGGGTGCTTTCTATAGTGCGTAGAGTTAGGCAGGGATACTCACCT
TTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATCATAGAAG
TACTACAAAGAATTTTTAGAGCTATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCATCTTTGCT
ATAA 
>AY901968 
GTGATGGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGCGAGGCTACCGTTAAGAATGCTACCAGTAATAGTACTACTACCCCCACTACTAGCAC
GACTGGAGAAATGAAAAATTGCTCCTTTAATGCAACCACAGTAATAAAGGATAAGAAAAAGAAAGAGTATGCA
CTTTTTTATAAACCTGATATAGTACCACTCTCTAAGAATAGCTCTGAGTATATATTGATAAATTGCAATACCT
CAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATAATAGGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACTATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAAATAATAA
TTAGATCTGAAAATCTGACAAACAATATAAAAACAATAATAGTACACCTTAATGAATCTATGAAAATTGTGTG
TGTAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACTTTCTTTGCAACCGGTGAC
ATAATAGGAGACATAAGACAAGCACACTGTAACATTACTGGTTGGAACAAAACTTTAGAACGAGTAAGGCAAA
AATTAAAAGAACACTTTCCTAATAAAAAAATAGAATTTGAACCAGCCGCAGGAGGGGATCTAGAAATTACAAC
ACATAGCTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTAAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAA
TTACACAAACACAATATACCAGTTGCTTGGAGAATCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCA
TTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTAATCTCTTTAGTGAAAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCACAGCAGTAGCAGTAGCTAATTGGACAGAT
AGGGTTATAGAACTAGGACAAGGACTTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGTCTTG
AAGCAGCTTTGATATAA 
>DQ164113 
GTGGTGGGGAACCGGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGACAGACGCAAAAACTACTCTGTTCT
GTGCATCAGATGCCAAAGCATATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAAATGTACAAATGCTACCTTTGATAATAGCACGGGTACAAATGTTACCCATAATAATAGCAGGTG
GGAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGCAACAGAACACGTATGCACTT
TTTTATAGACCTGATATAGTACCAATTAATGGAAATTCTGGTGAGTATATATTAATAAATTGCAATACCTCAA
CCATAACACAGGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAGGAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTTTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTA
GATCTAAAAATCTGACAAACAATGCCAAGACAATAATAGTACACCTTAATGAATCTATAAATATTGTGTGCAC
AAGACCCGGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTATTTGCAAATGACATAATA
GGAGACATAAGAAAAGCATATTGTAGCATTAATGGAACAAAATGGAACATAACCTTAAAAAAGGTGAAGAAGA
AATTAAAAGAACACTTCCCTAATAAAACAATAATCTTTAAACCACATGCAGGAGGGGACTTAGAAATTACAAC
ACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAAGTCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA



GTTGGAGTAATAAATCTCACACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAA
TTACACAAGCACAATATACAGGCTACTTGAAGACTCGCAAACCCAGCAGGAAAAGAATGAAAAGGATTTACTA
GCATTAGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTA
TCATGATAGTGGGAGGCTTAATAGGTTTAAGAATAATTTTTAGTGTACTCTCTATAGTGAGAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTTATACAAGGAATTGGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCATCTTTGCTATAA 
>AY901969 
GGAAAAGAGGGTAATGGAAAAAAGGATAATGGAACAGAGGACTTGTGGGTCACAGTCTATTATGGGGTACCAG
TGTGGAAAGAAGCAAAAACTACTCTATTTTGTGCATCAGATGCTAAAGCATATGTGAAAGAAGTGCATAATGT
CTGGGCTACACATGCCTGTGTACCCACAGACCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAAT
TTTAACATGTGGAAAAATGATATGGTGGAACAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAA
AGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTTTAGATTGTAAAAATGTTACTGTTAGTGCTACCAATAC
TATCAAGGGTGTCTCAAATGATACCATAGATAGAGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAAATA
AGAGATAGGGACAGAAAGGAATATGCACTCTTTTATAGGCCTGATATAGTACAACTTAGTGATAAAAGCAATT
CTAGAAATGAAAGCAAGCCTAGTGAGTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGTCGTAAAACA
ATCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAG
TGTAATAATAAGATATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTA
AGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAGATAGTAATTAGATCTAAAAA
TATGACAGATAATACCAAAACAATAATAGTACAACTTAAAAACCCTGTAAAAATTGTGTGTATGAGGCCTGGC
AATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGACA
TAAGAAAAGCACATTGTAACATTAGTGAAAAAGATTGGAATAAAACTCTACAGGAGGTAGGTAAAGAATTACA
AAAACACTTCCCTGATAAACCAATAAAATTTAATTCATCCGCAGGAGGAGACCTAGAAATTACAACACATAGC
TTTAACTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAAC
AGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTATAGTTGGAG
TCCTAAAAAAGAGGACGAGATTTGGAATAATATGACTTGGATGCAGTGGGATAGAGAAATTAACAACTACACA
GACACAATATACCAGTTGCTTGAAGAATCGCAAATCCAACAGGAAAAAAATGAAAAAGATTTATTAGCATTGG
ACAGTTGGAAAAATTTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGAT
AGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATAC
TCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCTTAGCAATAACAGTAGCTGAAGGAACAGATTGGATTA
TAGAAGGAATATCAAGATTTTTTAGAGCTATCTATAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCATC
TTTGCTATAA 
>DQ093593 
GGGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTGTTTT
GTGCATCAGATGCTAAAGGATATGAAAAAGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGCTCAAATGTACCAGTTAATGCTAATTGTTCAAAAGTTAATTGTTCAAAAGTTAATGCTAC
CAGTAGTAGTACTGCTACCTACAATAATAGCATGATGGAGGGAGAAATAAAAAATTGCTCTTTCAACACAACC
ACAGAAATAAGAGATAAGAAACAGAAAGTGTATGCACTCTTTTATAGAACTGATGTAGTACCAATTAAGGAGA
ATAAGAATAGCACTGAGTATATATTGATAAATTGCAACACCTCAACCATAACACAAGCCTGTCCAAAGGTCAC
TTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTC
AATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCTACTC
AACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAAATCTGAAAATCTGACAAACAATGTCAA
AACAATAATAGTACACCTTAATGAATCTATACAAATTGTGTGTTCAAGACCCAACAATAACACAAGAAAAAGT
ATAAGGATAGGACCAGGACAAACATTCTTTGCAACAGGTGAAATAATAGGAGACATAAGACAAGCACATTGTA
ACATTAGTAGAGCAAAATGGAATGCAACTTTAGACAAGGTAAAAAGGAAATTACAAGAACACTTCCCTAATAA
AACAATACAATTTAGACCGCCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAAAGGAGAA
TTTAAGCAGCTCCAAGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATGAATCTCAAGATGA
TATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTACACAGACACAATATACAGATTG
CTTGAAGTCTCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGT
GGAGTTGGTTTAGCATAACAAAGTGGCTATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGG
TTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCT
GTTAGTCTGTTTGATACAATAGCAATAGCAGTAGCTAAAGGAACAGATAGGATTATAGAATTTATACAAAGAA
TTTTTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGTTATAA 
>AY901970 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCGACCCACAAGAACTATTTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT



CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAGATGTACAAATGTTAATACTACTGTGAACAATACTACTGTGAACAATACTACTGGGAATGGTAC
TGGTCCCTTTGATAAGGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGACAAAG
AAAGAGTATGCACTTTTTTATAAACTAGATATAGTACAACTTAATGATGGCAACTCTAGTGAGTATAGATTAA
TAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGCAACAATGAGACATTTAATGGGACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAAAAGAGATAATAATTAGATCTGAAAATTTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATC
TATAAAAATTTTGTGTGTAAGACCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAGCATTC
TATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATCAGTAAAAATGGATGGAATAACA
CTTTAGAAAGGGTAAGGAAAAAATTGAAAGAACACTTCCCTAATAAAACAATAAAATTTGAACCACATTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCGGGCAAGAGTATTG
GCTATAGAAAGATACCTAGAGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTGAAAACGAAATTTGGGAAAACATGACCTGGATGCA
GTGGGATAAAGAAATTAATAATTACACAACCATAATATACGGGTTGCTTGAAGACTCACAAAGCCAGCAGGAG
AAAAATGAACAGGATTTATTAGCTTTGGACAATTGGCAAAATTTGTGGAGTTGGTTTAGCATATCACAGTGGT
TGTGGTATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTACTCTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATA
GCAGTAGCTGAAAGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCTATCCTTAATATACCTA
GAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>AY901981 
GGGGTGGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAGGCATATAAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAGATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAGAATAACACGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAATTGTACAGATGCAACACTTAATGGTACTAGTAATGGTAATGCCACCTACAATGGTGACATGGC
TGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGACAAGAAACAGAGAGTGCATGCACTT
TTTTATAGACCTGATGTAGTACCACTTAATAATCAGTCTGAATATATATTAATAAATTGCAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTCGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTCATAATGTCAGCACAGTTCAATGTACACAT
GGAATTAAGCCTGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGAT
CTGAAAATCTGACAGACAATGTCAAAACAATAATAGCACACCTTAATGAATCTGTAGAAATTGTGTGTATAAG
ACCCAATAATAATACAAGTAAAGGTGTAAGGATAGGACCAGGACAAACATTCTTTGCAACAGATAGAATAATA
GGAGACATAAGACAAGCATATTGTAACATTAATGGAAGTAAATGGAATGAAACTTTAGAAGGGGTAAAGAAGA
AATTAGAAGATCTCTACCCTAATAAAACTATAATATTTAAACCACACTCAGGAGGGGATCTAGAAGTTACAAC
ACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTA
GTTGGAGTAATAAATCTCAAGCAGATATTTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGGCATAATATACGGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGTTTGATAGCTTTAAGAATAATCTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGAATTATAGAAGTAATACAAAGAATTTACAGAGCTGTCCTCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>AY878057 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGTTTTGGGAAATGTAACGGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGACCAAAGTTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
CTACGTTAAATTGTACAAATGCAAACTACACTGGTAGGCCAGCCCGCAATATTAGCATGAATGAAGAAATGAC
AAATTGCTCTTTCAATACGACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTACAAACCT
GGTGTAGTGCCAATTAATAAGAACAGATCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAGG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTACTCCAGCTGGTTTTGCGATTCTAAAGTG
TAATGATAAGACATTCAATGGGACAGGACCATGCTATAATGTCAGCACAGTTCAATGCACACATGGAATTAAG
CCTGTGGTGTCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAAATAATAATTAAATCTGAAAATC
TAACAAACAATGTCAAAACAATAATAGTACATCTTAATAACTCTGTAGAAATTGTGTGTACAAGGCCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGACATAATAGGAGACATA
AGACAAGCATATTGTAGCATTAATACAAGAAAATGGAACACAACTTTAGAACAGATAAAGAAAAAATTAGGAG
AACACTTCCCTAATGGAACGACAATAAAGTTTGAACCACCCTCAGGAGGGGATCTAGAAATTACAACACATAG
TTTTAATTGTAGAGGAGAATTTAAGCAACTACAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAA



CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTATAC
AGACACAATATACAGGTTGCTTGAAGACTCACAAGGCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAAAAACCTGTGGAATTGGTTTGACACAACAAATTGGCTGTGGTATATAAGAATATTCATCATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGGGTGCTTGCTATAATAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATGTCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAAGTAATACAAAGAATTTGTAGAGCTATCCGCAACATACCTGCAAGAGTAAGACAGGGCTTTGAAGCAG
CGTTGCTATAA 
>AY878060 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAGAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCCCTCTGTG
TCACTTTAAGATGTACAAAGCCAAATGTTACGAGTACTAATGTGACTGAAGGCATGAAAAATTGCTCTTTCAA
TACAACCACAGAAATAAGAGATAAGAAACAAAAAGCATATGCACTTTTTTATAGATCTGATATAGTACCACTT
GGGACAAACAACAACTCTAGTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACTCAAGCCTGTC
CAAAGGTCTCTTTTGGCCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATGA
TAAGACATTTAATGGGATGGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGCATTAAGCCAGTG
GTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATCAGATCTGAAAATCTGACAG
ATAATGGCAAAACAATAATAGTACACCTTAATGAATCTGCAAGCATTATATGTACAAGACCTGGCAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGACATAAGAGAA
GCACACTGTAACATTAGTAGAAGTAATTGGACTAACACTTTACACAGGGTAACGGAAAAATTAAAAGAACACT
TCAATAAAACAATAATAACATTTAGACCACCCTCAGGAGGGGACTTAGAAATTATAACACATAGTTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAT
CTCAAACAGATATTTGGGATAACATGACATGGATGCAGTGGGATAGAGAAATTGATAATTACACAAACATAAT
ATACAACTTGCTTGAAATCTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAAGTGG
GAAACTCTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAG
GCTTGATAGGCTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
ATCGTTGGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGGTGAAGGAACAGATAGGCTTATAGAATTA
ATACAAAGATTTTGTAGAGCTATCCTCAACATACCTAGAAGAGTAAGACAGGGATTTGAAGCAGCTTTGCTAT
AA 
>AY878061 
GTGCTGGGGCGGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGGGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTGGAGCATATAAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAACTAGTTCTGGACGATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTCTATGGGATGAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTCTAAACTGTAGTAATTTTATCAGTAATACAGGTAATGTTACGGAAGAAATAAAAAATTGCTCTTTTGATAT
AACCACAGAAATAAGAGATAGGAAAAAGAAAGAAAGTGCTCTTTTTTATAGACTTGATATAGTACCACTTAAC
AGTAGCAACTCTGGCAACTATAGTGTGTATAGATTAATAAATTGTAATACCTCAGCCATAAAACAAGCCTGTC
CAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACACTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCGACTACTGTTGAATGGTAGCCTAGCAGAAGGGGAGATAATAATAAGATCTGAAAATCTGGCAA
ACACTATCAAAACAATAATAGTACACCTTAATGAATCTGCAGAAATTGTGTGCACAAGACCCAACAATAATAC
AAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGGCATAATAGGAAACATAAGACAA
GCATGTTGTAACATCAACAGGACTAAATGGAACATAACTTTAGAAAGGGTAAGGGAGAAATTACAAGAATACT
TCCCTAATAACACAATACAATTTGGACCAGCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCTTTGGAACGACAGTTGGAGTAATAAAT
CTCAAGAGAATATTTGGGATAATATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAAT
ATACAGGTTGCTTGAGGAATCACAAAACCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTGGACAGCTGG
AACAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTT
GTCTGCAACATACTGAGAAGAATAAGACGGGGCTTTGAAGCAGCTTTGTAATAA 
>DQ396395 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTACTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATATAATCAATTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG



TCACTTTAAATTGTACAAATGCAACTTACAATACTCATAACATGACTGGAGAAATAAAAAATTGCTCTTTCAA
TACAACCACAGGAATAAGAGATAAGAAACAGCAAGCATATGCACTTTTTTATAGACTTGATGTAGTACCAATT
CAGGAGAAGAGAGGAGAGTATATACTAATAAATTGTAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCT
CTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATT
TACTGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGACATAGTAATTAGATCTGAAAATCTGACAGATAATGGCA
AAACAATAATAGTCCACCTTAAGAATCCTGTAAACATTGTGTGTACAAGACCCAACAATAATACAAGAAGAAG
TATAAGGATAGGACCAGGACAAACATTCTATACAAATGACATAATAGGAGACATAAGAAAAGCATATTGTGAA
ATTAATGCAACACTATGGAACGAAACTTTAGATCAGGTAAAGGAAAAATTAAAAGAACAATACAAAAAATTAG
AAGAAAAATACAACAAAATAATAAAATTTCAACCAGCCTCAGGAGGGGATCTAGAAGTTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCCAGTTGGAGTA
ATAAATCTCAAAAAGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAGTTAGTAATTACACAGG
CATAATATACCAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGAC
AGTTGGAAGAACTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATCATGATAG
TAGGAGGCTTGATAGGTCTGAGAATAATTATTGGAGTACTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTC
ACCTCTGTCATTTGCTATTAGTCTGCTTGATTCCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATT
GAATTAGTACAAAGAATTTGTAGAGCTATCCTCAACACTCCTAGAAGAATCAGACAAGGTTTGGAAGCAGCCT
TGCTATAA 
>DQ056410 
GTGGGGGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACCAATAATATTACCAATACTAATGTTAATGTTACCAATAACAATGATACACTGGAAAA
GCCAGACATGAGAAATTGCTCTTTCAATGTAACAACAGAAATAAGAGATAAACAGCGCAAAGAGTATGCACTT
TTTTATAGAACTGATGTAGTACCACTCACAAAGGAGAGTAACAACTCTTATGAGGGGTATAGATTGATAAATT
GTAATACCTCAACTGTAACACAAGCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTCAGTACA
GTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCATAGCAGAAGGAG
AGATAATAATTAGATCTAAAAATCTGACAGACAATGCTAAAATAATAATAGTACAGCTTAATGAAACCATAGA
AATAACATGCATAAGACCCGGCAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCA
AATGACATAATAGGAGACATAAGGAAAGCACATTGTAACATTACTGAACATAAGTGGAATAATACCTTACAAA
GGGTAAGTAAAAAATTAAGAGAATACTTCCCTAATAAAACAATAAGCTTTCAACCATCCTCAGGAGGGGACCC
AGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGCAATAAAACTCTAGACTATATTTGGAAAAACATGACCTGGATGCAGTGGGAGAA
AGAAATCGATAATTACACACTCACAATATACAAGTTGCTTGGAGAATCGCAAATCCAACAGGAACAAAATGAG
GAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAGTTGGCTATGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAATTTTTGCTGTGCTATCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCT
GAGGGAACAGATAGGATTATAAGTTTCCTACAAAGAATTTGTAGAGCTATCCGCAACATACCTACAAGAATAA
GACAAGGTTTTGAAGCAGCTTTGCTATAA 
>DQ056411 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTATTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTACAAGTATAAATGTTACTGCTTTAAATGTTACTACAAATGTTAATACTCTAAATGATAC
TACTCTCAAAGATGAAATGAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAGAAAGCA
TATGCACTTTTCTATAGAACTGATATACTACCACTTGGTGAGAATGGCTCTAATACAACTAACTCTAGTGATT
ATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCAACTTTGACCCGATCCCTAT
ACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGGCCATGC
AATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCAACTCAACTACTGTTGAATGGTA
GCCTATCGGAAGGGGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACAACT
TAATAGATCTGTAGAGATTGTGTGTGTAAGACCCAACAATAATACAAGAAGAGGTATAGGGATAGGACCAGGA
CAAACATTCTTTGCAACAGATGCCATAATAGGAGACATAAGAAAAGCATATTGTAATATTAGTATTAGTGACT
GGAACACAACTTTAGAACAGGTAAGGAAAAAATTAAGAGAACACTTCCCTGATAAAACAATAAAATTTGCACC
ACACTCAGGAGGGGACATAGAAATCACAACACATAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTTCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACGGCTCCTAGGGTTTTGGGGCTGCTCTGGAAAATTCA



TCTGCACCACTAACGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAGCAGAAATCTGGGATAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTAGTAATTACACAGACACAATATACACTTTGCTTCAAGACTCACAAATC
CAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGGTGGGAAAGTCTGTGGAATTGGTTTAGCATAA
CACAATGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTGGG
TGTGCTTTCTATAGTGCGTAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTCTTGAAATAGTACTAAGAATTTGTAGAGCTATCCGTA
ATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ056404 
GTGCTGGGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGAAAGATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACTAATGTTAGGGGTAATGGTACTGAGGGTAATGGTACCAGTGTTAATAATACTACCCT
CAATCAGGAAGAAATGAAAAATTGCCCTTTCAATATGACCACAGAACTAAGAGATAAGCAAAAGAATGTGTAT
GCACTCTTTTATAAACTTGATATAGTAGAAGTTGGGGGGACTAATGACAGCTCTAGCTATAGATTAATAAATT
GTAATACCTCAGCCATATCACAAGCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTTAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCGACTCAACTACTGCTAAATGGTAGTCTAGCAGAAGAAG
AGATAATAATCAGGTCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTCAATAAATCTGTAGA
AATTATATGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGACATAATAGGAAATATAAGACAAGCACACTGTAACATTAGTAGAGAAAAGTGGATTAATACTACAC
GGGATGTAAGGAAAAAATTACAAGAACACTTTAACAAAACAATAATATTTAACTCATCCTCAGGAGGGGACCT
AGAAATTACATATCATACCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAAGATCAACAGCTCCTAGGGTTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTAC
CTTGGAACACCAGTTGGAGTAATAAATCTCAAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAGGAATAATATACAGTTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAA
AAAGATTTATTAGCATTAGACAGTTGGAACAGTCTGTGGAATTGGTTTGGCATAACAAAGTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTGTAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATGCCATAGCAGTAACAACAGCT
GAGGGGACAGATAGGATTATAGAAGTAGTACTAAGAATTTGTAGAGCTATCTGCAACATACCTACAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ351237 
GGGAAGGATTTGTGGGTCACAGTCTATTATGGGATACCTGTATGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGACGCTAAAGCATATGAGAAAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAGGAATTGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGATCAA
ATGAATGAAGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CCTTAAACTGTAGCAATGCAAAATTTAATGGTACCCAGGGTGCAAATGCTACTGGAGAAATGAAAAATTGCAC
TTTCAATATAACCACAGAAGTAAGAGATAAAAGTAAAAAGGAAAGTGCACTTTTTTATAAACTTGATATAGTA
CCACTTAATGGGAATAGTAACAACAGCAACTCTAGTGAGTATAGACTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCT
AAAGTGTAATAATAAGACATTCACTGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATCAGGTCTG
AAAATCTGACAAACAATGCCAAAATAATAATAGCACATCTCAATAAATCGGTAGAGATTGTGTGTATAAGACC
TGGCAATAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGA
GATACAAGACAAGCACATTGTAACATTAGTAAAGAACAATGGTATACAGCTTTACGAGGGGTAGTGGAAAAAT
TAGAAGAACACTTCCCTAATAAAACAATAATATTTAATCAATCCTCAGGAGGGGATCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTT
GGAGTAATAGAACTTATAAAGATATTTGGGATAACATGACATGGATGCAGTGGGATAGAGAAATTAGTAACTA
CACAACCATAATATACAGATTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAGGATTTACTAGCA
TTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTGGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACCCTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAGAATTAATACAAACATTTTGTAGAGCTATCCTCAACGTACCTACAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>DQ056408 
AGTGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTTTGGAAAGAAGCAAAAGCTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACACGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTCTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTGTCA



CTTTAAACTGTACAAATGCTACTATTAATTATACAAATGCTACTGTTAACTATACTAGTACCAATAAGAGTAA
GGATAACAATACTGGTAATGCTTACTATAATATTACTGTGAATGAAATACAAAATTGCTCTTTCAATACAACC
ACAGAAATAAGAGATAAGCAAAAGAAAGCGTATGCACTTTTTTACAGACTAGATATAGTACCACTTAAGGAAG
ATGGGGATAATAGGGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTC
TTTTGAACCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTT
AATGGGACAGGACCATGCAATAATGTCAGCACAGTACAGTGTACACATGGGATTAAGCCAGTGGTATCAACTC
AACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAA
AACAATAATAGTACATCTTAATAAAGCTATAGAAATTAATTGTACAAGACCCGGCAATAATACAAGACAAAGC
ATAAGGATAGGACCAGGGCAAGCATTCTATGCAACAGGAGCCATAATAGGAGATATAAGACGAGCACATTGTA
ACATTAGCATAGAAAAATGGAATGAAACTTTATACAATGTAAGTAGAAAATTAGCAGAATACTTCCCTAATAA
GACAATAAAATTTGAACCACATTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAA
TTTAAACAGCTCCAGACAAGAGTATTGGCCATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAGCAGA
TATTTGGGACAACATGACCTGGATGCAGCGGGATAGAGAAATTAGTAATTACACAAACACAATATACTGGTTG
CTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTAGATAATTGGCAAAGTCTGT
GGAGTTGGTTCAGCATAACAAATTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCT
ATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGACAGGATTATAGAATTCCTGCAAAGAA
TTTGTAGAGCTATCTACCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTCTGCAATAA 
>DQ011169 
GGGAATGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGAAAAATGTAACAGAAAGTTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGATAACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCCAATTTAAACTGTACAAATGACAATTGTAACAGGACTGTTGATAAAATGAG
GGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAAAAGGAGTATGCACTT
TTTTATAAACCTGATATAGTACCACTTAATGGGAACAACTCTTTTTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCTTGTCCAAAGGTCTCTTTTGACCCGATTCCTTTACATTACTGTGCTCCAGCTGGCTATGC
GATTCTAAAGTGTAATGATAAGACATTCGATGGGACAGGGCCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTA
GTTCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTGCACCTTAAGGAGTCTGTAGAAATTGAGTGTAC
AAGACCCGGCAATAATATAAGGCGAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACAGGTGACATA
ACAGGAGACATAAGACAAGCATATTGTAACATTAATAACACAAAGTGGAACCAAACTTTAGAAGAGGTAAAAA
AGAAATTACAAGATCACTTTAATAAAACAATAGAATTCAACTCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGTTTTAATTGTGGAGGAGAATTTAAACAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAA
GATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCCA
GTTGGAGTAATAAATCTAACACAGAAATTTGGGAAAACATGACCTGGATGCAATGGGATAGGGAAATTAATAA
TTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGGATAGCTTGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTACATAAAAATATTCA
TCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTGCTTTCTATAGTAAAAAGAGTCAGGCA
GGGGTACTCACCTTTGTCATTTGCTATTAATCTGCTTGATACCTTAGCAATAACAGTAGCTGAAGGAACAGAT
AGAATTATAGAATTAATACAAAGAATTTTTAGAGCTATCTGTAGCATACCTACAAGGATAAGACAGGGCATTG
AAGCAGCTTTACTATAA 
>DQ011176 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAAATGACCCCACTCTGTG
TCACTTTAAATTGTGCAGAGGTAAAGGCTAATAATTGTACCAGCAATAATTGTTCAAGGTCAAATGATACTGA
TCCCCGTAATAATAGAACAATTGAGGACAGCATGAAGGGAGAAATAAAAAATTGCTCTTTCAATACAACCACA
GAGATCAGGGATAAGGAACGGAAGGAGCATGCACTCTTTTATAGACCTGATATAAAACCAATTGGTAATAGCT
CTGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAGGCCTGTCCAAAGGTCTCTTTTGACCCGAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAGTGGGAAGGGG
CCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTGA
ATGGTAGCCTAGCAGAAGAGGACATAATAATTAGATCTGAAAATCTGACAGACAATGGCAAAACAATAATAGT
ACACCTTAAGGAACCTGTAGAAATTATGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGA
CCAGGACAAGCATTCTATGCAACAGGGGACATAATAGGAAACATAAGACAAGCACATTGTAACATTACTGCCA
AAGATTGGAACAGAACTATAGCACAGGTAATGGAAAAATTAAAAGGGCACTACTCTAATAAAACAATAATATT
TAAACCACACGCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAA



AACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTAAAGACTATATTTGGGATAA
CATGACCTGGATGCAGCGGGATAGAGAAATTAATAATTACACAAGCATAATATATGACTTGCTTGAAGAATCG
CAGATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGAATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTCA
CCATAACAAATTGGCTGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTGAGAATAAT
CTTTGGTGTGCTTTCCATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATTGAAGCAATACAAAGAATCTGTAGAGCTA
TCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ093601 
GGGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCGACCCACAAGAAATAGAGTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCAAATGTTACTGTCAATAATAGCACGTCTGGAGAAGTAAAAAACTGCTCTTT
CAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCGCTTTTTTATAGACAGGATGTAGTACCA
ATTAGGAATGAGTCTAAGAATGAGAATGAGTCTAATGATTATATATTAATAAATTGCAACTCCTCAACCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAGGTGTAATGATAAGACATTCAAGGGGACAGGACCATGCAAAAATGTCAGCACAGTACAATGCACACATGGA
ATTAAGCCTGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAAATAATGATTAGATCTG
AAAATATAACAAACAATGTTAAAACAATAATAGTGCACCTTAATGAATCTGTACAAATTGTGTGTACAAGACC
TAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAAATGACATAATAGGAGAC
ATAAGACAAGCACATTGTAGCATTGATATAAGTAAATGGAACGCAACTTTAGAAAAGGTAAAAAAGAAATTAG
AAGGTATCTTCCCTAATAAAACAAAAATAAGATTTGAGCCGGCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTAAAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTGAAAAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CACAAACACAATATTCAGGTTACTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATCA
TGATAGTGGGAGGCTTAATAGGTTTAAGAATAATTTTGGGTGTGCTCTCTATAGTGCGTAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTCGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATTATTGAAATAATACAAAGAATTGGTAGAGGTATCCGCAACGTACCTAGAAGAATAAGACAGGGCCTTGAAA
CAGCTTTGCTATAA 
>DQ093596 
GTAATGGGGAACCGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATACGACAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATTAGCTTGTGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGCCACCTTCAATAGTGCAAATTCCACCGTCAATAATAGCATGGATGGAAATTC
CACCGTCAATACTAGCATGGATGGAGAAAGAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAG
AAACAGAATGTGTATGCACTTTTTTATAAATCTGATGTAGTACCACTTAATGGAGATAACCATAGTTATATAT
TAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATACTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAAT
GTCAGCACTGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATATAACAGACAATGCCAAAACAATAATAGTACACCTTAATAG
ATCTGTAGAGATTAATTGTACAAGGCCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTAGAGAGGACTGGAATA
AAACTTTAAAAGAGGTAAAAGAGAAATTAAGAGAACACTTCCCTAATAAAACAATAACATTTGAACCACCCTC
AGGAGGGGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTC
CTGGCTATAGAAAAATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTAACAGATATTTGGGATAACATGACCTGGAT
GCAATGGGATAGAGAAATTAGTAATTACACAAGCACAATATACAAGTTACTTGAAGACTCGCAAAACCAGCAG
GAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATATCAAATT
GGCTATGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
CCCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGTGCATACAAAACTTGTGTAGAGGTATCCGCAATATAC
CTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAATAA 
>DQ093607 
GTGTGGGGGAACAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTAT
TCTGTGCATCAGATGCTAAGGCATATGAGAGAGAAGCACATAATGTATGGGCTACACATGCCTGTGTACCCAC
AGACCCAAACCCACATGAAATGGAATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAGTTGACCCCACTCT



GTGTCACTTTGAATTGTACAAATGTTACTATTAATAGTACAAAGGTTAATAATACTGAAAGTGCAAACGTTAC
TGCCAGTGATGCTAGGGCCAGGGAAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTACAAGATAAG
AAAAAGAAAGTGTATGCACTCTTTTATAAACTTGATATAGTATCACTTAATGAGACTAAAGGCAACTTTACTA
ACTATAGATTAATAAATTGCAATACCTCAGCCATAGCGCAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGACCA
TGTAATAATGTCAGTATAGTGCAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACA
TCTTAATAAATCTATAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGAGATAATAGGGAACATAAGAGAAGCACATTGTAACATTACAAATTGGA
ACGAGACTTTGGAAAGGGTAAAAAGGAAATTAGAAGAACACTTTCCTAATAAAACAATAAAATTTGAACCATC
CTCAGGAGGGGATTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCGAGA
GTCCTGGCCATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATGTGGGGATGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCTTGGAACAACAGTTGGAGTAATAAATCTCTAGACAAGATTTGGAATAACATGACCTG
GATGCAGTGGGAGAGAGAAATTGATAATTACACAGAAACAATATACAGCTTGCTTGAGGACTCGCAACGCCAG
CAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAGCAATCTGTGGACTTGGTTTAGCATATCAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGCCATTTGCTATTAGTCTGCTTGATACCATA
GCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAAGAGTTTGTAGAGCTATCTGCAACA
TACCTACAAGAATTAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>DQ164108 
GTGGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGCCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATATAACAGAAAATTTTACCATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACAAATGCAAATGTTACCAGTAATAATACCATGACGGAAGAAATAAAAAATTGCACTTT
CAACACAACCACAGAAATAAGAGATAAGAAACAGAACGTGTATGCATTGTTTTATAGATCTGATGTAATACCA
CTTAATGAGAATGACACCAGTAACAGTAGCTCCTATATATTAACAAATTGCAATACCTCGACCATAACGCAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATCCATTATTGTGCTCCAGCTGGTTATGCAATTTTAAAGTG
CAACAATAAGACATTCAGTGGGACAGGACCATGCCTTAATGTCAGCACAGTACAATGTACACATGGAATTAAA
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTAGATCTGAAAATC
TGACAAACAATATCAAAACAATAATAGTACACCTTAATGAATCTATATCAATTGTGTGTACAAGACCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACGAATATAATAGGAGACATAAGA
CAAGCACATTGTAACATTAGTAAAACTGACTGGGATAAAGCTCTACAAAGGGTAAGTAAAAAATTAGAAGAAC
ACTTCCCCAATAAAACAATAAAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTC
CTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCTACTTGGAGTAATA
AATCTCTTAGTGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGCAATTACACAGACAC
AATATACAGATTGCTTGAAAAATCGCAAAACCAGCAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAAG
TGGCAAAATCTGTGGAATTGGTCTGACATAACAAAGTGGCTATAGTACATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAA
TTTATACAAAGGATTTGA 
>DQ351234 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCTCAAGAAATAGATTTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCAGGAAGATATAATCAGTCTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTCTAAATTGTACAGATGTTACCAGTAATGGTACTGTTACCAATAATAGTACAGACATGAGAAATTGCTCTTT
CAATACAACCACAGAACTAAGAGATAAGGGACAGAAAGCGCATGCACTTTTTTATAGACTTGATATAGTAAAA
CTTAGTAATGAAAGTAGTGACAATAGCTATAGATTAATAAATTGTAATACCTCAGTCATATCACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAGAA
TAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
ATATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGGAGACATAATAATCAGATCTGAAAATCTGACAA
ACAATGCCAAGACAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGTACAAGACCTGGCAATAATAC
AAGAAAAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAGATAATAGGAGACATAAGACAA
GCACACTGTAACATTAGTGAAAAGAAATGGAATGAAACTTTACAAAGGGTAGGGAAAAAATTACAAGAACACT
TCCCTAATAAAACAATAAAATTTGCAAGCCCCTCAGGAGGGGACCTAGAAATTACAATGCATACCTTTAATTG
TAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGTTGTGGGGCTGCTCTGGAAAGCTCATCTGTACCACTAATGTGCCTTGGAACTCCAATTGGAGTAATAAAG
CTTACAAGGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACTCAGACACAAT



ATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAATAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAG
GCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCTCT
GTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGGACAGATAGGATTATAGAAGCA
GCACAAAGAATTGGTAGAGCTATCCTCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>DQ275650 
ACGAAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACGACTTTATTTTGTG
CATCAAATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGGCCC
CAACCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAACAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCGCTCTGTGTCA
CTTTAAACTGTAGCGATGCGAGGAACTCTACCGCAAATGTTACCGATCCTGGAATTATGAAAAATTGCTCTTT
CAATATAACCACAGAAATAAGAGATAAGAAAAAGAAAGAAAGTGCACTTTTTTATAGACTTGATATAGTACCA
CTTAATGAGGATAACAGCTCTATGTATAGATTAATAAACTGTAATACCTCAGTCATAACACAAGCCTGTCCAA
AGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAA
GACATTCAATGGCACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTT
TCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAACAATTAGATCTGAAAACCTAACAGAAA
ATGCCAAAACAATAATAGTACATCTCAATGAAGCTGTAGAGATTGAGTGTACAAGACCTGGCAATAATACAAG
GAAAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAGGTAATAGGAGATATAAGACAAGCA
CATTGTAACATTACTAAAGGGAAATGGAATAACATTTTACAAAGGGTAGCTGGAAAATTAAGAGAACACTTCC
CTAATAGGACAATAGTATTTAACTCATCCTCAGGAGGGGACCTAGAAGTTACAACACACATCTTTAATTGTAG
AGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATATGGGGCTGCTCTGGGAAACTCATCTGCACCACAGCTGTGCCTTGGAACCTTAGTTGGAGTAATAGGACTC
AAGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAACTATACACACACAATATA
TAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAC
AATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTGTATAAAAATATTTATAATGATAGTAGGAGGCT
TAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTC
GTTTGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGCTCTA
CAAAGAATTGGTAGAGCTATCCTCCATATACCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KT183301 
GTGATGGGAAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAGCACCTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCTGACCCACAAGAAATAAAATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAAGTGTACAGATGCTAAGGGTACCAATAATAGTGTTACCAGTAAGAATAATGATACCATGAGGCC
CATGGAGGGAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAGAACAAAGAGCAT
GCACTCTTTTATAAACTTGATATAGTACCACTTAACAGCTCTAGTAACGAGTATAGATTGATAAATTGTAATA
CCTCAACCTTAACACAAGCCTGTCCGAAGGTCACTTTTGAACCAATCCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGATCAGGACCATGCAAGAATGTCAGCACAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCATAGCAGAAGAAGAAATAA
TAATTAGATCTGAAAATTTGACAAACAATGCCAAAACAATAATAGTACATCTTAATAAATCTGTACCAATTGT
GTGCACAAGACCCAACAATAACACAAGGAAGAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GAAATAGTAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAAAGAATGGGATGAAACTTTAACCAGGG
TAAGTGAAAAATTAAAAGAGCACTTCCCTAGTAAGGCAATACTTTTTCAACCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAATTCTAGTTGGAGTAATAAATCTCTAGAGGATATTTGGGATAACATGACCTGGATGCAATGGGATAAAGA
AGTTAGTAATTACACAGACACAATATACAGGTTACTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAA
GATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGTTGTGGTATATAA
AAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCTGTCCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTGCTTGATACCATAGCAATAGCAGTAGCTGAG
GGAACAGATAGGATTATAGAAGTAATACTAAGAATTGGTAGAGCTATCCTTCACATACCTACAAGAATAAGAC
AGGGAGTGGAAGCATCTTTGCTATAA 
>KC863229 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAAATTGTACTGATGTTAATGGTACTAGTGTTAATGGTACCAGTAATGGTAATGATACCCACAAACC
GAGCATGAAGGAAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGAAACAGAAAGTG



TATGCCCTTTTTTATAGACTTGATGTAGTACCTTTGACTAATGACAACTCTACTGAGTATAGATTAATAAATT
GTAATACCTCAGCCATATCACAAGCCTGTCCAAAGGTTACTTTTGAACCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTAGGAATGTTAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AGATAATAATCAGGTCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGA
AATTAACTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCACACTGTAACATTAGTGGAACACAATGGAATGAAACTTTAG
AAAGGGTAAAAGAAAAACTAAGCAGACACTTCACTAATAAAACAATACAATTTGAACCACACTCAGGAGGGGA
CCTAGAAATTACAACACATACCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACATCAGTTGGAGTAATAAATCTTATGAAGACATTTGGAATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAATAATTATACAGAAACAATATACAAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAGAAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAATATAACGAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGT
GAATAGGGTTAGGCAGGGATACTCACCTTTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAATTAATACTAGGATTTGGTAGAGCTATCCGCAATATACCTAGAAGAA
TAAGACAGGGCTTTGAAACAGTTTTGCTATAA 
>AY772690 
GGGACGGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATACGATAAAGAAGCGCATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAGGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCAACTAGTAGTAATAGTACAACTGCAACTGGTAGTAATAATGCAACTGGTAA
TAATAGTGTTTCTGATAATTCTGAAGAAATAAAAAACTGCTCTTTCAATGCAACCACAGAAATAAAAGATAGG
CAAAGGAAAGTGTATGCACTTTTTTATAGACCTGATGTAGCACCACTTAATAAGAACTCCAGTGAGTATATAT
TAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGATGACATAATAATTAGGTCTGAAAATATGACAAACAATGTCAAAACAATAATAGTCCACCTTAATGA
GTCTGTAACAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCA
TTCTATGCAATGGGTGACATCATAGGAAACATAAGACAAGCACATTGCAACATTAGTGGAGAGAAATGGAACA
CAACTATAGAAAAGGTAAGGGGAAAATTAGGAGAACACTACCCTAATAAAACAATAACATTTAAACCATCCTC
AGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCGTCTGCA
CCACTGCAGTGGCTTGGAACTCCAGTTGGAGTAATAAATCTCAAAAAGATATTTGGGAAAACATGACCTGGAT
GCAATGGGATAGAGAAATTAGTAATTACACAGGCATAATATACAAGTTGCTTGAAGACTCGCAAACCCAGCAG
GAGAAAAATGAGCAGGATTTATTAGCCTTGGACAAGTGGAACAATCTGTGGAATTGGTTTAACATAACAAACT
GGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTGGGGGTGCT
CTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCA
ATAGCGGTAGCTGAAGGGACAGATAGGATTATTGAAATATTACAAAGAATTGGTAGAGCTATCTACAACATAC
CTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY772691 
GTGATAGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAATGTGGCAGTAAGTAATACTGGGACTACTAGCAGTAAAAGTAATGTGACAAATAG
TCCCATGATGAAAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGATGAAGAAGGAATATGCACTT
TTTTATAAACTTGATATAGTACCACTTAATGGCCTTAATAGCAATACCAGTGAGTATAGATTAATTAATTGTA
ATACCTCAACCGTAACACAAGCCTGCCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCCCCAGC
TGGTTATGCGATTCTAAAGTGCAATGATAAGAAATTCAATGGAACAGGACCATGCAAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGA
TAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACAGTTTAACCACTCTGTAGAAAT
TGTGTGTACAAGGCCCAGCAATAATACAAGGAAAAGTGTGGGGATAGGACCAGGACAAACAATCTATGCAACA
GGACAAATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGTAGTGAATGGAACAACACTTTACAAC
AGGTAGGGAAAAAATTAGCAGAACACTTCCCTAATACAACAAAAATACACTTTCAACAATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCACTG
TGCCTTGGAACAGTAGTTGGAGTAATAAATCTTTAGACAATATTTGGCAGAACATGACCTGGATGGAGTGGGA
TAGAGAAATTAACAATTACACAAACACAATATACAGACTGCTTGAAGAATCACAGAACCAGCAGGAGAAAAAT



GAACAAGAGTTATTGGCATTGGACAGTTGGGCAAGTCTATGGAATTGGTTTAACATATCAAATTGGTTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGT
GAATAGAGTTAGGCAGGGTTACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTA
GCTGAAGGAACAGATAGAATTATAGAAATAGTACAAAGATTTTGCAGAGCTATCCGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY703908 
GGAACAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAC
CAGATGCATGAGGATATAATCAGTATATGGGAGCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCTAACAGCAGTGCTGATAATGACATAATGAAAGAAATAAAAAATTGCTCTTT
CAATACAACCACAGAAATAAGAGATAGGAAAAAGAAGGAGTATGCACTTTTTTATAGACCTGATATAGTACCA
ATTGATGAGAAGAACAACAAATCTAGTTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCTTGTC
CAAAGGTCTCTTTTGACCCGATTCCTCTACACTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGA
TAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGTTCTGAAAATCTGACAA
ACAATGCCAAAACAATAATAGTGCACCTTAATAGGTCTGTAGAAATTGTGTGTACAAGACCCCACAATAATAC
AAGGGAAGGTATAGGAATAGGACCAGGACAAACATTCTTTGTAACAAAGAAAATAATAGGAAACATAAGACAA
GCACATTGTAACATTAGTGGAGGAAATTGGAGCACTACTATAGATGAGGTAAAAAGGAAATTAGGAGAACACT
TCCCTAATACATCAATACAATTCGAACCATCCTCAGGAGGAGACCTAGAAATTACAACACATAGTTTTAATTG
TAGAGGAGAATTTAAACAACTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCCAGTTGGAGTAATAGAT
CTGAAGCAGATATTTGGAATAACATGACCTGGATGCAATGGGATAGAGAAATTAATAATTACACAAACACAAT
ATACAGGTTGCTTGAAGACTCACAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AAAAACTTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTACATAAAAATATTCATCATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAATCTGCTTGATACTGTAGCAATAGCAGTAGCTGAAGGAACAGGTAGGATTATAGAATTT
ATACAAAGAATTTATAGAGCTATCTGTAACGTACCCACAAGAATAAGACAGGGCATTGAAGCAGCTTTACTAT
AA 
>AY772693 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTGCAACAGTTAATGATACCAGTAATAGTACTGCTAATTACCCTGATAGCATGAAAGAAGA
AATGAAAAATTGTTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAAAAGAATGTGTATGCACTTTTTTAT
AAACCTGATGTAGTACCAATTAGTGAGAATAACTCTACAGAAGAGTATATATTAATAAATTGCAATTCCTCAA
CCTTAACACAAGCCTGTCCAAAGGTCACTTTCGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGCAGCCTAGCAGAAGAGGAGATAATAATTA
GATCTAAAAATCTGACAAACAATGTCGACACGATAATAGTCCACCTCAAGGAACCTGTAAAAATTAACTGTAC
AAGACCCAGTAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAAATGAAATAATA
GGAGACATAAGACAAGCACACTGTAACATTAGTTCTGAAGAGTGGAACAAAACTTTAAGCCAGATAAAGGAAA
AATTAGCAAAATACTTCCAAAATATAACGTTTGAACCACACTCAGGAGGGGATCTAGAAGTTACAACACATAG
CTTTAATTGTCAAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCTACCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGGTAATTACAC
AGGCACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACCAATTGGCTGTGGTATATAAAAATATTCATCATGA
TAGTAGGAGGTTTGATAGGTTTGAGAATAATTCTGGGTGTACTCTCTGTAGTGAAAAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATTGAAGTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGGAGAATAAGACAGGGCTTTGAAACAG
CTTTGCTATAA 
>AY772700 
AATGGGGGCTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCTGTG
CATCAGATGCTAAATCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTGAAAAATGCAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCCCTCTGTGTCA
CTTTAGATTGTACAAATGTTAATAATACCCACAGTAATAATGCTACCCACAATAATGCTACCCACAATAATGC
TACCCACAATAATAGTGAAGAGATGAAAAATTGTTCTTTCAATGCAACCACAGAAATACAAGACAAGAAAAGG



AAACAGCATGCACTTTTCTATAGACTTGATATAGAACCACTTAAGGGGAATGGTAGCAACTCTAGTGAGTATA
TATTAATAAATTGCAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAATACATTTAATGGGACAGGACCATGCAAT
AATGTCAGCACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAAGGAGAGATAATAATTAGCTCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAA
TGAATCTGTAGAGATTAATTGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGAGCCATCATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGTTATAAATGGA
ACAACACTTTACAACAGGTAAAGGAAAAATTAAGAGAACACTTCCCTAATAGAACAATAAAATTTGAACAACC
CTCAGGAGGAGATCTAGAAGTTACAACACATAGCTTCAATTGTGGAGGAGAACTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGTTGTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTAAAGCAGATATTTGGGATAACATGACCTG
GATGCAGTGGGATAAAGAAATTAATAATTACACAGCCACAATATATGATTTGCTTGAAGAATCGTATAACCAG
CAGGAAAAGAATGAAAAGGACCTATTAGAATTGGATAGTTGGAAAAATCTGTGGAATTGGTTTGACACAACAA
GATGGTTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGT
ACTATCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCACTTGCTATTAGTCTGCTTGATACCATA
GCAATAGCAGTAGGTACAGGAACAGATAGGATTATAGAATTATTACAAAGAGTTTGTAGAGCTATCCGCAACA
TACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AY772694 
GTAATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACCTTAAACTGTAGCAATGTCAATGTCACCTTAGGGCATAACAATATTACCAATGCTACCATGGAACCCAG
GGAGGCGGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGTCGCAAAGAGTATGCA
CTTTTTTATCGCCTTGATATAGTGCCACTTGATGGAAATAATGACAACTCTAGTTATAGATTAATAAATTGTA
ATACCTCAACTGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGC
TGGGTACGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCAGAATGTCAGTACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTGTATCAGGAGAAGAAG
TAATAATTAGATCTGAGAATCTGACAAACAATGCTAAAATAATAATAGTACAGCTTAATCAATCCATAGAAAT
TGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAAAT
AATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAGGGAATGGAATAAAACTCTACACG
AGGTAGGTAAAAAATTGGCGGAACACTTCCCTGGTAAAGCAATAAGTTTTCAACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAA
AGATACCTACGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGC
TTTGGAACTCCAGTTGGAGCAATAAATCCTATAGTGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAACAATTACACAGACACAATATACAAGTTGCTTGAAGTCTCACAAATCCAGCAGGAACAAAATGAA
AAGGATTTACTAGCATTGGACAAGTGGCAAAGCCTGTGGAGTTGGTTTGACATATCAAAGTGGCTATGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTAATATCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACTGTAGCAATAGCAGTAGCT
GAGGGAACAGATAGGATTATAGTATTCATACAAAGAATTGTTAGAGCTATCCTCAACCTACCAAGAAGAGTAA
GACAGGGTTTTGAAGCAGCTTTGCCATAA 
>AY772701 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAAATGTACAAATTTAAATGTTACTAAATTTAATGCTACTGGTACAAATTTTACTACTACTGTGAA
CAGTACTGCTACTGTGAACAGTACTGCTAGGGAAGAAATAAAGAATTGCTCTTTCAATGCAACCACAGAATTA
AGAGATAAGAAAAAGCAAGTGTATGCACTTTTTTATAAACTAGATATAGTACAGATTAATGAGGGCAACTCTA
GTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAAT
TCCTATACATTATTGTGCTCCAGCTAGTTATGCGATTCTAAAGTGTAACAATAAGACATTTAATGGGACAGGA
CCATGCAATAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGT
ACATCTTAATAAATCTATAGACATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTGAAC
ATAGATGGAATAAAACTGTAGAAGGGGTAAAGAGAAAATTAAAAGAACACTTCCCTAATAGCACAATACAATT
TGCACCACATTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTCAAGGAGAATTTAAGCAGCTC
CAGACAAGAGTATTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTCAAGATGAGATTTGGGGAAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACACACATAATATACAGCTTGCTTGAGGAATCA



CAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTAGCTTTGGACAATTGGCAAAGTTTGTGGAATTGGTTTG
ACATATCAAGGTGGTTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAAT
TTTTGCTGTACTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCTA
TCCTTAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>AY772695 
GTGATGGGAAATTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTCGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGTCTAAGGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTAACCAGTACTAATAATGATACCAGTGATATCAGTAGGAATTTTAACATGAG
TATGAGAGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAGGAAACAGCAAGTGTAT
GCACTTTTTTATAGATCTGATATAGTACCATTTAATGAGGGTAATAGGAGTGGTTATATATTAATAAATTGCA
ATACCTCAACCCTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGCTATGCGATTCTCAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACGGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGATA
TAATAATTAAATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACACCTCAAGGAACCTGTACCCAT
TGTGTGTATAAGAACAGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACA
GATGCCATAATAGGAGATATAAGAAAAGCATACTGTAACATTAGTGGATGGAACACAACTTTACAAAAGGTAA
AGGACAAATTAGGAAAACTCTACCCTAAGAAAGAAATAGAATTTGGACCATCCTCAGGAGGAGATCTAGAAGT
TACAACACATAGCTTTAACTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCGTGGA
ACTCCAGTTGGAGTAATAAATCTCTACCAGAAATTTGGAAGAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAAGAT
TTACTAGAATTGGACAGTTGGAACAATCTGTTGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGTGTGCTTTCTATAGTAAGAAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGA
ACAGATAGAATTATAGAAGTAATACAGGGAATTTTTAGAGCTATCCGAAACATACCTGCAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCTATAA 
>AY772696 
GTGATGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAGTGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTGCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACGACATGGTGGAG
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGCACAAGTTAATGTTACCAGTATTAATAATGCTACCTATGATAATGAGATAAA
AAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGAACAAGAAAGGGTATGCACTTTTTTATAGACCT
GATATAGTACCAATTAATGAAAGTGATAGTAGCTCTAGTGACTATATATTGATAAATTGCAATTCTTCAACCA
TAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCGTAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCGGAAGGGGAGATAATGATTAGAT
CTGAAAATCTGACAGATAATACCAAAACAATAATAGTACACCTTAATAGCTCTATACCAATTGTGTGTACAAG
ACCCGGCAATAATACAAGAAGGAGTATAAGGATAGGACCAGGACAAGCATTCTTTGCAACAAATGCCATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTAAAGAATGGAACAAAACTTTAGAACAGGTAAGGGAAAAAT
TAAAAGAACACTACAAGAATAAAACAATAATATTTGACCAACCCTCAGGAGGGGATATAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTAAATCAGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATCAGTAATTA
CACAGCCATAATGTACGGGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAACAGCCTGTGGAGTTGGTTTACTATAACAAAGTGGCTATGGTATATAAAAATATTCATCA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACTGATAGG
ATTATTGAAGTAATACAAAGAATCTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>DQ164115 
GGGGGGGAGGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATGAAGGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAGTGTAAATGTTAATACTACCACTAATAGAACTGTCACTCGTATGGATGGAGAACT
AAAAAGAATGGAGGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAAAAGAGA



GCATATGCACTTTTTTATAGACCTGATGTAGTGCCACTTAATGGTAATGGTATCTCTAACTCTAGTAACTATA
GTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAGGCCTGTCCAAAGGTTACCTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAACATTCAATGGGACAGGA
CCATGCCTTAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGAAGAGATAGTCATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGT
ACACTTTAATGAATCTATAGTCATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAGCATTCTATGCAACAAATGGCATAATAGGAGACATAAGAGAAGCACATTGTAACATTACTAATG
GAACACAATGGAACGCAACTCTAGAAAAGGTAAAGAAGAAATTAGAAGTACACTTCCCTAATAAAAATATAAC
CTTTGAACCACAACCACTCTCGGGAGGGGACCTAGAAATTACAACACATAGTTTTAACTGTGGAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCT
GCTCTGGAAAACTCATCTGCCCCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAAATCTATCATATAT
TTGGAATAACATGACCTGGATGCAGTGGGATACAGAAATTGATAATTACACAGACACAATATACAGGTTGCTT
GAAGCCTCGCAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGA
GTTGGTTTGACATATCAAGTTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTT
GAGAATAATCTTTGGAGTGCTCTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCAATT
AGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAATTAATACAAGGATTTT
TTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>DQ351221 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTAACGATGTTAATGTTACTAAGAATTCTAATGCTACTGCTGATGAGCACATGAAGGGGGA
AATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTAT
AGACCTGATGTAGTACCACTTAATGGGAATAATAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACGTTCAATGGGACAGGACCCTGCCATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTA
GATCTGAAAATCTGACAGACAATACAAAAACAATAATAGTACACCTTAATAAATCTATAGAAATTGTGTGTAC
AAGACCCCACAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAGACATTCTATGCAACAGACATAATA
GGAAACATAAGAAAAGCACATTGTAACATTAGTAAAGACCTATGGAACGAAACTTTGACACAAGTAAAGGAGA
AGTTAGGAGAACACTTCTCTAATAGAACAATACAATTTGCACCACACTCAGGAGGAGACCTAGAAGTTACAAC
ACACAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCACGTGCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAAGCACAATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCA
TCATGATAGTAGGAAGCTTGATAGGTTTAAGAATAGTTTTTGGTGTACTCTCTATAGTGAAAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGAT
AGGATTATAGCAGTACTACAAAGAATTTGTAGAGCTATCTACAACACACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>DQ164121 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAGACAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTATGGGAAATGTAACAGAAAATTTTAACGCGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCAACAGTTAATGCTAATGCTAGTGCTACCATAGAGAGAGAAATGGAGGGAGA
AATAAAAAATTGCTCTTTCAATGTAATCACAGAAATAAGAGACAAGAGACGAGAAGCATATGCACTTTTTTAT
AAACTTGATGTAGTACCACTTGATAATAAGAAGAATGCCACTCCCAGTAATTACAGTGAATATAGATTAATAA
CTTGTAATATCTCAGCCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTGAAGTGTAATGATAAGATGTTCAATGGAACAGGACCATGCAAGAATGTCAGT
ACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCTGAGC
AGGAAATAATAATTAAATCTGAAAATATAACAAACAATATCAAAACAATAATAGTACATCTTAATGAAGCTGT
AGAAATTAAGTGTGAAAGGCCCAACAATAATACAAGGAGAAGTATAAGAATAGGACCAGGGCAAACATTTTAT
GCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAATATTAGTGGAAGTCAATGGAATAAAACTC
TGCAAAGGGTAAGGGAAAAATTAAATACCTACTTTCCTAATGAAACAATACTATTTGAACCACACTCAGGAGG
GGACCTAGAAATTACAACACACAGCTTTAATTGTAGAGGAGAGTTTAAACAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGACTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTG
GGGTAGAGAAATTGATAATTACACACACGAAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAGAGA



AATGAAAAAGATTTATTAGCATTGGGCAGTTGGAAAAATCTGTGGACTTGGTTTGACATAACAAATTGGCTGT
GGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACA
GTAGCTGAGGGAACAGATAGAATTATAGAATTGTTACAAAGCATTGGAAGAGGTATCTATAACATACCTAGAA
GAATAAGACAGGGTTTTGAAGCAGCTTTGCAATAA 
>DQ396393 
GTGGTGGGAAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATACGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAATTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTAATTATCGTAATGATACAGAAAGGAGAAATTGCTCTTTCAATGCAAGCACAGAACT
AAGAGATAAGAAAGAGAAAGTATATGCACTTTTTTATAGGCTTGATATAGTACCACTTAATGGGGATAGCAAC
AGCTCTACTAACAGCAGCTATACTAACAGCAGCTATGAGGAGTATAGATTAATAAATTGTAATACCCCAGCCA
TAACACAGGCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAAT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCGTGTCAGAATGTCAGCACAGTACAGTGTACACAT
GGAATTAAGCCAGTAGTGTCAACTCAATTACTATTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGAT
CTGAGAATCTAACAGACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTACAAATTGAGTGTACAAG
ACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCGGGACAGGCATTCTATGCAACAGGAGACATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTGAAGAAGAGTGGAATAAAACCTTACGAGGGGTAAGAGAAA
AATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTGCACCACACTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTACCTTGGAATACCA
GTTGGAGTAGCAAATCTACATCAGAAATTTGGGATAACATGACCTGGATGCAGTGGGACAAAGAAGTTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAGGCCTCACAAAATCAGCAGGAACAAAATGAAAAGGATTTATTA
GCTTTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGTTCTCTATAGTACATAGAGTTAGGCA
GGGATACTCACCTTTGTCATTTGCTACTAGTCTAATTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGCATTAGTACAAGCAGTTTGTAGAACTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTAATATAA 
>DQ396394 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGCGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTACAAATGTAACAGTTAATAATGGTACTACCTGTGATAATAACACATGTGAAGAGATAAG
AAATTGCACTTTCAATACAACCACAGTAATAAGGGATAAAAAACAGCAAGTGTCTGCACTTTTTTATAGATCT
GATGTAGTACCACTTAAGGAGAATAGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACAC
AGGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGTCAGAATGTCAGTACAGTACAATGTACACATGGAATT
AAACCAGTGGTGTCAACTCAACTACTGTTAAACGGTAGCATAGCAGAAGAAGGGATAATAATTAGATCTGAAA
ATCTGACAGACAATGCTAAAATAATAATAGTACAGCTTAATAAAGCCATAAATATTGTGTGCACGAGACCTAA
CAATGATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAACAGCATAATAGGAAAC
ATAAGACAAGCACATTGTAACATTAGTGAACAAGACTGGGATGACACTTTAAAAAGGGTAAAGAAAAAATTAA
AAGAACACTTCCCTAACAAAACAATAAAATTTGAATCATCCTCAGGAGGGGACTTAGAGATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCATCACTAATGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCAAACAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTGGTAATTACAC
AGGCATAATATACAGGTTGCTTGAGGACTCGCAAACCCAGCAGGAGAACAATGAAAAAGATTTACTAGCATTG
GACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGTGAGAAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGTTATTAGGCTGTTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATTGAAATAATACGAAGACTTTATAGAGCTATCCGCAGCATACCTACAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCTATAA 
>DQ164122 
GTGGGGGGAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTCCTCTCTTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATGGTTTTAGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGCTAATGTTAAGGATAATGTTACTGTTAGTGTTAATGATACCATGGAAATGAAAAATTG
CTCTTTCAATGTAACCACAGTAGTAACAGATAAGAAGCGCAAAGAGCATGCACTTTTTTATAGACTTGATATA



GTACCACTTAATGGGAATAATGGCAACTCTACTGAGTATAGATTAATAAATTGTAATACCTCAACAGTAACAC
AAGCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAACGGGACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACATGGGATT
AAACCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGACAGACAACGCTAAAACAATAATAGTACAGCTTAATAAATCCGTAGAAATTGTGTGCACAAGACCCAA
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGGCAAACATTCTATGCAACAAACATAATAGGAGACATA
AGACAAGCACATTGTAATATTAGTAAAGGAAGCTGGACTGAGGCCTTACACTGGGTAGGTGAGAAGTTAAAGG
AACTCTTCCCTAATAAAACAATAAAATTTAACTCATCCTCAGGGGGGGACCTAGAGATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGAGTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTA
ATAAATCTCAAAATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAA
CACAATATACCAGTTGCTTGAAGAATCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGAC
AAGTGGCAAAATCTGTGGAGCTGGTTTACCCTATCAAATTGGCTATGGTATATAAGAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTGAGAATAATTTTTACTGTGCTATCTTTAATAAATAGAGCTAGGCAGGGATACTC
ACCTTTGTCGCTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAGGGAACAGATAGACTTATA
GAAATTATACAAAGATTTGGTAGAGCCATCTGCAATACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCAATAA 
>DQ164117 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGAGTACCTATATGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGTTAATGCTAATGCTACCTACAATAATGCTAGTGCTACCTACAATGATAGCTC
GGAGACAGGACTAAAAAATTGCTCTTTCAATACAACCACAGAACTAAAAGATAAGAAGCACCAAGAGTTTGCA
CTTTTTTATAGACTTGATATAGTACCACTTAAGGAGAATAATGGCAGCTCTAGTGAGAATAATGTCGACTCTA
GTGAGGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAAGCCTGTCCAAAGATCACTTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGGACA
GGACCATGCCATAATGTCAGTACAATACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGT
TAAATGGAAGCACAGCAGAAGAAGAGATAATAATTAGATCTAAAAATCTGACAGACAATACTAAAACAATAAT
AATACAGCTTAAGGAATCCATAGAAATTGTGTGCACAAGACCCAATAATAACACAAGAAGAAGCATAAGAATA
GGACCAGGACAAGCGTTCTATGCAACAAATGGCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTG
AAAAGAGATGGAATAAAACCTTACAAAATGTAGGAAAAAAATTAAGAGAACACTTCCCTAATAAAACAATAGT
CTTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAACAAGACATTTGGAA
TAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAAACATAATATACATGTTGCTTGAAGAA
TCGCAGGTCCAGCAGGAACACAATGAAAAAGAGTTATTGGAATTGGACAGGTGGCAAAGTCTGTGGAGTTGGT
TCAGCATAACAAATTGGCTATGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAAT
AATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTG
CTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAAACTTTCTACAGAGAATTTGCATAA
GATAGGGTTTTGAAGCAGCTTTGCTATAA 
>DQ164118 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAAAGGTCTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAATTGTAGTGATGTTAAGAATGTTACTAGTAACATGAATGGTACCAGTAACAGGGATGAAATGAA
AAATTGCTCTTTCAACACAACCACAGAACTAAGAGATAAGCAGAAACACCAGTATGCACTTTTTTATAAACTT
GATATAGTACCACTTGAAGAAGGTAATAATAAAAGCTCTGGGGAGTATAGACTAATAAATTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCATAGCAGAAGGAGGGATAATAA
TAAAATCTGAAAATCTGACGGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTGAGTG
TACAAGACCTAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGCGAC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAAGAAATGGAATAAAACCTTACTTGAGGTAA
GTAAGAAATTAAAAGAACACTTCCCTAATAAAACGATAACATTTAACCAATCCTCAGGAGGGGACCTAGAAAT
CACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTAATAGATCTCAAGAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGAT



TTATTAGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATAAAAATA
TTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTA
GGCAAGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTAATACCATAGCAATAGCAGTAGCTGAAGGAAC
AGATAGGTTTATAGAAATAATACAAGGAATTTGTAGAGCTATCCGCAACACACCTAGAAGAATAAGACAGGGT
TTTGAAGCAGCTTTGCTATAA 
>DQ445637 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGGAATGTTAGTAATGCAACTGTTATCTGCAAGGATAATACCACGTGTGCAGAAATGAG
AAATTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAGAAGCACAAAGAGTATGCACTTTTTTATAGACTT
GATATAGTACCACTTGATAATAAAGGCAACTCTAGTGGGGACAACTCTAGTGAGGAGTATAGATTAATAAATT
GCAATACCTCAACTGTAACACAAGCCTGTCCAAAGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGGAAAGGACCATGTCATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGGGG
AGATAATCATTAGATCTGAAAATATATCAGACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTACC
CATTGTGTGTGTAAGACCCAACAATAATACAAGGAGAAGTCTAAGGATAGGACCAGGACAAACATTCTATACA
AATGACATAATAGGAGACATAAGACAAGCACATTGTAATGTTAGTAAAGGAACATGGAGCAAAACTTTACAAC
AGGTAAGAGAGAAATTAAAAGAACACTTCCCTAATAAAACAATAGAATTTAAACAACCCTCAGGAGGGGACCT
AGAAATTACAACACATAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGACTCCTGGCTGTGGAG
AGATACCTAAAGGATCAACAACTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTGAAAAGGATATTTGGGATAACATGACCTGGATGCAGTGGGATAA
AGAAATTAGTAATTACACATACACAATATACCAGTTGCTTGAAGAATCGCAGATCCAGCAGGAACGAAATGAA
CAGGATTTATTGGCATTGGACAAGTGGCAATTTTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTACTTGATACCATAGCAATAGCAGTAGCT
GAGGGAACAGATAGGATTATAGAATTCTTACAGATAATTTGCAGAGCTATCCGCAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCGGCTTTGCTATAA 
>DQ164110 
GTGGTGGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACGGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTTAATATTAATGCTACCAGCAATACTACCAGTAATGTTAATGGTACTGAGGT
TAATGTTACCAGTGCTGAAGAAATAAAAAATTGCACTTTCAATACAACCACAGAAATAAGAGATAAGAAACAA
AAAGCTTATGCACTTTTTTATAGACCTGATATAGTACAAATTAATAATAGTAGCACTGAGTATATATTAATAA
ATTGCAATTCCTCAACTATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATCCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAG
GAGAAATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGT
AGCAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAAATAATGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAGCAATGGAACAGAACTT
TAAAACGGGTAAAGGAAAAATTAAAAGAACACTACCCTAATAAAACAATAACATTTCAACAACTAGCAGGAGG
GGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCT
ATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTT
CTGTGCCTTGGAACAACAGTTGGAGTAATAAATCTAAAACAGACATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAGTAATTACACAGATACAATATACAGGTTGCTTGAGGAATCGCAAAACCAGCAGGAGGAA
AATGAAAAAGATCTATTAGCATTGGACAGGTGGAACAACCTGTGGAGTTGGTTTAACATAACAAATTGGCTAT
GGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGTGTACTCTCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCA
GTAGCTGGAGGGACAGATAGGATTATTGAAGTAGTACAAAGAATTTGTAGAGCTATCCTCAACATACCTAGAA
GAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>DQ093598 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCTTATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTCTTGGAAAATGTAACAGAAAATTTCAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTATGTG
TCACTTTAAATTGTACAAAGATTAAGGCTACTGATAACAACAATAATACTGCAGTTAGGCCTACTGTTAGCAA
CAATAGTAGTATGTATGAAGAAGTAAGAAATTGCTCTTTCAATACAACCACAACAATAAGAGATAAGAAACAG



CAAGCTTATGCACTTTTTTATAGATCAGATATAGTACCCCTTGATGAGAAAAACGGAAGCAGCACTGGAGAGT
ATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTGGTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGGACAGGACCATGC
CATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGGAGACATAATAATTAGATCTGAAAATCTGACAGACAATGTGAAAACAATAATAGTACATCT
TAATGAATCAGTACAAATTAATTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATAAGCAAAGAAGGAT
GGAACAAAACTCTAGAACGGGTAAAGAAAAAATTAGAAGAACACTTCCCTAATAAAACAATAAACTTTAACTC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTGAAAGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTTATGAAGATATTTGGGGTAACATGAC
CTGGATGCAATGGGAAGGAGAAATTGATAATTACACAGGTGCAATATACAGATTGCTTGAAGAATCGCAAAAC
CAACAGGAAAAGAATGAGAAGGATTTATTAGCCTTGGACAGTTGGAGCAACTTGTGGAGTTGGTTTAGCATAT
CAAAATGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACC
ATAGCAGTAGCAGTAGCTGAAGGAACAGATAGAATTATTGCAATAATACAAGGAATCTGTAGAGCTATCTACA
ACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ093599 
AATGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTAGTTTTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGATGTGATCAGCTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTGTCA
CTTTAAATTGTTCAAAGGCTAATGTTACCAATGTTGCCATGGATGGTACTGTCCTTAATGATACCAATGGAGA
AATAAAAAATTGCTCTTTCAATGCCACCACAGAAATAAGAGATAAGAAAAAGCAAGTATATGCACTTTTTTAT
AGATCTGATGTAGTACCACTTAATAATGGGACTGGGAATGACTCTAGTTATATATTAATAAATTGCAATACCT
CAACCATAACACAGGCCTGCCCAAAGGTCTCCTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGGTA
TGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGATGGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAACGGTAGCCTATCAGAAGAGGGGATAATAA
TTATCTGAAAATCTGACAAACGATATCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATTGTGTGTA
CAAGACCTGGCAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACAT
AATAGGAAATATAAGACAAGCACACTGTAACATTAGCCAAGATAAATGGGATAAAACTTTACAAAGGATAAAT
GAAACATTAGCAGCACACTTCCCTAATAAAACAATAAAATTTGCACCACATTCAGGAGGGGACCCAGAAATTA
CAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCT
AAAGGATCAACAGCTCCTAGGGATATGGGGATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAAC
TCCAGTTGGAGTAATAAATCTGAAACAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTA
ATAACTACACAAACACAATATACTCGTTGCTTGAAGCCTCGCAAATCCAGCAGGAGAAAAATGAAAAGGATTT
ACTAGCATTGGAGAGTTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATA
TTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTTTAGTAAATAGAGTTA
GGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAAC
AGACAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGT
TTTGAAGCAGCTTTGCTATAA 
>DQ164126 
GGGGAGGAAAAATTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGCTGTAGAAAATAAGAATAAGACCAATAAGAATGAGACCTTAGATGATGGCATGAA
GGGAGAAATACAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGGAGCGCCAAGAGTATGCACTT
TTTTATAGGCTTGATATAGTATCACTTGATGAGAATAATAACAGCTATAGATTAATAAATTGTAATACCTCAA
CTGTAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTCAAGTGTAATGATAAGAAATTCAATGGGATAGGACCATGCCATAATGTTAGCACAGTACAATGCACA
CATGGAATTAAACCAGTGGTATCGACTCAATTACTGTTAAATGGTAGTGTAGCAGAAGAAGAAATAATAATTA
GATCTGAAAATCTGACAAACAATGCTAAAATAATAATAGTACAGCTTAATAAACCCATAGAAATTATGTGCAC
AAGACCCAACAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAAGCATTCTATACAACAAACATAATA
GGAGACATAAGAAAAGCATATTGTAACATTAGTAAAGATGCCTGGAATGAAACTCTACAAAGGGTAGGTAAAA
AATTGTATGAACACTTCAACAAAACAATAAGATTTACCTCATCCTCGGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGAATTTGGGGCTGCTCTGGGAAACTCATCTGCTCCACTGCTGTGCCTTGGAACTCTAGTT
GGAGTAATAAATCTTATAATGAAATTTGGGATAACATGACCTGGATGGAATGGGATAGAGAAGTTAGCAATTA
CACAGACACAATATACAGGCTGCTTGAAATATCGCAATACCAGCAGGATCAAAATGAAAAAGATTTATTATCA



TTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAGTTGGCTATGGTATATAAGATTATTCATAA
TGATAATAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCAGTGCTATCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAGCATTCACACTAGGAATTGTTAGAGCTATCCGCAACCTACCTAGAAGAATAAGACAAGGTTTTGAAG
CAGCTTTGCTATAA 
>DQ093588 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGCTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATATTTTTGGGAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTATAGATTTTAAGGCTAGTAATGCTACCTACAATGATAGCATGAATGGAGAAATAAAAAA
TTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGCAAGCATATGCACTTTTTTATAGATCTGAT
GTAGTGCCACTTAATAAGAATAACGCTGGTAACTCTAGTGAATATATATTAATAAATTGTAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATGATGAGAAATTCAATGGGACAGGAACATGCACTAATGTCAGCACAGTACAATGCACACAT
GGAATTAAGCCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAGAT
CTGAAAATCTGACAGACAATGTTAAAACAGTAATAGTACACCTTAATGAATCTATAGACATTGTGTGTACAAG
ACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCAAATGATATAATAGGA
GACATAAGACGAGCATATTGTAACATTAATGGAAGTCTATGGAACAAAACTTTAGAAAAGGTAAAGAAAAAAT
TAAAGGAACACTATTACTACTCCAATAAAACAATAACATTTGCACCATCCTCAGGAGGGGATCTAGAAGTTAC
AACACATTTCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACT
CCAGTTGGAGTAATAAAACTCTAACAGATATTTGGGAGAACATGACCTGGATGCAATGGGATAGTGAAATTAA
TAATTACACAGACATAATATACAGGTTACTTGAAGAATCGCAAACCCAGCAGGAGAAGAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGCTATGGTATATAAAAATAT
TCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTAGGTGTGCTCTCTATAGTGAAAAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGACATCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGAATTATAGAAGTAGCACTAGGAATTGGTAGAGCTACCCTCAATATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>DQ164119 
GTAATGGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTTTTGAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTACTACCAGAAGGACCAACCATACTACCCAAGAAATGAAAAATTGCACTTTTAATGCAACCAC
AGAAATAAAGGATAAGACACAGAGAGTGCATGCACTTTTTTATAGAACTGATGTAGTACCACTTAATGAGGAA
AAGAATAATTCTAGTAATGAGTATATATTAATAAATTGCAATACCACAACCATAACACAAGCCTGTCCAAAGG
TCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAATAA
ATTCAATGGGAAAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTAAAAATCTGACAAACAATG
TCGACACAATAATAGTACACCTTAACAGTACTACATCTGTAGATATTATGTGTACAAGACCCGGCAATAACAC
AAGACAAAGTACAAGGATAGGACCAGGACAAACATTCTATGCAAGAGGTGACATAATAGGAGACATAAGACAA
GCACATTGTAACATTACTAGAAGTAACTGGACCAACACTTTAAAAAAGGTACGGGAAAAATTAAGAGAACACT
ACCCTAATACAACAATAGACTTTAAACCACACTCAGGAGGGGATCTAGAAGTTACAACACATATTTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTA
GGGCTTTGGGGATGCGCTGGAAAAACCATTTGCACCACTGCTGTACCGTGGAACTCCAGTTGGAGTAATAGAA
GTCACGATCAGATCAAAGACATTTGGAATAACCTGACATGGATGGAGTGGGAAAGAGAAATTAGTAATTACAC
ATACACAATATACCAGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATCATGA
TAGTAGGAGGCTTAATAGGCTTAAGAATAATCTTGGGAGTGATCTCTATAGTGAGAAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATTGAAATAGTACAAATAATTGTTAGAGCTATCTGCAACATACCTACAAGAATAAGACAGGGCTTGGAAACAG
CTTTGCTATAA 
>DQ093585 
GTGGCAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAAAGCTAATGCTAATGTTACTAGTATTCCTGCCCTCAATAATAGCAAGCCTGAAGA
AGTAAAAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGAAACAGAAAGCGTATGCACTGTTTTAT



AGACCTGATGTAGTACCACTTCATGAGAACTCGAACTCCAGTGAGTATATATTAATAAATTGCAACACCTCAA
CCATAACACAGGCCTGTCCAAAGGTCACCTTTGACCCGATTCCTTTGCATTATTGTGCTCCTGCTGGTTATGC
GATTCTAAAGTGTAATAATAATACATTCAATGGGACAGGACCATGCTATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATGATTA
GATTTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGTTTAATCAATCTATACAAATTAATTGTAC
AAGACCCAGCAATAATACAAGAAGAAGTGTAAGGATAGGACCAGGACAAGTATTCTATACAAATGACATAATA
GGAGACATAAGGCAAGCACATTGTAACCTTAGTGGAGCACACTGGAATGCAACTTTAGAAAAGGTAAAGAGGA
AATTAGAAAAACATTTCCCTAATACAACAATACGCTTTAATTCATCCTCAGGAGGGGATCTAGAAATTACAAC
ACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCACTGTGCCTTGGGACTCCA
GTTGGAGTAATAAATCTTACAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAA
TTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAGGATTTATTA
GCATTGGACAAGTGGAATAGCCTGTGGACTTGGTTTGGCATATCAAATTGGCTGTGGTATATAAAAATATTCA
TTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTGAGAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTGAGGGAACAGAT
AGGATTATAGATTTAGTACTAAGAATTTGTAGAGCTGTCCGCAACATACCTAGAAGACTAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>DQ056412 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGACAGAAGCAAAAACCACTCCATTCT
GTGCATCAGAGGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCGCAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGCAGAT
CAGATGCGTGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGCAAAAGTTAATGCTACCATGAATGGTACTACTACTGATAGTAATAGAATGAT
TGGAGAAATGAAAAACTGCTCTTTCAATACAACTACAGAAATAAGGGATAAGAATCAGAAAGCGTATGCACTT
TTTTATAGACCTGATTTAGTACCAATTAATGAGAATAATGGGAATAGTACTGGGAATAGTGAATACATATTAA
TAAATTGCAATAGCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAAACATTCAATGGGACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGGATTAAACCAGTGGTGTCAACTCAGCTACTGTTAAATGGTAGCCTGGCAG
AAGAGGAGATAATAATTAGATCTGAAAATCTGACAGACAGTCTCAAAACAATAATAGTACACCTCAATGAATC
CATACCAATTGTGTGTACAAGACCCGGCAATAATACAAGGAAAAGTATAAGGATAGGACCGGGACAATCATTC
TATGCAACAGGGGACATAATAGGAGACATAAGAAAGGCACATTGTAACATTAGTAAAGGAGTATGGAACGCAA
CTTTAGAAAGAGTAAAGAAAAAATTAGAAGCATTCTACCCTAATAAAACAATAGAATTTAACTCATCCTCAGG
AGGGGATCTAGAAATTACAACACATAGCTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTG
GCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAATCAGATATTTGGGATAACATGACCTGGATGCA
GTGGGATAGAGAAATTAGTAATTACACAGGCACAATATACAAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAG
AAAAATGAAAAAGATTTATTAGCACTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTGCTTTC
TATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTACTAATTTGCTTGATACCATAGCAGTA
GCAGTAGCTGAAGGAACAGATAGGATTATTGAAATAGTACAAAGAATCTGTAGAGCTATCCTTAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY878072 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAATTAGCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGGGGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCAAGACTTAATAGTACTGCAGATGCAGCAGGTAATAGTAATAGGACCCTTAA
CAATAGCATGGAAGAAGATAACATAAAGAAAGAAGTAAAAAATTGCTCTTTCAGTACAACCACAGAAATAAGA
GATAAGACACAGAAAGTGTATGCACTTTTTTATAAACCTAATGTAGTACCACTTAATGAGAGTGCCAATACCT
ATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGC
TCTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGAAAAGATAATAATTAGATCTGAAGATCTGACAGACAATGCCAAAACAATAATAGTACACCT
TAAGGAGCCTGTAAACATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATTAGGATAGGACCAGGA
CAAGCATTTTATGCAACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATCTCTACAGCAAAAT
GGAACGAAACTATACAAAATGTAAAGACAGAATTAAGAGAACACTTCCCTGAAAAAAATATAACATTTGCACC
ATCCTCAGGAGGGGACCTGGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCTTAGGCCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTACCGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTAAAGCAGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAGACACAATATACAGGCTACTTGAAGACTCGCAAAAC



CAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAAATATTCATCATAATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATTTC
ATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATTGAAGGAATACAAAGAATTTGTAGAGCTATCCGTA
ACATACCTACAAGAATAAGACGGGGCTTTGAAGCAGCTTTACTGTAA 
>AY772699 
GGGGAGGAGAACTCGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCGGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGCAATACTACTAGCCACAATAATAGCAGCCCCAGCCCCATGACAAATTGCTCTTTCAATGC
AACCACAGAATTAAGAGATAAGACACAGAAAGTGAATGCACTTTTTTATAGATCGGATATAGTACCACTTGAG
AAGAATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTTTCTT
TTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACATTCAA
TGGAACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACCCATGGAATTAAGCCAGTGGTATCAACTCAA
CTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAA
CAATAATAGTACATCTTAATAAATCTGTAGCAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTAT
AAGGATAGGACCAGGACAAGTATTCTATACAAATGAAATAATAGGAAACATAAGACAAGCACATTGTAACATT
AGTAGAGAGCTATGGAACAATACTTTAGAACAGGTAAAGAAGAAATTGAAAGAACACTTTCAGAATAAAACAA
TAGAATTTCAACCACCCGCAGGAGGGGATCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGC
TCTGGAAAACTCATCTGCACCACTGCTGTGCATTGGAACTCCAGTTGGAGTAATAAATCTCAAGACTATATTT
GGGGTAACATGACATGGATGCAGTGGGATAGAGAAATTAATAATTACACAGACATAATATACACATTGCTTGA
AGAATCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATTTGTGGAAT
TGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCCTGATAGGTTTAA
GAATAATTTTGGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATAAA
TCTATTTGATACCACAGCAATAGTAGTAGCTGAAGGAACAGATAGGCTTATTGAAGGCTTACAAGGAATTGGT
AGAGCTATCTACAACATACCCAGAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ164114 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAGGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAAAAAGTAATAGAAAATTTTAACATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTACCAATAATGGTACTACTATTAATGATACCATGAATGGAGAAATAAAAAA
TTGCTCTTTCAATACAACCACAGAAATAAGAGATAGGAAACAGAAAGCGTATGCACTTTTTTATAAACCTGAT
TTAGTATCACTTAATGACAATAACAGCTATATATTGATAAATTGCAATACCACAACCATAACACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGTGTAATAA
TAAGACGTTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGGGATAATAATTAGATCTGAAAATCTGACAG
ACAATGCCAAGACAATAATAGTACACCTTAATGAATCTATAGCAATTAATTGTACAAGACCCAACAATAATTC
AAGAAAAAGTATAAGGATAGGGCCAGGGCAAACATTCTATGCAACAAATGCAATAATAGGAGACATAAGAGAA
GCATATTGTAACCTTAATGGGAGCAAATGGAACATAACTTTAGGCAAGGTAAAGGAAAAATTAAAAGAACACT
TCCCTAATGGAACAATAAAATTTGAACCAGCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAT
CTGAAACAGACATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAGTTAATAATTACACAAACATAAT
ATATAGCTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATCATAATAGTAGGAG
GTTTGATAGGTTTGAGAATAATTTTAAGTGTGCTCTCTATAGTGAAGAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTGGCTATTACTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACTGATAGGATTATAGAGTTA
GTACAAAGAATTTATAGAGCTATCCGCAACATACCTACAAGAATAAGGCAGGGCTTTGAAGCAGCTTTGCTAT
AA 
>AY901977 
GTAGTGGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAGGCATATGAGGAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGGTCAAAGTCTAAAACCATGTGTAAAATTGGCCCCACTATGTG
TCACTTTAAATTGTACAAATGCAAATGTTGGTACTACCAGTACATCCAATACTACCCGTACACCCAATAGTAG
CATAATAGAAGAAAAAGAAGAGATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAG
AAAGTGTATGCACTTTTTTATAAACCTGATGTAGTACCACTTAAGGAAAATAGCTCTGAGTATATATTAATAA



ATTGCAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGGCAGGACCATGCCATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAAAAG
GGGATATAATGATCAGATCTGAAAATTTGACAAACAATGTCAAAACAATAATAGTACACCTTAATGATTCTAT
AGAAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAGCATTCTAT
GCAACAGATGGCATAATAGGAAACATAAGACAAGCATCTTGTAACTTCACTACTGAAGGAAAATGGAACCCAA
CTTTAGAAAAGGTAAAGAAGAAGTTACGAAAACACTTCGGTGATAAAGAAATAAAATTTGAACCATCCTCAGG
AGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGGATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGCTGATATTTGGGATAACATGACCTGGATGCA
GTGGGATAGAGAAATTAGTAATTACACAGGCACAATATACAGGCTGCTTGAAGACTCGCAAAGCCAGCAGGAG
AAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACACAGTGGT
TGTGGTATATAAGAATATTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATC
TATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATATCATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCTATCCGCAACATACCTA
CAAGAATAGGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY901978 
GTGATGGGAGACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTTTTCT
GTGCATCAGATGCTAAAGCATATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTATTGGGAAATGTAGCAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGGAAATGCTAACTTTACAAATGCTAACGATACAAATGTTGACGAGACCCACGAAGGTAG
CATGTCTGGAGAAATAAAAAATTGTTCTTTTAATATAACCACAGAAATAAGAGATAAGAAAAATAAGGTGTAT
GCACTTTTTTATAGATCTGATGTAGTACCACTTAATAGTGATAATAACTCTAGTGAGTATATATTAATAAATT
GCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTTTACATTATTGTGCTCC
AGCTGGTTACGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGG
ACATAATAATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTCCACCTTAATAAATCTGTACA
AATTGTGTGTATAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAGGCATTCTATGCA
ACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAGAAGCATGGAATAAAACTCTAC
AACAGGTAAAGGAAAAATTAGGAAAACACTACGTTAATAAAACAATAGAATTTGAACCACCCTCAGGAGGGGA
TCTAGAAATTACAACACATAGCTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTATA
GAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTGCTG
TGCCTTGGAACTCCAGTTGGAGTAGTAAATCTCAGTCAGATATTTGAGATAACATGACCTGGATGCAGTGGGA
TAAAGAAATTAGTAATTACGCAGGCACAATATACAGGTTGCTTGAGGACTCGCAAAACCAGCAGGAGAAAAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATTTATGGACATGGTTTGACATAACAAAGTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGCTATCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ011171 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAAATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCTACGGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTAATGTTACTAGTAGTAATGCTACCAGCAGTAATGCTACCAGCAGTAATGCTACCAG
CAGTGATAACATAAATGAGATAAGAAATTGCTCTTTCAACATAACCACAGAAATAAGAGATAAAAAGAAGAAT
GAATTTGCACTTTTTTATAGACTTGATATAGTACCACTTGATAAGAATTCCAGTGAGTATATATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGCCACTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGTACA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AGATAATAATTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTCCACTTTAATAAATCTGTAGC
CATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGAAAAGCTCATTGTAACATTAGTAGAGTGCAATGGGACGAAACTTTAG
AACAGGTAGGGAAAAAATTAGGAGAACACTTCCCTGATAAAACAATAAAATTTGCACCACACTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAATCCTGGCTATG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAATTCTAGTTGGAGTAATAAAACTCACGATGAGATTTGGGATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAGGACTCGCAAAATCAGCAGGAGAAAAAT
GAAAATGATTTACTAGCATTGGAGAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGT



ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTCTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTATAGCAATAATAGTA
GCTGAAGGAACAGATAGAATTATAGAAGTATTACAAAGAATTTTTAGAGCATAAGACAGGGCTTTGAAGCAGT
TTTGCAATAA 
>DQ011179 
AGGGGGAACTGGTGGGTCACAGTCTATTATGGGGTACCTGTATGGACAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGATAAAGAAGTACATAATGTTTGGGCTACACATGCCCGCGTACCCACAGACCC
CAGCCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTGTCA
CTTTAAGATGTACAAATGCTACCTACAATAATGATAATAACATGGATGGAAAAAATTGCTCTTTCAATGTAAC
CACAGAATTAAGAGATAAGACAAAGCAAGAGCGTGCACTTTTTTATAGACTTGATATAGTACCACTTGGTAAG
AATAAGAGCAACTCTGGTGAGGAAGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGCC
CAAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATAA
TAAGACATTTAATGGGACAGGACCATGCAGAAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAA
ACAATGCCAAAATAATAATAGTCCACCTTAATGAATCTGTACCAATTGTGTGTACAAGACCTGGCAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATACAAATGATGTAATAGGAGACATAGGAGAAGCA
CATTGTAATATTACTAAAGACGATTGGAACAAGACTTTAGAACAGGTAAGAAAAAAATTAAGACAATACTATA
ATAATAAGACAATAAAATTTGATCAACCCTCAGGAGGGGATCTAGAAATTACATCACATAGCTTTAATTGTAG
AGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
CTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTC
AAAATGAAATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAGATTAATAATTACACAAACACAATATA
CCAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTAAACAATTGGCAA
AACCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCT
TGATAGGCTTGAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTGCTATTAGTCAGCTTGATATCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAAACTTCCTA
CAAAGAATTTGTAGAGCTATCCGCAATACACCTAGAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCTATAA 
>DQ011173 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGATAGAAGCAGAAACTACTTTATTCT
GTGCATCAAATGCTAAAGCATATGAGACAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTATGGGAAATGTAACAGAAAATTTCAATATGTGGAAAAATTACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAACCTGTATAAATGCAAATGTAACTGTAAATAATAGCGTGAAAGAAGAAATAAAAAACTGCTCTTT
CAATGTAACCACAGAAATAAGAGATAAGAAACAGCAAGCGTATGCACTTTTTTATAAACCTGATGTAATACCA
CTTAAGCAGAATTCTAGTGAGTATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGG
TCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGTGTAACAATAAGAC
ATTCAATGGGACAGGACCATGTCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCTGTGGTATCA
ACTCAACTACTATTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTAACAGACAATG
CCAAAACAATAATAGTACAACTTAATGAATCTGTAACAATTGAGTGTATAAGACCCAACAATAATACAAGAAA
AAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACAGGTGGCATAATAGGAGACATAAGACAAGCACAT
TGTAACATTAGTCAAGATAAATGGAATGACACTTTACAAAGGATAAGTAGAAAACTAGCAGAACACTTCCCTA
ATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGG
AGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTAAAG
AAGAGATTTGGGAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAG
GTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAAT
CTGTGGAGTTGGTTTGACATATCAAACTGGTTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCTTT
TGCTATTAGTCTGCTTGACACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGCAATACAA
GGAATTTGTAGAGGTATCTATAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGTTATAA 
>DQ011170 
GTGGTGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCTACCCACAAGAAATAGTCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTACAAGCTAATGCTACCCGCGATAGTAATGACACTTCCAATGATAACATAAA
GGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGGAACAGAAAGCGTATGCGCTT
TTTTATAAACCTGATGTAGTAAAACTTGAGAATAATTCGTATATATTAATAAATTGCAATTCCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTGTAATGTACACATGGA



ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGAAGATAATAATTAGATCTG
AAAACCTGACAAGCAACAGCAAAACAATAATAGTCCACCTTAATGAATCTGTAAGCATTGTGTGTATAAGACC
TGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGACATAATAGGA
GACATAAGAAACGCATATTGTAACATTACTCAAAGAGACTGGATCAAAACGATAGGAAGGGTAAGGAAAAAGT
TACAAGAACACTACCCTAACACAATAATAAAATTTGAACCATCCTCAGGAGGGGATCTAGAAGTTACAACACA
TAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTCAAACAGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGGGAAATTGGTAATTA
CACAGGCATGATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTAGCA
TTGGACAGTTGGAAGAACCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATCA
TAATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGTGTACTCTCTATAGTGAAAAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATTCCATAGCAATAGCAGTAGCTGAAGGAACAGATAGA
ATTATTATAGTCTTACAAAGAATTTGTAGAGCTATCCGCAACATTCCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>AY901979 
GTGGCGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTACATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTATGTG
TCACTTTACATTGTACCAATAATGTTACCATAAATGGTACTGATATCTCTAAGAATCATACCATGTATGGAGA
AATAAAAAACTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAACAGAATGTATATGCACTTTTCTAT
AGACATGATGTAGTACAACTTAATGAGGAGGGTAACTCTAGTTATATATTAATAAATTGTAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGAAGCCTAGCAGAAGAGGGGATAATAATCAGGT
CTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATTGTGTGTACAAG
ACCTGACAATAATACAAGAAAAAGCGTAAGGATAGGACCAGGACAAGTATTCTATGCAAAAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGCAGAGGTAAATGGAATAAAACTTTAGAGAAGGTAGGTAAAA
AATTAGCAGAACACTTTAATAGCACAACAATAAAATTTGAACCACCTTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTATTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GCTGGAGTAGTAAAAATCAAACAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGGCACAATATACAGGTTGCTTGAAGAGTCACAAAACCAGCAGGAGAAAAATGAACAGGATTTATTA
GCATTAAACAAGTGGCAAAATCTGTGGACTTGGTTTGACATATCAAGCTGGCTGTGGTATATAAGAATATTCA
TCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGCGCTTTCTATAGTGAATAGAGTCAGGCA
GGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATAATAGAATACATACAAAGAGTTTATAGAGCTATCTGCAACATACAAGAATAAGACAGGGCTTTGAA 
>DQ396387 
GTGATGGGGAACCTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAAGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAGATTGTAGAAATGCTAATGTTACAGGAAATCGTACCAGTAATGCTACAAGAAGTGATACCAGTAA
TGTTACTGGTACCCCCAATGAGGGCAGGGATGGACAAATGAAAAATTGCTCTTTCAATGTAACCACAGAACTA
AGAGATAAGAAACAAAATGTGTATGCACTCTTTTATAAACTTGATATAGTACCACTTGAGGGGAGTAATAACA
ATTCCAGCAACTCCAGCCAGTATAGATTAATAAATTGTAATACCTCAGCCATATCACAAGCTTGTCCAAAGAT
CTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGTGTAATAATGAGACA
TTCAATGGGACAGGACCATGTACAAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAACTACTGTTAAATGGTAGCCTGGCAGAGAAAGAGATAATAATCAGGTCTGAAAATCTGACAAACAATGT
CAAAACAATAATAGTACATCTTAATAAAGCTGTACAAATTAACTGTACAAGACCTGGCAATAATACAAGAAAA
AGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACACT
GTAAAATTAATAGAACAAGCTGGAATGAGACTTTACATAAGGTAAGGGAAAAATTAAAAGAGCACTTCCCTAA
TAAAACAATAAACTTTACACAACCCTCAGGAGGGGACTTAGAAATCACAACACATACCTTTAACTGTAGAGGA
GAATTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGT
GGGGTTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACACCAGTTGGAGTAATAAATCTTATGC
AGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGG
TTGCTTGAAGAATCACAAAGCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAACC
TGTGGAATTGGTTTAACATAGCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAATTTTTGCTATGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTG



GCTATTAGTCCGCTTGATACCATAGCAATAGCAACAGCTGAGGGAACAGATAGGATTATAGGAATAGTACTAA
GAGTTTGTAGAGCTATCCGCAACGTACCTACAAGAATAAGACAGGGCTTTGAATCAGCTTTGCTATAA 
>DQ164127 
GTGATGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTTTATTTT
GTGCATCCGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTAGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATC
AGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGT
CACTTTAAGCTGTAGTAATGTTGATAATACTACCCGCCCTAATAAAACCTACAATAGTGCTCCCGACGCCAAT
AACATAGTGGGAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGAAAGAAC
ATGCACTTTTTTATAGGCTTGATATAGCACCACTTAGAAACAGTAGTAGTAGTAATAGTAGTGAGTATATATT
AATAAACTGTAATACCTCAGCCATAGCACAAGCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTAT
TGCGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATG
TTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGC
AGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTACAGCTTAATAAA
TCTGTAAACATTGTGTGCACAAGACCCGGCAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAGCAT
TCTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTAAAAAAGACTGGAATAG
AACTTTGCAAGAGGTAGGTGAAGAATTATACAAAATCTATAATAAAACAATAATATTTACCTCATCCTCAGGA
GGGGACCCAGAAATTGTAACGCATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGG
CCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCAC
TAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTAACAGATATTTGGCAGAATATGACCTGGATGCAG
TGGGATAGAGAAATTAATAATTACACAAACAATATATATAGGTTGCTTGAAAAATCGCAAAACCAGCAGGAAC
AAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATATCAAATTGGCT
GTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTGTTGCTGTGTCCTCT
TTAGTGAATAGAGTCAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACAACAGCCATAG
CAGTAGCTGAGGGAACAGATAGAGTTATAGAATTGATACAAAGAATTTGTAGAGCTATCTCCAACATACCTAC
AAGAATCAGACAGGGCCTTGAAATAGCTTTGCAATAA 
>AY878058 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGATATTAAAAGTAATGTTACCTTCAATAACAGCATGATTGGAGAAATAAAAAA
TTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTATTTTATAGAAGTGAT
GTAGTGCTACTTAATAAGGATAGCAATAGCAATAGCTCTGGTGAGTACATATTAATAAATTGCAATTCCTCAA
CCATAACCCAAGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATAC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTA
GGTCTGAAGATTTGACAAAAAATGCCAAAACAATAATAGTACACCTTAAGGAATCTGTAGGAATTATGTGTAC
AAGACCCAACAATAATACAAGAAAGAGTATAAGGATAGGACCAGGGCAAGCATTCTATGCAACAAATGGCATA
ATAGGAGACATAAAACAAGCACATTGTAACATCAGTGGAGATGAATGGAACAAAACTTTAAAAGGGGTAAGGG
AAAAATTAAAGGAACATTTCCCTAATAGAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTGAAGCAGAGATTTGGAATCACACGACCTGGATGCAGTGGGATAGAGAAATCAA
TAATTACACAGAAACAATATACAAGTTGCTTGAAGTCTCGCGGAACCAGCAGGAGCAAAATGAAAAGGATTTA
TTAGCACTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGGCTGCTTGATCGCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATTGAAACAATACAAATAATCTGGAGAGCTGTCTGCAACATACCTAGAAGAATAAGACAGGGCT
TGGAAGCAGCTTTGCTATAA 
>DQ396381 
GTGGTGGGAAATAGGTGGGTCGCAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGAGAGGGAGGTGCATAATGTCTGGGCTACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGATAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAGTGTATTAATATTAACAGAACTTATATTAACAGTGATGGTACAACAATGAGTCCTAATAATAT
TAGCAGTAATGTTAAAGAAATGAAAAACTGCACTTTCAATACAACCACAGAATTAAGAGATAAGAAGCACAAA
CAGTCTGCACTTTTTTATAGACTTGATATAGTACCGCTTAATGAAAATAATGGAAGCTCTAGTAGTGGCAGCT
TTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACA



GGACCATGCCAAAATGTTAGTACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGGGGAGGTAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATAAT
AGTACAGCTTAATAAATCCGTAGAAATTGTGTGTGTAAGACCCAACAATAACACAAGGAAAAGTATAAGGATA
GGACCAGGACAAGCATTCTTTGCAACAACAGACATAATAGGAAACATAAGAGAAGCACATTGTAACATTAGTA
AAGCTGACTGGAATGAAACTTTACAAATGGTAGGTGAAAAATTACAAAAACACTTCCCTGGTAGGACAATAAG
ATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTACCTGTAGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGATACTATTTGGAA
TAACATGACCTGGATGGAGTGGGATGAAGAAATTAGTAACTACACAAACACAATATACACGTTGCTTGAAGAA
TCGCAACTCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAATTGGT
TTGACATAACACAATGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTGAGAAT
AATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTG
CTTAATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCATACAAAGAACTTGTAGAG
CTATCCGCAACCTACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>DQ093595 
GGGGAGAACTTGTGGGTCACTGTCTACTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAGGAAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCCTGTGTAAAGTTGGCCCCACTCTGTGTCA
CTTTATATTGTACAAATTTTAATGCTACCAGTAATAGCAATGCTACGGTTAGTAGTAACAGTACGGGAGAAAT
AAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGACAAGAAACGGCAAGTGTATGCACTCTTTTATAAA
CTTGATATAGTACCACTTGACAATTCTAATAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGAT
CTGAAAATCTAACAGACAATGCCAAAACAATAATAGTACAGTTTAATAAGTCTGTAGAAATTGTGTGTACAAG
ACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGACATAATA
GGAGACATAAGACAAGCACATTGTAATATTAGTAAATCTAACTGGACAAACATTTTAGGCCAGGTAGAAGCAA
AATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTGAACAACCCTCAGGAGGGGATCTAGAAATTACAAC
ACATAGCTTTAATTGTAGGGGGGAATTTAAACAGCTCCAGACAAGAGCCCTGGCTTTAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTA
GTTGGAGTAATAAAACTTACGATGATATCTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAA
TTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAACAAAATGAAAAGGACTTACTA
GCCTTGGACAAGTGGGCAAATTTGTGGAATTGGTTTAGTATATCACATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCTATTCTCTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATATCAGTAGCTGAAGGAACAGAT
AGGATTATAGAAGCAATACAAAGAATTTGTAGAGGAATCTACAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>DQ164129 
GTGCTAGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACGCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAGGCCATGTGTAAAGTTGACCCCACTCTGTG
TCGCTTTAAACTGTACTGATGTTTCCAGTGAAGATCACAATATGACTGGAGAAATAAAAAATTGCTCTTTCAA
AACAACCACAGAACTAAAAGATAGGAAACGGAAAGTGAATGCACTCTTTTATAAACTTGATGTAGTACATAGC
AAATCTAGTGAGTATAGATTAATAAACTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTG
ACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGG
GACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGCAGTATCAACTCAACTA
CTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAAGCAATGTCAAAACAA
TAATAGTACAGCTTGATGAAGCTATAGAAATTGAGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAG
GATAGGACCAGGACAAACATTCTATGCAACAGGAAAGATAATAGGAGATATAAGACAAGCATATTGTAACATT
AGTGAAGATAAATGGAATAGAACTTTACAAAAGGTAAGCATAAAATTAAGAGAACACTTCCCTGGTAAAACAA
ACATAACATTTCAACCACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATT
TAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTTTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATA
TTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAAGTTGCT
TGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAAAGATCTGTGG
AGTTGGTTTGAAATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCT
TAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCAAT



TAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTCTAGAATTAATACAGGGAATT
TGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ056416 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATGCTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATGATATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTATGGTTAATAATATCACCTGTAATGTCACCCATGATGATAATGGTAATAATAACAC
CTGCATCAATACTACCTATGCTGATAACATGAAGGAAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAA
ATAAGAGATAGGCAAAAGAAAGAATATGCACTTTTTTATAGGCCTGATATAGTACCACTTGAAGGAAATAGTA
GTGAGTATAGATTAATAAACTGTAATACCTCAGCCGTAAAACAAGCCTGTCCAAAGGTCTCTTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAAATAAGACATTCAATGGAACAGGA
CCATGCAATAATGTTAGTACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGTCTAGCAGAAGATGGGATAATAATTAGATCTGAAAACCTGACAAACAATGCTAAAACAATTATAGT
ACATCTTGATAAATCTGTAAACATTACATGTACAAGACCTGGCAATAATACAAGAAAAAGTGTGAGGATAGGA
CCAGGACAAACATTCTATCCAACAGGAGCTATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAG
ATGAATGGGATGAAACTATGCAAGGGGTAAGTGAAAAATTAAGAGAACACTTCCATAATAAAACAATAAAATT
TGCACCACCCATAGGAGGGGACCTAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTC
CAGACAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGCAATAAATCTCAAGAGGAGATTTGGGGAAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGACACTATATACAGGTTGCTTGAAGTCTCG
CAAAACCAGCAGGAGGAAAATGAAAAGGATTTACTAGCCTTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTG
ACATAACCAACTGGCTGTGGTATATAAGAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TGCTGCTGTGTTCTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTATTT
GATACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAATACAAGGAATTGGTAGAGCTA
TCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AY878062 
ATGGTGGGGAATTTATGGGTCACAGTATATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACTACTCTGTTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAACGTTGACCCCACTCTGTG
TCACTCTACGTTGTACTAATATAACTACTATAAAAAATTGTACTACCAATAATGATAATAATGCCACTCTAAT
TTGTGATGTTAATGGTACCAATGTTACCTATGATAAGGCCATGGGTGAAGGAATAAAATATTGCTCTTTCAAC
ATGACCACAGAACTAATAGACAAGAAAAAACAAATGTATGCACTTTTTTATAAACTTGATATAGTGCCACTTG
GGGAGGCTAACAATGGGACTAGAGAGTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCC
AAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAAT
AAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGCACACATGGAGTTAGGCCAGTGG
TATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAGCCTGACAAA
CAATGCCAAAACAATAATAGTGCATCTTAATGAATCTGTAGAAATTGAATGTACAAGACCCAACAATAATACA
AGAAAAAGTATAAGGATAGGACCTGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAG
CGCACTGTAACATTAGTACAGAAAATTGGAATAAAACTTTAGAAAGGGTAAAGAAAAAATTAGAAGAACACTT
CCCTAATAAAACAATAAAATTTAACCAATCAGTCTCAGGAGGGGACCTAGAAATTACAACACATACCTTTAAT
TGTGGAGGAGAATTTAAGCAACTCCGGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCC
TAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAA
AACTGAAAAAGATATTTGGAATAACATGACCTGGATGCAATGGGATAGAGAAATTAGTAATTACACAGGAATA
ATATACGGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAGTT
GGAAAAATCTATGGAGTTGGTTTAGCATAACAAACTGGCTGTGGTACATAAAAATGTTTATAATGATAGTAGG
AGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCT
TTGTCGTTGGCTGTTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGTAG
GAATACAAAGAATTTGTAGAGCTATCTGGAACATACCTAGAAGATTAAGACAGGGCTTTGAAGCAGCTTTGCT
ATAA 
>DQ056409 
GGGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
CCACTTTAAAGTGTACAAATGTTACCGGGAATGATACTATTGATGATAACATGAAGGAAGAAATAAAAAACTG
CTCTTTCAATACAACCACAGAACTAAGAGATAAGAAACAGAAAACGTATGCACTTTTTTATAGACCTGATATA
GTACCACTTAATAATGGTCCTACTGAATATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTC
CAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTTAAGTGTAATAA



TAAGATATTCAATGGCACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTG
GTTTCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAG
ACAATGTCAAAACAATAATAGTACATCTCAATAAACCTGTAGAGATTGTGTGCACAAGACCCAACAATAATAC
AAGAAAAAGTGTGAGAATAGGGCCAGGACAAACATTCTATGCAACAGGAGGAATAATAGGAAACATAAGAGAA
GCACATTGTAACATTAGTGAAGGTAAATGGAACGCAACTTTAGAAAGGGTAAGTGAGAGATTAAGAAAACACT
TCCCTAATAAAACCATAAGATTTAACCAATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAT
CTTACACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTATTAATTACACAGACACAAT
ATACAAGTTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTGGCATTGGACAGTTGG
AATAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAG
GCTTGATAGGTCTGAGAATAATTATGTGTGTGTTCTCTATAGTGCATAGAGTTAGGCAGGGATATTCACCTTT
GTCGTTTGCTATTAGTCTGCTTGATAGCATAGCAATACCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTA
CTACAAAGAATTGGTAGAGCTATCCATAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTAT
A 
>DQ369993 
GTGAAGGGAAATTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACAACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAAAATTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TTACTTTAACTTGTAGTAATGTTACCAACAGTACTATAGGTAATAACAGTACTGTGGGTAATAATACCATAAA
GGAAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAGAAAAAAGAGGAATATGCACTT
TTTTATAAACTTGATATAGTACCATTTAATAAGAATAAGAGTGAGTATAGATTAATAAATTGTAATACCTCAG
CTGTAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGGCAGGACCATGTAATAAGGTCAGTACAGTACAATGTACA
CATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAAAAAAAAAATAATAAT
TAGATCTGAAAATTTGACAGACAATGTCAAAACAATAATAGTACATCTTAAAGAACCTGTAGAAATTGTGTGT
ACAAGGCCTGGCAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACA
TAATAGGGGATATAAGACAAGCACATTGTAACATTAGTGAAGACAAATGGAATAAAACTTTAAAAGATGTAAG
TGACGAATTAAAAACACACTTCTCTAATAAAACAATAAAGTTTCTACCATCCTCAGGAGGGGATCTAGAAATT
ACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACC
TACAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAA
TTCTAGTTGGAGTAATAAAACTTACAATGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAGTT
AATAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAATCCAGCAGGAACAAAATGAAAAAGATT
TATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATGACAAATTGGCTGTGGTATATAAAAAT
ATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTT
AGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTGATACCATAACAATAGCAGTAGCTGAAGGAA
CAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCTATCCGCAATATACCTACAAGAATAAGACAGGG
CTTTGAAGCAGCTTTGCTATAA 
>DQ396382 
GTGGTAGGGAACTTGTGGGTCACAGTCCATTATGGGGTACCTGTATGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTCTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTA
TCACTTTAAATTGTACAACTGTTACCAATAATGTTACCGAGACTGATAAGGAAAAAAATGATACCATTAATAT
GAAGGAAGAAGTAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAACAAAAGGTGTATGCA
CTTTTTTATAAACCTGATCTAGTACCACTTGATAGCTCTAGTGGGAATAGTAGTAGCTCTAGTGGGAATAGTA
GTGAATATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAAT
TCCTATACATTATTGTGCTCCCGCTGGCTATGCGATTCTAAAGTGTAACGATAAGACATTCAATGGGACAGGA
CCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAA
ATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGAGCAGAAAATCTGACAAGCAATACCAAAACAATAATAGT
ACACCTTAATGAATCTGTAGAAATTGTGTGTGAAAGACCTAACAATAATACAAGACAAAGTGTAAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGTGATATAATAGGAGACATAAGACAAGCATATTGTCTCATTAATAAAA
CACAATGGAACACAACTATAGAAAGGGTGAAGAAAAAATTAGGAGAACACTTCTCTAATAAGACAACAATAAA
ATTCCAACCACCCTCAGGAGGGGACCTGGAAATTACAATGCATAGTTTTAATTGTAAGGAGAGTTTAAGCAGC
TCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGG
AAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTAACAGATATTTGGGAG
AACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTATACATACACAATATACAGGTTGCTTGAAGACT
CGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTT
TAGCATATCAAAATGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATA



ATTTTGGGTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGC
TTGATACGTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCATACAAAGAGTTGGTAGAGC
TATCCGCAACACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ396396 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGCAAGATGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTGAAGTTGACCCCGATCTGTG
TCACCTTAAGCTGTACAAATGCTAGCTACATTAATTCTACCTACACTAATAGCACGGTGAGAATGGGGGAAGA
AATAAAAAATTGCTCTTTCAATACAACCACAGGACTAAGAGATAAGAAACAAAAGGTGTATGCAGTTTTTTAT
AGACCTGATTTAGTACCACTTAATAAGGATAAACCTAATGATGAATCTAGTAATAGTAGTGAGTATATATTAA
TAAATTGCAATACCTCAACCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCACTAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACTCAACTACTGTTAAATGGTAGCCTAGCAA
AAGGGGAGATAATAATTAGATCTGAAAACCTGACAGACAATGCCAAAACAATAATAGTACACTTTAATGAATC
TGTAGGAATTGCATGTATAAGACCTGGCAATAACACAAGACAAAGTATAAGGATAGGACCAGGACAAACGTTC
TATGCAACAGGAGACATAATAGGAGACATAAGAAAAGCACATTGTAATATTAATAGAACAGAATGGAAGGCAA
CTTTAACAAAGGTAGTAAAGAAATTAGAAAAATACTTCCCTAGTAAAACAATAATATTTAAACAACCATACTC
AGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGGCAAGAGTT
CTGGCTATAGAAAGATACCTGAAGGATCAACAGCTTCTAGGGTTATGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTCAAGATGAGATTTGGGAGAACATGACCTGGAT
GCAGTGGGATAAAGAAATTAATAATTACACAGGAATAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAG
GAAAAAAATGAAAAAGATTTATTGGCGTTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGCATAACAAAAT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGAGTTATCCGTAACATAC
CTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ056413 
GTGTTAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGG
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAACTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGCAGAGATGTCACCATTAATGTTACCAAGAAGGACAATGGTACCAGTAGGAATGAGACCTA
TGAGGATAATGGCAGGAAGGAGATAAAGAATTGCTCTTTCAATGCAACCGCAGAAATAAGAGATAAGAAGAAC
AAAGAGTATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGACAACTCTAGTGAGAAATATGACAACT
CTAGTAAGGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATGATAAAGAATTCAATGGA
ACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTAC
TGTTAAATGGTAGCTTATCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCTAAAACAAT
AATAGTACAGCTTAATCAATCCATAGACATTGTGTGCACAAGACCCAACAATAATACAAGGAAAAGTATAAGG
ATAGGACCAGGACAAGCATTCTATGCAACAAATGACATAATAGGAAACATAAGACAAGCACATTGTAACATTA
ATAAGACAGACTGGAATAGAACTTTACAATGGGTAGGGGAAAAATTAAAAGAGCACTTCCCTAATATAACTAC
AATAGAATTTAAGCCACCCTCAGGAGGGGACCTAGAAATTACAATGCATAGTTTCAATTGTAGAGGAGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATCATGATAT
TTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACATCATATACCAGTTGCTT
GAAGAATCGCACATCCAGCAGGAACAAAATGAAAAAGACTTATTAGCATTGGACAAGTGGCAAAATCTGTGGA
ATTGGTTTAGCATAACAAAATGGTTGTGGTATATAAAAATATTTATACTAATAGTAGGAGGCTTAATAGGTTT
GAGAATAATTTTTGCTGTGCTATCTATAGTAAACAGAGTTAGGCAGGGATACTCACCTCTGTCGTTGGCTATT
AATCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTT
GTAGAGCTATCCTCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>DQ396383 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGACAGACGCAAAAACTACTCTCTTCT
GTGCATCAAATGCTAAAGCATATGAAAGGGAAGTGCATAACGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAACAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTATATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTACAAATGCAACTCTAAACAGTACAAATACAACAGCTAGTGTCAATAATAGCCTGGAGGG
AGAAGTAAAAAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAGAAAGCATATGCACTTTTT
TATAGACCTGATGTAGTACCACTTAATAATGGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCA
TAACACAGGCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT



TCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTGGCAGAAAGGGAGATAATCATTAGAC
CTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACACCTTAATGAGTCTGTGGGCATTTTGTGCATAAG
ACCCAGCAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGAAATAATA
GGAGACATAAGACAAGCATATTGTAACATTACTAGAGAAGAATGGAATAACACTTTAGAAGGGGTAAAGAAGA
AATTAAAAGAACACTTCCCTAATAAAGCAATAACATTTAACTCCTCCTCAGGAGGGGACCTAGAAGTTACAAC
ACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTCAAGCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAACCTGTGGAGCTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGATTGTTCA
TCATAATAGTAGCAGGCTTGATAGGCTTGAGGATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGGAAGAACAGAT
AGGATTGTAGAATTGATACAAGGACTTTATAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>DQ396397 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTGTCGGAAAATGTAACAGAAAGTTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACAGTGTACAAATGTAAATGTTACCAATAATGGTACCAATAATGATACTGTTGAAATGCGGGGAGA
AATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAATGGGTATGCACTTTTTTAT
AAACCTGATTTAGTATCACTTGATAAGAATAACAGCAACTACATATTAATAAATTGCAATGCTTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATGATAAGACATTCAATGGGAAAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGA
ATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGATATCATAATTAGATCTG
AAAATCTGACAAACAATGCTAAAATAATAATAGTACAGCTTAATGAAGCCGTACACATTGTGTGCTCAAGACC
CAACAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGCGAGATAATAGGA
AACATAAGACAAGCATATTGTACCATCAGTGAAGATAAATGGAACAAAACCTTAAGAAGGGTAGGTGAAAAAT
TAAAAGAACACTTCCCCAATAAAACAATAAGCTTTAAATCATCCTCAGGAGGAGACCCAGAAATTACAGCACA
TAGCTTTAATTGTATGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGAT
CAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTT
GGAGCAATAAATCTCAATCAGATATTTGGAATAATATGACCTGGATGCAGTGGGATAAAGAAATTGATAATTA
CACAAATACAATATACACATTGCTTGAAGCATCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCGTAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAAACTTAGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>DQ011180 
GTATGGGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAGGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAGGATATAATCAATTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAGTGTAAAAATGCTAATAGAACTGTTAATGCTAATAATGCTAGTGTTATCAATGAAATACAAAA
TTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAAACAGAAAATGTATGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAATAACAACAACTCTCAGGAGAATGACACCCGGGAGTATAGATTAATAAATTGCAATACCT
CAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCGCCTGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGGAGAGATAATAA
TTAGATCTGAAAATCTGACAGACAATGCCAGAACAATAATAGTACACCTTAATGAATCTGTAACAATAATGTG
TACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGAC
ATAATAGGAGACATAAGAGAAGCACATTGTAACATTAGTAAGCAGAATTGGACCAAAACTTTACAACAGGTAG
GAAGAAAATTAGCAGGATACTTCCCTAATGCAACAATAATGTTTAAAAATTCCTCAGGAGGGGATCTAGAAAT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCAAGTTGGAGTAATAAATCTAGAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAAT
TAGTAATTACACAGACACAATATACATGTTGCTTGAAGTCTCGCAAAACCAGCAGGAACAAAATGAAAAAGAT
TTATTAGCATTGGACAGTTGGAAAAATTTGTGGACTTGGTTTGACATATCCAATTGGTTGTGGTATATAAAAA
TATTCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTTTAGTAAATAGAGT



TAGGCAGGGGTACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGCACAAAGATTTTGTAGAGCTATCCGCAACATACCTACAAGAATCAGACAGG
GTATTGAAACAGCTTTGCTATAA 
>DQ056414 
ACGGAGGACTTGTGGGTCACAGTCTACTATGGGGTGCCTGTATGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAATGAATTTAGTAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTAGTCATAATGTTACCATCAATGGCACCGCCAACGTCAATATCAGCATGGGTGGTGAAGGAAT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGACAAGAAACAGAAAGTCTATGCGCTTTTTTATAGA
CCTGATATAGTACCACTTAATGAGGATGACCAGAGTTATATATTAATAAATTGTAATACCTCAGTCATAACAC
AAGCCTGTCCAAAAGTCTCGTTTGAACCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACCTTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGGCAAACAATGTCAAAACAATAATAGTACATCTTAATGCATCTGTAGAGATTGAGTGTATAAGAGCCGG
CAATAAGACAAGAAAAAGTGTAAGAATAGGACCAGGACAAGTATTCTATGCAACAGGAGAAGTAACAGAAGAT
ATCAGACAAGCACATTGTAGCGTTAAGGGAAGTGAATGGAATAAAACTTTACACAAGGTAAGTGAAAAATTAA
AAGAATCCTTCCCTGATAAAACAATAACATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACTACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGA
GTGAGAAAAATCAAACTGAGATTTGGGATAGCCTGACATGGATGCAGTGGGATAGAGAGATTAGTAATTACAC
AGATACTATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGCAATGAAAAAGATTTACTAGCATTG
GACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCGCTCTAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTAGCTATTAACCTGCTTGATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGCTT
ATAGAACTCATACAAAGCTCCTGTAGAGGTATCCGCAACATACCTATAAGAATAAGACAGGGCTTGGAAGCAG
CCTTGCAATAA 
>DQ056415 
GCGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGTATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCGACCCACAAGAAATGTTTTTGAAAAATGTAACAGAAGATTTTAACATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAACTGTAGCAATGCTACGGTCCATAATGGTAATAGCAATGCTACGGTCAATAATGATAGTAGTAC
TAATGAAGTAAAAAATTGCTCTTTCAATGCAACCACAGAACTGAGAGATAAGAAAAAGAAAGAGTTTGCACTT
TTTTATAGACTTGATATAGTACCACTTAATAATGACAACAACTCTAGTAATTATAGTGAGTATATATTAATAA
ATTGTAATAGCTCAACAGTGACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAATACATTCAATGGGACAGGACCATGTAATAATGTCAGC
ACAGTACAATGTACACACGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAG
AAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTACAATTTAATCAATCTGT
AGAAATTGAGTGTATAAGACCTGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGGCAAACATTTTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACCTTAATGGAACAGAATGGAATAAAGCTT
TACTAGGGGTAAGTAAAAAATTAAGCAAACACTTCCCTAATAAAACAATAATATTTACAAATTCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAAAAGAGATTTGGGGGAACATGACCTGGATGCAATG
GGAAAAAGAAATCAATAATTACACAGACACAATATACTGGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAA
AATGAAAAAGATTTATTAGCATTGGACAAATGGCAGAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTAT
GGTATATAAAAATATTTGTAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTATGGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCTTGTATAATACCACAGCAATAGTA
GTGGCTGAAGGAACAGATAGGATTATAGAAGTCACACAAATAATTTGTAGAGCTATTCGCAACATACCTAGAA
GAATAAGACAGGGCTTTGAAACAGCTTTGCTATA 
>DQ056406 
GTGGTGGGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGACGCAAAAACTACTCTGTTCT
GCGCATCAAATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTGTGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGAAATTAATGAAGTAAACCTTACTGAAAGCATGAAGGAGGAAATAAAAAATTGCTC
TTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAACGTGTATGCACTTTTTTATAGATCTGATGTAGTA
CCACTTAAAGAGAATAACAACAGCAGATATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA



TAAGACATTCAGTGGGATAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGAGCATAATAATTAGATCTGAAAATCTGACAG
ACAATGTCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTAGGTGTACAAGACCCAACAATAATAC
AAGGAAAAGTGTAAGGATAGGACCAGGACAAACCTTCTATGCAACTAATGACATAATAGGAGACATAAGACAA
GCACATTGTAACATTAATGGAACACAATGGAACAGAATGATAGAACAGGTAGGGAAAAAATTAGGAGAACACT
ACCCTAACAAAACAATAAAATTTGAACCATCCTCAGGAGGAGATCTGGAAGTTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAAA
CTAAAACAGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAAT
ATACAGGTTGCTTGAAGAATCGCAAAACCAACAGGAAGAAAATGAAAGAGAGTTATTAGCATTGGACAGGTGG
GAAAATCTGTGGAGTTGGTTTCACATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAG
GCTTAATAGGTTTAAGGATAATTTTAGGTGTGCTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTACTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTA
ATACAAGAAATTTATAGGGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTAT
AA 
>DQ056417 
GGGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAGATTTTAACATGTGGAACAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAGAATTGACCCCACTCTGTG
TCACTCTACACTGCAATAATGATACCATTACTAACCACACTGGAAATGCTACCTTTAGTCCTAAAGACACTGA
AGGAATGAGAAATTGCTCTTTCAATATAACCACAGAACTAAAAGATGAGACACAGCGAGCGTATGCGCTTTTT
TATAGACCTGATATAGAGAAAATTGATGGAAGTGAGAGTAATGGTACATATAGATTAATAAATTGTAATACCT
CAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGACCATGTCAGAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTAACAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAGATAATAA
TTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTGCAGCTTAATGAATCAATACCAATTGTGTG
TAAAAGACCTGGCAATAACACAAGGAAAAGCATAGGGCTAGGACCAGGACGAGCATTCTTTGCACATGGAGAC
ATAATTGGAGACATAAGACAAGCACATTGTATCATTAGTGAAGAAAAGTGGAATGACACTTTACAAAGGGTAG
GCAAAAAACTAGGAGAACATTTCAATAGCACAATAAACTTTACAGCAGCCTCAGGAGGAGACTTAGAAATTAC
AACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTA
ACGGATCAACAGTTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCGTGGAACT
CCAGTTGGAGTAATAAATCTCAAGCAGATATTTGGGATAACATGACCTGGATGCAATGGGATAGAGAAATTAA
TAATTACACAAACACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAACAGCTTGTGGAGTTGGTTTAATATATCAAATTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTATCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTTGCAATTAGTTTGATTGATGCCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGGTATCCTCAACGTACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>DQ093605 
GTGATGGGACACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGCAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAAATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACGTTACACTGTGCTAATATTAATAATAATAATACTACCAACAATACTAACATGACTCAAGGAATAGAAGA
AATGAAAAATTGCTCTTTCAATGTAACCACAGTACTAAGAGATAAGAAAGAGGAGAAATATGCACTTTTTTAT
AAACTTGATATAGTACGACTCCATGATGATAATTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACGG
TAACACAAGCCTGCCCAAAGGTCTCTTGGGGTCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAGAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGGGGAAGATATAGTAATTAGAT
CCAAAAATCTGACAGACAATGCCAAAACAATAATAATACATCTTAATGAATCTGTAGAAATTGAATGTACAAG
ACCCAGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATA
GGAGACATAAGACAAGCACATTGTAATATTAGTGCAGCTAGATGGAACCAAACTTTACAAAGGGTAGAAGAAA
AATTAAAAGAACGCTTCCCTAATAAAACAATAAGATTTAAATCACCCGCAGGAGGGGACCTAGAAGTTACAAC
ACATATCTTTAATTGCAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTAGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGGGTAACAAATCATTCACAGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAACAA
TTACACAAGCACAATATACAGGTTACTTGAAGAATCACAAAGCCAGCAGGAAGAAAATGAAAAGGATTTACTA
GCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAGATATTCA
TAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA



GGGATACTCACCTTTATCGTTCGCTATTAGTCTACTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGAT
AGAATTATAAACTTAGTACAAAGAATTTGTAGAGGCATCCGCAACATACCTACAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>GQ999973 
GTGGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTACATCAGATGCTAAAGTATATGAGAGGGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTACAAATGTAAGTGCTAAGAAGGTTGATAGCGGCATGGAGGAAGAAATGAAAAATTGCTC
TTTCAATGCAACCACAGAAAGAAGAGATAAGAAACAGCAAATGTATGCACTTTTTTATAGACCTGATATAGTA
CTACTTAGTCAGAATGACTCTGGAAAAAATTTTAGTGAGTATATATTAATAAATTGCAATACCTCGACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGCAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTG
AAAATCTGACAAACAATATCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTAATTGTACAAGACC
CAACAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAGCATTCTATGCAACAAATGACATAATAGGA
GACATAAGACGGGCGTATTGTAACATTAGTGAGGCTGCCTGGAATAAAACTCTACAACAGGTAAGAAAAAAAT
TAGAAGAACACTTCCCTAATAAAACAATAATCTTTCAACCACCCTCAGGAGGGGACCTAGAGATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTCTAGATGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAACAATTA
CACAGACACAATATACTGGTTGCTTGGAGAATCGCAAAAACAGCAGGAGCAAAATGAAAAGGATTTATTAGCA
TTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTATGGTACATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAATTAGGCAGGG
ATACTCACCGTTATCGTTTGCTATTAGTCTGTTAGATGCCATAGCAATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAATTCATACAAAGAATTTGTAGAGCTATCCGCAACCTACCTAGAAGAATAAGACAGGGTTTTGAAG
CAGCTTTGCTATAA 
>GQ999975 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACCTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCCATGTGTAAAGTTACCCCTCTCTGTG
TCACTTTAAATTGTACAGATGCTATTGTTACCAGGAATGGTACTATTGGCCCCATAAATGGTAATGATACCTA
CAATAATGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGCAAGCGTATGCA
CTTTTTTATAAAATTGATGTAGTACCACTTAATGGGAATAGTTCCAGTAATGGTGAATATATATTAATAAATT
GCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGATATGCAATTCTAAAGTGTAATAATAATACATTCAATGGGACAGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCAGTGATATCAACTCAACTACTGTTAAACGGTAGCAGAGCAGAAGGAG
AAATAATAATCAGATCTGAAAATCTGACAAACAATGCAAAAATAATAATAGTACATCTCAATGAATCTGTACC
GATTGAGTGTGTAAGACCCGGCAATAACACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCA
ACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTAGAGATGAGTGGAATAAAACTTTAC
AAAGGGTAGGTAAAAAATTAAGAGAACAATTCCCTAATAAGACAATAATATTTAAATCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTGCTG
TACCTTGGAACTCCAGTTGGAGTAATAAATCTAAAGAGGAAATTTGGGGTAACATGACCTGGATACAGTGGGA
TAAAGAAGTTAGCAATTACACAAATACAATATACAGATTGCTTGAAGAATCGCAAACCCAGCAGGAGCAAAAT
GAAAAAGATTTATTGGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTATGGT
ATATAAGAATATTTATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAACTTTTGCTGTGCTATCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCTTGTTTGATACCATAGCAATAGCAGTA
GCTGAGGGAACAGATAGGATTATAAAATTCATACGAAGAATTTGCAGAGCTATCCGCAACCTACCTACAAGAA
TAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>AY703909 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAAGCATATGAAAAGGAAGTACATAATGTCTGGGCTATACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACTAATGTTAATAATAGTACCAGTAATGGTACTGCTACCTACAATGGTACCAGGTGGGA
AGAAATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAGAAAGAATGTGTATGCACTTTTT
TATAAACTTGATATAGTGTCACTTGAGAGTAACAACTCTAACGAGTATAGATTAATAAATTGTAATACCTCAA
CCATATCACAAGCCTGTCCAAAGATCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC



GATTCTAAAGTGTAATAATAAGGCATTCAATGGGAAAGGGCCATGCAACAATGTTAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGATATAATAATCA
GATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAACAATTAATTGTAC
AAGACCTGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCATACTGTAACATTAGTGGTAGTGAATGGAATAAAACTATAGAAAGGGTAGAGA
ACAAATTACAAACACTCTTCAATAAGACAATCAAATTTAATTCATCCGCAGGAGGGGACCTAGAAGTTACATC
ACATACCTTTAATTGTGGAGGAGAATTTAAACAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGTTGTGGGGCTGCTTTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATGCCA
GTTGGAGTAATAAATCTCAAGATGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAA
TTACACAGGAACAATATACAGGTTGCTTCAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTCGACATAACAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGCTAGGCA
GGGATACTCACCTCTGTCGTTGGCTATTAGCTTGCTTGATGCCATAGCAATAGCAACAGCTGAGGGAACAGAT
AGGATTATAGAATTAATACTAAGAATTTGTAGAGCTATCCGCAACGTACCTACTAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>AY703910 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTACCAGAAATAGTAATGTTACCGTCAATAATACCATGAAGGAAGAAATAAG
AAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGAAAAAGACTGCATATGCACTTTTTTATAGGCTT
GATCTAGTACCACTTACTAAGAATGAGAGCAACTTTACTGAGTATAGATTAATAAGGTGTAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGAT
TCTAAAATGCAATAATAATACATTCAGTGGACAAGGACCATGCACTAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAAAAGAAGGGATAGTAATTAGAT
CTGAAAACCTGACAAATAATGTCAAAACAATAATAGTACAGTTTAACAATTCTGTACAAATTGTGTGTACAAG
GCCCAACAATAATACAAGGACAAGTGTGAGGATAGGCCCAGGACAAACATTCTATGCAACAGGAGACATAATA
GGAAATATAAGACAGGCACATTGCAACATTAGTGAAGGAGATTGGAATAAGACTCTACAAGGAGTAAAAGAAA
AATTAGGAAAATACTTCCCTAATAAAACAATAACTTTTGCACCATCTGTAGGTGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAGATCTGAAACAGACATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATCAATAA
TTACACAGACATAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAAGAAGAAAATGAAGAAGATTTACTA
GCATTGGACAGTTGGAGCAATCTGTGGAATTGGTTTAAAATAACAACATGGCTGTGGTACATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGATCTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATCACAGTAGCTGAAGGAACAGAT
AGAATTCTAGAATTAGGACAAGGAATTTGTAGAGCTATCTGCAACATACCTACAAGAATCAGACAGGGCTTAG
AAGCAGCGTTGCAATAA 
>AY703911 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTGTTTT
GTGCCTCAGATGCTAAAGCATATGAAAGAGAGGTGCATAACGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTGTCACTTTAAACTATAGTAATGCTATTAACTGCAGTAATGCCAATAGAACTACTACTAC
TAGCAGTCCTAACATAAATGACATGAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGGTAAAAAGAAG
AATGAATATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAAAATACGAATTCCAGTAAGTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAG
CAGAAGGAGAGATAATAATTAGATCTGAAAATCTGGCAGACAGTACCAAAACAATAATAGTCCACTTTAATAA
GTCTGTAAAAATTATGTGTACAAGACCCAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAAAGCAATGGAACA
AAACTTTAGAAGAGGTAAGGAAAAAATTAGAGGGACGCTTCCCTAATAAAACAATAAAATTTAACCAATCCGC
AGGAGGGGACTTAGAAATTGTAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCATTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTACTGTGCCTTGGAATTCTAGTTGGAGTAATAGAAGTCATGATGCTATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACGAGTTGCTTGAAGCCTCGCAAAACCAGCAG
GAGAAAAATGAACAAGATTTATTAACATTGGAGAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGGATAATTTTTGCTGTGCT



TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTCTGTATGATACTATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAGGAATACAAAGGCTTTGTGGAGCATAAGACAGGGCTT
TGAAGCAGTATTGCAATAA 
>DQ382369 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTGAACTGTACAGATGCAAGTTTTAATGTTACCAGTGTTAGTAATGTTACCTACATTGGTAACCTAAC
TGGAGAAGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGAAACAGACAGCGTATGCACTT
TTTTATAGACCTGATATAGTACCACTTAATGAGAATAACAAGAGCTCTGGTGAATATATATTAATAAATTGCA
ATACCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCCGTAATGTCAGCACAGTA
CAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGA
TAATGATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAAT
TGTGTGTATAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGGCAAGCATTCTATGCAACA
GGTGACATAATTGGAGACATAAGACAAGCACATTGTAACATTACTCGCAGGAATTGGACCGAAACTTTAGGAA
AGGTAACGGAGAAATTAAAAGAACACTTTCCTAATAAAACAATAAACTTTAAACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCTCTGGAAAAGTCATCTGCCCCACTGCTGTGC
CGTGGAACTCCAGTTGGAGTAATAGATCTCAAACAGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAA
AGAAATTAGTAATTACACAAACACAATATACTGGCTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAA
AAAGATTTACTAGCATTGGACAATTGGAATTCCCTGTGGAATTGGTTTGACATAACAAGTTGGTTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGGTGTGCTTTCTATAGTGAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAGGGAACAGATAGGATTATAGAATTTTTCCAAGGAATTTGTAGAGCTATCCGCAATATACCTACAAGAATAA
GACAGGGCTTTGAAGCATCTTTACTATAA 
>DQ382370 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACTTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACAGTGTACAAAGGCTAACTGCAATAATATAACGACTACCTGCAATAATACAAATGGTAACCTGAC
TAATATTATCAAAGATGGAGAAGTAAAAAATTGCTCTTTCAATACGACCACAGAAATAAGAGATAGGAAACAA
AAAGCGTATGCACTTTTTTATAGATCTGATATAGTACCACTTGATAATAGCTCTAGTGATAATAGCTCTAGTG
ATCATAGAGATTATATATTGATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAGTACATTCAATGGG
ACAGGACCATGCTCTAATGTCAGCACAGTACACTGTACACATGGAATCAAGCCAGTGGTATCAACTCAACTAC
TGTTGAATGGTAGCCTGGCAGAAGAGGATATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAAT
AATAGTCCAACTTAAAGATCCTGTAGCAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTGAGA
ATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTA
GTGAGAGAAAGTGGAATGATACTTTAAATCAGGTAAGGAAGAAATTAAGAGAACTCTACAATAATAAGACAAT
AATATTTGAACCACACTCAGGAGGGGATCCAGAAGTTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCTAGTTGGAGTAATAAAACAAAAAATGAGATTTG
GGATAACATGACCTGGATGCAGTGGGAAAAGGAAATTAGTAATTACACAGACACAATATACTGGTTGCTTGAA
GTCTCGCAAAACCAGCAGGAGGAAAATGAAAAAGATTTACTAGCATTGAACAGTTGGGACAGTCTGTGGAATT
GGTTTAACATAACAAAATGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGT
CTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATCCTTGAAGTAATACAGAGAATTTGCA
GAGCTATCCGCAACATACCTAGAAGAGTAAGACAAGGCTTCGAAGCAGCTTTGCTATAA 
>DQ382371 
ATAAAAGGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAATGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTACACTGTACTAATAATATCAGTAGAAAAGCTACCGGCAGTACTACCCCGCCTCCCACCAATACTAC
CATGACTACCGTCAGTGATACCATGATTGGAGAAGTAAAAAATTGCTCTTTTAATGTGACCACAGAACTAAGA
GATAAGGAAAAGAATGAATATGCACTTTTCTATAAACTTGATATAGTACCACTTGAAAAGAATGGAAATTCCA
GTAATAGCAATTCCAATGAGTATAGATTAATAAATTGTAATACCTCAGCCGTTACACAAGCCTGTCCAAAGGT



CTCTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATAATAAGACA
TTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAACTACTGTTAAATGGTAGTCTATCAGAAGATGGGATAATAATTAGATCTAAAAATCTGTCAGACAATAC
CAAAACAATAATAGTACATCTAAATGAATCTGTAGAAATTGTGTGTGCAAGACCCGGCAATAATACAAGGAGA
AGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAAATAATAGGAGATATAAGAAAAGCACATT
GTAACATTAGTGAAGGTAGATGGAATAGAACTTTAACACTGGTAAGAGAAAAATTAAAAGAACACTTCCCTAA
TAAGAGCATAAGCTTTAACTCATCCTCAGGAGGGGATCTAGAAATTACAACACACAGCTTTAATTGTGGAGGA
GAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAGA
TGAGATTTGGCAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGG
TTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAACC
TGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGAT
AGGCTTAAGAATAATTTTTGCTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTG
GCTATTAGTCTGCTTGATACCCTAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAAGTAGCACAAA
GAATTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTATAA 
>DQ382372 
GGGAAGGAGAAAATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGATAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCAATCTGTG
TCACTTTAAACTGTAGTAATGTTACCCTCAGTAAAAGTAATGATACCTATACTACCGCAAAAATGAACCCCCT
CAATATAACCAACGAAATGAAAAATTGCTCTTTCAATGTAACTGCAGAAATAAGAAATAAGAAAAGAACAGAA
TATGCGCTTTTTTATAGACTTGATATAGTATCACTTAATGGGGAATCCAATGAGACATCCAATGAGTATAGAT
TAATAAATTGTAATTCCTCAACTGTAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTA
TTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGGATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAAGGACATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGA
ATCTGTACAAATTAATTGTACAAGACCAGCAAATACTAGAATAAAAAGATTGGGGATAGGACCAGGACAAGCA
TTCCGTACAGTTAAACAAATAATAGGAGATATAAGACAGTCACATTGTAACATTAGTGCATGGCAGTGGAATA
GAACTTTACAAAGGGTAAGTGAAAAATTAAAGAAACATTTCCCTAATAAAACATTCATAAAATTTCAACCACC
CTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCT
GCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAGAACTTATGATGATATTTGGAATAACACGACCTG
GATGCAGTGGGATAGAGAAATTAATAATTACTCAAACATAATACACTGGCTACTTGAAGACTCGCAAATCCAG
CAGGAGAAAAATGAACAAGAATTACTGGCTTTGGACAAGTGGAACAATCTGTGGAGTTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTGTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATCAGTCTATTTGACAGCTTT
GCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAATTGGTAAGAGGAATTTGTAGGGCTATCTACCATA
TACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>DQ382375 
GGGGTGGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATATATGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TCACGTTAAATTGTACAAATGCTACTATTACCAGTAATGGTACTATTGCCCATAATGATACCATGAAAGGAGA
AATACAAAATTGCTCTTTCGATACAACCACAGAAATAATAGATAAGACAAAGAAAGAGTATGCACTTTTTTAT
AGACTTGATATAGTACCACTTAATGAGAAGAAAAATAACAGCTCTAGTAACAGCTCTAGTAGCAACTATAGTA
AGTATATATTAATCAATTGTAATAGTTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCC
TATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCA
TGCCGGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTCCTGTTAAATG
GTAGCCTAGCAGAAGAAGACATAATAATTAGATCTAAAAATGTGACAGACAGTGCCAGAACAACAATAGTACA
CCTTAATGAGTCGGTAGAAATTATATGTACAAGACCCAACAATAATACAAGAAGAAGTATAAGGATAGGACCA
GGACAAACATTCTATACAAATGATATAATAGGAGACATAAGACAAGCATATTGCAACGTTAGCAGAGGTAACT
GGACTAAAACTTTACAAAGAGTAAGTGACAAATTAAAAGAATACTTCTCTAGTGGAACAAAAATACTATTTGC
ACCATCTTCAGGAGGGGATCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCCATAGAGAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGCAGATATTTGGGATAACCT
GACATGGATGCAGTGGGATAGGGAAATTAGTAATTACTCAAACACAATATATAGGTTGCTTGAAGAATCGCAA
ACCCAGCAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCA
TATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTT



TGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGAT
ACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAGGAATTTGTAGAGCTATCC
GCAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTATTATAA 
>DQ382377 
GTGTGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAGAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGTTCAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAACATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTCTACATTGTACAAATGTTACTAGTAATAGTATCAGTGTTAATAGTACCAATTCAGAAATGAGAAATTG
CTCTTTTAATGCAACCACAGAATTGATAGATAAGAAACAAAAAATGAATGCACTCTTTTATAGACTTGATATA
GTACCACTGAATGAGAATAACAAGACATCTCAGGAGTATAGATTAATAAATTGCAATACCTCAACCATAACAC
AAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCGCCGGCTGGTTTTGCGATTCTAAA
ATGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGGATT
AGGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTGAAA
ATCTGACAAACAATGCCAAAACAATAATAGTAAGTCTTAATGAACCTGTAGAGATTGTGTGTACAAGACCTAA
CAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGCGAAGAAAATTGGACTGAAACTTTACAGAAGGTAAGTGAGAAATTAG
AAGCACACTTCCCTAATAAAACAATAGAATTTAATTCATCCTCAGGAGGGGATCTAGAAATTACAACACATAG
CTTTAATTGTGGAGGGAAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACCGCTGTACCTTGGAACTCCAGTTGGA
GTAATAAATCTTATTCAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACAC
AAACACAATATATACACTGCTTGAGGAATCACAAAACCAGCAGGAAAAAAATGAAAAAGACTTATTAGCATTG
GACAGTTGGAACAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGTTGTGGTATATAAAAATATTCATTATGA
TAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCTGTACTCTCTGTAGTGAATAGAGTTAGGCACGGATA
CTCACCTTTGTCATTTGCTATTAATCTGCTTGATATCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATT
CTAGAACTCATACAAGGATTCTGTAGAGGTCTCCTCAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAG
CTTTGCAATAA 
>DQ382378 
GGGGTGGGGGACTTGTGGGTCACAGTATATTATGGAGTACCGGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGTGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTTACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAGGTTTAAAACCATGTGTAAAGATAACCCCACTCTGTG
TCACTTTAAGGTGTACAAATGCTACTTTTACTGCTAATGATTCTAATGATAACAATGTTACCATGAGTGAATG
GACAGAAATGACCACTTGCTCTTTCAGTAATACCACACAAATAGGAGATGCGCTCCAGACTGCGTATGCTCTC
TTGTATCTTACTGATAGTAAGCCTCTTTTTGAGCGTTGCTATACCTCAATCCATTTGCCATACCTGACCCATG
GCACTCTTGGTGATCCAAAGGCCTCTTGTTACCGAGCTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCGAAAGTGTAATGATAGGACATTCAATGGGACAGGACCATGCAATAGGGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATGATTAGAT
CTGAAAATCTGACAGACAATACCAAAACAATAATAGTCCAACTTAAGGAACCTGTAGAAATTAATTGTACAAG
ACCCGGCAAGGGTAAAAGAACAAGGGTAAGGATAGGACCAGGACGAACATTCTATGCAACAGGTGCCGTAACA
GGAGACATAAGAAAAGCACATTGCACCGTTAATGGTAGTAGGTGGAACAGCACTTTAGAACAGGTAAGGGAGA
AATTAAAGAAATACTACGATAATAGAACAATAAAATTTGAACAACCCTCAGGAGGGGATCCAGAAGTTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAACG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCCTTGGAACTCCA
GTTGGAGTAATAAATCTCGAGCAGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAATAA
TTACACAGACACAATATACAGATTGCTTGAAGAATCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAACTGGTTGTGGTATATAAAAATATTCA
TCATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTAGGTGTGCTTTCTATAGTAAAAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGAT
AGGATTATTGAATTAATACAAGGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAAGAGCTTTGCTATAA 
>DQ382361 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGGTATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACAAGCTATGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGACATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACCTTAAACTGTACTAATATTAATAAAACCTGTAGTAATAATACCTCTACTACTAATACCCCTAATATTGG
TACTTATAATAATAAAACCTGTGAAGAAATAAAAAATTGCACTTTCAATGTAACCACAGAAATAAGAGATAAG
ACAAAGAAAATGCATGCACTTTTTTATAGACTTGATCTAGTACCACTTGATGAGGGGAAGAACAGCTCTAAGA
AGAATAACAATAACAGCTCTAGGGAGTATATATTAATAAATTGTAACACCTCAACCATAACACAAGCCTGTCC



TCAAGTGCCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAAT
AAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACTGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAAA
CAATGCCAAAACAATAATAGTACAGCTTAAGGAAGCTGTAGGAATTGTGTGCACAAGACCCAACAATAATACA
AGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGACATAATAGGAGATATAAGACAAG
CATATTGTAACATCAGCAAAAATGACTGGAATAAAACTTTACAAGAGGTAGGTAAAAAATTATCAGAACGATT
CAATAAAGAGAATATAACATTTAGACCACCACCCCCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAAT
TGTCAAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCC
TAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCCGTGCCTTGGAACATCAGTTGGAGTAATAG
ATCTGAGACAGAGATTTGGGGTAACATGACCTGGATGGAATGGGATAGAGAAATTAATAATTATACAAATATA
ATATACAACTTGCTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAAAAAGATTTATTATCATTAAACAGTT
GGGACAGTCTGTGGAATTGGTTTGGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGAATAACTTTTGCTGTGCTTTCTGTAGTGAAGAGAGTTAGGCAGGGATACTCACCC
TTATCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAAG
CAATAAGGAACATTTGTAGAGCTATCCGTAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCT
ATAA 
>DQ382362 
GGGGGAAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGAAATTGAGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGAATGAAGATATAATTAGTTTATGGGATGAAAGCCTCAAGCCATGTGTAAAATTGACCCCACTCTGTGTCA
CTTTAAATTGTAGCGATGTAACCTACAATGCAACTAATGCAACCAACAATACAACTACTACAACCCACAATAC
AACTGAGACAACCCCCTATGCAAAGATTAGTAATATAACGGATGACATGAAAAATTGCTCTTTCAATGTAACC
ACAGGATTAAGAGATAAAAGAAAGCAAGAAAGTGCACTTTTTTATAGACTTGATATAATACCACTTAATGGGA
ATAAGGAAAATTCCAGTGAGTATAGACTAATAAATTGTAATACCTCAACCATAAGACAAGCCTGTCCAAAGGT
CTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGACA
TTCAATGGAACAGGACCATGCCATGATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTCTCAA
CTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGGTCTGAAAATCTGACAAACAACGC
CAAAATAATAATAGTACATCTTAATGAATCTGTAGAGATTAAGTGTTCAAGACCCGGCAATAATACAAGAAAA
AGTGTGAGGATAGGGATAGGACGAGGACAAACATTCTATGCAACAGGAAAAGTAATAGGAGATATAAGACAAG
CACATTGTAATGTTAGTCGAGAAGCTTGGAATAAAACTTTAGAGAAGGTAAAGAGAAAATTAGGAGAACACTT
CCCTAATAGCACAATAACTTTTAATCACTCCTCAGGAGGAGATCTAGAAATTACAACACATAGCTTTAATTGT
AGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAG
GAATATGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGTAATAGAAA
TTACAGTGACATTTGGGACAACATGACCTGGATGCAGTGGGATGGAGAAATTAGTAATTACACAAACATAATA
TACCAGTTGCTTGAAGAATCGCAAATCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGA
ACAGTCTATGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGG
CTTAGTATGTTTAAGAATAATTTTTGCTGTAATCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTG
TCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCA
TACAAAGATTTTGTAGAGCTATCCTCAATATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATA
A 
>DQ382364 
GGGGGGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTGAAAGAAGCGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAATTTAGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCAGGAGGATATAATTAGTCTATGGGACCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTAATGCTACCGGTACTGGTACTGCTACCTATAACAGTACCATGAAGGAGGA
AATGAGAAATTGTTCTTTCAATGCAACCACAGAAATAAGAGATAAGGAAAAGCATATGCATGCACTTTTTTAT
GAACTTGATATAGTACCTCTTGATGAGAATAGTAATAGTAGTAAGTATAGATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAACAATCAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGCACA
CATGGGATTAAACCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTA
GATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATAGTGTGTGC
AAGACCAGGCAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAGACATTCTTTGCTACAGGAGATATA
ATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAGCTAATTGGAATAGAACTTTACAGAGGGTAAGTG
AAAAATTAAAAGAACACTTCCCTAATAAAACAATAAAATTTAATCCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACT
CCAGTTGGAATAATAAAACTCAAGACGAAATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAATTAG
TAATTACACAAACACAATATACAATTTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTA



TTAGCATTGAGCAGATGGCAAAATTTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGCTTGAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAGTAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAATACAAAGATTTGGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAAGGCT
TTGAAGCAGCTTTGCTATAA 
>DQ382365 
GCGACGAGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAATCCTACTCTATTTTGTG
CATCAGATGCTAAGGCATATGAGAAAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGAAGCTGATAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAACAG
ATGCATAGAGATATAATCAGTTTATGGGATGAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTAGCATTGTCAACGCCACTGGCATTAGAATTGTAAACGGTACCAATGTAACTATTCCCTACAA
TGAGAGCATAGCTAGAGACATGAGAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAACAGGAAA
GAAAGTGCACTTTTTTATAGACTTGATATAACACCACTTGCTGAGAATAGTAATAACAGTAGTAATAACTTTA
GTGAGTATAGATTAATAAACTGTAATTCCTCAAGATTAGTACAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAGAGTGTAATGATAAGACATTCGGTGGAACAGGA
CCATGCCATAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTTTCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGATGAAATAATAATTAGATCTGAAAATATAACATGCAATTCCAAAAATATAATAGT
ACATCTCAATGAATCTGTAGAGATTAATTGTACAAGACCAGGCAATAATACAAGAAAAAGTGTGAGATTTGGA
CCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAG
ATAAATGGGTAAAAACTTTACAAAGGGTAACGGAAAAATTAGGAGAACATTTCCCTAATAAGACCATAGAATT
TGAATCACTCTCAGGAGGAGACCCAGAAGTTACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCGACAGCTCCTAGGACTGTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAGAACTCAAGAGGAGATTTGGGACAA
CATGACATGGATGGAATGGGATAGAGAAATTAGTAATTACTCAGAAACAATATACAGGTTGCTTGAAGACTCG
CAAAACCAGCAGGAAAAGAATGAAAAAGATTTACTAGAATTGGACAAGTGGAACAGTCTGTGGAATTGGTTTG
ACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTGCTGTACTCTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCATACAAGGAATTTGTAGAGCTA
TCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ382366 
GGGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGCAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTATGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATACCATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGCAATGTTGCCTATAATGGGAATATTACCAATAATGGGAGTATTGATATGAAAAATTG
CTCTTTCAATGTAACCACAGAAATAAGAGATAAGACAAAAAAAATGTCTGCACTTTTTTATAAACTTGATATA
GTACAAATTGAGGATAAGAGCAACTCTAGCAACTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATGATGAGACATTCAGTGGAACAGGACCATGCACGAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAATAATTAGAT
CTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACAACTTAATAAATCTGTAGAAATTAATTGTACAAG
ACACAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGATATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTGAAGAGAAATGGAATGATACTTTGCAGCAGGTAAAAGACA
AATTACAAAAGCATTTCCCTGATAAAACAATAATATTTAATTCATCCTCAGGAGGAGATCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCA
GTTGGAGTAATAGATCTCAACAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAA
TTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTA
GCATTGAGCCACTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCAGAAGGAACAGAT
AGGATTATAGAATTAATACAAAGAATTATTAGAGCTATCCTCAACATACCTACAAGAATAAGACAGGGCTTTG
AAACAGCTTTGCTATAA 
>DQ382367 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCTTCAGATGCTAAAGCACATGATACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAAA
CCCCGACCCACAAGAAATAGCCTTAGCAAATGTAACAGAAAATTTTAACATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAGGAATGCTACTAATAGTAGTAGCCTCAATGAGACCATAAGAGAAATGAAAAATTGCTC
TTTCAATGTAACCACAGAACTAAGAGATAAGAAAAAGAATACATTTGCATTATTTTATAAACTTGATATAGTG



CCACTTAATGAGCATAATAACAACTCCAGTGGGTATTATAGATTAATAAATTGTAATACCTCAACTGTAACAC
AAGCCTGCCCAACGGTCGCTTTTGACCCCTTTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAA
GTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTGCTAATCTGGCAAAAGAAGTAATAATTAGATCTG
AAAATCTGACAGACAATGTCAAGACAATAATAGTGCAACTTAATCAATCTGTAGAAATTGTGTGTACAAGGCC
CAGCAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAATATTAGTGAAAAGAAATGGAATGAAACTCTACAAGAGGTAGGTAAAAAAT
TAGCAGAACAGTTCCCTAATAAAACAATACCATTTGCACCATCTTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTCAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTAAAGATGCTATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTA
CACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAGCAAAATGAAAAGGATTTATTAGCA
TTGAACAGTTGGCAAAATCTGTGGAGTTGGTTTGACATATCAAAGTGGCTGGGCTATATACAGATATTCACAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGATTTCTATAGCAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGGTGAAGGAACAGACAGA
ATTATAGAATTAGTACAAAGAGCTTGTAGAGCTATCTGCAACATACCTATAAGAATAAGACAGGGCTTGGAAA
CAGCTTTGCAATAA 
>DQ396372 
GGGACGGGGAACTTGTGGGTAACAGTCTACTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACGTGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGAATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGCG
TCACTTTACAGTGTACAGATGCTAATCGTACAAATGTTAATAGTACAAATGCTACAAATGCTACTATCAGTAC
CAAAATTGAAGGAGTAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAGAATGTGTAT
GCACTGTTTTATAGATCTGATATAGTACCACTTGAAGGGAACTCTAGTGAGTATATATTAATAAATTGCAATA
CCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCTATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGGGGGGATAA
TAATTAGAGCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTCCACCTTAATCAATCTGTAGCAATTGT
GTGTACAAGACCTGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGGCAAGCATTCTTTGCAACAGGT
GAAATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAAAGACAGTTGGAACACAACTTTAAAACAGA
TAAAGAACAAATTAAGAGAACACTTCCATAATAAAACAATAAAATTTGAACCACACTCAGGAGGGGACCTAGA
AGTTACAACACATAGCTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAAA
TACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTT
GGGACTCCAGGTGGAGCAATAAAACTGAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGA
AATTGATAATTACACAAGCACAATATACCAGTTGCTTGAAGACTCACAAAGCCAGCAGGAGAAAAATGAAAAG
GATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCATCATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTGGGTGTGCTCTCTATAGTGCATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAGTAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ369992 
GTGGTGGGAAACATGTGGGTAACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACCATCACTAATACAATCAATGCTACCATCAATAATGCAATGGAAGAAAT
GAAAAATTGCTCTTTCAATGCAAACACAGAGTTAAGAGATAAGCGGCACAAAGCATATGCACTTTTTTATCGC
CTTGATATAGTGCCAATTGATGAGGATAGTAGCAACTCCACTGCTTATAGATTAATAAATTGTAATACTTCAA
AGGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTCGTAATGTCAGTACAGTACAATGTACA
CATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTA
GATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTACACCTTAATAAATCTATAGGAATTGTGTGCAC
AAGACCCAACAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTATACAAATGACGTAATA
GGAGACATAAGAAAAGCACATTGTAACATTAGTAGAGATGACTGGAATAAAACTCTACAAAGGGTAAAAAAGA
AATTGAGAGAACATTTCCCTAATAAAACAATAACATTTCAACCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTCAGACAGATATTTGGGAGAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGTAA
TTACACAGACACAATATACAGATTGCTTGAAAAATCACAAAACCAGCAGGAACAAAATGAAAAGGATTTATTA



GCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTATGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGTTATCCATAATAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGCTTGATACCGTAGCAATAGCAGTAGCTGAGGGAACAGAT
AGGATTATAGAAGTCATACAAAGAATTTGTAGACAAGAATAAGACAGGGCTTTGGAGCAGCTTTGCTGTAA 
>DQ369982 
GTGGGGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCAAACCCTACTGTTAAAACTTGTACAACTGCAAGTGGTACAAATGCAAGTCT
TGATGACATGCAGAGCGAATAAAAAATTGCTCTTTCAATACCACCACAGGAATAAGAGGTAAGAAACAGCAGG
TGTATGCACTTTTTTATAACACTGATGTAGTGCCACTTAATGAGAATAGCTCTAGGGACAATAGATCTGGGGA
GTATATATTAATAAATTGCAATACCTCGACCATAACACAAGCCTGTCCAAAAGTCTCTTTTAATCCAATTCCT
ATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCAT
GCCAGAACGTCAGTACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGG
TAGCCTAGCAGAGGGGGATATAATAATTAGATCTGAAAATATAACAGACAATGCTAAAACAATAATAGTACAT
CTCAATGAGACAGTAGAAATTGTGTGCACAAGACCCAACAATAACACAAGAAAAAGTGTAAGGATAGGACCAG
GACAAACATTCTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAAGGA
CTGGAATAAAACTCTACAAAGGGTAAGTAAAAAATTAGAAAAATACTTCCCTACTAAAACAATAAGCTTTAAC
TCATCCTCAGGGGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGG
CAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACT
CATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTGAAAATGCTATTTGGGATGACATG
ACCTGGATGCAGTGGGATAAAGAAATCAGTAATTACACAATCACCATATACAAGCTGCTTGAAGAATCGCAAA
TCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCAT
AACAAATTGGCTGTGGTACATAAAAATATTCATAATGATAATAGGGGGCTTGATAGGCTTGAGAATAATTTTT
GCTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATA
CCCTAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAATTCATACAAGGAGGTTGTAGAGCTATCCG
CAATCTACCTAGGAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>DQ369983 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACCGATGCAAAAGCCCCTCTATTCT
GTGCATCAGACGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAATTGTACAAATGTAAAAGTTAATGCTACAGGTGCAAACGGTGATACTACTAATACTACTACTAC
TCCTATGAGTAGCAATGTTACCTACATGAATGATAGCATGGCTGGAGAAATAAAAAATTGCTCTTTCAATACA
ACCACAGAAATAAGAGATAAGAAACAGCAAGTGTATGCACTCTTTTATAGATCTGATATAGTACCACTTGAGG
AAGGCTCTAATAGGAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGT
CACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAATGTAATAATAAGACA
TTCAATGGAACAGGACCATGTCGTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAA
CTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAGGAGATAATAATTAGATCCAAAAATCTGTCAGACAATAC
CAAAATAATAATAGTACACCTTAATAAATCTGTACCAATTGTGTGTACAAGACCTGGCAATAATACAAGAAAA
AGTATAAGGATAGGACCAGGACAAACATTCTTTACACATGACATAATAGGAGACATAAGAAAAGCATATTGTA
ACATTAGTAAAACAGAATGGACCACAACTTTAGAACAGGTAAAGAAGAAATTAGAAGAACACTTCCCCGGTAG
AAATATAAGCTTTAATTCAAGCTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAA
TTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTACACAGA
TATTTGGGATAACACGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACATAATATACAGGTTG
CTTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAACTTGT
GGAATTGGTTTGCCATAACAAACTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGG
TTTAAGAATAATTTGTGGTGTGCTCTCTATAGTAAGAAAAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCT
ATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTTATACAAAGAA
TTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ369994 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCTTATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTAGAAATAACCTTACTACTACAACTGATAACAGTAATAACACCCACAATCAGAGTGTAAA
GGAAAAGATAGAAGATTGGGAAGAAACAAAAAATTGCTCTTTCAATACAACCACTGAGTTAAGAGATAAGATG
GAGCAAACGCATGCACTTTTTTATAGACTTGATATAGTACCACTTCAAGAAAACAGCACCTATAATAAGAGTG



AGTATAGTGAGTATAGATTGATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGA
TCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGG
ACAGGACCATGCCAAAATGTCAGCACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACTCAACTAC
TGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAGATCTGAAAATCTAACAAACAATGCAAAAACAAT
AATAGTACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACACAGCAATAATACAAGAAAAAGTATAAGA
ATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACTAGCACATTGTAATATTA
GTAGAACGAACTGGACTAACACCTTAAAATGGGTAGAGAAAAAATTAGAAAAACACTTTCCTAATAAAAACAT
AACATTTCAACCACACTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTAGGGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAGACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTGAAGAAGACATTTG
GAATAATATGACATGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACTGGTTGCTTGAA
GAATCGCAAAACCAACAGGAGAAAAATGAAAAAGATTTATTGGAATTGAACAGTTGGAATAGTCTGTGGAATT
GGTTTAACATATCAAAGTGGCTATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTCTCTATGGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTGTTAAT
CTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAAGTGATACAAAGAGCTTTTA
GAGCTATCTGCAACATACCTACAAGAATAAGACAGGGCCTTGAAGTAGCTTTGCAATAA 
>HQ615948 
GTGATGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCCCTCTGTG
TCACTTTAAAATGTGAAGATTTTAGTGGTACCAGGAATAGTACTAATCATAGTACCCCAAGTAATGGTACTGT
TGGCCATGGGGAAGAAATAAAAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAAAAACAGAAAAAA
TACGCACTTTTCTATAAACTTGATGTAGTACCACTTAAGGGTGGTAACAACTCTAGTGAGTACATGTTAATAA
ATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGC
CCCGGCTGGTTATGCGATTCTAAAGTGCAATGATAAGACATTCAATGGATCAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAG
GAGAAGTAGTAATTAGATCTGAAAATCTGGCAGACAATGCCAAAACAATAATAGTACATCTTAATGAAACTGT
AAACATTACGTGTACAAGACCCAGCAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAAACATAATAGGAGATATAAGACAAGCACACTGTAACATCAGTGCAGTTGGATGGAATAACACTT
TACAAAAGGTAGCTAGAAAATTAAGAGAACACTTCCCTAATAAAACAATAGCCTTTGACTCATCCTCAGGAGG
GGACCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCTTGGCT
CTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCTAGTTGGAGTGATAAACCTACAGATGATATTTGGAATAACATGACTTGGATGCAGTG
GGATAGAGAAATTAGTAACTACACAGACACAATATACAAGTTGCTTGAAGAATCGCAAAACCAGCAGGAACGA
AATGAAAAAGATTTATTAGCATTGGACAGCTGGCAAAATCTGTGGAATTGGTTTAACATATCAAACTGGTTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGCTATCTAT
AATAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTAATTGATACCATAGCAATAACA
GTAGCTGAGGGAACAGATAGGATTATAGAATTCCTACGGAGGATTTGTAGAGCTATCTACAATCTGCCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>JQ754193 
GTAGGGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACGCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAGGTGCATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAATGTTACCAAAAATAATACTGTTACCACCAATGATACCCTGAATGGAGAAATAAA
AAATTGCTCTTTCAATATACCCACAGAGTTAAGAGATAAGAAGAAGAATGTATCTGCACTTTTTTATAGTCTT
GATATAGTACCACTTAAGAATGAGAGTGAGAATGAGTATAGGTTAATAAGTTGTAACACCTCAACCATAACAC
AAGCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
ATGTAATAATAATACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTTTAGCAAAAGAAGGAATAGTAATTAGATCTGAAA
ATCTGACAAATAATGTTAAAACAATAATAGTACAGTTTAAAACACCTGTAAAGATTGTGTGTACAAGGCCCAA
CAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCGACAGGAGACATAATAGGAAAT
ATAAGACAAGCACATTGTAACATTAGTGAAGAGACATGGAATCAAACTCTACAAAATTTAGTAACAAAATTAA
AAGAACACTTCCCTAATAAGACAATACAATTTAAACCATCCTCAGGAGGGGATCTAGAAATTACAACGCATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCAAACAGATATTTGGAATAACATGACTTGGATGCAGTGGGATAAAGAAATTAATAATTACAC
AAACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAAGAAAAAAAATGAAAAGGATTTACTAGCATT
GGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATG



ATAGTAGGAGGTTTGATAGGGTTAAAAATAATTTTTGCTGTGATCTCTATAGTGAATAGAGTTAGGCAGGGAT
ACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGAT
TATAGAAGTAGTACTAAGAATTTGGAGAGCTCTCTGCCGCATACCTACAAGAATAAGACAGGGCTTTGAAGCA
GCATTACTATAA 
>GQ999981 
GTGATGGGAAGCTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGGAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAACACCATGTGTAAAGTTGACCCCACTCTGTG
TCATTCTACATTGTGCAAATGTAAACAAAAGTAGTACCAATACTACTGCTCCCACTACTATTAGTAGCATGAC
AGAAATACAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGGTAAGAAACAGCAAGCGTATGCACTTTTT
TATAGATCTGATGTACTATCACTTAATAAGAATGGGAGTGATTATATATTAATAAATTGCAATTCGTCAACCA
TAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTGAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGCAATAATGTCAGCTCAGTACAATGTACACAT
GGAATTAAGCCTGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGAT
CTGAAAATCTGGCAGACAATAGCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTGTGTGTACAAG
ACCTGGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAAATAATGACATAATA
GGAGACATAAGACAGGCACATTGTAACATTAGTACACAAAAATGGAACACAACTCTAAACTGGGTGAAGGAGA
AATTAAAGAAACACTTCTCTAATGCAACAACAATACAATTTGCACCACACTCAGGAGGGGACCTAGAAGTTAC
AGCACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTAAAGATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAA
GAATTACACAGGCACAATATACAAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTA
TTAGAATTGGACAGTTGGAAAAGTCTGTGGACTTGGTTTGACATATCACATTGGCTGTGGTATATAAAAATAT
TTATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGTGTAATCACTATAGTGAATAGAGTTAG
GCAGGGATATTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATTGAAGCAGCACAAAGAATTTGGAGAGCTATCCGTAACATACCTATAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>KC894135 
GTGATGGGGAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTACAAATGCAAATATTACCAAGACAAAGGCAAGTAAGGGTAATCTCACGACTATCATGAATGA
AGAAGTAAAAAACTGCTCTTTCAACACAACCACAGAAATAAGAGATAAGAAACAGAAGGCATATGCACTTTTT
TATAAATCTGATGTAGTGCTACTTCAGAATGACTCTAAGGGGAATGGGGAGTATATCTTGATAAATTGCAATG
CCTCAACCATAACACAAGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCAACAATGTCAGCACAGTGCAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAAATAA
TAATCAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACACCTTAATAAATCTATAGGAATTGT
GTGTACAAGACCTAACAATAATACAAGGGGAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAAAG
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACGCAATGGGGCGAAATTTTAGGAAAGG
TAAGGAAAAAATTAGAAAAACACTTCCCTAATAGAACAATAGAATTTAAGCCACACGCAGGAGGGGATCTAGA
AGTTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTCAAGCAGAAATTTGGGATAAACTGACCTGGATGGAGTGGGATAGAGA
AATTAGTAATTACACAGGCATAATATACGGGTTGCTTGAAGACTCACAGAACCAGCAGGAGAAAAATGAAAAA
GATTTATTGGCATTGGACAATTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGTGTACTCTCTATAGTGAAAAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAA
GGAACAGATAGAATTCTAGAATTAATACAAAGAATTTGTAGAGCTATCTACCATATACCTAGAAGAATAAGAC
AGGGTGCTGAAGTAGCTTTGCTATAA 
>GQ999983 
GGGATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACCACCTTATTTT
GTGCATCAGACGCTAAAGGATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTAGCGATGCTACATATAATAATGGTACGAATAGTACTGATACTATGAAAATTTGTTCTTT
CAATGCAACCACAGAACTAAGAGATAAGAAAAAGAAGGAGTATGCACTTTTTTATAGACTTGATATAGTACCA
CTTAAGAATGAAAGTGAGAGTCAGAATTTTAGTGAGTATATATTAATAAACTGTAATACCTCAACCATAGCAC



AAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGAAA
ATATATCAAATAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAAACATTACTTGTATAAGACCCGG
CAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAATGGGAGACATAATAGGAAAT
ATAAGAGAAGCACATTGTAACATTAGTGAAAAGGCATGGAATGAAACTTTAAAAAAGGTAGTGGAAAAATTAG
TAAAGTACTTCCCTAATAAAACAATAGAATTTGCACCACCCGTAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTGGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGA
GTAACAAATCTTATGGGGACATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAACTACAC
AAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAACAAGATTTATTAGCATTG
GACAAATGGCAAAGTCTGTGGTCGTGGTTTAGTATATCAAGCTGGCTATGGTATATAAAAATATTCATAATGG
TAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCCTTATCGTTGGCTATTAATCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGCAGCAGATAGAATT
TTAGAATTACTACAAAGGATTTGGAGAGGTATCTGCAACGTACCTACAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>GQ999984 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGACAGACGCAAAGACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGGAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGGAAATATAACAGAAAATTTTAACATGTGGAAGAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAACTGCAAATTTAAAGTGTGCAGATGCACAGAATGTCACCAGCGAAAATAATACTAT
ATGCAGAGACCTAAAGGAAGAGATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAG
AATGTGTATGCACTTTTTTATAAACCTGATATAGTACAACTTCAGGGTAGCAATAACTCTATATTGATAAATT
GCAATACCTCAACCATATCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGCAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AAATAATAATTAGATCTGAAAATCTGGAAAATAATGCCAAAACAATAATAGTACACCTTAATGAGTCTATAGA
AATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATACA
AATGAAATAATAGGAGACATAAGACAAGCACACTGTAACATTAGTAAAAAAGATTGGAACAAAACCTTAGAAG
GGGTAAAGAAGAAATTAGGAGAACACTTCCCTAATAGAACAATAAAATTTGCACAATCCTCAGGAGGGGACTT
AGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAGGAATCAGCAGCCCCTAGGACTTTGGGGCTGCTCTGGAAGACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTAAAACAGATATTTGGGGANNTAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAATAATTACACGGACACAATATACAGGCTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAAT
GAAAAAGATTTATTAGCATTAGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGT
ATATAAGAATATTCATCACGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTCTGTTAGTCTGCTTGATACCCNTAGCAATAACAGTA
GCTGAAGGAACAGATAGGATTATTGGAGTAATACAAAGCATCTTTAGAGCTATCTGCAATATACCTAGAAGAA
TATGACAGGGCTTTGAAGCATCTTTGCTATAA 
>GQ999985 
GGAATGGAGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAAAGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACTCCACTCTGCG
TCACTTTACACTGTACAAATGTAAATGTAACAAATGTAAGCAAAGATGATGCAGGTGGAAACAATGTAAGCAT
AACAGAAGACATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAAAAGCAAGTGTATGCA
CTTTTTTATAAACCTGATATAGTACCACTTAATGAGCATAATTCTAGTGAGTATATATTAATAAATTGCAACT
CCTCAACCATAACACAAGCCTGTCCAAAGGTCAATTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGGCCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCTGTGGTATCAACTCAACTACTGTTAAATGGGAGTCTAGCAGAAGGGGAAATAA
TAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAATTTAATAAATCTGTAGAAATTGT
GTGTACAAGACTCGGCAATAATACGAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATACAACAAAT
GCCATACTAGGAAACATAAGACAAGCATATTGTAACATTAGTACAAACAAATGGAACACAGCTTTAGAAAAGG
TAAAGAAGAAGTTAAGAGAACATTTCCCTGATAAAAACATAACCTTTGCACCGGCCTTAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATTTGGGAAAACATGACCTGGATGCAGTGGGATAGAGA
AATTAATAATTATACAAACACAATATACAGGTTGCTTCAAGACTCGCAAAGCCAGCAGGAGCAAAATGAAAAG
GATTTATTAGCATTGGGCAGTTGGGAAAGTCTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAA



AAATATTCATCATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTATGGGTGTACTCTCTATAGTGCGTAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATTGAAGCAGTACAAAGAATTTGTAGAGCTATCCTCAACATACCTGTAAGAGTAAGAC
AAGGCTTTGAAGCAGCTTTGCTATAA 
>GQ999989 
GGAAAGGAGTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGGGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCTTGCGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTCAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CTCTAAATTGTACAACTGCAAAGGGTATTAATAGTACTGACAATGCAAATGCTACTAAAAAACCAAATGAAGA
AATAAAAAATTGCTCTTTCAATACAATCACAGAGGTAAGAGATAAGCAAAAGAAAGAATATGCACTCTTTTAT
AGACTTGATCTAGTATCACTTAATGAGGGGGACTCTGAAGGGAACTCTAGCAGATCTGGCAACTTTAGTACGT
ATAGATTAATAAACTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
CCACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATGATGAGGCATTCAATGGCACAGGACCATGC
AATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACTCAATTATTGTTAAATGGTA
GCCTAGCAGAGAAAGAGATAATAATTAGGTCTGAGAATCTGACAGACAATGTCAAAACAATAATAGTACATCT
CAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGA
CAATCATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAGAAAAGT
GGGAAAAGACATTACAAAGGGTAAGTGAAGAACTAAGAAAACACTTCCCTAATAAGACAATAGAATTTAAATC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATGCCTAAAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTACCTTGGAATTCCAGTTGGAGTAATAAATCTCAAGCAGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGGCATAATATACAGTTTGCTTGAAGAATCGCAGAAC
CAGCAGGAAAAAAATGAAAAAGATTTACTAGCATTGGATAGTTGGAACAGTCTGTGGAATTGGTTTAGCATAT
CAACATGGCTGTGGTATATAAGAATATTCGTAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAATTCATACAAAGATTTTGTAGAGCTGTCCTCA
ACCTACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTGTAA 
>GQ999990 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACTGTTACAAATGCTAATGCTATCAGTAATGGTAATGCCACTTACAATAA
TACAGGGAATGGGGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAAATAAGAAACAACAAGCG
TATGCACTTTTTTATAAACCTGATATAGTACTAATTAATAAGACTTACTCTGAGTATATATTAATAAATTGCA
ATTCCTCAACCATAACACAAGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTGAGGTGTAATAATAAGACATTCAATGGGACAGGGCCATGTCATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGA
TAATAATTAGATCTGAAAATATAACAAACAATGCCAAAACAATAATAGTCCAACTTAATGAATCTGTAGCAAT
TAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGTGACATAATAGGAGATATAAGACAAGCATATTGTAACATTAATAGAAAAAGTTGGAACACAACTTTAGAAC
GGATAAAGAAGAAATTACAAGAACACTTCCCTAATGACACAATAGAATTTAAACCACACGCAGGAGGGGATCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTGAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACGCCAGTTGGAGTAATAAATCTAAAGAAGATATTTGGAATAATATGACCTGGATGCAATGGGATAT
AGAAATTAGTAATTACACAAACTCAATATACAAGTTGCTTGAGGAATCGCAAACCCAGCAGGAACAAAATGAA
AAGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAACTGGTTTGATATAACAAATTGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCTGTGCTATCTATAATAAA
TAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTCTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGAATTATAGAATTCCTACAAAGAGTTTGTNAGAGCTATAGAGCTATCCGCAACCTACCTA
GAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>JN681227 
GGGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTCTGGAAAATGTAACAGAAAATTTCAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGTTACTGTAAAAGGTGATGCTACTTTTAGTACCAGTAATAGTAATATTACTGA
AGGAATGAAGAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAACAAGAAAGAGTATGCACTTTTT
TATAGACCTGATATAGTGCCAATTAGTGGAAACAATAGTGAAGGGAATAATGGTGAATATATATTAATAAATT



GTAATACCTCAACCATAGCACAAGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCGGTAATGTCAGCACA
GTACAGTGTACACATGGAATTAAGCCAGTGGTATCGACTCAACTACTGTTAAATGGTAGCCTAGCGGAAGGGG
AGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTCCACCTTAATGAATCTGTAGA
AATTGTGTGTACAAGACCAGGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCA
ACAAATGACATAATAGGAGACATAAGACAAGCACATTGCATCATTACTAATGGTACTGCTTGGAACAACACTT
TAGAACAGGTAAAGAAAAAATTAAGAGAACACTTCAATAACAATATAACATTTAAACAACCCGCAGGAGGGGA
TCTAGAAGTTATGACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTCTA
GAAAGGTACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACGCCAGTTGGAGTAATAAATCTTATGGAGATATTTGGAATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAATAATTACACAAGCACAATATACAGGTTGCTTGAGGACTCGCAAACCCAGCAGGAGAACAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGTTGTGGT
ATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTGGGTGTGCTCGCTATAGT
GAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATTGAAATAGTACAAACAATTTGTAGAAGAATAAGACAGGGCTTTGAAGCAG
CGTTGCTATAA 
>GQ999974 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAGAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGGTGTACAAATGCTACTATTAATGGTAGCCTGACGGAAGAAGTAAAAAATTGCTCTTTCAATAT
AACCACAGAACTAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGACCTGATGTAGTACCACTTAAT
AAGAATAGCCCTAGTGGGAATTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTTAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGATATCATAATTAAATCTGAAAATCTGA
CAAACAATATCAAAACAATAATAGTACACCTTAATAAATCTGTAGAAATTGTGTGTAGAAGACCCAACAATAA
TACAAGGAAAAGTATAAGGATAGGACCAGGACAGGCTTTCTATGCAACAAATGACATAATAGGAGACATAAGA
CAAGCACATTGTAATATTAATAATTCTACATGGAACAGAACTTTAGAACAGATAAAGAAAAAATTAAGAGAAC
ACTTCCTTAATAGAACAATAGAATTTGAATCACCCTCAGGGGGGGATCTAGAAGTTACAACACATAGCTTTAA
TTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGGTACCTAAAGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCAAACAGATATTTGGGATAACATGACCTGGATACAGTGGGATAGAGAAATTAGTAATTACTCAAACAC
AATATACAAGTTGCTTGAAGACTCGCAAAATCAGCAGGAGCAAAATGAAAAAGACTTATTAGCATTGGACAGT
TGGAATAATCTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGATAATAG
GAGGCTTAATAGGATTAAGAATAATTTTGGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAATCTGCTTGATACCGTAGCAATAGCAGTAGCAGAAGGAACAGATAGAATTATAGAA
TTAATACAAAGAATTTGTAGAGCTATACGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>GQ999976 
GTGGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAATAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGTGCAAATGCAAATATTACCAAGAATAGTACTGGTAACTACAATGATAGCATGATAGGAGA
AATAAAAAATTGCTCTTTCAATACAACTACAGAACTAAGGGATAAGAAACAGAAAGTGTATGCACTTTTTTAT
AGATCTGATGTAATACCACTTAATAACAATAGATCTAATGAGAATAGCTATATATTAATAAATTGTAATTCCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGACCATGCCGTAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGGATAATAA
TAAGATTTGAAAATATAACGAACAATGCCAAAACAATAATAGTACACTTTAATCAATCTGTAAAAATTGTGTG
TGCAAGACCCCATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTTTGCAACAAATGAC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAACACAATGGAACACAACTTTGGAACAGGTAA
AGAAAAAATTAAGAGAACACTTCCCTAATAAAACAATAACATTTCAACCATCCTCAGGAGGGGACCTAGAAAT
TACAACTCATAGCTTTAATTGTATGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTGAGGAAGACATTTGGGGTAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAATAATTACACACAGACAATATACCAGCTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGAAAAGGAT
TTATTAGCATTGGACAAGTGGCAAAATTTGTGGAGTTGGTTTAACATATCACATTGGCTGTGGTACATAAGAA



TATTTATAATGATAGTAGGAGGCTTAATATGCTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGTTTGCTTAATAGCATAGCAATAACAGTAGCTGAGGGA
ACAGATAGGATTATAGAAGTAATACAAAGATTTTGTAGAGCCTTCATCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAACAGCTTTGCTATAA 
>GQ999978 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGCACAAATGCTACCTATAATAATAGCAATGGAGAAGTAAAAAATTGCACTTTCAATACAAC
CACAGAAATAAGGGATAGGAAACAGAATGCGTTTGCACTTTTTTATAGATCTGATGTAGTACCAATTAAGGAG
AATAACAAGAATGGCTCTGAAGAGAATAGCTATATATTAATAAATTGCAATACCTCAACCATAACACAGGCTT
GTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTCAGTGGGACAGGACCATGTCTTAATGTCAGCACAGTACAATGTACACATGGGATTAAACCA
GTGGTATCAACCCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTGAAAATCTGA
CAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTATACAAATTGTGTGTACAAGACCCAACAATAA
TACAAGGAAAAGTATAAGGATAGGACCAGGACAAACGTTCTTTGCAACAAATGAAATAATAGGAAACATAAGA
CAAGCACATTGTAACATTAGTAAAACAGACTGGGAAAAAACTTTAGAAAAGGTAAAGGAAAAATTAAAGGAAC
ACTATAATAAAACAATAGAATTTAAACAACCAGTCTCAGGGGGGGATCTAGAAGTTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCACTCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACAC
AATATACAGGTTGCTTGAAGAATCGCAAACCCAACAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGT
TGGAATAGCCTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATCATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTCGTCTGCTTGATAGTTTAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATTGAA
GTAGCACAAAGAATCTGTAGAGCTATCCGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>GQ999979 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATGATTCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTACAAACATCACCAGTACCAGTACAAACATCACCAGTACCAGTAATATTAGCATGAATGT
AGACATGAAAAATTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAGGAGAGACAAGAACGTGCATTTTTT
TATAGACTTGATATAGTACCACTTAATAATGACATTGGAAATTATAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTCTGAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGCAGCATAGCAGAAGAAGGGATAA
TAATTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTACATCTTAATCATTCTGTAAAAATTGT
GTGCACAAGACCCGGCAACAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGCTGAATGGAATAACACTTTAGAAAAGG
TAGGGAAAAAATTAGGAGAACACTTCCCTAATAAAACAATAAAATTTGCACCATCCTCAGGAGGAGACCTAGA
AATTGTAACACATAGCTTTAATTGTCAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTTCTGTGCCTT
GGAATAGTAGTTGGAGTAATAAATCTCTAGATGATATTTGGGGAAACATGACCTGGATGGAGTGGGATAGAGA
GATTAACAATTACACAAGCATAATATACAGCTTGCTTGAAGAATCGCAGAGCCAGCAGGAAAGAAATGAACAA
GAGTTATTGGCATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGTTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGATATCTATAGTGAATAG
AAGTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGCCTGCTTGATACCACAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTATAAAATTCCTACAAAGAGTTTGTAGAGCTATCTGCAATATACCTACAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTACAATAA 
>GQ999980 
GTGGTGGGGAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGACATGAGAGAGAAGTGCATAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAACTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTAACAGTAGTTAATGCTACACATACTAATAAGAGCATGAATGGAGAAATTGA
CATGAAAGAAGAAATGAAAAATTGCTCTTTCAAGACAACCACAGGAATAAGAGGGAAGAAACAGACAGAGTAT
GCACTTTTTTATAGACCTGATATAGTACCACTTAGTAAGGAAAGCTCTGAGTATATATTAATAAGTTGCAATA



CCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAA
TAATTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTACACCTTAATGAGTCTATAAATATTGT
GTGTATAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAGCATTCTATGCAACAAAT
GCCATAACAGGAGATCTAAGACAAGCACATTGTAACATTACTAAAGACAGATGGATCGCAACTTTAGAAAAGG
TAAAGAAGAAATTAGAAGAACACTTCCCTAATAAAACAAAAATAAAATTTGCACCATCCTCAGGAGGGGACCT
AGAAGTTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTAGAA
AGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAGCAGAGATTTGGGAAAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAATTACACACACACAATATACAGGCTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAA
AAAGACTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACACAGTGGCTGTGGTATA
TAAAAATATTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTAATACCTTAGCAATAACAGTAGCT
GAAGGAACAGATAGGGGTATTGAAGTATTACAAAGAATTGGTAGAGCTATCTACAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>FJ443982 
GTGGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGAGTTGGAAAATCTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAATGCTTCCCCTAATAATGCTTCCCTTGCTAACCTTAAGGTCCTTAATGCCTCCTA
TAACGATACTATCTATCAGGATGGAGGAGTAAAAAGTTGTTCTTTCAATACAACCACAGAAATTAGGGATAAA
AAACAGCAAGTGCAGGCATTCTTTTATAAATCTGATATAGCACTAATTAATGCGACTAGGAGTAAGGATGAGT
ATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACCTTTGATCCGATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAAGGCATTCAATGGGACAGGACCATGC
AACAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGAGGAGATAATAATTAGATCTGAAAATCTGACAAGCAATCACAAAACAATAATAGTACAGCT
TAATAGATCCATAGAAATTGTGTGCATAAGACCCGGCAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGTGACATAATAGGAGACATAAGAAAAGCATATTGTAACATTAGTGCAGAAAGAT
GGAATGAAACTTTAGAATGGGTAAAGGAAAAATTAGCAGAACACTTTCCTAATAAGACAATAAGAGATGAGCC
ATCTTCAGGAGGGGACCCAGAAGTTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAACGGATCAACGGCTCCTAGGGCTCTGGGGCTGCTCTGGAAAACTCA
TCTGCCCCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAGATCTGAAGCAGAGATTTGGGAAAACATGAC
CTGGATGGAGTGGGAGAGAGAAATTAATAATTACACAGGCACAATATACAGGTTACTTGAAGAATCGCATGAC
CAACAGGAGAAAAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTGACATAA
CAAAGTGGCTGTGGTATATAAAATTATTCATTATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTATCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGTTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGGAATACAAGGAATTCTTAGAGCTATCCGCC
ACATACCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCTATAA 
>HQ595744 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTATGGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTTCAAATGCTAATGTTAATGTTACTGCTATCAGTAATGATACTGGTATAGAAATAAAAAA
TTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAAAAACAGAAAGCGTATGCACTTTTTTACAGACCTGAT
ATAGTACCACTTAATGAAGGGAATCCAATAAATGGAACTAATTCTAGTAGAGAGTATATATTAATAAATTGCA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTATTGCACTCCAGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGA
TAATAATTAGATCTGAAAATCTGACAGACAATACCAAGACAATAATAGTCCACCTTAATAAATCTGTAAACAT
TGTATGTACAAGACCCAACAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAGACATTCTATACTAAT
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTCAATGGAACACAACTTTAAAACAGGTAAAAG
AAAAATTAAGAAAACTCTATAATAGACCAATAGAATTTCAACAACCTTCAGGAGGGGATCTAGAAATCACCAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
ATTGGACTAATAAATCTATAGGAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGATACAATATACAGGTTGCTTGAAGACTCGCAAAACCAACAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTCA



TCATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGGTGTACTCTCCATAGTGAAAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTACTAATCTGCTTGATATCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATTGAGGCAATACAAAGAATTTGTAGAGCCATCCGCAACATACCTAGAAGAAGAAGACAAAGCTTTG
AAGTAGCTT 
>HQ595745 
AATGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCAGTATGGAAAGAGGCAAAAACTACCCTATTTTGTG
CATCAGATGCTAAAGGATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
TAACCCACATGAAATGTGGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGACCAG
ATGCACGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAACCTGTACAAATGTTACCAAAAATGGTACCAATACTGCCACTAATGGTACTGATACCCTGAATGGAGA
AGGAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGAAAAAGAAGGAATATGCACTT
TTCTATAGACTTGATATAGTACAACTTAATGAGAAGAATAATAATGATAGTAGTAAGATGTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGC
TCCAGCTGGATATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAGA
AAGAGATAATAATTAGATCTGAGAACCTGACAAACAATGTCAAAACGATAATAGTACATCTTAATAAATCTGT
AACAATAGTGTGTACAAGGCCCAATAATAATACAAGGAAAAGTGTGAGAATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAAATATAAGAGAAGCACATTGTAACCTTACTGCAGGCGAGTGGAATGAAACTT
TAAAAGAGGTAAGGAAAAAATTACAAGAACATTTCCCTAATAAAACAATACAATTTGCACCACACTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACACTAGTTGGAGTAATAAATCTGTAGGGGATATTTGGGATAACATGACTTGGATGCAGTG
GGAAAGAGAAATTGACAATTACACAAACACAATATACAAGATGCTTGAAGTCTCGCAAATCCAGCAGGAACAG
AATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATTTATGGAATTGGTTCGATATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGT
AGTAAGAAGAGTTAGGCAGGGATACTCACCTTTATCGTTGGCTATTAGTTTGCTTGATTCCCTAGCAATAACA
GTAGCTGAAGGAACAGATAGAATTATAGAAATAGCAAGAGGAATTTGTAGAGCTATCCTCAACATACCTAGAA
GAGTAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ615959 
GTGATGGGAAACTTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAATTAGTCTTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAACACCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATACAAATAGAACAGTTAATGAAACAGCTATTGAGATGAAAAATTGCACTTTCAA
TACAACCACAGAACTAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGATCTGATGTAGTACCAATT
AATGGGAATAGTTCTGGAACTAGCTATAGTCAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATACCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAA
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATC
TGACAAACAATATCAAAACGATAATAGTACACCTTAATGAATCTATAAGTATAGTGTGTATAAGACCCGGCAA
CAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACCTTCTATGCAACAGGAGATATAATAGGAGACATA
AGAAAGGCACATTGTAACATTAATAAAGCTCTATGGGACAGAACTTTAGAACAGGTAAAGGAAAAATTGAAAA
TACACTACCCTAATAAAACAATACAATTTGCACCACACTCAGGAGGGGATTTAGAAATTACAACACATAGTTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGCA
ATAAATCTCAAACAGACATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAG
CACAATATACCAGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGAC
AGTTGGAAAAATCTGTGGAATTGGTTTGCTATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTGAGTGTACTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTACTAGTCTGCTTGATACTATAGCAATAGCAGTAGGTGAAGGAAAAGATAGGATTCTA
GAATTAGTACAAAGAATTGGTAGAGCTATCCTATACATACCTAGAAGAATAAGACAAGGCTTTGAAACAGCTT
TACTATAA 
>HQ595757 
GTGATGGGGAACTTGTGGGTCACAGTCCACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGATTTTGGGAAATGTAACAGAAAATTTTGACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTGAAACCCTGTGTAAAGTTGACCCCCCTCTGTG
TCACTTTAAATTGTACAAATGCAAAAGTTAATGTTACCACCGTTAACAATAGTACTCTTACCTCCACTGATGA
AGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTAT
AAACCTGATATAGTACCACTTAATGAGAACAAGAACAGCTCAGAGTATATATTAATAAATTGCAATAGCTCAA



CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGC
GATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAAAGGATATAGTAATTAGAT
CTAAAAATCTGGCGGACAATGCCAAAACAATAATAGTACAGCTTAAAGAACCTGTAGAAATTGTGTGTATAAG
ACCTGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCGACAAAAGACATAATA
GGAGACATAAGACAAGCACATTGTAAAATTAATGGAAGTGAATGGAACAACACTTTACAACAGGTAAGAAACA
AATTAGCAGGACACTTCCCTAATAAAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTATTGGCTCTAGAAAGATACCTACAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
GTTGGAGTAAGAATAAAACTTTTAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGATAGAGAAATTGA
TAATTACACAGACACAATATACAGGTTGCTTGAAGAATCACAAAGCCAGCAGGAAAGAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGAGTTATAGACTTAGCACAAGGAATTTGTAGAGCTATCCGCAACGTACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KC894111 
GTAGGGGGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAGATGGTTTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAATTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAATATGTAAAGATGTTAGAAATGATACCTCCAATAGTACCCTGAATGAAACAATGAATAGAGAAAT
GAAAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAAAGAGAATACATATGCACTTTTTTATAAG
CTTGATATAGTGCCACTTAATGAGAGTGAGGGCAAGTATAGATTAATAAGTTGTAATACCTCAACCATAACAC
AAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAA
GTGTAATAATAATACATTCAATGGAACGGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAAAAGAAAAAATAGTAATTAGATCTGAAA
ATCTGACAAATAATGCCAAAACAATAATAGTACAGCTTCAACATCCTGTAGAAATTGAGTGTACAAGGCCCGG
CAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCGACAGACATAATAGGAAATATA
AGACAAGCACATTGTACCATTAATGAAAAGAACTGGACTAACACTCTGCAAGAGGTGAGTAAAACATTAAAAG
AACACTTTAATAAAACAATAGTATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACGCATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACGGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTGATA
AAACTCAAGCAGAAATCTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACAC
AATATACAGGTTGCTTGAAGAATCGCAAAATCAGCAAGAGAAAAATGAAAAGGATTTACTAGCATTGGACAGT
TGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGGTTAAGAATAATTTGTGCTGTAATCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAGTCTGTTTGATGCCCTAGCAATAGCAGTAGCTGAAGGAACAGATAAAATTATAGCA
TTAGTACTAGCAATTTGTAGAGCTATCCGCCGCATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCGTTAC
TATAG 
>KC863324 
GCGGTGGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGAATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGCGTAAAGTTGACCCCACTCTGTG
TCACTTTGAATTGTACAGATAAAAAATTTAATGATACCAGTAGTGTTAATGTTACCCACAATAATAACATGAC
TAGAGAAATGAAGAATTGCTCGTTCAATATAACCACAGAATTAAGAGATAAGAAAGAGAAAGTCAGTGCACTT
TTTTATAGACTTGATATAGTACCACTCAGTGAGAATAGTAGCAATTCTAGTAACTATAGTGAGTTTAGGCTAA
TAAATTGTAATACCTCAGTCATAACACAAGCCTGTCCGAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAAGGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAAAGATAATAATTAGATCTGAAAATTTGACAGACAATGCCAAAACAATAATAGTACATCTTAAGACACC
TGTAGAGATTGTGTGTACAAGACCAGGCAATAATACAAGAAGGAGTGTGAGAATAGGACCAGGACAAACATTC
TATGCAATGGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAATGGAACAAAGTGGAGTGAAA
CTGTACAAAATGTAGCGGAACAATTAAGAGGACACTTCCCTAATAAAACAATAAGCTTTGAACCACACTCAGG
AGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACGAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTTATCTGCACCA
CTGCTGTGCCTTGGAACGCCAGTTGGAGTAATAAATCTCAAGCAGACATTTGGAATAACATGACCTGGATGCA
GTGGGATAGAGAAGTTAGTAATTACACAAACACAATATACAGGTTACTTGAAGACTCGCAAAGCCAGCAGGAA
ACAAATGAAAAAGATTTACTGGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAATTGGC



TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGTGTGCTCTC
TATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAATCTGCTTAATACAATAGCAATA
GCAGTAGCTGAAAGAACAGATAGGATTATTGAAGTACTGCAAGGAATTTGTAGAGCTATCCTCAACGTACCTA
GAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KC863361 
GGGGTGAAGGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCTCACTCTGTG
TCACTTTAAATTGTACAACTGTTACCTACAATGTAACGGGTGAAGAAGTAAAAAATTGCTCTTTCAATACAAC
CACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGACCTGATCTAGTACCACTTAAGGAT
GGGAATAATACGTATATACTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTG
ACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGG
GACAGGAACATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTA
CTGTTAAATGGCAGCCTAGCAGAAGAGGAGATAATAATCAGATCTGAAGATCTGGAAAGAGATACCAAAACAA
TAATAGTCCACCTTAATGAATCTGTAGCAATTAATTGTACAAGGCCCGACAATAATACAAGAAAAAGTATAAG
GATAGGACCAGGACAAACATTCTATGCAAATAGCATAATAGGAGACATAAGACAAGCACATTGTAGCATTAGT
AAGGAGCAATGGAACAAAACTTTAGAACAGGTAAAGAAAAAATTACAAGAACTCTACAATAGAACAATAATAT
TTCAACAACCAATCGCAGGAGGGGATCTAGAAGTTACAACCCATAGCTTTAATTGTGGAGGAGAATTTAAGCA
GCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCT
GGAAAACTCATCTGCACCACTAATGTGCCTTGGAACCACAGTTGGAGTAATAAATCTATTGGAGATATTTGGG
ATAATATGACCTGGATGCAATGGGACAGAGAAATTAGTAATTACACAAGCACAATATACAAATTGCTAGAAGA
CTCGCAAAACCAGCAGGAGAGAAATGAAAAGGATTTATTAGAATTGGACAGTTGGAAAAACCTGTGGAGTTGG
TTTAGCATATCAAATTGGTTGTGGTATATAAAAATATTCATCATAATAGTAGGAGGCTTGATAGGTTTAAGAA
TAATTTTTGGTGTACTCTCTATAGTGAAGAAAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCT
GCTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGGCATACAAAGAATTTGTAGA
GCTATCCGCAACATACCTAGGAGAATAAGACAGGGCTTTGAAGTAGCTTTGATATAA 
>KC894133 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCGACCCACAAGAAATACCTTTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAAGTGTACAAATACTACCTATTATAATGTTAGCAGCAAGGAAGAAATAAAAAATTGCTCTTTCAA
TACAACCACAGAAATAAGGGATAAGAAACAGCAAGCATATGCACTTTTTTATAGACCTGATATAGTACCACTT
AATGAGAATAATGATAGCTATATATTAATAAATTGCAATACCTCAACCATTACACAGGCCTGTCCAAAGGTCA
CTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATGAGACATT
CAATGGGATAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAAATAATAATTAGATCTGAAAATCTGACAGACAATATCA
AAACAATAATAGTACACCTTAAGGAGCCTATAAAAATTGAGTGTATAAGACCCAACAACAATACAAGAAAAAG
TATCAGGATAGGACCAGGACAGACATTCTATGCAATAAATGGCATAATAGGAGACATAAGGCAGGCATACTGC
AACATTAATGGTAGCGAATGGAACAGCACGTTGGAACAGGTAAAGAGTAAATTAAGTGAACACTTCTCTGAGA
GTACAATAGAATTTAAACCAGCCGCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGA
ATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGG
GGATGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAATAAGTCTCAGTCAG
ATATTTGGGAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAACAATTATACAAACACCATATACAAGTT
GCTTGAAGAATCGCAAACCCAGCAGGAGGAAAATGAAAAGGATTTATTAGCTTTGGACAGTTGGAAGAACCTG
TGGAATTGGTTTGACATAACAAGGTGGTTGTGGTATATAAGAATATTCATCATGATAGTAGGGGGCTTGATAG
GCTTGAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGC
TATTAGTCTGCTTGATACTATAACAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTAGCACAAAGA
ATCTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAATAG 
>FJ443300 
GCAGGGAAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAATAATAATGTTACCTTCAATAGTACCAGAAATAGTACTGTTGCCACCCTCAATAGTAC
CATGGAAGGGGAAGGGGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAGGAAAAAGCCT
GCATATGCACTTTTTTATAAGCTTGATATAGTATCACTTAATGAGAGTCGGAACAACCATAGTGTATATAGAT
TAATAAATTGTAATACCTCAACAATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTA
TTGTGCTCCGGCTGGTTTTGCGATTCTAAAATGTAATAATAATACATTCAATGGAACAGGACCATGCACTAAT



GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAG
CAGAAGAAAGGATAGTAATTAGATCTGAAAATCTGACAGATAATGTCAAAACAATAATAGTACAGCTTCGCGA
CCCTGTAGAAATTGTGTGTACAAGGCCTAATAATAATACAAGAAAAAAAAGTGTGAGGATAGGACCAGGACAA
ACATTCTATGCAGCAGGAGGCATAATAGGAAATATAAGACAAGCACATTGTAACATTAGCAAACAGGCTTGGA
ATAAGACTCTACAAGAGGTAGGAGAAAAACTACAAGAACACTTCCGTAATAAAACAATAAAGTTTGAACCACA
TTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGCAATAAATCTCAAACAGATATTTGGGATAACATGACTTG
GATGCAGTGGGATAGAGAAATTAATAATTACACAGAAACAATATACAGGTTGCTTGCAGAATCGCAGAACCAG
CAAGAACAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGGCATAACAA
AATGGTTGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGT
ACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGTTTGATACCATA
GCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGTACAAAGAATCTGTAGAGCTATCCGCAACA
TACCTAGAAGATTAAGACAGGGCTTGGAAACAGCATTGCTATAA 
>FJ443417 
GGGGTGGGAAACTTGTGGGTCACAATTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAAATGCTAAAGCATATGAGAGAGAGGTGCATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATGGTTTTGGAAAATGTAACAGAGAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAGAGTGTGGTAATGGTACCAATATTAATGTTACCACTGTTGCTGAGATGAAAAATTGCTCTTTTAA
TGTAACCACAGAAGTAAGAGATAAGAAGCACAAAGAATATGCACTTTTTTATAGAACTGATATAGTGCCACTT
AGTGAGAATGAGAACAGCACCTATAGATTAATAAATTGTAATACCTCAAAGGTGACACAAGCTTGTCCAAAGG
TCAGTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAA
ATTCAATGGGACAGGACCATGCCGTAATGTCAGTACAATACAGTGTACACATGGAATTAAACCAGTAGTATCA
ACTCAACTACTGTTAAATGGTAGCTTATCAGAAGAAGGGATAATAATTAGATCTGAAAAACTGGAAGACAATG
TTAAAACAATAATAGTACAGCTTAATGAATCAATAGGAATTGTGTGCACAAGACCCAACAATAACACAAGAAA
AAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGCGAAATAATAGGACAAATAAGACAAGCACAT
TGTAATATTAGTGGAGATAAATGGGATAAAACTTTACAAAAGGTAAGTGAAAAATTAAGAGAATACTTCAATA
AAACAATAAAATTCCAGCCATCCTCAGGAGGGGACCTTGAAATTACAACACATAGCTTTAATTGTGGAGGAGA
ATTTAAGCAGCTCCAGGCAAGAATCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAACAGTTGGAGTAATAAATCTCAAGACG
AGATTTGGGAGAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTATACAGACACAATATACAAGTT
GCTTGGAGAATCGCAAATCCAGCAGGAGAAGAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTG
TGGAGTTGGTTTAGCATAACACATTGGCTATGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAG
GTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGC
TATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCATACAAAGA
ATTTGTAGAGCTATCCGCAACCTACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGTTATAA 
>FJ443426 
GTGTGGGGAACCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATACGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTACAAACTTAAATGGTACAACCTTAAATGGTACTGTTACCTACAATAATAATAACATGAC
AGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGACAGGAAACAGAAAGCATATGCACTC
TTTTATAGACAGGATATAGTACCACTTGAAGAGAATAAGAATAGCTCTGAGTATATATTAATAAATTGCAATA
CCTCAACCATAACACAAGCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAGGAGATAA
TAATTAGATCCGAAAATCTGACAGACAATACCAAAACAATAATAGTACATCTTAATGAACCTGTAAAAATTCA
GTGTATAAGACCTAACAATAATACAAGGAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCAAATAAT
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAACATGGAATCAAACTTTAGAAAGGGTAA
AAGGGAAGTTAAAAGAACACTTCCATAATAAAACAATAGAATTCCAACCATCCTCAGGAGGGGATCTAGAAAT
TGCAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTCTAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCTAGTTGGAGTAATAAAAGTCTAAGTGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAATAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAGGAT
TTATTAGCATTAGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAGC
TGTTCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGTGTGCTTTCTATAGTAAAAAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGA



ACAGATAGGATTCTAGAATTAGTACTAAGAATTGGTAGAACTATCCGCAACATACCTACAAGATTAAGACAGG
GCTTTGAAGCAGTTTTGCTATAA 
>FJ443473 
GGGTTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGCGTGCCCACAGA
CCCCAACCCACAAGAACTAATTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTAATGTTACTGCTAAAAATGTTACTGATAATGATACTAATGTTAATACAAG
TATTACTGCCTATGCTAATGCTACCGATATGCGAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAG
AAAAAGCAAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGAGAATAACAACAATAGTGAAT
ATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTAT
TCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGC
AATAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAGTTACTGTTAAATGGTA
GCCTAGCAGAACAAGAGATAGTAATTAGATCTGAAAATCTGACAGACAATGCCAAAATAATAATAGTACAGCT
TAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAACAAGTATAAGGATAGGACCAGGA
CAAGCATTCTATGCAACAAATGGCATAATAGGAGATATAAGGCAAGCACATTGTAATATTAGCAGGGAACTCT
GGAATAAAACTTTAGAAGGGGTACGTGAAAAACTAAAAGAACACTTCCCTAATAGAACAATAAATTTTAATCA
ATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACA
AGACTCCTGGCTGTAGAAAGATATCTAACAGATCAACAGCTCCTAGGGCTTTGGGGATGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCTTGGAACCGCACTTGGAGTAATAAAACTAAAGACCAAATTTGGGATAACATGAC
CTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAGAGGAGATATATAGGTTGATAGAAGAATCGCAGAGA
CAGCAGGAAAATAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAT
CAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTAGTTGATACC
ATAGCCATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACTAGGAGTTTGTAGAGCTATCCGCA
ACATACCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>FJ443488 
GTAGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTGTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGATGACCCCACTCTGTG
TCACTCTAAATTGTACAGATGTTAAGAGAACTGAAAATGATAAAAATGATACCTACAATAATGATATGAAAAA
TTGCTCTTTCAATACAACCACAGAACTAAGAGACAAGCAACAGAAAGCGTATGCACTTTTTTATAAATCTGAT
GTAGTGTCACTTAATAAGAATAATACTAGTAATGCTAGTGACTATATATTAATAAATTGCAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATGATAAGAACTTCACTGGGATAGGACCATGCTATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCGACCCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGGGATAATAATTAGAT
CTGAAAATTTGACAGACAATACCAAAACAATAATAGCACATCTTAATGAATCTATAAACATTGTGTGTGTAAG
ACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAAATAACATAATAGGA
GACATAAGACAAGCACATTGTAACATTAGTTTGAGTAAATGGAACAAAACTTTAAAAGGGGTAAAGGAAAAAT
TGGAAACATACTACCCTAATAGAACAATAGAATTTAGACCACCCTCAGGAGGGGATCTAGAAATTACAACACA
TAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTGAAAAGGAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAAAGAAATTAATAATTA
CACAGGCACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAAAATAACAAAGTGGCTGTGGTATATAAAAATATTCATCA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGTGTGCTCTCTATAGTAAAAAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGGAGGAACAGATAGA
ATTATAGAAGTAGTACAAAGAATTTTTAGAAATATCCTTAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAACTTTGCTATAA 
>FJ443498 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGGTAGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCATAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAATTGTAGTAATGAGGTTACCTACATTAATGCTGCCAACAATAGTATTACCAATACAACCACGGA
GGCAGAAATGAAAAATTGCTCTTTCAATGCAAACACAGAGCTAAAAGATAAGAAGCACCAAGAGTTTGCACTT
TTTTATGACCTTGATATAGTGCAACTCGAGGAGAATAATACTGAGTATAGATTAATAACTTGTAATACCTCAA
AGATATCACAAGCCTGTCCAAAGATCACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTTTAAAGTGTAATACCAAGACATTCAATGGGACAGGACCATGCCACAATGTCAGTACAGTACAATGTACA



CATGGAATCAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCTGAAAAAGAGATAATAATTA
GATCTAAAAATCTGACAGACAATACTAAAACAATAATAGTACATCTTAATCAATCCATAGGAATTGTGTGCAC
AAGACCCGGCAACAACACAAGAAAAAGCATAAGAATAGGACCAGGACAAGCATTCTATGCAACAAATAGTATA
ATAGGAGACATAAGAAAAGCACATTGTAATATTAGTAAGGATCTCTGGAATGAAACCTTACAAAGGGTAACTG
AGAAATTAGAAGAACACTTCCCTAATAAAACAATAGAGTTTGAACCATCCTCAGGAGGGGACCCAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTA
CAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTAAAGATGATATTTGGGGTAACATGACCTGGATGCAATGGGATAGAGAAATTAA
TAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAGGGATTTA
TTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTCAGCATAACAAATTGGCTATGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATCATAGAATTAATACAAAGAATTTGGAGAGCTATCTGTAACATACCTAGAAGAATAAGACAGGGCT
TCGAAGCAGCTTTGCTATAA 
>FJ443515 
GTGTTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGAGGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGACCAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAACTGTATAGATGCAAATGTTAATGTTACAGTTACAGTCAATGACAGCATGGCTGAAGAAATAAA
AAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCATATGCACTTTTTTATAGACCT
GATATAGTACCACTTAATGGGGATAACCAGAGTTATATATTAATAAATTGCAATGCCTCAACCATAACACAAG
CCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCCACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATTATTAGATCTGAAGATC
TGGAAGAAAATACCAAAACAATAATAGTACACCTTAATAAATCTGTAGAAATTGTGTGTACAAGACCCGGCAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGACATAATAGGAGACATA
AGACAAGCACATTGTAACATTAGTAGGAAAAATTGGACCACAACTTTAGAACAAATAAAAGAGAAATTAAAAG
AACACTTCCCCAGTAAGAATATAACGTTTCAACCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTACAGGATCAACAG
CTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCCAGTTGGAGTA
ATAAAACTCAGGATGAAATTTGGGGTAATATGACCTGGATGCAGTGGGAGAAAGAAATTAGCAATTACACAGA
CACAATATACAGGTTACTTGAAGAATCGCAAACCCAGCAGGAGCAGAATGAAAAAGATTTATTAGCATTGGAC
AAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCAGTGTTATCTCTAATAAATAAAGTTAGGCAGGGATACTC
ACCTTTGTCATTTGCTATTAAGCTGTTAGATACCATAGCAATAGCAGTAGCTGAGGGAACTGATAGGATTATA
GAATTCATACAAAGAATTTGTAGAGCTGTCCGCAACCTACCTAGAAGAATAAGACAGGGCGCTGAAGCAGCTT
TGCTATAA 
>HQ615950 
GGGAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAAGACCACTCTATTCTGTG
CATCAGATGCTAAAGTATATGAGCGAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAATAGATTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATAAAGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTTA
CTCTAGAGTGTAAAGATGTAAACAGTACAGTTGGTAATACCACCACCCATGCCTACAATGATACCTACAATAG
TATGAAAAATTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAGAAAAAGAAAGAGAGTGCAATTTTTTAT
GCAATTGATCTAGTACAACTTGATAATGATACGTATAGATTAATAAGTTGTAATACCTCAGTCGTAACACAAG
CCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAAAGATAAAAAATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACCCAACTACTGTTAAATGGTAGTCTAGCAGAAAGGGGGATAATAATTAGATCTGAAAATC
TGACAGACAATGTCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATTAATTGTACAAGACCCGGGAA
CAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATA
AGACAAGCACATTGTAACATCAGTAAAACTGCATGGTATAAAACTTTAAAAGATGTAAGTGAAAGATTAAAAG
GATACTATAATAAAACAATAAAATTTGCACCAGCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACTCAGACAC
AATATACAGGTTGCTTGAAGAATCGCAAAATCAGCAGGAAAGTAATGAAAAAGATTTACTAGCATTGGACAGT
TGGAACAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTGGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCATTTGCTATTAGGCTGTTTGATACCCTAGCAATAACAGTAGCTGAGGGAACAGATAGGATTATTGAA



ATAATACAAAGATTTTGTAGAGCTATCTACAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>HQ615944 
GGAAAGAGCCGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAAATGCTAAAGCAATTGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGAACC
CAATCCACAAGAAATAGAGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTGACCCCACTCTGTGTCA
CTCTACACTGTAGTAATGTTACCCACAATGCTAGCGTGGAGGGTGACTACAATGATAGCATGAAGAAAGAAAT
GAAAAATTGCACTTTCAATGTAACCACAGAATTAAGAGATAAGAAAACGAAAGAAAGGGCATTGTTTTACAAA
CTTGATATAGTACCACTTAATGGGGGTAATAATAGTGATAGTAATAGTAGTGAATATAGATTAATAAATTGTA
ATACCTCAGTCATAACACAAGCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGATGAGACATTCAGTGGAATAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGGGGAGA
TAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAAT
TGTGTGCACAAGACCAGGCAACAATACAAGACAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGCCATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTCTAGTGAAATGGAATAAAACTTTGGAAA
GGGTAGGTGAAAAATTAAGAGAACACTTCCCTAATAAAACAATAGAATTTAATTCATCCTCAGGAGGGGATCT
AGAAATTACAACACATAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCTTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTTC
CTTGGAACTCGAGTTGGAGTAATAAAACTAAAAGTGAGATTTGGGATAACATGACCTGGATGCAATGGGATAG
GGAAATTAGTAATTACACAGACACAATATACAGGCTGCTTGAAGACTCGCAAAACCAGCAGGAAATAAATGAA
AAAGATTTACTAGCATTGGACAGCTGGAACAATCTGTGGAGTTGGTTTGACATATCAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCT
GAAGGAACAGATAGGCTTATAGAATTTATACAAAATTTTTGTAGAGCTATCCGCAACGTACCTAGAAGGATAA
GACAGGGCTTTGAAATAGCTTTGCAATAA 
>HQ595746 
GTGATGGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACAACTGTCAGCAATAATACTACCGATGATATGAAAAATTGCTCTTTCAATATAACCAC
AGAATTAAGAGATAAGAAACAGAAGGTGCATGCACTATTTTACAAACTTGATATAGTACCACTTGAGAACAAT
AGCTCTGAATATAGATTAATAAATTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACC
CAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATCCTAAAGTGTAATAATAAGACATTTAATGGGAC
AGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTG
TTAAATGGTAGCCTAGCGGAAGGAGGGATAATAATTAGATTTGAAAATTTGACAAACAATGCCAAAATAATAA
TAGTACATCTTAATGACTCTGTACCAATTATGTGTACAAGACCCAACAATAATACAAGAAAAAGTATTAGGAT
AGGACCAGGACAAACATTCTATGCAACAGGTGAAATAATAGGGAACATAAGAGACGCACATTGTAACATTAGT
GAACAGAAATGGAATCAAACTTTACAACGGGTAAAGGAAAAATTAAAAGAACACTTCCCTGGTAAAAACATAA
CTTTTCAACCACAATCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACA
GCTCCAGGCAAGAGTCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCT
GGAAAACTCATCTGCACCACTGCAGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTAAAGACCAAATTTGGG
ATAACATGACCTGGATGGAGTGGGATAGAGAAATTAATAATTACACAGAGACAATATACAAGTTGCTTGAGGA
CTCGCAAAACCAGCAAGAAAGGAATGAAAAAGATTTATTAGCATTGGACAGCTGGAACAATTTATGGAATTGG
TTTGACATAACAAAATGGCTGTGGTATATAAAAACATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAA
TAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGTTATTAGTCT
AATTGATAGCCTAGCCATAACAGTAGCTGAAGGAACAGATAGGATTCTAGAATTACTACAAAGAATTGGTAGA
GCTATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HQ615955 
GTGGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAGACTGTATAAATGTCACCATGAAGGAAGTAAATGTAACTGATACCAAGAAGGAAATGAAAAATTG
CTCTTTCAGTGCAAACACAGAGCTAAAAGATAAGAAGCATAGAGAATATGCACTTTTTTATAGCCTTGATATA
GTACCACTTGGTGGGAATAATAGCAACTCTAGTTATAGATTAATAAGTTGTAATACCTCAGCCATTACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTG
TAATAATAAGACATTTAATGGAACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACATGGAATTAAA
CCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCATAGCAGAAGAAGAAATAATAATTAGATCTGAAAATC



TGACAAACAATGCTAAAATAATAATAGTACAGCTTAATGAATCCATAGAGATTGTGTGCACAAGACCTGGCAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAATGCTATATGCAACAAAAATAATAGGAGACATAAGA
CAAGCATATTGTAACATTAGTGAAAGAGACTGGACTAGAACTTTACATCGGGTAAGTAAGAAATTGGGAGAAC
ACTTCCCTAATAAAAATATAACCTTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTC
CTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGTCTTGGAACTCCAGTTGGAGTAATA
AATCTTTTAATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAGATTAACAATTACACAGACAC
AATATACAGGTTGCTTGAAGACTCGCAAACCCAGCAGGAACAAAATGAACAAGATTTGTTAGCATTGGACAAG
TGGCAAAATCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAATCTGCTTGATACATTAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAA
TTCTTCCAAAGAATTTGTAGGGCTATCCGCAACCTACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGC
TATAA 
>HQ595766 
GTGGTGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTCGCAGAAGCGCATAACATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGTACAAATGCAACATTTGATGCCGACACTATTAAGAATATTACCTATCTTCGTAATCTAAC
TGAAGAAGTAAAAAATTGCTCTTTCGATACAACCACAGAAATAAGAGATAAGACACAGAAAGCATATTCACTT
TTTTATAGACCTGATATAGTGCCAACTGGTGAGAAGAAGGATAATAAGAGTGATAGATATATATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGTACA
GTACAATGCACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGG
ATATAATAATTAGATCTGAAAATTTGACAAACAATGTCAAAACAATAATAGTCCACCTTAATGAATCTGTCAT
GATTAATTGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
CCAGGAGATATAATAGGAGACATAAGAAAGGCACACTGTAACATTAATAAAACGCATTGGAATACAACTTTAG
AAAGGGTAAAGAAAAAATTAAGAGAACTCTACAATAAGAGCATAACATTTGAACCATCCTCAGGAGGGGATCT
AGAAGTTACAACACATACCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGACAACATGACCTGGATGCAATGGGATAG
AGAAATTAACAATTACACAGACACAATATACAGGTTGCTCGAAGACTCGCAAAACCAGCAAGAGAAAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTAATATAACAAATTGGTTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCT
GAAGGAACAGATAGGATTATTGAAGCAATACAAAGAATTTGTAGGGCTATCTACAACTTACCTAGAAGAATAA
GACAAGGCTTTGAAGCAGCTTTGCTATAA 
>KC894386 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGCGTACAGTTGACCCCACTTTGTG
TCACTTTAAATTGTAGTAATGTTACTTATAATGTTACCTATAATAATACCAATACCAATAGTAGCAATAATAG
TTCCATTGCCTATAATGTTACCATAGATGAAGAAAGGAGAAACTGCTCTTTCAATGTAACTACAGAAATAAGA
GATAAGAAAAAGAAAGTGTATGCACTTTTTTATAGACTGGATATAGTACCACTTAAGAGTAACAATCCTGGTA
ACAATTCTGACAACAAGTCTGGCAACTATAGTGATTATATATTAATAAACTGTAATACCTCAACCATAGCACA
AGCCTGTCCAAAGATTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAG
TGTAATAATAAAACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTA
AGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCATAGCAGAAGGAGAGATAATAATTAGATCTGAAAA
TCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAGTCTGTAAAAATTGAGTGTATGAGACCCGGC
AATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGAGATA
TAAGACAAGCACATTGTAATATTAGCAAAAATGACTGGGATAAAACCTTACAAAGAGTAAGTAGAAAATTAAC
AGAATACTTCCCTAATAAAACAATAACATTTAGACCACCTTCAGGAGGGGACCTAGAAATTACAACACATAGC
TTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGGGTATTGGCCTTAGAAAGATACCTAAAGGATCAAC
AGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAG
TAATAGAACTTATGGAGAAATTTGGGATAACCTAACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACA
GGCATAATATACAAGTTGCTTGAAGACTCGCAAATCCAGCAGGAACAAAATGAAAAGGATTTATTAGCCTTGA
GCAATTGGCAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGTTGTGGTATATAAGAATATTTGTAATGAT
AGTAGGAGGCTTGATAGGGTTGAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATAC
TCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTA



TAGAATTCATACAAAGATTTGGTAGAGGTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAATCAGC
TTTGCAATAA 
>HQ595759 
ATGACGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGACGCTAAGGCATATGAGAAAGAAATGCATAATGTCTGGGCGACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCTTGTGTGAAGTTGACTCCACTCTGTG
TCACTTTAAGATGTAGTAATGTTAATATTACTAATAATGGTACTACTAACGGTACTAGTGACATGAAGGAAGA
AATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAAAAGGAACAGTATGCACTTTTTTAT
AGACTTGATATAGTATCACTTGATGAGAAGAATAATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCA
TGACACAAGCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAGGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAAAT
CTGAAAATATGGCAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGGAATTAATTGTACAAG
ACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCAACAGGAGCAATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTGGAAAAGATTGGAATACAACTTTACAAAGGGTAAAAGAAA
GATTAAAAGAACACTTCCCTAATAAAACAATAAACTTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAACTCAA
GTTGGAGTAATAAAAGCACAGCAGATATCTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAA
TTACACAAACACAATATACAGGTTGCTCGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAACAGTCTGTGGGATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCA
TCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTAGGTGTGATTTCTATAGTGAATAGAGTTAGGCA
GGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATCCTTGAAGTAGTACAAAGAATTTGTAGAGCTATCCGCCACATACCCACAAGACTAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>HQ615942 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATATTGAAAATTGTACAACTAGTAATAATTGTACAAATGGTACTAATTATATAAA
TATCACTCATAGCATGGGGGAAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAA
CAGAAAGTGTATGCACTTTTTTATAGACCTGATATAGTACCACTTGGTGGGAAGAATTCTAGTGATTATGTAT
TAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCCTAG
CAGAAGGGGAGATAATAATTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTCCACCTTAATAA
ATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAAATACAATAATAGGGGACATAAGACAAGCATATTGTCATATTAATGCAACTCGATGGAACACAC
TTTTAAGAAAGGTAGAGGAAAAATTAAAAGAACACTACAATAACACAATACAATTTCAACCATCCTCAGGAGG
GGATTTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATAACAGTTGGAGTAATAAATCTCAAGCAGATATTTGGGATAACATGACCTGGATGCAGTG
GGATAAAGAAATTAGTAATTACACGAGCACAATATACAGATTACTTGAAGACTCGCAAAGCCAGCAGGAGAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGTTGT
GGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGTGTACTCTCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTAATACCATAGCAATAGTA
GTAGCTGAAGGAACAGATAGGATTATTGAAGCAGTGCAAAGAATTTGTAGGGCTATCCTCAATATACCTAATA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KT183087 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTAAAGGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATATAATCAGTATATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAGATTGCTGTAGCACTTTTAATTGCTCAAACAATGCTGGTACCATTGAAGAACAAGAATTGAAAAA
TTGTTCTTTTAATGCAACCACAGTAGTAAGAGATAAGAAACAGACAGTGTCTGCACTTTTTTATAAACTTGAT
GTAGTACCACTTGGGGGGGGATAACAACAACAACAACAAAAGCTATAGATTAATAAATTGCAATACCTCAACC
ATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGA
TTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACA



TGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCGGAAGAAGAGATAATAATTAAA
TCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGATTCTGTAGAAATTGTGTGCACAA
GGCCCAACAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGAAATAAT
AGGAAACATAAGACAAGCATATTGTAACATTAATAAAGATAAGTGGAACAAGACTTTACAACAAGTAGGAAAA
AGGTTAGCAGAACACTTCCCTAATAAAGAAATAATAAAATTTAGCCCATCCTCAGGAGGAGATCTAGAAATTA
CAACACATAGCTTTAATTGTAGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCT
AAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAAC
TCCAGTTGGAGTAATAGATCTCAAGAAGAAATTTGGAGGAACATGACATGGATGCAGTGGGACAGAGAAATCA
ATAATTACACAAACACAATATACACTCTGCTTGAAGCCTCGCAGATCCAGCAGGAACAAAATGAAAAGGATTT
GTTAGCACTGGACAAATGGCAAAATCTGTGGAATTGGTTTGACATAACAAGATGGTTGTGGTATATAAAAATA
TTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAAGAGAGTTA
GGCAGGGATACTCACCTTTGCCGTTGGCTATTAGCCTGCTTGATATCATAGCAATAAGAGTAGCTGAAGGAAC
AGATAGGATTATAGAATTAATACAGAGAACTGGTAGAGCTATCCTCAATATACCTACAAGAATAAGACAGGGC
TTTGAAGCAGCATTGCTATAA 
>KT183090 
ACAAGCAGGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAAGCTTATAGTGAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCAACAGACCCCAA
CCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAAATCAGATG
CATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTATCACTT
TAAATTGTGTTGATGTTATTAGGAATGCAAGTGCTGTTAGAAATGCAAGTAATGCTGCAAATGCAAGTGCTGC
TGGAGAGATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGACACGTAAACAGTATGCACTT
TTTTATAGACTGGATATAGTACCACTTAATGAGAGTAGTAATTCTAGTGAATATAGATTAATAAATTGCAATA
GCTCAACCATAACACATGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGG
TTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACGGGACCATGCCATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCGACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAA
TAATTAGATCTGAAAATCTGACAAACAATGTTAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTGT
GTGTGTAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCTACAAAT
GACATAATAGGAAACATAAGAGAGGCACATTGTAATATTAGTAAACAGACATGGAACACAACTTTGGAACGGG
TAAAGGCCAAATTAGCAGAACATTTCCATGGTAAAACAATAAAATTTGATTCACATGCAGGAGGGGATCTAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAGAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCCAGTTGGAGTAATAAAACTAAAGAACAAATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGA
AATTAGTAATTACACAGATATAATATACAGCTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAACAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTCAGCATAACAAAATGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTCTCTATAGTAAAATA
GAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTAGTTTGCTTGATTTCTTAGCAGTAGCAGTAGCTGA
AGGAACAGATAGGATTATAGAAGTACTACAAAGAATTGGCAGAGCTATCCTCAATATACCTACAAGAATAAGA
CAGGGCTTTGAAACAGCATTACTATAA 
>KT183211 
GTGGTGGGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGCGAGAAGCAAAAACTACCCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTATCTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTACAAATGTTAATAGTACTGTTAGCACTAATGATGTAGAAGTAAAAAATTGCTCCTTCAA
TACAACCACAGAAATAAGAGATAAGATAAGGAAAGAGTATGCACTKTTTTATAGATCTGATGTAGTACCACTT
AATGGGAATAGCACTGATTATATATTAATAAATTGCAATGCCTCAACCATAACACAGGCCTGTCCAAAGGTCT
CTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATT
CAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT
CAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAGTCAGATCTGAAAATATATCAGACAATACCA
AGACAATAATAGTTCATCTTAATGAATCTGTAGAAATTATATGCATAAGACCCAACAATAACACAAGGAAAAG
TATAAGGATAGGACCAGGACAAACATTTTATGCAAATAATGAAATAATAGGAGACATAAGACAAGCACATTGT
AATATTACAAAAAAGAATTGGAGAGACACCTTGAGACGGGTAAAGGAAAAATTAAGAGAATACTTTAAGGATA
AGAATATAACATTTGAACCACCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGA
ATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTGATGTAAAATGGAACAGCAGTTGGAGTAATAAATCTCTAACAG
ATATTTGGGAGAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAGGCACAATATACCAATT
GCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGAATTATTAGAATTGGACAAGTGGAATGACCTG
TGGTCTTGGTTTGACATATCACATTGGCTGTGGTATATAAGACTATTCATCATGATAGTAGGAGGCTTAATAG
GTTTGAGAATAATTTTTGGTGTACTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGC



TATCAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATTGAAGTAGTACAAAGA
CTTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KT183216 
GAGGCAGAAAGATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCTTATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAGTTCTAAATGTAACAGAAAATTTTAACATGTGGGACAATGACATGGTGGATCAG
ATGCATGAAGATATAATCAGTCTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTTA
CTTTAAGATGTGGAAATGTTACCGAGAATAGTAATGTTACCGGGAAAAGGACTGTTAGAAACAATACAATGGA
AATGAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAAAAGCAAGTGTATTCACTTTTTTAT
AAACTTGATATAGTACCACTTGATACTGAGAATAATGCAACTAATGGAACTAAAGAGTATAGATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGGCATTCAATGGGACAGGACCATGCAATAATGTCAGCACA
GTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGGG
AAATAGTAATTAGATCTAAAAATCTGACAGACAATACCAAAACAATAATAGTACAGCTTAACACACCTGTAGA
AATTGTGTGTACAAGACCTGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCA
ACAGGTGACATAATAGGAAATATAAGACAAGCACATTGTAACATTAGCCAGGAGAAATGGAATAAAACCTTAC
AAGCGGTAGGTGGAAAATTGCGAGAACACTTCCCTAATAAAACAATAACATTTAAACCACATGCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAACGGCAGTTGGAGTAATAAAACTCAAAAAGAGATTTGGGACAACATGACCTGGATGCAGTGGGA
TAGAGAAATCAATAATTACACATATACAATATACAATTTGCTTGAAATCTCGCAAAACCAGCAGGAGAAAAAT
GAAAAGGATTTATTAGCATTGAACAGTTGGCAAAATTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTGAGAATAATTTTTGCTGTACTCTCTTTAGT
GAATAAAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGTTAGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAAGTAGTACAAAGAACTGGTAGAGCTATCCTTAATATACCTACAAGAA
TAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>KT183229 
ACAGAGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAGGAAATTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATGAGAGCCTTAAGCCTTGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGCAACTGTGCCAGCAAATATGACAGCAAATACTACACCTGCTGGAACAAATGCAAG
TGTAAAAACAACTGATGAAATGAAGAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGCAA
GTGTATGCACTTTTTTATAAACTTGATGTAATACCAATTAGTAATAATAGTGAGTATATATTAATCAATTGTA
ATACCTCAGTCATAAAACAAGCCTGTCCAAAAGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTA
CAATGCACACATGGAATTAAGCCAGTGGTAACAACTCAACTGCTATTAAATGGTAGCCTAGCAGAAGAAGGGA
TAATAATTAGTTCTCAAAATCTGACAGACAATGCCAAAACAATAATAGTACGTTTTAATGAATCTGTGGAGAT
CAACTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGAATAGGACCAGGACAAACATTTTATGCAACA
GGGGACATAATAGGAGATATCAGAAATGCACATTGTAACATTAGTAGAGCTAAATGGAATAAAACTTTAGAAA
GGGTAAAGAAAAAATTAGAAGAATTCTTCCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGGGGACCT
AGAAATTACTACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGATTCGTTGGCCTAGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGCAATAAAACAAAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAGATTAATAATTACACAGACATAATATATTGGTTGCTTGAAGAATCGCAAAATCAACAGGAGAAAAATGAA
AAAGATTTGTTAGAATTGAACAGTTGGAGTAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTACA
TAAAAATATTTATAATGATAGTAGGAGGCTTGATGGGTTTAAGAATAATTTTTACTGTACTCTCTTTAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAGTTTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTCATACAAAACTTTGGCAGAGGTATCCTCAACATACCTAGAAGAATAA
GACAGGGCTTCGAAGCAGCTTTGCAATAA 
>KT183253 
GTAGGGGGGAACGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTC
TATTCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATATCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATG
GTGGATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAACTGTACGAATAATATAACCATAACCATCAATAATACCACGAATATAACCACCAATGA
AGAACTAAAAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAGAAGGAAGGAATATGCACTTTTT
TATAAACTTGATGTAGTACCGCTTGGTGGTAGCCCTAGTGAGTATAGATTAATAAATTGTAACTCCTCAACCA
TAACACAAGCCTGTCCAAAAGTCTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGACCCTGTAATAATGTCAGCACAGTACAATGTACACAT



GGAATAAAGCCAGTGGTATCAACCCAATTGCTATTAAATGGTAGCTTAGCAGAAAAAGAAATAATAATTAGAT
CTGAAAATCTGAATGACAATGGCAAAACAATAATAGTACATCTCAATGAATCTATAAACATTGTGTGCACAAG
ACCCAACAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAGCATTCTTTGCGACAGGCGAAGTAATA
GGAGATATAAGAAAAGCAAATTGTACAATTAATGAAAGTAAATGGAACAACACTTTACGACAGGTAAAAGACA
AATTATTAGAACACTTCCCTAATAAAACAATAATATTTAACTCATCCGCAGGAGGGGACCTAGAAGTTACAAC
ACATAGCTTTATTTGTAGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCTTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
CTTGGAGTAATAAAACTTATAAGGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAA
TTACACATACACAATATACAGGTTGCTTGAAGACTCACAAACCCAGCAGGAACAAAATGAAAAGGATTTATTA
GCACTGGACAAGTGGAATAATCTTTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTCTATCATTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGAT
AGAGTTATAGAATTAGCACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGGCTTGG
AAGCAGCATTGTTGCAATAA 
>KT183271 
GGGAAGGACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAGTGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGTTGATAAAAATTATACTGCTCTCTTTAATGAGAGCATGAAGGGAGAAATAAAAAA
TTGCYCTTTCAACGCAAGCACAGAAATAAGAGATAAGAAACAGAATGTGTATGCACTTTTTTATAAACTTGAT
ATAGTACCACTTAATGAGAGCAGTAATAGTAGCTATAGTACGTATAGATTAATAACTTGTAATACCTCAGTTA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTTAGTGGAACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTTTCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGGT
CTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTCAATGACTCTGTAGAGATTGTGTGTACAAG
ACCTAATAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGACATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTGAAAATAAATGGCATGAAACTTTACGAATGGTAGAGGGAA
AATTAAAAGAACACTTCCATAATAAGACAATACTGTTCCAACCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCCA
GTTGGAGTAATAGATCTCAACCTGATATTTGGGGCAACCTGACCTGGATGCAGTGGGATAGAGAAATTAATAA
TTACACAGAAACAATATATAAGTTGCTTGAAGACTCGCAGACCCAGCAGGAGAAAAATGAAAGGGATTTATTA
GCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATACAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAGAAGAGTTAGGCA
GGGATATTCACCCTTGTCGTTTGCTATAAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGCTTATTGAAGTAATACAAAGAATCTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAAGGCTTTG
AAACAGCTTTACTGTAA 
>KT183279 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAGAGCACTTGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAACATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTAAATGTTACTACAAATGCAACCGTTACTGGAAATGAAACAGCAGATAACAT
GGAAGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGCAACGGAAAGTGTATGCA
CTCTTTTATAAACCTGATATAGTACCACTTAATGAGAATAGCTATATATTAATAAACTGCAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGCACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCTTAGCAGAAGAAGACATAATAATTAGAT
TTGAAAATCTGACAAACAATGCCAGAACAATAATAGTTCATCTTAATGAGTCTATAGAAATTTTGTGTATAAG
ACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAAATAATA
GGAGATATAAGAAAAGCATATTGTAACATTAGCAGAAAGGACTGGAATACAGCTGTAGAAAGGGTAAAAGCAA
AATTAGCAGAACACTTTAATCGCACAATACAATTTGAACCAAGTTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACYGCTGTGCCTTGGAACAACAGTT
GGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTA
CACAAACACAATATACAGCTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAACAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATTA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGTGTACTCTCTATAGTAAGAAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCCTAGCAATAGCAGTAGCTGAAGGAACAGATAGG



ATTATAGAATTAATACAAAGAGTTGGTAGAGCTATCCGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCATTGCAATAA 
>HQ595761 
GCGACGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATACAACAGATACAAGAAATGGTACTGCAGAAATGAAAAATGAAATGAAAAATTG
CTCTTTCAATATAACCACAGAAGTAAGAGACAAGAGACAGAGAGTGAATGCACTTTTTTATAAACTTGATATA
GTACCACTTAATGGGAACGACAACAGATCTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAGG
CCTGTCCAAAGGTCAACTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAGGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGCACACATGGAATTAAG
CCAATGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGGGGAGATAATTATTAGATCTGAAAATC
TGACAAACAATGCCAAAACAATAATAGCACACCTTAATGAATCTATAAGCATTGTGTGTGTAAGACCTGGCAA
TAATACAAGGAAAAGTATAAGGATAGGACCAGGGCAAGCATTCTATGCACATAATGACATAATAGGAGACATA
AGACAAGCATATTGTAACATTAGTGGAACACAGTGGAACATAACTTTAAAAAGGGTAAAGAAGAAATTAGAAG
AACACTTCCCTAATAAAACAATACAATTTCAACCACCTTCAGGAGGGGACCTAGAAGTTACAACACATAGTTT
TAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAA
CTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGCA
ATAAATCTCAAGCAGACATTTGGGGTAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAA
CATAATATACGGGTTACTTGAAGAATCACAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGAC
AGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTCTCTCTAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATA
GAATTATTACAAAGATTTTGTAGAGCTATCTATAACGTACCTACAAGAATAAGACAGGGCTTGGAAGCAGCTT
TGCTATAA 
>KC894116 
GTGGTGGGGAACATGTGGGTCACAGTCCATTATGGGGTACCCGTGTGGCAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAGAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAATGTTAATATTACCACCAATGGTACTGTGGTAAGGGAGGGACAAGGAAATAATGT
TGCCAATGTTACCTACAATAATAGCATGAATGGAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATA
AGAGATAAGAAACAGAAGGTGTATGCACTTTTTTATAAGCCTGATGTAGTACCAATTAAAGAGAATTCTAGTG
AGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCA
TGCCAGAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAAAGGACATAATAATTAGATCTGAAAATTTGACAGACAATGCCAAAACAATAATAGTACA
TCTTAATGAGTCTGTAAGAATTGAGTGTATGAGACCCGGCAATAACACAAGAAGAAGTGTAAGGATAGGACCA
GGACAAACATTCTATGCAACTGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATCAGTAAAGGAA
ATTGGGGCACAACTTTACAAAGGGTACAAAAGAAATTAACAGAACACTTCAATAATAAAACAATAGTCTTTAA
TTCATCCTCAGGAGGAGACCTAGAAGTTACAACACATATGTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAG
ACAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAACAGATCTCATGACGATATTTGGGAAAACAT
GACCTGGATGCAATGGGAAAAAGAAATTAGTAATTACACAGGCACAATATACAGGCTACTTGAAGAATCGCAA
ACCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGATA
TATCAAATTGGCTGTGGTATATAAAAATATTCATCATAATAGTAGGAGGCCTAATAGGTTTAAGAATAATTTT
TGCTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGAT
ACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGAATTATTGAAATATTACGAAGAATTTGTAGGGCTATCT
GTAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KC894119 
GTGGTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCTACATATGCCTGTGTGCCCAC
AGACCCCAAACCACAAGAGATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAATTGTACGAATGTTAATGTTAGTAGTACCAGTACAACTGTTGCTGCTAATGCTACTGTTAA
TACCAATGATACCATAAAGGAAGAAATGAGAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAAAGA
CACAAAGAGTATGCACTCTTTTATAAACTTGATATAGTACCACTTAATGGGAATGGCAACTCTAGTGAGTATA
GATTAATAAATTGTAATACCTCAACATTGACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAAACATTCAATGGGACAGGACCATGCAAC



AATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAGGGAGACATAATAATTAGATCTAAAAATATAACAGACAATGCTAAAACCATAATAGTACAGCTTAA
TCAGTCCATAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAGAAGTATAACGATAGGACCAGGACAA
GCATTCTATGCACAAACAAACATAATAGGAGACATAAGAAAAGCACATTGTGACATTGATGCAGGGAAATGGA
CTAAAATGTTACAACAGGTAAGTAAAAAGTTAAGAGGGTACTTCCCTAATAAAACAATAAGTTTTAATAAATC
CTCAGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCTTGGAACTCCAGTTGGAATAATAGATCTCAGGATGAAATTTGGAATAACATGACCTG
GATGCAGTGGGATAGAGAAATTAGTAATTATTCAAACACAATATATAAGTTGCTTGAAATCTCGCAAAACCAG
CAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAACATAACAA
ATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGT
GCTATCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATA
GCAATAGCAGTAGCTGAGGGAACAGATAGAATTTTAGAATTCTTACAAAGAATTTGTAGAGCTATCCGCAACC
TACCTAGGAGAGTAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>KC156130 
GTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAGTTAGTTTTAGAAAATGTAACTGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCGCTCTGTG
TCACCTTGAACTGTGTAAATATAACAAATAGTACTACCAGTAATGGTGATGGTACTGTCACCCACATTAATAG
CATAAAGGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAGGAAACAAAATGTGCAT
GCATTTTTTTATAGATCTGATGTAGTACCACTTAATGAGAAAAATGGGACGAACAATAATTATATATTAATAA
ATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCGATACCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGAACAGGACCATGCCATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTGAATGGTAGCCTAGCAGAAG
GGGAGATAATAATTAGATCTGAAAACCTGACAGACAATGTCAAAACAATAATAGTACAACTTAATGAATCTGT
AGTAATTAATTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTTT
GCAACAAATGATATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTAGAGAAGCATGGGACACAACTT
TAAAAAGGGTAAACAAAACACTAGGAAAACACTTCCCTAATAAAACAATAATATTTGGGCCACCTTCAGGAGG
GGACCTAGAGATTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCT
ATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGAATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAGTAATTACACAGGCATAATATACAGCTTACTTGAAGACTCGCAGAGCCAGCAGGAGAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGTTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAGGAATTTGTAGAGCTATCCTTAACATACCTAGAA
GAATAAGACAAGGCTTTGAAGCAGCATTGCAATAA 
>KC894115 
GTGGTGGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGTAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCAAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGCAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCTCAAATGCACAGTCGGCCAAGGAGAACATGAAGGAAGAAATAAAAAACTGCTCTTTCAA
TACCACCACAGAAATAAGAGATAAGGAACAAGGAGTGTATGCACTTTTTTATAGATCTGATATAGTACAAATT
AATGATAATAATAGGAATAATAGTGAGTATGTATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGGACGGGACCATGTACTAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTAAAAATCTGACAA
ACAATATCAATACAATAATAGTACACCTTAATGAATCTATAGAAATTGTGTGTACAAGACCCAGCAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTTTATGCAAATGACATAATAGGAGACATAAGACAAGCA
CATTGTAACATTAGTGGTCGGCAATGGAACAGAACTTTAGAAAAGGTAAAGGAAAAATTAGGAGAACACTACC
CCAATAAAACAATAGACTTTGAACCATCCTCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTAG
AGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGG
CTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCGTTGGAACTCCAGTTGGAGTAATAAATCTC
AAGAAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGACACAATATA
CAGGTTACTTGAGGACTCGCAGAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAA
AACTTGTGGAATTGGTTTGATATAACAAGTTGGCTGTGGTATATAAAAATATTTATCATAATAGTAGGAGGCT
TGATAGGTTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTCTGTC



ATTGGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAGTA
CAAAGAGTTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAACTTTGCTATAA 
>JN687704 
GTGAAGGGCTTGTGGGTTACAGTTTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGCAGAGCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTTA
CTTTAGAGTGTAGCAATGTTACTACTAGTAGCAGTGGAATGAAAAATTGCTCTTTCAATGCCACCACAGAATT
AAGAGATAAGAAACATAAGGAGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGACAACTCTGGGAGT
GGATATAGATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTC
CTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGATGGGACC
ATGTAATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAAT
GGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTGC
ATCTTAATGAATCTGTAGAGATTAATTGTACAAGACCCAATAATAATACAAGAAAAAGTGTAAGGATAGGACC
AGGACAGACATTCTATGCAACAGGTGGTATAATAGGAGACATAAAACAAGCACATTGTAACATTAGTGAAAGG
GCATGGAACAAAACTTTACAACAGGTAAGAGAAAAATTAGAAGAACATTTCCCTAATAGAACAATACAATTTG
CGCAACCCTCAGGGGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCA
GACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAA
CTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAAAAGAGATTTGGGAGAACA
TGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGATACAATATACAGGTTGCTTGAAGACTCGCA
AAACCAGCAGGAAAAGAATGAAAAGGATTTGTTATCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGC
ATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTT
TTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGA
TACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAATCTTCCAAAGACAAGGATAAGATAGA
GCTTTGAAACAGCTTTGCAATAA 
>JN687706 
GTGGTGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTAAAATTAATAGTACAGATAGTACTAATAGTAGTATAAGTGTTAATAATAG
TAGTATAAGGGAAGAAATGAGAAATTGCTCTTTTAATATGACCACAGAAGTAAGAGATAAGAAAAAGAATGTG
AATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGACAATTCTAGTGAGTATAGATTAATAAATTGCA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCAATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGA
TAGTAATTAGGTCTAAAAATCTGACAGACAATACCAAAACAATAATAATACATCTTAATGAAACTGTAGAAAT
TAACTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGGGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGCTAAATGGAATGAAACTTTACAAA
GGGTAGTAAGAAAATTAGCAGTACACTTCCCTAATAAAACAATACAATTTGAGCCACCCTCAGGAGGGGACCT
AGAAATTACATCACATACCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAA
AGATACCTACAGGATCAACAGCTCCTAGGGATCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAACAAAACTGTCACAGAAATTTGGGATAACATGACTTGGATGCAGTGGGATAG
AGAAATAAACAATTACACACACACAATATACAGGTTACTTGAAGACTCACAAAACCAGCAGGAAAGAAATGAA
AAAGACTTACTAGCATTAGACAGATGGAACAATTTGTGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAGGATATTCATAATGATAGTAGGGGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATGCCATAGCAATAACAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTGGTAGAGCTATTTGCAACATACCTACAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>JN687718 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAGGGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTACACTGTACTAATAATGTTAGTACTGATGCTACCAATAGTAATAATGTTACCAATAGTAATAATAC
CTTCAATAATGCTACGGATATGAAAAATTGCTCTTTCAATGTAACCACAGAATTAAGAGATAAGCAGAAACAA
GAGTATGCACTTTTTTATAGACTTGATATATTACCAATTAGTGAGAGCAACAAATCTAGGGAGGAGTACAGAT
TAATAAATTGTAATACCTCAACTATAACACAAGCATGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTCAGTACAGTACAATGCACACATGGAATTAAACCAATAGTGTCAACTCAACTACTGCTAAATGGCAGCCTAG



CAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAGACAATGCTAAATCAATAATAGTACAGCTTAATGA
ATCCATAGAAATTGTGTGCACAAGACCTAACAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCA
TTCTATGCAACAAATGGCATAGTAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGCCAAATGGAATG
AGACTTTACAAAAAGTAGATAAAAAGTTAAAAGAATACTTCAATAAAACAATAGAATTTAAGCCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGGGTCCTG
GCTATAGAAAGATACCTGAAGGATCAACAACTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTATAGTGATATTTGGGATAACATGACATGGATGCA
GTGGGACAAAGAAATTAATAATTACACAACCACAATATACCAGTTGCTTGAAGAATCGCAAATCCAGCAGGAA
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTCTTGCTGTGCTATC
TATAGCAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAATCTGCTTGATGTCACAGCAATA
GCAGTAGCTGAGGGAACAGATAGGGTTATACAGTTAGTATTAAGTATTTGTAGAGCTATCCGCAACCTACCTA
GAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>JN687735 
GCGGGGGAAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGTCTAAAACCATGTGTAAAGCTGACCCCAATCTGTG
TCACTCTAAACTGTGGAAATGTTACCACCAACAGTGGTGGAGATATGAAAAACTGCTCTTTCAATATAACCAC
AGAACTAAGAGATAAGAAGAAGAATGAATATGCACTTTTCTATAAACTTGATATAGTCCCACTTAATGGTAAC
AATTCTAGGGAGTATAGATTAATAAATTGTAATACCTCAGCCACAACACAAGCCTGTCCAAAGGTCTCTTTTG
ACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGG
GACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTG
CTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCTAACACAA
TAATAGTCCACCTTAATACATCTGTAGCAATTAATTGTACAAGACCCGGCAATAATACAAGAAAAAGCATAAG
GATAGGACCAGGACAAGTATTCTATGCAAATGACATAATAGGGGATATAAGAGAGGCACATTGTAACATTAGT
AGACAACAATGGAACACAACACTAGAACAGGTGAGGAAAAAATTAAAAGAACTCTATAATAAAACAATAAAAT
TTAGGCCATCCTCAGGAGGGGATCTAGAAATTACAAGACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCT
CCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCTCTGGA
AAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAATAAAACTACAACAGAGATTTGGAATA
ACATGACCTGGATGCAATGGGATAAAGAAATTAATAATTACACAGGCATGATATACAGGTTGCTTGAAGACTC
GCAAAGCCAGCAGGAGAAAAATGAAGAGGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTT
GACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAA
TTTTTGCTGTGCTTTCCATAGTGGATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCT
TGATACAATAGCAATAACAGTAGCTGAGGGAACAGATAGAATTATAGAAATAGTACAAAGAATTGGTAGAGAT
ATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAATAA 
>JN687736 
GTAGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGACCAAAGCCTGAAGCCATGTGTTAAGTTGACCCCACTCTGTG
TCACTTTACAATGTAGTAACATTAGTAATAACATTAGTATCAGCAGTAGTAGAAATAATATCACAGAGAGAGA
ACTAAGGGAAGAATTAAAAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAGAAAGAAGGAATAT
GCACTTTTTTATAGACTTGATATAGTACCAATTGGTGAACAGAACAGTGAGAAAGATATCAGTGAGTATAGAT
TAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGTTGTTAAATGGTAGTCTAG
CAAAAGAAGTAATAATTAGATCTGAAAACCTGACAAATAATGCCAAAATAATAATAGTACATCTTAACGAAAG
TGTAGAAATCAATTGTACAAGGCCTAACAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTC
TATGCGACGGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAGAAATGGAATAGAA
CCTTAGACCTGGTAAAACAAAAATTAGCAGAACACTTCGCTAATAAAACAATAGTATTTAACTCATCCTCAGG
AGGGGACCTGGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGGCAAGAGTCTTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGTCCTGGAACTTCAGTTGGAGTAATAAATCTTATGAGGATATTTGGGGTAACATGACCTGGATGCA
GTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGATTGCTTGAAGACTCACAAAACCAGCAGGAG
CAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACACATTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGCTGAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATA
GCAGTAGCTGAGGGAACAGATAGAATTATAGAATTAGCACAAAGAATTTGTAGAGCTATCCTCAACATACCTA
CAAGAATAAGACAAGGCTTTGAAGCAGCGTTGCAATAA 



>JX976681 
ACAAGGGGATTGTGGGTCACAGTCTATTATGGGGTACCAGTATGGAAAGATGCAAAAGCTACTTTATTCTGTG
CATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGATCC
CAATCCACAAGAAATGATGTTGGGAAATGTAACAGAGAAATTTAACATGTGGAAAAATGACATGGTGGACCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTAGTGCAAATATTACACAGGCTAATGTTACACAGGCTAATGTTACAAGTGAAGAAATTAAAGA
AATGAGAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAACAGAAAGTATATGCACTTTTTTAT
AAACTTGATATAGTACCTATTAATGAGAGTCCTAATTCTAGTGAGTATAGATTGATAAATTGTAATACCTCAG
TCATAACACAAGCCTGTCCAAAGGTAACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCACTAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAACGGTAGCCTAGCAGAAGAGGATATAATAATTA
GATCTCAAAATATATCAGACAATACCAAAACAATAATAGTACATCTCAAGGAAGCTGTAGAGATTAACTGTAC
AAGACCCAGCAATAATACAAGGAAAAGTATAAGAATAGGACCAGGACAAGCATTCTATGCAACAGGAGAAGTA
ACAGGAGATATAAGACAAGCACATTGTAACATCAGTGAAAGAAAATGGAATGAAACTTTACAAAAGGTAGGTG
ACAAATTAAGAAAACACTTCCTTAATAAAACAATAATATTTGCACCAGCCTCAGGAGGGGACCTAGAGATTAC
AACACATATCTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTACTGGCCATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGAATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACA
CTAGTTGGAGTAATAAAACTCAAGCGGAGATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAATTAG
TAATTACACAAACATAATATACCAGTTGCTTGAAGAATCTCAAAACCAGCAGGAAAAAAATGAAAAGGATTTA
CTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAATAAATAGGGTTAG
GCAGGGATACTCACCTTTGTCATTTGCTATTCATCTGCTTGATACCATAGCAATAGCAGTAGCTGGAGGAACA
GATAGGATTATAGRCGTACTACTAAGAATTTGTAGAGCTATCTACAGCATACCTAGAAGACTAAGACAGGGCT
TTGAAGCAGCTTTACAATAA 
>KC863573 
GTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGGATATGAGAAAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTTTGGGAAATGTAACAGAGAATTTTAACATGTGGGAAAATGATATGGTAGAT
CAGATGCATGAGGATATAATCAGTATATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACCAATGCAAATCTTAATGCAACATATCATAATATTACTAACAGTAATAGTACTGTTAA
CATGAAGGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAGAGATAAGGAAAACAAAGTGTAT
GCACTTTTTTATAAACCTGATGTAGTACCACTAACACCTGATGTAGTACCAACGAGCAGCTCTAATAGTAGTA
CTACAAGATCACTGAACAGCTCTGGTAGTAGTACTAATTATAGTACGTATACACTAATACATTGCAATACCTC
AACCATTACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTAT
GCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTA
CACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGGATAATAAT
TAGATCTAAAAATTTGACAAACAATGTCTATACAATAATAGTACACCTTAATAAATCTGTACCAATCGTGTGT
ACAAGACCCGGCAATAACACAAGGAAGAGTGTAAGAATAGGACCAGGACAAGTACTCTTTGCAAATAAGGACA
TAATAGGAGACATAAGACAAGCACACTGTAACATTAGTGGAGACGACTGGAATACAACTTTAGGATGGGTAAA
GGAGAAATTAGAAGAACACTTCAATAATAAAACAATAGAATTTCAATCACCACCCCCAGGAGGGGATCTAGAA
ATTACAACACATAGTTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCTTAGCTCTAGAAAGAT
ACCTAATGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTG
GAACTCCAGTTGGAGTAATAAATCTGAAAAAGATATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAA
ATTGATAATTACACAGACACAATATACCGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAG
ATTTATTAGCATTGAACAGTTGGAGTAGTCTGTGGACGTGGTTTAACATAACACAATGGCTGTGGTATATAAA
AATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTCTTGGTGTGCTTTCTATAGTGAGAAAA
GTTAGGCAGGGATACTCACCTTTATCGTTTACTGTTAGTTTGCTTGATACTATAGCAATAGCAGTAGGTGAAG
GAACAGATAGGATTATAAGAGGAATACAAGGATTTTGTAGAGCTATCCGCCGCATACCTACAAGAATAAGACA
GGGCTTTGAAGCAGCTTTGCTATAA 
>KC863587 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTTTGGGCTACGCATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCACTGATGTACAAAGGAATAGTAGCAGTACCCTCAATGATAGCCATACCCTCAATGAGAG
CATGATTGGAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAAAAACAGAAAGTGTAT
GCACTTTTTTACAAACCTGATGTAGTACCACTTAATGAGGGGAACTCTAGTAAGAACTCTAGTGAATATATAT
TAATAAATTGCAATACGTCAACCATAACACAAGCCTGTCCAAAGGTCACCTTTGACCCGATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTCCTGTTAAATGGTAGCCTAG



CAGAAGAGGAGATAATAATTAGGTCTGAAAATCTGACAAACAACATCAAAATAATAATAGTACACCTTAATGC
ATCTGTAGAAATTGTGTGTACAAGACCCAACAACAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACA
TTCTATTATGCAAATGACATAATAGGAGACATAAGAAAAGCATATTGTATCATTAATGGAACAAAATGGAACA
GAACTTTAGAAGGGGTAAAAAAGAAATTAAAAGAACACTTTAATAATAAAACAATAGAATTTAAACCCCACTC
AGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
TTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAATCAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATCAGTAATTACACAAGCACCATATACAAGTTACTTGAAGACTCGCAAAGCCAGCAG
GAACAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAGTTTGTGGAATTGGTTTGACATATCACAGT
GGCTATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCT
ATCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCCTACAAGGCATTTGTAGAGCTATCCGCAACCTAC
CTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>KC863599 
GTGGTGGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAGAATGAAGTGCATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTGATATCACAAGGAATAATACTATCAAGAGTAGTAGTAATATGACCGAAGAGGCAAC
TATGAAAAATTGCTCTTTCAACATAACCACAGAAATAAGAGATAAGAGAAAGAATGAATATGCACTTTTTTAT
AAGCTTGATATAGTACCATTGGATGAGGATAATAATGATACCACCTATAGATTAATAAATTGTAATACCTCAA
CTGTAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAGTAATGTCAGCACAGTACAATGCACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAAAAGGAGAGATAATAGTTA
GGTCTGAAAATATAACAGACAATACCAAAACAATAATAGTACAGCTTAACCAATCTGTAAGCATTGTGTGTAC
AAGGCCCAACAATAATACAAGGAAAAGTATGAGGATAGGACCAGGGCAAACATTCTATGCAACAGGAGGCATA
ATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAAAGGATTGGAATAAAACTTTAAATGAGGTAGGGA
GAAAATTACACGACCTTTTCCCTAATAAGACAATAAAATTTGAACAATCCTCGGGAGGGGACCTAGAAATTAC
AACACATAGCTTTACTTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACT
CCAGTTGGAGTAATAGATCTGAAGCAGACATTTGGAATAACTTGACATGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAAAAACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAGGATTTA
CTAGCATTGGACAGCTGGAAAAATTTGTGGACTTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGTTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAACCTGTTTGATACCATAGCAATAACAGTAGCTGAAGGAACA
GATAGAATTATAGAAATAGTACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGGCTAAGACAGGACT
TTGAAGCAGATTTGCAGTAA 
>HM204585 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAATTGATAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAAATGCATGAGGATATAATCAATTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAAAGATGTTAATGTTACCAGAAATGGTACTGCTACCACTGGTACCAGTACTAGTTCTGA
TACCAATGGTAATGCTACCTATAATAATTCCATGAATGGAGAAATAAAAAATTGCTCTTTCAATGCAACCACA
GAATTAAAAGATAAGAAAAAGAAGATGCATGCGCTTTTTTATAGACTTGATATAGTACCACTTGGGGAGAATA
AATCTAATGGGAGTGAAGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAGGCCTGTCCAAAGGT
CTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCCGGTTATGCGATTCTAAAATGTAATAATAAGACA
TTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGACATAATAATTAGATCTGAAAATCTGACAAACAATGT
CAAAACAATAATAGTACATCTTAATGAATCTGTAAACATTGTATGTGTAAGACCCAACAATAATACAAGAAGT
AGTATAAGGATAGGACCAGGACAAGCATTCTATGCAATGAATGACATAATAGGAGATATAAGACAAGCATATT
GTAACATTAACGGAACCGCATGGAATAGAACTTTACAGAGGGTAGGAAAAAAATTAGCAGAACACTTCCCCAA
TAACACAATAAAATTTAAACCACCTGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGA
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAGGA
AGCTATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGAGAATTACACAGACACAATATACAGA
TTGCTTGAAGAATCGCAAATCCAGCAGGAAAAGAATGAAAAGGATTTATTGGCATTGAATAGTTGGCAGGGCC
TGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTGAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTC



GCTATTAGTTTGTTAGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAAA
GAATTGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTATAA 
>HM204594 
AATGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGTCAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGATTTTAAAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGATATAATTAGTTTATGGGAACAAAGCCTGAAGCCATGTGTAAAGTTGACCCCGCTCTGTGTCA
CTTTAAATTGTATAAATGTAAATGAAACCAAGAATACTACCAGTGATAATACTGTTAAGAACAGTAATAGCAT
AATTGAAGAAATGAAGAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGAAAAAGAAATTACATGCA
CTTTTTTACAGACTTGATATAGTACCACTTGATGAGAATAATAACAGCTCTGAAAAGTATAGATTAATAAATT
GTAATACCTCAACCGTAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCC
TGCTGGTTATACGATTCTGAAGTGTAATGATAAAACATTTAATGGGACAGGACCATGCCATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAACAAG
AGATAATAATTCGCTCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGA
GATTAATTGTACAAGACCCGGTAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAAGTAATAGGGGACATAAGAGAAGCACATTGTAACATTAGTACAGAGAAATGGAAGGAAACTTTAG
AACAGGTAAGGGAAAAATTAAGAGAACATTTCCCTAACAAAACAATAATATTTAACTCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTG
GAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACACATCTGCACCACTATTG
TGCCTTGGAATAATAGTTGGAGTAATAAAACTCATGACTTTATTTGGGAGAACATGACCTGGATGCAGTGGGA
CAAAGAAATTAACAATTACACAGAAATAATATACGGGTTGCTTGAAGTCTCGCAAATCCAGCAGGACAAAAAT
GAAGAAGAGTTATTAGCATTGGGCAAGTGGGCAAATCTATGGAATTGGTTTGACATATCAAATTGGTTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGGATAGTTTTTGCTGTGCTTTCTGTAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACTACAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATCATAGAGTTAGTACAAAGAATTTGTAGACTTATCCGCAACATACCTAGAAGAA
TAAGACAGGGTTGTGAAGCAGCTTTGCAATAA 
>HM204595 
GGGGTAGAAGAAAGATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACGCTATTCT
GTGCATCAGATGCTAAATCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCATTTTAAATTGTACAAATGCTAATGGGACACAGGGAAATGTTAGTATGGAGATGAGTGGAGAAATAAAAAA
TTGCTCCTTCAATACCACCACAGAAATAAGAGATAAGAGACAGAAAGCATATGCACTTTTTTATAGACAGGAT
ATAGTACCACTTAAGGAGAACAATAGCTCTGAGTCTGAGTATATATTAATAAATTGCAATTCCTCAACCATAA
CACAAGCCTGTCCTAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCTTAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGACAATAATTAGATCTG
AAAATTTAACAGACAATAGCAAAACAATAATAGCACACCTTAATGAATCTATACAAATTAGGTGTATAAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAAATAATGCCATAATAGGA
GACATAAGAGAAGCACATTGTAACATCACTGAAAAAGACTGGAACAAAACTTTAGAAAGGGTAAAAGTGAAAT
TAAAAGAACACTTCCCCAATAGAACTATAACCTTTGAACCATCCTCAGGAGGGGACCTAGAGGTTACAACACA
CAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTCAAACTGATATTTGGGACAATATGACCTGGATGCAGTGGGATAGAGAAATTAGTAAATA
TGCAAACACAATATACCACTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAATTCTGTGGAGTTGGTTTGACATATCAGGATGGCTGTGGTATATAAGAATATTCATCA
TAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGCTTGCTTGATGCCATAGCAATAGTAGTAGCTGAAGGAACAGATAGG
ATTATTGAAGCAATACAAAGAATTTGTAGAGCTATCCGCAACTTCCCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTACTGTAA 
>HM204600 
GTGGTGGGGAGCATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACGAGAACTAGATTTGCAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAATATGCAGTAATGCTACCTGGAATGTTACCAAAAATAGTCCTAGTAATGTTACCCAGAATAAGAC
CAATAATGAGACCACGAATAGTACTGAGGCCTATAATACTACTATAAGTGGAGAAATGAAGAATTGCTCTTTC
AATGCAACCACAGAACTAAGAGATAAGAACAAGAAGGTGTATGCACTGTTTTACAAATTAGATATAGTACCAC
TTAATAACAGTAGTAAAGGCTCTGGGGACTATAGATTAATAAATTGTAATACCTCAACCATAACGCAAGCCTG
TCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAG



GATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCGTAGTACAATGTACACATGGAATTAAGCCAG
TGGTATCAACTCAACTACTATTAAATGGTAGCCAAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGAC
AAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTGTGTGTACAAGACCCAACAATAAT
ACAAGGAAAAGCATAAGCATGGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGATATAAGAC
AAGCACATTGTAACATTAGTGAAAGGAACTGGACTATAACTTTACATAGGGTAGGTAAAAAATTAGCAGAACA
CTTCCCTAATAGCACAATAAAATTTGCACCACATTCAGGAGGAGACCTAGAAGTTACAATGCATAGCTTTAAT
TGCAGAGGAGAATTTAAGCAGCTCCGAGCAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCC
TAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCGTTGGAACTCCAGTTGGAGCAATAA
ATCTCAAAATGATATTTGGGATAACATGACATGGATGGAGTGGGATAGAGAAATTAATAACTACACAGACACA
ATATACAAGTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTAAACAATT
GGCAAAATCTGTGGACTTGGTTTAGCATATCAAATTGGCTGTGGTATATAAAACTATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTCAGGCAGGGATACTCACCC
TTGTCGTTTGCTATTAGTTTGTTTAATACCATAGCAATAGTAGTAGCTGAAGGAACAGACAGGATTATAGAAT
TAATACAAATATTTTGTAGAGCTATCTACCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCA
ATAA 
>HM204602 
GTGCTGGGGAACTTGTGGGTCACAGTCTACTACGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTTT
GTGCATCGGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACATGAAATGGAGTTAAAAAATGTAACAGAAAATTTTAACATATGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGAATTGTACAGACAAAGATGGGAATATCACCAATGCAGGAATGACAAATTGCTCTTTCAATGCAAC
CACAGAAATAAGAGATAGGAAGAATAAAGTGTATGCACTTTTTTATAAACTTGATATAGTACCACTTGATGAG
GATAATACCAGCTATAGATTAATAAATTGCAATACCTCAGCCATAACGCAAGCCTGTCCAAAGGTCTCTTTTG
ACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAAACATTCAATGG
AACAGGACCATGCAATAATGTTAGCATAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTA
CTGTTAAATGGTAGTCTAGCAGAGGGAGAGATAATAATTAGCTCTAAAAATCTGACAAACAGTGGCGACACAA
TAATAGTACACCTTAATAAATCTGTAGAAATTAAGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAG
GATAGGACCAGGACAAGCATTTTATGCAACAGGTGGCATAATAGGAGACATAAGACAAGCACATTGTAACATT
AGTAGGACAGATTGGAACAAAACTATAGAACAGATAAAGGGAAAACTGAAAGAACACTTCCCTAATAAAACAA
TAAAATTTCAACCATCCGCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAA
GCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATGTGGGGCTGC
TCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAACATGATATAT
GGGATAACATGACCTGGATACAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGATTGCTTGA
GGACTCGCAGATCCAGCAAGAACAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAGCGATTTATGGAAT
TGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAA
GAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAG
TCTACTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGTTAATACAGAGAATTTGT
AGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HM204604 
GTGGTGGGAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCTTATTTT
GTGCATCAGATGCTAAATCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAATTAGTTTTGGGCAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACATTGAATTGTACAAATAATATTACAGTTAATAATATTACAATTAATGGTACCAGGGAGAACTCTACTAC
TGCCAATCCTAATGCTACAGCTAATGGTACCAGTGAGAGTTATATTAGTGTCAATGATAGCATGTATGGAGAA
ATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGTGTATGCACTTTTCTATA
AACCTGATGTAGTACCAATTAAAAAAGATAGTTCTGAGTATATATTAATAAATTGCAATTCCTCATCCATAAC
ACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTA
AAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAA
TTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGGAGAGATAGTAATTAGATCTGA
AAATCTGACAAACAATGCTAAAACAATAATAGTACATCTTAATGAGTCTGTAGAAATTGTGTGTATAAGACCC
AACAATAACACAAGGAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGACATAATAGGAA
ACATAAGAGAAGCACATTGTAACATTAGAAACTGGAACAAAACTTTACAAAAGGTAGAGAAAAAGTTACGAGA
ACACTTCCCTAATAATACCAAAATAAGGTTTGAACCAGCATCAGGAGGGGACATAGAAATTACAACACATAGC
TTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAAC
AGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTCCAGTTGGAG
TAATAAATCTTTTACAGACATATGGGATAACATGACCTGGATGGAATGGGATAGAAAAATTAGTAACTACACA
AACACAATATACAGGTTGCTTGAGGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGG
ACAGTTGGAATAGCCTGTGGAATTGGTTTGACATATCAAGGTGGCTGTGGTATATAAAAATATTCATCATGAT
AGTAGGAGGATTGATAGGCTTAAGAATACTTTTTTGTGTACTCTCTGTAGTGAGAAGAGTTAGGCAGGGATAC



TCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGAATTA
TAGAATTAGGACAAAGAATTTGTAAAGCTATCCGCAATATACCTAGAAGGCTAAGACAGGGCTTTGAAACAGC
TTTACTATAA 
>HM204606 
GTGGGGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACGGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAATGCCACTGTCACGGGCAATACTAACAATACTGTCAACAATGGCAGTAGTGTCCC
TGGCAATAATAACATTACTGTCAATACTACCAGTGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAATTA
AGAGATAAGAAAACAAAGGAATATGCGCTTTTTTATAGACTAGATATAGTACCACTTGATGGAAAGGATTCCA
GTAATAATAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTT
TGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAATACATTCAAT
GGAACAGGACCATGCAACAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAAC
TACTGTTAAATGGTAGCCTATCAGAAGGAGGGATAATAATTAGATCTGAAAATATAACAAACAATGGCAAAAC
AATAATAGTACATCTTAATGAACCTGTAGAAATTGAGTGTACAAGACCCAATAATAATACAAGAAAAAGTGTA
AGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAAATAATAGGAAAGATAAGAGAGGCACATTGTAACA
TTAGTGGAAGTAAGTGGAATAAAACTTTACAAGGGGTAAGTAAAAAATTAAAAGAACACTTCCCTAATAAAAC
AATACAATTTAAACAACCAGCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTT
AAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCAACACAAATGTGCCTTGGAACTCTAGTTGGAGTAATAAAAATCTAACTGATAT
TTGGGAAAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAAGTATAATATACAGTCTGCTT
GAAGAATCGCAGAACCAGCAGGAAAAAAATGAACAAGATTTACTAGCTTTGGACAGTTGGAACAATCTGTGGA
ATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCCTAATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATT
AGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGCACAAAGAATTG
GTAGAGCTATCTGCAATATACCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HM204607 
GTCTTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGAAGTGCTTTCAATAAGAGTGTGAGCAACAATAGCACCAATGATATGAAAAATTGCTC
TTTCAATATAACCACAGAATTAAGAGACAAGAGAAGGAAAGAATATGCACTTTTTTATAGACTTGATATAGTA
CCACTTGATGAGAATAGTAACAACTCTATTAGCAACTATAGCAACTACAGATTAATAAATTGTAATACCTCCA
CTATAACTCAAGCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGC
GATTCTGAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGCACCAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCTGTGGTATCAACCCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAACTTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAGATTGAGTGTAT
AAGGCCCAACAATAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCATATGGAGAAATA
GTAGGAGATATAAGACAAGCACATTGTAATATTAGGGAAGATAAGTGGAATAAAACTTTAAACCAGGTAAGGG
AAAAATTAAAAGAACACTTTAATAGAACAATACAGTTTAACTCATCCTCAGGAGGGGATTTAGAGATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTCAAACAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAA
TTATACAAACACAATATACAGGCTACTTGAAGAATCGCAGAACCAGCAGGAAGAAAATGAAAAAGACTTATTA
GCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTGGCATAACAAAATGGCTATGGTATATAAAACTATTCA
TCATGATAGTGGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTAGCTATAGTGAAAAAAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGAT
AGAATTCTAGAAGTGCTACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATCAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>HM204608 
GTGTTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGACGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGAGATGCTAATGTAACCAAGGCCAATGCTACTATTGAAAGTGCCATGAAGGGAGAAGT
ACAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGGAAAAGAAAGTGCATGCACTTTTTTATAGA
CTTGATATAGTGCCACTTAAGCCACTTAATGAGACACTTAATGAGACTCAGGGCAACTCTAGTGAGTATAGAT
TAATAAACTGTAACACCTCAACCATAACACAAGCCTGCCCAAAGGTCTCTTTTGAACCAATTCCTATACATTA



TTGTGCCCCAGCTGGTTATGCGATTCTAAAGTGTAGAAATGAGACATTCAATGGGACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAG
CAGAAGGAAAAATAATAATTAGCTCTGAAAACCTGACAAACAATGCCAAAACAATAATAGTGCGTCTTAATAC
ATCTATAGAAATCACGTGTACAAGACCTAACAATAATACAAGACAAAGTGTAAGGATAGGACCAGGACAAGCA
TTCTATGCAACAGGGGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGCAGAGAAAAATGGAATA
AAACTTTACAAGAAGTAGGAGGAAGATTAAGAGAATACTTCATTAATAGAACAATAAGATTTGCACCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTAAAGAAGAGATTTGGGGTAACATGACTTGGAT
GCAGTGGGATAAAGAAATTAGCAATTACACAAACATAATATATGATTTACTTGAAGTCTCGCAAAACCAGCAG
GAAAAAAATGAAAAAGAGTTACTAGAATTGGACAATTGGAAAACTCTGTGGAATTGGTTTGACATAACAAAGT
GGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCTGTGCT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTAGTAGTTTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCCATCCGCAACGTAC
CTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HM204609 
GGGGAGGACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAGAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
TAATCCACAAGAAATGGTGTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCGTGTGTAAAATTGACCCCACTCTGTGTCA
CTTTAAACTGCACAGATTTTTCCTCCCACAATAATACTGGTGCCAACAGTAGTATTAGCAACAGTAGTAATAG
CACCAATGGTACTAACACCATTAATAATAGCACCATAAATAAAGAGATGAAAAATTGCACATTCAATATGACC
ACAGAAGTAAGAGATAAGAAAAAGAAAGAGTATGCACTATTTTATAGACTTGATATAGTGCCAATTGATAATG
AAGACAACTCTACTTATAGACTAATAAATTGTAATACCTCAACCTTAACACAAGCCTGTCCAAAGGTCTCTTT
TGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGTGTAATAATAAGACATTCAAT
GGAACAGGACCATGTAATAATGTTAGTACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAAC
TACTGTTAAATGGTAGCCTATCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAAC
AATAATAGTACATCTTAATAATTCTGTAGAGATTAGGTGTACAAGACCCAACAATAATACAAGGAAGAGTGTG
AGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACA
TCACTGAAAAAGACTGGAATAAGACTTTACACGAGGTAGCAAACAAATTAAGAGAACACTTCCCTAATAAAAA
TATAACATTTAACTCATCTTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATTCCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACCAATGTGCGTTGGAATTCCACTTGGAGTAATAAATCTAGAGAGGAGAT
TTGGGATAACATGACTTGGATGCAGTGGGATGAAGAAATTGAGAATTACACAAACACAATATACAGGTTGCTT
GAAAAATCGCAAAACCAGCAGGAAAAGAATGAACAAGATTTACTATCATTAGACAAATGGAACAGTCTGTGGG
GTTGGCTCAGCATCTCACACTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATT
AGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCATAATAGGAATCT
GTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>HM204611 
GGGGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGAGGCTAAAGCATATAGTAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGAATGAAGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAATTGACCCCACTCTGTGTCA
CTCTAAACTGTACAGATGTTACCTGTACAAATGCTACCACCAATGGTACAAATGCTGCCACAAATGGTACCTA
TACAAATGTTACCTGTTATAAAAAGGAAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAAATAAGAGAC
AAGAACAAGAAAGAACATGCATTGTTTTATAGACTTGATATAGTACCACTTAATGAGAATGATAACACCTCTG
AGTATAGACTAATAAATTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCA
TGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATG
GTAGCCTAGCAGAAGGAGAGATAATAATTAAATCTGAAAATATAACAAATAATGTCAAAACAATAATAGTACA
GCTTAATAAATCTGTAGAGATACTGTGTGTAAGACCCAACAATAATACAAGAAGGAGTATGAGAATAGGACCA
GGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGTAAAGTTAATCGAACAG
AATGGAAGAAAACTTTAGAAGGGGTAAGAGACAAATTGAAACAACACTTCCCTAATAAAACAATAAATTTTAC
AACACACGCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGATGCTCTGGAAAAC
TCATCTGCACCACGGCTGTGCCTTGGAACTCTAGTTGGAGTAATAGAAATTACAGTGAAATTTGGAATAACAT
GACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAGATACAATATACACGTTGCTTGAAAACTCACAA
AACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTATGGAATTGGTTTACCA
TAGGAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTT



TGCTGTACTCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGAT
ACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTAGCACAAGGATTTTGTAGAGCTATCC
GCAATATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM204616 
GGAGAAGAGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCCTCAGATGCTAAAGCACATGAGACAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATGATTGTGGGAAATGTAACAGAAAGTTTCAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCGCTCTGTG
TCACTTTAAACTGTAGTGAGGTTAGGAATGACACAAGTAAGAATAGCACCCTCAATGACAACGACAGAGAACT
AAGAAATTGCTCTTTCAATATAACCACAGAGATAAGGGATAAGAAAAAGAGTGAATATGCACTTTTTTATAAA
CTTGATCTAATGCCACTTACTACTGACAATTCCAGTGATGCCAATTACAGTGACTATATATTAATAAATTGTA
ATACTTCAACTGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAAA
TAGTAATTAGATCTGAAAATCTGACAAACAATGTTAAAACAATCATAGTACATCTTAATGAATCTGTAGAAAT
TACATGTACAAGGCCCAACAATAATACAAGGAGAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGACATAAGACAAGCATATTGTAGCATTAGTGAAGCCAAATGGAATGAAACCCTACAAA
AGGTAGGTAATAAATTACTAGAACACTTCCCTAATGCAACAATAAAATTTGCACCAGCTGCAGGAGGGGACTT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAACTCCAGACAAGAGTCTTGGCTCTAGAG
AGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCGCCACTAATGTGC
CTTGGAACTCTAGTTGGAGTAATAAATCTTTTAATGATATTTGGGATAACATGACTTGGATGCAGTGGGATAG
AGAAATTGACAATTATACAGACACCATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAA
AAAGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTAGCATATCAAAGTGGCTGTGGTATA
TAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCCAGTAGTTTGCTTGATGCAATAGCAATAACAGTAGCT
GGAGGAACAGATAGAATTATAGAAGTAGTACTGAGAATTTGTAGAGCTATCTGCAGCATACCTAGAAGAATAA
GACAGGGCTTTGAAGCGGCATTGCAATAA 
>FJ443732 
GTGGGGGGAAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCTTATGAGCAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCGATCCACAAGAAATAGAGTTGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTGAAGTTGACCCCACTCTGTG
TCACGTTAGATTGTACAGATGCAAAGTTAAATTATACAAATGCAAATGGTACCCACAATAATGGCACAGATGG
GATGGGGGGAGGAATAAAGAATTGCACTTTCAATACAACCACAGAAATAAGAGATAAGAAGCAGCAAGCGTAT
GCACTTTTTTATAGACCTGATATAGTACCACTTAAGGAGAAGAATAATGACTCTGAGTATATATTAATAAATT
GTAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCGATACATTATTGTGCTCC
AGCTGGTTATGCAATTCTAAGGTGTAATAGTAAGACATTCAAAGGGACAGGACCATGCCATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGATATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGAGG
AGATAATAATTAGATCTGAAAATTTAACAAACAATATCAAAACAATAATAGTCCAACTTAATGAATCTGTAGC
AATTAATTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGAATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTACAAGCGAGTGGAGTAAAACTTTAC
AAAGGGTAAGTGAAAAATTAAAAGAACACTTCTCTAATAAAACAATAAACTTTAAGCCATCCTCAGGAGGAGA
CCTAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCAAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGAGATTTGGGAAAACATGACCTGGATGCAGTGGGA
GAGAGAAATTAGTAATTACACAGACACAATATACTGGTTACTTGAAGAATCGCAAACCCAGCAGGAGAAAAAT
GAAAAAGATTTGTTAGCATTGGACAGTTGGAAAAACTTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTGGCCATTAGACTGCTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATTGAAGCAGTACAAAGAATTTGTAGAGCTATCAGCAATATACCTAGAAGAA
TAAGACAGGGTTCTGAAGCAGCTTTGCAATAA 
>FJ443905 
AACACGATGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGAGAAGCAAGAACTACTCTATTTTGTGCAT
CAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGATCAAATG
CATGAAGATATAATCAGTTTATGGGATCAAAGTCTCAAACCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAGACTGCACAAATGCAAATGTTACCGACAATAATAGCACAAATGTTACCTACAATAATAGCATAAATAAAGA
AATAAAGAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAAGACAGAATATGCACTCTTTTAT
AGACTAGATATAGTACAACTTAATAATGATAGTTATAGATTAATAAACTGTAATACCTCAGTCGTAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATATATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG



TAATAATAAGACATTCAATGGTACGGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTTTCAACCCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATC
TGACGAACAATGTCAAAACAATAATAGTACATCTCAATGAATCTGTAGAGATTAATTGCACAAGACCTGGCAA
TAATACAAGAAAAAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAAACATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTAAAAGCCAATGGGATAAAACTTTACAAAGGGTAAGCAAAAAATTAAGAG
AACACTTCTCTAATAAGACAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAACTGTGGGGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCCATCGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGCTGGAGTA
ATAAAACTCACCAGGAGATTTGGGATAACATGACCTGGATGCAATGGGATAGAGAAATTAATAACTATACAAA
CACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAAGAAAAAAATGAAAAAGATTTACTAGCATTGGAC
AGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTCTAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATA
GAACTCATACAAAGAATTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTT
TGCAATAA 
>FJ443988 
GTGATGGGGAACCAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAATTGTAGTAATTTTAATGGTACCAGTAACAGTACTGCTGAAGTCAATAAGACTATGAGCACTGT
CATGAATGGAGAAATAAAAAATTGCTCCTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCATAT
GCACTTTTTTATAAATCTGATGTAATACCACTTAGTGGGAATAATGAAGAGTATATATTAATAAATTGCAATT
CCTCAACCATAACACAAGCTTGCCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTGAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTCAAAATGTTAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCCACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAA
TAATTAGATCTAAAAATCTGACAAACAATGTCAACACAATAATAGTCCACCTTAATGAATCTGTAGAAATTAC
TTGTACAAGACCAAATAATAATACAAGAAAAAGCATAAGGATAGGACCAGGCCAAACGTTCTATGCAAATAAC
ATAATAGGAGACATAAGACAAGCATATTGTAACATTACTACAACGCAGTGGAACAAAACTTTAAGTCAGGTAA
AGGAAAAATTAGGAGAACATTTCAATAGCAGCAACATACAGTTTCAACCACACTCAGGAGGGGATCTAGAAGT
TACAACACATAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATAC
CTAGGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCCAGTTGGAGTAGTAAAAATCAAACAGAAATTTGGGAAAAAATGACCTGGATGCAGTGGGATAGAGAAAT
TAGCAATTACACAGAAACAATATACAGTTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGAT
TTATTAGCATTGGACAGCTGGAATAACTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTGGGTTTGCTCTCTATAGTGAAAAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTCGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGGGCTATCTGGCACATACCTAGGAGAATAAGACAGG
GCTTTGAAACAGCTTTGCTATAA 
>MN202471 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACAGATTTTAATGCTACCAGTAATGTTACCAGTAGGGGTAATGATACTGTCGATAACAT
GAAGGGAGAAGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAAAAACAGAAGGCGTATGCA
CTTTTTTATAGACCTGATATAGTACCACTTAATAATAACCTTAGTGAATATATATTAATAAATTGCAATACCT
CAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCAATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGTACTAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAGGGAGAGAAGATAA
TAATTAGATCTGAAAATCTGACAGATAATGCCAAAACAATAATAGTCCACTTTAATGAATCTGTAGATATTAA
TTGTACAAGACCCAACAATAATACTAGAAAAGGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAAT
GATATAATAGGAGACATAAGAGCAGCACATTGTAACATTAGTAGAAGAGAATGGAATAAAACTTTAGAGTGGG
TAAAGGAAAAATTAAAAGAACACTTTCCTAATAAAACAATACGATTTGCCCCATCCTCAGGAGGGGATCTAGA
AATTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATTTGGAGTAACATGACCTGGATGCAGTGGGACAGGGA
GATTAATAATTACACAAAAACAATATACCAGTTGCTTGAAGAATCGCAAAGCCAGCAGGAGAAAAATGAAAAG
GATTTATTGGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAAGTGGTTGTGGTATATAA
AAATATTTATAATGCTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTACTGTCTATAGTGAAAAG



AGTCAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATTTGCTTGATACCATAGCAATAGCAGTAGGTGAA
GGAACAGATAGGATTATAGAACTCCTACAAAGAGTTGTTAGAGCTCTCTACAATATACCTAGAAGAGTAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ595742 
GGGGAGGACTCGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTATTTTGTG
CATCAGATGCAAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACACGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTCAAGCCATGTGTAAAGTTGACCCCGCTCTGTGTCA
CTTTAAACTGTAGCAATGCAAAGCTAAATAATGCAAGCAATGCAACGCTAAATAATAATAGCACTGCAAGCAA
TGCAACGCCAACTATTACCTCCATAAAGGAAATACAGAATTGCACTTTCAATGCAACCACAGTAGTAAGAGAT
AAGAAAAGCAAGGAATATGCACTCTTTTATAGACTTGATATAGTACCACTTGATAATGAGACTAGTATGTATA
GATTAATAAACTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGCACAGGACCATGCAAT
AGTGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACTCAGTTATTGCTAAATGGTAGCC
TAGCAGAAGAGGAAATAATAATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTACATCTCAA
TGAATCTGTAGAGATTAATTGTACAAGACTTGGCAATAATACAAGAAGAAGTGTGAGAATAGGACCAGGGCAA
ACATTCTATGCAACAGGAGAAATCATAGGAGATATAAGAAAAGCATATTGTAACATTAGATTAGATGATTGGA
ATAAAACTTTACACAGGGTAAGTAAGAAGTTAGCAGAACACTTCCCTAATAAGACAATAGAATTTACCTCATC
CTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCCCTAGAAAGATACCTACGGGATCAACAGCTCCTAGGAATGTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTGCTGTGCCTTGGAACGCTAGTTGGAGTAATAGAAATCTATCTAGCATTTGGAATAACATGACATG
GATGCAGTGGGAGAGGGAAATTAGTAACTATTCAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAG
CAGGAAACAAATGAAAAAGATTTACTAGAATTGGACAAGTGGAACAATCTGTGGACCTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATTATACAAAGAATTTGTAGAGCTATTCTCCACA
TACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ595747 
GGGGGAAAAGACAAAGACTTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAGACCACTC
TATTCTGTGCATCAGATGCTAAAGCATATGAAAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATGCCTTTGGTAAATGTAACAGAAAATTTTGATATGTGGAAAAATGACATG
GTAGATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAGTTGACCCCAC
TCTGTGTCACTTTAAATTGTACAGATGTCACAAATACTACAGGTAGTAATAATACCAGCAATAATATCACTGT
GGCTAAATCAATGGAAGGTGAAATAAAAAATTGCTCTTTCAATACAACTACAGAAATAACAGATAAGAAAAAG
AAAATGCATGCACTTTTTTATAAGATTGACCTTAAATCACTTAATGGGAATGAGAGCAACGCTACTGAGTATG
GATTTATAAATTGTAATACCTCAGCCATAACACAAGCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAAT
AACGTCAGCACAGTACAATGCACACATGGAATTAGGCCCGTGGTATCAACTCAATTCCTATTAAATGGTAGCC
TAGCAGAAGGAGACATAGTAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACACCTTAA
TGAAACTATAGAAATTAACTGTACAAGACCCAACAATAACACAAGACAAAGTATAAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAGAAGTAAATGGA
ATATAACTTTACAAAGAGTAGCTAAAAAATTAAGAGAACACTTCCCCAATAAAACAATAAACTTTACACATCA
TTCAGGAGGGGACCTAGAAATTACAACTCATAGCTTCAACTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGTTATGGGGCTGCTCTGGAAAACATATCT
GCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAAACTTATGATGAAATTTGGGGTAATATGACCTG
GATGCAGTGGGATAGAGAAATTAGTAATTACTCAGACACAATATACTGGTTGCTTGAAATCTCGCAAAACCAG
CAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGAGCAATCTATGGAATTGGTTTAGCATAACAC
ATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTATCTATAGTAAACAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCATA
GCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTGATACAAAGCATTTGTAGAGCTATCCGCAACA
TACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HQ615943 
GTGGTGGGGGACTCGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGGGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGTCTGAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTAATACTACGAGTACTTACCATAGGGGCTGGGATAATCAAAGCATAAGTGATGAATT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGGAAAAGAACGTGTATGCACTTTTTTATGTA
TCTGATGTAATACCACTTGATAGCAAGAAATCTAATAATAAAAGCTTTAGTGAGTATGTATTAATAAATTGCA
ATACCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC



TGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAAG
TAATAATTAGATCTGAAAATTTGACAGACAATGCCAAGACAATAATAGTACACCTTAATGAATCTGTACCAAT
TAACTGCACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACT
GACATAATAGGAGACATAAGACAGGCACATTGTAACATCACTGAAAGAGATTGGAACAAAACTTTAAAAAGGG
TACAAGAGAAATTACAAAACCTCCTCAATATTAGCAAAATATATTTTGGCCCATCCTCAGGAGGGGACCCAGA
AGTTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGA
TACCTAAAGGATCAAAGGCTCCTAGGACTCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTT
GGAACTCCAGTTGGAGTGATAAAAATCTAACAGATATTTGGAATAACATGACTTGGATGCAGTGGGATAAAGA
AATTAGTAATTATACAAACACAATATACACTTTGCTTACAGAATCACAAACCCAGCAGGAGAAAAATGAGAAA
GAATTACTAGCATTGGACAAGTGGAACAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCATCATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTAGGTGTGCTCTCTATAGTGCGTAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTACTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCTATCCGCAATATACCTAGAAGAATAAGAC
AAGGCTTTGAAGCATCTTTGCTATAA 
>HQ595749 
GTGGTGGGAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAATCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAACTGTACAGCAAATATAACTCTTGCAAATGTTACCCTCAGTGGCAGTAGTGGGAACATAAC
TGGAGAAATGAGAAATTGCTCTTTCAATACAACCACAGAAGTAAGAGATAAGAAAAAGAAAGAATATGCACTT
TTTTATAGACTTGATATAATACCACTTACAAATGAGAGTAATGAGAGTAGTGGGGAGTATAGATTAATAAATT
GTAATACCTCAGTTATAACACAAGCCTGTCCAAAGATTTCTTGGGACCCAATTCCTATACATTATTGTGCTCC
TGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAAGGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AAATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTACC
GATCAATTGTACAAGACCCGGCAATAATACAAGAAAGAGTGTGAGGATAGGACCAGGACAAGCATTCTATACA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGAACTGTGGAATAAAGCTTTAA
CAGGGGTAAGCGAAAAATTACAAAAAATTTATAATACAACAATAAAATTTGGACCACACGCAGGAGGGGACCT
AGAGATTGAAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGT
CTTGGAATGCTAGTTGGAGTAATAAAACTGAGGAGGAAATTTGGCAGAACATGACCTGGATGCAGTGGGATAG
GGAAATTAGCAATTACACAGAAACAATATACAGGTTGCTTGAAATCTCGCAAAACCAGCAGGAACAAAATGAA
AAAGATTTACTAGCCTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTGTTAATCTGTTAGATACCATAGCAATAGCAGTAGCT
GAGGGAACAGATAGGATTATAGCATTTATACAAAGAATTTGTAGAGCTATCCGCAACGTACCTACAAGGATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ595750 
GAGAAGGAAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAACCCACACGAAATACTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGTCTAAAACCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTACAAATATAAAGACAAATGCAAGTACAACTACAAGTACAACTACAAGGGCTACTGTTAC
TAATGCTACTGTTAGCCCGACGGGAGAGATGACAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAG
AAACAGACTGTGTACTCACTTTTTTACAAACTTGATGTAGTCTCCCTTAATGAGAATAGCTCTAAAGAGAATA
GCTCTGATGAGAATAGCTCTGGTGAGTATGTATTAAGAAGTTGTAAGACCTCAACCATAACACAAGCCTGTCC
AAAGGTCTCTTTTGACCCGATTCCTATACACTTTTGTGCTCCAGCTGGATATGCGATTCTAAGGTGTAATAAT
GAGACATTCAATGGGACAGGACCATGCACTAATATTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAACTACTGTTAAATGGTAGCCTAGCCGAAGGGTCAATAATGATTAGATCTAAAAATATGTCAAA
AAATACCCAAACAATAATAGTTCACCTCAATGAGTCTGTACAAATTCGGTGTATGAGACCCGGCAATAATACA
AGGACAAGTGTAAGGATAGGACCAGGACAAACATTCTTTGCAAATAATAACATAATAGGAAACATAAGAAACG
CACATTGTAACATTAGTGAAGGTGACTGGAATAGAACACTACAAAGGGTAGTTAAAAAGTTACGAAATTACTT
CCCTAATAAAACAATAACCTTTAACTCATCTTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGT
GGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAG
GAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGAACTTCAGTTGGAGTAATAGAAC
TCAAACAGAGATCTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAGCCACAATA
TACACACTACTTGAAGAATCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTAGAATTGGACAGGTGGA
ACAGTCTATGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGG



CTTGATAGGTTTAAGAATAATTTTTGCTGTACTATCTATAATAAATAGAGTTAGGCAGGGATACTCACCTTTG
TCATTTGCTATTAATCTGCTTAATACTATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTTA
TACAAAGAATTTGTGGAGCTATCCTCAACCTACCAAGAAGAATAAGACAGGGTTTGGAAGCAGCTTTGCTATA
A 
>HQ615946 
GTAGTGGGGAACCTATGGGTCACAGTCTATTATGGGGTACCGGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGAGAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTCTGGGAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTATTGATAATGTTACCCATATTGATAATGGTACCCACTATAGTAACCAAACCGACATGAG
AAACTGTTCTTTCAATATGACCACAGAACTAAGGGATAAGAAACAGAATGTGCATGCACTTTTTTATAAACTT
GATATAGTACCACTTCAGAAAGATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAGCACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATGAGACATTTAATGGGACAGGACCATGCGAGAATGTCAGCTCAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGGAAAAGAGATAATAATTAGATCTGAAAACC
TGACAGATAATGTCAAAACAATAATAGTACATCTTAATGAGTCTGTAAACATTGTGTGTGCAAGACCCGGCAA
TAATACAAGAACAAGTATAAGGATAGGACCAGGACAAGCATTCTATACAACAGGAGACATAATAGGAGACATA
AGAGCAGCACATTGTAACATTAGTGAAGGTAATTGGAGTAAAACTTTACAAAGGGTACAGGAAAAGTTAAAAG
AACACTTCCCTAATAAAACAATAGAATTTAAGCCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATCGAAAGATACCTACAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGGAAGCTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTA
GTAAATCTCAAGACGAAATTTGGGGTAACATGACCTGGATGGAGTGGGATAGGGAAATTAATAATTACACAGG
AATAATATACAAGTTGCTTGGGGAATCGCAGATCCAGCAGGAAAACAATGAAAAGGAGTTATTAGCATTAGAT
AAATGGAACAATCTGTGGAATTGGTTTGGCATAACAGAATGGCTGTGGTATATAAAAATATTCATAATGGTAG
TAGGAGGCTTGGTAGGTTTAAGAATAATTGTTGCTGTGTTCTCTATGGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCATTCGCTATTAGTCTGTTAGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATA
GAAGTACTACAAAGAATTGGTAGAGCTATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCTGTAA 
>JQ777160 
GGGATGGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAACGCTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATACATTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGCCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAGATGCTAAGCCCAGGAATAATACTGGTAATAGTACTGCTACCCCAACGGCAGCTAGTAG
TAGTAATGTTACCCCAGAGGTAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAACAG
AAGAAAGAAACAGCACTTTTTTATAAAATTGATGTAGTACCGCTTAGCAACTCTAACAACTCTAGCAACTACG
GTGAATACAGGTTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCTAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGATTAGGA
CCATGCAATAATATTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAA
ATGGTAGTTTAGCAGAAGAAGAAATAATAATTAGATGTGAAAATCTGACAAACAATGCTAAAACAATAATAGT
ACATTTTAATGAATCTGTACCAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAA
GTGCCTGGAATAAAACTTTAGAAAGGGTAAAGAAAAAATTAGGAAAATACTTCCTTAATAAAACAATAGACTT
TCAACCAGCCTCGGGAGGGGACCTAGAGATTACGACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGATCCTAGGACTTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTATAGATGAGATTTGGGACAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACTCACACACAATTTACAGATTGCTTGAAGACTCG
CAAAACCAGCAGGAAATAAATGAACAGGATTTGCTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTA
ACATAACAAAGTGGTTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATGGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCATTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAACAGCTGAGGGAACAGATAGGATTATAGAAATAGTACAGAGAATTTTTAGAGCTA
TCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KT183053 
AAAACAGAATTGTGGGTCACGGTTTACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAAAAGGAAGTGCATAACATCTGGGCTACACATGCCTGCGTACCCACAGACCC
CAACCCACAAGAGATACGTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAA
ATGCATAAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAACTGTACGGATAAAATTACCTACTACAACAACAGCAACAACAACATTACCTACACCAGCAATAGTAC
TGAAATGAGAAATTGCTCTTTCAATGTGACCACAGAAGTAAGAGATAGAGAAAAGAAAGAGCATGCACTTTTT
TATAGACTTGATGTAGTACCACTTGATGATAAGTATAGATTAATAAATTGTAATACCTCAACCATAAAACAAG



CCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTG
TAATAATAAGACATTCAATGGAACAGGACCATGCACTAATGTTAGTACGGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGAAGCTTAGCAGAAGAAGAAATAATAATTAGATCTGAGAATA
TAACAGACAATACCAAAACAATAATAGTACAGCTTAAGGAACCTGCAGAGATTGTGTGTACTAGGCCTAACAA
TAATACTAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGAGATATA
AGACAAGCATATTGTAACCTTACTAATTGGCAGGAGACTCTAAAAAACGTAAGTAAGAAATTACAAGAACGCT
TCAATAAAACAATAAGATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGG
AGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGA
ATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTCCTGTGCCTTGGAACTCTAGCTGGAGTAATAAATCTG
TAGATGAGATTTGGAAAAACATGACCTGGATGGAATGGGATAGGGAAATTAGTAATTACACAAACATAATATA
CAACTTGCTTGAAATCTCGCAAAACCAGCAGGAACAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAAA
AATTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCT
TAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTC
ATTTGCTGTTAACCTGCTTGATACCATAGCAATAGCAACAGCTGAGGGAACAGATAGGATTATAGATTTAATA
CAAGCAATTTTTAGAGCTATTCGTAACATACCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KT183056 
ATGGAGAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTTTGGAAAGAAGCAAAAACTACTTTATTCTGTG
CTTCAGATGCTAAAACATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGAAGATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAGGAYGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGTCAAGACCAAGAATGATACTGCTACCAACAATATGGCCAAAAATGAAATAAAAAA
TTGCACTTTCAATGTAACCACAGCAGTAAGAGATAAGAAGCATAAAGATTATGCATTCTTTTATAGACTTGAT
ATAGTACCACTTAACTCCGGTGCCAACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACAC
AATCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCAATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGTAATAATGTCAGTACAGTACAATGTACGCATGGAATC
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGATAATAATTAGATCTGAAAATC
TGACAAACAATGTTAAAACAATAATAGTACAGTTTAATGAATCTGTAGAAATCATGTGTACAAGACCCAACAA
TAATACAAGGGAAAGTGTAAGAATAGGACCAGGACAAGTATTCTATGCAACAAAGGGCATAATAGGAGACATA
AGACAAGCATATTGTAACATTAGTGGAGACAAATGGAATCAAACTATGCAAAGGGTAAAGGGAAAGTTAGAAA
AACACTTCCCTGGTAAAAATATAACCTTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTA
ATAAATCAAACAATGAGATTTGGGATAATATGACCTGGATGCAGTGGGACAGAGAGATTAGTAATTACACAAA
TACAATATACAGGTTACTTGAAGAATCGCAGACCCAGCAGGAGCAGAATGAAAAAGATTTATTAGCATTGGAT
AAGTGGCAAAATCTGTGGAGTTGGTTTAGCATARCACATTGGCTGTGGTACATAAAAATATTTATAATGATAG
TAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATA
GAACTAGCACAAAGATTTGGTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCAT
TGCTATAA 
>KT183125 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGCAAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGAGGATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTTGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCCTAGACTGTCAAAATGTTAATGCTACTCAAAATACTAATGATACTATTTCTACCATGAAAAATTGTAC
TTTCAATACAACCGCAGATCTAGGAGATAAAAAACAGAAAGGAAGGGCACTTTTTTATAACCTGGATATAGTA
CAACTTAACCCTAACTCTAACTCTAGTGAGTACAGATTAATAAGTTGTAATACCTCAACCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGTGTAA
TAATAAAACATTCAATGGATTAGGGCCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGA
CAGACAATGGCAAAACAATAATAGTACACCTTAATGAGTCTGTAAAAATTGTGTGTATAAGACCTAACAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACAGATATAATAGGAGATATAAGACAA
GCATATTGTAACATTAGTAGAGAAGATTGGAACAAAACTTTAGACAGGGTAAGAAAGAAATTAGAAGRACACT
TCCCTAATAAAACAATAGAATTTAAACGACACTCAGGAGGAGACCTAGAAGTTACACAACATAGTTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTA
GGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAA
CTTATAATGATATTTGGGATAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGCAATTACACAAACACAAT
ATACACGTTGCTTGAAGTCTCGCAAAACCAGCAGGAACAAAATGAGAAAGATTTATTAGCATTGGACAAGTGG
CAGAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATACTCACCTTT



GTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAATTC
ATACAAAGAATTGGTAGAGCTATCCTCAACCTACCTAGAAGGATAAGACAAGGTTTTGAAGCAGCTTTGCTAT
AA 
>KT183128 
GTAGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAGGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCAGGAGGATGTAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGTACTAATGTTAATGTTACCAGTAATAGTACTAATGTTAACAGTAGTAGTACTGATAATAC
TACCTTGGGAGAAATAAAAAATTGCTCTTTCGATATAACCACAGAAATAAGAGATAAGACAAGGAAAGAGTAT
GCACTTTTTTATAGACTTGATATAGTACCGCTTGATAATAGCAGCAATCCTAATAGCAGCAATACCTATAGAT
TAATAAATTGTAATACCTCAACCCTAACACAAGCCTGCCCAAAGGTCACTTTTGACCCAATTCCCATACATTA
CTGTGCGCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAG
CAGAAGAAGAGATAGTAATTAGATCTAAAAATCTGTCAGACAATGCCAAAATAATAATAGTACAGCTTAATAA
ATCTGTAGAAATTGTTTGCACAAGACCCAACAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACTGATATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGGAAGGAACTGGAGCGAAG
CTGTAAACCAGGTAAAGAAAAAATTAAAAGAACACTTCCCTCAGAAAAATATAAGTTTTCAGTCATCCTCAGG
AGGGGATCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGCAAACTAATCTGCACCA
CTGCTGTGCCTTGGAACATCAGTTGGAGTAATAAATCTAAAGAAGAGATTTGGGAAAACATGACCTGGATGCA
GTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAGGAATCGCAGAACCAGCAGGAA
AACAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTATTGTGCTCTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTACTATTAATCTCATTGATACCATAGCTATA
GCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGCACAAAGAATTGGTAGAGCTATCCGCAACATACCTA
CAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTATAA 
>KT183153 
GTGGTGGGAAACGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTC
TATTCTGTGCATCAGATGCTAAAGCATATGAGAAGGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATATTTTTAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAAGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAATTGTACAAATACCACTTTAAATTGTACAAATGACTACAATCTAACCACAAATGAGGAGTG
CTCACAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGCAACAACAGTATGCACTT
TTTTATAGACCTGATATAGTACCACTGAATGAGAATGAGAACAGCTCTACTTATAGATTAATAAATTGTAATA
CCTCAACTGTAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTCTACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAGAAATGAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCATAGCAAAAGGAGAAATAA
TAATCAGATCAGAAAATATAACAGATAATGCTAAAACAATAATAGTGCAGCTTAATGCATCCATACAGATTAA
TTGCACAAGACCCAACAATAATACCAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAAC
ATAATAGGAGACATAAGACAGGCACATCGTAACGTTAGTAGAGCTAAATGGAATAAAACTTTACTAGAGGTAA
GTAGAAAATTGAAAGAGCACTTCCCTAATAAAACTATGACCTTTAATTCATCCTCAGGAGGGGACCTAGAAGT
TACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCCAGAATCCTGGCTATAGAAAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACGCATCTGCACCACTACTGTGCCTTGGA
ACTCCAGTTGGAGTAATAAAAATCAAAGTGAGATAAGTGAGATCTGGGATAAATTGACCTGGATGGAGTGGGA
TAAAGAAATTAGCAATTACACAAATACAATCTACAGGTTGCTTACAGAATCGCAAAACCAGCAGGAACAAAAT
GAAAAGGAGTTATTAGAATTGGACAAATGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTATGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTACTAGTCTGCTTGATACCCTAGCAATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAATTTATACAAAGAACTTGTAGRGCCATCCGAAACCTACCTATAAGAA
TAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>KT183172 
GTGATGGGGAACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCGACCCACAAGAATTGAAATTGGAAAATATAACAGAAAATTTTAACATGTGGGAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAACTGTAGTAACGTCAATAGTAATAGGACAGTTGATAATGCCACACAGGGAGAAATGAAAAA
TTGCTCTTTCAATATAACCACAATGCTAAGAGATAAGAAAGAGAAGGAATATGCACTTTTTTATAGACTTGAT
CTAGCACCACTCAACAAAGACAATTCCAGTTATAGATTAATAAATTGCAATACCTCAGCCGTAACACAAGCCT
GTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA



TAATAGGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACTCATGGGATTAAGCCA
GTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAACAGAAAAAGAGATAATAATTAGATCTAAAAACCTGA
CAGACAATACCAAAACAATAATAGTACATCTTAATGAATCTGTAAAAATTGAGTGTGTAAGACCCTCCAATAA
TACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAAG
CAAGCACATTGTAACATCAGTGGAAAAGAATGGAACACAACGTTAGAGAGGGTAAGGGAGAAATTAAAAGAAC
ACTTCCCTAATAAAATAATACAATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACATCACATACCTTTAA
TTGCAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTTCCTTGGAACTCCAGTTGGAGTAATA
AATCTTACACAGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAACAATTACACAGGCAC
AATATACAGGTTACTTGAAGAATCGCAAAACCAACAGGAAAAGAATGAAAAAGATTTGCTAGCATTGGACAGT
TGGAAAAATTTGTGGAATTGGTTTGACATATCAAGGTGGCTGTGGTATATAAAGATATTCATAATGATAGTAG
GAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTGGCTGTTAGTCTAATTGATACCATAGCCATTGCAGTAGCTGAAGGAACAGATAGAATACTAGAA
TTAATACAAAGAATTTGGAGGGGTATCTGTAACATCCCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>KT183183 
GTATTGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAGAGAAGCAAAAAACTACTCTATTC
TGTGCATCAAATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAG
ACCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAATATATGGAAAAATGACATGGTAGA
TCAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAGGCCATGTGTAAAGTTGACCCCACTCTGT
GTCACTTTAAATTGTATAGATGTTAATGTTACTAGGAAGGATAATGGTAATGGTACATCTGGTAATAATACTA
GTGCAGCAGAAATGAAAAATTGCACTTTCAATGTAACCACAGAAATAAGAGATAGGAAACAGCAAGCATCTGC
CCTTTTTTATAGACTTGATATAGTACCACTTTCTGAGAACGGCAGCGGCAACAGCTCTTATAGATTAATAAAT
TGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCCATACATTATTGTACAC
CAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCAC
AGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGAA
GGGATAGTAATTAGATCTGAGAATCTGACAAACAATGCCAAAACAATAATAGTACAGCTTAATAAATCTGTAG
AAATTGTTTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGC
AAATAACATAATAGGAGACATAAGACAAGCACATTGTAACATTTCTAGAGCAAACTGGAGCAGCACTGTAGAT
CAGGTAAAGGAAAAATTAAGAGAATACTTCCCTAATAGTAAGAATATAAGCTTTCAGCCATCCTCAGGGGGGG
ATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTCT
AGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCT
GTGCCTTGGAACTCCAGTTGGAGTGATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGG
ATAGAGAAATTAGTAATTACACAGGCACAATATTCAGGTTGCTTGAGGAATCGCAAAACCAGCAGGAACAAAA
TGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGATATAACAAAGTGGCTGTGG
TATATAAAAATATTCATCATGATAGTAGGAGGCTTGGTAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAG
TGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGTTTGATGCCATAGCCATAGCAGT
AGCTGAAGGAACAGATAGAATTATACAATTAATACAAACAATTGGTAGAGCTATTTTCAACATACCTAGAAGA
ATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KT183201 
ACAGAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGTCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAACCTGTACTAATAGTACTAGTAATGCTACTGCTAACAGTGATAATAACATGAGAAATTGCTCTTTCAA
TATAACCACAGAAATAAGGGATAAGACAAAGAATGAATATGCACTTTTTTATAAGCTTGATATAGTACCACTT
AGTGAGAGTCCCAATGAGACTTCCAATGAGTATAGGCTAATAAATTGTAATACCTCAGCCACAACACAAGCCT
GTCCAAAGGTCACCTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAA
TAATGAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTAGTATCAACTCAACTACTATTAAATGGTAGTCTAGCAGAAGACATAGTAATTAGATCTGAAAATCTGACAG
ACAATACCAAAACAATAATAGTCCACCTTCAAAAACCTGTAGCAATTAACTGTACAAGACCTGGCAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGGCATAATAGGAGACATAAGACAA
GCACATTGTAACATTAGTAGAAAGGAATGGAATGATACTTTACAAGAGGTAGGTGAAAAATTAAGCAAATTCT
TCCCTAATAAAACAATAAAATTTGACAAACACTCAGGAGGGGATCTAGAAATTACTACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTA
GGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAT
CTCGAGAAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGGAATTACACAGGCACAAT
ATACAGGTTGCTTGAAAACTCGCAAAGCCAGCAGGAGCAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AAAAACTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTT



GTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTA
ATACAAAGAATTTGTAGAGGTATCCGCAACATACCTACAAGAATAAGACAGGGCTTCGAAGCAACTTTGCAAT
AA 
>KT183243 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCTGATGCTAAAGCATATGACAAAGAGGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGATTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGAAAAGGTAAAAGTTAATGCTTCCAGTAATTGTAGTACTTCCAGTAATAGTAGTACTTT
CAGTAATAGTAGTAAGGCCTATGAGAATGCAGGAATGATGAATTGCTCTTTCAATACAACCACAGAATTGAGA
GATAAGAAAGAGAGAATGCATGCACTTTTTTATAGACTTGATATAGTACCGCTTAATAGTACAGACAATGATA
ATAATACTTATAGGTTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCC
AATTCCTATACACTACTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAAGACATTCAATGGGACA
GGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGT
TGAATGGTAGCCTAGCAGAAGAAGACATAATAATTAGATCTGAAAATATAACAAACAATGTCAAAATAATAAT
AGTACAGCTTAATGAATCTATAGCAATTAATTGTACAAGACCTGGCAATAATACAAGAAGAAGTATAAGGATA
GGACCAGGCCAAGCATTCTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGCA
GAGATTTATGGAACAAAACTTTACAAAGGGTAAGTAACAAATTAAAAGGACACTTCCCTAATAAAACAATAAA
ATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGACCAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGTAACAAAACTCAAGCAGATATTTGGGA
TAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAATTACACAGACATAATATACAGGTTGCTTGAAAAA
TCGCAGAACCAACAGGAAGAAAATGAAAAGGACCTATTRGCATTGGACAAATGGGAAGATCTATGGAGCTGGT
TTAGCATAACAAAGTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTGTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTG
CTTGATACCATAGCACTAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAG
CTATCCGTAACACACCTAGAAGAATAAGACAGGGCTTCGAATCAGCTTTGCTATAA 
>KT183245 
GTGATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGTAAATGTAACCCAGAATAGTACAGGAATAACAAATGTAAGTGATATAACAAATTGCTC
TTTCAATACAACCACAGAACTAAGAGATAAGAAACAGCAAGCATATGCACTTTTTTATAAACTTGATGTAGTG
CCACTTAAGAAAAATAAATCTGAGAAAATTAATTCTGAGAAGTATATATTAATAAATTGCAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGAT
CTGAAAATCTGACAGACAATACCAAAACAATAATAGTCCACCTTAATGAATCTGTAGCAATTAATTGTACAAG
ACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACTGACATAATAGGA
AACATAAGAGAAGCATATTGTAACATCAATAAAACTCAATGGAACAGAACTTTAGAAAGGGTAAGGAGCAAAT
TAAGGGAACACTATAATAAAACAATAACATTTAAACCACCTGCAGGAGGAGATCTAGAAATTACAATGCACAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCATAAGGATATTTGGGATAGCATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTACAC
AAGCACAATATATGGATTACTTGAAGAATCGCAAATCCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTG
GACAGATGGCAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAATTATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGACAGGATT
ATAGAATTCATACAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGTACTGAAGCAG
CTTTGCTATAA 
>KT183250 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATATTAGCAGAAATAACTCCAGAGGTCAGAATAATGAGACCCACAATGGGAATGA
AATGAAGAATTGCTCTTTCAACATAACCACAGAATTAAGAGATAGGAAAAAGCAAGCATATGCACTTTTTTAT
AGACTTGATATAGAACCACTTAATAAGAATGGTAACAGCTCCACGGAGTATATATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCCTGGGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA



TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGTTAGGACCATGCAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTATTAAATGGCAGCCTAGCAGAAAAAGAGATAATAA
TTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTACAGCTGAATGAATCTGTAGAAATTGTGTG
TACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTTTGCAACAAATGAC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAGAAAACTGGAATAAAACTTTACAAAATGTAA
GAGACAAACTAGCAGAACACTTCCCTAATAAAACAATAATATTTGCACCACAATCAGGAGGGGACATAGAAAT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAT
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTAGAGATGAAATTTGGAATAACATGACCTGGATGCAATGGGATAAAGAAGT
TAGCAATTACACAAATACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAGGAT
TTATTAGCATTAGACAAGTGGGAAAATCTGTGGAATTGGTTTAGCATAACACATTGGCTGTGGTATATAAAAA
TCTTTATAATAATAGTAGGAGGCCTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTCTGTCATTTGCTATCAAACTAGTAGATACCCTAGCAATAACAGTAGCTGAAGGA
ACAGATAGGATTATAGAAGTAATACAAAGAAGTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGG
GTTTTGAAGCAGCTTTGCAATAA 
>KT183258 
GTGGTGGGACAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTAT
TTTGTGCATCAGATGCTAAAGCTCATGAGAGAGAAGCGCATAATGTTTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATGGTGTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTG
GAACAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAACCTGTACAAATGTCACAGAGGCTACAAATGGTACAAATACCACAAGTACCCCCCCAACGGC
TGGCTATGATGAAATGAAAAACTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAAGAAAGAATAT
GCACTTTTTTATAAAGTTGATATAATACCACTTGATAATGAGACTAGTAGTAGTAGTAGTCATGAGTATAGAC
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTGGGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAAACATTCAATGGAAAGGGACCATGCAATAAC
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCCTAG
CAGAAGGAGAGATAGTAATTAGATCTGAAAATCTGACAGATAATACCAAAACAATAATAGTGCATCTTAATGA
AACTGTGGAGATTGTGTGTGCAAGACCTAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGCCATAATAGGAAACATAAGACAAGCACATTGTAACATCAGTAAAAGTCAGTGGAGGA
AAACTTTAGAAAAGGTAACAAAAAAATTAGAAAAACACTATAATAAAACAATAGTCTTTGCACAATCCTCAGG
AGGGGACCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGCTGGAGTAACAGATCTGAATCAGATATTTGGGATAACATGACCTGGATGCA
GTGGGATAGAGAAATTAATAATTACACAAACACAATATACAATTTGCTTGAAATCTCGCAAAACCAGCAGGAG
CAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAAGAATTTATGGACTTGGTTTGACATATCAAAATGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACGATAGCAATA
GCAGTAGCAGAAGGAACAGATAGGATTATAGAATTAATACAAGCATTTTGTAGAGCTATCTACAACATACCTA
GAAGAATAAGACAGGGCTTGGAAGCAGCTTTACTATAA 
>KT183274 
GGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTTGTGCAT
CAGATGCTAAAGCCTATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCCCAG
CCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAAATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTACGAGTGTTGAGAATGCTACTAGTACTGTTAACAATGTTACTGATGGGAGTAATAGTACTGCTAG
CCCGAGCATAAAGGAAGAAATGTTCAATTGCTCTTTTAATGTAACCACAGAATTAAGAGATAAAAAGGAAAAT
GTAAATGCACTTTTTTATAAACTTGATGTAGTACCACTTAAGAGTGAAAAGCCCAGGGAATATAGATTAATAA
ATTGTAATACCTCAACTGTAACACAAGCCTGTCCAAAGGTCTCATTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTGATGGAAAAGGACCATGCAATAAGGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAGG
AAGAGATAATAATTAGATCTGAAAATATAACAAACAATATCAAAACAATAATAGTACATCTTAATAAACCTGT
AGACATCATATGTACAAGGCCCGGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACTTTCTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAGAACTGGACTAGAACCC
TAGATATGGTAAGTGACAAATTAAGAGGATACTTCCCTAATAAAACTATAAAGTTTTCACCACACTCAGGAGG
AGATCTAGAAATTACAACACATACTTTTACTTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCT
CTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTA
ATGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTCTAGAGACTATTTGGAATAACATGACTTGGATGCAATG
GGATACAGAAATTAACAATTACACAGTCACAATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAG
AATGAACAGGACTTGTTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGATCTCAGT



AGTAAATAAAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGCCTGCTTGATATTATAGCAATAACA
GTAGCTGAAAGAACAGATAGAATTATAGAAATAGGACAGATAATTTGTAGAGCTATCCGTAGCATACCTAGAA
GACTAAGACAGGGAGTTGAAGCAGCTTTGCAATAA 
>HQ615983 
GGGATGGGGAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAGAGTCTAAAACCATGTGTACAGTTAACACCACTCTGTG
TCACTTTGCACTGTACAAATGTAACCTACAATGAGACCATGAATGAAGAAATGAAGAATTGCTCTTTCAATAC
AACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGACCTGATATAGTACCACTTGAA
GGGAAGAATTCTAGTAATTATATATTAATAAATTGTAATAGCTCAACCATAACACAGGCCTGTCCAAAGGTCA
CCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGCAACGATAAGGCATT
CACTGGGACAGGATCATGCAGTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACT
CAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATCATTAGATCTGAAAATTTGACAGACAATAGCA
AAACAATAATAGTACACCTTAATGAATCTTTAAACATTGTGTGTACAAGACCCAACAATAATACCCGAAAAAG
TATAAGGATAGGACCAGGGCAAACATTCTTTGCCACAAATGAGATAATAGGAGACATAAGACAAGCACATTGT
AACATTAGTAGATGGAAAGCCACTTTAGAAAAGGTAAAGAAAAAATTAGAAAAGCACTTCCCTAATAAAAACA
TAAGCTTTCAGGCATCCTCAGGAGGGGATCTAGAAATTACAACACATAGTTTTAACTGTGGAGGAGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGC
TCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATATTAGTTGGAGTAATAAAACTAAAGATGATATTT
GGAATAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAGACACAATATACTTGTTGCTTGA
AGAATCACAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGCCTGTGGAGT
TGGTTTGAAATAACAAAGTGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGA
GGATAGTTTTTGGTGTGCTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCAATTAG
TCTGGTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAATTTAATACAAAGAATCTGT
AGAGCTATTCGCAACACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ615966 
GTGACTGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGTGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACGGAAAATTTTAACATGTGGGACAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAATTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCACTAATGCTACTTACAGTAACAATACTGCTTACCCTGAAATGAAAAACTGCTCTTTCAA
TACAACCACAGTAGTAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGACTTGATGTAGTACCACTT
GATAAGAGCAGCTCTAATAACAATTTTAGTGACTATGTATTAGTAAATTGCAATTCCTCAACCGTGACACAAG
CCTGTCCAAAGGTCAGTTTTGACCCGATTCCTATACATTATTGTGCTCCCGCTGGTTTTGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCTGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTAAAAATC
TGACAAATAATGCCAACACAATAATAGTACACCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCGACAA
TAATACAAGGAAAAGCATAAGGATAGGACCAGGACAAGCATTCTATGCAATGGGAGACATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTGAAGCTAAATGGAATGCAACCTTACAAAGGGTAAGAAAAAAATTAGAAG
AACACTTCCCTGATAAAACAATAAGATTTGAACAGCCCGTAGGAGGAGACCTAGAAATTACAACACATAGCCT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAGTTGGAGTA
ATAAATCTCAAAAAGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAA
CACAATATACAAGTTGCTCGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGAC
AGTTGGCAAAGTCTGTGGAATTGGTTTAACATAACACACTGGCTGTGGTATATAAAAATATTCATCATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTATGGGTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTATCGTTTGCTATTAATCTATTAGATACCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATC
GAATTCATACAAAGGTTTTGTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGTTTTGAAGCAGCTT
TGCAATAA 
>KC156221 
GTGCAGAGCTCTTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTTTATTTTGTG
CATCAGATGCGAAAGCATATGATGAGGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAATGTTTTTGGAGAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAGAGTGCACAAATGCTACATTCAATACTAGCATAAAGAAAGAAATGAGACAATGCTCTTTCAATGTAAC
CACAGTAGTAAGAGATAAGAAAAGGAAAGAAAATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGGA
AATTCTAGTGGAAATGGAAATGTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCT
GTCCAAAGGTCACTTTTGATCCAATCCCTATACATTACTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TGATAATACATTTAATGGAACAGGGCCATGCACGAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCA



GTGGTATCAACTCAGCTACTGTTAAATGGCAGCAGAGCAGAAAAAGAGATAGTAATTAGATCTGAAAACATAA
TAAACAATGTCAAGACAATAATAGTACATCTTAATGAATCTGTAGAGATTGAGTGTACAAGGGTTGGCAATAA
TACAAGGAAAAGTGTGAGAATAGGACCAGGACAAACATTTTATGCAACAGGAGATATAATAGGAGACATAAGG
GAAGCACATTGTAACATTAGTGAAGAAACATGGAATAAAACTCTACACATGGTAAGTGAAAAATTAAAAGAAC
ACTTCCCTAATAAAACAATAATGTTTAACCCACACGCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAA
CTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTC
CTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTATTGGAACTCTAGTTGGAGTAATA
AAACTCAAGAAGAGATTTGGGAGAACATGACCTGGATGCAATGGGATAGAGAAATTAGTAATTACACAAACAC
AATTTACAAGTTGCTTGAGGAATCACAAAACCAGCAGGAGAAAAATGAACAAGATTTACTAACATTGGACAGT
TGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGTTGTGGTATATAAAAATATTTATAATGATAGTAG
GAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
CTTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTACAGGAACAGATAGGATTATAGAA
GTAATACAAAGAGGGTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAACCGCATTGC
TATAA 
>HQ615967 
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCGAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACCT
TAAACTGCACGAATGCTACCTATAATCATAATATTACCTATAATCATAACATGTCTCAAGAAATAAAAAACTG
CTCTTTTAATACAACCACAGAGATAAGAGATAAGACACAGAAAGCGTATGCACTTTTTTATAGATCTGATGTA
GTACCACTTAATGAGAACTCTAGTGGGAACTTTAATGATTATATATTAATAAACTGCAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAAATAATAATTAGATCTG
AAAATCTGACAAACAATGCTAAAATAATAATAGTACACCTTAACGAGTCTGTAGAGATTGTGTGTACAAGACC
CGGCAATAATACAAGAGAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGACATAATAGGA
AACATAAGACAAGCACATTGTAATATTAGTAGAAATAGCTGGAACACAACCTTAGACAGAGTAAGGAGGAAAT
TAGGAGAACACTTTAATAGAACAATAAAATTTGCACCATCTTCAGGAGGGGACCTAGAAGTTACAACACATAG
TTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACACCAGTTGGA
GTAATAGATCTAAAAAAGAGATTTGGGATAACATGACATGGATGCAGTGGGATAGAGAAATCAGCAATTACTC
AAACACAATATACCGGTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAACGATTTATTAGCATTG
GACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTTTAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGGAGGAACAGATAGGATT
ATAGAACTAGCACAAAGAATTTGTAGAGCTATCCGCAACGTACCTAGAAGAATAAGACAGGGTTTCGAAGCAG
CTTTGCTATAA 
>HM623551 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTCTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAATATGTAATAACGTTGCCTATAATAGTACTAGTACTCTCAATAATACCATGGGGGCAGAAATGAA
TAATACCATGAAGGCAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAAGCAAAAG
GAGTATGCACTTTTTTATAAGCTTGATATAGAACCACTTAATGAGGGTAAGAGCAACTCTAGTGGCAACTCTA
GTAACAACTATAGTGAGTATAGATTAATAAATTGTAATTCCTCAACTGTAACACAAGCCTGTCCAAAGGTCTC
TTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTC
AATGGGACAGGACCATGTACTAATGTCAGCTCAGTACTATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AATTACTGTTAAATGGTAGCCTATCAGAAGAGGGAATAATAATTAGATCTGAAAATATGACAAACAACATCAA
AACAATAATAGTGCAGCTGAATCAATCTATAGAAATTAATTGTACAAGACCCAGCAATAATACAAGGAAAAGT
ATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGACATAATAGGAGACATAAGACAAGCACATTGTA
ACATTAGTAGAGAACAATGGAACAAGACTTTAAAACAGGTAGCGAACAAATTAAAAGAATACTACAATAAAAC
TATAATATTTGAACCTCAACCAGCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGA
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTACAGGATCAACAGTTCCTAGGGCTTT
GGGGCTGCTCTGGAAAGCAAATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAATAAATCTTATGA
AGATATTTGGGAGAACATGACCTGGATGGAGTGGGACAGAGAGATTAGTAATCACACATACACAATATACAAG
TTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAAGACCTATTGGCATTGGACAGTTGGAACAGCC
TGTGGAATTGGTTTAACATAACAAAGTGGCTGTGGTATATAAAAATATTTATCATGATAATAGGAGGCTTGAT
AGGCTTGAGAATAATTTTTTGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTT



GCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGACTTCCTACAAA
GAATCTGTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623553 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCATTAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTACTAATGTTACCTGCACTAATGCTACCTGCAATAATACCACAGATACAGGAATGAAAAA
TTGCTCTTTCAATGCAACAACAGAACTAAGAGATAAGAAGAGCAAAGAGTATGCACTTTTTTATAAACTTGAT
ATAGTACCACTTGATAAGAGTAATATCACTGATGATGGGGAGTATAGATTAATAAATTGTAATACCTCAACTG
TAACACAAGCCTGTCCAAAGGTCACATTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGGTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACAT
GGAATTAAACCAGTAGTATCAACTCAATTACTGTTAAATGGTAGCATAGCAGAAAAAGAGATAATAATTAGAT
CTAAAAATCTGACAGACAATGCTAAAATAATAATAGTACAGCTTAATCAGTCTGTAGGAATTGTGTGCACAAG
ACCCAACAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGACATAATA
GGAAACATAAGAGAAGCACATTGTAACATTAGTAAAAAGGACTGGAATGAAGCTTTACAAAGGGTAAGTGAAA
AATTAGCTGGACACTTCCCTAATAAAACAATAAGGTTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCA
GCTGGAGTAATAAATCTTCCCAGGAGATTTGGGATAATATGACCTGGATGCAGTGGGATAAAGAAATCAATAA
TTACACAAACACAATATACAAGTTGCTTGAAGAATCGCAAGTCCAACAGGAACAAAATGAAAAAGATTTATTA
GCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAACATAACAAATTGGCTATGGTATCTAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTATCGTTTGCCATTAGTTTGTTTGATACCATAGCAATAGCAGTAGCTGGGGGAACAGAT
AGGATTATAGAATTCATCCTTAACATACTTAGAAGAATAAGAAGGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623554 
ATGGTGGGAAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATAGGGAGGTGCATAATGTCTGGGCTACACGTGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCTTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGCACAAAGGTAGAAAATAAAAATATCACTAAGGTAGAAAAGGAAAATATCACTAATATAAT
TAATGATAGCATGACTGCAGAAATAAGAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGACACAG
AAAGAGTATGCACTTTTTTATAGATCTGATATAGTACCAATTGAGAGTAACTTTAATGAGAGTAGGAGTTCTA
ATGATTATATATTAATAAACTGTAATACCTCAACTATAACACAGGCCTGTCCAAAGGTCTCTTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGA
CCATGTAATAATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAAAAGAAATAATAATTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGT
ACAGCTTAATGAATCCATAGCAATTATGTGCACAAGACCTGGCAATAAGACAAGAAGAAGTATGAGGATAGGA
CCAGGACGAGTATTCTATACAAATAGCATACTAGGAGACATAAGAAAAGCATATTGTAACGTTAGTGAGAAAG
ACTGGAATAAAACTTTACATTGGGTAATACAAAAATTGGGAGAACGCTTCCCTAATAGAACAATAAAGTTTAA
TTCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGGTACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTAAAAATGATATCTGGGATAACAT
GACCTGGATGCAGTGGGATCAAGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAGGAATCGCAA
ATCCAGCAGGAGCAAAATGAAAAAGATTTATTAGCATTGGACAGGTGGACAAATCTGTGGAATTGGTTTAGCA
TAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTATGAT
ACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCATAAGAAGAATTTGTAGAGCTATCT
ACAACCTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623556 
GTGGCAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATAGTGTTGGAAAATGTAACAGAGAATTTTAACATATGGAAAAATGACATGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACTCCACTCTGTA
TCACCTTGAAGTGTAGGGATATGGATATGAACATTACCAGTAAGAATGTGAATACTACCAGTAATACTACCAG
TAATAGTACTGTTGATAACATGAAGGGAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGCAATAAGAGAT
AAGAAACAGAACACATATGCACTTTTTTATAAACCTGATCTATTACCACTTAATAATGAATCAAAGCATGAAT
CAGAGTATATATTAATACACTGCAATACCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCGAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGA
CCATGCACTAATGTCAGCACAGTACAACGTACACATGGGATTAAGCCAGTGGTCTCAACTCAACTACTGTTAA



ATGGTAGCCTAGCAGAAGAGAAGATAATAATTAAATCTCAAAATCTGACAGACAATGCCAAAACAATAATAGT
CCACCTTAATGAATCTGTAGCAATTAACTGTACAAGACCCTACAAGATAGTTAGAAGGAGAGGTATAGGGATA
GGACCAGGACAAACAGTCCAGGCAAATGCCCAAGTAATAGGAGACATAAGACAAGCACATTGTAACATTAGTG
GAAGGGACTGGAACAACACTCTAACAAAGGTAAAGGAAAGATTAAAAGAACACTTCAATAAAACAATAGTATT
TAAACAACCTTCAGGAGGGGACCTAGAAATCACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAACAGCTC
CAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCTCTGGAA
AGGTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTAGGAGATATTTGGGATAA
CATGACTTGGATGCAGTGGGATAGAGAAATTAACAATTACACAGGCACAATATACAAGTTGCTTGAAGACTCG
CAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTA
GCATATCAAAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCCTGATAGGTTTAAGAATAAT
TTTTAGTGTACTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATACCTTAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATTGAAATAATACAAAGACTTTGTAGAGCTA
TTCGCCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623557 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGAGTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAATTGTACAGATGTAGAATATAATAGTACTACTACTTCAACTACTATTGAAGGAAACATGACTGG
GGAAATAAAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAGAAAACAGGAAGCATATGCACTTTTC
TATAGGCCTGATGTAATGCCACTTAATGGGAACTCTAGTAAGTATATATTAATAAATTGCAATTCATCAACCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAGGTGTAATAATGAGACATTCAATGGGACAGGACCATGCCTTAATGTCAGTGCAATACAATGTACACAT
GGAATTAAGCCTGTGGTATCAACTCAACTATTATTAAATGGTAGCCTAGCAAAAAATGAGACAATAATTAGAT
CTGAGAATCTGACAGACAATGCCAAAACAATAATAGTACAGCTACATGAATCTGCAGAAATTGTGTGTGTAAG
ACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGAAATAATA
GGAGACATAAGACAAGCATATTGTAACATTAGTACAGAAAAATGGAACACCACTTTAGAAAGGATAAAGGAGA
AATTAAGAAAACACTTCCCTAATAAAACAATAGAATTTGCACCGCACTCAGGAGGGGACCTAGAAGTTACAAC
ACATAGCTTTAATTGTAAAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTGGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAA
TTACACAAGCATAATATACAAACTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTA
GCATTGGACAGTTGGAATAATCTGTGGAGCTGGTTTAACATAACTAATTGGCTGTGGTATATAAGAATATTCA
TCATGATAGTAGGAGGACTAATAGGTTTAAGAATAATTATGTGTGTGTTCTCTATAGTGCATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTCGCCATTAGTCTGTTAGATACTATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATTAGAGGAATACAAGGAATTTGTAGAGCTATCCGCCACATACCTACTAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>HM623559 
GTGATGGGAAGCCTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACGGA
TCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTACGTTGTCACAATGCTAATTTTACCAATAGCACTGATAATAACCCGAATGGAGAAATAAAAAATTG
CTCTTTTAATGCAACCACAGAAAGAAGGGATAGGGAACAGGAAACGTATGCACTTTTTTATAAATCTGATGTA
GTACAATTTAAAAACGAAAGTGAGTATATATTGATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAA
AGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAA
GACATTCAATGGGACAGGACCATGTCATAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTA
TCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAAATAATAATTAGATCTGAAAATCTGACAAACA
GTGTCAAAACAATAATAGTACACTTTAATGAGTCTATAGAAATTAAGTGTACAAGACCCGGCAATATTACAAA
AAGAAGTATGAGGATAGGACCAGGACGAGTATTCTATGCAAATAACATAATGAGAGACATAAGACAAGCATAT
TGTAACATTAGTGGTGATAAGTGGAACAAAACTTTAGAACAAGTAAAGAAAAAATTAAACACCACACACTTTC
CTAATAAAACAATACATTTTAAACCAGCAACCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAC
CAAAAGCAGAAATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAATGATTACACAAACACAAT
ATACCAGTTGCTTGAGGAATCGCAAGGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGG
AACAATTTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAG
GCTTGATAGGTTTGAGAATAATTTTTGGTATACTCTCTATAGTGAAAAAAGTCAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAATAGTAGCTGAAGGAACAGATAGGGTTATAGAATTA



ATACAAAGAAGTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTAT
AA 
>HM623563 
ATGGTGGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAACTAGTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGAAGCAAATGTTACCCACAGTGACAATGTTACCCACAGTGGTGCGGGGGAAGGAAT
GAAAAATTGCTCTTTTAATACAACCACAGAAATAAGAGATAAGCAGCAGAAAGCGTATGCACTTTTTTATAAA
CTTGATGTAGTACCACTTAATGGGAATAGCTCTGAGAATAGCTCTGAGTATATATTAATAAATTGCAATGCCT
CAACCATAACACAAGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCTGCTGGTTA
TGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCGAGCAGAAGGGGAGATAATGA
TTAGAGCTGAAAATATAACAGACAATGCAAAAACTATAATAGTCCACCTTAATAAATCTGTATCAATTGTGTG
CACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGACATA
ATAGGAAACATAAGACAGGCATATTGTAACATTAGTGGAAAAGACTGGAACAAAACTTTAGGATGGGTAAAGG
AAAAGCTAAAGGAACACTTCCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGGGGATCTAGAGGTTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTCAAACAGATATTTGGAATAATCTGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAAAAATAATATATGAGTTGCTTGAAGAATCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTA
TTAGCATTAGACAGTTGGAAAAACCTATGGAGTTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAATAT
TCATTATAACAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGTGTACTTGCTATAGTGAAAAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGTAGTAGCTGAAGGAACA
GATAGGATTATTGAAGTAATACAAAGAATTTGTAGAGCAATCTGTAACCTACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>HM623564 
GCGAAGGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
ACCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTTGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTACAAATGCTAATATGACCAGGAATGAGACTAAGATCTTTAATGAGACCATGGAGGGAAG
AGTACAAATGAAAGAAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAGGCAA
GTATATGCACTTTTTTATAGATCTGATGTAGAACCATTAAAGGAGAGTAACTCTACTTATACATTAATAAATT
GCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTTTTGTGCTCC
AGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAAAAG
AGATAATAATTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTACACCTTAATAAATCTGTACC
GATTGTGTGTGCAAGACCTGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTCTAAATAAATGGAATGAGACCTTAC
AAATGGTAAAAAGAAAATTAGAAGAACATTTCCCTAACAAAACAGCAGAATTTCGATCACATTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGGGTCTTGGCTCTA
GAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAACAGCAGTTGGAGTAATAAATCTAAATCAGACATTTGGAATAACCTGACCTGGATGGAGTGGGA
TAGAGAAATTAATAATTACACAGACACAATATACAGGTTGCTCGAACAATCGCAAAACCAGCAGGAGGAAAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGAACAACTTGTGGAGTTGGTTTAACATATCAAAGTGGTTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTTGCTGTGCTATCTATAGT
GAATAGAGTCAGGCAGGGATACTCACCTTTGTCGTTTGCTATCTCCTTGCTTAATACTACAGCAATAGTAGTA
GCTAGTGGGACTGATAGGGTTATAGAAATAGGACAGAGAGTTGGTAGAGCTATTATTCACATACCTAGAAGAA
TTAGACAGGGCCTTGAAAGAGCTTTGCTATAA 
>HM623566 
AAAGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGACCC
CAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGACATAATCAGTATATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACCCCACTATGTGTCA
CTTTAAATTGCACGAATGCTAACGGAACTTTTACTGATATCGATAATAAGAACATGACAGGAGACATAAAAAA
TTGCTCTTTCGATACAACCACAGAAATAAGAGATAAGAAACAGAAAGTGTATGCACTTTTTTATAAACCTGAT
ATAGTACCACTTAATAAAAGTAGCTATATATTAATACATTGCAATACCTCAACCATAACACAGGCCTGTCCAA
AGGTCACCTTTGATCCGATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATAATAT
AACATTCAATGGAACAGGACCATGTAATAATGTTAGCACAGTACAATGCACACATGGGATCAAACCAGTGGTA



TCAACTCAACTACTGTTAAATGGCAGCTTAGCAGAAGGGGGTATAATCATTAGATCTGAAAATATAACAAACA
ATGCCAAAACAATAATAGTACACCTTAATAAATCTGTGAACATTGTGTGTATAAGACCTGGCAATAATACAAG
AAAAAGTATAAGGATAGGACCTGGAAAGACATTCTATGCAACAAATAAAATAATAGGAGACATAAGAAAAGCA
CATTGTAACATTAGTGGAATAGACTGGAGCAAAACTTTAGAAGGTGTAAGGAAAAAATTAAAAGAACACTTCC
CTAGTAAAAACATAAGCTTTAAACAACATTCAGGAGGGGACCTAGAAATTACAACACACAGTTTTAATTGTAA
AGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAGAGATACCTAAAGGATCAACAGCTCCTAGGG
CTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTA
TAGGAGAAATTTGGGAGAACATGACCTGGATGCAGTGGGATAGGGAAATTGATAATTACACAAACACAATATA
CAGGTTGCTTGAAGACTCACAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAA
AACCTGTGGAACTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCT
TGATAGGTTTGAGAATAATTTTTTGTGTGCTTTCTATAGTAAGAAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAATAATA
CAAAGAATTTGTAGAGCTATCCGTAACATACCTGCAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623569 
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATGGTTTTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTC
TAAACTGCACAAATGCAAATGTAACATATGCAAAGGTAAACGGGACAGAGACAAAAGATAATGCAACAGTCGA
GGAGGAAAAAAGGGAAATAAAAAATTGCTCTTTCAATACAACTACAGAAATAAGAGATAAAAAACAGAAAGCG
TACGCACTTTTTTATAGACCTGATCTAGTACCACTTAGTGATGACTCTGGTAAGAACTCTAGTAACTTTAGTG
ATTATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCAACTTTGATCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAACGATAAGACATTCAATGGGACAGGACCA
TGCAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGTCTAGCAGAAAAGGAGATAATCATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTGCA
ACTTAATGAATCTGTAACCATTGTGTGTGTAAGACCCAACAATAATACAAGAACAAGTATAAGGATAGGACCA
GGGCAAGTATTCTATGCAACAGGTGACATAATAGGAGACATAAGGCAAGCACATTGTAACATTAGTAGAGAAA
GATGGAATAAAACCTTAGAAGGGGTAAAGAGGAAGTTAAAAGAATATTTCCCTAAGAAAAACATAAGCTTTGA
ACCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAA
GCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGCAGACATTTGGGATAACAT
GACATGGATGCAGTGGGATAGAGAAATTAATAATTTCACAGGCATAATATACAACTTGCTTGAAGAATCGCAA
AACCAACAGGAGAAAAATGAAAAGGAGTTATTAGCACTGGACAGTTGGCAAAATTTGTGGAATTGGTTTGACA
TAACAAAGTGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGGGGCTTAATAGGGTTAAGAATAATTTT
GGGTGTACTTTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTACTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGTACAAAACATTTGTAGAGCTATCC
TTAACATACCTAGAAGATTAAGACAAGGCTTTGAAGCAGCTTTGCTATAA 
>HM623570 
GCAGTGGGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAATCCACAAGAAGTAGTTCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGATTGTACAGCAGTTAATGATAATACTAGCACAGTTAAGAATGTCATGCCTGAAATGAAGGATGA
AATGAAAAATTGCTCTTTCAATACAACCACAGTAATAAGAGATAAGAAACAGACAGGGTATGCACTCTTTTAT
AGACCTGATTTAGTACCACTGAATGAGAACTCGAACTCTACGAACTCTAGTGAGTATATATTAATAAATTGCA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCCTTTGATCCAATTCCCATAAATTATTGTGCTCCAGC
TGGTTACGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTTTAGCAGAAGGGGAGA
TAATTATTAGATCTGAAAATCTGACAAACAACGCCAAAACAATAATAGTACACCTTAATGAATCTGTGAGCAT
TAATTGTACAAGACCCAACAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTCTATGGAAAT
GATGTAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGAACATTGGAACAAAACTTTAGAACGGG
TAAGGGAAAAATTAAAAGAACTCTTCCCTAATAAATCAATAGAATTTAACCAATCCTCAGGAGGGGATCTAGA
AATTACAACACATAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTAGCCATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAAGTCATCTGTACCACTGCTGTGCTGT
GGAACGACTCCTGGAGTAATAAATCTCAAACAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAGTAATTACACAGGTACAATATACAGGTTGCTTGAGGAATCGCAAAATCAGCAGGAGAAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGCTATGGTATATAA
AAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAGTTTTTGGTGTAATCTCTGTAGTAAAAAG
AGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAA



GGAACAGATAGGATTATTGAAGCAATACAAGGAATCTGCAGAGCTATCCGCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623572 
GGGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAACAGAGAGGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGAATTGGAAAATGTAACAGAAGAATTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAAAAATGCAAATAGTAGCAACTATGATAATCTAACCAAAACAGAAATGAAAGGAGAAGT
AAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAATCAGAAAGTACAAGCATTCTTTTATAGA
CATGATGTAATGGCACTTAATGGGAATAGTAGCAGTTCTAATGGGTCTGGTGAGTATGTATTAACACATTGCA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGC
TGGTTATGCGATATTAAAGTGTAATGATAAGAACTTCACTGGGACAGGAACATGCGGTAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAGGATATAA
TAATTAAAACTGAAAATATGTCAGACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTAC
GTGTGTAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAATCATTATTTACAACAGAC
ATAATAGGAGACATAAGACTAGCATACTGTAACATTACTTATGGAGAATGGAACAAAACTTTGGGACAGGTAA
AAGAAAAGCTACAAGGATATTTTCCTAATAGCACAATAGAATTTGAACAGCCTTCAAAAGGAGGGGATCTAGA
AATTACAACACACAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGA
TACCTAAAAGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCCGTGCCTT
GGAACTCCACTTGGAGTAATAAATCTAAAAATGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGA
AATTAATAATTACACAGACACAATATACCATTTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGAACAA
GATTTATTATCATTGGACAAGTGGAACAGTCTGTGGAGTTGGTTTGACATATCAAATTGGCTCTGGTATATAA
GAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAGTTTTAGGGGTACTTTCTATAGTGAGAAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAGTTAATACAAAGAATTGGTAGAGCTATCATTAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAACAGCTTTGCTATAA 
>HM623574 
GTGGCAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGTGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTAGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGTCTAAAACCATGTGTGAAGTTAACCCCCCTCTGTG
TCACTTTAAATTGTACTTATATTGATAATAAAAATGGTATTGATAATAAAAATGGTATTGATAATAAAAATGG
TAGTATGAGGGAAGAAATGAGAAATTGCTCTTTCAATACAACTACAGAAATAAGAGACAAGCAACAGAAGGCA
TATGCACTTTTTTATAGATCTGATATAGTACCACTGAGTGGGAGTGGGAGTGGGAATAATTCTACTAACTTTA
CTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTGAAGTGTAATAATAAGACATTCAATGGGACAGGA
CCATGCCATAATGTCAGCACAGTGCAATGCACACATGGAATTAAGCCGGTGGTGTCAACTCAACTATTGTTAA
ATGGTAGTCTAGCAGAAGGGGAGATAATGATTAGATCTGAAAACATAACAAACAATGCCAAAACAATAATAGT
ACACCTTAACGAGTCTGTACAAATTACATGTATAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTTTGCAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTGATGGAAGGA
AATGGAATGCAACCTTAAAACAAGTGAAGGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAACATTTCA
ACCACACTCAGGAGGAGACTTAGAGATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTACTGTACCATGGAACTCCAGTTGGAGTAATAAATCTCTAACAGATATTTGGGATAACAT
GACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAACCACAATATACAAGTTGCTTGAAGAATCGCAA
AGCCAGCAGGAGAAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAATAATTTGTGGAATTGGTTTAACA
TATCAAATTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTT
AGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGAT
ACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTTTAGAACTTATACTAAGAATTTGTAGAGTTATAC
GCAACATACCTACAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623575 
GAGGTAGGGAAGTTGTGGGTTACAGTCTATTACGGTGTACCTGTGTGGACAGATGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATGGTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGATGACCCCGCTCTGTG
TCACTTTAAGTTGTAGCAATATCACCAATGCTACCATTGATGGTAATGCTACCGCTGATGATATGAGGAGAGA
AATGACAAATTGCTCTTTCAATGTAACCACAGTAATAACAAATAAGAGAAAACAAGAGTATGCACTTTTTTAT
AAGTCTGATGTAGTGCCACTTAGGGAGGGAGACAACAACAGTTCTGAATTTGTATTAATACATTGTAATACCT
CAACCATAACACAAGCCTGTCCCAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATT
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGT



ACACATGGAATTAAGCCAGTGATATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAAATAATAA
TTAGATCTGAAAATATTACAGACAATGCTAAAACAATAATAGTACAATTTAATGAATCTATACTAATTAACTG
TACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGAATAGGACGAGGACACACATTCTATGCAACA
GGTGCTATAGGAAAAGATGCAAGACAAGCACATTGTAACGTTAGTACAACAGCATGGAACAAAACTTTACAAA
GTGTAAAAGAGAAATTAAAAGAATACTTCAACAAAACAATAGAGTTCGCACCATCCTCAGGAGGGGATCTAGA
AGTTACAACACATATTTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAACTCCAGTCGGAGTAATAAATCAGAAGACGAGGTTTGGAACATGACCTGGATGCAGTGGGAGAGAGAAAT
TGATAATTACACAGACATAATATACAAGTTGCTTGGGGACTCGCAAAACCAGCAGGAGCAAAATGAAAAAGAT
TTATTAGCATTGGACAAGTGGGACAGTCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGTGTGCTCTCTATAGTGAATAGAGT
CAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGA
ACAGATAGGATTATAGAAATAATACAAAGAGTTTGTAGGGCTATCTACAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCTATAG 
>HM623576 
GGGATGGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACATTGTACAAATGCAAATGTTACCCGCAATGGTACAATTACTAGCGATAGTACCTACTACGGTAA
CATGACTACAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAGCAAGTGTAT
GCACTTTTTTATAAACCTGATATAGTACCAATTAATGAGAGTGAGTATATATTAATACATTGCAATACCTCAA
CCATGGCACAAGCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGC
GATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGGCCATGCAATAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTATCAGGAGAAGGGATTATAATTA
GATCTGAAAATTTGACAGACAATGCTAAAACAATAATAGTACACCTTAATGAATCTGTAGGAATTGTGTGTAC
AAGACCCGGCAATAATACAAGAAAAAGGATAAGGATAGGACCAGGGCAGGCATTCTATGCAACAAATGACATA
ATAGGAGACATAAGACAGGCACATTGTAATATCAGTAGAAGAGATTGGAACAGGACTTTAGAAAAGGTAAAGG
AGAAATTAAGGGAACACTTCAATAAAACAATAACATTTAATTCATCCTCAGGAGGGGACCTAGAAGTTACAAC
ACATATGTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
GTTGGAGTAATAAAAATGAATCTGAAATTTGGGATAAAATGACTTGGATGCAATGGGAGAGAGAAATTAGTAA
TTACACAGACACAATATACAGACTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAGGATTTATTG
GCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAGCATATCAAATTGGTTGTGGTATATAAGAATATTTA
TCATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTGAGAAGAGTTAGGCA
GGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATAGCATAGCAATAGCTGTAGCTGGAGGAACAGAT
TGGATTATTGAAGTACTACAAAGAATTTGTAGAGCTATCCTTAACATACCTACAAGAATAAGACAGGGCTTTG
AAGCATCTTTACTATAA 
>HM623579 
GTAAGAGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCACAATATTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAAATGTAGTAATGCCAAACTTACCGGGGATAATACCAATCTTACCAGTAATGGTACCCTCAATAA
CAACATGACCCTCTATAACAACATGAGTAGTGAAATGAGAAATTGCTCTTTCAATATAACCACAGAAATAAGA
GATAAGAAAAAGAATGAATATGCACTTTTTTATAGAAGTGATATAGTACCACTTAATGCCGGTAATAATACCA
GTGAGTATATATTAATAAATTGTAATACTTCAGCAGTAACACAAGCCTGTCCAAAGGTCTCTTTCGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTGATAATAAGACATTTAATGGAACGGGA
CCATGCAATAATGTCAGTACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAGCTACTGTTAA
ATGGTAGTCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAGAAAATACCAAAACAATAATAGT
ACATCTTAATGAATCTGTAAAAATTACTTGTATAAGGCCCGGCAATAATATAAGGAAAAGTGTGAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTTACATTAATGAAG
GGGAATGGAACAAAACTTTACAAAGGATAAGTAAAAAATTACTAGAACTCATCCCTAATAAAACAATAATAGA
GTTTGAACAATCCTCAGGAGGGGATTTAGAAATTACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCAGCATGATATTTGGGA
TAACATGACTTGGATGCAGTGGGATAGAGAAATTAGCAACTACACAAAGACAATATACTGGTTACTTGAAGAC
TCGCAAAACCAGCAGGAAATAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGT
TTGACATAACAAACTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCATTAGCTATTAGTCTG



CTTGATTTCATAGCAATAGCAGTAGCTGAAGGAACAGATAGTATCATAGAAGTAATACAAAGAATTTGCAGAG
CTATCTACAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTACTATAA 
>HM623580 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTGTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAACTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTTTGTG
TCACGTTAAATTGTACCACTGTTAATATTACCACAACTAATATTACTACCCCGGGTGGTATAAATGATACCTT
TGAGGGCTTTAAGGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAACTAATAGATAAGAAACAGCAG
GCGTTTGCACTTTTTTATAGATCTGATGTAATGCCACTTGAGAATGAGAATAACAGCAGCTCTTATGTATTAA
TAAATTGCAATTCCTCCACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCTATAATATC
AGCACGGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAG
AAGGGGACATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACACCTTAATAGATC
TGTACAAATTGAGTGTACAAGACCCGGCAATATCACAAGGAGAAGTTTCAGGATAGGACCAGGACGAGCATTC
ATTACAACAAAAAGAATAAGCGACATAAGACAAGCATATTGTAATATTTCTAAAGCTAATTGGACCACTACCT
TAAAACAGATAAAGGACAAGTTAAGAGAACACTACCCTAATAAAACAATAGTGTTTGAACCACACGCAGGAGG
GGATCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTA
ATGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTTACAAAGATATTTGGGAGAATATGACTTGGATGCAGTG
GGAGAGGGAAATTGATAATTACACAGACACAATATACAAGATGCTTGAAGACTCGCAAAACCAGCAGGAAAAG
AATGAAGAGGATTTATTAGCATTGGACAGTTGGAATAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGT
GGTACATAAAAATATTCATCATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTAGGTGTGCTTTCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACA
GTAGCTGAAGGAACAGATAGGATTATAGGAGCAATACAGAGACTTTTTAGAATTATCTGCAATATACCTACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623581 
GTGGTAGGAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCAGGAGGATGCAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTTTGTG
TCACTTTAAATTGTAGTGATAATGTTACCAGTATAAATGCTACCTGTGGTGGTAATATTACCAGTACAAATGG
TACCTGTACGGGCCCTACCATAAAGGAAGACATGAGAAATTGCTCTTTCAATGTAACCACAGAAGTAAAAGAT
AAGGAAAGGAGAGTAAATGCACTTTTTTATAGACTAGATATAGTACCACTTGATAGTACTAACTCTAGTGATA
ACTCTAGTGCTAACTCTAGTAAGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCC
AAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATAAT
AAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAACTACTGTTAAATGGCAGCAAAGCAGAAGGAGACATAATAATTAGATCTGAAAATCTGACAGA
CAATGTCAAAACAATAATAGTACATCTTAATGAATCCATAAACATTGTGTGTACAAGACCAGGTAATAATACA
AGAACAAGTATAAGGATAGGACCTGGACAAGCATTCTTTGCAACAGGAGCCATAATAGGAGATATAAGACAAG
CACATTGTAACATTAGTAAAGATAAATGGAATGAAACTTTACAAAGGGTAGGAAGAAAATTAGCAGAACACTT
TAATAGCACAATAACATTTGCACCACATTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGA
GGAGAATTTAAGCAACTCCAGGCAAGAGTATTGGCCATAGAAAGATATCTAAAGGATCAACAGCTCCTAGGAT
ATTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTGA
ACAAGAGATTTGGAATAATCTGACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAAACATAATATAC
AGTTTGCTTGGAGAATCGCAAATCCAGCAGGAACAAAATGAAAAAGACTTATTATCCTTGAGCAATTGGCAAA
ATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCG
TTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGACTTACTAC
AAAGAATTTGCAGAGCTATCCGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAATATCTTTATTATAA 
>HM623582 
GGGGTGGAGAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACTCCACTTTGTG
TCACTTTAAACTGTACAAATACAACATTTAATGTGACTAAAATTGAGGACGTCAACATAAAGGAAAAAATAAG
AAATTGTTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAGGCGTATGCACTTTTTTATAGGCCT
GATATAGTACCACTTAATGAGTCAAAAGGAGAGTATATATTGATAAATTGCAATACCTCAACCATAACTCAAG
CCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACGGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG



CCAGTGGTATCAACACAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAGATAATAATCAAATCTGAAAATC
TGACAGACAATACCAAAACAATAATAGTACACCTTAATGAATCTGTAAGAATTGTATGTACAAGACCCAACAA
TAATACAAGAACAAGTATAAGGATAGGACCAGGACAAATGTTCTATGCAACAGGAGATATAATAGGAGATATA
AGACAAGCACACTGTAACATTAGTAAAAAGGATTGGAATAGCACTTTAAACAGGATAAAGGGAAAATTGGCAG
AACACTTCAATAAAACAATAAAATTTAACTCATCATCAGGAGGGGACCTAGAAATTACAACACATACCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCCTAGAAAGATACCTACAGGATCAACAGCTC
CTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTAAAAAAGAAATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGGCAC
AATATACAGACTGCTTGAAGAATCGCAAACCCAGCAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAGA
TGGCAAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGTTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGGTTGAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATTGAA
GTGCTACTAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAGTAAGACAAGGCTTTGAAGCAGCTTTGC
TATAA 
>JN687728 
GTAGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCGACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAGTCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TCACATTAACCTGTACTAATGTTACCAATAATGCTAGCCAAACTGGTTACAATAGTTATAATGATACTCTGGG
GGGTAGGGACAAAATTAAAGAAGAAATAAGAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAA
AAGCAAGAGTATGCACTTTTCTATAGACTTGATATAGTACCACTTAATGGGAAAAATCACAGCTCTAGCAACT
TTAGTGAGTATAGATTAATAAATTGTAATACATCAACCATAACACAGGCCTGCCCAAAGGTCTCTTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACA
GGACCATGTAATAATGTCAGCACAGTGCAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGATAATACCAACACAATAAT
AGTACAATTGAATAAATCTATAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATA
GGACCAGGACAAGCATTCTATGCAACAGGGGCAATAGTAGGAGAAATAAGACAAGCACATTGTAACATTAGTA
AAAAAGACTGGAATGAAACTCTAGAAATGGTAGGTAAAAAATTAATAGAGCATTTCCCCACTGAAAAAATAAT
CTTTCAACCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAACTGTATGGGAGAATTTAAACAG
CTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGTCAGTTGGAGTAATAGATCTGAGAAAGATATCTGGGA
TAACATGACCTGGATGCAGTGGGATAAAGAAGTTAGTAATTACACATACACAATATACAGCTTGCTTGAGGAA
TCGCAGAACCAGCAGGAGCAGAATGAAAAGGAGTTATTAGCATTGGACAGTTGGGAAAGTCTTTGGAATTGGT
TTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTG
CTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTTATACTAAGAATCTGTAGAG
CTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTATAA 
>JN687730 
GTGTTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAACGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGCTCTAGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTAGTGATGCTAAGATTACTAATGGTACTAACAGCTATAATATTACTGAACTCAATGAAGC
CACACAGGGAAAAATAAAAAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAGGTACGGAAGGCATAT
GCACTTTTTTATAGACTTGATATAGTACCACTTGGGGAAGAGAATACCACTGAGTATAGATTAATAAATTGTA
ATACCTCAACCGTAACACAAGCCTGCCCAAAGGTTTCTTTTGACCCAATTCCTATTCATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAGGTGTAATGATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTGTCAACACAACTACTGTTGAATGGTAGTGATAATCTAGCAAAAA
AAGTAATAATTAGATCTAAAAATCTGACAGACAATGTCAGGACAATAATAGTACATCTTAGTACACCTGTAAG
AATTGAGTGTATAAGGCCTGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAAGTAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAGAGCAGACTGGAATGACACTTTAA
GGGAGGTACAGAAAAAATTAGAAGAACACTTCCGTAATAAAACAATAAGGTTTGAACCATCCTCAGGAGGGGA
CCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCACGAGTTTTGGCCATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TACCTTGGAACACCAGTTGGAGTAATAAATCTCAAGAGGATATCTGGGGTAACATGACCTGGATGCAGTGGGA
TAAAGAAATTAGTAACTACACAGACACAATATACCAGTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAAT
GAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATTTGTGGAGTTGGTTTAACATAACAAATTGGCTATGGT
ACATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCAATTAATCTGCTTAATACCCTAGCAATAGCAGTA



GCTGAAGGAACAGATAGGATTATAGAAGTATTACAAAGAATCTGTAGAGCTATCCTCAACCTACCTAGAAGAA
TAAGACAGGGTTTTGAAGCGGCTTTGCTATAA 
>JN687731 
GTGGTGGGGAACTTATGGGTCACAGTTTATTATGGGGTACCTGTATGGAGAGATGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTCCCCACTGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGCTGACCCCGCTCTGTG
TCACCTTAAACTGTACAGATGCAGAGGGTAACTACAGTGATAGTATACCTAGCTTCAATGAGAGCATGAGGGG
AGAGGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGACACAGAAGATGTATGCACTTTTT
TATAGATCTGATGTAGTACCAATTGAGAACAGCAATAGTAGTAAGTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCCTTTACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCACTAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCCACTCAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGACATAATAATTA
GATCTGAAAACCTGACAGACAATGCCAAGACAATAATAGTACACCTTAATGAATCTGTAAGAATTGTATGTAC
AAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACGTTCTATGCAACAGGAGACATA
ATAGGAAATATAAGACAAGCACACTGTAACATTAGTGGTGAAGCATGGAATAATACTATAAAAAGGGTAACGG
AAAAGTTAAGAAAACACTTCCCTAATGCAAAAATAGAATTTAAACCGTCCTCAGGAGGGGACCCAGAAATTAC
AACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGRCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACT
CCAGTTGGAGCAATAAATCTTACGGGGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGGGAAATTAA
TAATTACACAGAAACAATATACAGGTTACTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATGTAAAAATAT
TTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTCTTGAAGTACTACAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGTTTTGCTATAA 
>KF114884 
GTGGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTCTTGGGAAATGTAACAGAAAATTTTAATATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGCTCCCATTAATGGTAGTGCTTCCAGTAAGAATAATACTTCCTTTAATGATAG
TACTGTCTACGATGAGCGAATGAAGGGAGAAGTAAAAAATTGTTCTTTCAATGTAACCACAGAAATAAGAGAT
AAGCAAAAGAAAGAGTATGCACTTTTTTATAGATCTGATGTGGTACCAATTGATAACTCTAGTAGAGATTATA
TATTAATAAATTGCAATACCTCAACCTTAACACAAGCCTGTCCAAAGGTCACCTTTGATCCAATTCCTATACA
TTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCCTT
AATATCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTGAATGGTAGCC
TAGCAAAAAAGGAGATAATCATTAGCTCTAGAAATCTGTCAAACAATGCCTACACAATAATAGTACACCTTAA
TGAAACTATAAACATTACATGTACAAGACCCAACAATAATACAAGAAAAGGCATAAGGATAGGACCAGGACAA
GTATTCTATACAACAGATATAATAGGAGACATAAGACAAGCACATTGTAACATCAGTAAAAAGGACTGGAACA
TGACTTTGGAAAAGGTAAAGAGGAAATTAGGAGAACACTTCAATCACTTCAATAGAACAATACTATTTGCACC
ATCCTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGTTACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAGTCA
TCTGCACCACTAATGTGCCTTGGAACCTCAGCTGGAGTAATAAAACTAAAGAAGAGATTTGGAATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAGTAATTACACATACACAATATACAACTTGCTTGAGGTCTCGCAAACC
CAGCAGGAGCAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAA
CAAGATGGTTGTGGTATATAAAAATATTCATTATGCTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTAG
TGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAGTGCTACAAAGAATTTATAGAGCTATCTGCA
ATATCCCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KC154018 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTGTTTT
GTGCGTCAGATGCTAAAGCATATGACAGAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTACGTTGTACCAATGTTAGTGATACCAGTGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAAT
AAAAGATAAGAAAAAGCAACAAAGAGCATTGTTTTATAGACTTGATATAGTACCACTTAATGGGAATAATAAC
AGCACTGATTATAGATTAATAAATTGTAATACCTCAGTAATAACACAAGCCTGTCCAAAGGTCACTTTTGACC
CAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATCCTTAAATGCAATAATAATACATTCAATGGAAA
AGGACCATGCACTAATATCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTG



TTAAATGGTAGCCTAGCAGAAGGAGAGATAGTAATTAGATCTGAAAATTTGACAGACAATAGCAAAACAATAA
TAGTACACCTTAATAAAACTGTAAAAATTGTGTGTATAAGACCTAACAATAATACAAGAAAAAGTGTGAGGAT
AGGACCAGGACAAACATTCTATGCAACAGGAGGCATAATAGGAGATATAAGACAAGCATATTGTAACATTACT
AGAGGAGACTGGAACGAAACTTTACAACAAGTAGAAGGAAAATTAGCAGAATACTTCCCTAATAAAATAATAA
CATTTGAGCCATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGCAACGGAGAATTTAAGCA
GCTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCT
GGAAAACTCATCTGCCCCACTGCTGTGCCTTGGAATATTAGTTGGAGTAATAGATCTCAAGAAAATATTTGGG
ATAACATGACTTGGATGCAGTGGGATAGAGAAATTAATAAATACACAGACACAATATACAGGTTGCTTGAAGA
ATCGCAAAACCAGCAAGAAAGAAATGAAGAAGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGG
TTTGGTATAACAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAA
TAATTTTTGCTGTGATCTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGTTT
GCTTGACACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGCACAAAGAATTGGTAGA
GCTATCTACAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAATAA 
>KC154021 
GCAGGGAACCAGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGCGAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAGATACACAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGACAACGACATGGTGGATCAG
ATGCATGAGGATATAATCAATTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGCTAACCCCACTCTGTGTCA
CTTTAAACTGTACTAGTAATGGTACCCGTAATGAAACTGAAATAATGAAAAACTGTTCTTTCTCTGCAAGAAC
AGAAGTAAGAGATAAGACTCGCAAAGAGTATGCAGTATTTCATAGTCTTGATATAGTACCACTTGAGGAGAAA
AACAACTCGTACAGATTAATAAGTTGTAATACCTCAACAGTAACACAAGCCTGTCCAAAGATTACTTTTGACC
CAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGAC
AGGACCATGCCATAATGTTAGTACAATACAATGTACCCATGGAATTAGACCAGTGGCATCAACTCAACTACTG
TTAAATGGTAGCATAGCAGAAGAAGGGATAATAATTAGATCTAAAAATCTGACAGACAATGCTAAAACAATAA
TAGTACAGTTTAATAAGTCCATAGAAATTGTGTGCATAAGACCCGGCAATAACACAAGGAAAAGTGTGAGAAT
AGGACCAGGACAAACATTCTATGCCACAGGCGCCATAATAGGAGATATAAGAAAGGCACATTGTAACCTTAGT
GCAGATGCCTGGAATAGAACTTTACAAGAGGTAGGTAGAAAATTAGGAGAACACTTCCCTAATAAAACAATAA
CCTTTAACCCATCCTCAGGAGGAGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAGTTTAAGCA
GCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCT
GGAAAACTCATCTGCACCACTAATGTGCCTTGGAACGACAGTTGGAGTAATAAATCTCAGCAAGATATTTGGG
ATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAAGA
ATCGCAAATCCAACAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGG
TTTAGCATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAA
TAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATCT
GCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGTATTATAATATTCATACAAAGAATTGGCAGA
GCTATCCGCAACATACCTACAAGAATAAGACAGGGTTTTGAAGCAACTTTACTATAA 
>KC154022 
GTAATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAACCAGTTTATGGGATCAAAGTATAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TCACTTTAAAATGTATAAATGCAAATGGTACCAGTGAAAATACTACTGGTACCAATACTACTGTTGATATGCA
GGGAGAAGTAAAAAATTGCTCTTTCAATGTAACCACAGAAATCAGAGATAAGAAACAGCAAGTGTATGCACTT
TTTTATAGACCTGATGTAGTACCACTGGGTAACTCTAGTAGTGATTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGATCACTTTTGACCCAATTCCAATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGGGATAATAATTA
GATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTACACCTTAATGAATCTGTACCAATTGTGTGTAC
AAGGCCTAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAAATAGTAACATA
ATAGGAGACATAAGAAAAGCACATTGTAAGGTTAATAGCACATTATGGAACAAAACATTAGCACAGGTAAGGA
AAAAGTTGGGAGAACACTACAATAGAACAATAGTGTTTCAACCACACTCAGGAGGGGATCTAGAAGTTACAAC
ACATATGTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTCAAACAGATATTTGGGAAAACATGACCTGGATGCAGTGGGATAGAGAAATTACTAA
TTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAGACTCAGCAGGAGAACAATGAAAGGGATCTATTA
GCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAGATATTCA
TTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGAT
AGAGTTATAGAAGTAATACAGGGACTTTGTAGGGCTATCCGCAACGTACCTAGAAGAATAAGGCAGGGCTTTG
AAGCAGCATTACAATAG 



>KC154024 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACACCACTCTGTG
TCACTTTAAATTGCACAAATGCAAACCTAAACATAACTGTAAATGCTACTGCTGAGCCAAACATGAAGGAAGA
AATACAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGACAAAGAAAGCGTATGCACTTTTTTAT
AGACCTGATTTACTAGAACTTAATGGGAATAATGAGCCTAAGAATAATGACTCTAGTAGAAAGTATATATTAA
TAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGGTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGGAAAGGACCATGTTATAATGTC
AGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTGAATGGTAGCCTAGCAG
AGGAGGATATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAATCCACCTTAATGAATC
TGTAGCAATTAATTGTTCAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAGGCATTC
TATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAATAGAGACAAATGGAACACAA
CATTAGAAGGGGTAAAGAAAAAATTAGAAGAACACTACCCTAATAAAACAATAGAATTTCGACCACCTGTAGG
AGGGGATCTAGAGGTCACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGCAGACATTTGGGATAATATGACCTGGATGCA
GTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAGGACTCGCAAAGCCAGCAGGAG
AAAAATGAAAAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAACTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTCTC
TTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCTTCGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTCTAGAACTCATACTAAGAATTTGTAGAAGAGAATAAGACAGGGCTT
GGAAGCAGCTTTGCTATAA 
>KF114885 
GTGGTGGGGAACATGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAAAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACACCACTCTGTG
TCACTTTAAATTGTACAGATGCCAATTTAACTTATACAGATGTGACTCCTACTATCCGCCCTGAGAAGAAGGA
AAAAGTACAAAATTGCTCCTTCAATACAACCACAGAAATAAGAGATAAGAACCAGAAAGTGTATGCACTTTTT
TATAAGCCTGATGTAGTACCACTTAATAAAAATTCTAGTGGGAATTATAGTGAGTATATATTAATAAATTGCA
ATACCTCAACCATAACGCAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCATAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGA
TAATAATTAGATCTGAAAATCTTACAGACAATGCCAAAACAATAATAGTACACCTTAATGAGTCTGTAGAAAT
TGTGTGTACAAGACCCGACAATAACACAAGAAAGAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
AACATAATAGGAAACATAAGACAAGCACATTGTAATATCAGTAAAGGAAATTGGAGCACAACTTTAAAAAGGG
TAGAGAAAAAATTAAAAGAACACTTCAATAATAAAACAATAAACTTTGCACCACCCTCAGGAGGGGACCTGGA
AGTTACAACACATAGTTTCAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGA
TACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTAGAACAGATATTTGGGATAATATGACCTGGATGCAATGGGAAAAAGA
AATTGGTAATTACACAGACACAATATACAAGCTACTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAACAA
GATTTATTAGCATTGGACAAATGGAATAATCTGTGGACTTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGTGTGCTTTCTATAGTAAAAAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTATGATACCATAGCCATAGCAGTAGCTGAA
GGAACAGATAGAATTATTGAAGTATTACAAAGAATTTGTAGAGCTATCCTCAACCTACCTAGAAGACTAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>KC154025 
GTAAAGAGCTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCTTATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGCGTACCCACAGACCC
CAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGACATAATTAGTCTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGCAAATGATACAAATGCAAATGTAAATGTTACACCGACTAACAACAATGTTAGCAT
AGATGAAGGAATGAAAAATTGCTCTTTCAATATAACTGCAGAAGTAAGAGATAAGAAAAGGAAAGAATATGCA
ATTTTTCATAGACTTGATATAGTACCAATTAATGGGAATAGTAACAAGTCTGAGTATAGGTTAATAAATTGTA
ATACCTCAGTCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAATGTAATGATGAGAAATTTAATGGGACAGGACCCTGTAATAATGTCAGCACTGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGA
TAATAATTAGCTCTGAAAATCTGAGAGACAATACCAAAACAATAATAGTACATCTCAATAGCTCTGTAAAAAT



TGTGTGTACAAGACCTGGCAATAATACAAGAAGAAGTTTCAGAATAGGACCAGGACAAACATTTTATACAACA
GATATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAAAGGACTGGAATGAAAATTTACAAAGGG
TAAGTGAAAAGTTAAAAGAACTTTACAATAAAACAATAAAGTTCGAACCACACTCAGGAGGGGACCTAGAGAT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATAC
CTAAGTGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCCTGGA
ACTCTAGTTGGAGTAATAAGACTCAAAATGATATTTGGGGTAACATGACTTGGATGCAGTGGGATAAAGAAAT
TAGTAATTACACAGGCATAATATACCAGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAGGAT
TTACTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTGGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTATCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACTACAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGCACAAAGAATTGGTAGAGCTATCCGCAACATACCTATAAGAATAAGACAGG
GTTTTGAAGCAGCTTTGCAATAA 
>KC149008 
GTGACAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACGCTATTCTGTG
CATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATAGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTGTTAACAGGACCTACAATGGTAACAGGACCTACGATGGTAACATGACTGAAGAAATAAAAAA
CTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGCGAGCGTATGCACTTTTTTATAGACCTGAT
ATAGTGCCAATAAGAGAAAATAGTACAGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTTAATGGGACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTGA
CAGACAATGTCAAAACAATAATAGTCCACCTTAACGAAACTGTAGAAATTAATTGTACAAGACCTGGTAATAA
TACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATACACACAGCATAATAGGAGACATAAGACAA
GCATATTGTAACATTGATAAGGGAAAGTGGAACAAAACTTTAATACAAGTAAAGAAAAAATTACAAGGATATT
ACAATAGGACAATAGAATTTAAACCACACTCAGGAGGAGATCTAGAAGTTACAACACATAGCTTTAATTGTAG
AGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
CTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTC
AAACAGATATTTGGGAAAACATGACCTGGATGCAATGGGATAGAGAAATTAGTAATTACACAGTCACAATATT
CAAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCACTGGACAGTTGGAAC
AATCTGTGGAGTTGGTTTAGCATATCACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TAATAGGCTTGAGAATAATTTTTGCTGTACTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTC
GTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGGACAGATAGGATTATAGAATTAGCA
CAAAGAATTTGGAGGGCTATCCTCAATATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM204624 
GTGCAGAGCTCTTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CCTCAGATGCGAAAGCATATGAAGAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGCTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CATTAGAGTGCAAAGAAGTTAATGATATAGATAATGCTAATGGTACCAATAATGATACTACTTCCAAGAATGC
TACCGCTACCATTAATGCTACAGTTATTAAGGGTAACAACACTGATAGAATGAATTGTTCTTTCAATGTAACC
ACAATAGTAAGAGATAAGACAACGAAAGAAAGTGCACTTTTTTATAGACTTGATATAGTACCACTTGATGAAA
ATTCTAATGGAAATTCTAGTAAAAATTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACA
AGCCTGTCCAAAGGTCACTTTTGATCCAATCCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAG
TGTAATAATGACACATTTAATGGAACAGGGCCATGCACGAATGTTAGCACAGTACAATGTACACATGGAATTA
AGCCAGTGGTATCAACTCAGCTACTGTTAAATGGCAGCCTAGCAAAAGAAGGGATAGTAATTAGATCTGAAAA
CCTAACAAACAATGTCAAAACAATAATAGTACAACTTAAAGAATCTGTAGAGATTGTGTGTACAAGGCCCGGC
AATAATACAAGGAGAAGTGTGAGAATAGGACCAGGACAAACATTTTATGCAACAGGACAAATAATAGGAAACA
TAAGAGAAGCACATTGTAACATTAGTGAAGAGAAATGGAATAAAACTCTACACATGGTAAGTGAAAAATTAAA
AGAACACTTCCCTAATAAAACGATAAAGTTTAAACCACACGCAGGAGGGGATCTAGAAATTACAACTCATAGC
TTCAACTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTTGAAAGATACCTAAGGGATCAAC
AGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTATTGGAACTCTAGTTGGAG
TAATAAAACTCAACGGGAGATTTGGGAAAACATGACCTGGATGCAATGGGATAGAGAAATTAGTAACTACACA
GAAACAATTTACCAGTTGCTTGAGGAATCACAAAACCAGCAGGAGAAAAATGAACAAGATTTACTAGCATTGG
ACAGTTGGAACAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGAGGTATATAAAAATATTTATAATGAT
AGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATAC
TCACCCTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGTACAGGAACAGATAGGATTA
TAGAAGTAATACAAAGAATTTATAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCTGC
TTTGCTATAA 



>JN681254 
GTGGTGGGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTGTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGCTTATGGGATGAAAGCCTTAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGTAAATGCTAACAGGACTATAAATGTTACCACTACTGGAAATATTACCAATGCTAATAA
TACTAGAAATATTACCTACGAGGGTAGCACAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGAATTAAGA
GATAAGGAAAGGAAAGAATATGCACTTTTTTATAGACTTGATATAGTACCACTTAATAATGAAAATAGTAGTG
ACGATACTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAATACATTCAATGGA
ACAGGACCATGCACGAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAACTAC
TGTTAAATGGTAGCTTGGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAAT
AATAGTACAGCTTGATAAATCTGTAGAGATTACTTGTACAAGACCCAACAATAATACAAGAAAAAGTGTGCGA
ATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAAATATAAGACAAGCACATTGTAACATCA
GTAGTAATGAGTGGAACAATACTTTAGAAAAGGTAAAGAAGAGATTAAAAGAACACTTTCCTGATAAAAATAT
AACATTTGCACCATCCTCAGGAGGGGACCTAGAAATTGCAACACATAGCTTTAACTGTAGAGGAGAATTTAAG
CAGCTCCAGACAAGAGTCCTGGCTCTAGAGAGATTCCTAAGGGATCAACAGCTCCTAGGACTTTGGGGCTGCT
CTGGAAAACTCATATGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAGGATGATATTTG
GCATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAACTACACAGGAACAATATACAGGCTGCTTGAA
GAATCACAAAGCCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATT
GGTTTGACATAACAAAATGGCTGTGGTATATAAAACTATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTAGT
CTGTTAGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTA
GGGCTATCCGCAACTTACCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGTTATAA 
>JN681256 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTGTTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTATTTATGGACAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCCTGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAACTGTACAAATGTTATAAATGTTACCAATAGTGGTACCTATAATAATAGCATGAGTGAAGACAT
AAAAAATTGTTCTTTCAATACAACCACAGAAATAAGGGATAAAAAACAAAAAGCATATGCACTTTTTTATAGA
CCTGATATAGTACCACTGGATAATAAAAATGAGTATATATTAATAAATTGTAATGCCTCAACCATAACACAGG
CCTGTCCAAAGGTTTCTTTTGACCCGATTCCAATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTG
TAATAATGAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGGATCAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGACATAATAATTAGATCTGAGAATC
TGACAGACAATGTCAAAACAATAATAGTACACTTTAATGACTCTGTAGAAATTGTGTGTACAAGACTCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGAAATAATAGGAGACATA
AGACAAGCACAGTGTACTGTTGGACAGGAATGGAACGACACTTTAAACAGGGTAAAGATAAAATTAAAGGAAC
TATATAATAAAACAATAAAATTTGAATCACCCGTAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAAT
CTCACAATGATATTTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAGGCATCAT
ATATGCATTACTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGAGTTATTAGCATTGGACAGTTGG
AACAGCCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAG
GCTTGATAGGTTTGAGAATAATTTTGGGTGTGCTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTA
TTACAAAGAATCTGTAGAGCTATCCTTAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTAT
AA 
>HQ615960 
GTGGGGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGCAAATATCACTACGAATAGCACGATTAAGGGAAACATGGCTGAAGAAATAAAAAACTG
TTCTTTTAATACAACCACAGAGATAAGAGATAAGAAAAGGAAAGCGTATGCACTTTTTTACAGGCTTGATATA
CAACCACTTAATGAAGGTGGGTATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAC
ATTCAATGGGACAGGACCATGCCACAATGTCAGCACAGTACAATGTACACACGGGATTAAGCCCGTGGTATCA
ACTCAACTACTGTTAAATGGTAGCCTAGCAGATGGGGATATAATAATTAGATCTAAAAACATAACAGACAATG
CCAAAACAATAATAGTCCATCTTAATGACTCTGTAGGAATTGAATGTGTAAGACCCAACAATAATATAAGAAC



AAGTGTAAGGATAGGGCCAGGACAGGCATTCTTTGCAACAAATGACATAATAGGAGACATAAGACAAGCATAT
TGTAAAATTAGTGAGAATTGGAACAGAACTTTAGAAAAAGTAAGGGAAAAATTAAGAGAGTACTTCCCTAATA
ACACAATAAGATTTAAACCATCCTCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTGGAGGAGA
ATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTAACGTACCTTGGAACTCCAGTTGGAGTAATAAATCTAAAACAG
ATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGATT
GCTTGAAGAATCGCAAAATCAACAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAACAACCTG
TGGAATTGGTTTAACATAACAAATTGGCTATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAG
GTTTGAGAATAATTTTGGGAGTACTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGC
TATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAACTAATACAAGGA
CTTTGTAGGGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HQ595751 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAAAGGGAGGTGCATAATATCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGATGACCCCACTCTGCG
TCACTTTACAGTGTGTTAATGCTACTACTACTACTACGGGGGAGACAAATGCTACCCGTTGGGGGGAAATGAA
AAATTGCTCTTTCAATGTAACCACAGAACTAAGAGACAAGAAGCACAAAGAGTATGCACTTTTTTATAGACTT
GATATAATACCACTCAATGAGAATAATGAGACTGATGAGACTAAGGAAAAAAATAAAGAGTATATATTAATAA
ATTGTAATACCTCAACAGTAACACAAGCCTGTTCAAAGGTTACTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGATATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGGACAGGACCGTGCCATAATGTCAGT
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTATTATTAAATGGTAGCCTAGCAGAAG
AAGAGATAATAATTAGATCTGAAAATCTGACAGATAATGCTAAAACAATAATAGTACAGTTTAATGAATCCAT
AAAAATTGAGTGCATAAGGCCCAACAATAACACAAGGAGAAGTGTAAGAATAGGACCAGGACAATCGTACTTT
ACAACAGGAGAAATAATAGGAGACATAAGAAATGCATTTTGTAACATTAATGTAACTCAATGGAATGAAACCT
TATATAGGGTAAGTAAAAAGTTAAAAGAATACTTCCCTAATAATACAACAATAAACTTTAACCAATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACTGTACCTTGGAACTCCAGTTGGAGCAATAAATCTATAAATGAGATTTGGGATAATATGACCTGGATGCA
GTGGGATAAAGAGATTAGTAATTACTCAACCATAATATACCAGTTGCTTGAAGAATCGCAAGTCCAGCAGGAG
AAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTATGGAATTGGTTCAGCATTTCAAATTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTACTATC
AATAGTAAACAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACTATAGCAATA
GCAGTAGCTGAGGGAACAGATAGAATTATAGACTATCTACAAAGACTTTGTAGAGCTATCCTCAATAGAGAAT
AAGACAGGGCCTTGAAGCAGCTTTGCTATAA 
>JQ754244 
GTGAGTGGCTTGTGGGTCACAGTTTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGTTAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGTATTTGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATGATATGGTAGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTCAAACCATGTGTAAAGTTGACCCCGCTCTGTGTCA
CTTTAAACTGTAGAAATGCAAATACCTCCGCAAATGCTACCTACGAAAATAACACAATTGGTGAAATAAAAAA
TTGTTCTTTTAATATAACCACAGAAGTAAGAGATAAGGAAAAGAAAGAATATGCACTCTTTTATAGACCTGAT
ATAGTACCACTTGATGATAAGGATAACTCTACTAACTCTACTATGTATAGATTAATAAACTGTAATACCTCAA
GCCTAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGCACAGGACCATGCAATAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTTTCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGACATAATAATCA
GATCTGCAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTCAATAAATCTGTAGAGATTGTGTGTAC
AAGACCCAACAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGGAAAGATTGGGAAGAAACTTTACGAAATGTGAGTA
AAAAATTACAAGAACACTTCCCTAATAAGACAATAAATTTTACGTCCCACTCAGGAGGAGACCTAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATAGAGAGATACCTA
AAGGATCAACAGCTCCTAGGAATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGTTTTGGAACT
CTAGTTGGAGTAATAGAACTAAAGAGGATATTTGGGGTAACTTGACCTGGATGCAGTGGGATAGAGAAATTAG
TAACTATACAGACACAATATACAGGTTGCTTGAAGAATCGCAAGGCCAGCAGGAAAAGAATGAAAAAGAGTTA
CTAGAATTGGACAAATGGAACCATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGGATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTCTGTCGTTTGCCACTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTCTAGAATTCCTACAAAGACTTGGTAGGGCTATCCTCCACATACCCAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>HQ595765 



GTAGCAGGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTTT
GTGCATCGGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAATTGGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGAATGAAGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCAATGATGTTACCAAAAATGTTACTGCTACCAGTAATAGTACTGATATGAAAAATTG
CTCTTTCAATGCAACCACAGAAATAAGAGATAAGGTAAAGAAAGAGTATGCACTTTTTTATAGACTTGATATA
GTACCACTTAAAGAGAATAACAACTTTAGTTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCT
GCCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAA
TAATAAGACATTCAATGGGACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGACATAATAATTAGATCTGAAAATATAA
CAAACAATGCCAAAACAATAATAGTTCATTTTAATAAATCTGTAGAAATTGAGTGTGTAAGACTCAACAATAA
CACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCACACGGTGACATAATAGGAGACCCAAGA
CAAGCACATTGTAACATTAGTAAAACAAATTGGAATAAAACTTTACAAGAGGTAAGTATAAAATTAAGAGAGC
ATTTCCCTAATAAGACAATAAAATTTAATCAATCCTCAGGAGGGGACATAGAAATCACAACACATAGCTTTAA
TTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGAATATGGGGTTGCTCTGGAAAACACATCTGCACCACTACTGTGCCTTGGAACGTTAGTTGGAGTAATA
AAACTTATGATGAGATTTGGAAAAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAGTTACACAGGAAC
AATATACAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAAAAATGAAGAAGATTTATTAGCATTGGACAGT
TGGAATAATCTATGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACC
TTTATCATTTGCTATTAGTCTGCTTGATACCCTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAA
TTAGTACAAAGAATTTGTAGAGCTATCTGCAACGTACCTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGC
AATAA 
>HQ615956 
GTAATGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCGGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGATGACCCCACTCTGTG
TCACTTTAGACTGTAGTAACAATGTCACTTCAATTAACAATGGTACCAGAAATATTACCACAGAAAGCGGAAT
GAGAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAAAAGCAGGAATATGCACTTTTTTATAAA
CTTGATATAGTACCACTTGGGGCTAAGGGGAACAACAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAAAGACAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAATGCACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGCAGTTTAGCAGAAGAGGAGATAGTAATTA
GATCTCAGAACCTGACAGACAATGCCAAAACAATAATAGTACAGTTTAATAAATCTGTAGAAATTGTGTGTAC
GAGACCTAACAACAATACAAGGAAAAGTATACGTATAGGACCAGGACAATCATTCTATGCAACAGGAGACATA
ATAGGAGATATCAGACAAGCATCTTGTCAACTCAATGGAAGTGTATGGAATAGTACTCTACAAAAGGTATCTG
AAAAGTTAAAAGAACACTTTAATAAAACAATAGAATTTAAACCACACACAGGGGGGGATATAGAAATTAGAAC
ACACATTTTTAATTGTAGAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAGG
GATCAGCAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAATGCTA
GTTGGAGTAATAAGTCTCTAGGGGATATTTGGGACAACATGACCTGGATGCAGTGGGATAAAGAGATTAATAA
TTACACAGACACAATATACAGGCTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTACTA
GAATTGGACAAGTGGGACAGTTTGTGGAGTTGGTTTGACATAACAAACTGGTTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTATACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAACAGCTGAGGGGACAGAT
AGAATTATAAACTTGCTACAAAGAATTGGTAGAGCTATCCTCAACACACCTAGAAGAATAAGACAGGGTTTTG
AAACAGCTTTGCTATAA 
>HQ615947 
GGGATGTGGGTCACAGTTTATTATGGGGTACCCGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTGCATCAG
ATGCTAAAGCATATGATACGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGACCCCAACCC
ACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGGAAAATGATATGGTAGATCAGATGCAT
GAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTTTAA
ACTGTAGCAATGTTAATGTTACCACCAGTAATATCACCAATAGTGCCAACAATAGTAACATAAGGGGAGGACA
AGAAATGAAAAACTGCTCTTTCAATGTACACAGAGTACTAAAAGATAAAAAAGAGAAGGAATATGCACTTTTT
TATAAACTTGATATAGTACAACTCAATAGTAATAGTAATTCCAGTGAGTATAGATTAATAAATTGTAATACCT
CAACTGTAACACAAGCCTGTCCAAAAGTCACGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAGTAA
TTAGATCTAAAAATCTGACAGACAATGCCAGAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAC



ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGAGAACTGGACTAAAACTTTACAGCAGGTAG
GGAAAAAATTAGAAGAACACTTCCCTGGTAAAAACATAACATTTAATCAATCCTCAGGAGGGGATATAGAAAT
TACAATGCATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTTTAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCGGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTAACAAATCTTACACAGAAATTTGGGATAACATGACTTGGATGCAGTGGGATAAAGAAAT
TAGCAATTACACAGGCACAATATACAGGTTACTTGAGGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGAT
TTACTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAGA
TATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTATCATTTGCTATTAGTCTAGTTGATACCATAGCCATTGTAGTAGCTGAAGGA
ACAGATAGAATTTTAGAAGTAATACAAAGAATTTGTAGAGGCATCCGCAACGTACCTACAAGAATAAGACAGG
GCGCGGAAGCAGCTTTGCTATAA 
>KT183068 
GGGATGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCCTATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTA
GATCAGATGCATGAGGATRTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAATTGTAGAGATGTTACTAGTAATGGTACTATGACCAACAAGACTATCACGGGTCAAGAAAT
GAAAAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAAGAAAAAGCAAGTGTATGCACTTTTTTATATA
TCTGATGTAGTACCACTTAAGGGGAATTCGGGGAATGTTAGTGAGTATATATTGATAAATTGCAATTCCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTCAGAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGGGGAGATAATAATTA
GATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAGTCTGTGGAAATTGTGTGTAC
AAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCATATGGTGAAATA
ACAGGAAACATAAGAGAAGCACATTGTAACATAAGTGAAGGTAAATGGAATAAAACCTTACAAGAGGTAGCTA
AAAAATTAAGAGAACACTTCCCTTCTAGAAATATAAGCTTTAAACCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAAGTCTTTGGGGCTGCTCTGGAAAACTCATCTGTACCACTAATGTGCCTTGGAACT
TCAGTTGGAGTAATAAATCTAAAGAAGAGATTTGGAACAACATGACCTGGATGCAGTGGGATAGAGAAATTAA
TAATTACACACAAACAATATACAAGCTGCTTGAGGACTCGCAAAACCAGCAGGAGAAGAATGAACAGGATTTA
TTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAGTGGTTATGGTATATAAAAATAT
TCATCATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAAAAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTAACACCACAGCAATAGCAGTAGCTGAGGGAACA
GACAGGATCATACACTTCCTACAAAGAATTTGTGAAGCTATCCGCAACCTACCTAGAAGAATAAGACAGGGTT
TTGAAGCAGCTTTGCTATAA 
>KT183114 
GTGTTGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCAGTATGGAAAGAAGCAAAAACAACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAAAGGGAGGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGACGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTAGCAATGTTAACGGTACTAATACTACTGAAAATAATATCAGAAATGAAATGAAAAATTG
CTCTTTCAATACAACCACCGAATTAAGAGATAAGACAAACAAACAGTATGCACTTTTTTATAGAATTGATATA
GTACAAATTGATGAGAACACTAAGAATAATACAGAGTATAGATTGATAAATTGTAATACCTCAACTGTGACAC
AAGCCTGTCCAAAGGTCGCTTTTGACCCAATTCCTATACATTATGGTACTCCAGCTGGTTATGCGCTTCTAAA
GTGTAATGATGAGACATTCAATGGGACAGGGCCATGCCATAATGTCAGTACAGTACAGTGCACACATGGAATC
AAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAAAAGGAATAATAATTAGATCTGAAA
ATCTGACAGACAATGCTAAAACAATAATAGTACATCTTAATGAATCCATACAAATTGTGTGTACAAGACCCAG
CAATAATACAAGAAGAAGTGTAAGGATAGGACCAGGACAAGCATTTTATACAACAGGTGACATAACAGGAGAC
ATAAGACAAGCACACTGTAACATTACTGGCTGGAATAAAACTTTACAAAGAGTAGTTGAAAAATTAAGAGAGA
ACTTCCCCAATAAAACAATAAAATTTCAGCCATCTTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAA
TTGTGGAGGAGAATTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATA
AATCTCACGATGAAATATGGGACAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAGACAT
AATATACCTGTTGCTTGAGAAGTCGCAAAACCAGCAGGAACAAAATGAAAAGGATTTACTAGCATTGGACAGT
TGGCAAAATCTGTGGAATTGGTTTAATATAACAAAGTGGCTGTGGTACATAAAAATATTCATAATGATAGTAG
GAGGTTTGATAGGGTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAAAAGAGTTAGGCAGGGATACTCACC
ATTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAA
GTCATACAAAGAATTTGTAGAGCTATCCTCAACTTACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTAC
TGTAA 
>KT183141 



GGGAATGAGAACTCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCGAAAGGCTATGAAAAGGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTCTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGTGCAAATGTAAATATTACCAAGAATGTTACCTACAGTTATTCTAACAGTACCCACAATAT
AACTGAAGAAATGAAAAATTGCACTTTCAATACAACCACAGAAATAAGAGATAAGAAAAAACAAGCATATGCA
CTTTTTTATATACATGATATAGTGCCACTTAAAGAGAATGGGACTGAGTATGTATTAATAAATTGCAATTCCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAGGGATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAA
TTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTCCACCTTAATGAATCTGTAGCAATTAATTG
TACAAGACCTGGCAATAATACAAGAAAAAGTGTAAGAATAGGACCAGGACAAGTATTCTTTGCAACAAATGAC
ATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTGCACATCATTGGAACAAAACTTTAGAGCGGGTGA
AGGAAAAATTAAAAGAACATTATAATAATAACAAAACAATAGAATTTCGACAACCAGCAGGGGGGGATCTAGA
AGTCATAACACATATCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGA
TACCTACAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTT
GGAACTCCAGTTGGAGCAATAAAAGTCTAACAGAAATTTGGGATAATATGACCTGGATGCAATGGGATAGAGA
AATTAATAATTACACAAGCATAATATATGATTTGCTTGAAGTCTCGCAAAATCAGCAGGAGAAAAATGAAAAA
GATTTATTAGAATTGGACAAGTGGAACAGCTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAA
GAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGGAGTACTTTCTATAGTGAGAAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAATCTTTTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATTGAAGTAGCACAAGGAATTTGTAGAGCTATCCGCAACATACCTATTAGAATCAGAC
AAGGCCTTGAAACAGCTTTGCTATAA 
>GU080161 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCAAAAGCATATGAGAAGGAGGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGGACAATAGCATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAGAATGTGATAATGTTACCTATACTGGTAATGAGGATAGTATCACCGAAAAAGAAATGAAAAATTG
CTCTTTCAATGCAACCACAGAAATAGAAGATAAAAAGCGCAAAGAGCGTGTACTTTTTCATAGCCTTGATATA
GTACCACTTGAGAATAATAACAGCTCTAATAATGGCAGCTCTAATAAGAAGTATAGATTAATAAATTGTGATA
CCTCAACCACAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTTTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCCATAATGTCAGTACAGTACAA
TGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTTTAGCAGAAAAAGAAATAA
TAATTAGATCTGAAAATCTGACAGAAAATGCTAAAATAATAATAGTACATCTTAATGAATCCATAGAAATTAT
GTGCATAAGACCCGGCAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAGACATTCTATGCAAATGAC
ATAATAGGAGACATAAGAAAAGCACATTGTAAGGTAAATAGATCTAAATGGAATGAAACCTTACAAAAGGTAG
GTATAAAATTAAAAGAACACTTCAACAAAACAATAATATTTGAATCATCCTCAGGAGGGGACCCAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
CAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTCTAGATGATATTTGGGGCAACATGACCTGGATGCAGTGGGATAAAGAAGTTAG
TAATTACACACATACAATATACAGTTTGCTTGAAGAATCGCAAATCCAGCAGGAACGAAATGAAAAAGAATTA
TTAGCATTGGACAAGTGGCAGAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCAATCAGTCTGCTTGATACTATAGAAATAATAGTAGCTGAGGGAACA
GATAGGATTATAAACTTCCTACAAAGCATTTGTAGAGCTATCCGTAACATACCTAGAAGAATAAGGCAGGGCT
TTGAAGCAGCTTTGCTATAA 
>GU080162 
ATGGAAGAGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGACAGATGCAAAAACAACTCTATTCT
GTGCATCAGATGCTAAAGCATTTGAGAGAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACTGA
TCCCAACCCACAAGAATTATTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATTTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTACGAATGCTAATGTTAATGTTACCAACAGTACTGACAGCATGGAGGGAGAAATAAAAAA
TATGAAGGAAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAAAAGCAGGCGTAT
GCACTCTTTTATAGACCTGATTTAGTAGCAATTAATGAGAATAACCCTAGTAATAGTAGTGGTGATTATATAT
TAATAAATTGCAATACCTCAACCATAACACAAGCTTGTCCAAAGGCCTCTTTTGACCCGATTCCTATACATTA
TTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATGAGACATTTAATGGGACAGGACCATGCAATAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
AAAAGGAGATAGTAATTAGCTTTGAAAGTCTAACAGACAATGCCAAAACAATAATAGTACACTTTAATGAATC
TGTAAACATTGTGTGTACAAGACCCAATAATAATACAAGACAAAGTATAGGGTTTGGACCAGGACAAGCATTC



TATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGATCAGCATGGAACAGAA
CTTTAGAAAGGGTAAAGAAGAAATTACAAGAACACTTCCCTAATAAAACTATAAAATTTGATAATTCCTCAGG
AGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTTCAGACAAGGGTCCTG
GCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCGTGGAACTCCAGTTGGAGTGATAAAAATCAAGACGAAATTTGGCATAATATGACATGGATGCT
ATGGGATAAAGAAGTTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGCCTCGCAAACCCAGCAGGAG
GAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAACTTGTGGAGTTGGTTTGGTATAACAAATTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGGGGCTTAATAGGCTTGAGAATAATTTTTAGTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACCACAGCAATA
ACAGTAGCTGAAGGAACAGATAGGATTATAGAACTTCTAAGAGGCATTTGTAGAGCTATCCGCAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU080164 
GTGGGAGGAAATTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAGTGATGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACGTGGTGGAT
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTAAATGTTACTGCTAGTGGCAATAATGTTACTGCTGGTAGCAGTAATAATGC
CACCAGTAATGGCACAAATAGAAGATTAGAAAATAGCATGAATGGAGAAATAAAAAATTGTTCTTTCAATACA
ACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGATCTGATGTAGTACCACTTAATG
GGGATAGTAACTCGAGTGGAGACTATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAA
GGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAG
ACATTCAATGGGACAGGACCATGCCACAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTAT
CAACTCAACTACTGTTAAATGGTAGCATAGCAGAAGGAGAAATAATAATTAGATCTAAAAATCTGTCAGACAA
TGCTAAAACAATAATAGTCCAATTTAATAAATCTGTAGAGATTGTGTGTGTAAGACCCAACAATAATACAAGA
ACAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGGTATAATAGGAGACATAAGAGAAGCAC
ATTGTAACATTAGCAAAAATGACTGGAATGAAACTCTACAATGGGTAGGAAAAAAATTAGCAGAGCACTTCCA
TAATAAAAAGGTACGCTTTCAACCAGCCGCACCAGGAGGGGACATGGAAATTACAACACATAGCTTTAATTGT
GGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAG
GAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATC
TTACAAGGATATCTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTACACAAACACAATA
TACCAGTTGCTAGAAGAATCACAAACCCAGCAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAAATGGC
AAAATCTGTGGAATTGGTTTAACATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTG
TCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAGTTAA
TACAAAGAATTTGTAGAGCTATCCGCAACCTACCTAGAAGAATAAGACAAGGGTTTGAAGCAGCTTTGCTATA
A 
>GU080165 
GTGGGGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATTTATGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGCAAACTTTACTTATTCAAATGTTACTTACAATAATTATACTAACATTGGTAA
CCTTGGTAACCGGACTGAAGGAATGAAAAATTGCTCTTTCAACACAACCACAGAAATAAGAGATAAGCAACAG
AAATCATATGCACTTTTTTATAAACCTGATATAATACCACTTAACAATAGGAGTGAGTATATATTAATAAATT
GCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAACAATAATACATTCAATGGAACAGGACCATGCAATAACGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGTAGAAGGGG
AGGTAATGATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTCCACCTTAATGAATCTGTAGC
AATTAATTGTACAAGACCCGGCAATAATACAAGAAGAAGTGTAAGGATAGGACCAGGACAAACGTTCTATGCA
ACTGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGACAGCAATGGAACATAACCTTAG
AACGGGTGAAGAAAAAATTAGCAGAACTCTACCCTAATAAAACAATAAAATTTGACAATTCCTCAGGAGGGGA
TCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAACTCCAGTTGGAGCAATAAATCTGAAACAGACATTTGGGAAAACATGACCTGGATGCAGTGGGA
TAGAGAAATTATTAATTACACAAATACAATATACCAGTTGCTTGAGGAATCACAAAGCCAGCAGGAGAAAAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGAACTCCTTGTGGTCATGGTGGGACATATCAAAGTGGCTGTGGT
ATATTAGAACATTCATCCTAATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTGGTGTAATATCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTA
GCTGAAGGAACAGATAGGGTGATTGAAATAATACAAGGAATTTGTAGAGCTATCCGCAACATCCCTAGAAGAA
TAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 



>GU080166 
GGGGAGAGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCGGACGCTAAAGCATATGAGAGAGAGGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAATTTGTACAAGTGTAAATATTACCAATAATAGTACCAATAACTCCAGTAATAGTATCAGGGATAG
TAACTTCAATAATAACATTACGGAAGACATGAAGAATTGCTCGTTCAATATAACCACAGAACTAAGAGATAAG
AAACAAAAGGCATATGCACTTTTTTATAGATCTGATGTAGTACCACTTAAGGACAATAGTACAGAGTATATAT
TAATAAATTGCAATACCTCAACCGTAACTCACGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAAGACATTCAATGGGACAGGAACATGCAATAAT
GTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAGATAATAATAAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTACACTTTAATAA
ATCTGTAGAAATTGATTGTACAAGACCTGGCAATAACACAAGAAAAAGTGTAAGAATAGGACCAGGACAAACA
TTTTATGCAACAGGTGACATAATAGGGAATACAAGACAAGCACATTGTAACCTTAATAAAAGTGCATGGAACA
CAGCTTTAAAACAGGTAAAGGAAAAATTAGTAGAACACTTCCCTACTAAAATAATAAAATTTGAACCATCCTC
AGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAAGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGATGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTATGGAGAAATTTGGGATAACATGACCTGGAT
GCAATGGGAGAGAGAAATTAGTAATTACACATCAGTAATATACAACTTGCTTGAAGACTCGCAAACCCAGCAG
GAGAAAAATGAAAAAGATTTATTGGCATTGGACAGATGGAACAATCTGTGGAATTGGTTTAATATAACAAATT
GGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAATTTGCTTGATACAGTAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAATAATACAAAGAAGTTGTAGAGCTATCCGCCACATAC
CTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTATAA 
>GU080168 
GGGGAAAAGGACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGCCAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGGTGTACAAACGTGAATTGCACTAATACCACTTGCAATAGTAACACCACTTACAGTACTAGCCA
GGTTGAAGGAGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAAATAAGGAACAGAAAGCGTATGCA
CTTTTTTATAGACCTGATATAGTACCAATTAATGAGAATAGCTCTGAGTTTATATTAATACATTGCAACTCCT
CAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGCTA
TGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGGCCATGCAATAATGTCAGCTCAGTACAATGT
ACACATGGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAAAAGAAGAAATAGTAA
TTAGATCAGAAAATCTGACAGACAATGCCAAAACAATAATAGTCCACCTTAATGAATCTGTAGTAATTAATTG
TACAAGACCCAATATTAATAAGAGACAAAGGATAAGGATAGGACCAGGACGAGCATTCGTTGCAATAGGAAAA
ATAATAGGAGATATAAGAAAAGCACATTGTATTGTTAATGGAAGTATATGGAACAAAACTATAGAACAGGTAA
GGGTAACATTAAGGGAAAAATTACAAAAACACTTCCACCAGAATACAACAATAACATTTAACACATCCTCAGG
AGGGGACCTGGAAGTTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCGAGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCACTTGGAGTGATAAAAATCAAACAGCAATTTGGAATCAAGCGACCTGGATGCA
GTGGGATAAAGAAATTAGTAATTACACAGACACAATATACAGATTGCTTGAGAACGCGCAAAGCCAGCAGGAG
CAAAATGAAAAAGACTTATTAGAATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACCCACCTTTGTCGTTTGCTATTAGTCTGCTTGATTACTTAGCAATA
AGAGTAGCTGAGGGAACAGATAGAATTATAGAGTTAGCACAAAGAATTGGTAGAGCTATACTCAACATACCTA
CAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 
>GU080171 
ATGTTGGAGAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAATCATATGAGAAAGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTATATTGTCGCACTGTTAATACAACAAATACTACTAATAGTGGCAATGCTACCCATAATGATGACCT
AAATAGAGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAGGAAACAGGAAGCACAT
GCACTGTTTTATAATTCTGATGTAGCACCACTTAATGGGAATAATAGTAGATATATATTAATACATTGCAATG
CCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATCCATTATTGTGCTCCAGCTGG
CTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAGATGAAATAG
TAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTGCATCTTAATGAATCTGTAGAAATTAA



CTGTACAAGACCCGGCGATCATAGAAAGAGAATTATAAGGATAGGACCAGGACAAGCATTCCATGCAAGAGAT
AACATAATAGGAGACATAAGGAAAGCATATTGTAACATTACTGCAGCCAAGTGGAATGAAACGCTACAAAAGG
TAGCGAAAAAATTAAGAGAACACTTCCCTAATAGAACAATAATATTCAGACCATCCTCAGGAGGGGACTTAGA
AATTACAACACACAGCTTTCAGTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCTCGGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTCAGAATGATATTTGGGACAATATGACATGGATGCAATGGGACAGAGA
AATTAATAATTACACAAACACAATATACAGATTGCTTGAAGAATCGCAAATCCAGCAGGAGAAAAATGAACAA
GATTTATTAGCATTAAACAGTTGGCAAGGCTTGTGGGACTGGTTGGGCATAACAGGGTGGCTGTGGTATATAA
AAATATTCTTCATAATAGTAGGAGGCTTAGTAGGTTTGAAAATAATTTTTTGTGTGCTCTCTATAGTGAAAAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAGTCTAATAGATACCCTGGCAGTAGCAGTAGCTGAA
GGAACAGATAGGATTTTAGAATTATTACAAAGATTTGGTAGAGCTATCCTTAATATACCTACTAGAATAAGAC
AAGGCCTTGAAGCAGCTTTGCTATAA 
>GU080173 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAGGCAACAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAATGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAAAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGATAACCCCACTCTGTG
TCACTTTAAACTGTACAACTGCCACTTTAAAATGTGCAAATGCAAGCAATACTAGTACAACAGATAATGCTAC
CTGCGATGAAATGAAGGAAGAAATAAAAAATTGCTCTTTTAATACAACCACAGAACTAAGAGATAAGCAAAAG
AAAGAGTATGCACTTTTTTATAGATCTGATGTAGTACCAATTGATAATAAAAAGGGTAACTCTAGTGATGGTA
GTGGTGATTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCAATTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACA
GGACCATGCTATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGT
TAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTGAGGATCTGGAAAACAATGCCAAAATAATAAT
AGTACACCTTAATGAGTCTGTAGAAATTATGTGTACAAGACCCAACAATAATACAAGAAAGAGTGTAAGGATA
GGACCAGGACAAGCATTCTATGCAACAGGTGGCATAATAGGAGACATAAGACAAGCATATTGTAGCCTCAATG
GAACAAAATGGAACACAACTCTAGACAAAATAGAGAAGAAATTAAAAGAATACTATAATAAAACAATAAAATT
TGCACCATCCTCAGGAGGGGACCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGCCTCTGGGGCTGCTCTGGAA
AACTCATCTGCACCACCGCTGTGCCTTGGAACTCCAGTTGGGGTAACAAAACAGAAAAAGATATTTGGGGTAA
CATGACCTGGATGCAGTGGGAGAGGGAAATTGATAATTACACAGGTACAATATACAGGCTGCTTGAAGACTCG
CAAAACCAGCAGGAGAAAAATGAAAGGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTA
ACATATCAAATTGGCTATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGGATAAT
TTTTACTGTGCTTTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATAGTATAGCAATAACAGTAGCTGAGGGAACAGATAGAATTATTGAAGTAATACAAGGAATTTGTAGAGCCA
TCCGCAACATACCTGTAAGAATAAGACAGGGCCTTGAAATAGCTTTGCTATAA 
>GU080176 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAGCTACTCTATTCT
GTGCCTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTTCAAATGCAAATTTTACAAATACAACTAGGAATTTTGCAGGAGTAAAGGCTGAGGATAA
GGAAGAAGTAAAAAATTGCTCCTTCAATACAACCACAGAAATAAGAGACAAGAATCAGAAAGGGTATGCACTT
TTTTATAAACTTGATGTAGTACCACTTAGTAATGAAACAAATGGTACTGAAGAGTATATATTAATAAATTGTA
ATACCTCAACCATAACTCAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTA
CAATGTACACATGGCATTAAACCAGTGGTATCAACCCAACTGCTATTAAATGGTAGCCTAGCAGAAGAAGAAA
TAATAATTAGATCTGAAAATATAACAGACAATGTCAAAACAATACTAGTACACCTTAATGAATCTGTAGAAAT
TGTGTGTATAAGACCTGGCAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACA
GGAGAASTAATAGGAGATATCAGACAAGCACATTGTAACATTAGCGAGGGTAAGTGGAATAAAACTTTACAAA
GGGTAAGTGAAAAGTTAAAAGGATTCTTCCCTAATAAAATAATAAAATTTGAACCATCCTCAGGAGGGGACCT
AGAAATTGTCACACATAGCTTTAATTGTAAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCCCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAGGCACAATATATAAATTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAA
AAGGATCTATTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAAGTGGTTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTACTCTCTATAGTGAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTCATACAAAATCTTTGTAGAGGTATAAGGGTAAGAAAGGACTTTGAAA
CAGCTTTGCAATAA 



>GU080178 
AAGACAGAGAACTTGTGGGTCACAGTCTATTATGGGGTCCCTGTGTGGACAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTGAAAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGAGTTGAAAAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGTACAGAGGTCACTCCAAATTGTACAAAGGTTAATAATAGTAGCTCAAATAATACTACTGT
TGCTCCCACTACCACAGCTACTTGTAATAATCACACAAAGGATAATGCTAGCATAATTGGAGAAAGAGAAATG
AGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAGAAAGCGTATGCACTTTTTTATAGAC
CTGATATAGTACCACTTAATGGGAATCCCAATACTACTGAGTATATATTAATAAATTGCAATACCTCAACCAT
AACACAAGCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGCGCACCAGCTGGTTTTGCGATT
CTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGCAATAATGTCAGCACAGTACAGTGTACACATG
GAATTAAGCCTGTAGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGATATAATAATTAGATC
TGAAAATCTGACAAGCAATACCAAAACTATAATAGTACACCTTAATGAATCTGTAAAAATTGAGTGTCTAAGA
CCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGCCATAATAG
GAGACATAAGACAGGCACATTGTAACATTAGTACACTAGCATGGAACGCAACTTTAGAAAGGGTAAGGGGAAA
GTTAAAAGAACACTTCCCTAATAAAACAATAAACTTTACATCACCCGCAGGAGGGGACCTAGAAGTTATAACA
CATAGCTTTAATTGTCAAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTAAAGG
ATCAACAGCTCCTAGGGCTTTGGGGCTGCCCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACATCAG
TTGGAGTAATAAATCTTACAATAAAATTTGGGATGAAATGACTTGGATGCAGTGGGATAAAGAAATCAGCAAT
TACACAGACACAATATACAGGTTGATTGAAGACTCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAG
CTTTGGACAGTTGGAATAATCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATATTCAT
CATGATAGTAGGAGGATTGATAGGTCTGAGAATAATTTTTTGTGTGCTCTCTGTAGTACGTAGAGTTAGGCAG
GGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATA
GGATTCTCGAAGTACTACAAGGAATTTGGAGAGGTATCCGTAACATACCTAGAAGAATAAGACAGGGCTTTGA
AGCATCTTTGCTATAA 
>GU080179 
ATGGAGGAAAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAAACGCTAAAGCCTATGAAAAGGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAATAGTTTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAGAATGTAGGGATGCTAATGTCACTGGTAATGCTAAAGGCACCAAAGCTAATGTCACCAATATAGCTAA
TAACGCCACCAGTGCTAATGTCACCAGCAATGCTACCATAATTGGGAATATAACTGAGGAAATAAAAAATTGC
TCTTTCAGGGTAACCACAGAAATAAGAGATAAGGACAAGAATGAATATGCACTTTTTTATAGACTTGATATAG
TACCACTTAGTGAGGATGACAAAGCCAACCAGTCCAGAAAATATAGATTAATAAATTGTAATACCTCAGCCGT
TACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATT
CTAAAGTGTAATAATAAGACATTTAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATG
GAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTATCAGAAGAAGGGATAATAATTAGATC
TGAAAATCTGACAAACAATGCCAAAACAATAATAGTTCACCTTAATGAGTCTGTAGAGATTGTGTGTACAAGA
CCTGGCAATAATACAAGGAAAAGTGTGAGAATAGGACCAGGACAAACCTTCTATGCAACAGGAGACATAATAG
GAAATATAAGACAAGCACATTGTAACATTAGTAAAACTGATTGGAACAGAACTCTACATCAGGTAGGGAAAAA
ATTAGCAGAACACTTCCCTAATAAGAGCATAATCTTTAAACCACCCTCAGGAGGGGATCTAGAAATTACAATG
CATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGG
ATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCTTTGGAACACCAC
TTGGAGTAATAAAACTAAAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAAT
TACACAACCACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAGGAAAATGAAAAGGATTTATTGG
CATTGGACAAGTGGAACAACTTATGGAGTTGGTTTAACATATCAAGTTGGCTGTGGTATATAAGAATATTCAT
AATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTAATTTCTATAGTAAATAGAGTTAGGCAG
GGATACTCACCTTTATCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAGGGAACAGATA
GGATTATAGAAGTAGCACAAGGAATTGGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGA
AGCAGCTTTGCTATAA 
>GU080180 
AGTGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAGCTAGTTTTGGGAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATTAGTATATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CCTTAAACTGTACAGATGCAAAGGTTAACTATTCAAGTACCTATAATGAGAGCCTGGAGGGAAAATTACAAAA
TTGCTCTTTCAATACAACCACAGAAATAGGAGATAAGAAACAGAACACCTATGCATTTTTTCATAGACCTGAT
GTAGTACCACTTAAGGGGAACGCTAGTGAGTATATATTAATACATTGTAATACCTCAACCATAACTCAAGCCT
GTCCAAAGGTCACCTTTGAGCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA



GTGGTATCAACTCAACTACTGTTAAATGGTAGTTTAGCAGAAAAGGAGATAATCATTAGATCTGAAAATCTAA
CAGACAATGGCAAGAATATAATAGTACACCTTAATGAATCTGTAGAAATTACGTGTACGAGACCCAATAACAA
TATAACAACAAGAATTATAAGTATAGGACCAGGACGACCATTCTATACAAAGAATATAGGAAGAGACATAAAA
CAAGCCTATTGTAAAATTAATGGAACACAATGGAACATAACTTTAGGAAAGGTAAAGGAGAAATTAAAAGAAC
ACTTCCATAATAAAACAATAGAATTTGCACCACACGCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAA
TTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCATTGGAACAGCAGTTGGAGTAATA
AGTCTGAAAAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGACAC
AATATACAGGTTGCTTGAGGAATCGCAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAAT
TGGAAAAACCTGTGGAGTTGGTTTAGCATAACAAACTGGTTGTGGTATATAAAAATATTCATTATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAATTCTTGGTGTGCTTTCTATAGTAAGAAGAGTTAGGCAGGGGTACTCACC
TTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAA
GTAATACAAAGAGTCTGCAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTAC
TATAA 
>GU080181 
GTGGTAGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAGTAAGGAGGTGCATAATATCTGGGCTACACATGCCCGTGTACCCACAGA
CCCCAACCCAATAGAACAGGTTTTGGGAAATGTAACAGAAAATTTTAATGTGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGATTGTAGTAATGAGGTTAGATGTAAGAATGCTACTCGCCATGAAATTAATTGTACTGCTACAGA
AATAAAAAATTGCACTTTCAATGTAACCACAGAATTAAGAGATAAGAAGAAAAAAGAGTATGCACTCTTTTAT
AAACTTGATATAGTACCACTTGAGGGGAGTAACAACAGTACTGAGGAGTATAGATTAATAAATTGTAATACTT
CAACTGTAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATCCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCACTAATGTCAGTACAGTACAATGT
ACACATGGAATTAGACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAAAGA
TTAGATCTAAAAATCTGACAGACAATGTTAACACAATAATAGTACAGCTTTATCAGAATGTAACAATTGTGTG
CACAAGACCTGGCAATAACATAAGAAAAAGTATAAGAATAGGACCAGGGCAAGCATTCTTTACAACAGGTGAC
ATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTAGACAGTACTGGAATAAAACTTTAGAATGGGTAG
GAAAAAAATTAGTAGAACACTTCCCTAATAAAACAATAAAATTTAAATCATCCTCAGGAGGGGACCTAGAACT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTAACAGATCCCTAGAAAAAATTTGGGGTAACATGACCTGGATGCAGTGGGATAAAGAAAT
TAGTAATTACACAAACATAATATATGATTTGCTTGAAGAATCGCAAGACCAGCAGGAGAAAAATGAAAAAGAT
TTATTAGCATTGGACAGTTGGAAAAACCTGTGGGATTGGTTTAGCATATCAAACTGGCTGTGGTACATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTATGGCTATACTCTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAATTCATACAAGGGATTTGTAGAGCTTTCCGCAACCTACCTAGAAGAATAAGACAAG
GTTTTGAAGCAGCTTTGCTATAA 
>GU080182 
GGGGTGGGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTGAATTGTACAAATGTAACTGTTACCACTAATAGTACTACTACACCTGCTACTGCTATTAATAATAC
TGCTGATGACATAAGTAAAGAAATGAGAAATTGCTCTTTCAATACAACCACAGGAATAAGAAATAAGCAACAG
CAAGCACATGCACTTTTTTATAAACCTGATATAGTACCAATTGATCAGAGCAACTATATATTAATACACTGCA
ATGCTTCAACCATAACACAAGCCTGTTCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCTTAATGTCAGCACAGTA
CAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGAGGAGG
TAATAATTAGCTCTAAAAATCTGTCAGACAATGCCAAAATAATAATAGTACACCTTAATGAATCTGTACAAAT
TAATTGTACAAGACCCGGCAATAATACAAGAAGAAGTATAAGGGTAGGGCCAGGACAATCAATCTATGCAACA
AATAGGATCATAGGAGACATAAGAAAGGCATATTGTAACATTAGTAGGGAGCAATGGAACAAAACTTTAAGAT
GGGTAAGGGAAAAACTAAAGAAACACTACCCTGGCAAAAACATAAGTTTTGCACCAGCAGTCACAGGAGGGGA
TCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAGCAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTTCTG
TGCCTCGGAACTCCAGTTGGAGTAATAAAAATCAAACAGCTATTTGGGATAACATGACCTGGATGCAGTGGGA
TAGAGAAATCAGCAATTACACAGAAGAAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAAT
GAAAAAGATTTATTAGCATTGAACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGT
ATATAAGAATATTCATTATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTAGTGTGATCTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTA



GCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGCAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU080184 
ATGGAAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTTTATTCT
GTGCATCAGATGCTAAAGCTTATGAAAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACACTGTGGCCCTATAAAGTGTAAAAATGCCACCCACAATAATACCAGCCACAATGATACCACCTG
CGTTATTGTGAACAATACTATGAGAGAGGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGGT
AAAACACAGAGTGCGTATGCACTTTTTTATAAATCTGATTTAATACCAATTAATAAGAAACCTATTAATAATT
CTAGTAATAATTCTAGTGAGTTCATATTAATACATTGCAATTCATCAACCATAACACAAGCCTGTCCAAAGGT
CTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATAATAAGACA
TTCAATGGGACGGGACCATGCCATAATGTCGGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTGAAAATCTGACAGACAATGC
CAAAACAATAATAGTCCATTTTAATGAATCTGTAAAAATTGTGTGTACAAGACCCAACAATAATAGAAGAAGA
AGCATGAGGATAGGACCAGGACAAGTATTCTATGCAACAGATGCAATAATAGGAAACATAAGACAAGCATATT
GTTCAATTAATAAAACAGAATGGCACAAAAATCTAAAAGGGGTGAGGGAAAAACTAAGGGGACACTTCCCTAA
TAAAACAATAATCTTTAATTCATCATCAGGAGGGGACCCAGAAATTACAATGCATAGTTTTAATTGTGGAGGA
GAATTTAAGCAGCTCCAGACAAGAATCTTGGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTTATGG
AGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTACACAAGCACAATATACACA
TTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATC
TGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAATATTCATCATGGTAGTAGGAGGCTTGAT
AGGTTTGAGAATAGTTTTGGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTC
GCTATTAGTCTAGTAGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAA
GAATTTGTAGAGCTATCCGCAATATACCTACAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU080185 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGGCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGATAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGACCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTACCCGCACAAATGATACCCTCAGTGTAAATGTTACCTATAACGTAAATGA
TACCTACAAGATGAAGGAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAGGAAACAG
GAAGCGTATGCACTTTTCTATAGATCTGATGTAGTAGCACTTGGTAAGAATAGCTCTGAGTATATATTAGTAA
ATTGCAATTCCTCAACCATAACACATGCCTGTCCAAAAGTCTCTTTTGAACCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAAAACATTTAATGGGACAGGGCCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAG
GGGACATAATAATTAGATCTAAAAATCTGTCAAACAATGCCCGCACAATAATAGTACACCTTAATGAATCCAT
AGAAATTAATTGTACAAGACCTGGCAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGTGACATAATAGGAGACATAAGAAAAGCACATTGTAACATTACTAATTGGAACAAAACTTTAGAAA
AGGTAAAGGAGAAATTAAAAGAACACTTCCCTAATAAAAACATAAGCTTTCAACCACCATCAGGAGGAGATCT
AGAAATTACAACACATAGCGTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGC
CTTGGAACTCTAGTTGGAGTAATAAATCTCAAACGGACATTTGGGATAACATGACCTGGATGCAATGGGATAG
AGAAATTAATAATTACACAGGCCTAATATACAGCTTGCTTGAAGAATCGCAAAGCCAGCAGGAAAAGAATGAA
AAAGAACTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATA
TAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTATGGGTGTGTTGTCTATAGTAAG
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGTTATTAGTCTGGTAGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCTTAACATACCTAGAAGAATAA
GACAGGGCTTCGAAGCAGCTTTGCTATAA 
>GU080186 
GTGGCAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGACAAATGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAACTAGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAATTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTACAAAAGTAAATGGAACAGCTAATGCTACCAGTGAAGGAACAGCTAATGCTACCAGTAA
AGATGAAGAAATGACAATGTATAATTGCTCATTCAATACAACCACAGGCATAAGAGATAAGACACAGCAAGAG
TATGCACTTTTTCATAAACATGATGTAGTACCAAGTAATATTGATAATTCTGAGTATATATTAATACATTGCA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCAGTTTTGACCCAATTCCAATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCACTAATGTCAGCACAGTA



CAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGA
TAATAATTAGATCTGAGAATCTGACAGACAATAGCAAAACAATAATAGTACACCTTAATGAGTCTGTGGACAT
TGTCTGTACAAGACCTGGCAATAATACAAGGAGAGGTATAAGAATAGGACCAGGACAAACATTCTTTGCAACT
AGAACAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAAGTAAATGGAATACAACCTTACAAAGGG
TAAGTGCAAAATTAAAAGAATACTTCAATAAAACAATAATATATAACTCATCCTCAGGAGGGGATCCAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATAC
CTAAAGGATCAACGGCTCCTAGGCCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTGAAGCAGATATTTGGAATAACATGACCTGGATGCAGTGGGAGAAAGAAAT
TAATAATTACACATACACAATATACCAGTTGCTTGAGGACTCGCAAAGCCAGCAGGAACAAAATGAAAAAGAC
TTATTGGAATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTATGGTACATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATTGAAGTAGTACATAGAGCTTGCAGAGCTATCCGCTACATACCTAGAAGAATAAGACAGG
ACTTTGAAGCAGATTTGCAATAA 
>GU080190 
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATAGTTATGGCTAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGACCAGATG
CATGAGGATGTAATCAGTTTATGGGATGAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTTTGTGTCACTT
TAAATTGTACAAATGTTAAGATTACTTGCAATAATACTTGTAGAGATAATGTTACTGATAAGTACAGTTTTAA
CATAACTGAAGACACTGGAGAAGTAAAAAATTGCTCTTTCAATACTACCACAGAAATAAGAGATAAGAAAAAG
AATGTGTATGCACTTTTTTATAAATCTGATGTAATACCACTTACTCAGAATAACTCTAGTAATAAAGAGTATA
TATTAATACATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACTTTCAATGGGACAGGACCATGCCAG
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGTTACTGTTAAATGGTAGTC
TAGCAGAAGAGGAAATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTCCACCTTAA
TGAATCTGTAGAAATTGAGTGTATAAGACCCAACAGTCATACAAGGCAAGAAGGTGTAAGGATAGGACCAGGA
CGAGCATTCTATGTAAGAGGTAAAATAATAGGAGACATAAGAAAAGCATATTGTACAATTAATGGAACACGAT
GGAACACAACTTTAGGAAAGGTAAAGAAAAAGTTAGGAGAATATTACATTAACAAAACAATAGTATTTAAAAA
TTCCTCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGCAATAAAAATCTAACAGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAGTTAGCAATTACACAGACACAATATACAGGCTGCTTGAAGAATCGCAAAAC
CAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAGGACCTGTGGAATTGGTTTACCATAT
CACATTGGCTGTGGTACATAAAAATATTCATCATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGG
TGTACTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTACTAGTCAGCTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTATTACAAATAATTGGTAGAGCTATTCTCC
ACATTCCTAGAAGAATAAGACAGGGCTTGGAAGCTTTTTTGCTATAA 
>GU080191 
GGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAAGGATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCGA
CCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGATCAGATG
CATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAAATGTAGTAATGTTACTAATGCTACCAACAGTGATAATGTAAATGAAATGAAAAATTGCTCTTTCAATAT
AACTACAGAAATAAGAGATAGAAGAAGGAATGTAAGTGCACTTTTTTATAGGCTTGATATAGTGCCACTTAGT
GGGGGGAACAACAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTTA
CTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATT
TAATGGGACAGGACCATGCAGGAATATCAGCACAGTACAGTGTACACATGGAATTAAACCAGTGGTGTCAACC
CAGCTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATCAGATCTGAAAATCTGACAGACAGTACCA
AAACAATAATAGTCCACTTTAAGGAATCTGTAAACATTGTGTGTACAAGACCTGGCAACAATACAAGAACAAG
TATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCTGTAACAGGAGACATAAGACAAGCACATTGT
AACATTAGTAAAGAACTATGGAACAGAACTTTAGAACAGGTAAAGGAAAAATTAAAAGAACATTTTCCTAATA
AAACAATAGGGTTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGA
ATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAATTCTAGTTGGAGTAGTAAAACTTACGATG
AGATTTGGGAAAACATGACTTGGATGCAATGGGATAGAGAAATTAATAATTACACAAACATAATATACAGGCT
GCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCACTGGACAAATGGGACACCCTT
TGGAGTTGGTTTAGCATATCACATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAG
GTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGC



TATTAGTCTGCTTGATACTGTAGCAATAAGAGTAGCTGAAGGAACAGATAGAATTATAGAAGTAATACAAAGA
GTTTTTAGAGCTATCTACTACATACCTAGAAGAATAAGACAAGGCTTTGAAACAACTTTGCTATAA 
>GU080192 
GGGATGGGATTGGGATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATATCTGGGCTACGCATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAGAATGACATGGTA
GATCAGATGCATGAGGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAACATGTAGTAATGCTAATTTTACCCACCATAATGGTACCCGCAATAATATTACCTCTGATGG
AACTGAGAAAGAAATGAAAAATTGCTCTTTCAATGCCACCACAGAAATAAGAGATAAGAAGAGCAAAGAGTAT
GCACTTTTTTATAAACTTGATATAGTGCCACTTGATAGCAATAGCAATAGCAATTCTAGTAGCAATTACAGAT
TAATAAATTGTAATACCTCCACTGTAACACAAGCCTGTCCAAAGGTCCCTTTTGACCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAAT
GTTAGTACAGTACAATGTACACATGGAATTAAACCAGTGGTATCTACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAAATAATAATTAGATCTGAAAATCTAACAAACAATGCTAAAACAATAATAGTACATCTTAATAA
ATCCATAGCAATTAATTGCACAAGACCTGGCAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAAAAAAGACTGGGAGG
AAGCTCTATATAAGGTAGGTAAAAAATTGGGAGAGCATTTCCCTAATAAAAATATAAGTTTTAATTCATCCTC
AGGAGGGGACCTAGAAATTATAACACATAGCTTTAATTGTCAGGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCC
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAAACCTTACATGATATTTGGGATAACATGACATGGAT
GCAGTGGGATAGAGAAATTAGCAATTACTCAAACACAATATACAAGTTGCTTGAAGAATCGCAAATCCAGCAG
GACCAAAATGAAAAAGACTTATTAGCATTGGACAAGTGGCAGAATCTGTGGAATTGGTTTAACATATCAAATT
GGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATCTTTGCAGTACT
ATCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTGATACCACAGCA
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAATTCATACTGAGAATTTGTAGAGCTATCAGCAATATCC
CTACAAGAATAAGACAGGGCTTGGAAGTAGCTTTGCTATAA 
>GU080197 
GTGATGGGCATGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGCGTACCCACAGACCC
CAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGACCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCCCTCTGTGTCA
CTTTAGAATGTAAAAATGTTACTGACACAAATGTTAAGGTTACAAATGTTAATGCTACAGATGTTAAGGGAGA
AATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAGAGATAAGAAACGGACAGAGTATGCGCTTTTTTAT
AGACTTGATTTAGTACAACTTAAAGAGGAAAAAAACAACTCTGGGGAGTATAGGTTAATAAATTGCAATACCT
CAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCACCAGCTGGTTA
TGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAA
TTAGAACTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACACCTTAATCAGTCTGTAGAAATTGTATG
TACAAGACCCAACAATAATACGAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTGAAAGGAAATGGAACGAAACTTTACAACAGGTAA
AGAGAAAATTAAAAGAACATTTCCCTAAGGAAACAATACAATTTGAACAACCCGCAGGTGGAGACCTAGAAAT
TATAACACATAGTTTTAATTGTAGAGGAGAATTCAAGCAGCTTCAGGCAAGAGTCTTGGCTCTGGAAAGATAC
CTAAAGGATCAGCAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAACTCATCTGCCCCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTACTAAATCTCAAGAAGAAATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGACACAATATACCAGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAGAGAT
TTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTACATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTGCTCTCTCTAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGTAGTAGCTGAAGGA
ACAGATAGGATTATAGAAGTAACACAAAGAATTTGTAGAGCTATCTTCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAACAGCTTTGCTATAA 
>GU080198 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCCACACATGCTTGTGTGCCCACAGA
TCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTACATTGTGTTAATATCACTGCTAGCAACATTACTAGCAATACTACTACCAATAGTACCATTGAGTA
TATGAAAAAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGGTAAGCAACAGGAAGCGTAT
GCACTTTTTTATAAATCTGATCTAGTGTCACATATGAAGGGGAACGCTAGTGAGTTTATATTAATACATTGCA
ATACCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTA



CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGG
TAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTCCACCTTAATAGATCTGTAGAAAT
TGTGTGTACAAGACCTGGCAATAATATAAGAAAAAGGATAGGGATAGGACCAGGACAAGCATTCCGTGCAACA
AGTGGAATAATAGGAAACATAAGACAAGCACAGTGTAACATTAGTACACAGGAATGGAATGAAACTTTAGAAC
AGGTAAGGAAAAAATTAGAAGAACACTTCCCTAATAAATCAATAGAATTTAAGCCACACTCAGGAGGGGATCT
AGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCGCAGTGG
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGAGATTTGGAATAACATGACCTGGATGCAATGGGATAG
AGAAATCAATAATTACACAAACACAATATACAGGTTACTTGAGGACTCGCAAACCCAGCAGGAGCAAAATGAA
AAGGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTAGGCGTGCTTTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAACAGTAGCT
GAAGGAACAGATAGGATTATTGAAGTATTGCAAAGAATTGGTAGAGCTTTCTACAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU080193 
GTGGTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAGCCACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCAC
AGACCCCAACCCACAAGAAATAGTGTTGGGAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATGTAATCAGTATATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAGGTGTACTAACTACACCTACAATAGTACCCACAAGGAGAACGAGAAGGCCTACAATGGTAG
CATAGGGAACATGATTGGAGAAGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGACGCGG
CGCGTGCATGCACTTTTTTATAGATCTGATATAGTACCACTTAATGAGAACTCTAATGAGAACTCTGGTAAGA
ATAACTCTAGTAAGAACTCTAGTGATTACATATTAATAAATTGCAATACCTCAACCATAACACAGGCCTGTCC
AAAGGTCACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAAC
AAGACATTCAATGGGACAGGACCATGCCTTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATCATTAGATCTGAAAATCTGACAGA
CAATGCCAAAACAATAATAGTACACCTTAATAAACCCGTATACATTCTGTGTACAAGACCAGGCAATAATACA
AGACAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGACATAATAGGAGACATAAGAAAAG
CACATTGTAACATTACTAGAACAGACTGGAACAAAACTTTAGAAGAGATAAGAGAGAAACTAGGAAAACACTT
CCCTCAGAAAATAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAACTGT
AGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAG
GACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACTCCAATTGGAGTAATAAATC
TGAAAAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAATTACACAAACGCAATA
TACAGGTTACTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGA
ACAACCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGG
CTTGATAGGTTTGAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTG
TCGTTTGCTATTAGTTTGCTTGATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAA
TACAAACAATTTGTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HM623591 
ATGGAGGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATACACAAGTTAATGACACTCACAAGGAAGAAATGGAAGAAATGAAAAATTGCTC
TTTCAATACAACCACAGAAATAATAGATAAGAGTCAGCAAGCGTTTGCACTTTTTTATAAACCTGATGTAGTA
CCACTTAATGGGGATAGAAATAGCTCTAGGGATAACTCTAGTGGAGAGTATATATTAATAAATTGCAATTCCT
CAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAGTAAGACATTCAATGGAACAGGACCATGCCAGAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATGG
TTAGGTCTGAAAATTTTACAAGCAATCACAAAACAATAATAGTCCACCTTAATCAATCTGTAGCTATTAATTG
TACAAGACCCGGCAATAAGACAAGGAAAAGAATAGGGATAGGACCAGGACAAGCATTCCATACACATACGGTA
ATAGGAGACATAAGAAAAGCATATTGTAAAATTAATGGAACACTGTGGAACAAAACTTTAGAACAGGTAAAGG
AAAAATTAAAAGAACACTACCCTGACAAAACAATACAGTTTCAACCACCCTCAGGAGGGGATCTAGAAGTTAT
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTAAATCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAA
CAATTACACAAGCACAATATTCAGATTGCTTGAAGACTCACAAAGCCAGCAGGAGCAAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAGAGCCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATAT
TCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTCTTGGTATACTCTCTATAGTGAAAAAGGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCCATTAATCTGCTTGATTCTACAGCAATAGCAGTAGCTGAAGGAACA



GATAGGATTATTGAAGTATTACAAAGAATTTATAGAGCTATCCTCAATATCCCTACAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>HM623592 
GTGATGGGATTGGGATCGATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAGAGAAGCAAAAACTACTC
TATTCTGTGCATCAGATGCTAAAGCATATGAAAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACC
TACAGACCCCAACCCACTAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATG
GTAGATCAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAATTGTTCTAATGCTACAATTTATAATGTTACTGCTAATGCTAGCAATGTTACTGTTAA
CAAGACAGATATAATGAAAAATTGCTCTTTCAATGCAACCACAGTAGTAGCAGATAAGAAGCGCAAAGAGTAT
GCACTTTTTTATAGACTTGATGTAGTACCACTTAATGAGAAGAGCAACTCTAGTCAGGAGTATGAGGAGTATA
GATTAATAAATTGTAATACCTCAACCATAACACAAGCATGTCCAAAGGTCACTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAG
AATGTCAGTACTGTACAATGTACACATGGGATTAAACCAGTGGTATCAACTCAACTGCTGCTAAATGGTAGCA
CAGCAGAAGAGGGTATAATAATTAGATCTGAAAACCTGACAAACAATGCTAAAATAATAATAGTACAACTTCA
GAAGCCCATAGAAATTGAGTGCACAAGGCCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGGGACGTAATAGGAGACATAAGGAAAGCATTCTGTAGAATTAATGGAAGTGCCCGGA
ATGAGACCTTACAAGAGGTAGGTGCAAAATTATACAAACTTTACAATAGAACAATAAATTTTAACTCATCTTC
AGGAGGGGACCTAGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCTTGGAACATCAGTTGGGGTCATAATAAAAGTCTAAGTGAAATCTGGGACAACATGACCTG
GATGCAGTGGGATAGGGAAGTTAGTAATTACACAGCTACAATATACCAGTTGCTTGAAGAATCGCAAATCCAG
CAGGAACAAGATGAAAAAGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAATATATCAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTATCTTTAGTAAATAGAGTCAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTCTGTTTGATACCATA
GCAATAACAGTAGCTGAAGGAACAGATAGGATTCTAGAATTAATACAAGGAATTTTTAGAGCTATCCGCAACC
TACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>HM623593 
GTATGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAATACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGATTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGCATATGGGAAGAAGGTCTAAAACCATGTGTAAAGTTGACCCCGCTCTGTG
TCACCTTAAATTGTACAGATGTTATCTTAAACTGTACAGATGTTAATAATGTTAATAATACCTGCATGATTAA
AACCAATGCTACTGCTACTAACAATAGTAGCCCGTATGAAGAAATGAAAAACTGCACTTTCAACACAACCACA
GAAATAAGAGATAAAAACCAAAAAGCGTACGCACTTTTTTATAGACCTGATCTAGTACCACTCAGTGGTGGGG
ACTATATATTAATAAATTGTAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCGATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAAAGATAAGACATTCAATGGAACAGGACCA
TGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATG
GTAGTCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAATAATAATAGTACA
CCTTAATAAATCTATAGAAATTACGTGTGTAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCA
GGACAAATGTTCTATGCAACAGGAGATATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAAGTC
AGTGGTATAATACTTTATACAACATAAGTAAAAAATTAGAAGAACACTTCCCTAATAAAACAATAAGATTTAA
CTCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGTAATAAAACTAAGGAAGAGATTTGGGACAACAT
GACCTGGATGCAGTGGGATAGAGAAATCAATAATTATACAAACCTAATATACTATTTGCTTGAAGAATCGCAA
AACCAGCAGGAGAAAAATGAACAGGATTTACTAGCACTGGGAAAATGGGACAGTTTGTGGAATTGGTTTAGCA
TAACAAATTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTT
TACTGTGTTTTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATCTGCTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGCTTGCACAAAGAATTGGTAGAGCTATCC
TCAATATACCTAGAAGAATAAGACAGGGCTTGGAAATAGCTTTGCTATAA 
>HM623595 
GTGATGGGAAACTATTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGATGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATGTTTTTGGACAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAATGTACGGTTGTTAATAAAACTAATAATAATAATACTAAAATCAATAATGTTAATGAGACCAT
ACAAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAATTAAAAGATAAGAAGCGCAAAGAATCTGCACTT
TTTTATAGACTTGATATAGTACCACTTAATGGCAGCTCTGATAAGTATAGATTAATAAATTGTAACACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGC
GATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGCAATAATGTCAGTACAGTACAATGTACA



CATGGAATTAAACCAGTGGTATCAACTCAACTACTATTAAATGGTAGCATAGCAGAAGGGGAGATAATAATTA
GATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTACAACTTAATGAAACCATAGACATTATGTGCAT
AAGAACAGGCAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAGCAAACGACATA
ATAGGAGACATAAGAAAAGCATATTGTAACATTACTGAAAGTAAATGGAACAGAACCTTACAAAGGGTAGGTA
AAAAATTAGCAGAATACTTCTCTAATAAAACAATAATCTTTAACTCATCCTCAGGAGGAGACCTAGAGATTAC
AACACATAGCTTTACTTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAGAGATACCTA
CAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAAACTTATAAGTACATTTGGGAAAATATGACCTGGATGCAGTGGGATAAAGAAATTAG
TAATTACACAGGCATAATATATGAATTGCTTGAAGAATCGCACATCCAGCAGGAGAAAAATGAAAAAGATTTA
TTAGCATTGGACAGCTGGCAAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTATGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTATCCATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTGTAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCTCAACTTACCTAGAAGAATAAGACAGGGTT
TTGAAGCAGCTTTGCTATAA 
>HM623596 
GTGGTGGGATTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGATCAA
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTTCTGATGTTCAGATTAATAGTACCAGTTCTGATGTTCAGATTAATAATAATAGTACCAGTCC
AATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAAAGATAAGAAGCACAAAGTGTATGCACTGTTTTAT
AGGCTTGATATAGTACCACTCAATGATCACAACTCTAGTTATAGATTAATAAATTGTAATACCTCAGCCGTAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCGATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTTAATGGAACAGGGCCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGTATAGCAGAAGAAGAGATAATAATTAGATCTG
AAAATATAACAGACAATACTAAAACAATAATAGTACATCTCAATAAAACTGTAGAAATTGAGTGCACAAGACC
CGGTAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAAGGATAATAGGA
AATATAAGAGAAGCACATTGTAACATTAGTAGAGAGGCATGGGAACAAACTTTACAAAATGTAAGTAAAAAAT
TACAAGAATACTTTAATAGAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGACCATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGA
GTAATAAAACTAAAGAGCAGATCTGGGATAATATGACCTGGATGGATTGGGACAGAGAAATTAGTAATTACAC
AGACACAATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAGGATTTACTAGCATTG
GACAGCTGGAACAATCTATGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGTTTGATAGGTTTAAGGATAATTCTTGCTGTGCTTTCTGTAATAAATAGGGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACTACAGCCATAGTAGTAGCTGAAGGAACAGATAGGATT
ATAGATTTCATACAAAGAATTTGTAGAGCTATCTGTAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>HM623597 
GTGGTGGGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAG
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACCTTAAATTGTAGTAATGCTATTGTTAATGTTACTTGTTATGATAATGCCACTTGTAATAATAATAGCAT
GAGGGAAGAAATAAAAAATTGCACTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCATATGCA
CTTTTTTATAGATCTGATATAATACCAATTAATGAGAACAACTCTAGTAACTCTAGTAAAGATTATATATTAA
TAAATTGTAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTC
AGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGGGAGATAATGATTAGATCTGAAAATCTGACAGACAACACCAAAACAATAATAGTCCACCTTAATCAATC
TGTAAGCATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGGCAAACATTC
TATGCAACAAATAACATAATAGGAAACATAAGAGAAGCACATTGTAACATTAGTGGAAGCTTATGGAACAACA
CTTTAGGCCAGGTAAGGGAAAAATTAAAAGAACATTATCCTAACAAAACAATAGAATTTCAACCAGCCTCAGG
AGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGACAACATGACATGGATGCA
GTGGGATAGAGAAATTAATAACTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAG
AAAAATGAAAAAGATTTATTAGCATTGGACAATTGGAATAACCTATGGAATTGGTTTAGCATAACACAGTGGC
TGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTAGTGTACTCTC
TATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATTCCATAGCAATA



GCAGTAGCTGAAGGAACAGATAGGATTATTGAAGCATTACAAAGAATTTGTAGAAGAATAAGACAGGGCCTTG
AAGCAGCTTTGCAATAA 
>HM623599 
GTGGCAGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAAGAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAACATTTCAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCTGGTAATAATACCAGTATTGGTAATAATACCATGGATGAAGAAGGGAACAT
GAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGCAAACGTATGCACTTTTTTATAAA
GCTGATATAGTACCACTTTCTAGTGAGGGGAATGCTTCTAAGGGGTATATATTAATAAGTTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAGGGGGACATAGTCATTA
GATCTGAAAATCTGACAGACAATACTAAAATAATAATAGTACACCTTAATGAATCTATATCAATTGAATGTAT
AAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGAAATA
ATAGGAAACATAAGACAAGCACATTGTAACATTAGTGGAAGTAATTGGACTAAAGCTTTACGATTGGTAAGTA
AGAAATTAAGAGAACACTTTAATAAAAATATAACATTTAATTCATCCTCAGGAGGGGATCTAGAAGTTACAAC
ACATATGTTTAACTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTACCTTGGAACTCCA
GTTGGAGTAATAAATCTGAAAACGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAA
CTACACAGACACAATATACAGGTTGCTTGAGGAATCGCAAAACCAGCAGGAAAAAAATGAAAGAGATTTATTA
GCATTGGACAGCTGGCAAAATTTGTGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTAAGAAGAGTTAGGCA
GGGATACTCACCTTTGTCATTCGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAC
AGGATTATAGAATTAGGACAAAGAATCGGTAGAGCAATCATCAACATACCTACAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>HM623600 
GTGGCAGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAACATGTACAAATGTTACCAGAAATGATACCAAAAATGCTACCATTACCATTGAGGAGAACATGAA
GGAAGAAGTAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGAAGAAAGAGTATGCACTT
TTTTATAGAACTGATTTAGAACCAATTAGTGAGGGAAGACATAGTACGAATAGCTCTAGTGAGAACAACTCTA
CTGAGTATATATTAATAAATTGCAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCAGTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGA
CCATGTAACAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCTTAGCAAAAGAGGAGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGT
ACACCTTAATAAATCTGTAAACATTGTATGTACAAGGCCCAATAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAGCATTCTATGCAACAAATGACATAATAGGGGACATAAGACAAGCATATTGTAACATTAATAAAA
CAGCATGGAACCAAACCTTAGAAGGGGTAAAGAAAAAATTACAAAAACTCTTCCCTAACAAAACAATACAGTT
TAACTCATCCTCAGGAGGGGATCTAGAGATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTATAAAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTACCCAGAGATTTGGGAAAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACATAATATACAATTTGCTTGAAGACTCG
CAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTG
ACATATCAAAGTGGCTATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAGAATAAT
TTTTGGAGTACTCTCTATAGTGCAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATTGAAATAATACAAAGAATTTGTAGAGCTA
TCCGCAACACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTACTATAA 
>HM623601 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCCACACACGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATATTTCTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAACGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTGAAGTGTACAAATGTTACCACGAATGCTACAAATGTTGCCACGAATGCTACCTATAATGAAATGAA
AAATTGCTCTTTCAATACAACCACAGAAATAAGGGATAGGAAACGGCAAGCGTATGCACTCTTTTATAGACCT
GATATAGTACCAATTAATGAAAATAGCAATAGCTCTGAGTATATATTAATAAATTGCAATACTTCAACCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGAACAGGACCCTGCAATAATGTCAGTACAGTACAATGCACACATGGA



ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTA
AAAATCTGACAGACAATACCAAAACAATAATAGTACATCTTAATGACTCTATAGAAATTGAGTGTATAAGAAC
CGGCAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAGTATTCTATGCAACAGGAGATGTAATAAGA
AATATAAGAGTAGCACATTGTACTATTAGCGAAGCTAAATGGAATAAAACTTTACAAGGGATAGGTAAAAAAT
TAGCAGAAAAGTTCCCTGAGAAAAATATAACATTTAAACCACCTCCAGGAGGGGACCTAGAAATTATGACACA
TAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGGGTCTTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTCTAACAGATATTTGGGATAACATGACCTGGATGGAGTGGGATAGAGAAATTAGTAATTA
CTCAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTGTTAGCA
TTAAGCAATTGGCAAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGCCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGACAGG
ATTATAGAACTAGTACAATTAATTTGTAGAGCTATCTACCATATACCTACAAGAATAAGACAGGGCATTGAAG
CAGCTTTGCTATAA 
>HM623602 
GTAGTGGAGAACAAAAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACCT
TATTCTGTGCATCAGATGCTAAAGCATATGTGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATAGTTTTGAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCT
GTGTCACTTTACATTGTAGTTATGTTACTAATAATATTACTGCTGATAATTTTACCAGCGATAACCTGAGGGA
AGAAATAAAAAATTGCTCTTTTAATGTAACCACAGAAATAAAAGATAAGAAACGGAAGGCATATGCACTTTTT
TATAGACTTGATATAGTACCCAATAACTCTAGTGACAACTCTAGTGGGTATAGATTAATAAATTGTAATACCT
CAACCATAGCACAAGCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCTACAATGTCAGCACAGTACAATGT
ACACATGGAATCAAACCAGTGATATCAACACAATTATTGTTAAATGGTAGCCTAGCAGAAGGAGAGACAATGA
TTAGGTCTGAAAATTTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTG
TACAAGACCCAACAATAATACAAGAACAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATAATAGGAAACATAAGACAAGCACATTGTAACATTAGCCAAGGCAATTGGAGTAAGACATTAGAAAAGGTAA
GTAGAAAGTTAAAAGAACACTTCTCTAATAAAACAATAGCATTTAAACCACACTCAGGAGGGGACCTAGAAAT
TACAACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGTTATGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGA
ACTCCACTTGGAGTAATAAATCTGAAAAAGAGATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAGT
TAGTAATTACACAAACACAATATACAGGTTGCTTGAAGTATCGCAAAACCAGCAGGAAGATAATGAAAAAGAG
TTATTAAAATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTCTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAGGGA
ACAGATAGAATTATAGAATTAGCACAAAGAATTGGTAGAGCTATCTATAATATACCTACAAGAATAAGACAGG
GCTTTGAAGCAGCTTTACAATAA 
>HM623605 
GGGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATATAACAGAAAACTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGTAGCAATGCTTATGGTACTAGAAATAGTACAGGGGCTACTAGTGGAAATAGAACCTACGA
GGAAAGCATGAAGGAAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAA
GGGTATGCACTTTTTTATAGATCTGATGTAGTACCACTCAATAATGATAATGTTAGTTATATATTAATAAATT
GCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACCTTTGACCCGATTCCTCTACATTATTGTGCTCC
AGCTGGTTATGCGATTCTCAGGTGTAATAATAAGACATTCACTGGGAAAGGACCATGCCTTAATGTTAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCGGAAGAGG
GGATAATAATTAGATCTGAAAATCTGACAGACAATGGCAAGACAATAATAGTACACCTTAATGAATCTATATA
CATTAATTGTACAAGACCTAACAATAATACAAGAAAAGGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAGATAATAGGAGATATAAGGAAAGCATATTGTAGCATTAATAAAACCCAATGGAACACAACTTTAG
AAAAGATAAGAGAGAAATTAAAAGAATACTTCAATAGAACAATACAGTTTGCACCACACTCAGGAGGGGACCT
AGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGTTGTAC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAGGATGACATTTGGAATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAACTACACAGACACAATATATAAATTGCTTGAGGTCTCGCAAAACCAGCAGGAGAAAAATGAA
CAAGATTTGTTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGTTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGTGTACTCTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT



GAAGGAACAGATAGAATTCTAGAATTAATACAAAGAATTTATAGAGGCATCTGTAATATACCTACAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HM623607 
ATGTTGGGGGACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGCGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGAGCAATGTAACAGAGAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGACCAAAGCCTAAAGCCCTGTGTAAAGTTGGCCCCGCTCTGTG
TCACTCTAAATTGTACTAATGTTAGGGCTGCCAATGCTACCAATGTTGGTACTACCATTACCAATGTTACAGA
AATAATGACAAATTGCTCTTTCAATGTAACCACAGAACTGAGAGATAAGACACAGAAAGTACATGCACTTTTT
TATAAACCGGATACAGTACCACTTAATGGGAATGCAAACAATAATGGGAGTGCAAACAACTTGTATAGATTGA
TAAATTGCAATACCTCAGCCATAGCACAAGCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCGCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCTTAATGTC
AGCACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAGGGATAATAATTAGATCCGAAAATATAACAAATAATGTCAAAACAATAATAGTACAATTTAAGGAGTC
TATAAAAATTAATTGTACAAGACCCGGTAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTC
TATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAGTGCCTGGAAAAATG
CTTTAAAACAGGTAAGCAAGAAATTAGCAGAACACTTCCCTAATAAAACAATAACATTTAATTCATCCTCAGG
AGGGGATCTAGAAATTACAATGCACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAATCAGATATTTGGGATAACATGACCTGGATGCA
GTGGGATAGAGAAATTAGTAATTACACAGATTCAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA
GATAATGAAAAAAAGTTATTAGAATTGGGCGAGTGGGATAATCTGTGGAATTGGTTTAACATATCAAACTGGC
TGTGGTACATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGATCTC
TCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTAATTGATACCATAGCCATA
GCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGGTATTCGCAACATACCAA
CAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HM623608 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTTTTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGCAAATGTAACAGAAAATTTTAACATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTAATATCAGAAAAACTAATACTACCTGTAATAATAGCAGTAATGGTAATGCTACCCA
CAATAGTTGCATGTCTGAACAAATGACAAATTGCTCTTTCAATACAACCACAGAAATAGGAGATAAGAAGCAA
CAAGCGTATGCGCTTTTTTATAAACCTGATGTAGTGCCACTTAAAGAGAATAGCTCTGAGTATATATTAATAA
ATTGCAATTCCTCAACCATAACACAGGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAGCATTCAATGGGACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTAGCCTATCAGAAG
AGGGGATAATAATTAGATCTGAAAATCTGACAGACAACGTCAAAACAATAATAGTCCACCTTAATAGAAATAC
ATCTGTAACAATTAATTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCA
TTCTATGCAACAGGTGCCATAACAGGAGACATAAGACAAGCACATTGTAACATTAGTAGGGAGCTATGGAACA
ACACTTTAGAAGAGGTAAAGGAAAAATTAAAAGAACACTTCCCTAATAGAACAATAGTATTTGAACAACCCGC
AGGAGGGGATGTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
TTGGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAACGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTACGCAGACATTTGGAAGAACATGACCTGGAT
GCAGTGGGAGAGAGAAATTAGTAATTACACAGACATAATATACACTTTGCTTGAAGACTCGCAAATCCAGCAG
GAGAAAAATGAAAAAGATTTATTAGCATTGGACAAATGGAACTCCCTGTGGAATTGGTTTAACATATCAAATT
GGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATCTTTGGAGTACT
CTCCATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTACTTCGCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAATAGTACAAGGAACTTGTAGAGCTATCCGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HM623609 
GTGGTAGGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATGAGAGAGAAATGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAAGATCACTTCAAACAATAGTAATGCCATTTTAAACAATACTGATGAAATGAGAAA
TTGCTCTTTCAATATAACCACAGAAATAAGAGATAAAAGAAAGAATGAGTATGCACTTTTTTATAAACTTGAT
ATAGTACCACTTAATGAAAATAATGATAATTCCACTAATTATAGATTAATAAATTGTAATACCTCAGCCGTGA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCT
AAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA



ATTAAGCCAGTGATATCAACTCAACTACTGCTAAATGGTAGTTTAGCAGAAAAGGAAATAATAATTAGATCTG
AAAATATAACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAGACC
CGGCAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCCACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGAAAAGAAATGGAACAACACTTTACAACAGGTAGCAGCAAAGT
TAAAAGAATACTTCCCTAGCAGAACAATGGAATTTGAAGGCGCCTCAGGAGGGGATCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGTACCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTTACGAACAAATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTA
CACAAACACAATATACAGGTTACTTGAAGACTCACAAATCCAACAAGAGAAAAATGAAAAAGACTTACTAGCA
TTGGACAGTTGGAAAAATTTGTGGACTTGGTTTAACATATCAAACTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTAATAGGCTTAAGGATAGTTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTACAGGAACAGATAGA
ATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAGTAA 
>HM623610 
GTAGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCATCAGAAATGTATTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCAAATGTAACCTCTGCAAATGCAACATATGCAAATGAAACGAAGGGAGAAAT
AAAAAATTGCACTTTCAATACAACCACAGAAATAAGAAATAAGGAGAGGAAAGAGTATGCACTTTTTTATAGA
TCTGATATAGTACCACTTGGGGAGAATAACTCTAATTATATATTGATAAATTGTAACACCTCAACCATAACAC
AGGCCTGTCCGAAGGTCACTTTTGAACCGATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAA
GTGTAATAATAAAACATTTAATGGGACAGGACCATGCAACAATGTCAGTACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATTTGACAGACAATACTAAAACAATAATAGTACACCTTAATAAATCCATACAAATTCTCTGTACAAGACCCAA
TAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAGCAGGTGATATAATAGGAGAC
ATAAGACAAGCACATTGTAACATTACTAACTGGAACAGCACTTTTGAAAAGGTAAGGGAAAAATTACAAGAAC
AATTTAATAAAACAATAAAATTTCAACCACACTCAGGAGGGGACCTAGAAGTTACCACACATAGTTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTTGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAT
CTGTAGAGGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGCCACAAT
ATACCGGTTGCTTGGAGAATCGCAAATCCAGCAGGAAAACAATGAAAAAGATTTATTAGCATTGGACAAGTGG
CAAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTT
ATCGTTTGCTATTGATCTGTATAATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAATA
GTACAGAGAATTTGTAGAGCTATCCGCCACATACCTACAAGAATAAGACAAGGCTTTGAGGCAGCTTTGCTAT
AA 
>HM623583 
GTGGGGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAATCTGTAAAAATGTAAATGTAACTGCAAATGGAACTAGAACAGATGGAAGTAATGGTACTGTTGA
GGATGAAATGAGGAAAGAAGTAAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAAAGAAAG
GCATATGCACTTTTTTATAGATCTGATATAGTACCACTTAGTGGAAATGAGAACTCTAGTGATTATATATTAA
TAAATTGTAATGCCTCAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTACTAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCGAGCAG
AAGAAGATATAATTATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGACTC
TGTAGAAATTACGTGTGTAAGACCCAACAATAATACAAGACAAAGCATAAGGATGGGACCAGGACAAGCATTC
TATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCATATTGTAACATTACTGAAAGGAAATGGAATACAA
CTCTAGAAGGGGTAAGAAACAAATTAAAAGAATACTTCCCTAACAAAACAATAGAATTTAAACCACCTTCAGG
AGGGGACCTAGAAATTACAACACACAGCTTTAATTGTAAAGGAGAATTTAAACAGCTCCAGGCAAGGGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAAAAGCTATTTGGGAAAACATGACCTGGATGCA
GTGGGATAGAGAAATTAATAATTACACAAACACAATATACAATTTGCTTGAAATCTCGCAAAACCAGCAGGAA
CAAAATGAAAAGGATTTATTAGCCTTAAACAAGTGGCAAGATCTGTGGACTTGGTTTGATATATCAAAATGGC
TGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATA



GCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCATACAAGGAATTTGTAGAGCTATCCGCAACTTACCTA
GAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>HM623586 
GGGGCGGACCAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCACAAGCTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAGAAAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATTACATGGTGGAC
CAAATGCATGAGGATGTAATCAGTATCTGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAACTGTACAAATGCAACTGTTATTAATGGTACTTCGACTGAAATGAAAAATTGCTCTTTCAATAC
AACCACAGAACTAAGAGATAAGAAACAGCAAGCGTATGCACTCTTTTATAGACCTGATATAGTACCACTTAAG
GATAATTCTAGTGAATACATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACCT
TTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAA
TGGGACAGGACCATGCCATAATGTCAGCACAGTCCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAA
CTATTGTTAAATGGTAGCCTAGCAGAAGAGAAGGTAATAATTAGATCAGAAAATCTGACAAACAATGCCAAAA
CAATAATAGCACACCTTAATCAATCTATAGGAATTGTGTGTATAAGACCTGGCAATAATACAAGAAAAAGTAT
AAGGATAGGACCAGGACAAACATTCTTTGCAACAAATATAATAGGAGACATAAGACAAGCATATTGTAACATT
AGTAAAAATGAATGGAATGAAACTTTAGAAAGGGTAAAAGGACAATTAGAAAAGCACTTCCCTAGTAAAAAAA
TAGAATTTAAACCACACTCAGGAGGGGACCTAGAAGTTGTGACACATAGTTTTAATTGTGGAGGAGAATTCAA
ACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGC
TCTTCAAAACTCATCTGCACCACTGCTGTGCCGTGGAACTCTAGTTGGAGTAATAAAACTCAAAAAGAGATCT
GGGATAACATGACCTGGATGCAATGGGATCAAGAAATTAATAATTATACAAACACAATATACTGGTTGCTTGA
AGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGAATTGGACAGTTGGAATAGCTTGTGGAGT
TGGTTTGACATGTCACGGTGGCTGTGGTACATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAA
GAATAGTTTTTGGTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAG
TCTGTTTGATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGTGCTTATACAAAATATTTGT
AGAGGTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KC154026 
GTGATGGGAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGACGCAAAAACTACATTATTCT
GTGCATCAGATGCTAAATCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGCATAAATGCTACCAAGAGTAGTAATAGGACCAGTGAAAGTACTGGTAACTACAGTAATAG
CATGTATGAAGAAATAAAAAATTGTTCTTTCAATACAACTACAGAAATAAGAGATAAGAAACAGAGGGCGTAT
GCACTTTTTTATAGACCTGATATAGTACCACTTAGCCATAACTCTAGTGACTATATCTTAATAAATTGCAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGAACTTCACTGGGATAGGACCATGCAATAATGTTAGCACAGTACAG
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAA
TAATTAGATCTGAAAATCTGACAGATAATGGCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATTAT
GTGTACAAGACCTAACAATAACACAAGAAGAAGTATAAGGATAGGACCAGGACAGACATTCTATGCAAATGCC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAGAAAAATGGTACAGCACTTCAAACCAGGTAA
AGGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAAACTTTACTACACCCTCAGGAGGAGATTTAGAAAT
CACCACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTGAAAGATATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAACAATTACACAAACACAATATACAGTTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAAGAG
TTATTAGCATTGGATAATTGGAAAAACCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGGATAATTTTTTGTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGACTGCTTGATACCTTAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTCTTACAAGGAATTGGTAGAGCTATCCTCCATATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>KC154027 
AGGGGGGAGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAGAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATAATATTACTAATTACAATAATACAGAAATGAGGAATTGCTCCTTCAATGCAAC
TACAGAAATAAGAGATAGGAAGCACCAAGAGTATGCACTTTTTTATAAACTTGATATAGTACCACTTGATAAC
GTTAGTGAGTATAGATTAATAAATTGCAACACCTCAACCGTAACACAAGCCTGTCCAAAGGTCAATTTTGACC
CAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACATTCAATGGGAC
AGGACCATGTAATAATGTCAGTACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAGCTGTTG
TTAAATGGTAGCTTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTGGCAGACAATACTAAAACAATAA



TAGTACAGCTTAATAAATCCATAGAAATTGTGTGCACAAGACCCAACAATAATACAAGGAAGAGTATAAGGAT
AGGACCAGGACAAACATTCTATGCAACAAATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGA
GGAAATTGGACTGAGATGTTACAACAGGTGGGTGAGAAGTTAAGTGAACACTTCCCTAATAAAAGTATAATCT
TTAATTCATCCTCAGGAGGGGACTTAGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCT
CCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTACAGGATCAACAGTTCCTAGGAATTTGGGGCTGCTCTGGA
AAACGCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAGATCCAAAGACTATATTTGGGAGA
ACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACATAATATACAACTTGCTTGAAGAATC
GCATGGCCAGCAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTT
AGCATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAA
TTTTTGCTGTGCTATCTATAGTAAAGAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTCTTAGTCTGCT
TGATACCATAGCAATAACAGTAGCTGAGGGGACAGATAGGATTTTAGAATTCCTACAAGGAATTTGTAGAGCT
ATCCGCAACATACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>MF284922 
GTGACGGGGAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGATAAAGAAGTGCATAATGTCTGGGCCACACATGCTTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGTTTTACATAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTACCTACAAGGGTAATACTACCCACAATAGTAGAACTAGCCCCAATAATAGTACTGC
CTATAATGATACTGGAGAAGTACAAAAGTGCCTTTTCAATACAACCACAGTAATAAGAGGTAAGAAACAGAAA
GAGTATGCACTGTTTTATAGATCTGATCTAGCACCACTTAAAAAGCAGTCTAGTGAAAAGAGCTCTAATGAGT
CTAGTAAAGAGAATTCTAGTGAGTATATATTAATAAATTGTAATACCTCTACCATAGCACAAGCTTGTCCAAA
GGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGTGTAATAATGAT
ACATTCAATGGGACAGGACCATGCCTTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTAT
CAACTCAACTATTGTTAAATGGTAGCCTGACAGAAGGGGAGATACTAATTAAGTCTGAAAATCTGACAGACAA
TGTCAAAACAATAATAGTCCACCTTAATAAATCTGTAGAAATTATGTGTACAAGACCCAACAATAATACAAGA
AAAAGTGTAAGAATAGGACCAGGACAAACAATTTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCAC
ATTGTAACATTACTAGAGATAAATGGAAAGAAACTTTAGAAAGGGTAAGGAGAGAATTAGGAAAAAAGTTCCC
TAATAAAACTATAACATTCCAACCACACTCAGGAGGGGATCTAGAAGTTACAACACATACCTTTAATTGTGGA
GGAGAATTTAAGCAGCTCCGAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGC
TTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCGGTAGAGTGGAACACCACTTGGAGTGCTAAAACTAA
AGATGCCATTTGGGAGAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATAC
AGGTTGCTTGAAGCATCGCAAACCCAGCAGGAGGAAAATGAAAAAGAGTTATTGGCATTGGACAGCTGGAACA
ATCTGTGGAATTGGTTTGGCATAACAAAGTGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTT
AATAGGGTTAAGAATAATTTTTGGTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCCTTGTCG
TTTGCTGTTAGTCTGCTTGATGCCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATCATTGAAGTATTAA
GAAGAATTTGTAGAGCTATCTGCAACATACCTACTAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAG 
>MF284952 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAGGCTAAAGCATATGACAGTGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGCCCCACAAGAACTAGTTTTGGAAAATGTAACAGAGAGTTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGCCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGCAAAACTTAATGGTACCAGTAATAATAATGCTACCTATAATAGTAGTAGTAC
CACCAATACTACCAATGTTGCCACCGATAATAGTACTGTTGAGGATAGCATGAAAGGAGAAATAAAAAATTGC
TCTTTCAATACAACCACAGAAATAAGAGATAAGATAAAGAAAGAGTATGCACTTTTTTATAGACCTGATATAG
AACCAATTAAGGGTAGCTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAGGCCTGTCC
AAAGGTCAACTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAAT
AAGACATTTAATGGGACAGGACCATGTCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAACTACTGTTAAATGGGAGCCTAGCAGAAGAGGAGATAATCATTAGGTCTGAAAATTTGACAGA
CAATGCCAAAATAATAATAGTACATCTTAATGAACCTGTACTCATTGAATGCACAAGACCTAATAATAATACA
AGAAAAAGTGTAAGGATAGGGCCAGGACAAGCATTCTATGCAACAAATGACATAATAGGAGACATAAGACAAG
CACATTGTAACATTAGCACAGATAGATGGAACGAAACTTTAGAAAAGGTAAAAAAGAAACTAGGAGAACACTT
CCCTAATAAAACAATAACATTTAACCAATCCTCAGGAGGAGACCTGGAAATTACAACACATAGTTTTAATTGT
AGAGGTGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAG
GCCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGTAATAAATC
TCTAACAGACATTTGGGATAACATGACCTGGATGCAGTGGGACATAGAAATTAGTAATTACTCAGACACAATA
TACAGGTTGCTTGAAGAATCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGCTGGA
ATAACCTGTGGAATTGGTTTAGCATAACAAAGTGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAATTTTTAGTGTGCTCTCTATAGTAAACAGAGTTAGGCAGGGATACTCACCCTTG
TCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAG



TACAAAGCTTTTGTAGGGCTATTTGGCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTATA
A 
>MF284958 
GTAATGGGGAACTTGTGGGTCACAGTTTACTATGGGGTCCCTGTGTGGACAGAAGCAAAAGCCCCTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCTGACCCACAAGAAGTAAGATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCGCTCTGTG
TCACTTTATATTGTACAAATGCTGCTATTACTAATAATACTGTCAATGGCATTCGAATGACTACTGCTACACC
TACTAATAGCAGTAATAGCAGTAATGTTGCTAATACCCTAAAAGAAGAACTAAAAAACTGCTCTTTCAATACA
ACCACAGAGATAAGAGACAAGAATCAGAAAGCATATGCACTTTTTTATAGATCTGATCTAAAAGCACTTGATA
CTAAGGACTATGTATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCC
AATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGCAATGATAAAGCATTCAATGGGACA
GGGCCATGCCATAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCTGTGGTGTCAACTCAATTCCTGC
TAAATGGTAGCCTATCAGAAGGGGGAATAATAATCAGATCTGAAAATCTGACAGACAATGCCAAAACAATAAT
AGTACACCTTAATGAATCTGTAGAAATTAGGTGTGCACGACCCGGCAATAATACAAGAACAAGTGTAAGGATA
GGACCAGGACAAACATTCTATGCCACAGGTGATATAATAGGAGACATACGAAAGGCACATTGTAACATTAGTG
CAGCAAGGTGGAACATAACTTTAGAAAGGGTAAAGAAGAAATTAATAGAACACTTCCCTAATACAACAATAAA
ATTTGATAATAGCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTCCAGACAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTACAACAGAAATTTGGGA
TAACATGACTTGGATGGAGTGGGATAGAGAAATTAGCAATTATACAGACATAATATACAGGTTGCTTGAAGAC
TCACAAAGCCAGCAGGAGAAAAATGAAAGAGACTTATTAGCATTGGACAGCTGGAACAGTCTGTGGAGTTGGT
TTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATATGCTTGAGAAT
AATTATGGGTGTGCTTTCTATAGTGCGTAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAATCTG
CTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTAATACAAGGAATTGGTAGGG
CTATCTTTAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCTATAA 
>MF284962 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTACAACCATGTGTGAAGTTGACCCCACTCTGTG
TCACTCTAAATTGCACAACTGCCAACCTAACTAACAACAGTACAACTGCTCCAACTGCTAGCTACAGTGAAAG
CATACAGGGAGAAGTAAAAAATTGCTCTTTCGATACAACTACAGAAATAAGAGATAAGAAGCAGAAAGTGTAT
GCACTTTTCTATAGAGCTGATGTAGTACCACTCAATGAGAATAACTCTAGTGGTGGGGATAGCTCTAGTAGAG
AGTATATATTAATAAATTGCAATTCTTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGGAAGGGACCA
TGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTTGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTCCA
CCTTAATGAATCTGTAGCAATTAATTGTACAAGACCCGGCAACAATACAAGAAAAAGTGTAAGGATAGGACCA
GGACAAGTATTCTATGCAACAAATGACATAATAGGAGACATAAGACAAGCCCATTGTAGCATTAATAGAAATC
AATGGAACAAAACTTTAGAACGGGTAAAGAAAGAATTAGCAAAACACTTTAACAAAACAATAACATTTAACTC
ATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAAAGTCTAACAGACATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATCAATAATTACACAGGCATAATATACAGATTGCTTGAGGACTCGCAAAGC
CAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAACCTGTGGAATTGGTTTAGCATAT
CAAATTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGGGGCTTGATAGGTTTGAGAATAATTTTTGC
TGTGATCTCGCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAATATTAATACAAAGACTTTGGAGAGCTATCTGCT
ACATACCTAGGAGAATAAGACAGGGCTTTGAAGCATCTTTGCTATAA 
>MF284977 
GTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGACATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTTACTGTTAATGCTACATCTTCAGCTGATGGTAGAGAAGAAATAAAAAATTG
CTCTTTCAATACAACCACAGAAATAAGAAATAAGAAACAGCAAGCTTATGCACTTTTTTATAGACCTGATATA
GTACCATTTAATGGGAATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGA
TAAGACATTCAATGGGACAGGACCATGCCTTAATGTCAGCACCGTACAGTGTACACATGGAATTAAGCCAGTG



GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGGGAGATAATAATTAGATCTGAAAATTTGACAG
ACAATGCTAAAACAATAATAGTGCACCTTGATCAGTCTATAGATATTGTGTGTACAAGACCAGGCAATAATAC
AAGACAAAGTATAAGAATAGGACCAGGACAAACATTCTATGCATGGGGTGACATAATAGGAGACATAAGACAA
GCACATTGTAACATTAGTGAAGGAAAATGGAACAAAACTTTAGAAAAGGTAAAGAAAAAATTAAAAGAACACT
TCCCTAATAAAACTATAACATTTAACACATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTA
GGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAA
ATGTAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGACAATTACACACAGACAAT
ATACAGGCTACTTGAAGACTCGCAAACCCAGCAGGAACAAAATGAAAAAGACTTATTAGCATTGGACAGTTGG
AACAGTCTGTGGAATTGGTTTGGTATATCAAAGTGGCTATGGTATATAAGAATATTCATAATGATAGTAGGAG
GCTTGATAGGCTTGAGAATAATTTTTGCTGTAATATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTGTTAGTCTGTTGGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTA
ATACAAAGACTTTGTAGAGCTATCCGCAATATCCCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTAT
AA 
>MF285022 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCCTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATTAGTCTATGGGATGAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTACAAATGTTAATGTTACTAACAGTACTAATGGTAAGGATACTGTTACCAGTAAGGAACA
AATGCAAATGCAAAATTGCTCTTTCAATGTAACCCAAGAAATAAGAGACAAGGAAAAGCAAGTGCATGCACTT
TTTTATAGACTTGATATAGTACCACTTAATTCTAGTAGTAAGTCTAATTCTAGTAGTAAATCTAATTCTAGTG
AGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAGGCCTGTCCAAAGGTCTCTTTTGATCCAATCCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGACCA
TGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGTTGTTAAATG
GTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATAACAAACAATGTCAAAACGATAATAGTACA
TTTTAATAAGTCTGTACCAATTGAATGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTTTATGCAACAGGTGACATAATAGGAGACATAAGACAGGCACATTGCAACATTAGTAGAGGAG
AATGGACAACAACTATGGGACGGGTAAAGGAAAAACTAAAAGAGTACTTCCCTGGTAATAAAACAATAAAATT
TGAACCATCCTCAGGAGGGGATCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTACAA
GAAGCATCTGCACCACAAATGTGCCTTGGAACTCCAGTTGGAGTAACAAATCTCTTAGTGATATTTGGAACCA
CACAACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACATAATATATAATCTGCTTGAAGAATCG
CAAAACCAGCAGGAAAGAAATGAAAAAGAATTATTAGAATTGGACAAGTGGAATAGCCTGTGGAATTGGTTTG
ACATAACACAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAAT
CTTTGCTGTGCTTTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGCTTGCTT
GATACCCTAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATTGAAGCAATACAAAACCTTTGTAGAGCTA
TCCGCAACATACCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>MF285058 
GTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGAAGAATGTAACAGAGAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAAAAAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCCATTTTAACTGGTAAAAAGGTAACTGTAACTACCAGTACTACTACTACTAC
CAGTACTACTGCTACTAGGTCTACTACAAACGTTAGCATGGAAGGAGAAATAGAAATGAAAAACTGCTCTTTC
AATACAACCACAGAATTAAGAGATAGGAAACAGAAGGCGTATGCACTTTTTTACAGACAAGATATAGTATCAA
TTAATGGAAATAGCTCTGGGGATGGGAATAGCTCTGGGGAGTATATATTAATAAATTGCAATGCCTCAACCAC
AACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATT
CTAAAGTGTAATAATGAGACATTCAATGGGAAAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATG
GAATTAAGCCTGTGGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAAAAGAGGGGATAATAATTAGGTC
TGAAAATATAACAGACAATACCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAGA
CCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGTATTCTATGCAACAAATGATGTAATAG
GAGACATAAGACAAGCACATTGTAATATTAGTACAACCAAATGGAACGACACATTAGAAAGAGTAAAGAAGAA
ATTAAAAGAACACTTCCCTAATGGAACAATAACCTTTAAACCGCACTCAGGAGGGGACCTAGAAGTTACAACT
CATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGG
ATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCCAG
TTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAGTTAGTAAT
TACACAAACTTAATATACAACTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTAG
CATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGTTGTGGTATATAAAAATATTCAT
TATGATAGTAGGGGGCTTAATAGGCTTGAGAATAATTATGGGTGTGCTTTCTATAGTGAATAGAGTTAGGCAG



GGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATA
GGATTATTGAAGCCATACAAAGAATTGGTGTAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTGGA
ATTAGCTTTGCTATAA 
>JX140667 
GTGGGGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCTTATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTTTTGACAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGTTGACTCCACTCTGTG
TCACTTTAAATTGTACAAATGCTAATATCAAAAATAATACCATCAAGGGGACCTTGAAGGAAGAAATAGAAAT
GAAAAATTGCTCTTTCAATATAACCACAGAAATGAAAGATAGGAAAAAGCAAGTGTATGCACTTTTCTATAAA
CTTGATATCACATCACTTGATGGGAATAAGAGTGGGGAATATAGATTAATAAATTGTAACACCTCAACTGTAA
AACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTT
AAAGTGCAATAATGAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGACATAATAATTAGATCAG
AAAATCTGACAGACAATGCTAAAACAATAATAGTACAGCTTAATAGTAATAGTTCTGTAGAAATTGTGTGCAC
AAGACCCCACAATAACACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAAACATAAGACAAGCACATTGTAACATTAGTGGATGGAATGAAACTTTAGAAAACGTAAGAAAAAAAT
TAAGAGAACACTTTAATATACCAATAAAATTTGCACCAAGCTCAGGAGGGGACCTAGAGATTACAACACATAG
TTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAA
CAACTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCATACAGAAATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAGTTAGTAATTACAC
ACACACAATATACAGACTACTTGAAAAATCGCAAACCCAGCAGGAACAAAATGAAAAGGATTTACTGGCATTG
GACAAGTGGAACAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTATGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTCTATCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAAGAGTAGCTGAAGGAACAGATAGG
ATTATAGAAGCAGTAAGAAGAGTTTGTAGAGCTATCCACAACCTACCTAGAAGAATTAGACAAGGCTTTGAAG
CAGCTTTGCTATAA 
>JX140668 
GTTGTGGAGAACATGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCGACCCACAAGAAATACTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTACCAGTTAATGATACTTGCAATAATGTAAATGTTGATGTTACCTGCAATAA
CATGACTGGAGAAGTAAAAAATTGCTCTTTTAATACAACCACAGAAATAAGAGATAGGAAACAGAAAGCGTCT
GCACTTTTTTATAAACCTGATGTAGTACCAATTAGGACTGGGGAGTATATATTAATAAATTGTAATACCTCAA
CCATAACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAAACATTCAATGGGACAGGACCATGTCGTAATGTCAGCACAGTACAATGTACA
CATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGGGAGATAATAGTTA
GATCTGAAAATCTGGAAGACAATGTCAAAACAATAATAGTCCACCTTAATGCATCTGTAGAAATTAAGTGTAT
AAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAAATAACATAATA
GGAGACATAAGACAAGCATATTGTAATATTAGTACAGAGCAATGGAACGCAACCTTAAGAAAGGTAAGGGAAA
AATTAAGTGAACACTACCCTAATAAAACAATAAAATTTCAAAATTCCTCAGGAGGGGATCCAGAAATCACAAC
ACATAACTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
GTTGGAGTAATAAATCTGAAACAGATATTTGGCAAAACATGACCTGGATGCAGTGGGAGAGAGAAATTAATAA
TTACACAGACACAATATATATGTTGCTTGAAGAATCGCAAACTCAGCAGGAGAAGAATGAAAAAGATTTATTA
GCATTGGACAGTTGGAAAAACCTGTGGAGCTGGTTTAGTATATCAAATTGGCTGTGGTACATAAGAATATTTA
TCATGATAGTAGGAGGCTTAATAGGTTTGAGAATATTTTTTGGTGTACTCTCTATAGTGAGAAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCTTAGCAATAGCAGTAGGTGAGGGTACAGAT
AGGATTATTGAATTAATACAAAGAATTTGTAGAGCTATCCGCAACACACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCTATAA 
>KF114892 
GTGAGGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCGACCCAAAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACACTGTAGTAACCGTACTGTTAACAAGACTAAAGCCACTGTTACTACTAGCCCGACTAGTACTTC
TGCTAGTACTCCTGTTAGAACTACTACTACCCCCAATGATGACATGAAAAATTGCTCTTTCAATATGACCACA
GAACTAAGAGATAAGAAAAAGCAAGAATATGCACTCTTTTATAGACTTGATATAGTACCACTTCAGGAGGAGA
AGAAGGGGAATAATACCAACAATGCCAATTACACAGAGTATAGATTAATAAATTGTAATACCTCATCTGTAAC



ACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTA
CAGTGTAATGAGAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAATGTACACATGGAA
TTAGGCCAGTGGTATCAACTCAATTCCTGTTAAATGGTAGTAGTCTAGCATACAAACAAATAATAATTAGATC
TGCAAATATAACAGACAATGCCAAAAATATAATAGTACATCTTAATGAATCTGTACACATTAATTGTACAAGG
CCTAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAG
GAGATATAAGACAAGCACATTGTAACATAAGCAAAGCTAAATGGGAAAGAACTTTATACCTGGTAAGTGAAAA
ATTAAAAGAATTCTTCCCTAATAAAACAATACAATTTAATCCGCCCTCAGGAGGGGATTTAGAAATTACAATG
CATAGTTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGG
ATCAACGGCTCCTAGGGTTTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACAGTAG
TTGGAGTAATAAATCTCAAGAGGAGATTTGGAAAAACATGACTTGGATGCAATGGGATAGAGAAATTGACAAT
TACACAGACATAATATATCAGTTACTTGAAGAATCGCAAATCCAGCAGGAAAAGAATGAAAAAGACTTGCTAG
CATTGGACAAGTGGGACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCAT
AATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCTTTATCATTTGCTATTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAGGGAACAGACA
GGATCTTAGAATTGATACAAAGAATTGGTAGAGCTTTCCTTAATATACCTAGAAGAATAAGACAGGGCTTTGA
AGCAGCTTTACAATAA 
>KF725883 
GTGGGGGGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTATGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAG
CAGATGCATGAGGATGTAATCAGTCTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCTAATGTTAGCAGTACTAGGCTTAATGATACTATAGGAGGAGAAATAAAAAA
TTGCTCTTTCAATACAACTACAGAAATAAGAGATAAACAAAAGAAAGAGTATGCATTGTTTTATAGACCTGAT
ATAGTGCCACTTGATGGGAAGAATAATAGTGAATATAGATTAATCAATTGTAATACCTCAACCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTG
TAATAATAAAACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAA
CCAGTGGTATCAACTCAGTTACTGTTAAATGGTAGCCTAGCAGAAGGAGACATAATAATTAGATCTGAAAATC
TGACAAATAGTGTCAAAACAATAATAGTACATCTTAATGAAACTATAGGCATTATGTGTACAAGACCCAACAA
TAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAGTGTTTTATGCAACAGACATAATAGGAGATATAAGA
CAAGCATATTGTAACATTAGAGAAGATGAATGGAATAAAACTTTACAAAGGGTAAGGGAAAAATTAGGAAAAC
ACTTCCCTAATAAAACAATAAAATTTGCACCACATTCAGGAGGGGACCTAGAAATTACAACTCATAGCTTTAA
TTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATCGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATA
AGTCTCAAGAAGATATCTGGGAAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAACTACACATACAC
AATATACAATTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTGGCATTGGACAGT
TGGAAAAACCTATGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATCAGTTTGCTTGATACCATAGCAATAGCAACAGCTGAAGGGACAGATAGGATTATAAAA
TTAGTACGAAGAATTTGTAGAGTTATCTGCAACATACCTATAAGAATAAGACAAGGCCTTGAAGCAGCTTTGC
AATAA 
>KF725884 
GTGTTGGGGAATGAGTGGGTCACTGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAAGGAAGAAGTGCATAATATCTGGGCTACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAATCTGTG
TCACTTTAAACTGTACAGAAATTAATAAAACTAATGCCACCTCAAATGAAACTAGCATAAATGGAGAAATGAA
CAATGACATAAAAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGACAAGAAACAGAAAGTGTATTCACTT
TTTTATAGACTTGATATAGTACCACTTAACAAGAGTGATGTCAACTCTAGTGAGTATAGATTAATAAGTTGTA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTTTGCAATTCTTAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAATAA
TAATTAGATCTGAAAATCTGAAAAACAATGCCAAAACAATCATAGTGCACCTTAATGAATCAGTAAGTATTAT
GTGTACAAGGCCCGGCAATAATACAAGAAAAAGTGTAAGAATAGGACCAGGACAAACATTCTATGCAAAAATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAAGTAGCTGGACAGAAACTTTAAGACGGGTAGAAG
AAAAATTAAAAGAACACTTCCATAAAAACATAAGCTTTAACTCATCCTCAGGAGGGGATCTAGAGATTACAAC
ACACAGCTTTAATTGTGCAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGG
GACCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCTTGCCTTGGAACAGTA
GTTGGAGCAATAAAACTCATGATGATATCTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAATTAACAA
TTACACAAACACAATATATAGGTTGCTTGAAGAATCACAAACCCAGCAGGAGAAAAATGAACAAGATTTATTA
GCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACACATTGGCTGTGGTATATAAAAATATTCA



TAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTCATACAAAGAATTTGTAGAGCTATACGCAATATACCTACAAGAATAAGACAGGGCTTTG
AAACAGCTTTGCTATAA 
>KF725885 
GTATTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGGAAGAGGCAAAAACTACTCTATTTT
GTGCATCGGATGCCAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTAATGTTAATAATACCCTTACTGTCAGTAATAATACCCTTCCTGACAATAATAATAC
CCTTACTGTCAATAATACAGAAATAAGAAATTGTTCTTTCAATATAACCACAGAACTAAGAGATAAGAAAAAG
AGTGAATATGCACTTTTCTATAGACTTGATATAGTACCACTTGATGGGGAAAAGGAAAATACTTCCAGTGAGT
ATAGACTAATAAATTGTAACACCTCAGCCGTTACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGCTATGCAATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGC
AATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTA
GTCTAGCAGAAGAAAAGATAATAATTAGATCTAAAAATCTGACAGATAATGCCAACATAATAATAGTGCATCT
TAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACACGAAAAAGTGTGAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGACATAATAGGAAGAATAAGACAAGCACATTGTAACATTAGTGAAGAAAAAT
GGAATCAGACTTTACAACGGGTAGGAGAAGAATTAAGAAAACTCTTCCCTGGGAAGAACATAAGCTTTAATTC
ATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGGGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCTTGGAACAGCAGTTGGAGTAACAAAAATCAAACAGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACCATATACAAGTTGCTTGAAGATGCACAATAC
GAGCAGGAAAGAAATGAAAAAGAGTTACTAGCATTGGACAGTTGGAGCAACTTGTGGAATTGGTTTAACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCATAAGAATAATTTTTGC
TATACTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTAGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCGCA
ACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF725889 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTGAACTGTATAAATGCTAATGGTACTGATAATAGTACTAAAGAAGAGGTAAAAAGGTGCTCTTTCAA
TACAACCACAGAAATAAGAAATAAGCAAAAACAAGAGTATGCACTTTTTTATAGATCTGATATAGTACCACTT
GAGAACTCTARTAACTCTAGTAATTATATATTAGTGAATTGCAATAGCTCAACCATAACACAAGCCTGTCCAA
AGATCTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGATATGCGATTATAAAGTGTAATAATGA
GACATTCAATGGAATAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCTGTGGTG
TCAACTCAACTACTGTTAAATGGTAGCCTAGCAAAAGGGGACATAATAATTAAATCTGAAAATATGACAGACA
ATGTCAAAACAATAATAGTCCACCTTAATGAGTCTGTAGAAATTAATTGTACAAGACCTGGAAATAATACAAG
AAAAAGTATAAGGATAGGACCAGGACAAGCATTTTATGCACATGGTGACGTAATAGGAAACATAAGACTAGCA
CATTGTAACATTAGTGCAGAAAAATGGAACACCACTCTAAAAAGAGTAAAGAAGAAATTAGGAGAACATTTTA
ATGGTAAAAACATAACCTTTCAACCGCACTCAGGAGGGGACCTAGAAGTTACAACACATAGCTTTAACTGTGG
AGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
CTTTGGGGCTGCTCTGAAAAACGCATCTGCACCACTACCGTGCCTTGGAATGCCAGTTGGAGTAATAAAACTC
AATCAGAAATTTGGAATAACATGACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAGGCGTAATATA
CCAGTTGCTTGAAGACTCGCAAATCCAGCAGGACCAAAATGAAAAGGATTTATTAGCATTGGACAAGTGGAAT
GATCTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCT
TGATAGGTTTGAGAATAATCTTAGGTGTGCTCTCTATAGTGCGCAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGCTTATTGAAATAATA
CAAGGAGTTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGATATAA 
>KF725890 
GTGTTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGATTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGACCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAACAATGTAACCCAAGTAAATGTCACCCAAAATAGTAGCATAACGGAAGAAATGAAAAA
TTGCTCTTTCAATGTAACTGCAGAGCTAAAAGATAGAAAACAGAAAGTGTATGCATTTTTTTATAAACTTGAT
ATAGTACCACTTGATAAGAATAAAAACAGCTCTAATGAGTATAGATTAATAAATTGTAATACCTCAGTCATAA
CACAAGCCTGTCCAAAGATCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT



AAAATGTAATAATGAGACATTCAATGGGAAAGGACCATGCAAAAATGTCAGCACGGTACAATGCACACATGGA
ATTAAGCCAGTGGTTTCAACTCAACTACTGTTAAATGGTAGCCTGGCAGAAAAAGAAATAATAATTAGATCTG
AAAATCTGACAGACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAACGATTAACTGTACAAGACC
CGGCAATAATACAAGGAAAAGTGTGAGGATAGGACCGGGACAAGTATTCTATGCAACAAATGACATAATAGGA
GACATAAGACAAGCATATTGTAACCTTAATGGAACAGCTTGGAATAGAACTTTACAAAAGGTAACTAAAAAAT
TAGAGGAACTTTTCCTTGATAAAACAATAAAATTTGAACCAGCTTCAGGAGGGGATCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCCATAGAAAGATACCTAGCGGAT
CAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTTATCTGCACCACCAATGTGCCTTGGAACTCTAGTT
GGAGTAATAAAAATCTAAGTGATATTTGGGATAACATGACTTGGATGCAGTGGGACAGAGAAATTAATAATTA
CACAAACACAATATACAAATTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAGGAAGATTTATTAGCA
TTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTATCGTTTGCTATTAGTCTGCTCGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGACAGG
ATTATAGAAATAGTACAAAGAACTTATAGAGCTATCTGTAACATACCTACAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>KF725891 
GGGGGAGGCTTGTGGGTTACAGTATACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAGGAAGTGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAACTGGTTTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGACCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTAGTAATGTTACTACCACGGTTACTACCAATAACACCATACAAGAAATGAAAAATTGCTCTTT
TAATGCAACCACAGAAGTAAAAGATAAGAAAAGGAAAGAAACTGCACTTTTTTATAACCTTGATATAGTACAA
CTTAATAATTCCAGTGAGTTTAGATTAATAACGTGTAATACCTCAGCCATATCACAAGCCTGTCCAAAGGTCT
CTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATT
CAATGGAAAAGGAACATGCAATAATGTCAGCACTGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACT
CAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATATAACAAACAGTATCA
AAACAATAATAGTACATCTTAATGAGTCTGTACAAATTAACTGCACAAGGCCCAACAATAACACAAGAAAAAG
TGTGCGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGT
AACATTAGTGAAAGTCAATGGACTAAAACTTTATACAGGGTAAGTGAAAAATTAAAAGAACACTACCCTAATA
AAACAACAATGAAATTTGCATCACCTGCAGGAGGGGACTTAGAAATTGTGACCCATAGCTTTAATTGTGGAGG
AGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATG
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAGAACTCAAA
GTGATATCTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAATAATTTCACAGACACAATATACAG
GTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAGAAAGATTTACTAGCATTGGACAGTTGGAACAAT
TTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGA
TAGGTTTAAGGATAATTTTTGCTGTGCTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATT
GGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAATTACTACAA
GGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATTAGACAGGGCTTGGAAACAATTTTACTATAA 
>KF725892 
GGGGTGATGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAGCTACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATGGTTTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAACTTGTACGAATGCCACATTTAATCATACTTCTACCACATTTAATCATACTTCTACCCACAA
TGATACAGTGGGAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAACTAATAGATAAGACAAGCAATCAG
TATGCACTTTTTTATACACTTGATATAGTACCACTTAATGGCAGTAGTAATACTGGGTATAGATTGATAAATT
GTAATACCTCAACCATGACACAGGCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGATCAGGACCATGTAGTAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAGGAAG
AAATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTGCAGCTTAAGAAGCCTGTAAA
AATTGTGTGTGTAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGCTATAATAGGAGACATAAGACAAGCACATTGTAACATTACTAAAGCTAATTGGACTGATACTTTAA
AAAATGTAAGTGAAGCTCTAAAAAAGCACTTCCCTAACAAAAAAATAATCTTTCAACCACACTCAGGAGGGGA
CCTAGAAGTTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATG
TGCGTTGGAACTCTAATTGGAGTCATAGATCTGTAAAAGATATTTGGGACAACATGACCTGGATGCAGTGGGA
TAAAGAAATTAATAATTACACAAACACAATATACCAGTTGCTTGAGGAATCGCAAAACCAGCAGGAAGAGAAT
GAAAAAGATTTACTAGAATTGGACAAGTGGAATGGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGT
ATATAAGAATGTTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTTTAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTATTAATCTGCTTGATACTATAGCAATAGCAGTA



GCTGAGGGAACAGATAGAATTATAGAATTTCTACAAAATATTTGTAGAGCTGTCCGCAATCTACCTAGAAGAA
TAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>KF725895 
GGGGGGAACTTGTGGGTCACTGTCTACTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAGGAAGAGGCGCATAATATTTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAGGATATAATAAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTGTCA
CTCTAAACTGTACAAATACAAATATTACCACTAGTACAAATATTAATATTACTAGTAATGAAGAAATGAAAAT
TGCTCTTTCAATGCAACCACAGAAATAAGAGACAGGAAACAGAAAGCGTATGCACTTTTTAAACTTGATATAG
TACCACTTGATAATTCTAATTCTAGTAATTCTAATTCTAGTAATTCTAATAATTATATATTGATAAATTGTAA
TACATCAACCATAACACAGGCCTGCCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCT
GGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTAAGCACAGTAC
AATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAGAAAGAGAT
AATAATTAGATCTGAAAATTTAACAGACAATACCAAAATAATAATAGTACATCTTACAGAGCCTGTAGAAATT
GTGTGTACAAGACCCAACAATAATACTAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCACATA
ATAACATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTAAAGACAACTGGAACAAAACTTTACGACA
GGTAGTAGAAAAACTAAAAGAACACTTCCCTAATAAAACAATAGTATTTAATCAATCCTCAGGAGGAGATCTA
GAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGACAAGAGTGCTGGCTATAGAAA
GATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTAATGTGCC
TTGGAACTCTAGTTGGAGTAATAAAACTTACAATGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGG
GAAATTAATAATTACACATACACAATATACAGTTTACTTGAAGCCTCGCAGATCCAGCAGGAACAAAATGAAA
AGGACTTGCTAGCATTGGACAGCTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATAT
AAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCCATAGTAAAT
AGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTG
AGGGGACAGATAGGATTATAGAAATAATAATAAGGCTTGGTAGAGGTATCTACAACATACCTAGAAGAATAAG
ACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF725896 
GTGATGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTATGGGCAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAGAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAGGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAGATGTAAAGATGCAGATGTCAATAGTACAAATGCAACTGTCCATAGTACCATATCTACAGAAAT
AAATGCAACTGTCATGAAAAATTGCTCTTTCAATACAACCACAGAACTAAAAGATAAGAAACAGAAAGCATAT
GCACTTTTTTATAGACCTGATATAGTACCAATTAATGGGAATAATGAGTATATATTAATAAATTGCAATGCCT
CAACCATAACACAAGCCTGTCCAAAGGTTTCTTTTGATCCACTTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGACCATGCAGTAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGAGGAGATAATAA
TTAAATCTGAAAATCTGACAAACAATGTCAAGACAATAATAGTCCACCTTAATAAATCTGTAGAAATTGTGTG
TACAAGACCCCAGAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGCC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTCGTGGGAATTGGACCACAATTTTAGAACAGGTAA
AGAAAAAATTAGAAACCCATTATAAGAATAAAACAGTAACATTTGAACAACCAGCCGGAGGGGATCTAGAAAT
CACAACCCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAATAATCTGCACCACTGCTGTGCCTTGGA
ACACCAGTTGGAGTAATAAATCTCAAACAGACATTTGGGACAACATGACCTGGATACAGTGGGATAGAGAAAT
CAGTAATTTCACAGGCATGATATACCAGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAGAATGAAAAAGAT
TTATTAGCATTGGACAATTGGAACAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTGGGTGTGATCTCTATAGTGAAAAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTATGATACCATAGCAGTAGTAGTAGCTGAAGGA
ACAGATAGCATTATTAGAATAATACAAATACTTTGTAGAGCTATACGCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAACAGCTTTGCTATAA 
>KF725908 
GGGGAAGGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAGGAAGTGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGACCAG
ATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAGCTGTAGTAATGTTACTACTACCAATAATACCAGTGAAATCTCTGGTGATAGCATGAAAAATTGCTC
TTTTAATGTAACCACAGAATTAAAAGATAAGAAAAAGAAAGAATATGCACTTTTTTATAGACCTGATATAGTA
CCACTTGATGGTAATGAGAATTCCAGGAATTTCAGTGAGTTTAGATTAATAATGTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATGAGACATTCAATGGAACAGGAACATGCAATAATGTCAGTACTGTACAATGTACACATGGA



ATTAAGCCAGTTGTGTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGGAAAAGAGATAATAATTAGATCTG
AAAATATAACAAATAATGTCAAAACAATAATAGTACATCTTAATGAATCAGTAGGAATTATCTGCATAAGGCC
CGGCAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGA
AATATAAGACAAGCACATTGTAACATTAGTAAAAGTCAATGGAATAACACGATATACAGGGTAAGTGAAAAAT
TAAAAGAATATTTCCCTAATAAAACAATAAAATTTGAACCACCCGCAGGAGGGGACTTAGAAATTGTGACCCA
TAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTACGGGAT
CAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTT
GGAGTAATAGAACTAAAGATGATATCTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAATTA
CACAGAAACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAGAAAGATTTACTAGCA
TTGGACAGTTGGAACAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTTTAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGG
ATCCTAGAATTATTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATTAGACAAGGCTTAGAAA
CAAGTTTACTATAA 
>KF725912 
GTGATAGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACGGGAAATGTTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGAGATGCAAATATTACTAATAATGCAACTGTAAATAATAATGATACTGCAACTGTAAA
TACAACTACTCCTCAGGTTAACAATAGTATGTATAGAGAAATACAAAATTGCTCTTTCAATATAACCACTGAA
ATAAGAGATAAGAAGCGGAATGAGTATGCATTGTTTTATAGATCTGATGTAGTACCACTTAATAAAAATAGAT
CTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGCAATGATAAGAAATTCAATGGGACAGGA
CCATGCCTTAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTGGTAACAACTCAACTCTTGTTAA
ATGGTAGCCTAGCTGAAGAAGGAGTAATAATTAGATCTAAAAATCTGACAGACAATGCTAGAACAATAATAGT
ACAGCTTAATAAGTCTGTAGAAATTGAGTGCACAAGACCCGGCAATAACACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAGCATTTTATGCAACAGGTGCCATAACAGGAGACATAAGAAAAGCACATTGCGAGGTTAGTGGAG
AAAAATGGCATAAAACTTTACAAGAGGTAAGTGAAAAATTGAAAGAATACTTCCCTAATGGAACAATAACATT
TAAATCATCTTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTC
CAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTAATGTGCCTTGGAACATCAGTTGGAGTAATAAAACTTATAAGGAAATCTGGGATAA
CATGACATGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACACAATATACATGTTGCTTGAAGAATCG
CAGGTCCAGCAGGACAAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTG
ACATATCACATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAAT
CTTTGCTGTGCTATCTATAGTGAACAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTT
GATACCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATACAAGTAATACAAAGAATTTGTAGAGCTA
TCCGCAACCTACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>KF725914 
GTGATGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTATATGGAAGGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCTTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGAAATGTTACTATTAACAAGAATATTACCTCCCACAATATTAATTTTAATAACATAAC
GGAAGAAATGAAAAATTGCTCTTTCAATACAACCACAGAATTAAAAGATAAGAAAAAGAAGGAATATGCACTT
TTTTATAAACTTGATGTGGTATCAATTACAGACAGTGAATATAGATTAATAAATTGTAATACCTCAACCATGA
CACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGCACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGGGATAATAATTAGATCTG
AAAACCTGACAAACAATGCTAAAACAATAATAGTACAGTTTAATGAATCTGTAGAAATCACATGTATAAGACC
CGGCAATAATACAAGAAGAAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGACATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAATAAAACTTTACAAAGGGTAAGTAAAAAAT
TAAAAGAACACTTCCCTAATAAAGAAATAACATTTAACACACACTCAGGAGGGGACCTAGAGATTACAACACA
TAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAATAGTACTT
GGAGTAATAAATCTCTAGAAAGTATTTGGAACAACATGACCTGGATGGAGTGGGATAGAGAAATTAACAATTA
CACAAATATAATATATGGGTTGCTTGAAGCATCGCAAATCCAGCAGGAAAAAAATGAACAAGACTTATTGGCA
TTGGACAGTTGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAATATTCATAA
TGGCAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAGGGAACAGATAGG



ATTATAGGACTCATTTGTGGAGCTATCCGCAACCTACTTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGC
TATAA 
>KF725916 
GTGATGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTACCACTGTTAGGGCTAATGTTACCATTAATGGTACCTATGATGGTACCGGAAATGAAGA
AATGAAAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGATAAGGAAGGTGCAGGCACTTTTTTATC
GACTGGATGTAGTACCACTTGATAGTAACAACTCTAGTAACTCTACTAAGTATAGATTAATAAATTGTAATAC
CTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGT
TATGCGATTCTAAAGTGTAATGATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTAC
AATGTACACATGGAATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAGGGAGAGAT
AAAAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAGGCTATATCAATG
GTGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTTTTTGCAACAG
GAGACATAATAGGAGATATAAGACAAGCATATTGTAACATTACAAGAGATAGATGGGAGGAAACTCTACATAG
GGTAAGTGAAAAATTAAAAGAACACTTCCCTAATAACACAATAATAGAATTTGCACCACATTCAGGAGGGGAC
CTAGAGATTACAACACATAGCTTTAATTGTGGAGGAGAATTCAAACAGCTCCAGGCAAGAGTATTGGCCCTCG
AAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTGCTGT
GCCTTGGAACTCCAGTTGGAGTAATAGAACTGAGAAAGATATTTGGGATAACATGACCTGGATGCAGTGGGAT
AAAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGACAGAAATG
AAAAGGAGTTATTAGCCTTAGACAGTTGGAAAAATCTGTGGAGTTGGTTTAGCATAACAAAGTGGCTATGGTA
TATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTGAGAATAATTTTTGCTGTGCTCTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAG
CTGAAGGAACAGATAGGATTATAGAATACATACAAAGAATTGGAAGAGCTATCCTCAACCTAGAAGAGTAAGA
CAGGGCTTGCTTTGAAACAGCGTTGCAATAA 
>KF725922 
GTAGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTTT
GTGCTTCGGACGCTAAAGGATATGAGAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACAAAAGTTACTGCTAGTGTTACTAATGATAATGTTACTGAAGAAATAAGAAATTGCAC
TTTTAATGCAACCACAGAAATAAGAGATAAGAAACAGAAAGTGTTTGCACTTTTTTATAAACTTGATATAGTA
CCACTTAATGGAAATAGGGACAACAACTCTAGTAACTTTAGTGAGTATAGATTGATAAATTGTAATACTTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATACCTATACATTATTGTGCTCCTGCTGGTTTTGC
AATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACGGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAGCTACTATTAAATGGTAGCCTAGCAGAAGGAGATATAGTAATTA
GATCTGAAAATCTAACCGACAATGTCAAAACAATAATAGTACAACTTAATAAATCTGTAGAAATTGAGTGTAC
AAGACCCAACAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAATATTCTATGCAACAGGAGACATA
ATAGGAAACATAAGAGAGGCACATTGTAACATTAGTGAAAGTAAATGGAACACAACTTTAGAACAGGTAAAGA
AAAAACTAAAAGAAAAATTCCCTAATAAAACAATAAAATTTGAACCACACTCAGGAGGGGATCTGGAAGTTAG
AACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTTACAGTGAGATTTGGGACAACATGACCTGGATGGAATGGGATAAGGAAATTAA
TAACTACACAAACACAATATACAAGTTGCTTGAAATCTCGCAAAATCAGCAGGAAGAAAATGAAAAAGATTTA
CTAGCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCCTAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAAATAGTACAAAGAATTTGTAGGGCTATCCTTAACATACCTAGAAGAATAAGACAAGGCT
TTGAAGCAGC 
>JN681258 
GTGATGGGAAACCTGTGGGTCACAATTTACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAGAGCATATGACAAAGAAGTGCATAATGTATGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAGGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACGTTGAGTTGTACAAATGTCACTACCAATAATACCATTAGTACTAGTACTACCAATGTGACTACCGAGCA
AGACACGCAAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAAAGAAAAGTGACT
GCACTTTTTTATAGACTTGATATAGTATCACTTAATAGTAGTAGGGGTAACTATAGCAACTATAGATTAATAA
ATTGTAATACCTCAACCCTAACACAAGCCTGTCCAAAAGTCACGTTTGAACCAATTCCTATACATTATTGCGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTTAGC



ACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTATTATTAAATGGTAGCCTAGCAGAAG
AAGACATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATACTAGTACATCTTAATGAATCTGT
AGTGATTAACTGTACAAGAACTGGCAATAATACAAGAACAAGTGCGAGAATAGGACCAGGACAAACATTCTTT
GCAACAGGAGGAATAATAGGAGACATAAGAAAAGCACATTGTAACATTAGTGAAAAAAGTTGGAATAAAACCT
TACAAAGGGTAAGTGGAAAATTAAAAGAACACTTCCATAATAGAACAATAATATTTAAATCACCTTCAGGAGG
AGACCCAGAAATAGTGACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTACCTTGGAACTCTAGTTGGAGTAATAAAACTAAGGAAGATATCTGGGATAACATGACCTGGATGCAATG
GGACAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAACCCAGCAGGAACAA
AATGAAAAAGATTTACTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGTTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTCTGAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATCAGTCTAGTTGATACTATAGCAATAACA
GTAGCTGAAGGAACAGATAGGATTATAGAAGTCATACAGAGAATTTGTAGAGCTATCTGCAACGTACCTACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF114888 
GTATGGGGGAATGATAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGCCCATAATGTCTGGGCTACACATGCTTGTGTACCTAC
AGACCCCAACCCACAAGAAATGGTATTGGGAAATGTAACAGAAAATTTTGACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAGGTTGACCCCACTCT
GTGTCACTTTAAACTGTGTTAAATACAATGGTACAGGTACAAATGCTACAGAAATAAGGACAAATGTTACAGC
CGATAATAAGGAAGAAATAAGTAATTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAGAAAAAGGAAGAA
AGTGCACTTTTTTATAAACTTGATATAGTACCACTTAATAACAACTCTAATGAGTATAGATTAATAAATTGTA
ATACCTCAACCATGACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTTTTGTGCTCCAGC
TGGTTATGCGATTCTAAAATGTAATAATAAAACATTCAATGGAACAGGACCATGTCATAATGTCAGCACAGTA
CAGTGTACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTTTAGCAGAAGGGGAGA
TAATAATTAGATCTCAAAATATATCAGACAATACCAAAACGATAATAGTACATCTCAATGAATCTGTAGAGAT
TGTGTGTACAAGACCCAATAATAATACAAGGAAGAGTATGAGAATAGGACCAGGACAAACATTCTATGCAACA
GGAGCTATAATAGGAAAGATAAGACAAGCACATTGTAACATTAGTGAAGACAAATGGAATGGAACTGTACAAA
AGGTAATGAAAAAATTAAAAGAATACTTCAATAAAACAATACAATTTAAACCATCCTCAGGAGGGGACCCAGA
AATTAAAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCATGGCCATGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTT
GGAACTCTAGTTGGAGTAATAAATCTCTAGAGAAAATTTGGGAAAACATGACCTGGATGCAGTGGGATAAAGA
AGTTAGTAATTACACAGACACAATATACAGGCTTCTCGAAGACTCGCAAAAACAGCAGGAAAGAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATATCAAAATGGTTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTACTATCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATAACGTAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTTTAGAATTCCTACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>KF725927 
GGGGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAACTGGTTCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTAA
CTTTAAATTGTACTAATAATATTACTACTATTAATGCTACTATTACTAATGCCACTCACAATGACGGACTAGG
GGAAGACATAAAGGAAGATATGAGAGAGTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAACAGCTA
GGAAAGGCACTTTTTTATAGTCTTGATATAATAAAAATGGACAACTCTAGTAGCTATAGATTAATAAATTGTA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGAACAGGACCGTGCAAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAAGA
TAATAATTAGATCTGAAAAGCTGACAGACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAGAT
TGAATGTACAAGACCCGGAAATAATACAAGGAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACA
GGAGGAATAATAGGAGATATAAGAAAAGCACATTGTACCATGAGTAAAGATAGATGGGATCACATGTTACAAA
GGGTAAGTAAAGAATTAAGAGAACACTTCCCTAATAAGCACATAGCATTTAACCAATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATGGAA
AGATACCTAGGGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACTCTACTTGGAGTAATAAAACTTACAATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTATACAGGCATAGTATACAGATTGCTTGAGGACTCGCAAAACCAGCAGGAAAACAATGAG
AAAAAATTATTAGAATTGGATAGTTGGAACAATCTGTGGAATTGGTTTAGCATATCAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTCTCTCTAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTATTAGATACCATAGCCATAGCAGTAGCT



GAAGGAACAGATAGGATTATAGACTTCATACAAGCAATTTTTAGAGCTATCCGCCGCATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF725928 
GGGAAGGACTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGACCC
CAATCCACAAGAAATAGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCGCTCTGTGTCA
CTTTAAGCTGTGGTAATATCAGTACTATCAATAATGGTACCATCGATCCCAACATGGAAGAAGAAATAAGAAA
TTGCTCTTTTAATGCAACCACAGAAATAAGAGATAAGAAAAGGAATGAATATGCACTTTTTAATATACTTGAT
ATAGTGCCACTTAAAGAAGGGGACAATTCCAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCGTAA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATGATAGGACATTCAATGGAACAGGGCCATGCAAGAATGTCAGCACAGTGCAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGTCTAGCAGAACAAGACATAATAATTAGCTCTG
AAAATCTGACAAACAATGCTAAAACAATAATAGTACATCTTAATGAGTCTGTAGAAATAGAGTGTACAAGGCC
CAATAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAAGCATAATAGGA
AATATAAGACAAGCACATTGTAACATTAGTGCACAGGCATGGAATAAAACCTTAGAAAAAGTAGGTAACAAAT
TAAAAGAATACTTCAATAAAACAACAAGCTTTGCACCACCCTCAGGAGGGGACTTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTGCAGACAAGAGTCTTGGCTCTAGAAAGATACCTACAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAACCTTAGTTGGA
GTAATAGAACTCATGATGAGATTTGGGGAAACATGACCTGGATGCAATGGGAGAGAGAAATTAGTAATTACAC
AGACACAATATACGGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAAAAAATGAAAAAGATTTACTAGCATT
GGACAGTTGGAACAGTCTGTGGAGTTGGTTTAACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATG
ATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGAT
ACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATTTCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGAT
TATAGAAGTAGTACAAGGATTCTGTAGAGCTATCTACAACATACTTAGAAGAATAAGACAGGGTTTTGAAGCA
GCTTTGCAATAA 
>KF725929 
GGGGTGGAGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCACAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTACATGGCGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTACCCCTACCAACAATAGTAGCGGAAGCAATATTAGCAGTGAGTATGAAGAAAAAAT
GCAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATARGAAACAGAAAGCGTATGCACTTTTTTATAGA
TCTGATGTAGTACCACTTAATAATGCTGGAAAGAATAGTACTGAGTATATATTAATAAATTGCAATGCCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAGGTGTAATAATAAGACATTCAATGGGACAGAACCATGCAATAATGTCAGTACAGTACAATGTACG
CATGGGATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTA
AATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTCCACCTTAATGAATCTGTAGAAATTGTGTGTAC
AAGAACCGGTAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAGCATTTTATGCAACTGACGCAATA
ATAGGAGACATAAGACAAGCATATTGTAACATTAATGGTAGCAATTGGAACAAAACTTTAGAACGGGTAAAGA
AAGAATTAGGAAAACACTACCCTAATAAAACAATAGAGTTTAAACCAGCCTCAGGAGGGGATTTAGAAATTAC
AACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAGAGATACCTA
AAGGATCAACAGTTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTTTTACAGAGATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAA
TAATTACACAGACACAATATACAGGTTGCTTGAGGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTA
TTAACATTGGACAGTTGGAAAAATCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATAT
TTATCATGATAGTAGGAGGCTTAATAGGTTTAAGACTAATTTTAGGTGTAATCTCTATAGTGAATAGAGTCAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACA
GATAGGATTATTGCAGTAATACAAAGAATTTGTAGAGCTATCTATAATATACCTAACAGAATAAGACGAGGCT
TTGAAGCAGCTTTGCTATAA 
>KF725933 
GGGGTGGGGCGATTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAGACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TAACTTTAAATTGTACAGATGGTACTACTAATGCTACTGCTGAGAAAATGAAAAATTGCTCTTTCAATATAGC
CCCAGAATTAAGCGATAAGAAAAAGCAACAACGTGCACTTTTTTATAGCCTTGATGTAGTAAAACTTGACAAC
TATAATAGCTCTGATGAATATAGATTAATAACTTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCA
CCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATT
TAATGGAACAGGACCATGTAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT



CAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATGATTAGGTCTGAAAATCTAACAAACAATGCCA
AAACAATAATAGTACATTTTAATGAATCTGTAGAGATTAAGTGTATAAGACCTGGCAATAACACAAGAAAAAG
TGTAGGAATAGGACCAGGACAAGCATTTTATGCAATAGGAGATATAATAGGAGATATAAGACAAGCACATTGT
AACATTAGTAAAAGTAAATGGAGTGAAACTTTACGCCGGGTAAGTGAAAAATTAAAGGAACACTTCCTTAATA
AGACAATAAAATTTAACTCATCCTCAGGAGGAGACATAGAAATTACAACACACAGCTTTAATTGTAGAGGAGA
ATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTGTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACATTAGTTGGAGTAATAACAAAACTTATG
AAGACATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAGTTAGTAATTACACAGACATAGTATACAG
ATTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAAT
CTATGGAATTGGTTTAATATAACGAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGATCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATT
TGCTATTAGTCTATTAGATATCATAGCCATATCAGTAGCTGAAGGAACAGATAGGATTATAGACTTCCTACGA
GCAATTTGTAGAGCTATCTGCCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF725935 
GTGTTGGGAAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAATGCTACTCTATTCT
GTGCATCAGATGCCAAAGCATATGGGACGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCCAAACCACAAGATATGATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATGTAATCAATTTATGGGATCAATTCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACTTGTAGTAATGTTAACTACACTGCTAATAACAACTCTAATAACAACTCCACTGCTAATAACAC
CACTATTAGCGATAATAACAATGACATGACAAATTGCTCTTTCAACACGACCACAGAATTAAGAGATAGAAAC
AAAAAAGAGTATGCCCTTTTTTATAAACTTGATGTAGTACAACTTGATAATGATAACAGCTCTTATAGACTAA
TAAATTGTAATTCCTCAACTGTAACACAAGCATGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTTTTG
TGCTCCAGCTGGTTATGCGATTCTAAGGTGTAATAATAAGACATTCAATGGAACAGGACCATGCACTAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAAAGGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTGCACCTTAATGAATC
CTTAGGGATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTACGAGAATAGGACCAGGACAAACATTC
TATACAATGGGACAAGTAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAAAGATAACTGGACTAGAA
CTTTGCATAGGGTAAGTAAAATATTAGGAGAACACTTCCCTAATAAAACAATAATCTTTAATTCCTCCTCAGG
AGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAATGAAAGTTGGAGTAATAAGACTAAAGGAGAGATTTGGGATAAAATGACCTGGATGCA
GTGGGACAGAGAAATTAGTAATTACACAGAAACAATATATCAATTGCTTCAAGACTCGCAAAACCAGCAGGAA
CAAAATGAAAAGGAATTACTAGAATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTAGCATATCAAATTGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTACTACAAGGTATTTGGAGAGCTATCCGCAACATCCCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF725936 
GTGGGGGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGCGTAGAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCAATGCTAACATTACTGGAAATAATAGTAGTAGCCTCAATGATACCATAATTGGAGA
AATAAAGGGAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGTTCTCAGAGATAAGAAAAAGAATGAGCAT
GCACTTTTTTATAAACTTGATATAGTACCACTTGGTGAGGGTAATAGCACCGATAATTTCACCAATTATAGAT
TAATAAACTGTAATACCTCAGCCATAACACAAGCCTGCCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAAATGAGACATTCAATGGAACAGGACCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTAGTTTAG
CAAAAGAAGTAATAGTCAGATCTGAAAATCTGACAGACAATGCCAAGATAATAATAGTACAGCTTAATCAATC
TGTAGAAATTGAGTGTATAAGGCCAGGCAATAATACAAGGAGAAGTGTAAGAATAGGACCAGGACAAACATTC
TTTGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAAGATTAGTGAACAGAAATGGAATAAAA
CTTTACAAGAGGTAGCTAAAAAATTAGAAGAACATTTTCCTAATAGAACAATAGAATTTAAACCATCTTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGGGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAGAACTGAAAAAGATATTTGGGAAAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGATAATTACACAAACACAATATACACATTGCTTGAAGTCTCGCAAAACCAGCAGGAG
AAAAATGAGCAGGATTTATTGGCATTGAACAGTTGGCAAGGTCTGTGGAATTGGTTTAACATATCAAGATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTAYTAATCTACTTGATACCTTAGCAATA



ACAGTAGCTGAAGGAACAGATAGAATTATAGAATTCATACAAAGATTTTGTAGAGCTATCTGCAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCRGCATTGCAATAA 
>KF725938 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTGCCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGATGACCCCACTCTGTG
TCACTTTAAATTGTACGAATGCTAACAGTACTGCTAACAATGGGACGAATGCTGGCAGTACTGTTAACAAGAC
TATCACAGATGACATGAAAAATTGCTCTTTCAATACAACCACAGAAATAAAAGATAAGATAAAGAAAGAGACT
GCACTTTTTTATAAGCTTGATATAGTACCACTCGATGGAAATAATAATAGTACTAAGTATAGATTAATAAATT
GTAATACCTCAACCATAGCACAAGCCTGTCCAAAGATCTCGTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGCAATAATGTTAGCACA
GTACAATGTACACATGGGATTAAACCAGTAGTATCAACACAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AAATAATAGTTAGATCTGAAAATCTGACAGACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGA
AATTACATGTGTAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCA
ACAGGACAAATAATAGGAGACATAAGAGCAGCACATTGTAACATTAGTGAAACAAAGTGGAACGAAACTTTAC
AAAGGGTAAGTGAAAAATTAAAAGAACACTTCCCTAATAAAACAATAGGATTTAAACCATCATCAGGAGGGGA
CCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGTTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACTCCACTTGGAGTAACAAATCTAAAGTAGATATTTGGGATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAACAATTACACAAACACAATATACATGTTGCTTGAAGAATCGCAGAGCCAGCAGGAAAAGAAT
GAACAGGAGTTGTTGGCATTGGACAGTTGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGTTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
GAATAGAGTCAGGCAGGGATACTCACCTCTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACA
GCTGAGGGAACAGATAGGATTATAGAATTAATACAAGGAATTGGTAGAGCTATCTACAATATACCTAGAAGAA
TAAGACAAGGTTTTGAAGCAGCTTTGCAATAG 
>KF725944 
GTAGGGGGAAACTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGGAGAGATGCAAAGACCACCCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATAGTGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTCATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTACCAAGGCTACAGTTAATGATACCAATGCTGACAGTAACAGTACAGTTAATGCTGCCGA
GGAAATAAGAAATTGTACTTTCAATGTAACCACAGAAATAAGGGATAAGCAAAAGAAAGAGCGTGCACTTTTT
TATAGACTTGATATAATACCACTTGAGGGGGAAAATGACAATAGCAGTTTTGGGGAGTATGTATTAATAAATT
GTAATACTTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTTTTGTACTCC
AGCTGGATATGCGATTCTAAAATGTAATAACAAGACATACAATGGGACAGGACCATGCCAGAATGTAAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGAG
ACATAATAATTAGATCTGAAAATCTGACAGATAATGCCAAAACAATAATAGCACATCTTAATGAATCTGTAGA
AATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAGGCATTCTATGCA
AACAATGACATAATAGGAGACATAAGACAAGCATATTGTAATATTAGTAAAGCAAACTGGACTAGGACTTTAT
ACAGAGTAAGTGAAAAGCTAAGAGAACATTTCCCTAATAAAACAATAAGATTTAATTCATCCTCAGGAGGGGA
CCTAGAAATTACAAAACATAGCTTTAATTGTATGGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCTTGGAATGCCAGTTGGAGCAATAAATCTCAAAATGAGATTTGGGATAACATGACCTGGATGCAATGGGA
TAAAGAAGTTAGTAATTATACAGACACAATATACAAGTTGCTTGAAGAATCGCAAACCCAGCAGGAACAAAAT
GAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGTATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATTATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCTTAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAACTAGTACGAGGACTTTGTAGAGCTATCTACAACGCACCTAGAAGAA
TAAGACAGGGCTCTGAAGCAGCTTTGCAATAA 
>KF725948 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAGAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCTTATGAGAAAGAGGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGATCCACAAGAAATGAAGTTAGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTA
TCACCTTAAATTGTACGAAGGCTAATGTTACCTGCAATACTAAAAATGTTACCTGCAATAACAATACTGCCAT
AGATAAAGAAATACAAGGAGAAATACAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGACAAGG
AAAGAGTATGCACTTTTTTATAGACTTGATATAGTTCCCCTTGGGAGCAGTAGTAGTGAAAATCATAATGGAA
GTTATAGTGATTATAGATTAATAAATTGTAATAGCTCAACTGTAACACAAGCCTGTCCAAAGGTCAATTTTGA
TCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGG



ACAGGACCATGCAATGATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTAC
TATTAAATGGTAGCCTAGCAGAAGAGGGGATAATAATTAGATCTAAAAATCTGACAGACAATGCTAAAATAAT
AATAGTACAGCTTAATAAAGCTGTAAAAATTGTGTGTGCAAGACCCAACAATAATACAAGAAGAAGTGTAAGG
ATAGGACCAGGACAAGTATTCTATGCAACAGGTGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTA
GTGAAGAGAAATGGAATCAAACTTTACAAAGGGTAAGTGAAAAATTAAAAGAACATTTCCCTAATAAAACAAT
AAAATTTAAACCATCCTCAGGAGGAGACTTAGAAATTACAACACATAGCTTTATTTGTAGAGGAGAATTTAAG
CAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTCAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCTCCACTGCTGTGCCTTGGAACTCCAGTTGGAGCAATAAATCTCAAACAGATATTTG
GGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACCGGTTACTTGGA
GAATCGCAGAACCTGCAAGAAAAAAATGAAAAAGATTTACTAGAATTGGACAGTTGGCAAACTCTGTGGAGTT
GGTTTAGCATTTCACACTGGCTGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGT
CTGTTAGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAAGTTGCATATTAGGAATTGGTA
GAGCTATCCTCAACCTACCTAGAAGAATAAGACAGGGTCTTGAAGCAGCTTTGCTATAA 
>KF725954 
GTAGTGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATAGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCCTGTGTAAAATTGACTCCACTCTGTG
TCACTCTAAACTGTTCTAATGTTACATGTTCTAATGTTACTAAATGTCAAAGTAATACTAGTGATGCCATAAA
TACAATACAAAATTGCACTTTCAATATGACAGCAGAACTAAGAGATAAGAAGCGCAAGGAGTATGCAATTTTT
TATCGGGATGATATAGTACCACTTAAGGAAAATAGCAACTCTAGTGAGTATAGATTAATAAATTGTAATACCT
CCACCTTAAGACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGTACAGTACAATGT
ACACATGGGATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCATAGCAGAAGAAGAGATAGTAA
TTAGATCTGCAAATCTGTCAGACAATGCTAAAACAATAATAGTACAATTTAATGAATCCGTAGAAATTGTGTG
CTCAAGACCCAACAATAATACAAGAAAAGGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGGC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAAAATGGAATAAGAATTTACAACGAGTAGGTA
AAAAATTATTTGAATTCTTTAATAAAACAATAATCTTTAACCCATCTTCGGGAGGGGACCCAGAAATTACAAT
GCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCA
GTTGGAGTAATAAATCTAAAGAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAA
TTACACAGCCACAATATACAAGTTGCTTGAAGACTCGCAAATCCAGCAGGAACAGAATGAAAAAGATCTATTG
GCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATATCAAAGTGGTTATGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTGCAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGAT
AGAATTTTAGAATTCCTACTAAGAATTTGTAGAGCTCTCTACAATCTACCTAGAAGAATAAGACAGGGATTTG
AAGCAGCTTTGCTATAA 
>KF725955 
GTGGGGGGRAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAARGAAGCAAAAGCTCCTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGGTAAAGATGATAATAGTACCCAAGAAAATCCAGAAAATAATAAGGATAAATA
TGATAATAGCACGATAATGAAAAAGTGCACTTTCAATRCCACCGCAGAAGTGAAAGATAAGAAACAAAGGTTG
ACTGCATGGTTTTATAGACTTGATGTAGTACCAATTGATGAGAGTAAAAATGAGTATAGATTAATACATTGTA
ATACCTCAACAGTAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTACAGTGTAATAATAAGACATTCAGTGGAAAAGGACCATGCACTAATGTCAGCACAGTA
CAATGCACACATGGGATTAAGCCAGTAGTATCAACTCAACTWCTGTTAAATGGTAGTCTAGCAGAAAAAGAGA
TAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTGCATCTTAACAAATCTGTAGAAAT
TGAGTGCATAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGGCCAGGACAAGCATACTWTACATAT
AACAAAATAATAGGAAACATAAGACAAGCACATTGCACGGTTAATAAAACTATATGGAATGAAACTTTACAAC
AGGTAGGAGAAAAGTTAGGAAAACTCTTCCCTAATAAAACAATAAGATTTAAACTCATCCTCAGGAGGGGATC
TAGAAATAACCACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCTTGGCTATAGA
AAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTG
CCTTGGAACTCCAGTTGGAGTAACAAATCTCTAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATA
AAGAAATTAGTAATTACTCAGACACAATATATAGGTTGCTTGAAGACTCGCAAACCCAGCAGGAACAAAATGA
AAAGGATTTATTAGCATTGGACAGCTGGAAYAATCTGTGGAATTGGTTTAGYATATCAAAGTGGCTGTGGTAT
ATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGA
ATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGC



TGAAGGAACAGATAGGATCATAGAAGCAGTACAGAGAATTTGTAGAGCTATCTGCAACATACCTACAAGAATA
AGACARGGCTTTGAAGCAGCATTGCAATAG 
>KF725957 
GTGTTGGGGAATATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGATGACTCCACTCTGTG
TCACTTTAAATTGTGTCACTTTAAATTGTACAAATACAAATAATAGTACAAATATTACAAAAACAAATACTAA
TATAAATCTTACCTCTGCTAAAGCAGAAATGAAAAATTGCTCTTTTAATACAACCACAGAATTAAGAGACAGG
ATTAAGAGAGAGTATGCCCTTTTTTATAGACTTGATATAGTACGACTTGATGAAAGTGCCAACAGCTCTGAGA
GTGACAACAGCTCTGGGGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGT
CACCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACA
TTCCAGGGAAAAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAA
CTCAACTACTGTTAAATGGCAGCCTAGCGGAAGAAGATATAATAATTAGATCTGAAAATCTGACAAGCAATAC
CAAAACAATAATAGTACACCTTAAGGAGGCTGTAGAAATTAACTGCACAAGACCCGGCAATAATACAAGAAAA
AGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGGGACATAATAGGAGACATAAGACAAGCACATT
GTAATATTAGTGCAGCTAAATGGAACAAAACTTTACAACAGGTAACAGATAAGTTAGAAAAACTCTTTCCTAA
GAAAACAATAATATTTAACTCACCCGCAGGAGGGGACCTAGAAATAACAACACATAGCTTTAATTGTAGAGGA
GAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGCAATAAATCTCTAGA
TGACATTTGGGGGAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAATACAATATACAGG
TTGCTTGAAGAATCACAAACCCAGCAGGAAAAAAATGAACAAGATTTATTAGCATTGGACAAATGGGACAGTC
TGTGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTT
GCTATTAGTCTGCTTGACACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGCACAGA
GAATTTGTAGAGCTATCCGTAACATACCTAGAAGAATAAGACAGGGCTTGGAAGTAGCATTGCAATAG 
>KF725959 
GTAACAGGAACATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGACGCTAAAGCATATGTGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGTTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGCTACCCTTAATGATACAATAGGAATGAAGAATTGCTCTTTCAATGCAACCAC
AGAAATAAGAGATAAGAAAAAAGAAGAATATGCACTTTTTTATAGACTTGATATAACACCACTTGACAGCTCT
AGTAATTCTAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGATCACTT
TTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAA
TGGGACAGGGCCATGCAATAACGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAA
TTGCTGTTAAATGGTAGCCTATCAGAAAAAGGAATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAA
CAATAATAGTACAGCTAAATGAAACTGTAAAAATTACATGTATAAGAACTGGCAATAATACAAGAAAAAGTAT
AAGGATAGGACCAGGACAAGTCTTCTTTGCAGCAACGAGCATAATAGGAGATATAAGAAAAGCACATTGTAAC
GTTAGCAGATCAGAATGGAATAAAACCTTAGAAAGGGTAGGGAAAAAATTAAAAGAGTACTTCCCTAATAGAA
CAATAGTATTTAGACCACATGCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATT
TAAGCAGCTCCAGGCAAGAGTCCTGGCCATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGTAATAAAACTCAAACAGATA
TTTGGGACAACATGACCTGGATGCAATGGGATAGAGAAGTGAGTAATTACACAGACACAATATACAGATTGCT
TGAAGAATCGCAAAACCAACAGGAAAAAAATGAAAGGGATTTATTAGCATTGAATAGTTGGCAAAATCTGTGG
ACTTGGTTTGACATATCAAACTGGTTATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCT
TAAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTAT
TACTCTGTTGGATACCGTAGCAGTAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGACTT
TGTAGAGCTATCCTCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF725968 
GTGGTGGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAACCATGTGTAAAGTTGACCCCCCTTTGTG
TCACCTTAACTTGTACCAATGCAAAAGTTACAATTACAAATGCAAATGTCACAAATGCAACTGCTACCAACAG
CACGGAAGAAATAAAAAATTGCACTTTCAATACAACCACAGAATTAAGAGATAAGAAACAGAGTGCGTATGCA
CTTTTTTATAAACCTGATATAGTACCACTTAATGATGGTGATAATAGTAGTTATATATTAATTAATTGCAACT
CCTCAACCATAACACAGGCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTAATAATGTCAGCACAGTTCAA
TGTACACATGGAATAAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAA



TAATTAGGTCTGAAAATCTAACAGACAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTGA
GTGTATAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGACATAAGGAAAGCACATTGTAACATTAAGAGTAAAGCCTGGAATGGCACTTTAGAAAGGG
TAAAGAAAAAATTAGAAAAACTTTTCCCTAATAATAAAACAGTAGAATTTGCACCATCTTCAGGAGGGGATCT
AGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACATCCACAATATACAAGTTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATTACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTAAA
TAGAGTCAGGCAGGGATACTCACCTCTGTCGTTTGCTACTAGTCTGCTTGATACCACAGCAATAGCAGTAGGT
GAAGGAACAGATAGGATTATTGAAGCAATACAAATAGTGTGTAGAGCTATCCGCAACATACCTACAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF725970 
ATGGAGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATATCTGGGCCACACAGGCCTGTGTACCCACGGA
CCCCAACCCACAAGAACTAGTCTTAAAAGATGTAACAGAAAATTTTAACATATGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATTAGTCTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATATAAAGGTTACTAATATGACTATTAATGAAACCTATTCAAACATGAAAAATTG
CTCTTTCAATACAACTACAGAAATAAGAGATAAGCGACGACAAGCATATGCACTTTTTTATAGACCTGATATA
GTACCACTTAAGAATGAGAGCACAGATTACATATTAATAACTTGCAATTCCTCAACCATAACACAAGCCTGTC
CAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGA
TAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
ATATCAACTCAATTATTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAAATCTGAAGATATGTCAA
ATAATGTCAAAACAATAATAGTCCACCTTAACCAGTCTGTAAAAATTGAGTGTACAAGACCCAACAATAATAC
AAGGAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGGCATAATAGGAGACATAAGACAA
GCACATTGTAACATTAGTAAAAGTAATTGGACCCAAACTTTAGAACAGGTAAGGAAAAAATTAAGTCAATACT
ACCATAATAAAACAATAAAATTTGCACCATCCTCAGGAGGGGATCTAGAAATTACAACACATAGTTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAA
ATCAAACAGATATTTGGAATAACACGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACAGACACAAT
ATACAGATTGCTTGAAGAATCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AACAACCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGGTATACTCTCTATAGTAAAAAGAGTTAGGGAGGGATACTCACCTTT
GTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTATAGTA
GTACAAAGAATTGGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTAT
AA 
>KF725972 
GGGGGGAATATGTGGGTCACAGTGTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCACAGGATCAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
AAATCCACAAGAAATGATTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTTAAGCCATGCGTACGGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACCAATGTAAGCATAAAGGGAAACATAACCATTTTAGACAAAGAGGTAAATATAACGGAACA
AATGAGAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAACAAAAAAGAATATGCGCTTTTCTAT
AAAATTGACCTAGTATCACTTGATGAGAATAGTAGCAATAGTAGCAATAGTAGCCATGATAATTATAGACTAA
TAAATTGTAATACTTCAGTCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTACTAATGTC
AGTACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATC
TGTAGAGATTAATTGTACAAGACCAGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTC
TATGCAACGGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGACAACAATGGAATACAA
CTTTAAAGAGGGTAAAGAATAAATTAGAAGAACACTTCAGTAATAAAACAATAAAATTTGGACCATCCTCAGG
AGGGGATCTAGAAATTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTG
GCTATAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGTTGTGGGGCTGCTCTGGAAAACTTGTCTGCACCA
CTGCTGTGCCTTGGAACACCAGTTGGAGTAATAAAACTTACAATGAAATTTGGGATAACATGACCTGGATGCA
GTGGGATAGAGAAGTTAGTAATTACACACACACAATATACAGGTTACTTGAAGAATCGCAAAGCCAGCAGGAA
AGAAATGAAAAAGATTTACTAGCCTTGGACAGTTGGAACAGTCTATGGACTTGGTTTAATATATCAAATTGGC
TGTGGTATATACGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTATTCTC
TCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTATTAGTCTGCTTGATACCTTAGCAATA



GCAGTAGGTGAAGGAACAGATAGGATTATAGAAGTATTACAAAGAATTTGGATAGCTATCCGCAACGTACCTA
CAAGAATAAGGCAGGGCTTGGAAGCAGCTTTACTATAA 
>KF725975 
GTGATAGGGAACATGTGGGTCACAGTCTACTATGGAGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAGGGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTGTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAGAATGTGCTAATGTTACCAGGAATGCCAGTACTGTTAATAATACCCAAGATTATGAGATGAAAAA
TTGCTCTTTCAATATGACCACAGAAGTAAGAGATAAGAAGCAGCAAGTGTATGCACTCTTTTATAAATTAGAT
ATAGTATCACTTAATGGGAATAACTCTAAAGAGTATAGATTGATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAGTGGGATGGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATCAGATCTGAAAATC
TGACAAACAATGTCAAAACAATAATAGTACATCTGAATGAATCTGTAACAATTATATGTATAAGACCCAACAA
TAATACAAGAAAAAGTATAAGAATAGGGCCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAACATA
AGACAAGCATACTGTAAGGTCAATGGAAGTATGTGGAATAAGACTTTACAGGGGGTAAAAAACAAATTAAAAG
AACACTTCCCTGCTAATACAACGATACGATTTAACCAATCCTCAGGAGGAGACCTAGAAATTACAACACATAC
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAACAA
CAGTACCTAGGGTTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGA
GTAATAAATCTTATGAAGAGATCTGGGAAAATATGACCTGGATGGAGTGGGATAGAGAAATTAGTAACTACAC
AGAAACAATATACAGGTTGCTTGAAGAATCACAAAGCCAGCAGGAACGAAATGAAAAAGACTTATTGGCATTG
AACAGTTGGAACAGTCTGTGGAATTGGTTTGATATATCAAATTGGCTGTGGTATATAAAAATATTTATAATAA
TAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAAGAGTAGCTGAAGGAACAGATAGGATT
ATAGAAGTAGTACTAAGAGTTTATAGAGCTATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCTATAA 
>KF725976 
GTGATGGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCGAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGCTTTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGCTATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAGCTGTAGTGATACCTTGTCCAATAATGGTTTGAACGATACTACCATGCAGGGAGAAATAAAAAA
CTGCTCTTTCAATACAACCACAGAAATAATAGATAAGCAACGGAAAGCATATGCACTTTTTTATAAACCTGAT
ATAGTACCACTTAAGGAGAATACAAGTGAGTATATCTTAATAAATTGCAATACCTCAACCATAACACAAGCCT
GTCCAAAGGTCAATTTTGACCCAATTCCTATATATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAA
TGACAAGACATTTAATGGAACAGGACCGTGCAATAATGTTAGTACAGTGCAGTGTACACATGGAATTAAGCCC
GTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGA
CAAATAATGCCAAAATAATAATAGTACAGCTTAATCAATCTGTAGAAATTGAGTGTATAAGGCCCAATAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGAAATAATAGGAGATATAAGA
CAGGCACATTGTAACATTAATAGAACGGCATGGAATAATACTTTGAAAATGGTACGTGCAAAATTACAAAAAC
ACTACAATGGAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAGTAGTTGGAGTAATAAAT
CTCAAAAAGAAATTTGGGGTAACATGACTTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAGGCCTAAT
ATATAGTTTGCTTGAAGAATCGCAAAGCCAGCAGGAAAAGAATGAAAAAGATTTATTAGCATTGGACAGTTGG
ACAAATTTATGGAATTGGTTTGACATAACAAAATGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGCTTAAGAATAATTTTTGCTGTACTCTCTACAGTGAGAAGAGTTAGGCAGGGATACTCACCTTT
GTCATTTGCTATTAATCTGCTTAATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATTGAAATA
GCACAAAGAATTTGGAGAACTATCTGCAACATACCTACAAGAATAAGACAAGGCTTTGAAGCAGCTTTACTAT
AA 
>KF725983 
GGGGGAGGAAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAACAAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAACATAAATATTACTGATTTTGACAATCAGACCTTGGTGGGAGAAGTAAAAAATTG
CTCTTTCAATGCAACCACAGAAATAAGAGATAAGGAAAAGAAAGAGTATGCACTTTTTTATAGACCTGATATA
ATACCACTTAATAATAATAGTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAGGCCTGTCCAA
AGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTTTGCGATTCTAAAGTGTAATAATAA
GACATTTAATGGGACAGGACCATGCCAGAATGTCAGCACAGTTCAATGTACACATGGAATTAAGCCAGTGGTA



TCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGGGGAGATAATGATCAGATCTGAAAATCTGACACAAA
ATACCAAAACAATAATAGCCCACCTTAATGAATCTGTAGAAATTTCGTGTGAAAGGCCCAACAATAATACAAG
AAAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAAATGAAATAATAGGAGACATAAGACAAGCACAT
TGCAACATTAGTAAAAGTAGATGGAATAACACTTTGGAAAGAGTAAGAGAGAAATTAAGAAACCTCTACCATA
ATGCAACAATAAAATTTAAACCACCCTCAGGAGGAGATTTAGAAATTACAACACATAGTTTTAATTGTAGAGG
AGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTT
TGGGGTTGCTCTGGAAAAGTCATCTGTACCACTAATGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTCGAG
AACAGATTTGGGAGAACTTGACATGGATGCAGTGGGATAGAGAAATTGATAATTACACAGCCACAATATACAG
ATTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAACAAGATTTATTGGCATTGGACAGTTGGAACAGC
CTGTGGAGTTGGTTTAGCATATCACAGTGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAA
TAGGTTTAAGAATAATTTTGAGTGTGCTTTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCTTT
TGCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAGTAGTACAA
AGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCATCTTTGCTATAA 
>KF725987 
GTGGTAGGGAAGTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGCTTTGAACAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAGAGCATAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAACTGTAGTGAGGTTAAGAATAATGGTACTAAGAAAAATGAGACTAATGAAATGCAAAATTGCAC
TTTCAATGCAACCACAGAAATAAAAGATAAGAAACGTAAAGAGCACGCACTTTTTTATAGACTTGATTTAGTA
CCACTTGAACAACGTAAGGAGAAAAACAACAGCAACTCTACAGAGAAAAACAACAGCAACTTTACAGAATATA
TATTGATAAATTGCAATACCTCAGTCATAACACAAGCCTGTCCAAAGATCACTTTTGACCCAATCCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCAAT
AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCC
TAGCAGAAGGAGATATAATAATTAGGTCTCAAAATCTGACAGACAATACCAAAACAATAATAGTACACCTTAA
TGAAACTGTAAATATTACGTGTACAAGACCTGGCAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTACTGAAAAAAAGTGGA
ATGAAACTTTAAACAAGGTAATAAGTAAATTACAAGAACACTTCCCTAATAAAACAATAGTATTTAACTCATC
CTCAGGAGGGGATCTAGAAATTACTACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACGCATCT
GCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTAGATTATATTTGGGGTAACATGACCTG
GATGCAGTGGGATAGAGAAGTTAGTAATTACACAGAAACAATATACAGGTTGCTTGAGATCTCGCAAAACCAG
CAGGAGGAAAATGAAAAAGATTTATTAGCATTGGGGAGTTGGGACAGTCTTTGGAATTGGTTTAGCATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACTGTA
GCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAGCAATTTGTAGAGCTATCCGCAACA
TACCTACAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF725990 
GTGAAGGGCTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGGATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAATGATTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGACCAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTAGTGATGCTAGTAATAATAGTACAAAGCCTGGTATTAGTAATAATACTAGTGCTAATGGAGG
AATGAAAAATTGCTCTTTCAATGCAGCCACAGAAGTAAAAGATAAGAAACATAGAGAGTATGCACTTTTTTAT
AAACTTGATGTAGTACCAATTGATAACTCTAAAGGTAATAGTAGTGAATATAGGTTAATAAATTGCAATACCT
CAGCCATAACGCAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTA
TGCGATTCTCAAGTGTAATAATAAAACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGT
ACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAAAAGAGATAATAA
TTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAGATTACATG
TACAAGACCCAACAACAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACGGGTGCC
ATAATAGGAGACATAAGGGAAGCACATTGTAATATTAGTACAGGGAAATGGAATAAAACTTTACAACGGGTAA
GGAAAAAATTAGGAGAACATTTCCCTAATGCAACAATAAAATTTGCACCACCCTCAGGAGGGGATCTAGAAAT
TACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCCATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTGAAGAAGAAATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAGGAATTATACTAGCACAATATATCAGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAAGAATGAAAAAGAT
TTATTAGCATTGGACAGTTGGAATAGCCTGTGGAGTTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA



ACAGATAGGATTATAGAATTAGCACAAAGAATTGGTAGAGCTATCCTCAACATACCTACAAGAATAAGACAAG
GCTTAGAAGCAGCTTTGCTATAA 
>KF725995 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAAATGCTAGAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAC
CAGATGCATGGGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTATAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTGATGCTAAGGGTACTGGTAACTCTACCTACAGTAATGAAACCCGAGGGGAAATAAA
AAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAAGAAAAAGAAAGTATATGCACTTTTTTATACAACT
GATGTAGTACAAACTAATGCTAGTGGATCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACGCAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTGCAGTG
TAATAATAAGACATTCAATGGGACAGGGCCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAGGGAATAATAATTAGATCTGAAAATC
TGACAAACAGTATCAAAACAATAATAGTGCATCTTAATGAGTCTATAGAAATTGTGTGTACAAGACCCAACAA
TAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAAATAATGACATAATAGGAGACATA
AGACAAGCACATTGTAACATTAGTAAAGGAAATTGGAGTAACATGATAGAAAGAGTAAAAAAGGAATTAAAGA
AACACTTCCCTAATAGAACAATAAAATTTGAACCAGCCTCAGGAGGGGACCTAGAAATCACAACACATAGCTT
TAATTGTAGAGGAGAGTTTAAGCAGCTCCAGACACGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACGCCAGTTGGAGTA
ATAAGTCCAAAGAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAGGAGAAATTGGTAATTACACAGA
CATAATATACAACCTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGAACAGGATTTACTGGCATTAGAC
AAGTGGAACAATTTGTGGAATTGGCTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTATACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCATTTGCTATTAGCCTGCTGGACACTGTAGCAATAGCAACAGCTGAAGGAACAGATAGAATTCTA
GAATTAATACAAAGAATTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCTATAA 
>KF725996 
GTGTGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCAAATGAGATGAAGTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAATTCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACTTGTACTACGGTTAACAGTACTAAAGGTACCAATAGCAGTGCTAATGTTACCACTAATGAAGA
AATAAGAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAAACGGAAAGAGTATGCACTTTTTTAT
AAACTTGATATAGTGCCACTTGATGGGAATAATAACAACTCTACTGAATATAGATTAATAAATTGCAATACCT
CAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCAATTTTAAAGTGTAACAATAAGACATTCAATGGAACAGGACCATGTAGTAATGTCAGTATAGTACAATGT
ACTCATGGAATTAAGCCAGTGATATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAA
TTAGATCTGAAAATCTGACGAACAATGCCAAAACAATAATAGTGCACCTTAATCAGTCTGTAGAAATTATGTG
TACAAGACCCGGTAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAAATAATGAC
ATAATAGGGGACATAAGACAAGCACATTGTAACATTAGTAGAGGGAATTGGACCAAAACTCTAAGACAGGTAG
AAGGAAAATTAAAAGAACACTTCAATAATACAACCATAAAATTTAAACCATCCTCAGGAGGGGATCTGGAAAT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCCATCGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTAGAAAATTCATCTGCACCACTAATGTACCTTGGA
ACTCCAGTTGGAGTAATAAAACTTTAACAGATATTTGGGATAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGAAACAATATACAGGTTGCTTGAGACCTCACAGATACAGCAGGAGAAAAATGAAAAGGAG
TTATTAGAATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATATTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAAGTAATACAGAGAATTTGTAGGGCTATCTGCAATATACCTACAAGAATAAGACAGG
GCTTTGAAGCAGCTTTACAATAA 
>KF725997 
GTGGGGAGCTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGACCC
CAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAAGTGTACAAATGTTAATATTACTGCTACCCTCAATAGTGCTGCCGCCAATAGTACTGTTGCCCCCGA
TGATAGCATGAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGAAAAAGCAGAGGTATGCACTT
TTTTATAAACTTGATGTAGTACCACTTGATAATAGTAATACTAGTGAGTATATATTAATGAATTGCAACACCT
CAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTTCTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCACTAATGTCAGCACAGTACAATGT



ACACATGGAATTAAGCCAGTGGTATCAACTCACCTACTGTTAAATGGTAGTATAGCAGAAGAAGAGACAATAA
TTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTACAGCTTAATAAATCTGTAGAGATTGTTTG
TACAAGGCCCAACAATAATACAAGGACAAGTCATAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGTGAAAAGAACTGGACAGAAACTTTAGATGATGTAA
GGAGAAAATTACAAAAACACTTCCCTGGTAAAAACATAAGCTTTGCACCACCCTCAGGAGGGGACATAGAAAT
TACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATGAGAGTTGGAGTAATAAATCTGAACAAGATATTTGGGGCAACATGACTTGGATGCAGTGGGATAAAGAAAT
TAGCAATTACACAGGTCTAATATACCAGTTACTTGAAGAATCGCAAAGCCAGCAGGAACAAAATGAAAAAGAT
TTATTAGCATTGGACAAGTGGAACAGCCTGTGGAATTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCCATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTAATACCATAGCAATAACAGTAGCTGAAGGA
ACAGATAGAATTATAGAATTAATACAAGGAATTGCTAGAGCTATCTATAACATACCTAGAAGAATAAGACAAG
GATTTGAAACAGCTTTGCTATAA 
>KF725999 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAGGCTAAAGGATATGAGAAAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTTTGGAGAATGTAACAGAAAATTTTAACATATGGAAAAATGATATGGTGGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTCTAAATTGTACAAATGTTAATGTTACTGCTAATACCACCAGTACTGGTAATGATAATGCTAATACCAC
CAGTAATGGTAATGGTACCATTGACTATAGGGAAGAAATAAAAAATTGTTCTTTCAATGTAACCACAGAAATA
AGAGACAAGAAAGAGCGAGTGTATTCACTTTTTTATAGACTTGATATAAARCAACTTGGGAATTCTAGTGAGT
ATACATTAATAAATTGCAATACCTCAGCCATAGCACAAGCCTGTCCAAAGGTTTCTTTTGACCCGATTCCTAT
ACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGC
CATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTA
GCCTAGCAGAAGGAGAGATAATGATTAGATCTGAAAATCTGTCAAACAATGCTAAAACAATAATAGTACAGCT
TAATCGGTCCATAGAGATTGTGTGTACAAGACCCAACAATAATATCAGAAAAAGTATAAGGATAGGACCAGGA
CAGGCATTTTATGCAACAGGTGAAATAATAGGAGACATAAGACAAGCATATTGTAGCATTAATGGCAGTAACT
GGAATAATACTTTAGAATGGGTAAAAGGAAAATTACAAGAACACTTCTCTGGTAACAAAACAATACAATTTAA
ACCATCTTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCGAGCAGATATTTGGGATAACAT
GACCTGGATGCAGTGGGAGAGAGAAATTAGTAATTACACAGACACAATATACAAGTTGCTTGAAGACTCGCAA
AATCAGCAGGAAGAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGCAAAATCTGTGGAATTGGTTTAGCA
TAACAAAATGGCTGTGGTATATCAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTG
TGCTGTGTTATCTATAATAAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGCCTGTTGGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGTAGAGCTATCC
GCAATATACCCACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF726000 
GTGATGGGGAATTCGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAATCATATGAGACAGAAGTACATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAACTGTGTTGATATTAATGGTACCTCTTCCAATAGTACCTCTTCCAATAGTACCTCTTCCAATAG
TACCATAGAAGAAAACATGAAAGAAGAAATAAAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAG
GCACAAAAAGCATATGCACTTTTTTATAGACCTGATATAGTACCACTTGGTGAGAGTAACTCTAGTGAGTATA
TATTAATAAATTGCAATACCTCAACCATAACACAGGCCTGTCCAAAGGTCAATTTTGACCCAATACCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGTGTAATAATAAGACATTTAATGGAACAGGACCATGCAAT
AATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCC
TAGCAGAGGGGGATATAATAATTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTCCATCTTAA
TAAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAA
ACATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAGGCACATTGTAACATTAATAGAACGTCATGGA
ATGAAACTTTGCAAAGGGTAAGTAAAAAATTACAAGATCTCTACAATAGAACAATAGAATTTAAACAACCCTC
AGGAGGGGACCTAGAAATTACAAGACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGACACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTCAAGAAGAAATTTGGAATAACATGACTTGGAT
GCAGTGGGATAGAGAAATTAGCAATTACACAGGCATAATATATCAGTTGCTTGAAGACTCGCAAAACCAGCAG
GAAAAGAATGAAAAAGATTTACTAGCATTGGACAGTTGGGCAAGTTTATGGAATTGGTTTAGCATAACAAAGT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTATACT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCA



ATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAATAATACAAAGAATTTGGAGAGCTATCTGCAACATAC
CTAGAAGAATAAGACAAGGCCTTGAAGTAGCTTTACTATAA 
>KF726001 
GTGGAGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAATGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAAACCACAAGAATTGCCTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAGAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACGTTGTACCAATATTACCCTCACAAATAGCACAGGAAATGATACCTACAATGATGGCATAGGGAA
TGAAGTGAAAAATTGCTCTTTCAACATAACCACAGAATTAAGAGATAAGAAAAAGAAAGTACATGCACTTTTT
TATAAACTTGATGTAGTACCACTTGATGGGAATAATGGCAACTCTAGCAGCTATAGTGAGTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGC
TCCAGCTGGGTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTACTAAATGGTAGCCTAGCAGAAG
AAGGCATAATAATTAAATCTGAAAATTTGACAAACAATGTCAAAACAATAATAGTACACCTTGCTAAGCCTGT
ACAAATTGTGTGTACAAGGCCCAGCAATAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAGTATTCTAT
GCAAATAGTGACATAATAGGAGACATAAGAAAAGCACACTGTAACATTAATGAAAGGGAATGGAATAAGACTT
TACAAGAGATAAGTAAGAAATTACAAATACACTTCCCTAATAAAGCAATAAAATTTGAACCACCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCCACTTGGAGTAATAAAACAAAAGAACAGATTTGGGAGAACATGACCTGGATGCAGTG
GGAAAAAGAGATTAGCAATTACACAGACACAATATACAATTTGCTTGAAAAATCGCAAACCCAGCAGGAAATA
AATGAAAAAGAATTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAATTGGCTGT
GGTATATAAGGATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTGCTCTCAAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGTCTGTTTGATAACATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCTATCTGCAACATACCTACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>KF726011 
GTGGTGGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAGAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATATAACAGAAGATTTTAACATGTGGAGAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTAAAAACTAATGATACTAACGAAACTGTAATGAAAAATTGCACTTTCAATAC
AACCACAGAAATAAAAGATAAGAAACAACAAGCGCATGCACTGTTTTATAGATCTGATGTAGCACCACTTAAT
GGAAATAGATCTGGGAATAACAAGGGTGATTATACATTAATAAATTGCAATTCCTCAAAAATAGCACAAGCCT
GTCCAAAGGTCTCTTTTGACCCAATTCCTATTCATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATGAGTCATTCAGTGGGACAGGACCATGCATTAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAGATCTGAAAATTTTA
CAGACAATACTAAAACAATAATAGTACACCTTAATGAACCTATAGAAATTGTGTGTACAAGACCCAACAATAA
CACAAGAACAAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAAATGGCATAATAGGAGACATAAGA
CAAGCACATTGTAACCTCAATTACACCCTGTGGAACACAACTTTAGGAAAAGTACAGAAAAAATTAGAAAAAC
ACTACCCTGATAAAGCAATAAAATTTGAACAAGCCTCAGGAGGGGATTTAGAAATCATAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATA
GAACTCAAACAGAAATTTGGGAGAACATGACCTGGATACAGTGGGATAAAGAAATCAGTAATTATTCAGACAC
AATATACAAGTTGCTTGAAAAATCGCAAAACCAACAGGAGGAAAATGAAAAAGATTTATTAGCATTGGACAGT
TGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATCATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGATCTCTATAGTAAGAAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTGGCTATTAACCTGCTTGATACCATAGCAGTAATAGTAGCTGAAGGAACAGATAGGATTATAGAA
GTAGTACAAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>KF726014 
GGGTTGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTGATTACCAGGGTAATTTTACTAACAATGGTACTATTAACAATAATACCACAGGGGG
AGAAATGAAAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAGGAAAAAGAAACAACATGCACTTTTT
CATAGCTTTGATATAGTACCACTTAATGGGACAGATAATTCCAGTGGGTATAGATTAATAAGTTGTAATACCT
CAGCCATAACCCAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTA
TGCGATTTTAAAGTGTAAAGACAAGACATTCAATGGAACGGGACCATGCAATAATGTCAGCACAGTACAATGT



ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGGGATAATAA
TTAGATCTGAAAATCTGACAAACAGTGCCAAAACAATAATAATACATTTTAATGAATCTGTACAGATTGAGTG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAT
GTAATAGGAGATATAAGACAAGCACACTGCAACATTAGTAGAGAAAAATGGAATAAGACTTTAGGAAGGGTAA
GTAACAAATTAAAAGAATACTTCAATAAAACAATAAGATTTCAACCATCCTCAGGAGGGGACTTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTTCAGACAAGAATCCTGGCTATAGAAAGATACCTA
CAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAACGTGCCTTGGAATA
CTAGTTGGAGTAATAGAACCCAGAATGACATTTGGCAGAACCTGACCTGGATGCAGTGGGATAGGGAAATTAG
TAATTATTCAGACACAATATATAGGTTACTTGAGATCTCGCAAATCCAGCAGGAACAAAATGAAAAAGATTTA
CTAGCATTGGACAGTTGGAACAATCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACTTTAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATTGCAGTAATACAAAGAATTTGTAGAGCTATCCGCAACACACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>KF726020 
GTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTACAAATGTTACCAAAATTAATGCTACCGTGACTAACGCAAATAATGTTACCTGCAATGA
TAGCATTAGCACAAATAATGTTAACTGCAGCATAGTTGAAGGAGTAAAAAATTGCTCTTTCAATGCAACCACA
GAAATAAGAGATAAGAAAAAGAAGGAGTATGCACTTTTTTATAGACCTGACATAGTACCAATTGAGGGGGGTG
ACTCTGAGTATGTATTGATAAATTGCAATTCCTCAACCCTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTTAATGGGACA
GGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTATCAGAAGAAGGGATAATAATAAGATCTGAAAATCTGACAGACAATATCAAAACAATAAT
AGTCCACCTTAATAAATCTGTAGCAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGTGACATAATAGGAAACATAAGAAAAGCACATTGTACCATTAATG
GAACGCAATGGAACAAAACTCTAGAGCTGATAAAGAAAGAATTAGCAAAACATCACCCTAATACAACAATAGA
ATTTAGAGACCACGCAGGAGGGGATATGGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAAATCTAACAGATATTTGGGA
TAACATGACATGGATGCAGTGGGATAGAGAAATTGATAATTACACAAACACAATATACAGGTTGCTTGAAGCA
TCACAAACCCAGCAGGAAAATAATGAAAAAGATTTACTAGCATTGGACAGTTGGAATAGCTTGTGGAATTGGT
TTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGGTGTACTTTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTG
CTTGATACTATAGCAATAACAGTAGCTGAGGGAACAGATAGGCTTCTAGAAATAATACAAGGAATTGGTAGAG
CTATCCGCCACATACCTACAAGAATAAGACAGGGCGCTGAAGTAGCTTTACTATAA 
>KF726022 
GTGGTAGGGCACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAGGAGGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAGAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACATGTACAAATGTAACAAGTAACAGTACCAGCAATGTTACTGCTGGGGCAGAAATGAAAAATTG
CTCTTTCAATACAACCACAGAAATAAGAGATAGGAAACAGAAAACGTATGCACTTTTTTATAGACCTGATATA
GTGCCACTTGAGGGTAACTCTAGTGAATATATATTAATAAATTGCAATACCTCAACCATAACACAAGCTTGTC
CAAAGGTCTCTTTTGACCCGATTCCTATACATTACTGTGCTCCAGCTGGATATGCGATTCTAAAGTGTAATAA
TGATACATTCAATGGGACAGGACCATGCTATAATATCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAAAAATTAGATCTGAAAATCTGACAG
ATAATACTAAAACAATAATAGTCCACCTTAATGAATCTGTAGCAATTAATTGTACAAGACCCAACAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCGACAGGTGAAATAATAGGAGATATAAGACAA
GCACATTGTAATATTAGTAAACTAGCATGGAACACAACTTTAAAAAGGGTAAAGGAGAAATTAAAAGAACTAT
ACAACAACAGCAAACCAATAATATTTGCACCACACTCAGGAGGGGACCTAGAAGTCACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGACTTTGGGGATGCTCTGAAAGACTCATCTGCACCACTAATGTGCCTTGGAACATCAGTTGGAGTAATA
AAACTTACCAGGAGATTTGGGAGAGTAACATGACCTGGATGGAGTGGGACAAAGAAGTTAGTAATTACACACA
CATAATATACCAGTTGCTTGAAGAATCGCACCTCCAGCAGGAAAAGAATGAAAAGGAATTATTAGAATTGGAC
AAGTGGCAAAGTCTGTGGAATTGGTTTAGCATATCACAGTGGCTATGGTACATAAGAATATTCATAATAATAG
TAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTGTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTGGCTATTAGTTTGCTTGATACCATAGCAGTAGCAGTAGCTGAGGGAACAGATAGGATTATA



GAATTCCTATTAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCCTTGAGTCAGCTT
TGCTATAA 
>KF726025 
GTGGTGGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAGATGGTTTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGAGGCAGAAGTTAGTGAGGGTACCTACAATAGTACCTACAATAGTAATAGTAGTAT
GTATGGAGAAATAAAAAATTGCTCTTTCAATATGACTACAGAGATAAGAGATAGGAAACAGCAAGTGTCTGCA
CTCTTTTACAGATCTGATGTAGTACCACTTAGGGAAAATAGCTCTAGTAGTAGCTCTAGTAATTATGTATTAA
TAAATTGCAACACCTCAGCCATAACGCAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGGTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTC
AGCACAGTACAATGCACGCATGGGATTAAGCCAGTGATGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGGGAGATAATAATTAGATCTCAAAATCTGTCAAACAATGTCAAAACAATAATAGCCCACCTTAATGAATC
TGTAACAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAACATTC
TATGCAACGAACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTACGGCTAATTGGAGTACAACTT
TAAGATGGGTAAAAGGAAAATTAGCAGAACACTACCCTAATAAAACAATACAATTTAGGCCCGCCTCAGGAGG
GGATCTAGAAGTTATAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCTTGGCT
ATAGAAAGATACCTGAAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAATAGACATTTGGGAAAACATGACCTGGATGCAGTG
GGATAAAGAAATTAGTAATTACACAGGCATAATATACAGTTTGCTTGAAGACTCACAGAACCAGCAGGAGAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAACATAACAAATTGGCTGT
GGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTGAAAATAATTTTGGGTGTGCTCTCTAT
AGTGAGAAGAGTCAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATTTGCTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGAATTATTGAACTAATACAAGGAATTTGTAGAGCTATCCGCAACATACCTGCAA
GAATCAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KU749416 
GGGGGGGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTGAAGTTGACCCCACTCTGTG
TCACCTTACACTGTACAAATGCTAATAGGACTGTTCATATATACAATGGCACGGGGGAAGAACTAAAGGAAGA
ACTAAAGAAAGAACTACAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAAAGGAGAGTGAAT
GCACTTTTTTATAAACTTGATATAGTGCCACTTAGTAGCAATTCTACTAATGAGTACAGATTAATAAATTGTA
ATACCTCAACCATAGCACAGGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGATATTCAATGGAACAGGACCATGTCAGAATGTCAGCACAGTA
CAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGCA
TAATAATTAGATCTGAAAATCTAACAAACAATGTCAAAACAATAATAGTACATCTTGCTAAACCTGTAAGAAT
TGTGTGTACAAGACCCAACAATAATACAAGAGAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGATATAAGGCAAGCACACTGCAACATTAGTAAAAAAGATTGGAATGAAACTTTACAAG
ACATAGGAAAGAAATTAGGAGAACACTTCCCTAATAAAACAATAATATTTGAACCACATTCAGGAGGGGACCT
AGAAATTGTGACACATAGCTTTAATTGCAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCGCCACTAATGTAC
CTTGGAACTCCAGTTGGAGCAATAGAAGTCAAACAGATATTTGGGAAAACATGACTTGGATGCAGTGGGATAG
AGAAATTAGCAATTACACATACACAATATACAGGTTGCTTGAGGACTCGCAAAGCCAGCAGGAACAAAATGAA
AAGGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTGAG
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACAATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAGGACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGATTAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>MH933705 
GGAAGGGACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGTCAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGATAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTCTATGGGAACAAGGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAATTGTACACAGACTAACAAAAATGCTACTAGTATCATCACCGGGGAAAAAATAGAGGGAGAAATAAA
AAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAAAAGCAACAGTATGCACTTTTTTATAAAGAT
GATCTAATGTCATTTAATGAAAGTGGGAAAAATAATTATATATTAATAAATTGCAATGCCTCAACCATAACAC
AAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATGATAAGACATTCAATGGAACAGGACCATGCACTAGTGTCAGCTCAGTACAATGTACACATGGAATT



AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAGTAATTAGATCTAAAA
ACTTGACAAGTAATACCAACATAATAATAGTCCACCTTAATGAATCTGTAGCAATTAATTGTACAAGACCCAA
CAATAATACAAGACAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAAT
ATAAGGCAAGCACACTGTAATATTAGTAGAGTCAGATGGAATGAAACTTTAGGACAGGTAGAAAGAAAATTGA
GAGAACACTTCCATAATAAAACCATTATCTTTAAACCATCCTCAGGAGGGGACCTGGAAATTACAACACATAG
TTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAGAGATCAA
CAGCTCCTAGGCCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGA
GTAATAAATCTAAAGAAGATATTTGGGAGAGCTTGACCTGGATGGAGTGGGATAGAGAAATTAATAATTACAC
AGAGACAATATACAGGCTACTTGAAGAATCGCAAAGCCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTG
GACAGTTGGAATAATTTGTGGAATTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTTGCTATTAGTCTGCTTGACACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATT
ATTGAAGCAATACAAAGAATTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCTATAA 
>MH933704 
GGGGTAGGAAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGGAAATATAACAGAGAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTCACCCAGACAGGTACAACTACTCAGGTCTACCAGACAGGTAATATTACCGA
CAAGGAGAACATATTTAATTGCTCTTTCGAAACAACCACAGGAATAAGAGATAAGAAACAGAGTGTGTATGCA
ACTTTTTATAAACAGGATCTAGTATCACGGAGTAATGGGAATTCTAATTATAGTGAATCTATATTAATAAATT
GCAATACCTCAACCATAACACAAGCTTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTTAGTACA
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACCCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
ACATAATAATTAGGTCTGAGAATCTGACAGACAATACCAAAACAATAATAGTACACTTTAATGAATCTGTAAA
CATTACGTGTACAAGAATTGCCAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAATCATTCTATACA
CATGACATAATAGGAGACATAAGAAAGGCACATTGTAACATTAATACAACAAAGTGGAACAACACTTTACAAA
GGGTAAAGGAGAAATTAAGAGAACACTTCTCTGATAAAAATATAACATTTGAACCATCCTCAGGAGGGGACCT
AGAGGTGACAACACATAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTACAGGATCAACGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAACTCCAGTTGGAGTAATAAAACTTACAACGATATTTGGCATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACTCAGACACAATATTTAGGTTGCTTGAAGTATCACAAAACCAGCAGGAGAAAAATGAA
CAAGATTTATTGGCATTGGACAAGTGGAATGATCTATGGAATTGGTTTAACATAACACAATGGCTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTGTTTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGTCTGCTTGATACTATAGCAATAGTAGTAGCT
GAAGGAACAGATAGGATTATAGAAGTGCTACAAAGAATTTGGAGGGCTATCTGCAACACACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>MK643564 
GTGGTGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGACAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAACATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGTAGTGATGCTAACATCACCAGGAGCACCACCAATATTAGCATGACTAGAGAACCAGGAGA
AATAAAAAATTGTACTTTCAATACAACCACAGCATTAAGAAATAAGAAACAGAAAGAGTATGCACTTTTTTAT
AGACCTGATATAGTACCACTTAATGGAGATAATTCTAGTGAGTATATATTAATAAATTGCAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
ATTAAAGTGTAATAGTAAGACATTCAATGGGACAGGACCATGCACCAATGTTAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAGGAGATAATAATTAGAT
CAGAAAACCTGACAAACAATGCCAAAACAATAATAGTACACTTTAATGAATCTGTAGAAATTAATTGTACCAG
ACCTGGCAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAGCACTCTTCACAAATAATATAATAGGA
GACATAAGACAAGCACATTGTAACATTAGTAGAACACAATGGAATATTACTTTAGAAAGAGTAAAAAAGAAAC
TACAAGAACACTTCAATAAAACAATACAATTCAATAACCACTCAGGAGGGGACCTAGAAATTACAACACATAG
TTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCCATAGAGAGATACCTAAAGGATCAA
CAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAACTCATATGCCCCACCGCTGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCTTACAGATATTTGGAACAACATGACATGGATGCAGTGGGATAGAGAAATTAATAATTACAC
AAACACAATATACACCTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAAAGAGATTTATTGGCATTG
GACAGTTGGAATAATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTATCATAA
TAGTAGGAGGCTTAATAGGATTGAGAATAATTTTTGCTGTGCTTTCTATCATAAATAGGGTTAGGCAGGGATA
CTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATT



ATAGAATATATACAAAGAGTTTTTATAGCCATCTGCAACAGACAAGAATAAGACAGGATTTGAAAGCAGCTTT
GCTATAG 
>MK643538 
GGAGTGGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAAAGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTTACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACCAATCCTATTAGTAACAATCATAGTATTAGTGATGATAGTAAGTATAGTAATATTAC
CTTAGAAGAGATGAAAAATTGCTCTTTCAATGCAACCACAGCAATAAGAGATAAGAAAACGAAAGTGTATGCA
CTTTTTTACAAATCTGATATAGTACCACTTAAGGGGAATGAGAATTCTAGTGATTATATATTGATAAATTGCA
ATACCTCAACCATAACACAAGCCTGTCCGAAGGTCTCTTGGGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGTCAGGACCATGCACTAATGTTAGCACAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAA
TAATAATTAAGTCTGAAAATATAACAGACAATGTTAAAACAATAATAGTACATCTTAATGAATCGGTACCAAT
TATGTGTATAAGACCCGGCAATAATACAAGAAAAGGTATAGGGATAGGACCAGGACAAACATTCTATGCATCA
GAAGGCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAACAGCAATGGAACAAAACTTTAGAAA
GGGTGAAGAAGGAATTAGGAAAACACTTCCTTAATAAAACAATAGAGTTTGAACAATCCTCAGGAGGGGATCT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATTCCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTGAAGGAGATATTTGGAATAACTTGACCTGGATGCAGTGGGACAG
AGAAATTAGTAATTACTCAGAAATAATATACATGTTACTTGAAGTCTCGCAAAGCCAGCAGGAGAAAAATGAA
AAGGATTTATTAGAATTGAGCAGTTGGGACAGTCTGTGGAATTGGTTTAGTATATCAAAGTGGCTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTATGGGTGTACTTTCTATAGTGAG
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAGGGGACAGATAGGATTATAGAACTCATACAAAGCTTTTGTAGAGGTATCCGCAACGTACCTAGAAGAATAA
GACAAGGTTTTGAAGCAGCTTTGCAATAA 
>MK643537 
GTGTGGGGAAGCAATTTGTGGGTCACAGTCCATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGGGGAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAATTAAATTTGAAAAATGTAATAGAAAATTTCAACATGTGGAAAAATGATATGGTG
GATCAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACCTTAAACTGTACTTCAGTCAATAATAATGTTACTTCAGCCAACGCTACTTTAAACAATAATACCAT
GAGTGGAGAAATGAGAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGACAAAGAGAGAATATGCA
CTCTTTTATAGACTTGATGTAGTATCACTTGATGAAAACAAGACAAATGAGTATAGATTAATAAATTGTAATA
CCTCAACTGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTTACAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGAAGTCTAGCAGAAGATAAGATAA
TAATTAGATCTGAAAATCTGACAAATAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAA
TTGTACAAGGCCCAGCAATAATACAAGGAAAAGCGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGGAAATTGGACTAGAACCCTAAATAAGG
TAAGTGAAGAATTACAAAAACACTTCCCTAATAAGACAATAATATTTGCACCATCCTCAGGAGGGGACCTGGA
AGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTCTAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATGATAGTTGGAGTAATAGATCTTATGATTATATTTGGAATAACATGACTTGGATGGAGTGGGATAGGGA
AATTAACAATTACACAAACACAATATACAGATTGCTTGAAGAATCGCAAAACCAACAGGAAAGAAATGAAAAA
GATTTACTAGCATTGGACAGTTGGAACAGTTTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGCAAATAG
AGTTAGGCAGGGATACTCACCTTTATCGTTTGCTGTTAGTCTGATTGATACCATAGCAATAATAGTAGCTGAA
GGAACAGATAGGATTATAGAATTAATACAAGGATTGTGTAGAGCTATTCTTAACATACCTACAAGGATAAGAC
AGGGCATTGAAGCATCTCTGCTTTAA 
>MN097551 
GGGGTAGAGAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCTTATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAGGAAATGGTTTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGAATTGTACCCGTAATGTTACCAGTAATGGTAGTAATGATACTACCTACAATGATACCATGGGTGA
GGAAATAAGAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGCAACAGCGAGCATATGCACTTTTT
TATAGACCAGATATAGTGCCAATTGGAAAGGAAAATAGTACTGAATATATATTAATAAATTGCAATTCCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCCGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCGTGCAATAATGTCAGCACAGTACAATGTACA



CATGGAATTAAGCCAGTGGTATCAACTCAATTACTCTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATATAGCAAACAATATCAAAACAATAATAGTCCACCTTAATGAATCTGTGGAAATTGTGTGTAC
AAGACCTAGTAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCAATA
ATAGGAAACATACGAGAAGCACATTGTAACATTAGTAAAAGTAATTGGACCACAACTTTAGAAAAGGTAAAGA
AAAAATTAGAAGAACACTTCCCTGGTAAAAACATAACCTTTCAACCATCCTCAGGAGGGGACCTGGAAATTAC
AACACATAGTTTTAATTGTCGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACA
CCAGTTGGAGTAATAAATCTAAAACAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGG
TAATTACACAGATATAATATACAAGCTACTTGAGCAATCGCAAAGCCAGCAGGAGGAAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTAATATAACAAAGTGGTTGTGGTATATAAAAATAT
TCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATTTCATAGCAATAAGAGTAGCTGAAGGAACA
GATAGTATTATTAGAGTACTACAAGGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCT
TTGAAACAGCTTTGCTATAA 
>MN097661 
GTGGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTACCCCAAAAATTGCTACCTACAATAATAGCATGCAAGACTGTACAAATGC
TACCTACAATAATAGCATGCAACACTGTCAAATGAAAAATTGCTCTTTCAATGTAACCACAGAAGTAAGAGAT
AAAAAGAAACAAGTACATGCACTCTTTTATAAACTTGATGTAGTGCCACTCAACAGCTCTAGTAACTCTAGTG
ACTATAGATTAATAAATTGTAATATGTCAACCATAACACAAGCCTGTCCAAAAGTCACTTTTGATCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACGGGACCA
TGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACGCAACTACTGTTAAATG
GTAGTCTAGCAGAAGAGGGCATAATAATTAGATCTCAAAATCTGTCAGACAATACTAAAACAATAATAGTACA
TCTTAATGAATCTGTAGAAATTACGTGTACAAGACCTGGCAATAATACAAGGGAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGACAAATAATAGGAGACACGAGACAAGCACATTGTAATGTTAGTAAGTGGA
ATGAAACTTTACAAAAGGTAAGGAAAAAATTACAAGAACACTTCCCTAATAAAACTATAACATTCAGACCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGA
GTCCTGGCTCTAGAGAGATACCTACAGGATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCT
GCACCACTACTGTGCCTTGGAACTCTAGTTGGAGCAATAAATCTTACAAAAGTATCTGGGATAACATGACCTG
GATGCAGTGGGATAAAGAAATTAGTAATTACACAGGCACAATATACAGGTTGCTTGAAGACTCGCAAAACCAG
CAAGAAATAAATGAAAGAGATTTACTAGCTTTGGACAAATGGAACAATCTGTGGACTTGGTTTGACATAACAT
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATACCATA
GCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAGATAATACAAAGAGGGTGTAGAATTATCCTCAACA
TACCTACAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAATAA 
>MN097648 
GTGAAGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACCTTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTACCTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAATATGGTGGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATGTCAACAAGAATGGTACTAATACTACCATGAGTGATACTAATGATACCATGAA
TGGTACAGATATCTTGAATGGTACAGATATCAGGAATGAAATGAAAAATTGCTCTTTCAATACAACCACAGAA
ATAAGAGATAAGGAAAAGAAAGAGTATGCACTTTTTTATAAAATTGATATAGTACCACTTGGGAATAGTTCCA
ATAATAATAATAGTGACTATATATTAATAAATTGCAATTCTTCAACCATAACACAAGCCTGTCCAAAGGTCTC
TTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCAATTCTAAAGTGTAACAATAATACATTC
AATGGGACAGGGCCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAATATCAACTC
AACTACTGTTAAATGGTAGCAGAGCAGAAGGAGACATAATAATTAGATCTAAAAATCTGACAGACAATGCAAA
AACAATAATAGTACATCTCAATGAGTCTGTGCCAATTAAGTGTATGAGACCCGGCAATAACACAAGAAAAAGT
GTGAGAATAGGACCAGGACAAGCATTCTATGCAACAGGAGGTGTAATAGGAGATATAAGAAAAGCATATTGCA
ATGTTAATGGAAGTCAGTGGAATGAAACTTTACAAAAGGTAGGTAAAAAATTAAGAGAACTCTTCCCTGATAA
GACAATAATATTTAATTCATCCTCAGGAGGGGATCCAGAAATTACAACATTTAGCTTTAATTGTGGAGGAGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGG
GCTGCTCTGGGAAACTCATCTGCACCACTGCCGTACCTTGGAACTCCAGTTGGAGTAATAATAAATCTATAGG
GGACATTTGGAATAACATGACCTGGATGCAGTGGGATAAAGAAGTTAGCAATTACACATATACAATATACAGC
TTGCTTGAAGAATCGCAATTCCAGCAGGAGCAAAATGAAAAAGATTTATTAGCATTGGACAAATGGCAAAATC
TGTGGACTTGGTTTGACATAACAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGATTGAT
AGGTTTAAGAATAATTTTTACTGTGATATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTC



GCAATTAGTTTATTAGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCATACAGA
GAATTTGCAGAGCTATTCGCAACATACCTACAAGAATAAGACAGGGTACTGAAATAGCTTTGCTATAA 
>MN097654 
GTGACAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCGGTGTGGAAAGAGGCAAATACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAGTTAGAGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAATACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACTGATACCCACAATGCTACCTCCAACAATGCTACTACTGCTCCTTACAA
TGTTACCTACAATAGTAGCATGTATGAAGAATTAGAAGTAAAAAATTGCTCTTTCAATACAACCACAGAAATA
AGAGATAAGAAACAGAAAGCGTATGCACTGTTTTATAGACCTGACATAGTACCAATTAATGGGAATGGGAATG
GGAACTTTAGTGAATATATATTAATAAACTGCAATACCTCAAGTATAACACAAGCCTGTCCAAAGGTCTCTTT
TGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAAT
GGGACAGGACCATGCAATAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAC
TACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAAC
AATAATAGTCCATCTTAATGAATCTGTAAAAATTGTGTGTATAAGACCTGGCAATAATACTAGAAGAAGTATA
AGGATAGGACCAGGACAAACATTCTATGCAACAGGTGACATAGTAGGAGACATAAGACGAGCATATTGCAACA
TTAGTAAAGAGAGATGGGAAACAACTTTAAAACGGGTAAAAGAAAAATTAAAAGAACATTTCCCTGATAAAAA
TATAACATTTGAACCATCCGCAGGAGGGGATCCAGAAGTCACAACACACAGCTTTAATTGTAGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTGCGGTAGCTTGGAATTCTAGTTGGAGTAATAAATCTCAAGAAGAAAT
TTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTACTCAAACAAAATATACGAGTTGCTT
GAAAAATCGCAAAACCAACAGGAACAAAATGAGAAAGACTTATTAGCATTGGACAAGTGGCAAAATCTGTGGA
GCTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTACTATCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTATCGTTTGCTATT
AGTCTGCTTGATACCCTAGCAATAGTAGTAGCAGAAGGAACAGATAGGATTATTGAAGTATTACAAAGAATTT
GTAGAGCTATCCGCAACATACCTACCAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>JN188292 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTCCTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTGTTGGAAAATGTAACAGAAAAGTTTAACATGTGGAAAAATGACATGGTGAAG
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTAACTACATTAATGACACAACGGGAGAAACAAAAGATTGCTCTTTCAATATGACCAC
AGAACTAAGAGATAAGAGAAAGAAGGAACATGCACTTTTTTATAAACCTGATATAGTACCACTTAATGAGAAT
TTCAATTCCAGTGCCAATTACAGTGAGTATAGATTAATAAACTGTAATACCTCAGCCATAAGACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACGTTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTACAATGTACACATGGAATTAAGCCAGTG
GTAACAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATAACAA
ACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAGGCCCGGCAATAATAC
AAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGAAATAATAGGAAAAATAAGAGAA
GCACATTGTAACATTAGTGAAGATCAATGGAATAAAACTTTACACAGGGTAAGTGAAAAATTAGAAGAACACT
TCCCTAATAAAACAATAAAATTTGGACCACCCACAGGAGGGGACTTAGAAATTACAACACATAGCTTCAATTG
TAGAGGAGAGTTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACGCTAGTTGGAGTAATAAAT
CTCAAGAGGATATTTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACGGGCATAAT
ATACAGTTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGG
AAAAATCTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGGTAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTCATTTGCTATTAGTTTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAATTG
ATACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAAT
AA 
>AY118165 
GTGGTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCAC
AGACCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGCGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTGACCCCACTCT
GTGTCACGTTAACATGTGGAGAGGTTAGAAATAATACCTATAATAATACCATAACTGATAATAATAATAAAAT
GAGAAATTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAAAAACAGACAGAGTACGCACTTTTTTATAGA
CTTGATATAGTACCACTTGATGGGAACGATAACAGCTCTAGTAAATATAGGTTAATAAATTGTAATAGCTCAA
CTGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAATGTAATAATAAAACATTCAATGGGACAGGACCATGTCATAATGTTAGCACAGTACAATGTACA



CATGGAATCAAGCCAGTGGTATCAACCCAACTACTGTTAAATGGAAGCCTAGCAGAAGGGGAGATAATAATTA
GATCTGAAAATCTAACAAACAATATCAAAACAATAATAGTCCACCTTAATCGATCTGTAGAAATTGTATGTAC
GAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCATATTGTAATATTAGTGAAGCTGACTGGAATAGAACTTTACAAGAGGTAGGTA
AAAAATTAGGAGAACACTTCCCTAATAAAACAATACAATTTAACGCATCCTCAGGAGGGGACTTGGGAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAGGATTTA
TTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTCTAGTAAATAGAGTTAG
GCAGGGGTACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCGGAAGGAACA
GATGGGATTATTGAAGTAATACAAAGAATTTGTAGAGCTATCTGTAATATGCCAAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>AY118166 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAAGACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCGCTCTGTG
TTACTTTAAGATGTAGAAATGTTACCAGTAATGGTAATACTACCCACAATAATACCATGTATGAAGAAATGAG
GAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGGAGAAAAAACAGTATGCACTTTTTTATAAGCTT
GATATAGTACCACTTGGGAAGGGGAAGAAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAAGCCT
GTCCAAAAGTCTCTTTTGACCCAATTCCTATACATTTTTGTACTCTAGCTGGTTATGCGATTCTAAAATGTAA
TAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGTACAGTACAATGTACACATGGAATTAAACCA
GTGGTATCAACTCAACTGCTGTTAAATGGTAGCATAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGA
CAGACAATGCTAAAACAATAATAGTACATCTTAATGAATCCATAGAAATTCTGTGTACAGGACCCAACAATAA
TACAAGAAAAAGTATGAGGATAGGACCAGGACAAGTATTCTATGCCACAAACGGCATAATAGGAGACATAAGA
CAAGCACATTGTAACATTAGTGGAGAAAAATGGAATGAAACCTTACAAAGGGTAGGCAAAAAATTACGAGAAC
ACTTCCCTAACAAAACTATAAGCTTTCAACCATCCTCAGGAGGGGACATAGAAATTACAACACATAGTTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACTTAAGGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAATA
AATCTCAAGAGGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACTCAAACAC
AATATACAAGTTGCTTGAAGAATCGCAAACCCAGCAAGAACAAAATGAAAAAGATTTATTAGCATTGGACAGT
TGGCAAAATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATGTTTATAATGATAGTAG
GAGGCTTGATAGGTTTGAGAATAATTTTTACTGTACTATCTATAATAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAA
TTCATACAAAGAGTTTGTAGAGCTATCCTCAACACACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGC
TATAA 
>AF286227 
GTGGTGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGATGCAAAAACTACTCTATTCT
GTGCATCAGATACTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGCG
TCACTTTACACTGTACAAATGCTACCTTTAAGAATAATGTTACCAATGACATGAATAAAGAAATAAGAAATTG
CTCTTTTAATACAACCACAGAAATAAGAGATAAGAAACAGCAAGGGTATGCACTTTTTTATAGACCTGATATA
GTACTACTTAAAGAGAATAGAAATAATAGCAATAACTCTGAATATATATTAATAAATTGCAATGCCTCAACCA
TAACACAAGCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAGTGGAAAGGGACCATGCAATAATGTCAGCACAGTACAATGTACTCAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGAT
CTGAAAATCTGACAGATAATGTCAAAACCATAATAGTACATCTTAATAAATCTGTAGAGATTGTGTGTACAAG
ACCCAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGTCAAACATTCTATGCAACAGGAGACATAATA
GGAGATATAAGACAAGCATATTGTAACATTAGTGGAAGTAAGTGGAATGAAACTTTAAAAAGGGTAAAAGAAA
AATTACAAGAAAACTATAATAATAATAAAACAATAAAATTTGCACCATCCTCAGGAGGAGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CCAGTTGGAGTAATAAATCTCAAACAGATATTTGGAATAACATGACCTGGATGGAGTGGGATAGAGAAATTAG
TAATTACACAGACACAATATACAGGCTGCTTGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAAGATCTA
TTAGCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATAT
TCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACA



GATAGGATTATTGAAGTAGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCCATAA 
>AY158533 
GTGAAGGTCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAATTGGTTTTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAAGATATAATTAGTTTATGGGATGAAAGCCTCAAGCCATGTGTAAAGTTAACCCCACTCTGTGTCA
CTTTAAACTGTAGCAATGCTACCGTCAATAATAGCATAAAGGAAGAAATGAAAAATTGCTCTTTCAATATAAC
CACAGAAGTAAGTGATAAGAAAAAGAAAGAAAGAGCAATCTTTTATGGACTTGATATAGTACCACTTAATGAG
AATAGGGACTCTAGTGAGTATAGATTAAGACATTGTAACACCTCAACCATAACACAAGCCTGTCCAAAGGTCT
CTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATT
TGAGGGAAAAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACT
CAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAGACAATGTCA
AGACAATAATAGTACAGTTCAATAAATCTGTAGAGATTGAGTGTACAAGACCCAACAATAATACAAGAAAAAG
TATGAGAATAGGACCAGGACAAACATTTTTTGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGT
AACATTAGTAAAGAAAATTGGAATGAAGCTTTACACATGGTAAGTGAAAAATTAAAAGAACACTTCCCTAATA
AGACAATAACATTTAACTCATCCTCAGGAGGGGACTTAGAAGTTACAACACATAGCTTTAATTGTGGAGGAGA
ATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTAAAGATG
AGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTT
GCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAATCTG
TGGAATTGGTTTAATATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAG
GTTTAAGAATAATTTTTGCTGTGCTCTCGCTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGC
TACTAGTCTGCTTGATGCCCTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCATACAAAGC
ATTTGTAGAGCTATTTGCAACATACCTAGAAGGATAAGACAGGGCTTTGAAACAGCCTTGCTATAA 
>AY158534 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACATGTAGCAATGTTAGTGTTACCAATAGTAGTATTCCCAATGAGACCATGAGAAATTGCTCTTT
CAATGTAACCACAGAAATAAGAGATAAGCAAAAGCAAGAGTATGCACTGTTTTATAAACTTGATATAATACAA
CTTAATAATGGCAACTCTAGTAACTCTAATGAGTATAGATTAATAAATTGCAATAGCTCAACCGTGACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCGTGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAGATAATAATTAGATCTGAAAATC
TGACAAACAATGCCAAAACAATAATAGTACAGCTTAATAAATCTGTAGAAATTGTATGTACAAGACCCCACAA
TAATACAAGGAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAAACATA
AGACAAGCACATTGTAACATTAGTAAAGAAAAATGGAATGAAACTTTACAAGAGGTAGGTAAAAAATTAAAAG
AACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGGAAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTA
ATAGATCTGAAACAGAGATTTGGGGGAACATGACCTGGATGCAGTGGGAGAGAGAAATCGATAATTACACAGA
CACAATATACAGGTTGCTTGAAATCTCGCAAAACCAGCAGGAGCAAAATGAAAGGGATTTATTAGCATTGGAC
AAATGGCAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATATAAAAATATTTATAATGATAG
TAGGAGGCTTGATAGGTTTGAGAATAATTTTAGCTGTGTTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCGTTTGCTATTAGCCTGCTTGATACCATAGCAATAGGAGTAGCTGAAGGAACAGATAGGATTATA
GAAGTTTTACAAAGAATTGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCTATAA 
>AY158535 
GTGGCAGGAAACAGGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTATTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAATGCTACCTATAATAATACAAGGGAAGAAATAAAAAATTGCACTTTCAATATAAC
CACAGAAATAAGAAATAGGAAAAAGGAAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGATAAG
AATAACCCTAGTGAGTATATATTAATAAATTGTAATACTTCAACCATAACACAAGCCTGTCCAAAAGTCTCTT
TTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAA
TGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAA
TTACTGTTAAATGGTAGCCTGGCAGAAGAAGAATTTATAATTAGATCTAAAAATCTGACAGACAATACCAAAA



CAATAATAGTACAGCTTAATAAAAATATATCAATTACGTGTATAAGACCAGGCAATAATACAAGACAAAGTAT
AAGGATAGGACCAGGACAAACATTCTTTGCAACAGGGGACATAATAGGAGATATAAGACAAGCACTTTGTAAC
ATTAGCGGAGCTGTATGGAAGGAAACCTTACAAAATGTAAGTAAAAAATTAAAAGAACACTTCCCTAATAAAA
CAATAAAATTTGCACCACCTTCAGGAGGGGACATAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATT
TAAGCAGCTCCAGACAAGAGTCTTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATA
TTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGACACAATATACAGATTGCT
TGAAGTCTCGCAAAACCAGCAAGAACAAAATGAAAGAGATTTATTAGCATTGAACAGTTGGCAAAATCTGTGG
AATTGGTTTGACATATCAAAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTT
TAAGAATAATTTTTGCAGTACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTAT
TAGTCTGTTAGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATT
TGTAGAGCTATCCGCAATATACCTGTAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>AY529659 
GTAGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCGGACGCTAAAGGATATGAGAAGGAAGTGCACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAGACTGTAAGAATGTTACAGTCAATAATACCCTGAGGGAAGAACTAAAAAATTGCTCTTTCAATAT
AACAACAGAACTAAGAGATAAGAAAAAGAAGGAATATGCACTTTTTTATAGGCTTGATATAGTACCACTTGAT
AATGAGAATAACAGTGAGTATAGATTAATAAATTGTAACACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCA
CTTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGCTATGCAATTCTAAAGTGTAATAATGAGACATT
CAATGGAACAGGACCATGCAATAATGTAAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACT
CAACTGTTGTTAAATGGTAGTCTAGCAAAAGATATAGTAATTAGATCTGAAAATCTGACAAACAATATCAAAA
CCATATTAGTTCATCTTAGAGAACCTGTAGAAATTGTGTGTACACGGCCTAACAATAATACAAGGAAAGGTGT
GAGGATAGGACCAGGACAAACATTCTATGCGACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAGT
ATTAATAAAACAAAATGGAATGAAACTTTACAGGAGATAAGAAAAAAATTAGCAGAACACTTCCCTAATAAAA
CAATACAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTCATTGTAGGGGAGAATT
TAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTTATAAGGATA
TTTGGGATAACATGACCTGGATGCAATGGGATAGAGAAATTAATAATTACACAGGCATAATATACAAATTGCT
TGAAGACTCACAAAGCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGG
AATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTT
TGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTAT
TAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAGTTATAGAATTAGCACAAGGAATT
TGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCGTTG 
>AY043176 
GTGGGGGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAAAACCACTCTATTCT
GTGCATCAGACGCTAAAGCATATGAAAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGCAGCAATGAGAGTAGACTTAGTAATAGTAGCCTTAATGAAGAAATAAAAAATTGCTCTTT
CAATACAACCACAGAACTAAGAGACAAGAAACAACAAGTGTATGCACTTTTTTATAAGCTTGATGTAGTACCA
CTTAATGATCATAATAACAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAA
AGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAA
GACATTCAATGGGACAGGACCATGCACTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGATA
TCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACA
ATCTCAAAACAATAATTGTACATCTTAAGGAAGCAATAGAAATTAATTGTACAAGACCTGGCAATAATACAAG
AAAAAGTATAAGGATAGGACCAGGACAAGCCTTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCA
CATTGTAACATTAGTGAAGAAAATTGGAATAAAACGTTACAAGAGGTAGGTAAAATGTTAGAAAAACACTTCC
CTAATAAAACAATAAAATTTGCACCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAATTGTGG
AGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTGTAGAAAAATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCAGTACCTTGGAACTCCAGTTGGAGTAATAAATCTC
AAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAGATTAGTAATTACACAAACACAATATA
CAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGAACAGTTGGGGA
AATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGTTTGAGAATAATTTTTGCTGTACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTCGCCATTAGCCTGTTTGATACTGTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATACAATTAGTA
CAAAGAATTTGTAGAGCTATCCTCAACATACCTACAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ411850 



GTGGTGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGACCAAAGTCTAAAACCGTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTAAAAGTTAATGCTACCAGTAATGGTACTACTACCTACAATAATAGCATTGA
TAGCATGAATGGAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAGAAAGTG
TATGCACTTTTTTATAGACCTGATGTAGTACCACTTAATGAGAATAGCTCTAGTTATATATTAATAAATTGCA
ATACCTCAACCACAACACAAGCCTGTCCAAAGGTTTCTTTTGACCCGATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTAAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGA
TAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACACCTTAATGAGTCTATAGAAAT
TGTGTGTACAAGACCCAATAATAATACACGAAAAAGTATAAGGATAGGACCAGGACAAACAGTCTATGCAACA
AATGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAAAATGGAACACAACTTTAGAAA
AAGTAAAGGAGAAATTAAAAGAACACTTCCCTAGTAAGGCAATAACCTTTCAACCACACTCAGGAGGGGACCT
AGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAACTCCAGGCAAGAGTCTTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTACTGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGACAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACAGGCACAATATACAAGTTACTTGAAGAATCGCAAAATCAGCAGGAGAAAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGGTGTGCTCTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTTTAGAAGTAATACTAAGAATTATTAGAGCTATCCGCAACATACCTACAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY529661 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGATAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGCAATGCTAAGGTTAATAGTACTGGAGAAATAAAAAATTGCTCTTTTAATGCAACCAC
AGAAATAAGAGATAAGAAACAGGGAGTGTATGCACTTTTTTATAAAACTGATGTAGTACAAATTAAGGAGAAT
AGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACC
CAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATACAATGGGAC
AGGACCATGCAATAATGTCAGCACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTG
TTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAA
TAGTACACTTTAATGAATCTGTAGAAATTGTGTGTACTAGACCCAGCAATAATACAAGAAAAAGTGTGAGGAT
AGGACCAGGACAAACATTCTATGCAACAAATGATATAATAGGAGACATAAGACAAGCACATTGTAACATCAGT
GCAAAGCAATGGAACACAACTTTAGAACGGGTAAAGAAAAAATTAGGAGAACTCTATAATAATAAAACAATAA
CATTTGAATCAGCTTCAGGGGGGGATTTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCA
ACTCCAGGCTAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCT
GGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCACAAAGATATTTGGG
AGAACATGACCTGGATGCAATGGGAGAGAGAAATTAGTAATTACACAGGCCAAATATACGAGTTGCTTGAAGA
CTCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGG
TTTGGCATAACAAAATGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGGA
TAATTTTGGGAGTGATCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGACT
GCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGCAGA
GCTATCCGCAACACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY529662 
GTAATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAGTGTACAGACGCAGGAGGTAGCATGGCAGGAGAAATAAAAAACTGCTCTTTCAATACAACCAC
AGAACTAAGAGATAAGAAACAGAAAGTGTCTGCACTTTTTTATAAACCTGATGTAGTACCACTTAATGAGGGT
GGATCTAGTAACTCTAGTAACTCTAGTGAGTATATATTAATAAATTGCAATACTTCAACCATAACACAAGCCT
GTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGGATTAAACCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAACAGAAGGGGAAATAATAATTAGATCTGAAAATCTGA
CAAACAATGCCAAAACAATAATAGTACACTTTAATGACTCTATAGAAATTGTGTGTGCAAGACCCAACAATAA
CACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGTGCCATAATAGGAAACATAAGA
GAAGCACATTGTAACATTAGTAAAAATAAATGGAACATAACTTTAGAACAGATAAAGAAAAAATTAAACGAAC



ACTTCCCTAATAAGACAATAAAATTTCAACCATCCTCAGGAGGGGATCTAGAAGTTACAACACATAGTTTTAA
TTGTAGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGTAATA
GATCTCAAGGAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAGATTAATAATTACACAGACAC
AATATACAGGTTACTGGAAGACTCGCAAAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCACTGGACAGT
TGGAAAAATCTGTGGAATTGGTTTAATATATCAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAG
GAGGCTTGATAGGTTTGAGAATAATTTTGGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAATCTGCTTGATACTACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAA
TTAGTACAAAGACTTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGAGCTGAAGTAGCTTTAT
TATAA 
>AY162224 
GTGAAGGGCTTGTGGGTCACAGTCTACTACGGGGTACCTGTGGGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAGTGATTTTGGGCAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAATTGACCCCACTCTGTGTCA
CTTTAAACTGTACAAATGCAACTGTTAACTACAATAATACCTCTAAAGACATGAAAAATTGCTCTTTCTATGT
AACCACAGAATTAAGAGATAAGAAAAAGAAAGAAAATGCACTTTTTTATAGACTTGATATAGTACCACTTAAT
AATAGGAAGAATGGGAATATTAACAACTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTC
CAAAAGTCTCGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGCCTCTAAAATGTAATAA
TAAGAAATTCAATGGAATAGGACCATGCGATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAA
ACAATGTCAAAACAATAATAGTACATCTTAATGAATCTATAGAGATTAAATGTACAAGACCTGGCAATAATAC
AAGAAAGAGTGTGAGAATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTAAAAATGAATGGAATACAACTTTACAAAGGGTAAGTCAAAAATTACAAGAACTCT
TCCCTAATAGTACAGGGATAAAATTTGCACCACACTCAGGAGGGGACCTAGAAATTACTACACATAGCTTTAA
TTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATACCTACAGGATCAACAGCTC
CTAGGACTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCTTTGGAACTCTAGTTGGAGTAATA
AAACTCAAAGTGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAATTACACAAACAC
AATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTGGACAGG
TGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTCTAGTAAATAGAGTTAGGCAGGGATACTCACC
CTTGTCATTGGCTATTAATCTGCTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTAGAA
TTCATACAAAACCTTTGTAGAGGTATCCGCAACGTACCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGC
AATAA 
>AF391234 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAACGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAACGGTTACCAACAGTACCGTCAATAACACGCGTGGAGAGATGCGAAATTGCTCTTT
CAATATGACCACAGAAGTAAGAGATAAGAAACAGCAAGTGTATGCACTTTTTTATAAACTTGATGTAGTACCA
CTTAATGAAAATAATAGTGACTCTAGCAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATGA
CACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTCCTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAATAATTAGATCCG
AAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCCATAGAAATTAGGTGTACAAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGA
GACATAAGACAAGCACACTGTACCATTAGTAGTCAGAACTGGAATAGAACTTTACAAAGGGTAAGTGAAAAAT
TAAAAGAACACTTCCCTAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATAACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTCAAGAAGATATTTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAGTTA
CACAAACACAATATACAATTTGCTTGAAGAATCGCAAAGACAGCAGGAGAAAAATGAAAAGGATTTATTAGAA
TTGGACAGTTGGAACTTTTTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAA
TAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTCGCTACTAGCCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGG
ATTATAGAAATAGTACAAAGATTCTGTAGAGCTATCCTCCATATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>AF391238 



GTGGTGGGGAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTGTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTGTAAATGTTAATGCTACCAGTAATGCTACCAGTAGTAGTAGTGCTACCTCTGATAATCC
CATGAATGGAGAAATAAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGGGATAGGAAAAAGGAAGTGTAT
GCACTTTTTTATAAACCTGATGTAGTATCACTTGACAACTCTAGTACATATAGATTAATAAATTGTAATACTT
CAACCCTAACACAAGCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCACTAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAA
TTAAATCTAAAAATCTGACAAACAATGCCCAAACAATAATAGTACATCTTAACGAATCTATAGAAATTAGGTG
TCCAAGACCCAACCATAATACAAGACGAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACACTGTAACATTAGCGAAAGTAAATGGAATAAAACTTTACAAAGGGTAA
GTAAAAAATTAGGAGAACACTTCCCTAATAAAACAATAAAATTTGCACCACATTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTAATAGATCTCAAACAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGACACAATATACAAGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAATAATGAAAAGGAT
TTATTAGCATTGAACAGCTGGCAAAATCTGTGGAGTTGGTTTAACATAACAAACTGGCTGTGGTATATAAGAA
TCTTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGATCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTTGTCTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGTACAAGGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>AF391242 
GTGGTGGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAAGCCATGTGTAAAGTTGACCCCACTTTGT
GTCACTTTAAGTTGTACAAATGCTACTACCTACATAGCACCATAGGGGACGAAATAAAAAATTGCTCTTTCAA
TACAACCACAGTACTAAAAGATAAGACACAGAAAGTGCATGCACTTTTTTATAAACTTGATGTAGTACCACTT
AATGGGAGTAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGAC
ATTCAATGGGACAGGACCATGCCAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCA
ACGCAACTACTGATAAATGGTAGCCTAGCAGAAGGAGAGATAATGATTAGATCTGAAAATTTGACAAACAATG
CTAAAACAATAATAGTGCATTTTAATCAATCTATAGAAATTGTGTGTACAAGACCCAACAATAATACAAGGAA
AAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGAGAAGCACAT
TGTAACATTAGCAAAGAAAAGTGGAATAACACTTTACAAGAAGTAAGTAAAAAATTAAAGGAACACTACCCTA
ATAAAACAATAACATTTAAACCACACTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTATTTGTAGTGG
AGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAAAAAGATACCTAAAGGATCAACAGCTCCTAGGACTG
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAATAAGTCTC
AAACAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACTCAAACACAATATA
CAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAT
AATCTGTGGAATTGGTTTAGTATAACAAAGTGGTTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCT
TGATAGGTTTAAGAATAATTTTTGCAGTGATCTCTATAGCGAATAGAGTTAGGCAGGGATACTCACCTCTGTC
GTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGGATTATAGAATTAATA
CAAGGAATTGGTAGAGCTATCTACAATATACCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF391246 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAGTTTTGGAAAATGTAACAGAACATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGCG
TCACTTTAAATTGTACAAATGCTATCAATACAAATGCTACCAGTACAACTACTACCAGTGCAACTGCTACCAG
TACAATTGCTACCAGTACCTATGATAATAATGGAGAAATAAAAAATTGCTCTTTCAATACGACCACAGAAATA
AGAGATAAGAAACAGAACACATATGCACTTTTTTATAGATCTGATATAGTACCACTTAATAATAGGAGTGAGT
ATATATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCCGCTGGTTTCGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGC
CAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTGAATGGTA
GCCTAGCAGAAGAGGATATAAGAATTAGATCTGAAAGTCTGGAAAACAATATCAAAACAATAATAGTCCACCT
TGATCAATCTGTAAAAATTGTGTGTACAAGACCCAACAATAATACAAGAAGAAGTATAAGGATAGGACCAGGA
CAAGCATTCTATACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCTGAGTGGA



ACAACACTCTAGCTAAGGTAAAGGAAAAATTAGAAAAACTCTACAATAAAACAATAGTACTTGAACCACACTC
AGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTC
TTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATCAGTAATTACACAGGCATAATATACAGGTTGCTTGAAGACTCGCAAACCCAGCAG
GAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAGATCTGTGGACTTGGTTTGACATATCAAAGT
GGTTGTGGTATATAAGAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTAGGTGTGCT
CTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTGTTGAAATAATACAGAGAATTTGTAGAGCTATCCGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AF391247 
GTGTTGGGAAACTTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAATAACTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAGGGGTTAAGGCTACCAATAATAGTAGTGCCACCAATAGTAGTAATGTTACCAACAA
TGATGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAATAAAAGACAAGAAGCACAAAGAGTATGCACTT
TTTTATAGGCTCGATATAGTACCACTTAATAATGGCAACCCTAGTGAGGGCAATTCTAGTGAGAAGTATAGAT
TAATAAATTGTAATACCTCAACCTTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTCAGTACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAATAATAATAGTACAGCTTAATAA
ATCTGTAGAAATTGTGTGCACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTACTGAAGATAAGTGGAATG
AAACTTTACAATGGGTAGGTAAAAAATTAGGAGAGCTCTTCCCTAATAAAACAATAGAATTTAAGCCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAACTCAAGTTGGAGTAATAAATCTCTAACTGATATTTGGGATAACATGACATGGAT
GCAGTGGGATAGAGAAATTAATAATTACACAACCACAATATACCAGTTGCTTGAAAAATCGCAAATCCAGCAG
GAACAAAATGAGAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAGCATAACACAGT
GGCTATGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
ATCTATAGTAAACAGAGTTAGGCAGGGATACTCACCTCTGTCATTTGCTATTAGTCTGCTTGATGCCATAGCA
ATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTCATACAAAGAATTTGTAGGGCTATCCGCAACACAC
CTAGAAGAATAAGACATGGCTTTTAAGCAGCTTTGCAATAA 
>AF391250 
GTGGTGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTACAGATGTTGATAAAAATAGTACTGAAATGTATAGGAAAACCACAAATGATAATGGTAA
TGATACCATAGATAGAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGACATACAAGATAAGAAAACGGGA
GTGTATGCACTTTTTTATCGACTGGATATAGTACCACTCAATGATACTAACAACTCTAGGGAGTATAGATTAA
TAAATTGTAATACCTCAACCATGACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGGACGGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAAAAGAGATAATAATTAGATCTAAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATC
TATAGCAATTATGTGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTC
TTTGCAACAGGAGCAATAATAGGAGATATAAGAAAAGCATATTGTAACATTAGCGAAGGTGAATGGAATAGAA
CTTTACAAAGGGTAGGTAGAAAATTAGCAGAACACTTCCCTGGTAAAAGAATAAGATTTGCACCACCTTCAGG
AGGGGACCTGGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTATTG
GCCATCGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAGAACTGAGGGAGATATTTGGAATAACCTGACCTGGATGCA
ATGGGATAGAGAAATTAGTAATTACTCAGACACAATATACAGGTTGCTTGAAGCATCGCAAAACCAGCAGGAA
CAAAATGAAAAGGATTTATTGGCCTTGAGCAATTGGCAAAATCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTC
TTTAGTGAATAAAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAATCTGCTTGATACTATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACTAGGACTTGGTAGAGCTATCTGCAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AY529664 



GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACTTGTACCAATAATATCACTACCAGTAATGTCACTTTAAATTGTACAAATGCTCTAAATTGTAC
AAGCTTGCCAGAAATGATGAGAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGCG
TATGCACTTTTTTATAAAACTGATTTAGTGCCACTTGGAAGGAATGGTAGTGAGTATATATTAATAAATTGCA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGA
TAATAATTAAATCTGAAAATATGACAGACAATATCAAAACAATAATAGTCCACCTTAATGAATCTGTAAAAAT
TAATTGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTTTGCAACT
AATGCCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGCGGAGACCACTGGAACAAAACGTTAGAAA
AGATAAAGGAAAAATTAAAAGAATACTACCCTAATAAAACAATACAATTTCAACCTCACTCAGGAGGGGATCT
AGAAGTTACCACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTCTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAAAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAA
AAAGATTTACTAGCATTGGACAGTTGGAATAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTATA
TAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTGGGTGTGCTATCTATAGTGAA
AAGAATTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATTGAAGGGATACAAGGAATTTATAGAGCTATCCGCAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTAATATA 
>AY529665 
GGTGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACAAATGCAAATGTAACAGTTAATGCTACCAGTGATGGTAGCATAAAGGAAGAAATAAA
AAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGCAGAATGTGTATGCACTTTTTTATAAACCT
GATATAGTACCACTTAAGGAAAATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCATAACACAAG
CCTGTCCAAAGGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAGGTG
TAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAA
CCAGTAGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAGGGGGAGATAATAATTAGATCTGAAAATT
TGACAGACAATGCCAAAACAATAATAGTACACTTTAATAAATCTATAGAAATTAGGTGTGTAAGACCCAACAA
TAATACAAGAAAAAGTATAAGGTTCGGACCAGGACAAGCATTCTATGCAACAGGTGACATATTAGGAGATATA
AGACAAGCACATTGTAACATCTCGAGGGTAGATTGGAACACAACTTTAGAAAATGTAACGGAGAAATTAAAAG
AACACTTCCCTAATAAAACAATAGCCTTTGACGCATCCTCAGGAGGGGACCTAGAAGTTACAACACATAGTTT
TAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGACCAACAG
CTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTACAGTTGGAGTA
ATAAATCTTATGACAATATTTGGGATAACATGACCTGGATACAGTGGGATAGAGAAATTAGTAATTACACAAG
CACAATATATAGACTGCTTGAAGAATCACAAAACCAGCAGGAGAGAAATGAAAAAGATTTATTAGCATTGGAC
AGTTGGAATAATCTGTGGACTTGGTTTGGTATAACAAATTGGCTGTGGTATATAAGAATATTCATCATGATAG
TAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTCTATCGTTTGCTATTAGTCTGCTTAATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTCTT
GAAATACTACAAAGAATTTGTAGAGCTATCCACAACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTT
TGCTATAA 
>AF411967 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCATTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGCTACCTTTAATAGTACTACCCATAATAATGCTACCTATAATGATACCATAGC
TGGAGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAGGAAAAAGAAAGAGTATGCACTT
TTTTATAGACTTGATATAGTACCACTTGGGGGCAACTCTAGTAAGGGCAACGCTAGTAAGTATAGATTAATAA
ATTGTAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
AAGAAATAATAATTAGATCTGAAAATTTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGT
ACCGATTGTATGTGCAAGACCAGGCAATAATACAATAAAAAGGATAAGAATAGGACCAAGATACGCATTCTAT



GCAAAAGAAACTATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGAGAAATGGAACAAAACGT
TACAACAGGTAGGGAAAAAATTAAAAGAACATTTCCCTAATAAAACAATTACATTTGCACCACACTCAGGAGG
GGATCTAGAAATTATAACACATAGCTTCAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGTCT
ATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACGCATCTGCACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGCAATAGATCTAAGGAAGAGATTTGGGACAATATGACCTGGATGCAGTG
GGATAGAGAAATTAGTAATTACACAGACATAATATACAACTTGCTTGAAGAATCGCAAAACCAGCAGGAAGAG
AATGAAAAAGAATTACTAGAATTGGACAGTTGGAAAAACTTGTGGAGTTGGTTTGACATAACACAGTGGCTGT
GGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTCATACAAAGACTTGGTAGAGCTATCTACCACATACCTAGAA
GAATAAGACAAGGCTTTGAAGTAGCTTTGCAATAA 
>EU293450 
GTGGTGGGAGAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAAATGTACAAATACAAATGGTACTGCTGCAAATGTTACTGCTACCACTAATGGTAGTATAGCTGA
AGAAATGAGAAATTGCTCTTTTAATGCAACCACAGAACTAACAGATAGAAAAGAGAAAGTGTATGCACTTTTT
TATAAACTTGATACAGTACCACTTAATGGGGATAATAGCAGCTATAGATTAATAAATTGCAATACCTCAACCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCGCCTGCTGGTTTTGCGAT
TCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTATTATTAAATGGTAGCCTAGCAGAAAAAGACATAGTAATTAGAT
CTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACAGCTTAATGAATCTGTAGAAATTGTGTGTACAAG
ACCCAGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTTTGCAACAGGAGAAATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTAAAGAAGATTGGAACAAAACCTTACAACAGGTAACAAAAG
AATTAAAAAAGCATTTCCCTACTAAAATAATAGAATTTAAACCACCACCCTCAGGAGGGGATCTAGAAATTAC
AACACATAGCTTTAATTGTCAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTA
ACGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACA
AGAGTTGGAGTAATATGTCTCATGATTATATTTGGGGTAACATGACCTGGATGCAGTGGGATAGAGAAATCAG
TAACTACACAGACATAATATACAGAATGCTTGAGGACTCGCAAATCCAGCAGGAAAAGAATGAAAAAGATTTA
TTATCATTGGACAGTTGGAAAAATTTGTGGAGTTGGTTCAGTATAACAAATTGGCTGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGATCTCTCTAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGGCTGTTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAACTAATACAAAGAATTTGTAGAGCTATCCTTAACATACCTAGAAGAATAAGACAAGGCT
TAGAAGCAGCTTTGCAATAA 
>AY529673 
GTGGTGGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTCTAAAATGTAATAATACTCTCTACAAAAATGACACGCAGGAAATGACAGATTGCTCTTTCAATGTAACCAC
AGAATTAAGAGATAAGAGAAAGATAGAAAGTGCATATTTTCATAACAGTGATATAGTACCAATTAATGAGAGT
AGTAGCAACTCTAGTGACAGCTATAGTGAGTATAGATTAATAACTTGTAATACCTCAGTCGTAACACAAGCCT
GTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAA
TAATAAGACATTCAATGGAGTAGGATCATGTCATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATCTGA
CAAACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAAGGATTGAGTGCACAAGACCCAACAATAA
TACAAGGAAAAGTGTGAGGATAGGGATAGGACGAGGACACGCATTCTATACAACAGGAAAAGTAATAGGAAAT
ATAAGACAAGCACATTGTAACATTAGTGAAAAAGACTGGAATAAAACTTTGCAAAAGGTAGTTGCAAAATTAA
GAGACCACCTCCCCAATAAAACAATAGAATTTAAACCACCCATGGGAGGGGACCTAGAAATTACAACACATAG
CTTTAACTGTAGAGGAGAATATAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGACTTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTAATGTGTTTTGGAACTCTAGCTGGA
GTAATAAATCCTATAATGACATTTGGGAAAACATGACCTGGATGGAGTGGGATAGAGAAATTAGTAATTACAC
AGAAACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAGAAATGAACAAGATTTACTAGCATTG
GACAGCTGGAACAATCTGTGGAGTTGGTTTAACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAGTAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATT
ATAGAATTAATACAAAGATTTTGTATAGCTATCCTTGACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>AY529675 



GTGAAGGGCTTGTGGGTTACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGTATTTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAAGATGTAATCAGTTTATGGGATGAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTACTACCTACAATGGTACCTTGAAGGATACTGATTTCTACAATAGTAGCATGAATGGAGAAATAAA
AAATTGCTCTTTCAAGGTAACCACAGAAATAAGGGATAAGAAAAAGAAAGAAAGTGCACTTTTTTATATACTT
GATCTAGTAAAACTCAATGATAGGGATAATAACACCTATAGTAAGTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGCAACAATAATACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAGACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATGATTA
GATCTGAAAACTTGACAAACAATGCCAAAACAATAATAGTAAATTTTAATGAATCTGTAGAAATTATGTGTAC
AAGGCCCAACAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGGCAGACATTCTATGCAGAAGGAGAAATA
ATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAGATGAATGGGAGAAAACTTTAAAAAGAGTAAGTG
AAAAATTAAAAGAACACTTCCCCAATAAAACATTAATATTTAGACCATCCTCAGGAGGGGATTTAGAAATTAC
AACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACGCATCTGCACCACCGCTGTGCCTTGGAACT
CTAGTTGGAACAATAGAACTCATGATGATATTTGGAATAACTTGACCTGGATGCAGTGGGATAGAGAAATTAG
TAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAAGATTTA
CTAGAATTGGACAAGTGGAGCAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGATTAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTATCGTTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGAATTATAGAAGTAGTACAAGGAATTGGTAGAGCTATCCGCAACATACCTAGAAGAGTAAGACAGGGCT
TTGAAGCAGCTTTGCTATAA 
>AY228556 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAAA
CCCCGACCCACAAGAAATGATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTAAACTTAATACTACCAGTACAGAGGCTAATGCTAACAGTACTGTTAATGA
TAATGCTACCAGTAATGTTAATGAGACCAATATGAGAAATTGCTCTTTCAATATAACCACAGAACTAAGGGAT
AAGAAACAGAAAGTGTATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGAGAATAATGACAACTCTA
GTTATAGATTAATAAATTGTAACACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCA
TGCCATAATGTCAGCACAGTACAATGTACCCATGGGATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGGAGAGATAATAATCAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACA
TCTTAATAGATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAAACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGCGAAGGAAACT
GGACTGAAACTTTACAAATGGTAAAGGAAAAATTAAAAGAACACTTCCCTAGTAAAAATATAAGCTTTGAATC
GGCCTCAAAAGGGGGGGACCTAGAAATTATAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCTTGGCGATAGAGAAATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAGACAGATATTTGGGATAACAT
GACCTGGATGCAATGGGATAAAGAAATTAGTAATTACACAAAAATAATATACCAGTTGCTTGAAGACTCGCAA
AACCAGCAGGAAAGAAATGAACAAGATTTATTATCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTAACA
TATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TACTGTGCTCTCTATAGTCAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAGTCTGTTTGAT
ACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCC
GCAACACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY529676 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTGACGTAAAAAGTAATAATACCTCCTACAATGACACCGGAATAAAAGACACCGGAAT
AAAAAATTGCTCTTTCAATGCAACCACAGAAAGAATAGATAAGAGCCGCAAAGAGCATGCACTTTTTTATAGA
CTTGATGTAGTACCACTGGATGGGAAGAATAAGACTGAGACTAGCAACTTTAGTGAGTATAGATTAATAAATT
GTAATACCTCAACTGTAACACAAGCCTGTCCAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAGGGATAAGGCATTCAATGGAACAGGACCATGTAATAATGTCAGTACA
GTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACCCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAG
AGATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTACAGCTTAATAAATCCGTAGA
AATTGAGTGTACAAGACCCAACAATAATACAAGACAAAGTGTAAGGATAGGACCAGGACAAGTATTTTATGCA



ACAAACGACATAATAGGAGACATAAGACAAGCATATTGTATCATTAATAAAAAGAATTGGACTGAAGCTTTAC
AATGGGTAGGGAACAAATTAGGGGTGTTGTTCCCTAATACAACAATAAGCTTTAAGCCACACTCAGGAGGGGA
CATAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTTCAGGCAAGAGTCCTGGCCATG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGAATCATCTGCACCACTGCTG
TGCCTTGGAACTCCAGTTGGAGTAATAAATCATATGAAGATATTTGGGATAACATGACCTGGATGCAATGGGA
TAGAGAAATTAGTAATTACACACACACAATATACAGTTTGCTTGAAGAATCGCAAATCCAGCAGGAACAAAAT
GAAAAGGATTTATTAGCATTGGACAGTTGGAAAGATCTGTGGAGTTGGTTTAACATATCAAATTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGT
AAATAGAGTTAGGCAGGGTTACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTA
GCTGAGGGAACAGATAGGATTATAGAATTCATACAGGGAATTTATAGAGCTATCCGCAACCTACCTAGAAGAA
TAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>AY529677 
AATGGGAACATGTGGGTCACAGTTTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTATTCTATTTTGTG
CATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGAATGAAGATATAATTAGTCTATGGGATGAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTAGCGATGCAGAGGTTACCTATGTTACCTACGCAAATGTTACTTACAATGAAAGTGATACACA
AAAAATACAAAATTGGTCTTTCAATGTAACCACAGAAGTAAGAGATAAGAGTAAGAATGAATATGCATTATTT
TATAGACCTGATATAGTACCACTTAATGAGAAGAATAATAATGAGAGTAATAGCAATAGTAGTAAAAAATATA
GTGAGTATAGACTAATAAGTTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGCAATAATAAGACATTCAATGGAACAGGA
CCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGT
ACATCTTAAGGAACCTGTAGAGATTATGTGTACAAGACCAAACAACAATACAAGGAAAAATGTGAGAATAGGA
ATAGGACGAGGACAAACATTTTATGCAAACGGACGAATAATAGGAAATATAAGACAAGCACATTGTAACATTA
CTAGAGCAAATGGGACTGATACTTTAGAAAAGGTAAGTGAAAAATTACTAAAACACTTCCCTAATAAAACAAT
AAAATTTGAATCACCCGTTGGAGGGGATCCACAAATTACAACACATAGCTTTAGTTGTAGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGTCTTGGAACTCTAGTTGGAGTAATAAAACTTATGATCAAATTTG
GAAGAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAATTACACAAACACAATATACAGGCTGCTTGAA
GACTCGCAAAGCCAGCAGGAAGAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGAACAGTCTATGGAATT
GGTTTAACATATCAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTACTGTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGT
TTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGTTATTACAAAGATTTTGTA
GAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY529678 
GGGATGGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAGCTCCTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAGGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAAAAATATTTTTGGACAATGTAACAAAAAATTTTAACATGTGGAAAAATGACATGGTGGAC
CAAATGCATGAGGATGTAATCAATTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCCACCATAACCTGTACAGATGCTACAGATGACAGTAATTGTACAAATAACAG
TAAGTGTACGACTGGAGCGACCACCATAGCAGAAATGAAAAATTGCTCTTTCAACATGACCACAGACCTAACA
GATAAAACAAAGCAAGAACGCGCGCTTTTCCATAGCCTTGATGTAGTACCACTTAGTAGTAGATCTAATGGCA
ACTTTAGTGAGTACAGATTAATAAGTTGTAATACCTCAACCCTAAAACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGA
TCAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTAC
TGTTAAATGGTAGCCTAGCAGAAGAAGACATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAAT
AATAGTACATCTTAATGAATCTGTAGAAATTAAGTGTGCAAGACCCGGCAATAACACAAGGAAAATGATGAGG
ATAGGGATAGGACGAGGACAAACATTCTATGCAAATGGACAAGTAATAGGAGATATAAGACAAGCACATTGTA
ACATTAGTGGAGGTAATTGGACTAAAACTTTAAGAAGAGTAAGGGACAAATTAAAAGAACACTTCAATAAATC
AATAGAGTTTGGACCATCCTCAGGAGGGGACCTAGAAATTGCAACACACAGCTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGAT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCATGATGATAT
TTGGAACAACATGACCTGGATGCAGTGGGATAAAGAAGTTAGTAATTACACAGACATAATATACAAGTTGCTT
GAAGACTCGCAAAACCAGCAGGAGAGAAATGAAAAGGATTTACTAGCAATGGACAGTTGGAAAAACCTGTGGA
GTTGGTTTGACATATCAAACTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCATTTGCTATT
AGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAATAATACAAAGAATCT
GTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>DQ447266 



GTGGTGGGAAACTTGTGGGTTACAGTCTACTATGGGGTACCGGTGTGGAGAGAAGCAAAAACTACGCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTAGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGTTAATGTTAATGCTACCAGTAATGAAACAAATGAGGTGAAGGAAGAAATGAG
AAATTGCTCTTTCAATACGACCACGGAAGTAAGAGATAAGAGACACAACCAGTATGCACTCTTTTATAAACTT
GATATAGTACCACTTAATGAGGATAGTAATTCTAGTAAGTATAGATTAATAAATTGTAATACGTCAACCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAAACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTGCAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATCAGATCTG
AAAATCTGACAAACAATGTCAAAACAATAATAGTAAATCTGAATGAGACTGTACAAATTGTGTGCACAAGACC
CAACAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTGGAGACACATGGAATAGAACTCTACGAGAGGTAGAGAAACAAT
TAAAAGAACACTTCCCTAATAAAACAATAAAATTTGCACCACCCATAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTT
GGAGTAATAAAAATCTAAGTGAAATTTGGGATAACTTGACCTGGATGCAATGGGATAAAGAAATTGATAATTA
CACAAACACAATATACAGGTTGCTTGAAGAATCGCAGAACCAGCAGGAAAAAAATGAACAAGAGTTACTAGCA
TTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGCTTAAAAATAATTTTTGCTGTGCTCTCTCTAGTAAATAGAGTTAGGCAGGG
ATATTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCCTAGCAATAATAGTAGCTGAAGGAACAGATAGG
ATTATAGAATTCATACAAAGAACCTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAA
CAGCTTTACTATAA 
>AY043174 
GGGGTGGGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAAATGTAGTACCTATAATGGTAGTGATACCAACGATATGAGAAATTGCTCTTTCAATACAACTAC
AGAAATAAGGGACAAGAAACAGACAGTGTATGCACTTTTTTATAAACCTGATATAGTACCAATTAATGAGAGT
GAGTATATATTAATACATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTC
CTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACGGGACC
ATGCCAAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAAT
GGTAGCATAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTTAAAACAATAATAGTAC
ACCTTAATGAATCTATAGGAATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACC
AGGACAAGCATTCTATACAAATCACATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAAACAAGAA
TGGAACAAAACTTTAGAAGAGGTGAGAAAAAAATTGCAAGAACACTTCCCAAATAAAACAATAAAATTTAACT
CATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGAC
AAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTC
ATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGCAATAAATCTCAACAAGCTATTTGGGATAACATGA
CATGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACATAATATACCAGTTGCTTGAGGACTCGCAAAT
CCAGCAGGAACAGAATGAAAAAGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTAGCATA
ACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTG
CTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTCTATTAGTCTGCTTGATACC
CATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAATTAGTACTAAGATTTTGTAGAGCTATCCGC
AACATACCTACAAGAGTAAGACAGGGCTGTGAAGCAGCTTTGCTATAA 
>AY043175 
GTGGTGGGAAACTTGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTC
TATTCTGTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATG
GTGGATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAATTGTAAAAATGTAAATATAAGTGCAAATGCAAATGCTACTGCTACCCTCAATAGTAG
CATGAATGGAGAAATAAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAACAGAAAGTGTAT
GCACTTTTTTATAAACCTGATGTAGTACCACTTAATGGGGGAGAGCATAATGAGACAGGAGAGTATATATTAA
TAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAG
AAGAAGAGATAATAGTTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTTCACCTTAATAAATC
TGTAGAAATTAAGTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGTGAAATAATAGGAGACATAAGAGAAGCACATTGTAACATTAGTAGAGAAACATGGAACAGTA



CTTTAATACAGGTAAAGGAAAAATTAAGAGAACACTACAATAAGACATTAAAATTTGAACCATCCTCAGGAGG
GGATCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCGCCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTAGGGGATATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAGTAATTACACAAACACAATATTCAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGGTGTACTTGCTAT
AGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTAATCTGTTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATTGAAGTAATCCAGAGAATTTGTAGAGCTATCCGCTACATACCTACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>DQ411852 
GTGGCGGGGAACTCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCCTGTGTAAAGTTGACCCCACTCTGCG
TCACTTTAAATTGTGTCACCTACAATAATAGCATGAATAGTAGTGCCACCTACAATAATAGCATGAATGGAGA
AATAAAAAATTGCTCTTTCAATACAACCACAGAACTAAGAGATAAGAAACAGAAAGTGTATGCACTTTTTTAT
AGAACTGATGTAGTACCACTTAATAATAATAATAATAATAGTGAGTATATATTAATAAATTGCAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTACTGATAAGAAATTCAATGGGACAGGATCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGAGGAGATAATAATTA
AATCTGAAAATCTGACAGACAATATCAAAACAATAATAGTACAACTTAATCAATCTATAGGAATTAATTGTAC
AAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGTGACATA
ATAGGAGACATAAGACAAGCACACTGTAACATTAGTAGAAATCAATGGAACGAAACTTTAGAACAGGTAAAGA
AAAAATTAGGAGAACACTTCCATAATCAAACAAAAATAAAATTTGAACCACCCTCAGGAGGGGATCTAGAAAT
TACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGAATAACACGACATGGATGCAGTGGGAGAGAGAAAT
TAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAGAAAATGAAAAAGAT
TTATTAGCATTGGACAGGTGGCAAAATCTGTGGAATTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAA
TATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGT
TAGGGAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGCTTGATATCTCAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGACATAGTACTAAGAACTGGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGG
GCTTTGGAGCAACTTTGCTATAA 
>AY522722 
ATGATGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAAAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGACAGAGAAGTGCATAATGTCTGGGCTACACATTCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTAGTGATGTTAATGTTAATGCTACCAATAATAATAATACAACCAACAATAGTAGCATGAA
GGAAGAAATAGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGGAACAGCAGGTGTAT
GCACTTTTTTATAAACTTGATATAATGCCACTTGGGGAGAATAATGAGGGGAATAATAGTAAGTATATATTAA
TAAACTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCCAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGGAGCCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATTTGACAGACAATACCAAGACAATAATAATACACCTTAATGAATC
TATAGAAATTGAGTGTATAAGACCCAACAATAATACAAGGAAAAGCATAAGGATAGGACCAGGACAAGCATTT
TTTGCAAATAACATAATAGGAAACATAAGACAAGCACATTGTAACATTAATGGAACGGCATGGAACAAGACTT
TACAACAGGTAGGGAAAAAATTAGCAGAGCGCTTCCCTAATAAAACAATAAAATTTACAAAACACTCAGGAGG
GGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGTACCACTG
CTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAGACAGAGATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAGTTAGTAATTACACAAACATAATATACGGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAAA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGGCAAATCTGTGGAACTGGTTTGACATATCAAAATGGCTGT
GGTATATAAAAATCTTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATTTCATAGCAATAACA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGCACAAAACATTTTTAGAGCTATCTACAACATACCTAGAA
GAATAAGACAGGGCCTTGAAGCAGCTTTGCTATAA 
>AY522723 



GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATGGTTGTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCTGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAACGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTGAAGGTTAATGTTACCAGCAATAGTACTAATAGTGTTAATAGTACCATGGA
TGGAAAATTAGATGACATGGATAAAGACATGAAAAATTGCTCTTTCAATACAACCACAGAAATAACAGATAGG
AAAAAGAAAGAGTATGCACTTTTTTATAGCCTTGATATAGTACCACTTAATGAGAATAATGGCAACTCTAGTA
ATGGCAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCAC
TTTTGATCCAATTCCTCTACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGTGTAATAATAAGACATTC
AATGGGACGGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTATGCCAGTGGTATCAACTC
ATTTACTATTAAATGGTAGCCAAGCAGAAGAAGACATAATAATTAAATCTGAAAATATGACAGACAATGTCAA
AACAATAATAGTACATCTTAATGAAACTATAAAAATTGTGTGTACAAGACCCAGCAATAACACAAGACAAGGT
ATAGGGATAGGACCAGGACAAGCATTCTTTGCAACAACAAACATAATAGGAGACATAAGACAAGCACATTGTA
ACATTAGCGAAGAGAAATGGAATAAAACTTTACAAAGGGTAGCTGAAAAATTAAGAGAACACTACCCTGATAA
AAATATAATATTTGCACCACCTTCAGGAGGGGACCCACAAATTACAACACATAGCTTCAATTGTAGAGGAGAA
TTTAAGCAACTCCAGGCAAGAGTCCTGGAGGTAGAGAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATACAAATCTATCAGA
TATATTGGATAACATGACCTGGATTCAGTGGGATAGAGAAATTAGTAAATACACAAACATAATATACGAGCTG
CTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAGCCTGT
GGAGTTGGTTTAACATAACAAACTGGCTATGGTATATAAGAAGATTCATAATGATAGTAGGAGGCTTGATAGG
TCTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCT
ATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGTACAAAGAA
TTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AY522724 
GTAGGGGGAAACTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAAAGATGTTGCAAATGCTACCGTCAATAATACCTATGGAGAAGTAAAGGAATGCTCTTT
CAATGTAACCTCAGCACTAAGAGATAAGAAAGAAAATGTATCTGCATATTTTTATAAGCTTGATATAATACCA
CTTAATGAGAGCCAGAAGAACTCTAGTGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAAGCCT
GTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAA
TGATAATAAATTCAATGGGAGAGGACCATGCCTTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAATTACTATTAAATGGTAGTCTAGCAGAAGAAGAAGTAGTAATTAGATCTGAAAATCTGA
CAAATAATGCCAAAACAATAATAGTACAGCTTAGAAAACCTGTAGAGATTGTGTGTATGAGGCCCAGCAATAA
TACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTTTGCGACAGGAGACATCATAGGAGATATAAGA
AAAGCACATTGTAACATCAGTGAAGATAAATGGAATGAAACTCTACAAGAGGTAGGTGAAGAATTAGCAAAAC
ACTTCCCTAATAAAACAATAAAATTTGAATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAGGA
GAACAAATATTACAGATATTTGGAATAACATGACTTGGATGCAGTGGGATAGAGAAATTGATAATTACACAGA
CACAATATACAGGTTGCTTGAAGAATCGCAAAATCAGCAAGAGAAAAATGAACAAGATTTGCTAGCATTGGAC
AGTTGGAACAATTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATA
GAATTAGTACTAAGAATTGGTAGAGCTATCTGCCGCATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCAT
TACAATA 
>AY522725 
GTGATAGGGAACTTGTGGGTCACAGGCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACGGAC
CCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATC
AGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTTTGTGT
CACTTTAAACTGTACAGATGCAAAAAATGGTACTAATAATGATGATATCAGTGATAATAACATAAAAAATTGC
TCTTTCAATATAACCACAGAAATAAGAGATAAGAAACAGAAAGAATATGCACTTTTTTATAGACCTGATGTAG
TACCACTTAAGAAGAATAGCTCTGAGTATATATTAATAAATTGCAATACCTCAACCTTAACACAAGCCTGTCC
AAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAAT
AAGACATTCAATGGGACGGGACCATGCCATAATGTCAGCTCAGTACAATGTACACATGGGATTAAGCCAGTGG
TGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCAGAAAATCTGGCAGA
CAATGTCAAGACAATAATAGTCCACCTTAATAAATCTGTAGAAATTGTGTGTACCAGACCCAACAATAACACA
AGAAAAAGTATAAGGATAGGACCAGGACAGGTATTCTATGCACATAATAACATAATAGGAAACATAAGAGATG



CACATTGTAACATTAGTAGTAGTCTTTGGAACGAAACTTTAAACCAGGTAAAGGAAAAATTAGGAGAACACTA
CCCTGGGAAAAATATTTCATTTAGTCCAGCCTCAGGAGGGGATCTAGAAGTTACAACACATAGCTTTAATTGT
AGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGCTCCTAG
GGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCCAGTTGGAGTAATAAATC
TCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATA
TACAGATTGCTTGAAGACTCGCAAACCCAGCAGGAGAACAATGAAAAAGATTTATTGGCATTGGACAGTTGGA
AAAATCTGTGGAGTTGGTTTGACATAACACAATGGTTGTGGTATATAAGAATATTCATCATGATAGTAGGAGG
CTTAATAGGTTTGAGAATAATTATGGGTGTGCTTTCTATAGTGAAAAAAGTTAGGCAGGGATACTCACCTTTG
TCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAAACAA
TACAAATAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATA
A 
>AY522727 
GTGATGGGAAACTTGTGGGTCACAGTCTATATGGGGTACCTGTGTGGAAAGAGGCAAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGAAAAATGTAATAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAAGGTTACTGTTAATGGTACTGCCTCTAATAGTACTGCTACTAATGATACTGCTAC
TAATGGTACTAATACTGTTAATAGTACTGATGCCACGAAAACTAAGATTGGTAATAGTACTGATGACATGAAA
AAGTGCTTTTTCAATGTAACCACAGAAATAAGAGATAAGGAAAAGAAAGAGCATGCACTTTTTTATAAACTTG
ATATAGTACCACTCGGTAACTCTAGTAGGAACAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGC
CATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCG
ATTCTAAAGTGTAATGATGAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACAC
ATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGACAATAATTAG
GTCTGAAAATCTGACAGAAAATACCAAAATAATAATAGTACAGCTTAATAGGTCTGTAGAAATTAATTGTACA
AGACCCGGCAATAATACAAGAACAAGTATAAGGATAGGACCAGGACAATCATTCTATGCAACAGGTGAAATAA
TAGGAGACATAAGACAAGCACATTGTAACATCAGTGCAAAGAAATGGAATGAAACTTTACAAGAGGTAGGGAA
GAAACTACAAGAACACTTTGAAAATAAAACAATAATATTTGCAAACTCCTCAGGAGGGGACCTAGAAATTACA
ACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAA
AGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTC
CAGTTGGAGTAATAATAGGACTCATGACTATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAGTT
AATGATTACACAGACACAATATACAGGTTGCTTGAAAAATCACAAAACCAGCAGGAGGAAAATGAAAAGGATT
TATTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAAT
ATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTTTCTTTAGTGAATAGAGTT
AGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCTGAAGGAA
CAGATAGGATTATAGAATTCATACAAAGCATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGG
ATTTGAAACAGCTTTGCTATAA 
>AY522729 
AATGTAAAGGGGAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCTTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTAACTTTAAATTGTATAAATGCTACTGTTAATACTACTTACAATGAAATGAAAAATTGCTCTTTCAATGT
AACCACAGAATTAAGAGATAAGAAAACACAAGAAAGGGCACTCTTTTATAGGCTTGATATAGTACAACTTGAC
AACTCTAGTGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTG
ATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGG
AACAGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACTCAACTA
CTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGGCAGACAATGCCAAAACAA
TAATAGTACATCTTAATGAATCTGTAGAGATTAAGTGTATAAGAACCGGCAATAATACAAGAAAAAGTGTGAG
AATAGGACCAGGACAATCATTCTTTGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATT
AGTGAATCTAAATGGAACAAAACTTTAGAACAGGTAACAAAAAAACTAGCAGAACACTTCAATAATAAAACAA
TAAAATTTCAACAATCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATGTGGGGCTGC
TCTGGAAAAATCATTTGCCCCACCGCTGTGCCTTGGAACACTAGTTGGAGTAATAGATCTCAAGAGGATATTT
GGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACATAGTATACAGATTGCTTGA
AGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTGTGGAGT
TGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAA
GAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAG
TCTATATGATACCATAGCCATATCAGTAGCTGAAGGAACAGATAGGATTATAGAACTGATACAAAGCATTTGT
AGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTATA 
>AY522730 



GTGTTGGGGGACGAGTGGGTCACTGTTTATCTATGGGGTACCTGTGTAGGAGAGAAGCAAAAACTACTCTATT
TTAGTGCATCAGATGCTAAAGCATATGAAAAAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTGGTCTTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTG
GATCAGATGCATGAGAATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAGAATGTAGGAATGTTACTACTAATGGTACTACTAATGCTACTACTAATGCTACCATGGGTGG
AGAAATGAAAAAAGAAATGAAAAATTGCTCCTCCAATATGACCACAGAACTCACACATAAGGAGAAGAAAATG
TATGCTCTTTTTTATATACTTGATATAGTACCACTTAATGGGAATCAAAACAACTCTAGTGAGTATAGATTAA
TAAACTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGTCTAGCAG
AAGAAGACATAATAATTAGATCTGAAAATCTGNCAAACAATGCTAAAATAATAATAGTACACCTTAATGAATC
TATAGAAATTGTGTGTGTAAGGCCCGGCAATAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAACAGAAATGGAACGAAA
CTTTACAAAGGGTAGGGAAAAAATTAAAAGAACACTTCCCTAATAAAACAATAAGATTTAACCAATCCTCAGG
AGGGGATCTAGAGATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGAAAAAGCATCTGCACCA
CTGCTGTGCCTTGGAACATTACTTGGAGTAATAAATCTCTTGATGAGATTTGGAATAACATGACTTGGATGCA
GTGGGATAGAGAAATTAGCAATTACACACACACAATATACAAGTTGCTTGAAGAATCACAAAACCAGCAGGAA
CAAAATGAAAAAGAGTTATTAGCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATA
ACAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCGCAACATACCTA
GAAGAGTAAGACAGGGCTTTGAAACAGCTTTGTTATAA 
>AY522736 
GGGGATAACTTGTGGGTCACTGTATACTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCTGTG
CCTCAGATGCTAAGGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGTATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCGTGTGTAAAGTTAACCCCACTCTGTGTCA
CTTTAATCTGTGCCAATGCTAATTGTACCAATGCTAATGTTACCAATGCTAATGTTACCAGTGCTAATGTTAC
CAATAGCATAGGAAAAGACATGAAAAATTGCTCTTTTAATACAACCACAGAATTAAGAGATAAAAAACAGAAT
GTGTATGCACTTTTTTATAGAAGTGATATAGAACCACTTGATGGGAGTAATAACAACTCCACTAATTCCACTG
AGTATATTTTAATAAATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCACCTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGTGTAATGATAAGACATTTAATGGAACAGGACCA
TGCAATAATGTTAGCACAGTACAATGTACACATGGAATCAAACCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGTCTAGCAGAAGAGGAGATAGTCATTAGATCTAAAAATCTGACAGACAATGCCCAAACAATAATAGTACA
ACTTAATAAATCTATAGAAATTAACTGCACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAGCATTCTTTGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAAGGC
AGTGGAATGAAACTTTACAAAAGGTAAGGAATAAATTAAAAGAATATTTCCCTAATACAACAAACTTTCTTCC
ATCCTCCCGAGGGGGCCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAACAACAGTTGGAGTAATAAATCTCAAGAAGAGATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAAGTTGCTTGAAGAATCGCAAATC
CAGCAGGAAAAAAATGAAAAAGAGTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATAT
CAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCAGTTTGATGCC
ATAGCAATAGCAGTAGCTGAAGCAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCAGAC
GCGACAGAATAAGACGGGGCTTGGAAGCAGCTTTGCAATAA 
>KU168308 
GTGATGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGACAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAACTGTAGTTACAATAAGACCTTAGAAGATGAAGGAATGAAAAATTGCTCTTTCAATGCAACCAC
AGAACTAAGAGATAAGAAAAAGCATGAATATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGGGAAT
TCCAGTTCCAGTGAGTATAGATTAATAAATTGCAATACCTCAACCATAACCCAAGCCTGTCCAAAGGTCTCTT
TTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAA
TGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAA
CTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGGTCTGAAAATATAACAAACAATGCCAAAA
TAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCAAACAATAATACAAGAAAAAGTAT
GAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATACTGTACC



ATTAGTGAACAGAAATGGAATAAGACTTTACAAAGGGTAAGTAAAAAATTAAAAGAACACTTCCCTAATAGGA
CAATAAAATTTCAACCATCCTCAGGAGGGGACTTAGAAATCACAACACATAGCTTTAATTGTAGAGGAGAGTT
TAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAATAGTTGGAGTAACAAATCTCAAAATGATA
TTTGGGAAAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAACTACACAGGTATAATATACAACTTGCT
TGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAGGATTTACTAGCATTAGACAGTTGGAAAAACCTGTGG
AATTGGTTTGGCATAACACAGTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTT
TAAGAATAATTTTTGCTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTAT
TAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATTGAAGTAATACAAAGAATT
TGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGTTTTGCTATAA 
>AF411966 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGATAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTACATTGTGCAGATGTAGAAAATAGCACGAATAGCATGAATGATAGCATGAGTAGAGAAATGAGAAA
CTGCTCTTTCAAGACAACCACAGAAATAAGAGATAAGCAACAGAACACGTATGCACTGTTTTATAAACCTGAT
GTAGTACCACTTAAGAGCTCTAGTAATTCTAGTGAGTATATATTAATACATTGCAACTCCTCAACTATAACAC
AAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTGCAATGTACACATGGAATT
AAGCCAGTAGTATCAACTCAACTACTGCTAAATGGGAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAA
ATCTGACAAACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGCAATTGTGTGTACAAGACCCGG
CAGTAACAAACAAAGAATAAGGAATATAAGGATAGGACCAGGACGAGCATTCCATACAAATGGCGTAATAGGA
GACATAAGAAAAGCATATTGTAACATTAGTAATAATCATTGGAACAAAACTTTAGAACAGGTAAAGAAAAAAT
TAGGAGAACACTTCCTTAATAAAACAATAGAATTTAAATCACCCTCAGGAGGGGACATAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTT
GGAGTAATAAATCTAAAACAGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CACAGACACAATATACCGGTTGCTTGAAGTCTCGCAGAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCA
TTGGACAAGTGGAACAGTCTGTGGAGTTGGTTTAACATAACACATTGGCTGTGGTATATAAAAATATTCATCA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTCGCTATCAGTCTAATTGATACCCTAGCAATAGTAGTAGCTGAAGGAACAGATAGG
ATTATAGAAGTAACACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>GU216805 
GGAGTGGGAAACTCGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGACAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAGAGCATATGACACAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATATGGTTGCAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTTCAGATGTTCCTATTAATAATACCCGCCATAACGAAAGCATGACGGGAGGAAACATGAC
GGAAGAGATCATGAAGGGAGGAAACATGACGGGAGAAAGCATGAACATGACGGGAGAGATAAAAAATTGCACT
TTCAATACAACCACAGAAATAAGAGATAGGAGACAGAAAGCATATGCCCTTTTTTATAGACCTGATGTAGTAC
CACTTAAGGAGAATAACTCTACTTATATATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAA
GGTCACCTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTACAGTGTAATAATAAA
ACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTAT
CAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAGATAA
TGCCAAAACAATAATAGTACACCTTAATGAATCTATAGAAATTACGTGTATAAGGCCTAACAATAATACAAGA
AAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAAATGAGATAATAGGAGACATAAGGCAAGCAT
ATTGTAAAATTAATGGGACAAAATGGAACATAACTCTAGAAAGGGTAAAGGAGAAATTAAATAAACACTTTAA
TAAAACAATACTGTTTAGCAACCACTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAACTGTAGAGGA
GAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTT
GGGGCTGCTCTGGAAAACTCATCTGCAACACTGATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCACAAGA
CTATATTTGGAAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTCAGTATACAGGCTCAATATACAAG
CTGCTTGAAGACTCGCAAAGCCAGCAGGAGCAAAATGAACAAGATTTGTTAGCATTGGACAGTTGGAAAAACT
TGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAATTTTTGGTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTT
GCCATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGATTTAATACAAA
GAATTTATAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ625593 



GTGAAGGGGAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGAGGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTGCTAACATAAGTAGAGAAAACAATACCATGTATATGCATGAAGAAATGAGAAATTGCTC
TTTCAATATAACCACAGAAATAAGAGATAAGAAAAAACAAGAATATGCGCTTTTCTATAAACTAGATACAGTA
GAACTTAATAAGAATTCCAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCTTGTCCAA
AAGTCAGTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAA
GACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTA
TCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACA
ATGGCAAAATAATAATAGTACATCTTAATGAATCTGTAGGAATTATGTGTACAAGACCCCCAAATAATACAAT
AAAAAGTATGAGGATAGGACCAGGACAAACATTCTACGCAACAGGACAAATAATAGGAGATATAAGACAGGCA
TATTGTAATATTAATGAAGAGAAGTGGAATCAAACTTTACAAAGGATAAGTGAAAAATTAAAAGAGCACTTCC
CTAATAAAACAATAAGATTTAATCCATCCTCAGGAGGGGATCTAGAAATTGTAACACACAGTTTTAATTGTGG
AGGAGAATTTAAGCAGCTCCAGGCGAGAGTCTTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
GTCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGCTGGAGTAATAAAACTT
ATAATGATATTTGGGGGAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATA
CAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAAAAATGAACAAGATTTACTAGCTTTGAGCAACTGGGAT
AATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCT
TAATAGGGTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
ATTTGCTATTAGTCTATTTGATAGCTTGGCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGTA
CTAGTAATTTGTAGAGCTATCTATAATATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HQ625570 
GTGGTGGGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGACGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAGCAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCCAAAAATTGTACAGATAACACTTCAAATGGTACAAGTATAAATGGCACTTC
AAATAGTACAAATGTCACTCCAAATTGTACAGATGTAACCAGTATGAAAAATTGCTCTTTCAATACAACCACA
GAAATAAGAGATAGGCAACAGAAAGCATATGCACTTTTTTATAGATCTGATGTAGTGTCACTTAATGGGGATA
GTAATAGTACTGAGTATGTATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGTCCAAAAGTCACTTT
TGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAAT
GGGACAGGACCATGCACTAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAAC
TACTGTTAAATGGTAGCCTAGCAGAAGATGATATAATAATTAGATCTGAGAACCTGACAAACAATGCCAAAAT
AATAATAGTACACTTTAATAAATCTGTAGAAATTAATTGTACAAGACCAAACAACAATACAAGAACAAGTATA
AGGATAGGACCAGGACAAACATTCTATGCAACAGACATAATAGGGAACATAAGACAAGCACATTGTACCATTA
ATAAAACAGATTGGAACAAAACTTTAGAGAGGGTGAAGGAGAAATTAAAAGGATACTTCCCTAATAAAACAAT
AACCTTTAATTCATCCTCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATATCAGTTGGAGTAATAAATCTCAAAATGATATTTG
GGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAGTACAATATACAGGTTGCTTGAA
GAATCGCAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGGACAGTCTGTGGAATT
GGTTTAGAATAACAAAATGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAATTTTAGGTGTGCTCTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAAT
TTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGATTTATTGAGATAATACAAGGAATTTGTA
GAGCTATCCTCAACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ625595 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTACATTGTATAAATGCCACTTTAAACTATACAAACACCCTAAACATCACTGATAAGGAAGAACTAAA
AAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAAAAGGAAGGAATATGCACTTTTTTATAGGCTT
GATATAGTACAACTTGATACAAATGCCAGTAAGAATGATACAAATGCCAATAAGACTGATAATGCCAGTAGTG
AGTATAGACTAATAAATTGTAACTCCTCAACTGTAACACAAGCCTGTCCAAAGGTATCCTTTGATCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCA
TGCAGTAATGTCAGCACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTATCAGAAGAAGGGATAATAATTAGGTCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACA
ACTTAATGAATCTGTAGCAATTGTATGCACAAGGCCTAACAATAATACAAGAAGAAGTATAAGGATAGGACCA
GGACAAGCATTTTATGCAACAGGAGACATAATAGGAAACATAAGACAAGCATATTGTAGCATTAATGAAACAG



CCTGGAATAAAACTTTAAAAATGGTAGGTGAGAAATTAAAAGAACGCTTCAATAAAACAATAAGCTTTAAACC
ACCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAGTCTTATAGAGAGATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTGATAATTACACATACACAATATACCAACTGCTTGAAGACTCACAAAGC
CAGCAGGAACAGAATGAAAAGGAATTATTAGCCTTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAT
CACATTGGCTATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGTCTGTTTGATACC
GTAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTCTAGAAGTATTACTAAGAATTGGTAGAGCTATCTATC
AGATACCAACAAGAATAAGACGGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ625590 
GTGGGGGGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGACATGGTGGAT
CAGATGCAGGAGGATATAATTAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGCACAAATTTAAATTGCACGAATGGTATGTTACAGTGCACAAATGCCAGTGACACGGAGGC
AATGAGAAATTGTTCTTTCAATATAACCACAGAACTAAGAGATAAGAAACAACAAGTGTATTCACTTTTTTAT
AAACTTGATATAGTACAACTTGGTAGTGAGAGCACTTATAGATTAATAAATTGTAATACCTCAGCCATAACAC
AAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATGATAAGGAATTCAATGGGACGGGACCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAACGGTAGCCTAGCAGAAGAGGAGATAATCATTAGATCTGAAA
ATCTGACAAACAATGCCAAAACAATAATTGTATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAATCAT
TCTATGCAGTAGGACAAGCATATTGTAACATTAATGAAACAAAATGGATTAACATGTTACAAAGGGTAAGTAA
AAAATTAGTAGAACTTGTTAATAAAACAATAACATTTAAGTCATCCTCAGGAGGGGACTTAGAAATTACAACG
CATAGCTTTAATTGTGGGGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGG
ATCAACAACTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAG
TTGGAGTAATAAATCTCAAGAAGATATTTGGTATAACATGACCTGGATGGAGTGGGATAGAGAAATTAGTAAT
TACTCAGAAACAATATATAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAG
CATTGGACAGTTGGGGAAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCAT
AATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCGGTACTCTCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCTTTGTCGTTTGCCATTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATA
GGATTATAGAATTAATACAAAGAAGTTGTAGAGCTATTCGTAACATACCTACAAGAATAAGACAGGGCTTTGA
AGCAGCTTTGCTATAA 
>HQ625589 
GGAGTGGGAAACAGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATGGATTTACCAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAAATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAATAATGTTACCAGTAGTAGCATCCTCAATAATAACAACATAGCTAACATCAATAA
CATAACTGAAGAAATGAGAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAAAACAAAGAGTAT
GCACTCTTTTATAAACTTGATATAGTACCACTTAGTGATAATACTAGTAAGAAAGAACCTGAGGAATATAGAT
TAATAAATTGTAATACCTCGACCTTAACACAGAGCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAGATAAGACATTCAATGGGACAGGACCATGTAATAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGACATAATAATTAGCTCTGAAAACCTGACAGACAATGCTAAAACAATCATAGTACATCTTAATGA
ATCCATAAACATTGTATGTACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACA
TTCTATGCAACAAATGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAATGAATGGGAGA
ACGCTTTACAACGAGTAGGTAAAAAATTAGAAGAACACTTCCCTAATAGAAATATAAGCTTTAAACCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGACTC
CTGGCTGTAGAAAGATACCTGCAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCCCAAGATGAGATTTGGAAAAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAGTAACTACACATACACAATATATAATTTACTTGAAAAATCACAAATCCAGCAG
GAACAAAATGAAAAAGATTTATTAGCATTGGACAAATGGACGGCTCTGTGGAGTTGGTTTGACATATCAAAGT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCT
ATCTATAATAAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTGGCTATCAGTCTGCTTGATACTATAGCA
ATAGCAATAGCTGAGGGAACAGATAGGATTATAGAATTTATACAAAGAATCTGTAGGGCTATCCGCAACGTAC
CTAGAAGAATAAGACAGGGTGCTGAAGCAGCTTTGCTATAA 
>HQ625572 
GTGGTAGGAAACCAGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCGTATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA



CCCCAGTCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCAGTGATATCATCATTGAGAAGAATAGTAGTATTACAATTGATAATAGGACCAGGGAGGA
AATAAAAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGACAAAAAACAGAAAGCGTATGCACTTTTTTAT
AGACTTGATATAGTACAAATGCATGAAAAGGAGGGCAACTCTAGCAATGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCTTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGGACAGGGCCATGCAATAAAGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAA
TAATTAGATCTGAAAATCTGACACACAGTGGCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGA
GTGTATAAGACCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAGCATTCCATGCAACAGGA
GAGATAATAGGAGACATAAGACAAGCATATTGTAAAATTAATAGGACAGCCTGGGAGGAAACTTTAAGAAGGG
TAAGTAAAAAATTAGGAGAACACTTCCCAAATAAAACAATAAAATTTGCAAATTCCTCAGGGGGAGACCTAGA
AGTTACAACACATAGCTTTAACTGTAGAGGAGAATTCAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGA
TACTTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTT
GGAACACCAGTTGGAGTAATAAATCTCTAGACGAAATTTGGAAGAACATGACCTGGATGGAGTGGGATAAAGA
AATTAGTAATTACACAGAGGAAATATACAGAATACTTGAAGTCTCGCAAAACCAGCAGGAACAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAGCAATCTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGATTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAAGTAGTACAAAGAATTGGTAGAGCTATCCTCAACATACCTAGAAGAGTAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAG 
>HQ625566 
GGGAAGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAACTAAGGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATCATCAGTATATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATTATAATAATACCAGTAATAGTACTGTTAATACTACCAGTAATAGTACTGCTAA
TACTACCAGTAATAGTACTGTTAGTAATGGTACTGTTGATATGAGGAAAGAAATAAAAAATTGCTCTTTTGAT
ATAACCACAGAAATAAGAGATAAGAAAAAGAGAGAGTATGCACTTTTTTATAGACCTGATGTAGTACCACTTA
ATAGCAGTGCTAATGAGTATATATTAATAAATTGCAATACCTCAACCCTAACACAAGCCTGTCCAAAGGTCTC
TTTTGACCCGATTCCTATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAGTGTAATGATAATAAATTC
AATGGAATAGGACCATGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTC
AACTGCTGTTAAATGGTAGCCTAGTAGAAGGGGAGATAATGATTAGATCTGAAAATCTGACAGACAATGCCAA
AACAATAATAGTACACCTTAATGAGTCTATATCAATTGTGTGTACGAGGCCCAGTAATAATACAAGAAAGAGT
ATAAGAATAGGACCAGGACAAGCATTCTATGCAACAAATGCCATAATAGGAGATATAAGAGAAGCACATTGTA
ACATTACTGGATGGAACAAAACTTTAGATAAGGTAAAGAAGAAGTTAGCAGAACACTTCCCTAATGCAAAAAC
AATAAAATTTGCACCACACTCAGGAGGAGACCTAGAAGTTATAACACATAGCTTTAATTGTAGAGGAGAATTC
AAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTGCTGTGCCGTGGAACTCCAGTTGGAATAATAAATCTCAGGAAGAAAT
TTGGGGAAACATGACTTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACATAATATACACACTGCTT
GAAGACTCGCAAAACCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGA
GTTGGTTTGCAATATCAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTATCGTTGGCTATT
AATTTGCTTGATACCATAGCAGTAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGTACAAAGATTTT
TTAGAGGTATCTACAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ625573 
GGGAATGGCTTGTGGGTTACAGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGACAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAGTGGTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGATCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAGAATTAACCCCACTCTGTGTCA
CTTTAAATTGTACAAATGTAAATGTAACTGTCTTCAATAGGAGCATGGATAGAGGAATGGAGGGAGAAATGAA
AAATTGCTCTTTCAATATAACCTCAGAATTAAGAGATAAGAAAAAGACAGAAAGGGCAATTTTTAATACACTC
GATATAGTGCCACTTAATAGTAGTAGTAATAACAGCCAATATAGATTAATAAGTTGTAATACCTCAGTCATAA
AACAAGCCTGTCCAAAAATTTCGTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAACAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGGAGTCTAGCAGAAGAGATAATAATTAGATCCGAAA
ATCTGACAAACAATGCCAAAACAATAATAGTACAGCTTAAAAAATCTATAGAGATTGTGTGTGTAAGACCTGC
CAATAATACAAGGAAAAGTGTGGGAATAGGACCAGGACAAACAATCTATGCAACAGGAGAGATAATAGGAGAT
ATAAGACAAGCACATTGTAACATTAGTAGAAGAAACTGGAATAACACTCTACAAGAGGTAGGTAAAAAATTAA
GAGAACACTTCCCTAATAAAACAATAAAATTTGAACCACACGCAGGAGGGGACCTAGAAATTAAAACACATAG



CTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAAGATCAA
CAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGA
GTAATAAAACAAAAGATGAGATTTGGGATAATATGACTTGGATGCAGTGGGATAGGGAAATTAGTAATTACAC
AGACATAATATACACATTGCTTGAAGTCTCGCAAGACCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTG
AACAGTTGGAATAATCTGTGGAATTGGTTCAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTGGCTATTAATCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATC
ATACAAGGCATACAAAACTTTTGTAGAGGTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCGG
CTTTGCAATAA 
>HQ625587 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGATGCAAAAACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATAAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGCAAATGCTACTGTTACCTATAATGATAGCATGGTTGAAGAAATAAAAAATTGCTCTTT
CAATACAACCACAGAAATAAGAGATAAGAAACAGAGAGCGTATGCACTTTTTTATAAACCTGATGTAGTACAG
ATTAATGGAAATTCTAGTGAGTATATACTAATAAATTGCAACACCTCAACCATAACACAAGCCTGTCCAAAGG
TCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTGTAATAATAAAAC
ATTCAATGGGACAGGGCCATGCCATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCA
ACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGATCTGAGAATCTAACAGACAATA
AGAAAATAATAATAGTACACCTCAATGAGTCTGTGGACATTAAGTGTATAAGACCCAACAATAATACGAGAAA
AAGTATAAGGATAGGACCGGGACAAGCATTCTATGCAACAGGTGACATAATAGGAAACATAAGACAAGCACAT
TGTAACATTAGTGAAAGAAGATGGAATACAACCTTAGAACGGGTAAAGAAAAAATTAGAGAGACACTTTAATA
AAACAATAACATTTGCACCATCCTCAGGAGGGGACCCAGAAGTTACAGCACATAGTTTTAATTGTAGAGGAGA
ATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGTCTTTGG
GGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTGAAAGAG
ATATTTGGGATAACATGACCTGGATGCAGTGGGAGAAAGAAATTAGTAATTACACAGTCTCAATATACAAACT
ACTTGAGGACTCGCAAAACCAGCAGGAAGAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAACTCTG
TGGAGTTGGTTTGACATATCAAATTGGTTGTGGTATATAAGACTATTCATCATAATAGTAGGAGGCTTAATAG
GTTTAAGAATAATTTTTGTTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGC
TGTTAGTCTGCTTGATACCTTAGCAATAGCAGTAGCTGAAAGAACAGATAGGATTATTGAAGTATTACAAAGA
ATTGGTAGAGCTATCTGCAACATACCTAGAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ625574 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGCGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAGCTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTCTAAATTGTACAAATGTAAATGTAAATGATACAAAAGTTAATGCTACCGGTAATGTTAATGCTACCGG
TAATGTTAATGATAGCATGAGGGAGGAAATGAGAAATTGCTCTTTCAATATAACCACAGAAATAAGGGATAGG
CAACAGAGAGCGTATGCACTTTTTTATAGACCTGATATAGTACCCCTGAGTAAGAACTCTAGTGAGTATATAT
TAATAAACTGCAATACCTCAACCATAACACAGGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAGGACAAGAAATTCAATGGGACAGGACCATGCAAAAAT
ATCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGCCTAG
CAGAAGAGGAGATAATAATTAGATCTGAAAATTTGACAGACAATATCAAAACAATAATAGTACACTTTAATCA
ATCTGTAGAAATTGAGTGTACAAGACCCGGCAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAGCC
TTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAACG
CAACTTTACAACAGGTAAAGAAAAAATTAGGAGAACACTATAATAAAACAATAGAATTAATACAATTTGCACC
TCCCTCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAACTGTAGAGGGGAATTTAAGCAGCTCCAGACA
AGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGAGATTTGGGAGAACATGAC
TTGGATGCAGTGGGATAGAGAAATTAGAAATTACTCAAACACAATATACATGTTGCTTGAAGACTCGCAAAAC
CAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAATAGCCTGTGGAGTTGGTTTAACATAT
CACAGTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGATTAAGAATAATTTTTTG
CGTGCTATCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGCTAGATATTAGTCTGCTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATTGAGGTAATACAAACAATCTATAGAGCTATCT
GCAACATACCTACAAGAATAAGACAGGGCATTGAAGCAGCTTTGCTATAA 
>HQ625586 
GGGAACTTGTGGGTCACAGTATATTATGGGGTACCAGTATGGAAAGAAGCAAAAGCTCCTCTATTTTGTGCAT
CAGATGCTAAAGCATATGAAAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGACCCCAA
CCCACAAGAAGTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGACCAGATG



CACAAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTACAAATGTCAATGTTACCAATAATGTTACCACTACTGAGGACCATAATACCCTGAATGTTACCAA
TAAGGAAGAAATTATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAAAAAGAAGGAGTAT
GCACTCTTTTATAGACTTGATATAGTACCACTTGGGGAAAGTAATTCCAGTGAGTATAGATTAATAAATTGTA
ATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAGTGGAGTAGGGCCATGCACTAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAGGAAGAGG
TAGTAATTAGATCTGAAAATCTGACAAATAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTACAAAT
TACGTGTACAAGGCTAAACAATAATACAAGGAAGAGTATAAGGATAGGACCAGGACAAACATTCTACGCAACA
GGAGGCATAATAGGAGATATCAGAAAAGCACATTGTAACATTATTAGAGCAGACTGGAATAGAACTTTAAACA
ATGTAACGAAAAAAATTAGAAGAAAATTCAATAAAACAATATTATTTGCATCATCCTCAGGAGGGGACCCAGA
AATTACAACACATAGCTTTAACTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGACAAACTTATCTGCCCCACTGCTGTGCCTT
GGAACAGTAGTTGGAGTAATAAATCTCTAGATGATATTTGGAAAAACATGACTTGGATGCAGTGGGATAGAGA
AATTAGCAATTACACAAACACAATATACCAGATACTTGAAGACTCGCAAAGCCAGCAGGAAAAGAATGAAAAG
GATTTACTAGCATTGGACAGTTGGAAAAACCTGTGGACTTGGTTTGACATATCACATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTGTGCTGTGCTCTCTTTAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAA
GGAACAGATAGAATTATAGAAGTAGCACAAAGAATTTGTAGAGCTATCCGCAATATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTACAATAA 
>HQ625575 
GTGGGAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTGTTCT
GTGCATCAGATGCTAAAGGGTATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAATCTGTG
TAACTTTAGAATGTAGAAATGTTACTAATAAGGCTAATAATGTTACCACCATTAATGGTACCCTGAAGGAAGA
CATAAAAAACTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAAAGAGAAAGCATATGCACTTTTTTAT
AGACTTGATATAGAACCAATTCCTGGGAGTAATGAGAATAATAATAATAGTCAATATATATTAGTAAATTGTA
ATACCTCAGCTATAGCACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCCCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCATAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGTTGTTGAATGGTAGCCTGGCAGAAGAAGATA
TAATAATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGTGTGCATGAGACCCGGCAATAATACAATAAAAAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCAACA
GGAGACATAATAGGAGACATAAGACAAGCACATTGCAACATTAGTAACTGGAATAGAACTTTAGAAAGGGTAA
GGAAAAAATTAGAGGAACACTTCCCTAATAAAACAATACAATTTGAACCCCCTGTTAAAGGAGGGGATCTAGA
AATTACAACACATAGCTTCAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTCAAAAAGCCATTTGGGACAACATGACTTGGATGCAGTGGGATGAAGA
AATTAATAATTACACAGTAGAAATATACAAGTTACTTGAAGAATCGCAAAACCAGCAGGAACAAAATGAAAAA
GATTTATTAGCATTAGACAAATGGAACAATTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCCATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCTTAATATACCTACAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTACTATAA 
>HQ625585 
GTGGTGGGGAACTTGTGGGTTACAGTCTATTATGGAGTACCTGTATGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGTATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGACAATGACATGGTGGAT
CAGATGCATGAAGATATAGTCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACAAATAATGTAACTGTTAGTAATGCTACCGATACTAATAATACAGTTATTGGTAATAA
TACTATCAGGGAAGAAATGAGAAATTGCTCTTTCAATGTAACCGGAGAACTAAGAGATAAGAAACAGAATGTA
TATGCACTCTTTTATAAACTTGATGTAGTACCACTTAATAAAAACTCTAGTGAGTATAGATTAATAAATTGTA
ATACCTCAGCCATATCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCAGAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGA
TAATAATCAGATCTAAAAATCTGTCAGACAATGCCAGAACAATAATAGTACATCTTAATGAATCTGTAAATAT
TGTATGTACAAGACCCGGCAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGACATAAGACAAGCACACTGTAACATTAGTAGAAAAGACTGGAATAAAACTTTAGAAA
GGGTAAGGGAAAGATTAAGAGAACAGTTCAACAAAACAATAAAATTTAACCAATCCTCAGGAGGGGACCTAGA
AATAACAACACATACCTTCAATTGTAGAGGAGAGTTTAAGCAACTCCAGGCAAGAGTCCTGGCTATAGAAAGA



TACCTAAAGGATCAACAGCTCCTAAGCCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTT
GGAACTCCAGTTGGAGTAATAAATCTAAAAACGAGATTTGGGAGAACATGACCTGGATGCAATGGGAGAAGGA
AATTAGTAATTACACAGGAACAATATACAGGTTGCTTGAGGACTCGCAAACCCAGCAGGAACAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAACCTGTGGAACTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTGTTAGCCTGCTTGATACCATAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTATAGAGTTTGCACAAAGAATTTGTAGAGCTATCTATAACTTACCTAGAAGAATAAGAC
AGGGCTTCGAAGCAGCTTTGCTATAA 
>HQ625576 
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCTTATTCTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATGGTTTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAATATGTAGCAATGTTACTAAGGAGAATGGTACCAATAATGCCATGAATGAACATGTTCTTAATGATAATGT
TGCCAATGATACCATGAATGAAGTAAGAAATTGTTCTTTCAATACAACCACAGAACTGAGAGATAAGACAACG
AAAGAGTTTGCACTTTTTTATAGAATTGATATAGTACCACTTAATAATGGCAGAAACTCTAGTAACTCTAGTG
AGTATAGGTTAATAAATTGTAACAGCTCAACCGTGACACAAGCCTGCCCAAAGGTCTCTTTTGACCCAATTCC
TATACATTATTGTACTCCAGCTGGGTATGCGATTCTAAAGTGTAATAGTAAGACATTCAATGGGATAGGACCA
TGCGATAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGAAGATGTAATAATTAAATCTGAAAATCTGACAAACAATTTCAAAACAATAATAGTACA
ACTTGATGAACCTGTAGAAATTGTGTGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAGCATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTAAAGGAA
ATTGGACTAGAACTCTACAAAGAGTAGGTAAAAAATTAAGCGAACGCTTCTCTAATGGAAGCGTAAAATTTGA
GCCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCTTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGCAATAAAACTGTAGAAGATATTTGGGACAACAT
GACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAA
ACCCAGCAGGAGCAAAATGAACAGGATTTATTGGCATTGGACAAGTGGCAAAATCTGTTTAATTGGTTTAGCA
TATCACATTGGCTGTGGTATATAAGAATGTTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTT
TGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTAGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATTCAAAGATTCTGTAGAGCTATCC
TACATATACCTACAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ625584 
GTAATGGGGGAAGAGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACACTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCACAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAGGTCTCAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAGATAAAGTAGTTAATGCTACCAGGAATGACACAGCAGTTAATGCTACTAGTAGTGG
TAATGCTACCTACGATAGTAACATGCAAGGAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAATAATA
GATAAGAAACAGAAAGCTTATGCACTTTTTTATAGAACTGATATAGTACCACTTAAGAAAAATAGCTCTGAGT
ATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAGGTGTAATAATAAGACATTCAATGGGACAGGACCATGC
AATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTA
GCCTAGCAGAAGGGGAGATAATAATTAGATCTAAAAATTTGGCAGACAATACCAAAACAATAATAGTCCATCT
TAATGAATCTGTAGCAATTAACTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAGGCATTCTATGCAACAAATGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGCGAAGAGAAAT
GGAACACAACTTTAGAAAGGGTAAGGAAAAAATTAGAGGAACACTTCCCTAATAAAACAATAAATTTTACACA
ACACGCAGGAGGGGATCTAGAAATTGTAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTACCTTGGAACTCCAGTTGGAGCAATAAATCTCAAGCAGACATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAAC
CAGCAGGAGAAAAATGAAAAAGATTTATTGGCATTGGACAATTGGAAAAACTTGTGGAATTGGTTTAGCATAA
CAAATTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTAG
TGTACTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATCAATCTGCTTGATACT
GTAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATTGGAGTAATACAAGGCATTTGTAGAGCTTTCCTCA
ACTTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ625565 
GTAGGAGGGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT



CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAACTGTACAAATGTCACTGTTACCTCCAATACTACAAGTGGAAATAGTGCAAGTGCTATCCTCAA
TATTACAGAAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAAAAAGAGTGCATAT
GCACTTTTTTATAGGCTTGACATAGTACCACTAAACAAATCTGAGGGCAGCCCTGGGGAATATAGATTAATAA
GTTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGAGCCAATTCCTATACATTATTGTGC
TCCAGCTGGATTTGCGATTCTAAAATGTAATAGTGCTACATTCAATGGAACAGGACCATGCACTAATGTCAGC
ACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAA
AAGAGGTAGTAATCAAATCTGAAAATCTAACAAAAAATGCTAAAATAATAATAGTGCAGCTTAATAAATCTGT
AAAAATCGTGTGTACAAGGCCCGGCAATAATACAAGAACAAGTGTAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAGATATAAGGCAAGCACATTGTACCATTAATGGAACGGAATGGAATAATACTT
TACAAGAGGTAGGCAAAAAATTAGCAGAACATTTCCCCAATAAAAATATAAAGTTTGCACAACATGCAGGAGG
GGACCCAGAAATTACAACACATAGCTTTAATTGTCAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTT
CTGTGCCTTGGAACACCAGTTGGAGTAATAGAACAGATATTTGGGATAACCTGACTTGGATGCAGTGGGATAG
AGAAATTAATAATTACACACAGACAATATACACATTGCTTGAAGAAGCGCAAATCCAGCAAGAAAAAAATGAA
AAAGATTTACTAGCATTGGACAGTTGGAACAGCTTGTGGAGTTGGTTTAGCATAACTAAGTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGATCTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACTATAGCAATAACAGTAGCT
GAGGGAACAGATAGAATTATAGAATTAGTACAAAGAATTTGTAGAGCTATCTGCAACATACCTACAAGAATAA
GACAGGGCTTGGAAGCAGCATTGCAATAA 
>HQ625583 
GGGGTGGGGGACTTATGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTGAATTGTACCAATGTAACTAATACCAATGCTACCACAACTAGTGCCCCAAATGCTACCATAAATAG
TAGCATAATTGAAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAGAAAGCTAGAA
TATGCAACTTTTTATAATCTTGATATAGTACAACTTGGTGAGAATTCCAGTGAGTATAGATTAGTAAAGTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTTTTGTGCTCCAGC
TGGTTTTGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGTAAGAATGTTAGCACTGTA
CAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGGAGTCTAGCAGAAAAAGAGA
TAATAATTAGATCTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCAGTAGAAAT
AATGTGTACAAGGCCCAACAATAATACACTCAAAAGTGTGAGGATAGGACCAGGACAAGCATTCTTTACAACA
GGAAGCATAATAGGAGATATAAGAAAAGCATATTGTACCATTAATGAAAGTAAATGGCATCAAGCGTTATACA
GAGTAAGTGAAAAATTAAACAAATACTTCCCTAATAAGACAATAAATTTTACTTCACCAGCAGGAGGGGACTT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCTTGGCTCTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCTTGG
CTTGGAACACTAGTTGGAGTAATAAGTCTAAAGAGGAAATTTGGGACAACATGACTTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACAGACATAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAAGAAAAAAATGAA
GAAGACTTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAATCTGTTTGATACCATAGCAATAGCTGTAGCT
GAGGGAACAGATAGAATTTTAGAATTGATACAAAGAATTTGTAGAGCCATCCGCAACGGACCCAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ625578 
GTAGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCTTCAGACGCTAAAGCATATGAGAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTATGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTGAAGTTGACTCCACTCTGTG
TCACCTTAAACTGTACAGAACTTAAAAATACAACCAATGCAAACATCAGTAGTAACATGAGGGAAGAAGTAAA
AAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGCAAAAGAAGGAATATGCACTTTTTTATAGGCTT
GATATAGTACCACTTAATGGGGAGAATAATACTGGGGAGACTAACAATAACAGTGAGTATAGATTGATAAATT
GTAACACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATCCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAATAGGACCATGCAATAATGTTAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGTCTAGCAAAAGACA
TAGTAATTAGATCTGAAAATCTGACAAACAATATCAAGACAATAATAGTACATCTTAACACCTCTGTAGAAAT
TGTGTGTACAAGGCCTAACAATAATACAAGGAAAAGTGTGAGGATAGGGCCAGGACAAGCATTCTATGCGACA
GGAGAAATAATAGGAAATATAAGACAAGCACATTGTAATATTACTGAAAGTAAATGGAACAACACTTTACAGC
AGGTAGCAGAAAAATTAAGAGAACGCTTCCCTAATAAAACAATACAGTTTAACTCATCCTCAGGAGGGGACCC
AGAAGTTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAA



AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTCATGAGGATATTTGGGATAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGCAATTACACAAACACAATATACAATTTGCTTGAAGAATCACAGAACCAGCAGGAAAGAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGGATTGGTTTACCATATCAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGTTACTCACCTTTGTCATTTGCAATTAGTCTGCTGGATACCATAGCAATAGCAGTAGCT
GAGGGGACAGATAGAATTATAAAATTAGTACTAAGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAATAA
GACAAGGCTTTGAAGCAGCGTTATTGCCA 
>HQ625594 
GTGTTAGGGAACTTGTGGGTTACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACCTTATTCT
GTGCCTCAGATGCTAAAGCATATGAAAAGGAAGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCGCCCCACAAGAAATAGTTATGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATAATATGGTGGAT
CAGATGCATGAGGATATAATCGATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTAGTAATGTTAGTAATAGTACTAATAATAGTAGTAATATTACCATGGATCCTAACATGAA
GGGAGAGATAAAAAATTGTTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGCAGGAATATGCACTG
TTTTATAGAACTGATGTAATACCACTTGATGACCAACATAATGACACCCAACGTAATGGCAATTACAGTGAAT
ATAGATTGATAAATTGTAATTCCTCAACTGTAACACAAGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGACACATTCAATGGAACAGGACCATGC
AGGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGTA
GCCTAGCAAAAGATGATATAATAATTAGATCTAAAAATTTGTCAAACAATGCTGACACAATAATAGTACATCT
TAATGAATCTGTGATAATTACGTGTGTAAGACCCAACAATAATACAAGGAGAAGTGTGAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCATATTGCAACATTAATAAAAGTGATT
GGAACAGAGCTTTACAAAGGGTAGGAGAAAAATTAAGAGGACACTTCATCAATAAAACAATAATTTTTAATCA
ATCCTCAGGAGGGGATCTAGAAGTTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTCTAGAAAGATATCTAAGGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGATGTGCCTTGGAACTCCACTTGGAGTAACAAATCTCAGAAAGAGATTTGGGAAAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGAAACAATATACACATTGCTTGAAAAATCGCAAACC
CAGCAGGAACAGAATGAAAAAGATTTATTGGCATTGGACAAGTGGCAAGGTCTGTGGAATTGGTTTAACATAT
CAAATTGGCTGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGC
TGTGCTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACT
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTCCTACAAAGAATTTGTAGAGCTATCCTTA
ACATACCAAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGCAATAA 
>HQ625579 
GTGGTGGGGAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCAAGAAGCAAAGACTACTCTATTTT
GTGCATCAGATGCTAAAGCTTATGAAAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTGGTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAATTGTACTAATGTTAATGTTACCAATAATGCCACCTATTCATTTGATAATACCTCCATCTCGGC
CAAGGAGGAAATGAAAAATTGCTCTTTCAATGTAACCACAGAACTGAGAGATAAAAGACGGAATGTGTATTCA
CTTTTTTATAAACTTGATATAGTACCACTTGGAAATGATAGCTCTAGTGATAACTATAGTGATTATAGGTTAA
TAAGTTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAATACATTCAATGGGACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTGAATGGAAGCCTAGCAG
AAAAAGAAATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAGATAATCATAGTACATCTTAATGATTC
TGTACCAATTGTGTGTGCAAGACCCAACAATAACACAAGAAATAGTGTAAGGATAGGACCAGGACAAGTATTC
TATACAACAGACATAATAGGAGACATTAGACAAGCACATTGTAACATTAGTAAGGATGCATGGAATAAAACTT
TACAAAGGGTAGGCAAAAAATTAAAAGAATATTTCCCTAACAAAACAATACACTTTACACAACCCTCAGGAGG
GGACCTAGAGATTACAACACATAGCTTTAATTGTATGGGAGAATTCAAACAACTCCAGGCAAGAGTCCTGGCT
GTTGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTA
ATGTACCTTGGAACATCAGTTGGAGTAATAGAACTAAAGAGGAGATTTGGGGTAACATGACCTGGATGCAATG
GGATAGGGAAGTTGGTAATTACACAGATATAATATACAGATTACTTGAAGAATCGCAGTACCAACAGGAACGG
AATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAGCTTGTGGAGCTGGTTTGACATATCAAATTGGCTAT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGCCTGATAGATACCATAGCAATAGTA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACTTAGACTTTGTAGAGCTATTTACAACATACCTACTA
GAATAAGACAGGGCTTAGAAGCATCTTTGCTATAA 
>HQ625567 
GTAGGGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGACTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT



CAGATGCATGAGGATATCATTAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAGATGTGGAAACGTCAATGTAACAAATGGCACTTTAACAGGTGGAAACATCAAGGAAGAAGTAAA
AAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAAAAGGAGTGCATTTGCACTTTTTTATAAGCTT
GATGTAGTACCACTTGAGGGCAACTCTAGTGAGGGCAACTCTAGTGAGTATAGATTGATAAATTGTAATACCT
CAACCATAACACAGGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTGAAATGTAATAATAATACATTCAAGGGGAAAGGACCATGCACTAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCGGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAAAAGAAGAGATAGTAA
TTAGATCTGAAAATCTGACAGATAATGGCAAAACAATAATAGTACAGTTTCAAGACCCTGTAGAAATTGTGTG
TACAAGGCCCAGCAATAATACAAGGACAAGTGTGAGGATAGGACCAGGACAAATGTTTTATGCAACAGGAAAC
ATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTGAAACAAAGTGGAATAACACTCTACAAAAGGTAG
GAAAAAAATTAAGAGAACACTTCCCTAATAAAACAATAATGTTTGAACCATCTTCAGGAGGGGACTTAGAAAT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTCAGGCAGATATTTGGAAGAACATGACGTGGATGCAGTGGGATAGAGAAAT
TAATAATTACACAGAAACAATATACAACTTGCTTGAAGAATCGCAAAACCAGCAAGAAAAAAATGAAAAAGAT
TTACTAGCATTGGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAACAAAATGGTTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGATCTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGTTATTAGTCTGTTTGATACCCTAGCAATAACAGTAGCTGAAGGA
ACAGATAGAATTATAGAATTAGTACAAAGGCTTTGTAGAGCTATCCGCAACATACCTAGAAGATTGAGACAGG
GCTTTGAAGCAGCGTTGCTATAA 
>KC894134 
GGGGTAGAGAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCTTATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAGGAAATGGTTTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGTTAATGTTACCAGTAATGGTACTGCCTACAATGATACCACGGGTGGGGAAATAAGAAA
TTGCTCTTTCAATACAACCACAGAAATAAGAGATAGGAGACAGCAAACATATGCACTTTTTTATAGACCAGAT
ATAGTGCCACTTGGAAATAGTACTGAATATATATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTC
CAAAGGTCACCTTTGACCCAATTCCTATACATTATTGTGCTCCCGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGGACAGGACCGTGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTCTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATATAACAA
ACAATATCAAAACAATAATAGTCCACCTTAATGAATCTGTGGAAATTGTGTGTACAAGACCTAATAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAAACATACGAAAA
GCATATTGTGACATTAGTAAAAGTAATTGGACCACAACTTTAGATAAGGTAAAGAAAAAATTAAAAGAACACT
TCCATAATAAAAACATAACCTTTCAACCATCCTCAGGAGGGGACCTGGAAATTACAACACATAGTTTTAATTG
TCAAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGACTTTGGGGCTGCTCTGGAAAACTCGTCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGTAATAAAT
CTAAAACAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGATACAAT
ATACAAGCTACTTGAGAAATCGCAAAGCCAGCAGGAGGAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AACAATTTGTGGAATTGGTTTGATATAACAAAGTGGTTGTGGTATATAAAAATATTCATCATGATAGTAGGAG
GCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTATTAGTTTGCTTGATTTCCTAGCAATAAGAGTAGCTGAAGGAACAGATAGGATTATTAGAGTA
CTACAAGGAATTTGTAGAGCTATCTACAACACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTAT
AA 
>HQ625592 
GTGATGGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCAGTATGGGAAGAAGCAAAAACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGTGGTAATGCTACCGTCAATGGTACTATAAATGAAGAAATGAAAAATTGCTCTTTCAATAT
AACCACAGAACTAAAAGATAAGAAAAAGAATGAATATGCACTTTTTTATAAACTTGATCTAGTATCACTTAAG
GAAAATAAAAAATCTGATAAGTATAGATTAATAAATTGTAACACCTCAGCAGTCAAACAAGCCTGTCCAAAGG
TCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAGTGTAATGATAAGAC
ATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAGCCTGACAAACAGTG
TCAAAACAATAATAGTAAATCTTGACAAACCTGTAGAAATTATGTGTACAAGACCCGGCAATAATACAAGGAA
AAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACAT
TGTAACATTAGTGAAGGGGAATGGAACCAGACTTTACAAAGGGTAGGAGAAAAATTAGCAGAACGCTTTAACA
ACAAAAGCATACACTTTGAACCATCCTCAGGAGGGGATCTAGAAATTACAATGCATAGCTTTAATTGTAGAGG
AGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT



TGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAG
CAGATATTTGGAATAACATGACTTGGATGCAGTGGGATAAAGAAATTAGCAATTACACAAACACAATATACAG
GTTACTTGAAGAATCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAAT
TTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGA
TAGGACTAAGAATAATTTTTACCATACTCTCTCTGGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTT
AGCTATTAGTCTACTTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGAATTATAGAAGTAGCACAA
AGAATTTGTAGAGCTATCTATAACATACCTAGAAGAATAAGACAGGGCTTTGAAGTAGCTTTGCTATAA 
>HQ625571 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGACAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGACTTGGAAAATGTAACAGAAGATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGAGGTACAAAATAGCACCACTAATAGCACTAGCTCTAATCAGACCATTCGGACCAT
AGATAAGGACATGAGGGGAGAAATACAAAATTGCTCTTTCAGTGTAACCACTGAACTAAGAGATAAGGAGAAA
AGAGTACATGCACTTTTTTATAAAATTGATATAGTACCACTTCAGAATGGTAGCAACAACACAGAATATAGAT
TAATAAATTGTAATACCTCAGCCATAAAACAAGCCTGTCCAAAAGTCTCTTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAGATGAGACATTCAATGGAACAGGACCATGCCATAAT
GTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGGAGAGATAATAATTAGATCTAAAAATCTGACAGACAATACAAAAACAATAATAGTACATCTTAATGA
ATCTATAGAAATTAACTGTGTAAGGCCCGGCAACAATACAAGACAAAGTATAGGGATAGGACCAGGACGAGCA
TTCTATGCAAGAGGAGACATAATAGGAGACATAAGACAGGCACATTGTAATATTAGTGAAAAAACCTGGAATG
AAGCTTTACAAAGGGTAGGTAAAAAATTAAGAGAACACTTCCCTAATAAAACAATAATGTTTAGACCACACTC
AGGAGGGGACCCAGAAATCACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTGTAGATGAAATTTGGAATAACATGACCTGGAT
GCAGTGGGAGAAAGAAATTGATAATTACACAGACATAATATACAAGTTGCTTGAAAAATCGCAAAACCAACAG
GAAATAAATGAAAAGGACTTATTGGCATTGGACAGCTGGAATAATCTATGGAATTGGTTTAACATATCAAATT
GGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAGAAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGTCTGCTTGATACCATAGCA
ATAGCAGTAGGTGCAGGAACAGATAGGATTATAGAAGTAATACAAAGTATTTGGAGAGCTATCCGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU939100 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAGCCCGCAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATATGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGCGATGCTAATACTACCCGTACTGGTAATACTACCACAGCCCCTAACACATCTTCCAT
AGCCACACCTATCGCACCTGGAGAAATAAAAAATTGCTCTTTCAATATAACCACAGAAGTAAGAGATAGGAAA
AAGAAAGAGTATGCACTTTTTTATAAACTTGATGTAGTACCACTTAGTAATGACAGCTCTAGTAATGACAGCT
CTAGTGAGTATAGATTAATAAATTGCAATTCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGGACA
GGGCCATGCAAAAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAAATCAGAAAATATAACAAACAATGCCAAAACAATAAT
AGTACATCTTAAAAAACCTGTAGGAATTAACTGTACAAGACCCGGTAATAACACAAGAAAAGGTATAGGGATA
GGACCAGGACAAACATTCTATACAAATGACGTAATAGGAGACATAAGACAAGCACATTGTACCATTAATGAAA
CAGAGTGGAACAACACTATACAAGAGGTAAGGGAAAAATTAAAGAAATACTTCCCTGATAAAAAAATAAACTT
TCAACCACACTCAGGAGGGGATCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGAAATTTGGGAGAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGATTGCTTGAAGTCTCG
CAAAACCAGCAGGAGGAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATTTATGGAATTGGTTTG
ACATATCAAAATGGCTGTGGTATATACAGATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTGAGAATAAT
TTTTGCTGTGATTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGTCTGTAT
GATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATCATAGAATTTGTACAAAGAATTGGTAGAGCTA
TCTACCACATACCTAGAAGAATAAGACAGGGCTTTGAAATAGCTTTGCGATAA 
>HM036825 
GGAAGGGAGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG



TCACTTTAAACTGTGGACATAATATCAGCAATGTCACCTATACTATCAACAATGTCACCTACAATGATACCTT
AAAAGGAGACATGAAAAATTGCTCTTTCAATGTAACCACAGAAGTAAGGGATAAGAAAAAGAAGGAATATGCA
CTTTTTTATAGGCTTGATATAACACCTCTTGATGAAAAGTCCAATGTTAGTGAGTATAGACTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCTAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACTGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGATA
TAATAATTAGATCTGAAAATATAACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGAGTGCGTAAGGCCTGGCAATAATACAAGACAAAGTGTGAGGATAGGACCTGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGATCCAAGAGCAGCACATTGTAACATTACTGAAGCACAATGGAATAAAACACTATACA
TGGTAAGTGAAAAATTAAAAGAACACTTCCCTGATGCAGCAAACATAACATTTAAAAATCACTCAGGAGGGGA
TTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACACATCTGCACCACTGCCG
TGCCTTGGAACACCAGTTGGAGTAATAAAACTTACAAGGGAATTTGGGATAACATGACATGGATGCAGTGGGA
TAAAGAAATTAGTAACTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAATCAGCAGGAAGAAAAT
GAAAAAGAGTTACTAGAATTGGACAAATGGAACAATCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTTTAGT
AAATAGAGTCAGGCAGGGATACTCACCTTTGTCATTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCTATCTACCACATACCTACAAGAA
TAAGACAGGGCTTGGAAGCAGCTTTGC 
>KY229391 
ATGGAGAAGTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTTTGTG
CATCAGATGCTAAAGCATATGAGAGAGAGATACATAATGTCTGGGCTACACACGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTAGTTTTAAGAAACGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAATGTTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTCTAAACTGTACAGATTGTATTAAGAATTGTACAAATAATAATTACACAAGTAGTAATAATGCCAGTATAGG
AGGAGGAGGAGAAGTAAAAAATTGCTCTTTCAATGCAACCACAGAAATACAAGGCAGGAAAAAGAAAGAGCAT
GCACTTTTTTATAGACTTGATATAGTACCACTTCAGGAGAACTCTAGTGAGTATAGATTAATAAACTGTAATA
CCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAGGAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTTGCAGAAGAAAAAATAA
TAATTAGATCTGAAAATCTGACAAATAATGTCAAAACAATAATAGTCCATCTTAATGAATCTGTACAAATTGT
GTGTATAAGACCCAGCAATAATACAAGGAGAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGA
GATATAACAGGAGACATAAGAAAAGCACATTGTAACATTAGTGAAAGCCTATGGAATAAAACTTTACAAAGAG
TAGCTAAAAAATTAATGGAACACTTCCCTAATAAAAATATAAGCTTTAAACCACACTCAGGAGGAGACCCAGA
AGTTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTT
GGGACAGCAGTTGGAGTAATAAATCTCAAGGAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAGTAACTACACAGGCACAATATACACATTGCTTGAGGAATCGCAAATACAGCAGGAGAAAAATGAAAAG
GAGTTATTAGCATTGGATAAGTGGACAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATCA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGGATAGTTTTTACTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTAATACCATAGCAATAGCAGTAGCTGAG
GGAACAGATAGGATTATAGCAGTAATACAAGGAACTGGTAGAGCTATCTGGAGCATACCTAGAAGAATAAGAC
AGGGTTTTGAAGCAGCTTTGCAATAA 
>AB254142 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAATTGTTAAGGCTACCAATGCTACCAATGCTAACAAGACTACCAGTAATAACAAGAC
TACCAGTACTAACAGTAGCTGTAATGCTACCAAGGATACCAGTAGTGATAATAATATGTACACTTGTCATAAT
GATACTTACAAGAATGAACTAATGACAAATTGCGCTTTCAATGTAACTGAAGACTTACAAGATAAGAAAAAGT
TAGTGTCTGCATATTTTTATAGAAGTGATGTAGTACCACTTAATGGAAAGGCAAATGAATCTGGTGAGTACAG
ATTAATAAGTTGTAATGCCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACAT
TATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATA
ATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCT
ATCAGAAGGAGAGATAATAATTAGATCTGAAAATATATCAGACAATGTCAAAACAATAATAGTACATCTTAAT
GAATCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAA
CATTCTTTGCAACAGGAGACATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTGAAGAAAAATGGAA
TAAAACTCTACAGGGGGTAGTTAAGAAATTAAGAGAACACTTCCCTAATAAAACCATAATATTTAACTCATCC
TCAGGGGGGGACCTAGAAATTACAACACATAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAG



TCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTG
CACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTCTAAAAGGTATTTGGGAAAACATGACCTGG
ATGCAGTGGGATAGAGAAATTGATAATTACACATACACAATATATCAGTTGCTTGAAGAATCGCAAACCCAGC
AGGAACGAAACGAAAAAGATTTATTAGCATTGAGCAAGTGGGACAGTCTGTGGAACTGGTTTAGCATAACAAA
TTGGCTGTGGTATATAAAAATATTTATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTG
CTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATCAGTCTGCTTGATACCATAG
CAATAGTAGTAGCAGAAGGAACAGATAGGATTATAGAATTAATACAAGGGCTTTGTAGAGCTATCCTCAACAT
ACCTAGAAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>AB254149 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGAATTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACGAATGTTACTGTTACCAGTGATAATAATGTTACCAGTAATGCTAATAATGTTACCAG
TGATGCTAGGGATGATCTCAGAAATTGCTCTTTCAATATGACCACAGAATTAAGAGATAAGAGAAAGAATGTA
TATGCACTTTTTTATAAACTTGATATAGTACCAATTGAGGGAGGGAATTCCAGTGAGGGAGGGAATTACAGTG
AATATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCA
TGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACA
TCTTAATGAATCTGTGGAGATTGTGTGTGAGAGACCTAACAATAATACAAGAACAAGTGTGAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAGGCATATTGTAACATCAGTGAAAGTA
AATGGAATAAAACTTTACAAAGGGTAAGTGAAAAATTAAAAGAACTCTTCTCTAATAAAACAATAAAATTTGA
ACCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCTTGGAATAATAGTTGGAGTAATAAATCTTACAAGGACATTTGGGACAACAT
GACCTGGATGCAGTGGGAGAGAGAAATTGATAACTACACAGACACAATATACAAGTTGCTTGAGATTTCGCAA
ATCCAGCAGGAAGCAAGTGAAAAAGATTTACTAGCATTGGACAGGTGGAATAATCTGTGGAGTTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTT
TGCTATGCTCTCTCTAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTCGCTATTAGTCTGCTTGAT
ACCATAGCAATAGCAACAGCTGAGGGAACAGATAGGATTATAGAGATCATACAAAGAATTTGTAGAGCTATCT
TACATATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>AB254153 
GTGGGGGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAACGTTAACCCCACTCTGTG
TCACTTTATATTGTAGTAATGTTAATAATACCAGTAGTAATGTTAATAGTACCAGTAGTAATGTTAATAGTAC
CAGTAATGGTAATGATACCACCCAGGAGGGCATAGAAGAGATAAAAAATTGCTCTTTCAATGCAACCACAGAA
ATAAAAGATAAGCACCGGAAAGAGCATGCACTTTTTTATAGACTAGACATAGTGCCAATTAGTAATAACACCT
ATAGGTTAATAAATTGTAATACCTCAGCCATAAAACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGT
AATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTCCTGTTAAATGGTA
GCCTAGCAGAAGGAGACATGATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCT
TAAGGAAGCTGTAAAAATTGTGTGTACAAGACCCAACAATAATACAAGAAGAAGTATAAGGATAGGACCAGGA
CAAGTATTCTATGCAACAACAGACATAATAGGAGACATAAGACAAGCACATTGTAAGATTAGAAGAGATCAAT
GGAATAAAACTTTACAAGGAGTAAGGGAAAAATTAGGAAAACACTTCAACAAAAGTATTATATTTGCACCACA
TTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTATGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAATAAATCTAGAGAATATATTTGGGACAACATGACCTG
GATGCAGTGGGACAAAGAAATTAGTAATTACACAGAAACCATATACAGGTTGCTTGAAGACTCACAAAACCAG
CAGGAGAAAAATGAAAAGGAGTTATTAGAATTGGACAGGTGGAACAATCTGTGGAGTTGGTTTAGCATAACAA
ATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGATTGATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTTTATTTGATACTGTA
GCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGCTATCTGCAACA
TACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY229251 
GGGGTGGGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACGCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGGGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT



CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAGAGCCATGTGTAAAGTTGACCCCACTTTGTG
TCACTTTAAATTGTACAAAAGTTAATATTAATAGTACAAAAGTTACTGGTAGTAGTGAGAAGGCCAACATAAC
AGAAGAAATGAAAAATTGCACGTTCAATATAACCACAGAAATAGTAGATAAGAAACAGAAAGTTCATGCACTT
TTTTATAGACTTGATATAGTACCACTCGAGAATAATGGCAAATCTGAGAAGAGTGATAGCAACTATAGTAAGT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAACAATTCATTCAATGGAACAGGACCATGC
CAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGGAGATAAGATAATAATTAGATCTGAAAATCTGACAGACAATTTCAAAACAATAATAGTACA
TCTTAATGAATCTGTAGCAATTGAGTGTATAAGGCCCAGCAATAATACAAGAAAAAGTATAGGGATAGGACCA
GGAAGAGCATTCTATGCAACAGGGGACATAACAGGAGACATAAGACAAGCATATTGTAATATTAGTGGGAATA
AATGGAATGAAACTTTACAAAGGGTAGGGAAGAAATTAGCAGAACAATTCCCTAATAAAACAATAGTATTTGC
ACCATCCTCAGGAGGGGATCTAGAAATTACAACACATACCTTCAACTGTAAAGGAGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAAC
TCATCTGCACCACTGCCGTGTCTTGGAACTCCAGTTGAAGTAATAAATCTCACGAAGATATTTGGAATAACAT
GACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAA
AGCCAGCAGGAACAAAATGAAAAGGACTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGATA
TAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTT
TGCTGTGCTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGAT
ACCATAGCAATAGCAGTGGCTGAAGGAACAGATAGGATTATAGAAGGAATACAAAACCTTTGTGGAGCCATCC
GCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HM036760 
GTGATGGGGAACGGATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAACTTTAATATGTGGGAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGAACAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGCAATGCTAATGTTACCTGGAGCGCTATCTACAATAATAGCATGAAGGGAGAAATAAA
AAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAAGAGGAGGAAAGAATATGCACTTTTTTATACACTT
GATATAGTAAAGCTTAATGGGGGTCAGAACAATAGTGAGTATAGATTAATAAATTGTAACACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAACAATAAGACATTCAATGGAAAAGGACCATGCAATAATGTAAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTGTTGTTAAATGGTAGTCTAGCAGAACAAGGGGTAATAATTAGATCTA
AAAATTTGGCAGACAATGCCAAAATAATAATAGTACAGCTTCAAAAACCTGTAGAAATTAATTGTACAAGGCC
CAACAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGGCATAATAGGA
AACATAAGACAAGCACATTGTAACATTAGCAAAGGGCAATGGACTGAAGCTTTACAAAAGGTAGGTAAAAAAT
TACTAGAACACTTCCCTAATAAAACAACAATAAACTTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGCGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGATA
GTTGGAGTAATAAAACTCAAAAAGAGATTTGGAATAATATGACCTGGATGGAGTGGGATAGAGAAGTTAGTAA
CTACACAGGCATAATATACAGGTTGCTTGAGGAATCACAAAACCAGCAGGAAGAAAATGAAAGAGATTTACTA
GCATTGAACAGTTGGGACAACCTATGGAATTGGTTTGACATATCACAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGACTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCATTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGAATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATCATCAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>KY229414 
GTGTGGGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATATAATCAGTTTATGGGAGCAAAGTCTAAAACCATGTGTAAAGTTGACTCCACTCTGTG
CCACTTTAAATTGTAGTGATGCTACCATGAATAGTACTGTGGATATGAAGGGAGAAATAAAAAATTGCTCTTT
CAATGTAACCACTGAATTAAGAGATAAAAGAAAGAATGAATATGCGCTTTTTTATAAACTTGATGTAGTACCA
CTTAATGAGAATAGCAATTCCAGTAATTTCAGTGAATATAGATTAATAAATTGTAACACCTCAGCAGTAACAC
AAGCCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATACAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAGTAATTAGATCTGAAA
ACCTGACAAACAATGCTAAAACAATAATAGTACACCTTAATGAGTCTGTAGAAATTATGTGTACAAGACCCGG
CAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGAT
ATAAGACAGGCACATTGCAACATTAGTCAAAGTAAATGGAATAGAACCTTAGAAAGGGTAAGAAGAAAATTAA
AAGAACACTTCCCTAATAAAACTATAGACTTTGCACCCTCCTCAGGAGGGGACCCAGAAATTGCAACACATAG
CTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAA



CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGA
GTAATAAATCTGTAGAGGACATTTGGAATAATATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACAC
GGAAGCAATATACAGATTGCTTGAAGTCTCGCAAAACCAGCAGGAACAAAATGAAAAAGATTTACTAGCATTG
GACAGTTGGCAAAGTCTGTGGACTTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGTTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAGAAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTGGCTATTAGTCTGCTTGATACCACAGCAATAATAGTAGCTGAGGGAACAGATAGGATT
ATAGAATTAGTACAAAGAATTTGTAGGGCTATACACAACATACCTGTAAGAATAAGGCAGGGCTTTGAAGCAG
CTTTGCAATAA 
>KY229678 
GGGGGGGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACACCACTCTGTG
TCACTTTAAACTGTAGTAATAATGTTGCCAAAAACAGTACTAATAATGCTACCACTACTAGTACTGTGCCTAC
TAATAAAACCAGTAATAGTACTGTGAGCCCTAATGATAACATGAATGGAGAAATAAAAAATTGCTCTTTCAAT
GTAACCACAGAACTAAGAGATAAGACAAGGAAGGACTATGCACTTTTTTATAGACTTGATTTAGAACCACTTA
GTGAGGAGAATAACATTTCCAATGGGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAGGCCTGTCC
AAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAAT
GAGACATTTAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAACACAAGGGGTAGTAATTAGATCTAAAAATATAACAGA
CAATGCCAAAATAATAATAGTACAGCTTAAAGAACCTGTAGAAATTGTGTGTACAAGGCCCAACAATAATACA
AGGAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCACCAGGAGACATAATAGGAGATATAAGACAAG
CATATTGTAACATTAGTGAAGAGAAATGGAATAATACTTTACAACAGGTAGGTGACAAATTACGAGAATATTT
CCCTGGTAAAACAATAGAATTTAAAAACCACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGT
AGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCGTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATC
TGAAAAAGAAATTTGGGATAACATGACTTGGATGCAGTGGGATAGGGAAATTAATAATTACACAAACACAATA
TATAGATTGCTTGAAGACTCGCAAAACCAGCAGGACAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGGA
AAAATCTGTGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATATAAGGATATTTATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTA
TCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGAGAACAGATATAATTCTAGAATTAA
TACAAAGAATTGGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCATTGATATA
A 
>KY229337 
GTAGTAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGATGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTATATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTGGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACATATGTAGATGAGACCAAATATGAAGAAAATGAAACCTTTAGCTACAACAGAACTAA
AATATATGAAGAAGTAAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGCGTAAGCAAGTACAT
GCACTTTTTTATAAAATTGATATAGTACCACTTGAGGAATCTAGCACTAATAGTACTAATAGTACTGGCAACT
ATAGTGATTATAGATTAATAAATTGTAATACCGCAGCCATAAAACAAGCCTGTCCAAAGGTCACTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGGCA
GGACCATGTCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGGGGAGATAATAATTAGATCTGAAAATATGACAGACAATGTCAAAACAATAAT
AGTGCATTTTAATGAATCTGTAAAAATTAACTGTACAAGACCCGGCAATAATACAAGACAAAGTATAAGGATA
GGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGCA
AAGCTCAATGGAATAAAACTCTACAAAGGGTAAAAGACAAATTAGGAGGATACTTCCCTCATAAAAATATAAC
CTTTAAATCACCCTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTTTGGGGATGCTCTG
GAAAATTCATCTGCACCACCACTGTGCCTTGGAACTCCAGTTGGAGTAGTAATAAAACTGAAGAAGATATCTG
GGGTAACATGACCTGGATGCAGTGGGATAGAGAAATCAACAATTACACAGACATAATATACAAGTTGCTAGAA
GACTCGCAAAGCCAGCAGGAAAAGAATGAAAAAGATCTATTAGCATTGGACGAGTGGAACAATCTGTGGAATT
GGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGT
CTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAAGAATTGGTA
GAGCTATCTATAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY229352 
GTAGTAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAAAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAACTGGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAATTGCACAAATGCAAATGAGACCCAATATGTAAATAAAACCTTTAATAGTGATATTAACCACAA
AAATATTAGTATATATGAAGAAGTAAGAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGCATAAG
CAAGTGTATGCACTTTTTTATAGAATTGATATAGTACCACTTGAGGGCAAACCTAAATCTAGCACTAACAGTA
CTAACAGCTCTAGTAACAACTCTAGTGTTAACAACTCTAGTGACAAATATAGTGAGTATAGATTAATAAATTG
TAATACCTCAGCCATAAAACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCA
GCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGTCAGAATGTCAGCACAG
TACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGGGA
GATAATGATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTACATCTTAATGAATCTGTACCC
ATTGTGTGTACAAGACCCGGCAATAATACAAGACAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAA
CAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGCGAAGCTCAATGGAATAAAACTTTACA
AGGGGTAAAAGAAAAACTAGGAAAATACTTCCCTAATAAAACTATAAACTTTACATCACCCTCAGGAGGGGAC
TTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAG
AAAGATACCTAAAGGATCAACAGCTCCTAAGCCTTTGGGGCTGCTCTGGAAAATTCATCTGCACCACTGCTGT
GCCTTGGAACACCAGTTGGAGTAATAAAAATAAAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGAT
AGAGAAATCAATAATTACACAGAAACAATATACAAATTGCTTGAAGACTCGCAAAGCCAGCAGGAACAAAATG
AAAAAGATTTATTAGCATTGGACAAGTGGAATAATCTGTGGAATTGGTTTGATATATCAAAATGGCTGTGGTA
TATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGCTTTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAG
CTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCTATAACATACCTAGAAGAAT
AAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY229356 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAGAGAGAGGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACTACTACTGTTAAGAATAATACCAGTAGGGGTAAAGATAACAACAACAA
CTATAATAGCACAACTAGCACAACTGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAACTAAGAGAT
AAGAGACAGAAAGTGACTGCACTTTTTTATAGACTTGATATAGTACCACTTAATGATAATAATGCCAGTTTTA
GAGAGTATAGATTACTAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTAACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGA
CCATGCAATAATGTCAGCACAGTGCAGTGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTATTAA
ATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAGACAATACCAAAACAATCATAGT
ACATCTTAATAAATCTATAGCAATTGAGTGTGTAAGACCCAACAATAATACAAGAAGGAGTGTAAGGATAGGA
CCAGGACAAGCATTCTATGCAACAGGCGACATAGTAGGAGACATAAGACAAGCATATTGTAACATTAGTAGAG
AAAATTGGGAGAAAGCTTTACACAATGTAAGTAAAAAATTAAAAGAACACTTCAATGCAACAGTAATAGAATT
TGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCCTGGCTATAGGAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTAGGAGAAATTTGGGATAA
CATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAGACACAATATACAGACTGCTTGAAGTCTCG
CAAAACCAGCAGGAGAAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTG
ACATATCAAATTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGGTTGAGAATAAT
TTTTGCTGTGCTTTCCATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTT
GATACTGTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATACATACAAAGATTTTGTAGAACTA
TCCTTAACATACCTAGAAGAGTAAGACAGGGTTTAGAAACAGCTTTGCTATAA 
>KY229374 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTACATCAGATGCTAAAGCATATGAGAGAGAGGTGCACAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAATGATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACTGTTAAGAATGATACCAGTAAGAGTAATGCTAACTACTATAATAGCAC
AACTGAAGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAAGATACAGAAAATGTATGCA
CTTTTTTATAGACTTGATATAGTACCACTTGATAGAGATACTGGCAACTTTAGTGATTATAGATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCCATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCAAGAATGTCAGCACA
GTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTACTATTAAATGGTAGCCTAGCAGAAAAAG
AGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGA
AATTGTGTGTATAAGACCCGGCAATAATACAAGAAGAAGTGTAAGGATAGGACCAGGACAAGCATTCTATACA
ACAGGAGAGATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTGAAGCTAAATGGAATAAAACTTTAC



AAAGGGTAAGTAAAAAATTAGCAGAACTCTTCCCTAATAAAACAATAACATTTGACAATTCCTCAGGAGGAGA
CCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACTCCAGTTGGAGTAATAAATCTCTGGGAGAGATTTGGGATAACATGACCTGGATGCAGTGGGA
TAAAGAGATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAAT
GAAAAGGATTTATTAGCATTGGACAGTTGGCAAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGT
ATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCAGTGCTTTCCATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY229434 
AGGGGGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGTCTTGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACCTGTGGTAAAGTTACCATAAATGATACCTACAATAACAACAATACTGACATGGAGCAAATGAG
AAACTGCTCTTTCAATATAACTACAGAACTGAGAGATAAGAAGAAAAAAGAATATGCACTTTTTTATAAACTA
GATATAGTACAACTTAATGAGAATGATAACAGTAATAACAGTGAGTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTCGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTAATATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGATATAGTAATTA
GATCTGAAAATATAACAAATAATGTCAAAACAATAATAGTACATCTTAATGAGTCTGTAGAAATTGTGTGTAC
AAGGCCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAGACATTCTATGCAACAGGAGAAATA
ATAGGAAATATAAGAGAGGCATACTGTATCATTAATGGAAGTAAGTGGAATGATACTCTACAAAAGGTAAAAA
ACAAATTAAAAGAACACTTCCATAGAAATATAAGCTTTGCACCACACTCAGGAGGGGACCTAGAAATTACCAC
ACATAGCTTTAATTGTAGAGGAGAGTTTAAGCGGCTCCAGACGAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACTCTA
GTTGGAGTAATAAATCTTATGCAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAA
TTACACAGGCACAATATACAAGTTGCTTGAAGAATCGCAGAACCAGCAGGAAGAAAATGAAAAAGATTTACTA
GCATTGGACAGTTGGAACAATCTTTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGTTTGATAGGTATAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTAATACAAAGAATTTGTAGAGCTATCCTTAACATACCTACAAGAATAAGACAGGGCGCTG
AAACAGCTTTGCTATAA 
>KY229472 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTGCCCACAGA
CCCCGACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAAGGTAAATGTTACCAGTAAAGCTACCAGTAATGCTAACAATACTACCATAGATAA
GGCTACCAGTAATGCTAACAATACTACCATAGATGAAGAAATGAAAAATTGCTCTTTCAATGCAACTACAGAA
ATAAGAGATAAGAAACAGAATGTGTATGCACTTTTTTATAAACTTGATATAGTACCACTTGATAAGAACGATA
GTGAGTATAGATTAATAAATTGTAATACCTCAGCCATGACACAAGCCTGTCCAAAGGTCTCATTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAGGACATTCAATGGGAAAGGA
CTATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAATTACTGTTAA
ATGGTAGCCTAGCAGAAGGGGACATAATAATTAGATCTGAAAATTTGACAAATAATGTCAAAACAATAATAGT
ACATCTTAATAAACATGTACAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAA
ATAACTGGAATGAAACTTTATATAAGGTAAGGGAAGAATTAAAGAAACAATTCCCTAATAAAACAATAAACTT
TAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCTTGGCTATAGAAAGACACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCGGGAA
AACTCATCTGCCCCACCGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATTTGGAATAA
CATGACCTGGATGCAGTGGGATAAAGAAATTAACAATTATACAAACACAATCTACAAGTTGCTTGAAGACTCG
CAAAGCCAGCAGGAGAAAAATGAAAAAGATTTATTGGCATTGGACAGTTGGAAAAATCTGTGGTCTTGGTTTG
ACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGTTTGCTT
GATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGAATTTGTAGAGCTA
TCTGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCGTTGCAATAA 
>HM037006 



GTGTGGGGGAACTTGCGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCCAAGGCATATGATACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACCTGTAGTAATGTTAATATTACTAATAATGCTACTAATAATAGTACTTATAATAGTAATACTAA
TAATGCTACTAATAACATAAAAGAAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAG
AAAAGGAAAGAGCATGCACTTTTTTATAGACTTGATATAGTACAACTTAGTGAGAGTAAGAATGGCAGTAACA
ATGATAGTGACAGGGAGTATCGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCGC
TTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGCAACAATAAGACATTC
AAAGGAACAGGACCATGCAATAATGTTAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTC
AACTACTGTTAAATGGTAGTCTGGCAGAAGGGGAGATAATAATTAGATCTGAAAATATGACAGACAATGTCAA
AACAATAATAGTACATCTTAATAAATCTGTAGAAATTAATTGTACAAGACCCGGTAATAATATAAGAAAAAGT
GTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAACAGGAGATATAAGACAAGCACATTGTA
ACATTAGTGAAAAGAAATGGCATAAAACTTTACAAAAGGTAAGTGAAAAATTAAAGATATACTTCCCCAATAA
ACCAATAGAATTTAAACCACACTCAGGAGGGGACCAAGAAATTACAACACGTAGCTTTAATTGTAGAGGAGAA
TTTAAGCAACTCCAGACAAGAGTCCTGGCCCTAGAAAGATACCTAAGGGATCGACAGCTCCTAGGGATATGGG
GCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGCTGGAGCAATAAATCTGAACAGGA
TATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGATTG
CTTGAGGACTCGCAAAACCAGCAGGAAAAGAATGAAAAAGATTTATTGGCATTGGACAGTTGGGAAAATCTGT
GGAACTGGTTTAGCATAACAAAGTGGTTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGG
CTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCT
ATTAGTCTGCTTGACACCACAGCAATAATAGTAGCTGAAGGAACAGATAGAATTATAGAAATAACACAAAGAA
TTTGTAGAGCTATTTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAACAGCTTTGTTATAA 
>EU166385 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACCCTTTTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACGCACGCCTGTGTACCCACAGA
CCCCGACCCACAAGAGATGGATTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGACAATGTTACCAGTAGTAGTAGTAACAGATACAATGAAACAGGAGATGGAGGAATGAA
AAATTGCTCTTTCAATGCAACCACAGAACTAAGAGATAGGAAAAGGCTAGAATATGCACTTTTTTATAAACTT
GATATAGTACTACTTAATAGTAGCACTAAGGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAAAGATAGGACATTCAATGGGACAGGGCCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAAAAAAGATAATAATTAGATCTGAAAATC
TGACAAATAATGCCAAAACAATAATAGTACATCTTAATAAATCTATAGAAATTGTGTGTACAAGACCCAACAA
TAATATAAGAAAAAGCATAAGGATAGGACCAGGACAATCATTCCATGCAACAGGAAGCATAATAGGAGACATA
AGAGAAGCATATTGTAACATTAGTGAAGGTGAATGGAATAGAACATTACAAAATGTAAGTAAAGAATTAGCAG
AATACTTCCCTGGTAAAATAGTATTTGCACCATCATCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAATA
AATCTCAAGAGGAGATTTGGAGTAACATGACTTGGATGCAGTGGGATAGAGAAGTTAGTAATTACACAAACAT
AATATACAATTTGCTTGAAGAATCGCAAATCCAGCAGGAAAAAAAATGAAAAGGATTTACTAGCATTGGACAG
TTGGAAAAATTTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTA
GGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCAC
CTTTATCGTTTGCTATTAGTCTGCTTGATGCCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGA
ATTAATACAAAGAGTTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGGCAGGGCTTTGAAGCAGCTTTG
CAATAA 
>DQ388515 
ATGGAGCAATTGTGGGTCACTGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTTTATTTTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATACCTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGCTGACCCCACTCTGTGTCA
CTTTAAATTGTAGTGATGCTACCAGTAATACTACCAAAAATGCTACCAATACTAATACCACCAGTACAGATAA
CAGAAATGCTACCAGTAATGATACTGAAATGAAGGGAGAAATAAAAGATTGCACTTTCAATATAACCACAGAA
GTAAGAGATAGGAAGACAAAACAAAGGGCACTTTTTTATAAACTTGATGTAGTGCCACTTGAGGAGGAAAAGA
ATAGCTCTAGTAAAAATAGTAGCTATAAGGAGTATAGATTAATAAGTTGTAATACCTCAACCATAACACAAGC
CTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTCAAGTGT
AACAATAAAACATTCAATGGAACAGGACCATGTCATAATGTCAGCACAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCT
GACAGACAATACAAAAACAATAATAGTACATCTTAATGAATCTGTGGAAATTGAGTGTGTAAGACCCAACAAT



AATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGAAATAATAGGAGACATAA
GACAGGCACATTGTGACCTTAGTAAAAGTAATTGGACTACAACTTTAAAAAGGATAGAGAAAAAATTAAAAGA
ACACTTCAATAATGCGACAATAAAATTTGAATCATCCGCAGGAGGGGACCTAGAAATTACAACACATAGCTTT
AATTGTAGAGGAGAATTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAAGATCAACAGC
TCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAA
TAAATCTAAAGATGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAATTACACACAA
GTAATATATCAGTTGCTTGAAGTCTCACAAAACCAGCAGGAGAAAAATGAAAATGATTTACTAGCATTGGACA
AGTGGAACAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGT
AGGAGGCTTGATAGGTTTAAGAATCATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCA
CCTCTGTCGTTTGCTATTAATCTGCTTGATACCATAGCAATACAAGTAGCTGAGGGAACAGATAGGATTATAG
AATTAATACAAAGAATTTTCAGAGCTATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTCT
GCAATAA 
>EU166449 
GCAAGAAATGCAAAGAAATTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTC
TATTTTGTGCATCAGACGCTAAAGCATATAGCAAAGAGGTGCATAATATCTGGGCTACACATGCTTGTGTACC
CACTGACCCCAACCCACAAGAAATGAAGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATG
GTGGACCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTCAAACCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAACTGTACTAACTACAATGGTAGTAGCAAGGCAAATGATACTAATGTAAATATTACCTC
CGATAATGGAGAATATGGAGTAAAAAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAAGCAA
GAATATGCACTTTTTTATAGATCTGATATAATACCACTTAACAACACATCTGATGAAAATGGTGAATATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGAACAGGATCATGCAATAAT
GTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGACATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATAA
ATCTGTAGAGATTAATTGTACAAGACCCAATAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGAAATAATAGGAAACATTAGACAAGCACATTGCAACATTAGGGGAGAAGAATGGAATA
AAGCTTTAGAAGAGGTAAGAAAAAAAATTAAAACAACACTTCCATAAAAACATAACCTTTGCACCATCCTCAG
GAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCT
GGCTATAGAAAGATACCTAGAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACC
ACTGATGTGCCTTGGAATGTTAGTTGGAGTAATAGAACTCAAGAGGATATTTGGAGTAACATGACCTGGATGG
AGTGGGAAAAAGAAATTAGTAATTACACAAACACAATATACTGGTTACTTGAAGAATCGCAAATACAGCAGGA
AAGAAATGAAAAAGATTTACTAGCATTGGATAGTTGGAATAATCTGTGGAATTGGTTTGGTATAACAAAATGG
CTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTCT
CTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTATAATACCATAGCAAT
AACAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAGGAATTGGTAACGCTATCCGCAACATACCT
AGAAGGATAAGACAGGGTTTTGAAGCAGCTTTGCAATAA 
>JX239298 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAATCATATGAGAAAGAAGTGCATAATATCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTCTAAACTGTACAGATGTTAAGGGCAATGTTACCTACTCTGATAAGGGTAATCTTGCCCACAGTAATAG
CACAGATGAAATGAAAAATTGCACGTTTAATGTAACCACAGAATTAAGAGACAAAAGTAAAAAAGAAAGTGCA
CTTTTTTATAGGCTTGATATAGAAACCCTTGATCCCAAGGGTAACTCCAGCAATAACAACTCCAGCTATAAAG
AGTATATATTAATAAATTGTAATACCTCAACCATAGCACAATCCTGTCCAAAGATCACTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGGCATTTAATGGGACAGGACCA
TGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGTTTAGCAGAAGGAGGGATAATAATTAGGTCTGCAAATCTGACAGACAATGCCAAAACAATAATAGTACA
TCTTAATGAATCTGTAGGAATTACTTGTGTAAGACCTGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCA
GGACAAACATTTTATGCAACAGGACAAATAATAGGAGACATAAGACAGGCACATTGTAACATCACGGGAAGTG
AGTGGAATAGAACTATAGACAGGGTAGGCAAAAAATTACAAGAACACTTCCCTAATAAAACAATAAACTTTAC
ACAGCCCTCAGGAGGGGACCTAGAAATTACAATGCATAGCTTTAACTGTGGAGGAGAGTTTAAACAGCTCCAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGTAACAAAACTCAAAATGAAATTTGGAATAACAT
GACCTGGATGCAGTGGGATAAAGAAGTTAGTAATTACACAGACCAAATATACAGGTTACTTGAAAAATCGCAA
AACCAGCAGGAAAAGAATGAAAGAGATTTACTATCATTGGACAGTTGGAACAGTCTGTGGAGTTGGTTTAGCA
TAACAAAGTGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTT
TGCTGTGCTCTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTATTAGTTTGTTTGAT
ACCATAGCAATAATAGTAGCTGAAGGAACAGATAGAATTATAGAACTAGCACAAAGAATTTGTAGAGCTAAGA
CAGGGCTTGAAACAGCTTTGCTATAA 



>EU166594 
GGAGAGAACTTGTGGGTAACTGTCTACTATGGGGTACCTGTATGGAAAGAAGCAAAGACTACTCTATTTTGTG
CATCAGATGCTAGAGCATATGATACAGAAGTGCATAATGCCTGGGCTACACATGCCTGTGTACCTACAGACCC
CAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATGAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTACTAATGTTGATCTTACTAATGTTACTTTTACTCACCAGGGTAATAACATAACTGAAGAGGT
AAAGAATTGCACTTTCAATATAACCACAGAAATAAGGGATAAACAGAAAAAGGAAGCTGCACTTTTTTATGTA
CCTGATATAGTACCCCTTAAGGAGGAGGGTGCTAATGCTAGTACTTATAGGTTAACAAATTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTATCTTTTGACCCTATTCCTATACATTATTGTGCTCCTGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAGTAATCA
GATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAGTCTGTAAATATTGTGTGTGC
AAGACCCGGCAACAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATA
ATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAGGCTTGGAATGATACTTTACATAGGGTAAGTA
AAAAGTTAAGAGAACACTTCCCTAATAAAACAATAATATTTAAACCATCCTCAGGAGGAGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTTGGAACA
TTAGTTGGAGTAATAAAACTAGAGATGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGTGAGATTAG
TAATTACACAGACATAATATATAGGTTGCTTGAGGACTCGCAAAACCAGCAGGAAAAGAATGAAAGGGATTTA
CTAGCATTGGACAGTTGGAATAGTTTATGGAATTGGTTTAGCATAACAAAATGGTTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAACAAGGTTAG
GCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTAGATAGCTTAGCAATATCAGTAGCTGAGGGAACA
GATAGGATTATAGAATTGATACAAAGAATTTGGAGAGCTATTTGCAACATACCTAGAAGAATAAGACAAGGCT
TTGAAGCAGCTTTACTATAA 
>DQ388517 
GTAATGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAAGCGCATAGTGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGGATTGTAGTACCTACAATAATACCCACAATATTAGTAAGGAGATGAAAATTTGCTCTTTCAATAT
GACCACAGAACTAAGAGATAAGAAACGGAAAGTGAATGTACTTTTTTATAAACTTGATTTAGTGCCACTTACC
AATTCTAGCAATACTACCAATTATAGATTAATAAGTTGTAATACTTCAACCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGACAGGACCATGCAATAATGTTAGTACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATTTGAAAATCTGACAGATAATG
TCAAAATAATAATAGTACAACTTAATGAAACTATAAACATTACGTGTACAAGACCTAACAATAATACAAGGAA
AAGTATAAGAATAGGACCGGGACAATCATTCTATGCAACAGGTGAAATAGTAGGAAACATAAGGGAAGCACAT
TGTAACATTAGTGCAAGCAAATGGAATAAAACTTTAGAAAGGGTAAGAACAAAATTAAAAGAACACTTCCCTA
ATAAAACAATAGAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGG
AGAGTTTAAACAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCCAGTTGGAGTAATAAATCTAAAA
ACGATATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATCAGTAATCACACAGACACAATATACAG
GTTACTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAAT
CTGTGGAATTGGTTTAGCATAACAAAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTAA
TAGGTTTAAGAATAATCTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
TACTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAAGGGACAGATAGAATTATAGAAGTACTACAA
AGGATTGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAGCTTTGCTATAA 
>HM036903 
GGGGGAGAGAAATTTTGGGTTACAGTCTTTTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCAATTGAGAAAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGAGTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGCCATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAATTCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACTTGCACAAATGCTAACAGCACAAACGCTACCAGTAATGGTGGTGCTACTCACAATAGTAGCGA
AATTGAAGGAATGAAAAATTGTTCTTTTAATGTGACCACAGAATTAAGAGATAAGAAACAGAAAGTGTATGCA
CTTTTTTATAAACTTGATATAGTGGAACTTGACAAGAATAGTAACAGCTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGTAATAATGTCAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAATAA
TTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAAGGAACCAATACCAATTGTGTG
TACAAGACCCGGCAAAAATATAAGAAAAAGTGTAAGGATAGGACCAGGACAAGCATTCTTTGCAACAGGTGAC



ATAATAGGAGACATAAGGCAGGCATATTGTGACATTAATAGAACTGAATGGAATAGAACTTTGGAAGAGGTAA
GAGAAAAATTAAAAGAACACTTTAATGAAACAAGAATACAATTTGCACCATCCTCAGGAGGGGACTTAGAAAT
TACAACACATATGTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAGAGATAC
CTAAAGGATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACGCCTCTGCACCACCTCTGTGCCTTGGA
ACACTAGCTGGAGTAATAAATCACAAACAGAGATTTGGGAAAAAATGACTTGGATGCAGTGGGAAAAAGAAAT
TGATAATTACACAAATACAATATACAGGCTACTTGAAGAATCGCAGAACCAGCAAGAAAAAATGAAAAAGATT
TATTAGCATTGGACAGTTGGGACAGTCTGTGGAATTGGTTTAGTATATCAAATTGGCTGTGGTATATAAAAAT
ATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTT
AGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCTTGCTTGATACCTTAGCAATAACAGTAGCTGAAGGAA
CAGATAGGATTATAGAGTTAATACAAAGAGGTGGCAGAGCTATCCTCAACGTACCTAGAAGAATAAGACAGGG
CTTTGAAACAGCTTTGCTATAA 
>KY229542 
GGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGACCCTAA
CCCACAAGAAGTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTC
TAACATGTGGAGATGTTACTGTTAGCAGTAATACTACTATTAACCAGACTACTAGCAGTAATACTACTATCAC
AGATGGAGAAATGAGAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGCAAAAGCAAGAGTATGCA
CTTTTTTATAAACTTGATGTAGTATCACTTGATAGAAATAATAGTGAGTATATTTTAATAAATTGTAATACCT
CAGCCAGAACACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCAATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAATAA
TTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTCCATCTTAATGAATCTGTAGGGATTACATG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTTTGCAACAAATGAC
ATAATAGGAGACATAAGACAAGCACATTGCAACATTAGTTGGGAAAAATGGAATAAAACTTTACAAAGGGTAG
GGAAAAAATTAGCAGAAAGATTCCCTAATAGAACAATAAGATTTGCTCCACACTCAGGAGGGGACCTAGAAAT
TACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGGTTC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTTCTGTGCCTTGGA
ACTCCAGTTGGAGTAATAAATCTGTAACAGAAATTTGGGACAATATGACCTGGATGCAGTGGGATAAAGAAAT
TAATAGTTACACAGACACAATATACAAGTTGCTTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAACAGGAT
TTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCATAACAAGATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGACACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATCATAGAATTAGTACAAGGACTTTGTAGAGGCATCTACCACATACCTAGAAGAATAAGACAGG
GCTTGGAAGCAGCTTTGCAATAA 
>GQ485357 
GCAGAGGAGAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAAAAGCTCCTCTATTTT
GTGCATCAGATGCTAAAGCCTATGAGAGAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAACTACAATGGTACTGCTAACCGCACTGAGAGTACTAGTAATACCTCTGCTGATAT
TAAGCAAGAAATAAAAAATTGCTCTTTCTATACAACCACAGAAATACAAGATAAGAAGAAGGCTGAATATGCA
CTTTTTTATAAACTTGATATAGTATCACTTGATGGGAATGAAAGTTCTACTAATTATAGATTAATAAATTGTA
ATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGTGCTCCAGC
TGGTTATGCGATTCTGAAGTGTAATAACAATACATTCAATGGAACAGGACCATGCAACAACGTCAGCACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTGAATGGTAGTCTAGCAGAAAAGGAGA
TAATAATTAGATCTGAAAATCTGACAGACAGTGTCAAAACAATAATAGTACAGTTTAACAAATCTGTAGAAAT
TGTGTGTGTAAGGCCCAACAATAATACAAGGAAAAGTGTGAGAATAGGACCAGGACAAACATTCTATGCAACA
GGAGAAATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTGAACAGACATGGAATGACACTTTGCAAA
AGGTAGGTAAAAAATTAAAAGAACAATTCCCTGATAAAGAAATAAAGTTTGCACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTATAGTTGGAGTAATAAAACTAGAGATGAAATTTGGGAGAACATGACTTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGGAAAATGAA
AGAGATTTACTAGCATTGGACAGTTGGAACAATCTGTGGAGTTGGTTTGACATATCAAGATGGCTGTGGTATA
TAAAGATATTTATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCAGTGCTCTCTGTAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCGTAGCAATAACAGTAGCT
GAAGGAACAGACAGAATTATAGGATTAATACAAAGAATTTGGAGAGCTATCCTTAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCGTTGCTATAA 
>HM068598 



GTGATGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTAATATCACCAGTAATGGTACTACCCACAATAATATCAGTAATGGTGCTAC
CTACAATGATACCACGGAAATGAAAAATTGCTCTTTCAATATGACCACAGAAGTAAGAGATAAGAAAAAGACT
GTGTATGCACTTTTTTATGAACTTGATATAGTACCAATTAGTAATGAAAATAGCCATAGTGGGTATAGATTAA
TAAATTGTAATACCTCAGCCATGACACAAGCCTGTCCAAAGGTCTCGTTTAACCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAGAGATAATAATTAGATCTAAGAATCTGACAGACAATACCAAAACAATAATAGTACATCTTAATCAATC
TATAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGATGGCATAATAGGAAACATAAGGCAAGCACATTGTAACGTTAGTACAGGTAATTGGAGTACTA
CTTTACAATGGGTAAGTGGAAAATTAAGAGAACATTTCCCTGGTAAAAATATAAAATTTGAACCATCTTCAGG
AGGGGACCTAGAAATTACACATCATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTTCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATCTGGAATAACATGACCTGGATGGA
ATGGGATAGAGAAATTAGTAATTACACAAACATAATATACAGGTTGATTGAAGAATCGCAAAGCCAGCAGGAA
AAGAATGAACAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATAACAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTACTATC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATCAGTCTGCTTGATACCCTAGCAGTA
ACAGTAGCTGAAGGAACAGATAGGATCATAGAAATAATACAAAGATTTTGTAGAGCTATCTGCAACCTACCTA
GGAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>EU166715 
GTGGTGGGGAACTTATGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACTGGTAAAAATGCTACCTCCAATGGTAATGGTACAAGTACCTTCAATAG
TACCATCTACCAGTCTGGCGAAATAAAGAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAGGAAACAG
AGAGCGTATGCACTTTTTTATAAACTAGATATAGTACCACTTAATGGGACTAAAGGCAACTATAGTGACTATA
TATTAATAAATTGTAATGCTTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAT
AATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCC
TAGCAGAAGAAGAGATAATAATTAGGTCTGAAAATCTGACAAATAATGTCAAAACAATAATAGTACATCTTAA
TGCATCTATAGAAATTAAGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAA
GCATTCTATGCAACAGGAGACATAATAGGAAACATAAAACAAGCATATTGTACCATTAACAAAACGAGATGGC
ATCAAGCTTTACAAGGGGTAAGTAAAAAATTAGAAGAGTATTTCCCTAATAAAACAACAATAAGATTTGAACC
CCCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAACC
CAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAA
CCAATTGGCTGTGGTATATAAAAATATTCGTAATGATAGTAGGAGGCTTGATAGTTTTAAGAATAATTTTTGC
TGTGTTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTTGCTACTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAGGCATTGGTAGAGCTATCTACA
ATATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAATAA 
>FJ496194 
GTGATAGGGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATCCAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAAATGCATCAGGATATAATCAGTCTATGGAGTCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAAACTGTAGTGATGTTATCAATAGTACTGGTACTATGAAAAATTGTTCTTTCAGTGTAACCACAGA
GCTAAGAGATAGGAAACAGAAGAAACATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGAGAATGAT
AACAGTTCTAAGGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAGGCCTGTCCAAAGGTCACTT
TTGACCCAATTCCTATACACTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAA
TGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACACAA
CTACTGTTAAATGGGAGTCTAGCAGAAGAAGAGGTGATAATTAGATCTGAAAATCTGACAGACAATGTCAAAA
CAATAATAGTACAGCTTAAAGAACCTGTAGGTATTAATTGCACAAGACCCAACAATAATATAAGACAAAGTAT
AAGGATAGGGCCAGGACAAACATTCTTTGCAACAGGAGACATAATAGGAGATATAAGAGAAGCACATTGTAAC



ATTAGTAGTACAAAATGGAGGGAAACCTTACAACAGGTAGGTGGAAAATTAGCAAAGTACTTCAATAATAAAA
CAATAAAGTTTACACAACACTCAGGAGGGGACCTAGAGATTACAACACATAGCTTTAATTGTAGAGGAGAATT
TAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGC
TGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGATA
TTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCT
TGAAGACTCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTACTAGCATTGGACAAGTGGCAAAATCTGTGG
AGTTGGTTTGACATAACCAATTGGCTGTGGTATATAAAAATATTCGTAATGATAGTAGGAGGCTTGATAGTTT
TAAGAATAATTTTTGCTGTGTTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTTGCTAC
TAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAGGCATT
GGTAGAGCTATCTACAATATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCATTGCAATAA 
>EU166769 
GTGATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCATTTTAAATTGTACAAATGCTACCTCCCATGGTAATGGTACATATGATACTTCCAAGGGTACCATCAATCA
GTCCTTAAACCAGACTGACGAAATAAAGAATTGCTCTTTCAATACAACCACAGAAATAATAGATAGGAAAAGA
AAAATGAATGCACTTTTTTATAGACTAGATATAGTACCACTTAATGGGGATAATGGCAATGGGACTAACAGCA
CCTATGGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGG
ACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTAT
TGTTAAATGGTAGCCTAGCAGAAGGAGGGATAATAATTAGATCTGAAAATCTGACAAATAATGTCAAAACAAT
AATAGTACATCTTAAGGATCCTGTAGAAATTATGTGTACAAGACCCAACAATAATACAAGAAGAAGTATAAGG
ATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTA
GCAAAAAGGCATGGAATCAAACTTTACAAGATGTAGGTAAAAAATTAAAAGAGTACTTCAATAAAACAATAAA
ATTTGCACAAGCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTCCAGACAAGAGTTCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGA
TAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGATTGCTTGAAGAC
TCGCAAATCCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGGATTGGT
TTAACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCAGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTG
CTTGATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATACAAGTACTACAGGAAATTTGGAGAA
ATATCCGTAACATACCTGTAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 
>JX239338 
GTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGACCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTATGGTGTAGCAATTATAATGCTACCAGTAATGGTACTGCTACTAATGCTACCAGTAATGGTACTGC
TACCCCCCCTAATAATGCATATGGAGAAGTAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAG
GAAAAGAAAGTGCATGCACTATTTTATAAACTTGATATAGTACCACTTAATGATGAAAATGATAGCAACACTT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAGTTTTGAGCCAATCCCTAT
ACATTATTGTGCTCCAGCCGGTTATGCGATTCTAAAGTGTAATGATGAAACATTTAATGGGACAGGACCATGC
CTTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTATTAAATGGTA
GCCTAACAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACGATAATAGTAAATCT
TAATGAGTCTATAGAAATTGTATGTATAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAAGTATTCTATGCAGCACAAGACATAATAGGAGACATAAGACAAGCACATTGTAAAATTAGTGAAGGAAAAT
GGAATAAAACTTTACGAATGGTACGTAACAAATTAAAAGAACACTTCCCTAATAAAACAATAACATTTGCACC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAATCA
TCTGCCCCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCAAACAGATATTTGGGATAACATGAC
CTGGATGCAGTGGGATAAAGAAATCAGTAATTACACAAACACAATATACAGGCTGCTTGAAGAATCGCAAAAC
CAGCAGGAGAAAAATGAACAGGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAA
CAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGC
TGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATAGC
CTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAGATTAGTACAAAGAATTGGTAGAGGTATCCTCA
ACACACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>FJ496214 



GGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACCACTCTATTCTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATGAATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAACTGTAATAATGTTAATGTTACCCACAACAGTACCTACAACAATACAGAGGGTGAACAAATAAAAAATTG
CTCTTTCAATATAACTACAGAGCTAAGAGATAAGAAACAGAAAGTGTATGCACTTTTTTATAAACTTGACATA
TTGCCACTTAATGGGAATAATGATAGTAATGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGAAAAGGACCATGTAATAATGTCAGCACAGTGCAATGTACACATGGAATTAAA
CCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCTTAGCAGAAAAAGAGATAATAATTAGATCTGAGAATA
TAACAGACAATGTCAAAATAATAATAGTACATTTAAATGAATCTGTGGAAATTAACTGTACACGACCCAATAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAAAAATA
AGAGAAGCACATTGTAACATTAGTAAAGAAAAATGGAATAAAACTTTACTAAGGGTAGCTAAAAAATTAAGGG
AACACTTTCCTGGTAAAGCAATAAAATTTGAACCATCTTCAGGAGGGGACCTAGAAATTACAACACATAGTTT
TAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCTTGGAACACCAGTTGGAGTA
ATAAGTCTAAAGCAGAAATTTGGGATAATATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTATACACA
AACAATATACAATTTGCTTGAAGAATCGCAGAGCCAGCAGGAAAAGAATGAAAAAGATTTACTAGAATTGGAC
AGCTGGAACAATCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAG
TAGGAGGGTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGGTACTC
ACCATTGTCTTTTGCTATTAATTTGCTGAATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATA
GAAGTAGTACAAAGAGGTTTTAGAGCTATCCTCAACGTACCCACAAGAATAAGACAGGGTTTAGAAAGAGCTT
TGCTATAA 
>KY229633 
ATGGAGAACTTGTGGGTTACTGTCTACTATGGGGTACCAGTGTGGAAAGAAGCAAAAGCTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTGCCCACAGACCC
CAACCCACAAGAAATGCATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTTA
CCTTAAACTGTACAGATGTTAACAATACCAATACCTACAATAATAGCAGCAGGAATGATAACAATACCTGCAA
TAATAGCAGCAGGAATGATAACAATACCTGCAATAATAGTAGCAGGTATGAGGAAATGAAAAATTGCTCTTTC
AGGACGACCACAGTAGTAAGAGATAAGACTAAACAAGAATATGCACTTTTTTATAGACTTGATATAGTACCAC
TTGATGGAAGCTCTAATGGGTATAGATTGATAAATTGTAATACCTCAACCGTAACACAAGCCTGTCCAAAGGT
CACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACA
TTCAATGGAACAGGACCATGCGACAATGTCAGTACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAA
CTCAATTACTGTTGAATGGTAGTCTAGCAGAAGAAGGAATAATAATTAGATCTGAAAATCTGACAAACAATGC
CAAAACAATAATAGTACACCTTAAGGAATCTGTAGAAATTACGTGTACAAGACCCAACAATAATACAAGAAAA
AGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAGATAATAGGAGATATAAAACAGGCACATT
GCAACATTAGTCGAGAAGGGTGGAATAAAACTTTAATAATGGTAAAAGAAAAATTAAACGAGTACTTCCCTAA
CAAAACAATAGGATTTGAACCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGA
GAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACGGCTCCTAGGGATTT
GGGGTTGCTCTGGAAAACTCATCTGTACCACCGCTGTATCTTGGAACAGTAGTTGGAGTAACAAAACTAAAGA
GGAGATCTGGGGGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGGCACAATATACAGG
TTGCTTGAAGAATCGCAAGGCCAACAGGAGAAAAATAAACAAGATTTACTAGCATTGGACAAGTGGCAAAATC
TATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTCTGTCATTT
GCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAATAATACAAG
GAATTGGTAGGGCTATATACAACATACCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCAATAA 
>KY229641 
ATGGAGAACTTGTGGGTCACTGTCTACTATGGGGTACCCGTGTGGAAAGAAGCAAAAGCTACTCTATTTTGTG
CATCAGATGCTAAGGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTGCCCACAGACCC
CAACCCACAAGAAATGCATTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAACAG
ATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTATCA
CTCTAAACTGTACAGATGTTAGGAATAATACCAATAACAACAATAGTAGCACAAATAATACCAGCAGTAGTAG
CAATGCTGACATTACCTGTAATAATAGCAGCAAGTGCAAGTATGAGGACATGAAAAATTGCTCTTTCAATGCA
ACCACAATATTAACAGATAAGAGTACAAAAGAAAGTGCACTTTTTTATAAACTTGATATAGTACCACTTGAAG
ACGGCTCTAGTTATAGATTGATAAATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGA
ACAGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTAC
TGTTGAATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATATGACAAACAATGCCAAAACAAT
AATAGTACACCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATGAGG



ATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAACATAAGACATGCATATTGCAACATTA
GTCGAAGTAATTGGACTACAGCTTTAACAAGGGTAAAAGAAAAATTAAAACAGTACTTCCCTAACAACACAAC
AATAAAATTTAATTCGTCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGGGGAGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACACATCTGTACCACCGCTGTATCTTGGAACAGTAGTTGGAGTAACAAAACTAAAGAGGAGAT
CTGGGGGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTT
GAAGAATCGCAAGGCCAGCAGGAGAAAAATGAACAAGATTTACTAGCATTGGACAAGTGGCAAAGTCTATGGA
ATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTCTGTCATTTGCTATT
AGCCTGCTTGATACTATAGCAATAACAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAATACAAGGAATTG
GTAGGGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY229379 
GGGGAAAGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAAAAGCTCCTCTATTCT
GTGCATCAGATGCTAAAGCATATAAGAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAGAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAAATGCATAAGGACATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTAATGCTATTGCCAACAGAAGTACAGATGGAGAAATGAAAAATTGCTCTTTCAATGC
AACCACAGAACTAAAGGATAAGAAGAAGCAAGTGTATGCACTTTTTTATAACCTGGATATAGTACCACTTGAT
GAGGATAGAACCAACTCCAGTAGGAACAGCTCTACATATAGATTAATAAATTGTAATACCTCAGCCATAACAC
AAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAACGGGACAGGACCATGTCATAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAAAAGAGGTAATAATTAGATCTAAAA
ATATAACAAACAGTATCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTAATTGTACAAGACCCCA
AAATAATACAAGGAAAAGTATAAGGATAGGGCCAGGACAAGTATTCTATGCAACAGGTGACATAATAGGAGAC
ATAAGAAAAGCACATTGTAATATTAATAAAGATGCATGGAATAAAACTTTACAAAGTGTAGGTAGAAAATTAG
AAGAATACTTCCCTAATAAAACAATAGAATTTAAACCATCATCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCCAGTTGGA
GTAATAAATCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATTACAC
AAACACAATATACCAGTTACTTGAAGCCTCGCAAGACCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAACAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATAA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTACTATGCTCTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTGCTATTGGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAATTAATATACAGAACTTGCAGAGCTATCCGCAACATACCTACAAGAATCAGACAAGGCTGTGAAGCAG
CTCTGCTATAA 
>HM036792 
GTGGGAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGGATATGAGAAAGAAGTGCATAATGTGTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACCAATGTTAAGAATAATAACGTTGGTAACATGACTGGAGAAGTAAAGAATTGTTCTTT
CAATGCAACCACAGACTTAAAAGATGGGAAAAGAAAAGAGCATGCACTTTTCTATAGACTTGATATAGTACCA
CTCAACTCCACTAACAACTCCACTGAGTATAGATTAATAAATTGTAATACCTCAACCATAGCACAAGCCTGTC
CAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGGATAGGACTATGCTCTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTAGATCTGAAAATCTGACAA
ACAATGTCAAAACAATAATAGTACATCTCAATGAATCTATAGAAATTAATTGTACAAGACCTAACAATAATAC
AAGAAGAAGTATAAGGATAGGACCAGGACAAGTATTCTTTGCAACAAATGAGATAATAGGAGACATAAGAGAA
GCACACTGTAACATTAGTAAAAATAGATGGCATGACACTCTACAAAGGGTAAGTGAAAAATTAAAACACTTCT
TTAATAAAACTATAACATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACGCATAGTTTTAATTGTGG
AGGAGAATTCAAGCAGCTCCAGGCAAGAGTCTTGGCTATTGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTC
AATCAGATATTTGGGATAACATGACCTGGATGCAATGGGACAAAGAAATTAGTAATTACACAGACACAATATA
TAGGTTACTTGAAGACTCGCAAATCCAGCAGGATAAAAATGAAAAGGACTTATTGGCATTGGACAGTTGGAAA
AATCTATGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCT
TAATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTGCCATTAATCTGCTTGATACCATAGCAATAATAGTAGCTGAAGGAACAGATAGGATTATAGACTTAATA
CAAAGGATTTGTAGAGCTATCCGCAACATACCTGCAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCTATAA 
>KY229650 



GGGGTAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTATGTG
TCACTTTAGAATGTACAAATTTAGAGTTAAATATAACTAATAAGAATAATGCTACCAATGCTACCCTCGATAA
AGGGGCTGCTGAAGAAATAAAAAATTGCTCTTTCAATCCAACTACAGAAATAAGAGATAAGAAAAAGAAAGTG
TATGCACTTTTTTACAAGCTTGACATAGTACCACTTAATGGTAATGATAGCAGTGCTACTGAATATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGCCAGAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAGTTACTGTTGAATGGTAGCCTAGCAG
AAGAAGACATAATAATTAGATCTGAAAATATAACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATC
TGTAGAAATTACGTGTACAAGACCCAACAATAATACAAGACAAAGTGTAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAACCATAGTAGGAAATATAAGAGCAGCATATTGTAACATTAGGGAAGATAAATGGAATAAAA
TTTTACAAAATGTAAAAAGAAAATTAGAAGAACACTTTCCTAATAAAACAATAGAATTTGCATCACCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGACAAGAGTCCCG
GCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCCGTGCCTTGGAACAGTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGAACAACTTGACCTGGATGCA
GTGGGATAAAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAA
GAAAATGAAAAAGATTTGTTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTACTGTGCTCTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTTTGCTTGATACCGTAGCAATA
GCAGTAGCTGAGGGAACAGATAGGATTATAGAATTAATACAAAGACTTTGTAGAGCTATCTATAACATACCTA
CAAGAATAAGACAGGGCTGTGAAGCAGCTTTATTATAA 
>GQ485436 
GGGATGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCCTATGAAAGAGAAGTGCATAATGTTTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAGCTGTAGCAATTATAGCAATTGTAATGATACCTATAGTAATGGTACCTATAGTAATGATACCAA
TAGTACTGTCAATTGTACCTCTAGGGGTGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAGATAAGAGAT
AAGAACCGGAAAGAGTATGCACTTTTTTATAGACCTGATATAGTACCACTTAAGCCTAATGAGGGTAACTCTA
GTGAGTATATATTAATAAATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAATAAAACATTTAATGGGACA
GGACCATGCCGTAATGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGATATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGAAGATATAATAATTAGATCTGAAAATCTAGCAAACAATGTCAAAACAATAAT
AGTACATCTTAATGAATCTGTAGAAATTAACTGCACAAGACCCAACAATAATACAAGTCGAAGTGTAAGGATA
GGACCAGGACAAACATTCTTTGCAACAGGAAGAATAATAGGAGACATAAGACAAGCATATTGTAGCATTAATA
GAAGTAAATGGAATGACACTTTACAAAAGATAGAGGGAAAATTACAAGAACATTTCCCTAATAAAACAATAGA
CTTTGAACCACATTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGGGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTAAAGGACCAACAGATCCTAGGGATTTGGGGCTGCTCTG
GAAAGCTCATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGTAATAAGTCTCAAGAAGATATTTGGAA
TAACATGACCTGGATGCAGTGGGACAGAGAAATTAGTAATTACACAAGCATAATATACAATTTGCTTGAAGAA
TCGCAAAATCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGT
TTGACATATCAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAAT
AATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTA
TTGGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGATTTGGTAGAG
GTATCCTCAACATACTTACAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>JX239272 
GGGACGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAAATGCTAAAGGATATGAGAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGCCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTCAAATGTAGCAATATTACCAAAAATAGTACTGGTACCAACAACATAAATGAGGAAATGAGAAATTG
CTCTTTTAATACAACCACTGAACTAAGAGATAAGAAAAAGAATGAATATGCACTTTTTTATAAACTTGATATA
GTATCACTTAATGAAACTTCTAGTGAGTATAGGTTGATAAATTGTAATACCTCAGCCATAACACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGAACAGGACCATGCCATAATGTCAGCACAGTACAATGTACGCATGGAATTAAGCCAGTG
GTATCAACCCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATGATTAGATCTGAAACTCTGACAA
ACAATATCAAAACAATAATAGCACATCTCAATGAATCTGTAAATATTGTGTGCACAAGACCCAGCAATAATAC
AAGAAGAAGTGTGAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGAAATAATAGGAGATATAAGACAA



GCACATTGTAACATTAGTAGAAGCAATTGGACTACAACTTTACAAAGGGTGGGTGAAAAATTAAAAGAACACT
TTCCTAATAAAACAATAACCTTTAAGCCATCCTCAGGAGGGGACCTAGAAATTACCACACATAGTTTTATTTG
TGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCAATGTGCCTTGGAACAAAACATGGAGTAATAAAA
CTGTAGAAGAAATTTGGGATAACATGACTTGGATGGAGTGGGATAAAGAAGTTAGTAATTACACACAAACAAT
ATACAGGTTGCTTGAAATATCGCAAAACCAGCAGGAAATAAATGAAAAGGAATTGCTAGCATTGGACAAATGG
AACAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAATAGAGTTAGGCAGGGGTACTCACCTTT
GTCGTTTGCTATTAGTCTGATTGATATCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTG
ATACAAAGAATTTGTAGAGCGATCCGCAACATACCTAGAAGACTAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>JX239362 
GTGGGAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCCAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACCGATGTCACTTTGACTTATACCAATGATAGTGATGCCAATTTAACCTATAGTAAAGA
TACCCCTAATATAACTGAGGAAATGAGAAATTGCTCTTTCAACGCAACCACAGAAATAATAGATAAGAAACAC
AAAGAGTATGCACTCTTTTACAAACTTGATATAGTACCACTTAATAACTCTAATATAGTACCACTTAATAACT
CTAATAACTCTAATATTGAGTATAGATTAATAAATTGTAATACCTCAACTGTAACACAAGCCTGTCCAAAAGT
CAATTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACA
TTCAATGGGACAGGACCATGCCAGAATATCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAGCTGCTGTTAAATGGTAGCCTATCAGAAGAAGGAATAAAAATTAGATCTGAAAATCTGACAAATAATGC
CAAAATAATAATAGTACAGCTTAATAAATCTGTAGAAATTACTTGTACAAGACCCGGCAATAATACAAGAAGG
AGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGAGACATAAGACAAGCACATT
GTAACATTAGTAAAGAAGACTGGAATAGAACATTACAACAAGTAGGTGAAGAATTAAGAAAACATTTCCCTAA
TAAAACAATAAAATTTGCACCACACTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAACTGTAGAGGA
GAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGTTCCTAGGGATTT
GGGGCTGCTCTGGAAAACGCATCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGCAATAGATCTCAAGA
AGAGATTTGGGGTAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACATAATATACAGT
TTGCTAGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGCAAAATC
TGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATGTTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAATTTTTGCTGTGCTATCTGTAGTAAATAGGGTTAGGCAGGGATACTCACCTTTGTCGTTG
GCTATTAGCCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGTACTAA
GAATTTGTAGAGCTATCTACCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>GU329057 
GTGGTAGGGAACTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGATAAGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGCACCAATGCTACTATTGCCTATAATAGTACTATTTTTTATAAGAATTCCACGGGAAAATT
ACAAAATTACACGGAAGACATACAAAATTGCTCTTTCAATACAGACACAGAGCTAAGAGATAAGAAAAAGAAG
GAGCATGCACTTTTTTATAAACTTGATATAGTACCACTTGCTGATAGCAACAATGGTCAGTCTAGCAACATTA
GTCAGTATAGATTAATAAGTTGTAATACCACAACCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGA
CCATGCAATAAGGTCAGCACAGTACAGTGTACACATGGAATTAAGCCAGTGGTGACAACTCAATTACTGTTAA
ATGGTAGCCTATCAGAAGAGGGAATAATAATTAGATCTGAAAACTTGACAAATAATGTCAAAACAATAATAGT
ACATCTTAATGAATCTGTAGAAATTAACTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTGAGGATAGGA
CCAGGACAAGTATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACACTGTAACATTAGTGAAG
GAAAATGGAATAAAACTCTACAAAGGATAGAGGAAAAATTAAAGGAACACTTCAATGAGTCAATAACATTTGC
ACCACCAGCAGGAGGGGACGTAGAAATTACAACACATAGCTTTAATTGCAGAGGAGAATTCAAACAGCTCCAG
GCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTGAAAAGTATATTTGGGATAACAT
GACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACATGTTGCTTGAAGAATCACAA
AGCCAGCAGGAAAAAAATGAAAAAGACTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAGCA
TATCAAACTGGCTAGAGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTT
TGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGAT
ACAATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAACAAATTTGTAGAAATATCC
GCAACGTACCCAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTATAA 
>GU329069 



GGGGTAAGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGCAGTCTTAACAATGAAATTGATACTGGAAATGTTAATAATACCAGTGGAATGAGAAA
TTGCTCTTTCAATGTAACTACAGAACTAAAAGATAAGAAAAGGCACGTATATGCACTTTTTTATAAACTTGAT
ATAACACCACTTGATGAGAATAAACCAACTACACCTAGTAGTACTACTACATCAACCAGTAGTACTACTCCTA
AACCATCTAATGGAAAAAATTATACTATGTATAGACTAATAAATTGTAATACCTCAGCAGTAACACAAGCTTG
TCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAAT
AATAAGACATTCAATGGGACAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAG
TGGTATCCACTCAACTATTATTAAATGGTAGCCTAGCAGAAGGAGACATCATAATTAGATCTGAAAATATAAC
AGACAATGTTAAAACAATAATAGTACATCTTAATGAATCCACAGAAATTGTGTGTACAAGACCCAACAATAAT
ACAAGGCAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGGAATAATAGGAGACATAAGAC
AAGCACATTGTAACATTAGTAAAAGTAATTGGACTAAAACTCTACAAATGGTAAGCAAAAAATTAAGAGAATA
TTATTTCCCTAATAAAACAATAAAATTTAAATCATCCTCAGGAGGGGACCTAGAAATTGCAACACATAGCTTT
AATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGC
TCCTAGGGTTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAA
TAAATCCCTAGGAGATATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGATAATTACACACAA
ACAATATACACATTGCTTGAAGACTCGCAGAACCAGCAGGAGAAAAATGAACAAGATTTATTAGCATTGGACA
AGTGGAACAGTCTGTGGTCTTGGTTTGACATATCAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGT
AGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAG
AATTAATACAAGGAATTTTTAGAGCTATCCGCAACGTACCTGTAAGAATAAGACAGGGCTTTGAAGCAGCTTT
GCTATAA 
>GU329080 
GTGGTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATGCTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGTTTTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATATAATCAACCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGTTATTGCTACCAATAGGACTAATAATGCTAGTATGGCCATGCCTAATGCTAC
CTGGAATGCTAATAATATGAAAAACTGCTCTTTCAATATAACCACAGAGTTAAGAGATAAGAGAAAGAAAGAA
TATGCACTTTTTTATAGCCTTGATATAATCCAACTTGAGGAGAGTTCTAATAGTTCTAAAAATTATAGTGAGT
ACAGATTAAGAAAGTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAAGTCTCTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGC
AATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GTCTATCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCT
TAATGAATCTGTAGGCATTAATTGTACAAGACCTGGCAATAATACAAGGAAAAGTGTGAGAATAGGACCAGGA
CAAGCATTCTTTGCAACAGGAGCCATAATAGGGGATATAAGACAAGCACACTGTAACATTAGTAGTGCTCAAT
GGAGTAATACCTTACAAAGGGTAAAAAGAAAATTAGAAGAACACTTCCCTAATACAACAATAAATTTTGCACC
ACACTCAGGAGGGGACCTGGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGGCA
AGAGTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTTCAGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCAAGAGGACATTTGGCAAAACATGAC
CTGGATGCAGTGGGATAGAGAGATCAGTAATTACACATACACAATATACCAGTTGCTTGAAGAATCGCAAAGC
CAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTAGACAGTTGGAACAGTCTGTGGAATTGGTTTGACATAT
CAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTTGCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGTTTGCTTGATGCC
ACAGCAATAGCAACAGCTGAAGGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGAGCTATCATAA
ACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>GU329131 
GTGATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCGGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTGGTAATGTTACTGCTAATAATACTAGTAATAGTAGTAGTAATAGTAGTGCCGACAAGAT
TACAAGTGACATGAAAAATTGTTCTTTCAATGCAACCACAGAAATAAGAGATAAGCAAAAGAAAGAGTATGCA
CTCTTTTATAAACTTGATATAGTACCACTCCATGGTAGTAGCTCTAATAACTCTAGTGTAGAGTATAGATTAA
TAAATTGTAATACCTCAACCATAGCACAAGCTTGTCCAAAAGTTTCTTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAG
AAGAAAAGACAATAGTTAGATCAGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATC



TGTAGAAATTACGTGTATGAGACCCGGCAATAATACAAGGAAAAGTGTAAGAATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGTAAAATGGAATAATA
CTTTACAAAAGGTAGCAAAAGTATTAAGAGGACACTATCCTGGTAAAACAATAAAGTTTGAACCCCCCGTAGG
AGGAGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACTCCAGTTGGAGTAATAAAACTCAACAAGAAATTTGGAACAACATGACATGGATGCA
GTGGGATAGAGAAATTGATAATTACACAAACACAATATTCAGGTTACTTGAAGACTCGCAAATCCAGTAGGAG
AAAAATGAAAAAGATTTATTAGCTTTGGACAGTTGGAACAATCTGTGGAATTGGTTTAACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATTAGTTTACTTGATACCATAGCAATA
GCAGTAGCTGAGGGAACAGATAGGATTATAGAATTTATACAAAATATTGGTAGAGCTATCATCAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATA 
>GU329145 
GGGAGGGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAGCCCACAGGAAATGATTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAGATGTAGCAATGTTAATGCTACCAAAAGAAATGTTACCCCCGATGATAACATGAAGGGAGAAAT
AAAAAATTGCTCTTTCAATGCAACCACAGAAATAAATGATAAGAAAAGGAAAGTACATGCACTTTTTTATAAA
CTTGATGTAGTATCAATTAATGGGAATGAGAGTAATAGCAACTTTAGTGAATATAGATTAATAAATTGTAACA
CCTCAACCTTAACACAAGCATGTCCAAAGATCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAACGATAAAACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAA
TAATTAGATCTGAGAATCTGACAGACAATGTCAAGACAATAATAGTACATCTTAATGAATCTGTAGAAATTGT
GTGTACAAGGCCTAACAATAATACAAGAAGAAGTATAAGAATAGGACCAGGACAAGCATTTTATGCAACAGGA
GGCATAATAGGAGACATAAGACAGGCACATTGTAACATTAGTAAAAGTACATGGAATAGAACTTTAGAAAGGG
TAAAAAGAAAATTAAGGGAACACTTTAATAAAACAATAATATTTGAACCATCCTCAGGAGGGGACCTAGAAGT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATAC
CTAGGGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCTTGGA
ACCTTAGCTGGAGTAATAAATCTCATGATTATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAAT
TGATAATTATACCAACACAATATACACGTTGCTTGAGATCTCGCAAAGCCAGCAGGAGCAAAATGAAAAGGAT
TTATTGGCATTAGACAATTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGTTGTGGTATATAAAGA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGAATTATAGAATTCCTACAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCTATAA 
>GU329161 
GGGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGAGAAAGAAGTGCATAATGTCTGGGCGACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAACATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACCTTAACCTGTAGTAATGTCACCTTAAACTGTAGTAATGTTAATATCAGTAGTAGTGCTAATAGCACAAT
TCTCAATAGTACCGAGGAAATGAGAAATTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAGAACAAAAAA
GAATATGCACTGTTTTATAAACTTGATATAGTATCACTTGGAGAGCAGAGTAACACCTCTTATAGATTAATAA
ATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCGTGCAATAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTGGCAGAAG
GAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATCATAGTACATCTTAATGAATCTGT
AAGGATTGTGTGTACAAGACCCGGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAGGTGAGTGGAATAAAACCT
TAGAAGAGGTAAAGAAAAAATTAAAAGAACACTTCCCTAATAAAACAATAGTATTTAACACATCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCG
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGGCTTGGAACAATAGTTGGAGTAATAAATCTCAGGGAGAAATTTGGAATAACATGACCTGGATGGAATG
GGATAGGGAAATTAATAATTACACAAACATAATATACAGGTTGCTTGAAATCTCGCAAAGCCAGCAGGAACAA
AATGAAAAAGATTTACTATCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATACTAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAGTAGCA
ACAGCTGAAGGAACAGATAGAATTCTAGAAGTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTACAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 



>GU329185 
GGGGTGGGGAATATGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTCAAGCATATAAGACAGAAGTGCATAATGCCTGGGCGACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACATTAGACTGTACTGATGCTTGCAGAAATAAAACTATAAACTGTACTGATGCTCGCAGAAATAACAATAG
CACCTCCAATAATACTATAACCAGGGAAGACATCTATGAAGAAATGCGAAATTGCTCTTTCAATGTAACCACA
GAAGTGATAGATAAGGAGAAAAAAGAATATGCACTTTTTTATAAAATTGATACAGTACCACTTGAGGGAGGGA
ATAATACGTATAGATTAATAAATTGTAATACCTCAACCATAAAACAAGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTGTTCCAGCTGGCTATGCGATTTTAAAGTGTAATAATGAGACATTCAATGGAACA
GGACCATGCACTAATGTCAGCATAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACTCAGCTACTGT
TAAATGGTAGCCTAGCAGAAAAAGAAATAAAAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAAT
AGTACATCTTAATGAATCTGTACAGATTGTGTGTACAAGACCTGGCAATAATACAAGAAAAAGTACGAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGAGATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTA
GAAGTGATTGGAACAACACTTTACATAAAGTAAGTGAAAAATTAAAAGAACACTTCCCTAATAAAACTATAAG
ATTTAACTCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCCATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTAAGCATGAAATTTGGGA
TAACATGACCTGGATGGAGTGGGATAAGGAAATTAGTAATTACACAGACATAATATACGAATTGCTTGAACTC
TCACAAAGCCAACAGGAGAAAAATGAAAGAGATTTACTAGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGT
TTGACATATCAAATTGGTTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAAT
AATCTTTACTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATCTG
CTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATTTTTAGAG
CTATCTGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU329269 
GTGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTTCCTACAGA
CCCCAACCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACTGATTTTACCAGAAATGGTACTGCCAATATTACCAGTGGTAATACCACTACTACCAT
ATACATTCCTGCCAATGAAAGCATGGCTACAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAATTAAGA
GATAAGGAAAAGAAAATGTTTGCACTTTTTTATAAACTTGATATAGTAGAGATTAATGATGAGAATAATAGAA
GCCAAAGCAACTATAGCAACTATAGATTAATAAATTGTAATACCTCAACCATAACACAGGCCTGTCCAAAGGT
TACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACA
TTCAATGGGACAGGACCATGCCAGAATGTCAGTTCAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAA
CTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGATATAATAATTAGATCTGAAAATCTGACAGACAATGC
CAAAACGATAATAGTACATCTTAATGAATCTGTAAAAATTGTATGTACAAGGCCCGGCAATAATACCAGAAGA
AGTATGAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGAGACATAAGAAAAGCACATT
GTAACATTAGTAGATGGAATGAAACTTTACAAAAGGTAAGGAAAAAATTAAAAGAATACTTCCCTACCAGAAA
TATAACATTTAAACCATCCTCAGGAGGGGACCCAGAAGTTACATCACATACCTTTAATTGTCAAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGAT
GCTCTGGAAAAATCATCTGCACCACTGATGTGCCTTGGAACACCAGTTGGAGTAATAAATCTATAGAAGATAT
TTGGGAGAACATGACCTGGATGCAGTGGGACAGAGAAATTAACAATTACACATATACAATATACACTTTGCTC
GAAGAATCGCAAAGCCAGCAGGAAAAGAATGAGAAAGAGTTATTAGCCTTGGACAAGTGGAATAGTCTGTGGA
ATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGGTT
AAGAATAATTTTTGCTGTGCTCTCTCTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATT
TCTCTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTATAGAAGTAATACAAAGGCTTT
GTAGGGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGCTGTAA 
>GU329303 
GGGGAGGGGAACAGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GCGCATCAGATGCTAAAGCATATGAGACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTGAAGATGACCCCACTCTGTG
TCACTTTAAATTGTACAAATCCTACCAATACTAGTACCAATAATAGTGGTACTACCCCTAGTACTACCCCTAG
TACCACTAGTACTAACCCTAGTAATCCTACCAATAGTAGTTCTACCCAGGAGAGCCTGAAGGGAGAAATGAAA
AATTGCTCTTTCAATGTAACCACAGAAATAAGAAATAAGGAAAAGAAAGAGTATGCACTTTTTTATAGGCTTG
ATATAGTACCACTCAAAGAGGACAGCTCTAATGAGACTGACAGTCCTGGGGATTACATTTTAATAAATTGCAA
TACCTCAACCATAACACAGGCCTGTCCAAAGATTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCT
GGTTTTGCGATTCTAAAGTGTAATGACACAAAATTCAATGGGACAGGGCCATGCCATAATGTCAGTACAGTAC
AATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAGAT



AATAATTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACACCTTAATGAATCTGTACAAATT
AATTGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGAGCAGCATTCTATGCACACA
ATAACATAATAGGAGACATAAGACAAGCATACTGTAACATTAGTAATAATTGGAATAATACTTTAAAAAGGGT
AAAGAAAAAATTGGAAGAACACCTTAATAGAACAATACAATTTGAACCATCCTCAGGAGGGGATCCAGAAATT
ACAATGCATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACC
TAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAA
CTCCAGTTGGAGTAATAAATCCAACAAAGAAATTTGGGAGAACATGACCTGGATGCAGTGGGACAGAGAGATC
AGTAATTACACAGGCATAATATATGGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAGAAATGAAAAAGATT
TATTAGCATTGGACAGTTGGAAAAACCTGTGGAGTTGGTTTGACATATCATATTGGCTGTGGTATATAAAAAT
ATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGGATAGTTTTTGCTGTGTTATCCATAGTGAATAGAGTT
AGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTTTGCTTGATTCCCTAGCAATAACAGTAGCTGAAGGAA
CAGATAGGATTATAGAAGTAGTACTAAGAATTTGTAGAGCTATTTGCAACATACCTAGAAGAATAAGACAGGG
CTTTGAAGCAGCTTTGCTATAA 
>GU329320 
GTGGTAGGAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCT
GTGTCACTTTAAATTGTGGTAATGCTAATGTTACCAGTACTGATGATACTACCCTCAATATGAGAGAAGAAAT
AAAAAATTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAACAGAAAGTGTATGCACTTTTTTATAGA
CTTGATGTAGTACCACTTAATGAGCATCATAATAACTCTAGTAATGAAACTGGTGAATATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACACTTTAATCAATCTGTAGA
GATTGTGTGTACAAGACCCGGCAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTCAAAGGAACTGGACTAAAACTTTAG
TAAAAGTAAGTGAAAAATTAAGAGAACACTTCCCTAATAAAACAATAAACTTTAAAAGCTCCTCAGGAGGGGA
CCTGGAAGTTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTACGGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTC
TGCCTTGGAACTCCAGTTGGAGTAATAGATCTCAAGATGAGATTTGGAATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAGTAATTACACAAACATAATATACAATTTGCTTGAGGACTCGCAAATCCAGCAGGAGAAAAAT
GAAAAGGATTTATTAGAATTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATGCTATAGCAATAGCAGTA
GCTGAAGGTACAGATAGGATTATAGAGATAATACAAAGAATTTGTAGAAGATAAGACAGGGCTTTGAAACAGC
TTTGCTAGAA 
>GU329359 
GGGGTAGAGAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCGCAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTA
GATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCT
GTATCACTTTAAATTGTACAAACTACAATAAGACCACAAATGCCACAAAGACAACACCCACCCCAACTACATC
CTCAAGTGCACTTAATAGCACAAATGCAACTGTTACTTTCAATGAGGGAGAAATAAAAAATTGCTCTTTCAAT
GTAACCACAGAATTAAGAGATAAGAAAAAGAAGGAATATGCTCTTTTTTATAGGCTTGACATAGTACCACTTG
ATGGGAATAAGAATGGGAGTGGGGATGGTTTCGGGGAGTATAGACTAATAAATTGTAATACCTCAGCCATAAC
ACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACGTTATTGTGCTCCAGCTGGTTTTGCAATTCTA
AAGTGTAATAATAGGACATTCAATGGGATAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAA
TTAAGCCAGTGGTATCAACGCAACTACTGTTAAATGGTAGCCTGGCAGAAAAGGAGATAATAATTAGGTCTGA
AAATCTGACAGACAATGGCAAAATAATTATAGTACATCTTAATGAATCTGTATGGATTAACTGTACAAGACCC
GGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAGACATTCTATGCACACGGGGATATAATAGGAG
ACATAAGACAAGCACATTGTAACCTTAGTACAGCTGAATGGAATAGAACTCTACAAAGGGTAAGTGAAAAATT
AAGAGAACACTTCCCCAATAATACAATAAAATTTACATCACCTGCAGGAGGGGACCTAGAGGTTACAACACAT
AGCTTTAATTGTGGAGGAGAATTTAAACAGCTCAAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATC
AACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTG
GAGTGGTAAAAATCAAACAGCGATTTGGAATCACACGACCTGGATGCAGTGGGATAAGGAAATTAGCAATTAC
ACAGACACAATATACAGGTTGCTTGAGGAATCGCAAACCCAGCAGGAACAGAATGAAAAAGATTTATTAGCAT
TGGACAGATGGAACAATCTGTGGAATTGGTTTGATATATCAAATTGGCTGTGGTATATAAAAATAGTTATAAT
GATAATAGGAGGCTTAATAGGTTTGAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGA
TACTCACCTTTGTCGTTCGCTATTAGTCTGTATGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGA



TTATAGAATTCATACAAAGATTTTGTAGAGCTATCTACCACATACCTACAAGAATAAGACAGGGCTTTGAAGC
AGCTTTGCAGTAA 
>GU329387 
GTGGGGGGGAATTTGTGGATCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTCTTTTTACAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACCCTAAACTGTACAGATGCCCATGTTAACTACACTGAGAGCACAAATGCTACTACTGCCAGTACTACTGC
TACTACCTACACGAATAGCATGAAGGGAGAAATACAAAACTGCTCTTTCAATGTAACCACAGAAGTAAGAGAT
AAGATACAGAAAACGTATTCACTTTTTTATAGACTTGATATAGTACCACTTAATGAGAATAACAATAAAAATA
ACAGTGGTAATGAGACTAACAGTAGTAAGTATAGATTAATAAATTGTAATACCACAGCCATAACACAAGCCTG
TCCAAAAGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAT
AACAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAG
TAGTATCAACTCAACTACTGCTAAATGGTAGCCTATCAGGAGGAGAGATAATAATCAGATCTGAAAACCTGAC
AAACAATGCCAAAACAATAATAGTACACTTTAATGAATCTGTAGAAATTAATTGTACAAGAGTTGGCAATAAT
ACAAGAAAAGGTATAGGAATAGGACCAGGACAGACATTCTATGCCACGGATGCCATAATAGGAGACATAAGAA
AAGCACATTGTGAAGTTGATGGAGATAGATGGAATAAAACTTTACAAAAGGTAAGAAACAAGTTAGGAGAACA
CTTCCCTAATAAAACAATAATTTTTGCACCACAACCCTCTTCAGGAGGGGACCTAGAAATTACAATGCATAGC
TTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAAC
AGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCGCTGTGCCTTGGAACTCCAGTTGGAG
TAATAAATCTGAAGAAGAGATTTGGGGTAATATGACCTGGATGCAGTGGGATAGAGAAGTTAATAATTACACA
AGCATAATATACAAGTTGCTTGAAGACTCGCAACTCCAGCAGGACAAAAATGAAAAAGACTTATTAGCATTGG
ACAGTTGGGAAAGCTTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGAT
AGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTATACTCTCTATAGTGAATAGAGTTAGGCAGGGATAC
TCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGAACAGATAGGATTA
TAGAATTATTGCAAAGAATTGGAAGAGCTATCCTCAACGTACCTACAAGAATAAGACAGGGCTTTGAAGCAGC
TTTGCTATAA 
>GU329394 
GGGAAAGAGGAAAGATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCGAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAAGGTTAATAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAATTCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGCACGGATGTTACTGCAGTGAATGATACTAGCATGAATGGAGAAATGAAAAATTGCTCTTT
TAATGTGACCACAGAGCTAATAGACAAGAAACAGAAGGAGTATGCGCTTTTTTATAGACTTGATGTAGCACCA
CTTAATGAAAATGAAAGCTCTAGTAGAAACTATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAG
CACAAGCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATGAGGAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTACCCTAGCAGAAAAAGAGATAATAATTAGATCTG
AAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTATGAGACC
TGGCAATAATACAAAAAGAAGAAGAGTAAGGATAGGACATGGACCAGTATTTTATACCCATGACATTATAGGA
GACATAAGGCAAGCACATTGTAACATTAGCAAAGGTAACTGGACTAAAACCATGCACAGGGTAAGTGAGAAAT
TAAGAAAACTCTACAATAATAGCGAAATAGTGTTTGCAGCACAATCAGGAGGGGACCTAGAAATAACAACACA
TAGCTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACGTCAGTT
GGAGTAATAAAACTAATGAACAGATTTGGGGAAACATGACATGGATGGAATGGGATAGAGAAATTAGTAGTTA
CACAAACACAATATACAGCTTGCTTGAAATCTCGCAAACCCAGCAGGAACGAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAATAATCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGACAGG
ATCATAGAAATAGTACAAAGAGTTGGCAGAGGTATCCTCCACATACCTAGAAGAATAAGACAGGGATTTGAAG
CAGCTTTGCAATAA 
>GU329411 
GTAATGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGATTTGATAAATGTAACAGAAGATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGTAGTAATGTTAAGGTTAATGCCACTTACAATAATAATGCAAGTATGACAGATATGAAAAA
TTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGAGAAGGAATGAATATGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAATGGGAATTCCAGTGGGAATTTCAGTGATTATAGATTACTACAGTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGAT



TCTAAAGTGTAAAAACAAGACATTCAATGGAACAGGACCATGCACTAATGTCAGCACTGTACAATGTACACAT
GGAATAAAGCCAGTGGCATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGAA
CTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAAAAAAGCTGTAAAAATTGTGTGTACAAG
GCCTAACAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTTTGCAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTACTAAAAATGATTGGCTTGAAACTTTATTCAATGTAAGTAAAA
AATTGAGAGAACACTTCTCTAATAAAACAACAATACAATTTAATGCATCCAGTGGAGGGGACTTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAGTTTAAGCAACTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACA
CTAGTTGGAGTAATAAATCTCAAGATGAGATTTGGGGCAACCTGACCTGGATGGAGTGGGACAGAGAAATTAA
CAATTACACAGGCATAATATACAATTTACTTGAAGAAGCGCAAAACCAACAGGAGAAAAATGAAAAAGATTTA
CTAGCATTGGACAGTTGGAACAATTTGTGGAATTGGTTTGGCATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTATGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGTAGTAGCTGAGGGAACA
GATAGAATTATAGAGTGGGTACAAAGAATCTGTAGAGCTATCTGCAACATACCTAGGAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>GU329428 
GTGATGGGGGGCTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAGGTGCATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAATCCACAAGAAGTGGTTTTGAATATAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAGCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAACTGTAGTGAGGTCAAGGTCAATGAGACTATCAATTCTACTAATATTAGTGGTGTCAATGTTGATAA
TGTCACTGATCCTGACATGAAAAATTGCTCTTTCAATGCGACCACAGTACTAAAGGATAGGACAAAGAATGAA
TATGCCCTTTTTTATAAACTTGATATAACACCACTTAAGGATTCTGAAAAGAATCTCACTTACAAGGAGTATA
GATTGATAAATTGTAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGAACAGGACCATGTAAT
AATGTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTC
TAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATAACAAGAAATACCAAAACAATAATAGTACATCTTAA
AATTCCTGTAAAAATTGAATGTATAAGACCCAACAATAATACAAGGAAAAGTATGAGGATAGGGCCAGGACAA
ACATTCTTTGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGCAAGATTAATGAAGGACAATGGA
ATAAAACTTTATGGGGGGTGAGTAAAAAATTAAGCGAACACTTCCCTAATATTAGCATAAGATTTGAACCACA
TGCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAGTTTAAACAGCTCCAGGCAAGA
GTCTTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCT
GCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAGATCTCAACATGATATTTGGGATAACATGACCTG
GATGGAGTGGGATAGAGAAATTAATAATTACACAGAAACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAG
CAGGAGAAAAATGAAAAGGACCTACTATCATTGGACAGTTGGAATAGTCTGTGGAATTGGTTTGACATAACAA
AGTGGCTGTGGTACATAAAATTATTCATAATGATAGTGGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTAATCTGCTTGATACTACA
GCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTCATACAAAGAATTGGTAGAGCTATCTGCAACA
TACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU329473 
GTAGTGGGGAATTTGTGGGTTACAATCTATTATGGGGTACCTGTGTGGAGAGATGCAAATACTACTCTATTCT
GTGCATCTGATGCAAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACATGAAGTGGTCTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAG
CAGATGCACAAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAACCTGTGAAAATGTTAATATGACTGCTAGGGCAAAAGGTCCTGCGAGCAGTCCTACTAGTGCTAC
TAGTACAACTAGTCCTACTAGTACTACTAGTACAACTAGTCCTACTAGTGCTACTAGTACAACTAGTCCTACT
AGTACTGTTGAACCGACAATGAAAAATTGCTCTTTCAATATAACCACAGAATTAAAGGATAAGAAAAAGAACG
AGTATGCACTGTTTTATCTAACTGATATAGTACCACTTGAGGGGAATAGCAGCCAGGGAAACAGCCAATATAG
ATTTATAAATTGTAATACCTCAACCTTAACACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACAT
TATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCATGCCAGA
ATGTCAGCACAGTACAATGTACGCATGGAATTAAGCCAGTAGTATCAACTCAACTATTATTAAATGGTAGTCT
AGCAGAAGGAGATGTAATGATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTGCAGCTTAAT
GAATCTGTAAAAATTGTGTGTATAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAA
CATTCTATGCAACAGGAGAAGTAATAGGAGACATAAGACAAGCATATTGTAACATTTCGGGAGCTGAGTGGAA
TCGGACTTTACAAAATGTAACGAAAGCATTAGAGAAACACTTCCCTAATAGAAATATAACATTTACACACTCC
TCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTCAAACAGCTCCAGGCAAGAG
TCCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTCTGGGGCTGCTCTGGAAAAACAATCTG
CACCACTAATGTGCCTTGGAACTCCAGTTGGAACAATAAATCTCAATCAGATATTTGGGACAACATGACCTGG
ATACAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAAGTTGCTTGAAGAATCGCAAAGCCAAC
AGGAAATAAATGAAAAGAAGCTATTAGAATTGGGCGACTGGGATAGTCTGTGGAATTGGTTTTCTATATCAAG



ATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCTGTG
CTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACCTTAG
CAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTGGTACAAAGATTTTGTAGAGCTATCTATAACAT
ACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU329489 
ATGACAGGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTATGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGACTTTGGAAAATGTAACAGAGAACTTTAATATGTGGAAAAATGAGATGGTGGAT
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAATTGTACTGATTATAAGTATAATGCTACCAACATAAAAAATGTTACTGCYACCTCCAAAAATAA
TGCTACCAATGTAACTGCTACCAACATAACTGAGTATATGAGAGAAGAAGTAAAAAATTGCTCTTACAATATA
ACCACAGAACTAAGAGATAAAACAAAGGAAGTGCGTTCATTTTTTTTATAAAATTGATCTAGTACCACTTAAT
GACACTGGTACTAATAGCACCTATAGACTCATAAATTGCAATACCTCAACCATAACACAGGCTTGTCCAAAGG
TCACGTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGAAAGGACCATGCCAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAGAGGATAATAATTAGATCTGAAAATCTGACAAACAATG
CCAAAACAATAATAATACAGCTTAACTCATCTATAAACATTATGTGTACAAGACCCAACAATAATACAAGGCA
AGGTATAAGAATAGGACCAGGACAAACATTTTATGCAAGAGGAGAAGTAATAGGAGATATAAGACAAGCATAT
TGTAACATCAGTGCAGATAAATGGAATGAAACTTTACAAAGGGTAGCAAAAGAATTAAGAGAATACTTCCCTA
ATAAAACAATAAACTTTAAACAACCCTCAGGAGGGGACCTAGAAATTACAACCCATAGCTTTAATTGTATGGG
AGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAA
CAGATATTTGGAATAACATGACATGGATGCAGTGGGAAAGAGAAATTGATAATTACACATACACAATATACCA
ATTGCTTGAAGACTCACAAAGCCAGCAGGAGAAAAATGAACAAGACTTATTGGCACTGGACAAGTGGAACAGT
CTGTGGAATTGGTTTGATATATCAAAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAA
TAGGATTAAGAATAGTTTTTACTATATTTTCTATAATAAATAGAGTTAGGCAGGGTTACTCACCTTTGTCGTT
TGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAA
AGAATCTGTAGAGCTATCCTCCACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>GU329494 
GGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCTGTGCAT
CAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAGTACGTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGATCAAATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAACCTGTACTAATGTTACCAAAGTTAATGATACTAATGTTACCAACGTTAGTGCTACTAATGTTACCAATGC
TAATGAGACTACAAACAATGCGACCACCAATGATACTGGAGAAATGAAAAATTGCTCTTTCAATGTGACCACA
GAAATAACAGATAAGAGAAAAAAGGAATATGCACTTTTTTATAGACTTGATATAGAACCACTTAATAAGAATG
CTAGTGAGTATAGGCTAATAAATTGCAATGCCTCAACTGTAACACAAGCCTGCCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTACAGTGTAACAATAAGACATTCAATGGAACA
GGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACCCAATTGCTGT
TAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGATAATGCCAAAACAATAAT
AGTACATCTTAATCAATCTATAGAAATTACATGTACAAGACCCAACAATAATACAAGGAAGAGTGTGAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGTAACATTAGCG
CAGAAAAGTGGAATGAAACTTTACAAAAGGTAGGCAAAATATTAAGAGAACACTTCCCTAATAAGACAATAAG
TTTTGCACCATCCTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAGTTTAAACAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGAGCAATAGATCTGAAAATGATATTTGGAA
TAACCTGACTTGGATGCAGTGGGAGAGAGAAATTAGCAATTACTCAGACACAATATACAGGTTGCTTGAGGTC
TCGCAAAACCAGCAGGAAGAGAATGAAAAGGACTTACTAGCATTGAACAGTTGGGATAGTCTGTGGAATTGGT
TTAACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTG
CTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGCACAAGGAATTTGGAGAG
CTATTTGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>GU329501 
GTAATGGGAAAATTGTGGGTCACAGTTCATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGAAGCTAAAGCATATGAAAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAGTTTTAACATGAGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTACTATGTAGAAATATTAATGGTAACCGGAGTGATGAAATAAAAGGAGAAATAAAAAATTGCTCTTT
CAATGCAACTGCAGAATTAACAGATAAGAAAAAGAAAGAATTTGCTCTTTTTTATAGACTTGATATAGTACCA
CTTAATGAGAACTCTAATAACAGTAATGGTAATTATAGTGAGTATAGATTAATAAATTGTAATACCTCAACCG



TTACACAAGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTATGCGAT
TCTAAAGTGTAATAATAAGACATTTAATGGAAAAGGACCATGCAGCAATGTCAGCACTGTGCAATGTACACAT
GGAATTAAGCCAGTGGTGTCAACCCAACTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAATAATTAGAT
CTGAAAATATAACAAACAATGCCAAGACAATAATAGTACATCTTAATGAATCTGTACAAATTAATTGTATAAG
GCCCGGCAATAACACAAGAAAAAGTGTGAGGATAGGACCAGGACAAGCCTTCTTTGCAACAGGAGACATAATA
GGAGATATAAGACGAGCACATTGTAACATTAATAGTACACAATGGAATAAGACTTTAAATATGGTAAAAGAAA
AATTAAAAGAATACTTCAATAATAAAACAATAATATTTAAATCATCTGCAGGAGGGGATTTAGAAATTACAAC
ACATAGCTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAG
GATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAGTA
GTTGGAGTAATAAAACTTTCAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGATAAAGAAATTAGTAA
ATACACATACATGATATATGACTTGCTTGAAGAATCACAAAACCAGCAGGAGAAAAATGAAAAAGATTTACTA
GCATTGGACAGTTGGAATAGCTTATGGAATTGGTTTGCCATATCAAAATGGTTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTCTAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTCGCTATTAGTTTGCTTGATACTACAGCCATAGCAGTAGCTGAGGGAACAGAT
AGAATTCTAGAATTCATACAAAGACTTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGACTTTG
AAGTAGATTTACAATAA 
>KX983797 
GTGGTGGGGAAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAGAGAGAGGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACTGATGCTAAAAATACAACAGCAAATACAACAGCAACAACAATACCTAACCCCACTAG
CATATATAAAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAACAACAGAAAGTGCAT
GCACTCTTTTATAGACTTGATATAATATCACTTAACAACAACAGCATCAACAACTATAGTGAGTATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGCCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTCAATGGGACAGGACCATGCCAGAATGTC
AGCACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAG
AAAAAGGGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAGACAATAATAATACAGCTTGAAAAAGC
TATAGGAATTAATTGTACAAGACCCGGCAACAATACAAGACGAAGTATAAGGATAGGACCAGGACAAGCATTC
TATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAATGGAAAAGATTGGAATAATA
CTTTACAAGATGTAAGTAAGAAATTAAGAGAACACTTCCCCAATAAAACAATAATATTTAAACCACCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAACGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACACCAGTTGGAGTAATAAATCTCTAACATATATTTGGGGGAACATGACCTGGATGCA
GTGGGATAGGGAAATTAACAATTACACAAGCATAATATACAGTTTGCTTGAAGAATCACAAACCCAGCAGGAG
CAAAATGAAAAAGATTTATTAGCATTGGACAAGTGGAATAGTCTGTGGAATTGGTTTGACATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTGAGAATAATTTTTGCTGTGCTATC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTTTGCTTGATACCACAGCAATA
ACAGTAGCTGAAGGAACAGATAGAATTATAGAAATAATACAAAGAATTTGTGGAGCTATTCGCAACATACCTA
CAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>JX213352 
GTGGTAGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTTTATTCT
GTGCCTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCGCAAGAAATAAAATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGTTGTAGCAATATTACTGTTAATACTACCGGTGTTAATACTACCAATGAGGGTTATAGCATAAA
TAAAGAAATGACAAATTGCTCTTTCAATGCAACTACAGAGATAAGAGATAAGAAACAGAAGGTGTACGCACTT
TTTTATAGGCTTGATGTAGTACCACTTAATGGGAAAAGAAACAACAGCTTAGGAGAGTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCATTTGAACCAATTCCTATACATTATTGTGCCCC
TGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTATTAAATGGTAGCTTAGCAGAAGGAA
AGATAATAATTAGAGCTGAAAATCTGACAAAGAATGCCAAAACAATAATAGTACACCTTAATGAATCTGTAGA
AATTAATTGTACAAGGCCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAAATGCCATAATAGGAGACATAAGACAAGCATATTGCAATGTTAGTAGACAAAAATGGATCACAACTCTAC
AACAGGTAAAACAAGAGTTAAGAGAACAATTCTCTAATATAAATATGACATTTGCAAATATAACATTTAACTC
ATCATCAGGAGGGGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCG
AGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCTTGGAACGACAGTTGGAGTAATAAAACCCAAAAAGAAATTTGGAATAACATGAC
TTGGATGCAGTGGGATAAAAAAATTAATAAGTACACAAACACAATATATGAGTTGCTTGGAGAATCGCAGATC
CAGCAGGAACAAAATGAAAAAGATTTATTAGCACTGGACAAGTGGAATGATCTGTGGAATTGGTTTGACATAA



CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAATTTTTGC
TGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATAAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGATTTTGTAGAGCTATTCGCA
ACGTACCTGTAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCTATAA 
>JX239395 
GTGGTAGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGCGCACAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGGTTTTGATAAATGTAACAGAAAACTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTATATGGGACCAAAGCCTAACACCATGTGTAAAGCTGACCCCGCTCTGTG
TCACTTTAAATTGTACTAATGCTACTTTTACCCACAATAAGGTTAATACTACCTACAATAATATTAGTACTCC
CTACAATGAAAGTATGGGTGAAGAAATGAGAAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGAAA
CAGAAAGTGCATGCACTCTTTTATAGACTTGATGTAGAACCACTTAGTAAAAATTCCAGTGAGTATAAATTAA
TAAATTGTAATACCTCAGCCATAGCACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCCTATACATTATTG
TGCTCCAGCTGGATATGCGATTCTAAAGTGTAACAATAAGACATTTAATGGGACAGGGCCATGCAACAATGTC
AGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAGAGATAATAATTAGATCTGAAAATCTGACGAACAATGCCAAATCAATAATAGTACATCTTAATGAATC
AGTAGGAATTACTTGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGTATTC
TATGCAACAGGAGACATAATAGGAGACATAAGAAAAGCACATTGCAACATTAGTGGAAGTGAGTGGAATAAAA
CTCTACAAAGGGTAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAGATTTGCACCACACTCAGG
AGGGGATCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTTATTACGACATTTGGGACAACATGACTTGGATGCA
GTGGGATAGGGAAATTAGTAATTACACAGATACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA
AAAAATGAACAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAATTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAGTTTTTGCTGTGCTTTC
CATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATA
GTAGTAGCTGAAGGAACAGATAGGATTATAGAGTTCATACAAAGAATTTGTAGAGCTATCCTCAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>JN977604 
GGGGAGAAATTGTGGGTCACTGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCTGTG
CATCAGATGCTAAAGTATATGAGAAAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATAGTTATGGAAAATGTGACAGAAAATTTCAACATGTGGAAAAATGACATGGTAAATCAA
ATGCATGAGGATATTATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGATTGACCCCACTCTGTGTCA
CTTTAAATTGTACCACCTTTAATGGTATCAGTAATAGTACCATTGAGAAAAAGGGAGAAGAAATAAAAAATTG
CTCTTTCAATACAACCACAGACTTAAGAGATAAGAAGCAGAGACAATATGCACTTTTTTATAGACCTGACATA
GAATCAATTGATAATAATACAAATAACACTTATTATAAGTTAATAAGTTGTAAGACCTCAACCCTAACACAAG
CCTGTCCAAAGGTCTCTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAGTAAGACATTCAATGGAACAGGACCATGCAAGAATGTTAGTACAGTACAATGCACACATGGAATTAAG
CCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGGATAATAATTAGATCTGAAAATC
TGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAGTCGGTAGAGATTGTGTGTACAAGACCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGAATTCTTTGCAACAGGAGAGATAATAGGAAATATA
AGACAAGCACATTGTAACATTAGTAAAAGTAAATGGAATAATACTTTACAAAGGGTAAGTGAAAAATTAAGAG
AATATTTTAATAATAAAACAATAAAATTTGAGCAACACTCAGGAGGGGACCTAGAAGTTAAAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTA
ATAAATCCCAAAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGATAGAGAAATTAATAATTACTCAGA
CACAATATATAGGCTGCTTGAAATCTCGCATACCCAGCAGGAGAAAAATGAAAAGGACTTATTAGCATTGGAC
AAGTGGAGCAATCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTTATAATGATAG
TAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTATGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTCTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAGGGAACAGATAGGATCATA
GAAGTAGTACAAAGAATTGGTAGAGCTATCTTCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCAATAA 
>KT252545 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAGACGCCCCTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTACATAATGTCTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCGATCCACAAGAAATGGTTTTGAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CCCTAAACTGTAGTAATGTTAAGATTGACAATACTACTACTACCTTCAGTAACATAAATGGAAAAGTACAAAA
CATGACGGAAGACATGAGAAATTGCTCTTTCAATATGACCACAGAACTAAAAGATAAAAGTAAGATAGAACAT
GCACTTTTCTATAGACTTGATATAACACCACTTAATGAGAATCCCACTAGGACTCCCAAAACGAATTCCAGTA



GTACGACTCCCAGTGCGAGTTCCAGTGGTACGAATTCCAGTGGGAACTCCAGTGAGAAGTTCATAGAATATAG
ATTAGTAAATTGTAATACTTCAAGAATAACACAAGCCTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACAT
TATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATA
ATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACTCAATTACTGTTAAATGGTAGTCT
AGCAGAAGAAGGGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGTTTAAT
GAATCTGTACCAATTGTATGTGCAAGACCTGGTAATAATACAAGACAAAGTACAAGGATAGGACCAGGACAAA
CATTCTTTATAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAAGAGCTTGGAA
TGATACTTTAAAAAAGGTAGGCGAAAAATTAAAAGAATACTTCCCTGATAAAAACATAAGTTTTGACCAACCC
TCAGGAGGGGACCTAGAAATTACCACACATAGCTTTAATTGTAGAGGAGAGTTTAAACAGCTTCAGACAAGAG
TCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTCTGGGGCTGCTCTGGAAAACTCATTTG
CACCACTAATGTGCCTTGGAATGCTACTTGGAGTAATAGGTCTCAAGAGGAAATTTGGGGTAACTTGACCTGG
ATGCAGTGGGATAGAGAAATTAATAATTACACAGAACAAATATACAATTTGCTTTCAATCTCGCAAAACCAGC
AGGAAAAAAATGAAAAAGATTTACTAGAATTGGACAGGTGGAGCACTCTGTGGAGTTGGTTTGACATAACAAA
TTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTG
CTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGCTTGCTTGATACAACAG
CAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTTATACAAAGATTTTTTAGGGCTATCTACCATAT
ACCTAGAAGAATAAGACAGGGCTTCGAAGCAGCTTTGCAATAA 
>KX983777 
GTGGTAGGGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACCCTCTTCT
GTGCATCAGATGCTAAAGCATATGTGACAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACCTTAAATTGTACAGATGCTGAAGCCAAAAATGGTACTGTCAAAGGGACTGATGTCAATAGCGAGACTAA
TGTCAATATTACTACAGATATGAAAAATTGCTCTTTCAATGCAACCACATTATTAGAAGATAAGAAACAAAAA
GTGTCTGCACTCTTTTATAGACTTGATATAGAACCACTTAATAAAGAGGAGAAGGATAGTAATAGCAGCTATA
GTGAGTATATATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGATCTCTTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGAACAGGA
CCATGCAAGAATGTCAGCACAGTACAATGTACACATGGGATCAAGCCAGTGGTATCAACTCAATTACTGTTAA
ATGGTAGCTTAGCAGAAAAAGAAATAATGATTAGATCTGAAAATATAACAGACAATGCCAAAACAATAATAGT
ACAGCTTAATAAATCTGTAGAAATTGTGTGTACAAGACCTGGCAATAATACAAGAAGGAGTGTAAGGATAGGA
CCAGGACAATCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAACCTTAGTAGAG
AGGACTGGAATGAAACTTTAAGAATTGTAGGTGAAGAATTAATAAAACACTTCCATAATAAAACAACAATAAA
ATTTGAATCACCCTCAGGGGGGGACATAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTCAAGCAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAAGCCTGTGGGGTTGCTCTG
GAAAACTTATCTGCACCACTGCTGTGCCTTGGAACGCCAGTTGGAGTAATAAATCTCAAGAAGATATTTGGGG
TAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAAACACAATATACAAGTTGCTTGAAGAC
TCGCAAAGCCAGCAGGAGAGAAATGAAAAGGACTTATTGGCATTGGACAGCTGGAAAAATCTGTGGAGTTGGT
TTGACATATCAAATTGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAAT
AATTTTTGCTGTGCTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTG
CTTGATACTATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGGAATAATACAAAGAATTTGTGAAG
CTATTCGCAACATACCTAGAAGAGTAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KX983831 
GTATTAGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAGGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATTAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTAAACAATAATAGTAGTATGAAGAATTGCTCTTTCAATGCAGCCTCAGAATT
AAAAGATAAAAAACAGCAACAAAGAGCAATTTTTTCTGAACTTGATGTAGTATCACTTGGTAATTCTAGTTAT
AGAATAATAAGTTGTAATACCTCAACCATAGCACAGGCTTGTCCAAAGGTCTCTTTTGACCCAATTCCTATAC
ATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAGGTGTAATAATAAAACATTCAATGGATTAGGACCATGCAA
TAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTGTCAACTCAACTCCTGTTAAATGGTAGT
CTAGCAGAAGGAGAGATACTAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACAGCTTA
ATAATTCTGTAGAGATTGTGTGTGTCAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGTCCAGGACA
AACATTCTTTGCAACAGGAGATATAATAGGAAATATAAGACAAGCATATTGTAACATTAGTGAAAGTAAATGG
AAGGACACTTTACAAAAAGTAAGTAAGAAGTTACAAGAGCACTTCCCTAATAAAACGATAAAATTTGAACCAT
CCTCAGGAGGGGACCTAGAAATCATAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAG
AGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATC
TGCACCACTAATGTGCCTTGGAACCTTAGTTGGAGTAATAATAAAACTTATGAAGAGATTTGGGAAAACATGA
CCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAAGCATAATATATAGGTTGCTTGAAAAATCGCAAAT
TCAGCAGGAAGAAAATGAAAAAGATTTACTATCATTGGACAGTTGGGAAAGTCTGTGGAATTGGTTTAGCATA



ACAAAGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTG
CTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGCCTGCTTGATAC
TATAGCAATAGCAGTAGCTGGAGGAACAGATAGGATTATAGAAATATTACAAGGAATTTGTAGAGCTATCCGC
AACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>JX213464 
GTGAGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATACGAGAGAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGTAGCAATACAACCAGTGGCACAACTGATGATAAGATGAAGGGAGAAATAAAAAATTGCAC
TTTCAATATGACCACAGAAATAAAAGGTAGAAAACGGAAAGTGTCTGCACTTTTTTATAAACTTGATGTAACA
CCACTGAATACTAAAACTAAGGAAAATAGCAGCTATAGTGAGTATATATTAATAAATTGTAATACCTCAGCCA
TAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGCTATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGGCCATGTCAGAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGATATAATAATTAGAT
CTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAAGTGTATAAG
ACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATA
GGACAAATAAGACAAGCACATTGTAACATTAGTAGAAGCAATTGGACTACAATGTTATATAGGGTAAGCAAAA
AATTAGAAGAACACTTCCCTAATAAAAATATAACATTTAAATCATCCTCAGGAGGGGATCCAGAAATTACTAC
ACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGTTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCA
GTTGGAGTAATAGATCTCAAAGTGACATTTGGGATAACATGACTTGGATGCAGTGGGATAGGGAAATTAATAA
TTACACAAACACAATATACAGGTTGCTTGAGGACTCGCAAAGTCAGCAGGAGAAAAATGAAAAAGATTTATTA
GCATTGGACAAGTGGAACAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGCTTGAGAGTAGTTTTTGCTGTGCTCTCTATAGTGAACAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTAGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAGAAATAGTACAAATAATTTTTAGAGCTATCTGTAACATACCTACAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAGTAA 
>KX983851 
GGGGTGGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAGACTACTCTATTCTGTG
CATCAGACGCTAGATCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAATAGTCTTAGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGATCAA
ATGCATGAGGATGTAATAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAAAATGTGGAACTGTTAAGGTTAACTCTACTAACTCCACAGATACCATGGATAGGGAAATGAAAAATTG
CTCTTTCAATATGACCACAGAACTAAGAGATAAGAAAAAGAATGTGTATGCACTTTTCTATACCCTTGATATA
GTACCACTTAATGAGAAGAATGACAGCAATGATAACAGAACTAGGGAGTATAGGTTAATAAATTGTAATACCT
CAGCTATAACACAAGCCTGTCCAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAA
TTAGATCTGAAAATATAACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCCGTAGAAATTGTGTG
TATAAGACCCAATACTAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAC
ATAACAGGAGATATAAGAAAAGCATCTTGTAGCATTAATAAAACTAGATGGGACACAACTTTAAAACAGGTAG
CTGAAAAGTTAAGGGAACACTTCCAGAATAGAACAGTAAAATTTCAGCCACACTCGGGAGGGGACCTAGAAGT
TGCAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCGCTGGAAAACTCATCTGCACCACTGACGTGCCCTGGA
ACTCCAGTTGGAGTAATAAAAATGAAACAGAGATTTGGGAGCAAATGACCTGGATGCAGTGGGATAAAGAAAT
TAATAATTACACAAACACAATATACTGGCTGCTTGAAAAATCGCAAAACCAGCAGGAAAAAAATGAACAAGAT
TTATTAGCATTGGACAAGTGGAGCAGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAA
TGTTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGCGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGTTTGATGCCCTAGCAATAACAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAACACAAAGAATTTGTAGAGCTATCCGCAATATACCTACAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCTATAA 
>KF716466 
GTATTAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGAGAGAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGCTTGAAGCCATGTGTAAGGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATAAGATTAACATGGATAACAAGAGTAATAAGAGCTACAACAATAATACTGAGCT
AAGAAATTGTTCTTTCAGAGTAACCACAGAACTAAAAGATAGGAAAAGGGAGGAGTATGCACTTTTTTATAGA
CTTGATATAGTGCCACTTAACGGCGGCGAGTCTAGTGAGTCTAGTGAGTCTAGTGCGTATAGATTAATAAATT



GCAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTCAAGTGTAATAATAAGACATTCAGTGGGACAGGACCCTGCAAAAATGTCAGCACA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGTCTAGCAGAAGAAG
GGATAATAATTAGCTCTGAAAATTTGACAAACAGTGTCAAAACAATAATAGTACATCTTAAAGAACCTGTGGG
AATTGTGTGTACAAGACCCAATAATAATACAAGAAAAAATGTAAGGATAGGACCAGGACAAGCATTCTATGCA
ACAAATGGCATAATAGGAGACATAAGACAAGCATATTGTAACATTACTGGTGAGTGGAACAAAACTTTAGAAC
TGGTAAAAGGAAAATTAGCAGAATACTTCCCTAATAAAACAATACAATTTGCACCATCTTCAGGAGGGGATCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCCATTGAA
AGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGC
CTTGGAACTCCAGTTGGAGTAATAAATCTAAAGACGAGATTTGGGAGAACATGACATGGATGGAGTGGGACAG
AGAAATTAATAATTACACAAACACAATATATAGGTTGCTTGAAGACTCGCAAATCCAGCAGGAAAAAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGGAAAATCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGAATTATAGAAGTAGTACAGAGAATTTGTAGAGCTATCCGCAACATACCTACAAGAATAA
GACAGGGCTTTGAAATAACTTTGCAATAA 
>KR820304 
GTGCTAGGGAACTTGTGGGTCACAGTCTACTATGGAGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATAATGTTAATGCTACCCATAAGAATAATGACACAAGGGGAGAAATAAAAGGTTG
CTATTTCAATGTAACCACAGAAGTAAGAGATAAGAACAGGAAAGAATATGCACTTTTTTATAGACCTGATATA
GTACCACTTGATGAGAAAAAGAAGCTTCAGGAGAATTGTAGTGAGAATGTTAATAGAGGGAATAATAGTAGTG
AGAATGGTACTGGAGGGAATAGTAGTGGGAATTCTAGTAAGACTTGTTTTAGTGAGTATATATTAATAAATTG
TAATACCTCAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCA
GCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAG
TACAATGCACACATGGAATTAAGCCAGTAGTATCAACACAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGA
CATAATAATTAGATCTGAGAATCTGGAAGACAATGTCAAGACAATAATAGTGCACCTTAATGAATCTGTAGAA
ATTGTGTGTACAAGACCCAATAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAA
CAGGAGGAATAATAGGAGACATAAGACGAGCATACTGTAACATTAGTAGAGCCAACTGGACGACAACTATACA
GAGGGTAAAAGAAAAATTAGAAAAACACTTTAAGAATAAAACAATAAAATTTCAACCACACTCAGGAGGGGAC
TTAGAAATTACAACACACAGCTTTAATTGTAGAGGGGAATTTAAACAGCTTCAGACAAGAGTCTTGGCTATAG
AAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCCGT
GCCTTGGAACAGTAGTTGGAGTAATAAATCTCAAAGTGATATTTGGAATAACATGACCTGGATGGAGTGGGAT
AGGGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAAACCTCGCAAAACCAGCAGGAAGAAAATG
AAAAAGATTTACTAGCATTGGACAGGTGGAAAAATCTGTGGAATTGGTTTGACATAACAAATTGGTTGTGGTA
TATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCCACAG
CTGAGGGAACAGATAGGATTATAGAAGCAATACGAAGAATTGGGAGGGCTATCTACCATATACCTAGAAGAAT
AAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KR820314 
GTGATAGGGAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATGATTTTAATGCTACCCATGTGAATAATGACACAAGGGGAGAAATAAAAAGTTG
CTATTTCAATGTAACCACAGAAGTAAGAGATAAAAAGAGGAAAGAAAAGGCACTTTTTTATAGACCTGATATA
GTACCACTTGATGGCAGTTCTGGTGAATATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTC
CAAAGGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGA
TAAAACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAAGAATTAGATCAGAGAACTTAGCAA
ACAATGTCAAAACAATAATAGTGCATCTTAATGAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATAC
AAGAAAAAGTGTGAGGATAGGACCAGGACAAACCTTCTATGCAACAGGGGGAATAATAGGAAACATAAGACAA
GCATCCTGTAACATTAATGAAACCAAATGGAACGAAACTTTACGCAGGGTAAAAGGGAAATTAGAAGGACATT
TCCCTAATAAAACAATAATATTTCAACCACACTCAGGAGGAGACTTAGAGATTACAACACATAGCTTTAATTG
TAGAGGGGAATTTAAACAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAGTAGTTGGAGTAATAAAT
CTCAAAATGATATTTGGAATAACATGACCTGGATGGAGTGGGATAGGGAAATTAGTAATTACACAAACACAAT
ATACAAGCTGCTTGAAACCTCGCAAAACCAGCAGGAAGAAAATGAAAAAGATTTACTAGCATTGGACAGGTGG



AAAAATCTGTGGAATTGGTTTGACATAACAAATTGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
ATCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGGATTATAGAAGCA
ATACAAAGAATTGGAAGGGCTATCTACCATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>KR820324 
GTGCTGGGAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAGGAGGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGCACTGTAGCAAGGTAAACGATACTAGTGTCAACAAGCCCATGAATTCTATTGTCAACGATACCAT
GAGTTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGAAAAAGAAAGGAACTGCACTTTTTTATAAACTG
GATATAGTATCACTTAATAGCAATTCTGAGAATAGCAGCTCTGGGGAGTATAGGCTAATAAATTGTAATACCT
CAACCATAGCACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTA
TGCGATCCTAAAGTGTAATGATAAGAAATTCACTGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGATATAATAA
TTAGATCTGAAAATTTGACAAACAATGCTAAATCAATAATAGTGCATCTCAATGAATCTATAGTAATTGTGTG
TACAAGACCCGGCAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATAATAGGAGACACAAGACAAGCACATTGTAATATTAGTGGGTGGAATAATACTTTAGAAAAGGTAAGGGAAA
AATTAAAAGAACTCTTTAATAAAACAATAAGCTTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGTTTTAATTGTGGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGGAT
CAACAGCTCTTAGGAATCTGGGGCTGCTCTGGAAAGATCATCTGCACCACTAATGTGCCTTGGAACGAGAGTT
GGAGTAATAAATCTGAAAATGAGATTTGGCAGAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAATTA
CACAGGCATAATATACCAGTTGCTTGAAACCTCGCAAACCCAGCAGGAACAAAATGAAAAAGATTTACTATCA
TTGGACAGTTGGAACAGTCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTTATAA
TGATAGTAGGAGGCTTGATAGTATTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTATCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTTGCTGAGGGAACAGATAGA
ATTATAGAATTGATACAAAGAATTTGTAGAGCTATCCTTAACATACCTACAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>KR820326 
GTGCTGGGAAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCAAGAGGATATAATTAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTACACTGTAGCAAGGTCAACGTAACCAACGCGACCATGTATACTAGCCAGGACAAAGGAGCCAACGG
GACCACCATAAATATTATTGACAACGATACCATGGAGGCTGTTGCCAATAATAACATGAATTGCTCTTTCAAT
ATGACCACAGAACTAAGAGATAAAAATAAGAAAGTATATGCACTGTTTTATAAACTTGATATAGTACCACTTG
ATGACAGCTCTGGGGATGACAGCTCTGGGAATGACAGCTATAAGGAGTATAGGCTAATAAATTGTAATACCTC
AACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGGTAT
GCGATCCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTA
CACATGGAATTAAGCCAGTGGTATCAACTCAGTTACTGCTAAATGGTAGTCTAGCAGAAGAAGAGATAATAAT
TAGATCTGAGAATCTGACAAACAATGCTAAATCAATAATAGTGCATCTCAATAAATCTGTAGAAATTGAGTGT
GTGAGACCCAGCAATAATACAAGAACAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAAAAGGAGAAA
TAATAGGAGACATAAGACAAGCACATTGTAATATTAGTGGGTGGAAGGATACTGTAGAAAAGGTAAAGAGAAA
GTTAAAAGAACTCTTCAATAATACAGAAATACTATTTGCACCATCCTCAGGAGGGGACCCAGAAATTACAACA
CATAGTTTTAATTGTGGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTATCGAAAGATACCTAAAGG
ATCAACAGCTCCTAGGAATCTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACGGTAG
TTGGAGTAATAAATCTGAAGACGAGATTTGGGGGAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAAT
TACACAGACATAATATACCAGTTGCTTGAAACCTCGCAAACCCAGCAGGAGAAAAATGAAAAAGATTTACTAT
CATTGGACAGTTGGAACAGTCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTTAT
AATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGAACAGATA
GAATTATAGAGCTAATACAAAGAATTGGTAGAGCTATCCTTAACATACCTACAAGAATAAGACAGGGCCTTGA
AGCAGCTTTGCAATAA 
>KR820342 
GGGATGGGGAACATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAGGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGCTTTGAAAGAGGTAACAGAGAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGATTGCACTAAGGTTAATGTTAGTGCTAATCAGACTATTATCAGATTTGATCGAACTGTCAATAG



TAGTGAGTATGAAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAATTAAGAGATAAGCAAGAAAAAGTA
CATGCACTTTTTTATAAACTTGATATAGTAAATCTTGGAAATAGCAGCAACAACAGTAGCTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTCTACATTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGTACAGGACCATGCAATAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAG
GAGATATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGT
AGAAATTAATTGTACAAGACCTAACAATAATACAAGAAAAGGTATAGGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGCCATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGAATACAAATGGAATGAAACTT
TACAAAGGATAAGTAAAAAATTAAAAGAGCACTTCCCCAATAAAACAATAGAATTTAAACCAGCCTCAGGAGG
GGACCTAGAAATCACAACACATAGCTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCT
CTAGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
GTGTGCCTTGGAACATTACGTGGAGTAATAAAACAAAACAAGACATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAGTAATTACACAGACACAATATATAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGA
AATGAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCCATTAGTCTGCTTAATACCACAGCAATAGTA
GTAGCTGAAGGAACAGATAGAATTATAGAATTAGTACAAAGAATTTGTAGGGCTATCATCCACATACCTAGAA
GAATAAGACAGGGTGTTGAAGTAGCTTTGCTATAA 
>KR820376 
GGGAGCTTGTGGGTCACAGTATACTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAGGCATACGACAAGGAAGTGCATAATGTATGGGCTACGCATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATGCCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCACTT
TAAATTGTAGTAAAGTTAATAATACAGAAGTAAGGAATTGCACTTTCAATGTAACCACAGAACTAAGAGATAG
GAAAAAGAAAGAAAGTGCACTTTTTTATAGACTTGATATAGTGCCACTTGAGGGTGAGAGTAACAGCAGCCAT
AGTAACAGCAGCAGCAGCTATAGATTAATAAACTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCT
CTTTTGATCCAATTCCTATACATTATTGTGCTCCTGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATT
CAATGGAACAGGACCATGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACT
CAATTCCTATTAAATGGTAGCTTAGCAGAAGAAGAGATAATAATTAGATCTGAAAACTTGACAAACAATGCCA
AAACAATAATAGTACATCTTAATAAATCTGTAGAAATTCAGTGTATAAGACCTGGCAATAATACAAGAACAAG
TATAAGGATAGGACCAGGACAAGCATTCTATACAACAGGAGATATAATAGGAGACATAAGAAAAGCACATTGT
AACATTAGTAGAAGTGATTGGAATGAAACGTTACAAAATGTAAGTAAAAAATTAAAAGAACACTTCCGTAATA
GTAGTGCAATAGACTTTGCCCCAGCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGG
AGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACAATAGCTGGAGTAATAAATCTGAAA
GTGATATTTGGAACAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGACACAATATACAG
GTTGCTCGAGATCTCGCAAAGCCAGCAGGAACAAAATGAAAAAGATTTACTAGCCTTGGACAAATGGCAAAAT
CTGTGGAGTTGGTTCAGCATAACAAATTGGCTGTGGTACATAAAATTATTCATAATGATAATAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCCTGTCGTT
TGCTATTAGTCTGCTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGAATTATAGAATTAGTACAA
AGAATTGGTGGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KR820415 
GTGAGAGGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAAATGCTAAATCATTTGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTATGAATGTTAATACTAACAGTACTAATAATGTTACCACCAGTGACACAAATGGAGAAAT
AAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAAAAGAGGAATGAATATGCATTTTTTTATAGT
CTTGATATAGTGCCACTTAAGGAGAGTGGTAAGGAGAGTGGTAAGTCTAATGAGTATAGGTTAATAAGTTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAACTTCAATGGGACAGGACCATGCAAGAATGTCAGCACAATA
CAATGTACACATGGAATTAAGCCTGTAGTATCAACCCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGACA
TAGTAATTAGATCTGAAAATATGACAAGCAATGTCAAAACAATAATAGTACATCTTAATAGATCTGTAGAAAT
TGAGTGTATAAGACCCAACAATAATACAAGAAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACG
GGAGAGATAATAGGAAATATAAGACAAGCACTCTGTAACATAGATAGAAAAAATTGGACTAAGACTTTAGAAG
AAGTAAAGGAAAAATTAAAAGGATACTTCTCTAATGAAACAAAAATAGAGTTTCGACCACCCGCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATA
GAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGTATAACATGACTTGGATGCAGTGGGA
TAAAGAAATTAGTAATTACACAGACACAATATACAAGTTACTGGAAGAATCGCAAAACCAGCAGGAAGAAAAT



GAAAAAGATTTACTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCTGTGCTTTCTCTAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAACAGTA
GCTGAAGGAACAGATAGAATTATAGAATTAGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAA
TAAGACAGGGCCTTGAAGCAGCTTTGCAATAA 
>KP109494 
GGGAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTGCAT
CAGATGCTAAGGCATATGACAAAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCTAG
CCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGATCAGATG
CATGAGGATATCATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTGTCACTT
TAAATTGTACCACTTATAATAATACTGTTGAGGAAATAAAAAATTGCACTTTCAATGCAACCACAGAGATAAA
AGATAAGAAACAGAAAATGCATGCACTGTTTTATAAACTTGATATAGTACCACTTGACAGTGATAAGAGTAGT
AATAGTAGTTATAGATTAATAAATTGCAATACCTCAACCATAGCACAAGCCTGTCCAAAAGTCACTTTTGAAC
CAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAAC
AGGACCATGCAATAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTG
TTAAATGGTAGTCTAGCAGAAGGAAAAGAGGTAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAA
TCATAGTACAGCTTAATAAATCTGTAGAAATTGTATGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAG
GATAGGACCAGGACAAACGTTCTATGCAACAGGAGATATAACAGGAGATATAAGACAAGCACACTGTAACATT
AGTAAAAGAGATTGGAAGGAAACATTACGAAATGTAACAAAGAAATTAGAAAAATACTTTCCTAATAAAACAA
TACAATTTAACTCATCCTCCGGAGGAGACCTGGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTCAA
ACAGCTCCAAGCACGAGTGCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGC
TCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACACCAGTTGGAGTAATAAAACTGAAGACCAGATTT
GGAAGCACATGACCTGGATGCAGTGGGATAGAGAAATCAGCAATTACTCAAGCATAATATACAACTTGCTTGA
AGTCTCGCAAGACCAGCAGGAAAGAAATGAACAAGATTTATTAAAATTGGACAGTTGGAAAAATTTGTGGAAT
TGGTTTGACATATCAAATTGGCTATGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAA
GAATAATTTTTGCTATACTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAG
TTTGCTTGATACCATAGCTATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATTGTT
AGAGCTATCCTCCACTTTCCCAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KP109495 
GGGGTGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAGAGAAGTGCATAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATGCTACTACCAGCAATAGTAGCAGAACTGGTGAGATAAAAAATTGCACTTTCAG
AGCAACCACAGAAATAAAAGATAAGAAGAAGCAAGTGCAGGCACTGTTTTATAGACTTGATATAGTACCACTT
AATGAGAATAATAGTAGCTCTAGGGAGTATAGATTAATAAATTGTAATACTTCAACCATAACACAAGCCTGTC
CAAAGATCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTTAATGGAAGAGGACCATGCAACAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGCAGAAGAGATAATAATTAGATCTGAAAATCTGA
CAAACAATGTCAAGACAATAATAGTACACCTTAACAAGTCTGTAGAAATTAAGTGTATAAGACCCAATAATAA
TACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGGCATAATAGGAGATATAAGA
AAAGCATATTGTAACATTAGTGCAACAGAATGGAACACAACTTTACAAAAGGTAATGAACAAATTAAAAGAGC
ATTTCCCTACTAAAACAATAGAATTCCGACCACACGCAGGAGGGGACCCAGAGATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGACCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGCCTTGGAACAACAGTTGGAGTAATA
AATCTCAAAATGATATTTGGGAGAACATGACCTGGATGCAATGGGATAGGGAAATTAGTAATTACACAAACAC
AATATACAGGTTGCTTGAAGAATCGCAGAACCAACAGGAAAAAAATGAAAAAGACTTACTAGCATTGGATAGT
TGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTAATAGGTTTAAGGATAATTTTTGCTGTGCTATCTATAGTAAAGAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTGGCTACTAGTTTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAA
TTAGTACAAAACATTTGGAGGGCTATCTTACACATACCTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTGC
TATAA 
>KF716467 
GTAAGGGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATGGTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGAATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGCTGTACCAATTTTACTACCAACAGTACCATTATTACTATCAACAATGCCAATGTTACTAACAG
TACCGATGAAATAAAAAGGTGCTCTTTCAATATGACCACAGAATTAAGAGATAAGAGTAAGCAAGAACATGCA
CTTTTTTATAGAGATGATATAACACCGCTTGGAGGGAATGACAGTACTAGTTATAGATTAATAAATTGTAATA



CCTCAGCCATAAAACAAGCCTGTCCAAAAGTCAGTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAGTGTAACAATAACACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAA
TGCACACATGGAATTAAACCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTGGCAGAAGGAGATATAA
TAATTAGATCTGAAAATATGACAGACAATACCAAAAACATAATAGTACATCTTAATGAGTCTGTAGAAATTGA
GTGTGTAAGACCCAACAATAATACAAGGAAAAGTTTAAGAATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAATGTTAGTGAAAAGAAATGGGATGAAACCTTACATAGGG
TAGCTAGAAAATTAAGAGAATACTTCCCTAGGAAAACAATAAACTTTACGTCACCCGCAGGAGGGGACCTAGA
AGTTACAACCCATAGCTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCAATGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACTCCAGTTGGAGTAATAAAAGTTACGAGGATATTTGGGAAAACATGACATGGATGCAGTGGGAGAAAGA
AATTAATAATTACACAGACACAATATACAGGTTGCTTGAGGTCTCGCAAACCCAGCAGGAACAGAATGAAAGG
GATTTATTAGCACTGGACAAATGGAACAGTCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTGAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAAGAACAGCTGAA
GGAACAGATAGGATTATAGAATTAGTACTAAATATTTGTAGAGCTATCCTCAGCATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KP109496 
GGAAAGGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGTTAGTGAAGTACATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGATTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACATTAAACTGTATTAGCCTCAATAGGACCACGAATACCACCATGCAGGAAGAAGTTAAAAATTGCACTTT
CAATGTAACCACAGAACTAAGGGACAAGAAAAAGAAGGAGTATGCAATTTTTTATAGACTTGATATAGTACCA
ATTAATTCCGGGTCCACTAATGAGTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATGACACAAG
CCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTACTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAGCTGCTGTTAAATGGTAGTCTAGCAGAAGAAGACATAGTAATTAGATCTGAAAATC
TGACAAACCCTTCCAAAATAATAATAGTACAGCTTAAAACTCCTGCAGAAATTGAGTGTACAAGGCCTGACAA
TAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATA
AGACAAGCACATTGTAACATTAGTAACTGGAATACAACTTTAAGACAGGTAGCTGAAAAATTACAAGAACGCT
TTCCGAATAAAACAATAAAATTTGCACCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCTACTTGGAGTAATAGAT
CTAAAGAGGACATTTGGGATAACATGACTTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAGATACAAT
ATACAGATTGATTGAAGATTCACAAAACCAGCAGGAAAAAAATGAAAAAGATTTACTAGCATTGGACAGTTGG
AACAATCTGTGGAACTGGTTTGATATATCAAAATGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTACTGTGCTCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTCATTTGCTATTAGTCTGCTTGATACCGTAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAATTT
ATACAAAGATTTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTAT
AA 
>AB485647 
GTGGTAGGAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACTTTAAAATGTGGAAATGTTAATGTTACCCATGAGAATAGCACGAAGGGGGAAATGAAAAATTGCTC
TTTCAAGGCAACCACAGAACTAAAAGATAAAAAACAGAGAGTGTATGCACTTTTTTATAAACTTGATATAGTA
CCACTTAATGAGAATAACAACTCTAGTGAGGACTCTAGTAAGTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGATATGCGAT
TCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTCAGCACAGTACAATGTACACAC
GGAATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGGT
CTGAAAATCTAACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTGTGTACAAG
ACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACAGGTGACATAATA
GGAAACATAAGACAAGCACATTGTAACATTAGTAAAGAGAACTGGAATAAAACTTTACAAAAGGTAGGAAAAA
AATTAGCAGAGCACTTCCCTAATAAAACAATAAAATTTGACCAACACTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCTTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCCGTGTCTTGGAACTCCA
GTTGGAGTAATAAGTCTCAAACAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAATTCAGCAGGAAAGAAATGAAAAAGACTTATTA
GCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCA



TAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGGTTGATGCCATAGCAATAACAGTAGCTGAAGGAACAGAT
AGGATTATAGAATTCATACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTAG
AAGCAGCTTTACTATAA 
>AY805330 
GGGATGGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTTAAAAGTGCTAATAGTACCAGTGAAGATATGAGAAATTGCTCTTTCAATGT
AACCACAGAGAGGAAAGATAGAAAAAAGCTTGAACAAGCACTTTTTTATAGACTTGACATAGTACCACTTAAG
AATAGTAGTTCTAGTAACTTTAGTGAGTATAGATTAATAAATTGTAATACCTCAACAGTATCACAAGCCTGTC
CAAAGGTCAATTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAA
TAAGACATTCAATGGATCAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTA
GTGTCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGACATAATAATTAGATCTGAAAATTTGACAA
ACAATGTCAAAACAATAATAGTACATCTTAAGGACTATGTAGAAATTGTATGTACAAGGCCCAACAATAATAC
AAGGAAAAGTATGAGGATAGGACCAGGACAAGCATTCTATGCAACAGGAGAAATAATAGGAAATATAAGAGAA
GCTCATTGTAACATCAGTGGAAGTAAATGGAATAACACTTTACAAAGGGTAAAGAAAAAATTAGGAGAGCACT
TCCCTAATAACACCACAATAGACTTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGATACCTACAGGATCAACAGCTC
CTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGATGTGCCTTGGAACTCTAGTTGGAGTAGTA
AATCTTATGAGGACATTTGGACAAATATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAAACAC
AATATATCAGTTGCTTGTAGACTCGCAAACCCAGCAGGAAAAAAATGAAAGGGAGTTACTAGCATTGGACAGT
TGGAAAAATCTGTGGAATTGGTTTAACATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATGGTAAATAGAGTTAGGCAGGGATACTCACC
TCTGTCATTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAAAA
TTAATACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
AATAA 
>AY494971 
GTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGTTAATGTTACCTGTGATAATGATACCAGTAGTAATGAGATCTGTAATAAAACGACTAT
TTATGGGAATAACCTGACTAGGGAAATGGAAATGAAAAATTGTTCTTTCAATGTAACCACAGAACTAAGAAAT
AGGAGAAAAAAGGCGTATGCACTTTTTTATAGACTTGATCTAGTACCACTTGATAAGAATAGAGACATCCCAA
GTGAGTTTAGATTAATACACTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGA
CCATGCCAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTGAGAATCTGACAAACAATGCCAAAACAATAATAGT
ACATCTTAACGAATCTGTAGAAATTGAGTGCACAAGACCCGGCAATAATACAAGAAAAGCTATAGGGATAGGA
CCAGGACAAACACTCTTTGCAACAAACAGAATAGTAGGAGACATAAGACGGGCACATTGTAACATTACAGGAT
GGAATGAAACTTTACAAAAGGTAAAGAAGAAATTACAAGAACATTTCCCTAATAAAACAATAAACTTTGCACC
ACACGCAGGAGGGGACCTAGAAATCACAACACATAGCTTTAATTGTAGAGGGGAGTTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAACTCCAGTTGGAGCAATAAATCTCAAGAAGATATTTGGGGTAACATGAC
CTGGATGCAGTGGGATAGAGAGGTTAATAAGTACACAGACACAATATACAAGTTGCTTGAAGACTCGCAAATC
CAGCAGGAGCAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGCTGGTTTAGCATAT
CAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTGAGGATAATTTTTGC
TGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGGAGGAACAGATAGGATCATAGAATTAATACAAAGACTTTGTAGAGCTATCCGCC
ACATACCTACAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KU200938 
GTGGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATATATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATACTCTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAGTTAGTTTATGGGATCAAAGTCTAAAGCCGTGCGTAAAGTTAACTCCACTCTGTG
TCACTTTACACTGTGTCGATACTACATACAAAATTGTCAATGCTACATACACTGAAGTCAATGCTACATACAA
TGATACAGGGGTTGGAGAACTAAAAAATTGCTCTTTCAATATGACAACAGAAGTAAGAGATCAGAAGCAGACT
AGGTATGCACTTTTTTATAAACTTGATATAGTACCACTTAGTAATGACCATAACCATAGTAACTATAGTAACC



ATAGCAACTATAGATTAATAAGTTGTAAGACCTCAACCCTAACACAAGCCTGTCCAAAGGTCACTTTTGACCC
ACTTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAATGGGACA
GGACCATGCACTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGT
TAAATGGTAGCCTATCAGAAGGAGAGATAATAATTAGATCTGAAAATTTGACAAACAATGTCAAAACAATAAT
AGTACATCTTAATGTATCTGTAGAAATTAATTGCTCAAGGCCCAACAATAATACAAGGAAAAGTGTAAGGATA
GGACCAGGACAAACATTCTATGCAATGGGTGACATAATAGGAGATATAAGAGCAGCACATTGTAAAATTAGCA
ACAAAGCATGGTCTGAAACTTTACAAAATGTAACAAAAAAATTAAGCGAGCACTTCCCTAATAAGACAATAAA
ATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAAAGGAGAATTTAAACAG
CTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GAAAGCTCGTCTGCACCACCTCTGTACCTTGGAACTCCAGTTGGAGTAATAAATCTCGAACAGACATTTGGGA
TAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTACACAAGTACAATATACAAGCTACTTGAAGAC
TCGCAAATCCAGCAGGAGAACAATGAAAAAGACTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGT
TTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTGATAGGTTTGAGAAT
AGTTTTTGCTGTGCTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTG
CTTAATACCATAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAACTAGTACAAAGAATTTGTAGGG
CTATCCTCAATATACCTAGAAGAGTAAGACAGGGCTTTGAAGCCGCTTTGCTATAA 
>JF680908 
AGCGTGGTGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTAT
TCTGTGCATCAGATGCTAAAGCCTATGAAAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTGAAGTTGACTCCACTCT
GTGTCACTTTAAATTGTAGTCTCTGCAGTGGAAATAGAACCCACAGTAATCCCTGCATAATTGGAAATAAAAC
TTACAGTAATAGCACAGATGGAGAAATGAAGGAAGAAATACACAAGTGCTCTTTCAATGCAACCACAGAAATA
AGAGATAAGAAAAAACAGGTGACTGCACTTTTTTATAGACTAGATATAGAACCACTTGAGGGGAATAGTAGTA
AGTATAGATTAATAAACTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAGATCTCTTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGGCATTCAATGGGACAGGACCA
TGCCATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATG
GGAGCTTAGCAGAAGGAGAGATAATAATTAGATCCAAAAATCTGACAAACAATGCCAGAACAATAATAGTACA
CCTTAATGACTCTGTAAACATTGTGTGTACAAGGCCTAACAATAATACAAGGAGAAGTATAAGGATAGGACCA
GGACAAACATTTTTTGCAGCAAATGGAATAATAGGAGAAATAAGACAAGCACATTGTGATATTAATGAAGAGA
AATGGAACAAAACGTTACAACAGGTAGGGAAAAAATTAAAAGAACACTTCCCTAATAAAACAATAGAATTTAC
ATCAGCCTCAGGAGGGGATCTAGAAATCACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTCTTGAAAGATACCTAAAGGATCAACAACTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTACCTTGGAACACCAGTTGGAGTAATAAATCTCAAACAGATATTTGGGATAACAT
GACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGGCATAATATACAAGTTACTTGAAGACTCGCAA
AACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAGTCTGTGGACTTGGTTTGGCA
TAACAAATTGGCTGTGGTATATAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATACTTTT
TGCTGTGATCTCTCTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGAT
ACCACAGCAGTAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTACTACTAAGTATTTGTAGAGCTATCC
GCAACATACCTACAAGAATAAGACAGGGCGCTGAAATAGCTTTGCTATAA 
>JF680918 
ATGGAGGACTTGTGGGTCACCGTCTACTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCGCAAGAAGTGTTTTTGGGTGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATCCCATGGTGGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATGCTAATGCTACCATCATTAATGGTACTGTTGAGAATAAAGGAGAAATAAAAAA
TTGCTCCTTCAATGTAACCACAGTGATAAGTGATAAGAAAAAGAAGGAACATGCACTTTTCTATAAAGTTGAT
CTAACACCACTTAATGGGACCCAGGATAACAAGTATATATTAATAAATTGTAATACCTCAACCGTGACACAGG
CCTGTCCAAAAGTTTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGAACAGGACCATGTAATAATGTCAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCTTAGCAGAAGGAGACATAATAATTAGATCTGAAGATC
TGACAAACAATGCCAAAACAATAATAGTACAATTCAAAGAACCTGTAGAGATTACGTGTGTCAGACCCAACAA
TAATACAAGAAAAAGTGTGAGAATAGGACCAGGACAAGCATTCTATGCAACAGGGGATATCATAGGAAATATA
AGACAAGCACATTGTAAAATTAATGGAAGTAAGTGGAATGAAACTCTAGAAGAGGTAAGGGCAAAATTGAAGA
AACACTTCCCTAATAAAAGAATAAATTTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGCAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCCATAGAAAGATACCTACAGGATCAACAG
CTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTTCTGTAGCTTGGAATTCTAGTTGGAGTA
ATAGAACTCAAAAGGTTATTTGGGAAAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAAGTATACAGG
CATAATATTCAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGGAAAATGAAAAAAAATTACTGGAATTGGAT
AAGTGGGACAGCTTGTGGACTTGGTTTGACATATCAAAATGGCTGTGGTACATAAGAATATTCATAATGATAG



TAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTC
ACCTCTTTCGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGGAGAAGGAACAGATAGAATTATA
AGAGTAGTACAGGGAATTGGTAGAGCCATCTACAACATACCTAGGAGAATAAGACAAGGATTTGAAGCAGCTT
TGCTATAA 
>KC894102 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTTT
GTGCCTCAGATGCTAGAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAATATGTAGCAATGTTACTGTTAATAAGACCAGTAATAATAATACTACTGTTAATAATACCAGTAC
CAGTAATAATAATACCAGTAATAATACTACTACCTATAATAGTACCATAGGGGAAGAAATGAAAAATTGCTCT
TTCAATGCAACCACAGAAATAAGAGATAAGCAAGAGAAAAAGTATGCACTTTTTTATAGACTTGATATAATAC
CACTTGATGAAAGAAAGAACGACTCTAGGAATGAAAGTGAGTATAGATTAATAAATTGTAATACCTCAACCAT
AACACAAGCATGTCCAAAGATCTCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATC
CTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATG
GAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGACATAATAATTAGATC
TGAAAATCTGACAAACAATGTCAAGACAATAATAGTACATCTTAATAAACCTGTAGAAATTGTGTGTACAAGG
CCCGGCAATAATACTAGAAAAAGTGTGAGGATAGGGCCAGGACAAACATTCTATGCAACAGGAGACATAATAG
GAGATATAAGAAAAGCACATTGTAACATTACTGAAGAGAGATGGAATGACACTTTAGAAAGGGTAGCTATCAA
ATTACGAGAACACTTCCCTAATAAAACAATAAAATTTGCACCACACTCAGGAGGGGACCTAGAAATTACAACA
CATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGG
ATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACCATAG
TTGGAGTAATAGATCTCAAGAAGATATTTGGGATAACATGACTTGGATGCAGTGGGACAGAGAAATTAACAAT
TACACAGACACAATATACAGGTTACTTGAAGAATCGCAAAACCAACAGGAGAATAATGAAAAAGATTTACTGG
CATTGGACAGTTGGAAAAATTTGTGGAATTGGTTTGACATATCAAAGTGGTTGTGGTATATAAAAATATTCAT
AATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAG
GGATACTCACCTTTATCGTTGGCTGTTAGTCTGTTTGATACCATAGCAATAATAGTAGCTGAAGGAACAGATA
GAATTATAGGAGTAATACAAAGAACTTGTAGAGCAGTTTGCAACATACCTAGAAGAATAAGACAGGGCTTTGA
AGCAGCTTTGCAATAA 
>HQ912709 
GTTACAGGAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATAAAGAAGAAGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATAAAATTAGAAAATGTCACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAACACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGAATGGAGGAATGACAGCAGGAGTGACAATAGCAATATTGAAGACATAGGAATGAA
AAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAGCAAATACATGCACTTTTTTATAAACTT
GATGTAGTACCAATAAATAATATAACTAATACCAGATATAGATTAATAAATTGTAATACCTCAGCCATTACAC
AAGCGTGTCCAAAGATAAATTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAA
ATGCAACAATAAGAAGTTCAATGGGACGGGTCCATGCAAAAACGTCAGCACAGTGCAGTGTACGCATGGGATT
AAGCCAGTAGTATCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAAATAATAATTAGATCCGAAA
ATCTCACAAATAATGCTAAAATCATAATAGTACAGCTTAATGAGTCTGTAACAATTAATTGCACAAGGCCCTC
CAACAATACAAGAGAAGGTATACATATAGGACCAGGGAGGGCATTCTTTACAACAAACATAATAGGAAATATA
AGACAAGCATATTGTACTATTAGTAGAGCAGAATGGAACAAAACTTTACAACAGGTAGCTACAAAATTAAGAG
ACCTTCTTAACAAGACAACAATAATTTTTAACGCATCCTCGGGAGGGGACCCAGAAATTACAACTCACAGCTT
TAATTGTGCAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAG
CTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTA
ACAAATCTCTAGACGGTATTTGGGGTAACATGACCTGGATGGAGTGGGAAAGAGAAATTGATAATTACACAGG
GTTAATATACAGCTTAATTGAAGAATCGCAAATCCAGCAAGATAAGAATGAACAAGAACTATTGCAATGGGAC
AAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAG
TGGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTC
ACCTCTGTCGTTGGCTATTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATA
GAAATAGTACAAAGAACTTTTAGAGCTATTCTTAATATACCCACAAGAATAAGACAGGGCTTGGAAAGGGCTT
TACTATAA 
>KJ787683 
GCTGAAGAAAATTTGTGGGTCACAGTTTATTATGGGGTTCCTGTATGGAGGGAAGCAACTACCACTCTGTTTT
GTGCATCAGACGCTAAAGCATATGAAACAGAGGCACATAACATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAACTAACAAATGTGACAGAAAACTTTAATATGTGGAAAAATAACATGGTAGAC
CAAATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCCCTATGTG
TCACTCTAAATTGCACTAGTGCCAATTTGAATTGCACTAACGCCACTGATACCAGCTTAAACTGCACTAGTAC
CAATTTAACTGGCAATGCCACTGCGGATCCAAGACTGGAGGTGCAAAACGAGGTGCAAAACTGCTCTTTCAAT



ATAACTACAGTAATAAGAGATAGGAAAAAGCAAGTATATGCGCTTTTTTATAAACCTGATATAGTACCATTAG
AAAATAGCAGTACTAGTTATAGGTTAATAAATTGCAATACCTCAGCCATTACACAGGCGTGTCCAAAGGTATC
CTTTGAACCAATTCCAATACATTATTGTGCCCCTGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAGAAGTTC
AATGGAACTGGCCCATGCACAAATGTCAGCACAGTGCAGTGCACGCATGGAATTAAGCCAGTGGTGTCAACTC
AACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGGTCATGATTAGATCTGAAAATCTCACAAGCAATACTAA
AAACATAATAGTACAGCTTAATGAATCTGTAGAAATTAATTGTACCAGGCCCTACAACAATACAAGACAAAAT
ACACAAATAGGACCAGGGCAAACATTCTATACAAGCAAGAGGATAATAGGAGACATAAGACAAGCATATTGTA
ATATTAGTGAAAAAAATTGGGATAATGCTTTACAACAGGTAGCTAGAAAGTTAGGAGGCCTTCTTAACACAAC
AACAATAAATTTTCAACCACCCATAGGAGGGGACTTAGAAATTACAACACACAGTTTTAATTGTGGAGGGGAA
TTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACGGCTCCTAGGAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTTCTGTGCCCTGGAACACTAGTTGGAGTAATAAATCCCAGAACGA
GATTTGGGAAAACATGACCTGGATGCAGTGGGAGAGAGAAATTAACAATTACACAGGATTAATATACAACTTA
CTTGAAGACTCGCAGATCCAGCAAGAAAAGAATGAAAAGGACCTATTGGAATTGGACAAGTGGGCAAGTCTAT
GGACTTGGTTTGATATAACAAGATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGG
TTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTGAAGAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCT
ATTAGCTTGCTTAATACTACAGCTATAGCAGTAGCTGAGGGAACAGATAGGGTAATAGAAGTATTACAAAGAA
TTGGCAGAGCTATTATCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ141204 
GCTGAAAAAAATTTGTGGGTCACAGTTTATTATGGGGTTCCTGTATGGAAGGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAACATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAACTAATAAATGTGACAGAAAACTCTAATGCGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTATGTG
TCACTTTAAACTGCACTAATGCCGCCTTAAATGGCACTAGTGCCCATAACAGCACTGGCAACGCCACTGTGGA
GCTAAAACCAGAGGTGCAAAACTGCTCTGTCAATATAACTACAGTAATAAGAGATAAGAGAAAGCAAGTATAT
GCGCTTTTTTTTAAACCTGATATAGTACCAATAGATAATAACAGTACCAGTTATAGGTTAATAAATTGTAATA
CCTCAGCCATTACACAGGCGTGTCCAAAGGTAACCTTTGAACCAGTTCCAATACATTATTGTGCCCCAGCTGG
TTTTGCGATCCTAAAGTGTAGAGATAAGAAGTTTAATGGAACTGGCCCATGCACAAATGTCAGCACAGTGCAA
TGCACGCATGGAATCAAGCCAGTGGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGGTCA
TGATTAGATCTGAAAATCTCACAAACAATATTAAAAACATAATAGTACAGTTTAATGAATCTGTAGAAATTAA
TTGTACAAGGCCCTACAACAATACAAGACAAAATACACAAATAGGACCAGGGCAAACATTCTATACAAGCAAG
ATGATAATAGGAAACATAAGACAAGCATATTGTGAAATTAGTGAAAAAAAATGGAATAAAACTTTACGACAGA
TAGCTAGTAAGTTAGGAGACCTTCTTAACAAAACAACAATAATTTTTCAACCACCCTCAGGAGGGGACTCAGA
AATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCGCTGGAAAACACATTTGCACCACTGCTGTGCCCT
GGAACTCTAGTTGGAGTAATAAATCTCAGCAGGAGATTTGGGGAAATATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGGATTAATATACAGCTTAATTGAAGAATCGCAGATCCAGCAAGAAAAGAATGAAAAG
GACCTATTGGAATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATAACAAGATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTAAATAG
AGTTAGGCAGGGATACTCACCTCTGTCATTTGCTATTAGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAG
GGAACAGATAAGGTGATAGAAGTATTACAAAGAATTGGCAGAGCTATTATCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>GU191441 
GCAGCAAATAATTTGTGGGTTACAGTATATTATGGGGTGCCTGTATGGAAAGAAGCAAATGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATACGAAACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAATCCACAGGAAATAGAACTAAAAAATGTCACAGAAGACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTCTATGGGACCAGAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TCACTTTAAATTGCACTAATGCTATATCGGAAAACAACTGCACTAATACTACATCGGGAGACAACAATGCTAC
ATTAAATAACAACTGCAGCATCCCAGAAATGAAAAACTGCTCTTTCAATGTAACCACAGTATTAAGGGATAAG
CAAAAGCAAGAATATGCACTTTTTTATAAACTTGATATAGTAGGAATAGGTCTTGATAATACTTCTTATAGGT
TAATAAATTGTAATACCTCAGCCATGACACAGGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAATGATAAGAAATTCAATGGAACAGGCCCATGCAAAAAT
GTTAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATCATAATTAGATCTGAGAATCTCACAAACAATGCTAAAAACATAATAGTGCAATTTAATGA
ATCTGTAGAAATTAGTTGTATAAGGCCTAACAACAATACAATAAAAAGTGTACACTTAGGACCAGGGGAGGCA
TTCTATGCAACAAACGGAATAATAGGAGACATAAGGAAAGCACATTGTAATATTACTAGGACAGCCTGGAATA
ACACGCTACAAAAGGTAGCCAAAACATTAGGAGAACTCTATAACGAAACAAGCATAATTTTTAAACCATCCTC
AGGAGGAGACTCAGAAATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCACGAGTC
CTGGCTGTGGAAGGATACCTAAAGGATCAACAGTTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCA
CCACTAATGTACCCTGGAACTCTAGTTGGAGTAATAATAAATCTCTAGACTATATTTGGCAGAGCATGACATG
GAGGCAATGGGAGAAAGAAATTGAACAATACACAGGGGTAATATACACATTAATTGAAGAATCACAAATCCAG



CAAGAAAACAATGAAAAGGAATTATTAGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTAACATAACTC
AATGGCTGTGGTATATAAAAATATTCATTATGATAGTAGGGGGCTTAATAGGTTTGAGAATAGTTTTTGCTAT
ACTTTCTATAGTAAGAAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTTTATGTAACGCCACA
GCAATAGCAGTAGCTGAGGGGACAGATAGGATCATAGAAATAGTACAGAGGGCCTGTAGGGCTATTCTTAATA
TACCCAGAAGAATAAGACAAGGTTTAGAAAGAGCTTTGCTATAA 
>KY392769 
GTTGCAGAACAGTTGTGGGTTACAGTTTATTATGGAGTGCCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGTCATATAGTACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
TCCTAACCCACAAGAAATAGTACTGGAAAATGTTACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATATTATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TCACTTTAAACTGCACTGATGTACAATGCAATAACACAACATGCAATAGTACAGGAAATGACAAGGGAGCGCA
AGAAATGAAAAACTGCACTTTCAATGTAACAACAGTAGTAAGCGACAAGAAGAAGAAGGTACAGGCACTTTTT
TATAGACTTGATATAGTAGAAATAGATCCAGGGAATAGTAATAGTACAGGGTATAGATTAATAAATTGTAATA
CCTCAGCCATTACACAAGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCAATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGCCCATGCAAAAATGTTAGCTCAGTACAA
TGTACACATGGAATCAAGCCAGTGGTGTCAACCCAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATTAGATCTGAAAACATCTCAGACAATGCTAAAAACATAATAGTACAGCTTAATGAATCTGTAACAATTAA
TTGCATAAGGCCTAACAACAATACAAGAAAAGGTATACATATGGGACCAGGGCGAGCATTTTATGCACACTCA
AGCATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAGAGCACAATGGAATAGAACCTTAGAACAGG
TAGCTAAAAAATTAAGCAGTCTTCTTAACAAGACAACAATAAAGTTTGAAAATTCCTCAGGAGGGGACCCAGA
AATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCT
GGAATTCTAGTTGGAGTAATAGATCTCTAGATGAGATTTGGCAAAACATGACCTGGATGGAGTGGGAAAGAGA
AATTGATAATTACACAAGCTTAATATACAGCTTAATTGAAATATCGCAAATCCAGCAGGAGAAAAATGAAAAG
GAATTATTGGAGTTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACGCAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCCTTAGTAAATAG
AGTTAGGCAGGGATACTCACCTCTATCATTGGCTACTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAATAGTACAAAGACTTTGTAGAGCTGTTATTCACATACCCACAAGAATAAGAC
AGGGCTTGGAAAGAGCGTTAAATTAA 
>KU168272 
GCTGCAGAAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGAAACAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAGGAAATAGTATTGACAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCTGTG
TCACCTTAAACTGCACCGATAAAGTGACCAACGTCACTGATCGAGTGAACAGCAGCACTGCAGACAACAGCAC
TAATAATGACTTAAAGATAGAAAAGGGAGAAATGAAAAATTGCTCTTTCAATATGACCACAGAAGTAAGAGAT
AAGCAGAAGCAAGTATATTCACTTTTTTATAGACTTGATATAGTACCATTAGATGATAATAGTAATCAGAGTA
GTGTCAATCAGAATAATAATGCTACCAGTTATGCTAATTATAGGTTAATAAATTGTAATACCTCAACCATTAC
ACAAGCTTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTT
AAGTGTAATGATAAGAAGTTCAATGGAACAGGCCCATGCAAAAATGTCAGTACAGTACAATGTACACATGGAA
TTAAGCCAGTGGTGACAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATCATAATTAGGTCTGA
AAATCTCACAGACAGTACTAAAAACATAATAGTGCAGTTTAATAAATCTGTAGAAATTAATTGTACAAGGCCC
AACGTCTATACAAAAAAAGGTATACGTACGGGACCAGGGCGAGGGCAGGCAATCCTCACAACACAGGTAACAG
GAGACATAAGACGAGCGCATTGTAAGATTAATAACACAGATTGGAACAACATTTTAGAGCAGGTGGCTAAAAA
ATTACATAGCCATTTTAACCAAACAATAAGATATCAACCATCCTCAGGAGGGGACGTAGAAATTACAACACAT
AGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATC
AACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAACTATAGTTG
GAGTCCTAGATGGAAAAATAAAGCTCTAGATGACATCTGGAATAACATGACCTGGATGGAGTGGGAGACAGAA
ATTGGCAACTACACAAATTTAATATATAACTTACTTGAAAATTCGCAATACCAGCAAGAAAAGAATGAAAAAG
AATTGTTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAA
AATATTCATAATAATAGTAGGTGGATTAATAGGTTTAAGAATAGTTTTTGCTGTACTTGCTATAGTAAATAGA
GTTAGGCAGGGATACTCACCTCTGTCATTGGCTATTAGCTTGCTTGATGCCACAGCAATAACAGTAGCTGAGG
GAACAGATAGGATTATAGGAGCAATACAAAGAGCTGGTAGAGCTATTCTCAATATACCCAGAAGAATAAGACA
GGGCTTGGAAAGGGCTTTGCTATAA 
>KU168271 
ACAGCAGAAGATTCGTGGGTCACAGTGTATTATGGGGTGCCTGTATGGAAAGAAGCAAAAGCCATTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAAGCCCATAATATCTGGGCTACACATGCCTGTGTTCCCACGGA
CCCTAATCCACAAGAAATAAAACTAGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCTCTGATGTTAAAGTAAACAACACCAGCACTAATGCTGCAACGAACAGCAGCAGCAACAG



CACTGCTGCTCCAATGACTACAGTGGCTAGCAGCAGTGACATGAAAAACTGCTCTTTCAATATAACCACAGCA
GTAAGGGATGAGCAGAAGAAAGTTCATTCACTTTTTTACAAGCTTGATATAGTAAATATGGAAGGGAAAAATA
ATACAGGGGATGGTACATATAGGTTAATAAATTGTAATACCACAACCATTACACAGGCTTGTCCAAAGGTATC
CTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAATGCAATGATAAGCAGTTC
AATGGAACAGGCCCATGCACAAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTGGTGTCAACTC
AGTTGCTGTTGAATGGCAGTCTAGCAGAGGAAAAGATCATGATTAGATCTGAAAATCTTACAAGCAATAGTAA
AACCATAATAGTGCAGCTAAATGAATCATTAAGCATTACTTGCATAAGGCCCAACAACAATACAAGGCAAGGT
GTAGGTATAGGACCAGGACAAATGTTCTTTACAACAGGCATAATAGGAGACATAAGACAAGCACATTGTAACA
TTAGTGGTACAAAATGGAATAGCACTCTACAAAAGGTAGCTGAAGAATTAAAAGACCGTCTTAACATAACAAA
AATTATTTTTAAACCACACTCAGGAGGGGACCCAGAAATTACAACACACAGTTTTAATTGTGGAGGGGAGTTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTT
GCTCTGGAAAACACATTTGCACCACTTCTGTGCCTTGGAACTCTACTTGGAGTAATAAAACTCTAGAGGAGAT
TTGGCAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACGAAATATACAATTTACTT
GCAGACTCACAACTTCAGCAAGAACACAATGAAAAGGAATTATTAGAATTGGACAAGTGGGCAAGTTTGTGGA
ATTGGTTTGACATAAGTCAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCCTAATAGGTTT
AAGAATATTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTATCATTTGCTGTT
AGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTT
GTAGAGCTGTTCTTCACATACCCAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTATAA 
>M22639 
AATGCAGACAATCTGTGGGTCACAGTGTATTATGGGGTGCCTGTATGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATAAAACAGAGGCACATAATATCTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGAACTGGAAAATGTGACAGAAAACTTTAACATGTGGAGAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCATAGATGAAGTGATGGAGAATGTCACAATGAAGAATAATAATGTCACAGAGGAAATAAG
AATGAAAAACTGCTCTTTCAATATAACTACAGTAGTAAGAGATAAGACAAAACAAGTACATGCACTTTTTTAT
AGACTTGATATAGTACCCATAGACAATGATAATAGTACCAATAGTACCAATTATAGATTAATAAATTGTAATA
CCTCAGCCATTACACAGGCTTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCAATTCTAAAATGTAGAGATAAAAGGTTCAATGGAACAGGCCCATGCACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATCA
TAATTAGATCTGAAAACCTCACAAACAATGCTAAAATCATAATAGTACAGCTCAATGAGTCTGTAGCAATTAA
CTGTACAAGGCCCTACAGAAATATAAGACAAAGGACATCTATAGGATTAGGGCAAGCGCTCTATACAACAAAA
ACAAGAAGTATAATAGGACAAGCATATTGTAATATTAGTAAAAATGAATGGAATAAGACATTACAACAGGTAG
CTATAAAATTAGGAAACCTTCTTAACAAAACAACAATAATTTTTAAACCATCCTCAGGAGGGGACCCAGAAAT
TACAACACACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAGAGATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCCTGGA
ACTCTAGTTGGAGTAATAGATCTCTAAATGACATTTGGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAGGCTTAATATATAGATTAATTGAAGAATCGCAAACCCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTAAATAGAGT
TAGGCAGGGATATTCACCTCTGTCATTTGCTAGTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAATAGTACGAAGAGCTTGCAGAGCTGTTCTTCACATACCCACAAGAATAAGACAGG
GCTTAGAAAGGCTTTTGCTTTAA 
>MH705152 
GTTGCAGAAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAACTGGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGGTCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTAAATTGCACTGATGTACCGGGGAGCAATAATTCTATCACTCTCAATAATTCTACCCATATGGAGGC
AGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAGTATTAAGAGATAAGCGGAAGCAAGAATATGCACTT
TTTTATAGACTTGATGTAGTACAAATAGATAATGATAAGAGTAATAATAGTAGTGCCAATACTAGTTATAGAT
TAATAAATTGTAATACCTCAGCCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTA
TTGTGCACCAGCTGGGTTTGCAATTTTACAGTGTAAAGATAAGAAGTTCAATGGAACAGGCCCATGCAAAAAT
GTCAGCTCAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGCTGAATGGCAGTCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCTTAATGC
AACTGTAACAATTAATTGTACAAGGCCCTACAACAATACAAGAAAAGGTATACATATAGGACCAGGGCAAGCA
CTATATGCATCAACAGAGATAACAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAGCACAATGGAATA
AAACTTTAGAACAGGTAGCTAAAAAATTAGGAGGCCTTCTTAACAAGACAACAATAATCTTTGAACCATCCTC
AGGAGGGGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCA
CCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAGATCTCTAGATGACATTTGGAAAAACATGACATGGAT



GGAGTGGGAAAGAGAAATTGACAATTACACAGGCCTAATATATAGCTTAATTGAAGAATCACAAGTCCAGCAA
GAAAAGAATGAAAAGGAATTATTGGAATTGGACAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCCCTATCATTAGCTGTTAGCTTGCTTGATGCCACAGCA
ATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAGTTGGTAGAGCTGTTCTTCACGTAC
CCAGACGGATAAGACAGGGCTTTGAAAGGGCTTTGATATAA 
>J03653 
GTTGCAGAGGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGCTATTTT
GTGCATCAGATGCTAAATCATATGAACCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATAGAAATGGAGAATGTTACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAATCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTAATGCTGGGGGGAATAAGACTACTAATGGGAATAATACTACTAATCAGGAGGAACA
GATGATGGAGAAAGGAGAAATGAAAAACTGCTCTTTCAATATAACCACAGTGATAAGCGATAAAAAGAAGCAA
GTACATGCACTTTTTTATAGACTTGATGTAGTACCAATAGATGATGATAATAGTGCTAATACCAGTAATACCA
ATTATACCAATTATAGATTAATAAATTGCAATACCTCAGCCATTACACAGGCTTGTCCAAAGGTAACCTTTGA
GCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGTGTAAAGATAAGAAGTTCAATGGA
ACAGGCCCATGCAAAAAAGTCAGTACAGTACAATGTACACATGGAATCAGGCCAGTGGTGTCAACTCAACTAC
TATTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAACAATGTTAAAACCAT
AATAGTACATCTTAATGAGTCTGTAGAAATTAATTGTACAAGGCCCGACAACAAAATTACAAGACAAAGTACA
CCTATAGGACTAGGGCAAGCACTCTATACAACAAGGATAAAAGGAGATATAAGACAAGCATATTGTAATATTA
GTGCAGCAGCATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGAGACCTTCTTAACCAGACAACAAT
AATTTTTAAACCACCCGCAGGAGGAGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCT
CTGGAAAACACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCTAGAGGAGATTTG
GAATAACATGACCTGGATAGAGTGGGAAAGAGAAATTGACAACTACACAGGTGTAATATACAGCTTAATTGAA
AATTCACAAATCCAGCAAGAAAAAAATGAACAAGACCTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATT
GGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGATTGATAGGTTTAAG
AATAGTTTTTACTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCATTTTTTATTAGC
TTGCTTAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAACTAATACGAAGAGCTTTTA
GAGCTGTTCTTCACATACCCAGACGAGTAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>HM068555 
GCAGAAGAAGACAAGTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAAACACCACTCTAT
TTTGTGCATCAGATGCTCAGTCTTATAACCCAGAGGCCCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
GGACCCTAACCCACAAGAAATAAAACTGGAAAATGTCACAGAGAACTTTAACATGTGGAAAAACAACATGGTA
GATCAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCTCTCT
GTGTCACTTTAAACTGCACTGATGTAAAACCCAAGAATGAGAGCACGGAGGTGACCATTAGCCCGAGCCTGAA
GGAAGAAATAAAGAATTGCTCTTTCAATGTAACCACAGTATTAAGAGATAGGAAGAAGCAAGAATATGCACTT
TTTTATAGACTTGATATAGTACCAATAGATGATGATAATGCCAGTTATAGTAATAATACTGCCAGTTATAGAT
TAATAAATTGTAATACCTCAGCCATTAGACAGGCTTGTCCAAAGATGACCTTTGAACCAATTCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCAATTCTAAAGTGTAATAATAAGACGTTCAATGGGGCAGGCCCATGTACAAAT
GTCAGTACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTGAATGGCAGTCTAG
CAGAAGAAGATATAATAATTAGATCTGAAAATATCTCAAGCAATGTTAAAAACATAATAGTACAGTTTAATAC
ATCAGTAACAATTAATTGTACAAGGCCTAACAACAATACAAGAAAAGGTGTACATATAGGACCAGGGCAAGCA
ATCTATACAACAGATGTAGTAGGAAACATAAGACTAGCACATTGTAATGTTAGTAGGAAAGACTGGAATAACA
CCTTAAAACAGGTAGTTACAAAATTAGGGGACCTTCTTAATTTGACAAAAATAATATTTAACTCATCTGCAGG
AGGGGACCCAGAAATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCGGGAAAACTCATTTGCACCA
CTAGTGTGCCCTGGAACTCTAGTTGGAGTAATAATAGATCTCTGAGTCAGATTTGGGACAACATGACCTGGAT
ACAGTGGGAAAGAGAAATTGACAATTACACAGGCTTGATATACAACTTAATTGAAATATCGCAAATCCAGCAA
GAAAAGAATGAACAGGAATTATTAGAGTTGGGCAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTGTGTCATTAGCTATTAGCTTGTTTGATACCATAGCA
GTAGCAGTAGCTGAAGGGACAGATAGAGTTATAGAAGCAGTACAAAGAATTTGTAGAGCTATTCTTAACATAC
CCAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTAATTTAA 
>AY371155 
GCAGCAAGTAATTTGTGGGTCACAGTATATTATGGGGTGCCTGTATGGAAAGAAGCAAACGCCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAATCCACAAGAAATAGAACTGAAAAATGTCACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGAACAAAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TCACTTTAAACTGCACTGATGCTAAAGTGAGCAGCACTGAGACTGAATTGAACAACAGCAGCACTGGAGAGAT



GAAAAATTGCTCTTTTAATATAACCACAGAATTAAGGGATAAGAAAAAGCAAGAATATGCACTTTTTTATAAA
CTTGATATAGTAGAAATAGATAAGAAGGATAATAGTACTGATAATAGTACTGATGGAACTTATAGGTTAATAA
ATTGTAATACCTCAGCCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGATTTGCAATTCTCAAATGCAATGACAAGAGGTTCAATGGAACAGGCCCATGCACAAATGTCAGC
ACAGTACAATGTACACATGGAATCAAGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGACATTATGATTAGATCTGAAAATTTCACAGACAATGTTAAAAACATAATAGTGCAGTTTAACACAACTAT
AAACATTACCTGTATAAGGCCTGGTAACAATACAAGAAAAAGTATACATTTCGGACCAGGGCAGGCACTCTAT
GCAAATGATATAATAGGAGACATAAGAAAAGCTCATTGTAATATTAGTGGAAAAGATTGGAATAACACTCTAC
AAGAGGTAGCTAGAAAATTAGGAAATCTCTATAACAAAACAATAAGTTTTAGACCATCCTCAGGAGGGGACCC
AGAAATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTGAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATCTGCACCACTAATGTGC
CCTGGAATTCTAGTTGGAGTAATAAATCTCTAGATGATATTTGGGAGAACATGACCTGGATGCAATGGGAAAA
AGAAATTGAGAATTACACAGGTGTGATATACAATTTAATTGAAGAGTCGCAAATCCAGCAAGAAAAAAATGAA
AAAGAATTATTAGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACTAACTGGCTGTGGTATA
TAAGAATATTCATCATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTGCTGTCTATGGTAAA
TAGAGTTAGGCAGGGGTACTCACCTCTATCATTTGCTATTAGCTTGTATAACGCCACAGCAGTAGCAGTAGCT
GAGGGGACAGATAGGGTAATAGAACTAGGGCAAAGAGCTTTTAGAGCTGCTCTTCATATACCCACAAGAATAA
GACAAGGTTTAGAAAGGGCTTTGCTATAA 
>AY371157 
GCAGCAGGTAATTTGTGGGTCACAGTATATTATGGGGTGCCTGTATGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAATCATATAAAACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCGATCCACAAGAATTAGTACTGGACAATGTCACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TCACTCTAAACTGCAGTAATCCCAACATTACTAATAACAGTAGTGCTAACAACATCAGCATTGTAAAAAAAAT
GAAGAACTGCTCTTTCAATACAACCACAATATTGAAGGACAAACAGAAGCAAGAATATGCACTTTTTTATATA
CTTGATATAGTAGGAATAGATAATAGTAGTAATAGGTTAATAAATTGTACCACCTCAGTCATCACACAGGCTT
GTCCCAAGATAACCTCTGAGCCTATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAA
TGATAAGCTGTTCAATGGAACAGGCCCATGTAGAAATGTCAGCGCAGTACAATGTACACATGGAATCAAGCCA
GTGGTATCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAGGTCATGGTTAGATCTGAAAATCTCACAG
ACAATGCTAAAAACATAATAGTCCAGCTTAATAATACTATAAACATTACTTGTGTAAGGCCGAACAGCAATAC
AAGAAAAAGTATAAATCTAGGACCAGGGCAGGCATTCTATGCAACATATGCAACAAATATAATAGGAAACATA
AGACAGGCACATTGTAATCTTAGTGCAACACAATGGAATAAAACTCTACACCAGGTAGCACAAAAATTAGGAA
AGCTTCTTAACAAGACAAAAATAAATTTTAATTCATCCTCAGGAGGGGACCCAGAAATTACAACACACAGTTT
TGTTTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTACCCTGGAACTCTAGTTGGAGTA
ATAGATCTCTAGATGATATTTGGCAGAACATGACCTGGATGCAATGGGAGAGAGAAATTGAGAATTATACAGG
TGTAATATACAGCTTAATTGAAGAATCGCAAATCCAGCAAGAAAAAAATGAAAAAGAATTATTAGAATTGGAC
AAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCTAACTGGCTGTGGTATATAAGAATATTCATCATGATAG
TAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATGGTAAGGAGAGTTAGGCAGGGATACTC
ACCTCTGTCGTTCGCTATTAACTTGCTTAACACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAATAATACAAAGAGCTGGTAGAGCTGTTCTCCATATACCCAGAAGAATAAGACAAGGTTTCGAAAGGGCTT
TGCTATAA 
>JX140670 
GCAGCAGATAATTTGTGGGTCACAGTATATTATGGGGTGCCTGTATGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCAACTAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAGTCCCCAAGAAATAATATTGGAAAATGTCACAGAACCTTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGAAACTCACCTGAATAGCACCCAGTCGGTTAACACCACCGACACAGACATGAGAAA
CTGCTCTTTCAATATAACCACAATGTTACAAGATAAGAAGCAGAAAAAATATGCACTCTTTTATAAAATGGAT
CTGGTAGAAATAGGTAAGAATAGTACTAAGTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAAGCTT
GTCCAAAGGTGAGCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAA
TGATAAGCAGTTCAATGGAACAGGCCCATGCAAAAATGTTAGCTCAGTACAATGTACACATGGAATCAGACCA
GTGGTGTCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATCATAATTAGATCTGAAAATATTA
CAGACAATGTTAAAAATATAATAGTGCAGTTTAAGGAAACTGTAAACATCACGTGTGAGAGGCCCAATAACAA
TACAAGAAGCAGTATACATATAGGACCAGGACGGTCACTCTATACAACAGACATAATAGGAGACATAAGAAAC
GCATATTGTAATGTTAGTACAAATTGGAATAACACTCTACATCAAGTAGCAGAAAAATTAGGAAAGCTTCTTA
ACAAAACAACAATAAAATTTGAGCCAGCTGCAGGAGGGGACCCAGAAATTACAGCACACAGTTTCAATTGTGG
AGGGGAATTTAAACTGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTACCTTGGAACTCTAGTTGGAGTAATAGATCTC
TAAATGATATTTGGGGGAACATGACCTGGATGCAATGGGAGAGAGAAATTGACAAGTACACAGGGGTAATATA



CAACTTAATTGAAGACTCGCAAATCCAGCAAGAAAAAAATGAAAAGGAATTATTAGAATTGGACAAGTGGGCA
AGTTTGTGGAATTGGTTTAGCATAACTCAATGGCTGTGGTATATAAAAATATTCATCATGGTAGTAGGAGGCT
TAATAGGTTTAAGAATAGTCTTTGCTGTGCTTTCTATAGTGAATAGAGTTAAGCAGGGATACTCACCCTTGTC
ATTCGCTATTAGCTTGTTTGACGCCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGCAGTA
CTAAGAGCTTTTAGAGCTATTCTTCACATCCCCAGAAGAATAAGACAGGGTTTAGAAAGAGCTTTGCTATAA 
>HM068556 
GTTACAGGACAAGGACAATTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACGACTC
TATTTTGTGCATCAGATGCTAAGGCATATGAAACAGAAGCGCATAATGTCTGGGCTACACATGCCTGTGTACC
CACAGACCCCAACCCACGAGAAATGATACTAAAAAATGTCACAGAAAACTTTAACATGTGGAAAAATGACATG
GTGGAGCAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCAT
TCTGTGTCACTCTAAACTGCACTACATGGGTGCCTAATAATGCCACTAATAATAATACCATTGGGGATGAAAT
AGGAGTAAAAAACTGCTCTTTCAACATAACCACAGAAATAAAAGATAAGAGAACGAAAATGCATGCACTTTTT
TATAAGCTTGATGTGGTAAAAATAGATGAGAGTAGTAATAGTACCAACTATACCAGCTATAGATTAATAAATT
GTAATACCTCAGCCATTACACAAGCGTGTCCAAAAATGAACTTTGAGCCAATTCCTATACATTATTGTGCCCC
AGCTGGATATGCGATTCTAAAATGTAACAATGAGAGCTTCAATGGGACGGGTCCATGCAAAAGCGTCAGCACA
GTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACTCAATTGTTGTTGAATGGCAGTCTAGCAAAAAATG
AGATAATAATTAGATCTGAAAATCTCACAAATAATGCCAAAACCATAATAGTACAGCTTAAGGAGCCTGTAGA
AATTAATTGCACAAGACCTTACAACAACACAAGACAAGGTGTACATACGGGACCAGGGCGAGCACTCTTTACA
GAAAACATAATAGGAGACATAAGACAGGCACATTGTAATATTAGTGGGACAAAATGGAATAAAACTTTACAAC
AAGTAGCTGAAAAATTGAAAGGCCTTTTTAACAAGACAATAAAGTTTAATTCATCCTCGGGAGGAGACCCAGA
AATTACAACACACAGCTTCAATTGTGGAGGGGAGTTTAAACAGCTCAAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCGCCACTAATGTGCCTT
GGAACTCTACCTGGAGTAATAAATCTGTAGACGAGATTTGGGGTAACATGACCTGGATGGAGTGGGAAAGAGA
GATTGAAAATTACACAGGGGTTATATACAGCTTAATTGAAGACTCGCAAATCCAGCAAGAAAAAAATGAAAAG
GAGCTATTGGAATTGGACAAATGGGCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTAAATAG
AGTTAGGCAGGGATACTCACCCCTATCATTTGCTGTTAGCTTGTTTAATACCATAGCAATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAATAGCACAAAGAATTGCTAGAGCTATTCTTAACATACCCAGAAGAATAAGGC
AGGGCGCGGAAAGGGCTTTGATATAA 
>JN054274 
GCTGCTGATAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTATGGAGAGAAGCAAACACCACGCTATTCT
GTGCATCAGATGCTAAATCATATAAAACAGAGGCGCATAATATCTGGGCTACACATGCCTGTGTCCCTACGGA
CCCCAACCCACAAGAAGTGGTATTGGGAAATGTCACAGAATACTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAGCTTATGGAGTGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCATGGATGTGACGGGCAACAGCAGCAACAGCAACATCAGCAGCACACTAGAGGGAGAAAT
AAAAAACTGCTCTTTCAATATAACCACAATACTAAGGGATAAGAAGAAGCAAGAATATGCACTTTTTTATAGA
CTTGATCTAACAAGCATAGATGATAGTAATATAACTTATAGGTTAATAAATTGTAATACCTCAGCCGTCACAC
AGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTTTTGTGCCCCAGCTGGTTTTGCACTTTTAAA
GTGTAACAATAAGACGTTCAATGGAACAGGCCCATGTAACAATGTCAGCACAGTACAATGTACACATGGAATT
AAGCCAGTAGTGTCAACTCAATTGTTGTTGAATGGCAGTTTAGCAGAAGAAGAGATCGTGATCAGATCTGAAA
ATCTTACAAACAATCTTGGAACAATAATAGTACAGCTCAATGAATCTGTAGCAATTAATTGTACAAGGGTCAA
CAACAATACAAGAAAGAGTATACATCTAGGACCAGGGCAAGCATTCTATGCCACAGATAAAATAATAGGAGAT
ATAAGACAAGCACACTGTAATATTAGTGAAAGAGAATGGAATAAAACTTTACAACAGGTAGCTAAAAAACTAG
GAAACCTTCTTAATAAAACAACAATAATTTTTAAACCATCCTCGGGAGGAGATCCAGAGGTTACAACACACAG
TTTTAATTGTGGAGGGGAGTTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACATAAAGGATCAA
CGGCTCCTAGGACTATGGGGTTGCTCAGGAAAGCATATTTGCACCACTGCTGTGCCTTGGAACTCTAGTTGGA
GTAATAAATCTTTAAATAATATTTGGGACAATATGACCTGGATGCAGTGGGAAAAAGAAATTGAAAGGCACAC
AGACATAATATATAGCTTAATTGAAGATTCGCAAATCCAGCAAGAAAGCAATGAAAAAGAATTATTAGAATTG
GACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCTGTGTTTTCTTTAGTAAATAGAGTTAGGCAGGGATA
TTCACCTCTGTCGTTCGCTATTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAAATAATACAAGGAGCTGGTAGAGCTGTTCTTAACGTACCCAGAAGAATAAGACAGGGGTTTGAAAGAG
CTTTGCTATAA 
>AF321082 
GCTGCAGAAAATTTGTGGGTCACAATTTATTATGGGGTACCGGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGACGCTAAATCATATGAAACAGAGAAACATAACGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAACGTTGGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCAGGGATACTAATAATTCTAGTAACGCCACTGGACAGATGAAGGAAGGAGAAATGAAAAA
CTGCTCTTTCAATATAACCACAATAGTAAGAGATAAGAAAAAGCAAGTAGATGCACTTTTTTATAGACTTGAT



ATAGTACCAATAGAGGATAGTAAGGGTAATAATACCAATTCCAGTTATACCAGTTATAGGTTAGTAAATTGTA
ATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGC
TGGTTTTGCAATTCTAAAGTGCAGGGATAAGAAGTTCAATGGAAAAGGCCCATGCAAAGATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATTAGATCTGAAAATCTCACAAATAATGCTAAGACCATAATAGTACAGCTTAATGAATCTGTACAAAT
TAATTGTACAAGGCCCAACTACAATATAAGACAAAGAACACCTATAGGACAAGGGCAAGCACTCTATACAACA
AGGGTAAAAGGAGATATAAGACAGGCACAGTGTAATATCAGTAAAGAAGCATGGAATAAAACTTTAAAACAGG
TAGCTATAAAACTAGGAGGCCTTCTAAACAAGACAACAATAATATTTAGCCCATCCTCAGGAGGGGACCCAGA
AATCACAACACACATGTTTAATTGTGGAGGAGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCGGGAAAACTCATTTGCACCACTACTGTGCCCT
GGAACTCTAGTTGGAATAATAGGTCTCTAGATGAGATTTGGAATAACATGACCTGGATGCAGTGGGAAAGAGA
AATTGACAATTACACAGGCTTAATATATAGCTTAATTGAAGAATCGCAAAACCAGCAAGAGAAAAATGAGAAG
GACTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTAAATAG
AGTTAGGCAGGGATATTCACCTCTGTCATTTGCTATTAGCTTGGTTGATACCATAGCAATAGCAGTAGGTGAG
GGAATAGATAGGGTTATAAACGCAGTACAAAGAGCTTGTAGAGCTATCCTTAACATACCCAGAAGAATAAGAC
AGGGGGCCGAGGGGGCTTTACTGTAA 
>HQ385448 
ATTGCAGAACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCCACTCTATTTT
GTGCATCAGATGCTAAATCATACAAAACAGAAGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAAAGTTGGAAAATGTCACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACTCCACTCTGTG
TCACTTTACATTGCAATAGTGTCAAGTGCACTGGTAGTAATGATACTTGTGAAGAAGTGAAAAACTGCTCTTT
CAATATAACCACGCTAGCAAGTGATAAGCGGCAGGAAGTAAATGCAAGTTTTTATAGTCCTGATATAGTACCA
ATAGAGGGTAGGGATAATAATAGTTATAGGCTGGTAAGTTGTAATACCTCAAAAATTACACAGGCTTGTCCAA
AGGTATCCTTTGAGCCAATTCCAATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGTGTAACGATAA
GACGTTCAATGGAACGGGACCATGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTG
TCAACTCAACTGCTACTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATCACAAACG
AGAATAAAAACATAATAGTACAGCTTAATGCATCTGTAACAATTAATTGTACAAGGCCCAACAACAACACAAG
ACAAAGTACACATATAGGACCAGGGCGAGTATTCTATACAACAAATACAGTAGGAGATATAAGACAAGCATAT
TGTAATGTTAGTGCAACAGAATGGAATAAAACTTTACACCAGGTAGCTATGAAATTAGGAAGCCTTTTTAACA
CAACACAAATAACATTTCAACAACCATCCGGAGGGGACCTAGAAATTATGACACATAGTTTTAATTGTGGAGG
GGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACGGGATCAACGGCTCCTAGGAATT
TGGGGTTGCTCTGGAAAACACATTTGCACCACTTCTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCAAG
ATGAGATTTGGGGGAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAGGCTTAATATACAA
CTTAATTGAAAATTCGCAAATCCAGCAAGAAAAGAATGAAAAAGAATTGTTGGAATTGGACAAATGGGCAAGT
TTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAG
TAGGTTTAAGAATAGTTTTTTCTGTGCTTTCTTTAATAAATAGAGTTAGGCAGGGATACTCACCACTGTCATT
TGCTATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAAGGGACAGATAGAATTATAGAATTAGTACAA
AGAATTTGTAGAGCTGTTCTTCACATACCCAGGAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF457090 
GTTACAGGAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATAAAACTAGAAAATGTCACAGAAAACTTTAACATGTGGAAGAATAATATGGTGGAG
CAGATGCATAAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGTACTGATGTGAAGAATGAAACTATCTTCAAAACTTTCAATGAGACCATGAAAAATGAGAC
CATGAAAAATGAGAACATGAAAAACCTCAATGACACCATAAAAAACCTCAATGAGACCATGACAAACTGCTCT
TTTAGGGTAACCACAGAATTAAGAGATAAGGAGAAGCAAGTGCATGCACTTTTTTATAGACTTGATGTGGTAA
AAACAGATGGGGGTAATAACAGCTATAGATTAATAAATTGTAATACCTCAGTCATTACACAGGCATGTCCAAA
GATAACCTTTGAGCCAATTCCCATACATTACTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAACAATAAG
ACGTTCAATGGGACGGGTCCATGCAAAAATGTCAGCACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGT
CAACTCAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAGACAATAATTAGATCTGAAAATCTTACAAATAA
TGCTAAAACTATCATAGTACAGCTTAACGAGTCTGTAACAATTAATTGTACAAGGCCCTCCAACAATACCAGA
CAGAGTATACGTATAGGACCAGGGCAAGCCTTCTATACAACAGAAGTAATAGGAAATATAAGACTAGCATTTT
GTGAGATTAATGGAACAGAGTGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGAAACCTTTTCCCCAA
CAAAACAATCATTTTTAAACCATCCTCGGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTAGAGGA
GAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTT
GGGGTTGCTCTGGAAAACACATCTGCACCACTAATGTGCCTTGGAACGCTAGCTGGAGTAATAAATCTCTAGG
GTATATTTGGGAGAACATGACCTGGATGGAGTGGGAAAGAGAGATTGACAATTACACAGGGTTAATATACAAC
TTACTTGAAGAATCGCAAATCCAGCAAGAAAAGAATGAACAAGAACTTTTGCAATTGGACAAATGGGCAAGTT



TGTGGAATTGGTTTAGCATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAGTTTTTGCTGTGTTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTT
GCTATTAGCTTGCTTGATGCCACAGCAATAACAGTAGCTGGGGGGACAGATAGGGCTATAGAAATAGTACAAA
GAGTTGTTAGAGCTATTCTTAACATACCCACACGAATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>KU921767 
GCTGCAGAAAATCTGTGGGTCACAGTTTATTATGGGGTGCCTGTATGGAAGGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATATTTGGGCCACACATGCTTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGAACTAGAAAATGTGACAGAAAATTTTAATATGTGGAAAAACCCCATGGTGGAA
CAAATGCATACGGATGTAATCAGTTTATGGGATCAAGGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACCTGCACTAATGAAAAACCGTCATGCAACGAAACAGGGAACAACATTACTGCGAACAGCACTAA
TGTGAAAAACTGCTTCTTGTTATGGAACAACACTCAAGAGATGAGAAACTGCTCTTACAATACAACCACAGTG
TTAAGAGATAAGAGGAAGCAAGTATGGGCACTTTTTTATAGAGTTGATATAACACCAATAGGTAATAGTTCCA
ATACCACTGATTATAGGTTAATAAATTGTAATTCCTCAGTCATTACACAGGCTTGTCCAAAGATAACCTTTGA
GCCAATTCCAATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGTGTAGAGATAAGAAGTTCAATGGA
ACAGGCCCTTGCACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAAATGC
TGTTAAATGGCAGTTTAGCAGAAGAAGAGATCATAATTAGATCTGAAAATCTCACAAACAATGCTAAAATCAT
AATAGTACAGCTTAACGAGTCTGTAGCAATTAATTGTACAAGGCCCTACAATAACACAAAATTAATTACACAT
ATAGGACCAGGGCAAGCAATCCATGCAACCACAAAGAGATTTATGGTAGGAAATCCAAGACAAGCACATTGTA
ACATTAGTGAGGCACAATGGAATAAAACTTTACACAGGATAGCTATAAAATTAGGAAACCTTTTTAACAAAAC
AACAATAGAGTTTAAACCATCTTCAGGAGGGGATCCAGAAATTACAGCACACAGCTTTAATTGTGGAGGAGAA
TTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGCAATTTGGG
GTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAATTCTAGTTGGAGTAATAGATCTCTAAATGA
CATTTGGAACAACATGACCTGGATGGAGTGGGAAAGGGAAATTGACAATTACACGGGCATAATATATGGATTA
ATTGAAGAATCGCAAATCCAGCAAGAAAAGAATGAAAAGGACTTATTGGAATTGGACCAATGGGCAAGCTTGA
AGAATCGCAAATCCAGCAAGAAAAGAATGAAAAGGACTTATTGGAATTGGACCAATGGGCAAGCTTGTGGAAC
TGGTTTAGTATAACAAAATGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAA
GGATAGTTTTTGCTGTGCTTTCTGTAGCAAATAGAGTTAGGCAGGGATATTCACCTCTATCGTTTGCTATTAG
CCTGTTTGATGCCACAGCAGTTGCAGTAGCTGAGGGAACAGATAGGGTGATAGAAATAGTACAAAGAACTGTT
AGAGCTATTCTTAACATACCCACACGAATAAGACAGGGTTTGGAAAGGCTTTTGTTATAA 
>MH425161 
GCTGCAGAAAACTTGTGGGTCACAGTTTATTATGGGGTACCCGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCTTGTGTACCCACGGA
CCCCAACCCACAGGAACTAGAACTGGAAAATGTCACAGAGAATTTAACATGGTGGAAAAATAATATGGTGGAC
CAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATATCCGGGTGTATGATACTAACAAGAATGATACTAGCAACAGCACTGTCCAGCC
GATAGAAGACATGAAAAACTGCTCTTTCAATGTAACCACAGTAGTAAGAGATAAGAAGAAGCAAGAATATGCA
CTTTTTTATAAACTTGATATAGTACAAATGGATAATGATAGTTATAGATTAATAAACTGTAATACCTCAACCG
TTACACAGGCTTGTCCAAAAATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGTAAT
TCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGCCCATGCACAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAGGAGATAATAATTAGAT
CTGAAAATCTCACAAACAATGCTAAAAACATAATAGTACAGCTTAATGTATCTGTACCAATTAATTGTACAAG
GCCCGCCAACAATACAAGACAAGGTATACATATAGCACCAGGACAAGCACTCTATACAACAAGGATAGTAGGA
AATATAAGACAAGCACATTGTAATATTAGTAGAACAAAATGGAATGAAACTTTACAACAGTTAGCTAAAAAAT
TAGGAGGCCTTCTTAACAAGACAGAAATAAATTTTAAGCCATCTTCAGGAGGGGACCTAGAGATTACAACACA
CAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAGGAT
CAACGGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCTTGGAACTCTAGTT
GGAGTAATAAATCTGTAAATGCAATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTA
CACAAGCTTAATATATACTTTAATTGAAGAATCACAAATCCAGCAAGAAAAGAATGAACAAGAATTGTTGGCA
TTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGG
ATACTCACCTCTGTCGTTGGCTATTAGCTTGTTTGATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAGTACGAAGAGCTTTTAGAGCTATTCTTCACATACCCAGAAGAATAAGACAGGGCTTCGAAA
GGGCTTTGCTATAA 
>L22945 
GTTGCAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCGGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGAAACAGAGAAACATAACATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGAACTGGCAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCAGGGATATTTCTAGTGACGCCACTAGTAACACCATTAGTAACGTCACTGGAATACCGAT
GATGGGGAAAGGAGAAATGCAAAACTGTTCTTTCAATATAACCACAGAAATAAGAGATAAAAGACAGAATGTA



TATTCACTTTTTTATAGACTTGATTTAGTACCAATAGGCAATAGTAATAAGAATAGCACCAATTATACCAGTT
ATAGATTAATAAATTGTAATACCTCAGTCATTAAACAGGCTTGTCCAAAGGTAAACTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGCCCATGC
AAAAATGTCAGCACAGTACAATGTACACATGGCATTAAGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTCACAAATAACGCTAAAACCATAATAGTACAGTT
TAATGAATCTGTAATGATTAATTGTACAAGGCCTTACAACAATAAAAGACAAAGGACACCTATAGGACTAGGG
CAGGTACTCCATACAACAAGGGTAAAAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGAAAGATGGA
ATAAAACTTTACAACAGGTAGTTAGAAAATTAAAAGACCTCTTTAACAAAACAATAATTTTTGAACCATCCTC
AGGAGGGGACCCAGAAATTGCAACACACAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATC
CTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAGACACATTTGCA
CCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCTAACTGAGATTTGGCAAAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATATAGCTTAATTGAGGAATCGCAAACCCAGCAA
GAAAAGAATGAGCAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGGTAGTAGAAGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGCT
TTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGCTTGCTTGATACCATAGCA
ATAGCAGTAGCTGAGGGGACAGATAGGATTATAGACGTAGTACAAAGAGCTTGTAGAGCTATTCTTCACATAC
CCACACGAATAAGACAGGGGTTGGAAAGGGCTTTACTATAA 
>AJ488926 
GCAGCAGAGGATTCGTGGGTCACAGTATACTATGGGGTGCCTGTGTGGAAAGAAGCAAAAGCCACTCTATTTT
GTGCATCAGATGCTAAATCAATTAAAACAGAGGCACATAATATCTGGGCTTCACATGCCTGTGTACCCACGGA
CCCCAGTCCCCAAGAAATAGAGCTGGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCGCTCTGTG
TTACTTTGAACTGCACTGATGTCAGCAACAATGTTACAGTGAGTAACAGCAGCTTAGGAGAGATGAAAAACTG
CTCTTTCAATATAACCACAGTAGTAAGGGATAAGAAGAAGCAAGAATATGCACTTTTTTATAGACTTGATATA
GTAGAAATGGGTGATAATGAGACAAGTGGAACTTATAGATTAATAAATTGTAATACCTCAGCCATTACACAGG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGGGATTCTAAAATG
TAATGATAAGAAGTTCAATGGAACAGGTCCATGTACAAATGTCAGCACAGTACAGTGTACACATGGAATCAAG
CCAGTGGTGTCAACTCAATTTCTATTAAATGGCAGTCTGGCAGAAGAAGAGATCGTGATTAGATCTGAAAATC
TCACAGACAATACTAAAAACATAATAGTGCAGCTTAATGAAACTATAAACATTACTTGTATAAGGCCCAACAA
TAATACAAGAAGAAGTGTACATATAGGACCAGGGCAAGCACTCTATACAACAAATGTAATAGGAGATATAAGA
CAAGCACATTGTAATATTAGTGGAGCAAAATGGAATAACACTCTACAAGAGGTAGCTAGAAAATTAGGAGCAG
CTCTTAACACCACACAAATAATTTTTAAACCATCCTCAGGAGGGGACCCAGAAATAACAACACACAGTTTTAA
TTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAACTCTAGTTGGAGTAATA
GATCTCTAAATGATATTTGGCAAAACATGACCTGGATGCAATGGGAAAAAGAAATAGAAAATTACACAGGTGT
AATATACAACTTAATTGAAGAATCACAAATCCAGCAAGAGAAAAATGAAAAAGAATTATTAGAATTGGACAAG
TGGGCAAGTTTGTGGAATTGGTTTAACATAAGTCAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATGGTAAATAGAGTTAGGCAGGGATACTCACC
CCTGTCATTAGCCATTAGCTTGCTTGACGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAA
ATAGTACAAAGAGCTGCTAGAGCTATTCTTAACATACCCAGAAGAATAAGACAGGGATTAGAAAGAGCTTTAC
TATAA 
>AY253311 
GTTGCAGAACAGTTGTGGGTCACAATTTATTATGGGGTACCTGTTTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAATCATTTGACACAGAGGCACATAATATCTGGGCTACACATGCCTGCGTACCAACAGA
CCCCAACCCACAAGAAATGGATCTGGTAAATGTTTCAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGCTTATGGGAGGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTACACTGCTCTGACGCGAACACGACTAACAGTGGGAATGGGACTAACACGACTGATCCTCGCCTTAT
TGAAAAAGGAGAGATGAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGAAAGCAAGTACAA
GCACTTTTTTATAAACTTGATGTGGTACCAATAGATAAAAAGAATAATAATAGTTATACATTAATGCATTGCA
ATACCTCAGCCATTAAACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGC
TGGTTTTGCAATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGCCCATGCAAAAAAGTCAGTACAGTA
CAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGTTGAATGGCAGTTTAGCAGGAGAAGAGA
TAATAATTAGATCTGAAAATCTCACAAACAATGTTAAAACCATAATAGTACAGTTAAATGAGACTGTAAAAAT
TAATTGTACAAGGCCTAATAACAATACAAGAAAAGGTATACGTATAGGACCAGGGCAAACATTCTTTACAGCA
GAGGTAACAGGAGATATAAGAAAAGCATATTGTAACATTAGTGGAGCAGAATGGGATAAAACTTTACAACAAG
TAGCTACAAAACTAGGAGACCTTCTTAACAAGACAATAATAAATTTTAGTCCATCCTCAGGAGGGGACCCAGA
AATTACAACACATAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGC
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTGCTGTGCCCT
GGAACTCTAGTTGGAGTAATAAGTCCTTAGATGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGA
AATTGACAATTACACAGGAGTAATATACAGCTTAATTGAAGAATCGCAAGTCCAGCAAGAAAAGAATGAAAAA



GAACTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAA
AATTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTACTGTGTTTTCTTTAGTAAATAG
AGTTAGGCAGGGATATTCACCTCTGTCGTTGGCTATTAGTTTGCTCAATGTCACAGCAATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAATAATACAAAGAGCTTTTAGAGCTGTTCTTCACATACCCAGAAGAGTAAGAC
AGGGCTTGGAAAGGGCTTTACTATAA 
>U65075 
GCTACAGAACAGTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGAAACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAACTAGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGTACTAATATTATTAATGGCACTAGTGCTAATAATGGCACTAATACTAATGGGAGTGTCAC
TGAAGACCCAGGAATGAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAGCAAGTACAT
GCACTTTTTTATAAACTTGATATAATGCCAATAGGTGGTAATAATAGTACTAGTAGCAGCTATAGATTAATAA
ATTGTAATACCTCAGCCATTACACAGGCGTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGATTTGCAATTCTAAAATGTAACGATAAGAAGTTCAATGGGACAGGTCCATGCAAAAATGTCAGC
ACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGTTGTTRAATGGCAGTCTAGCAGAAG
AAGACGTAATAATTAGATCTGAAAGTCTCACAAATAATGCTAAAATCATAATAGTACAGCTTAATGAGTCTGT
AACAATTAATTGCACAAGGCCCTACATCAAGTATAGACAAAAGACATCTATAGGACAAGGGCAAGCACTCTAT
ACAACAAGACTAGAACCAAAACCAACAGGAAAGATAGAACCAGCATATTGCAACATTAGTGGAGCAGAATGGA
ATAAAACTATACAACAGGTAACTAAAAGATTAAAACACCTTTTTCCTAACAAGACAATAAATTTTCAACCATC
CTCAGGAGGGGACCCAGAAATTACAACACACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGA
RTCCCGGCTGTGGAAAGCTACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAGACACATTT
GCACCACTACTGTGCCCTGGAACGCTAGCTGGAGTAATAAATCTCTAGGGGAGATTTGGGGTAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAGGGTTAATATACAGCTTAATTGAAGAATCGCAAACCCAG
CAAGAAAAGAATGAACAAGATCTATTGCAATTGGACAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACAC
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCTGT
GCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATTAGCTTGTTTAATACCACA
GCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGATATAGTACAAAGAACTGTTAGAGCTGTTCTTAACA
TACCCACACGAATAAGACAGAGCTTGGAAAGGGCTTTACTATAA 
>EU853116 
GCTACAGGAGATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAACTAGAAAATGTCACAGAAAACTTTAATATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGACATAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACCTTAAACTGCATTGAATGGAAGGGAAATACCACCAGGAATAGCACTGACGACAGCACCAAGATTGGAAA
TGACACTGACATCAGTCAGGACATAGGAATGAAAAGCTGCTCTTTCAATATAACCACAGTACTAAGAGATAAG
AAGCAGCAAGAACAGGCACTTTTTTATAAACTTGATGTGGAACCAATAGATGATAATAATAGTACTAATAATA
CCTATTATAAATTAATAAATTGTAATACCTCAGCCATTACACAGGCGTGTCCAAAGATAACCTTTGAGCCAAT
TCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGT
CCATGCAATAACGTCAGCACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACTCAACTATTGTTGA
ATGGCAGTCTAGCAGAAGAAGAAGTAATAATTAGATCTGAAAATCTCACAAATAATGCTAAAACCATAATAGT
ACAGCTTAATGAGTCTGTAAGTATTAATTGCTCAAGGCCCTACAAAAGGATGCAACGAAGGACCCATATAGGA
ACAGGGCAAGCACTCTTTACAACAAACGTAGTGGGAGATATAAGAAAAGCACATTGTAATGTTAGTAAAGAAG
AATGGAATAAAGCTTTAGAACAGGTAGCTAAAAAGTTAAGAGGCCTTCTTAACACGACAACAATAATTTTTAA
ACCATCCTCGGGAGGGGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGGGTTTGGGGTTGCTCTGGAAGAC
ACATTTGCACCACTAGTGTGCCCTGGAACTCTAGCTGGAGTAATAAATCTCTAGAGGAGATTTGGAATAACAT
GACCTGGATAGAGTGGGAAAGAGAAATTGAAAAGCACACAGGGTTAATATACAGCTTAATTGAAGAATCGCAA
ACCCAGCAAGAAAAGAATGAACAAGACCTATTGCAATTGGACAACTGGGCAAGTTTGTGGAATTGGTTTAGCA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTT
TGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCATTGGCTATTAGCTTGTTTAAT
ACCACAGCAATAGTAGTAGCTGAGGGAACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCTAACC
TTCACATACCCAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KF986131 
GTTACAGGACAACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTAT
TTTGTGCATCAGATGCTAAATCATATAAAGAAGAGGCACATAACATCTGGGCTACACATGCCTGTGTACCAAC
AGATCCCAACCCACGAGAAATAGAATTAGAAAATGTTACAGAAAATTTTAACATGTGGAAAAATAACATGGTG
GATCAGATGCATGAGGATATAACCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCT
GTGTCACTCTAAACTGCAGTGAATGGAAGGTCAATAGTACTAACAATAGTACTAGCACTGATAGTGGAATGAA
AAACTGCTCTTTCAATATAATCACAGAAGTAAAAGATAAGAAGAAGAAAGTAGGTGCACTTTTTTATAAATCT



GACGTGGTACAAATAGATAATAATAATAGTAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACCCAGG
CATGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATG
TAACAATAAGACATTCAATGGGACGGGTCCATGCAACAATGTCAGTACAGTACAGTGTACACATGGGATTAAG
CCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGACATAATAATTAGATCTGAAGATC
TCACAAATAATGCTAAAATCATAATAGTACAGCTTAATAAGGCTGTAGTGATTAATTGCACAAGGCCCAACAA
CAATACAAGGAAAAGTATACGCATAGGACCAGGGCAAACATTCTATGCAACAGGAGAAATAACAGGAAACATA
AGACAAGCACATTGTAATGTTAGTGGAGCAGCATGGAATACAACTTTAAAACAAGTAGCCGAAAAATTAAAAG
CCCTTCTTAAGAAAGAAGAAATAATTTTTAAACCATCCTCGGGAGGGGACCCAGAAATTACAACACACAGCTT
TAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAG
CTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCTTGGAATGCTAGCTGGAGTA
ATAGATCCTTAGATAGTATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAGATTGACAATTACACAGG
ATTAATATTCAGCTTAATTGAAGAATCGCAAATCCAGCAAGAAAAGAATGAACAAGACCTATTGCAGTTGGAC
AAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATATTC
ACCTCTATCGTTTGCTGTTAGCTTACTCAATACCACAGCAGTAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAATAGTACAAAGAGCTGGTAGGGCTGTTCTTAACATACCCAGAAGAATAAGACAGGGCCTCGAAAGGGCTT
TATTATAA 
>JX658588 
GTTACAGGACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCCTCAGATGCTAAATCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAGATGAAACTAGAAAATGTCACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCATTCTGTG
TCACTTTAAGCTGCACTCAACCGATTGACAACACTAGTCAGATAGAAATGAAAAACTGCTCTTTCAATGTAAC
CACAGAATTAAGGGATAGGAAGAAGCAAGTATCTGCACTTTTTTATAGACTTGATGTGGTACAACTGAATGAT
AGTACTAATAATGGTACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAAGCGTGTCCAAAGG
TAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTGAAATGTAACGATAAGAA
GTTCAATGGGACGGGTCCATGCAAAAATGTCAGTACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCA
ACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGAGCTAAAAATCTCACAGATAATG
TAAAAGGCATAATAGTACAGTTTAATAAGTCTGTAGCAATTAATTGCACAAGACCCTACAACAATACATTACA
AAGTATACATATGGGACCCGGGAAAGCAATCTATACAACACAGATAATAGGAAATATAAGACAAGCACATTGT
AATATTAGTGGAGCAAGGTGGAATGAGACTTTACGACAGGTAGCTGAAAAATTAAGAAACCTTCTTAACCTTA
CAATGATAATTTTTAAACCATCCTCGGGAGGGGACCCAGAAATCACAACTCACAGCTTTAATTGTGGAGGGGA
ATTTAAACAGCTCCAGGCAAGAGTCCTAGCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGG
GGTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGAACTCTAGCTGGAGTAATAAATCTCTAGGGG
AGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGTATAATATACAGTTT
AATTGAAGAATCGCAAACCCAGCAAGAAAAGAATGAACAAGAACTATTGCAATTGGACACATGGGCAAGTTTA
TGGAATTGGTTTAGCATAACAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAG
GTTTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGC
TATTAGCCTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGCAATAGTACAAAGA
GCTGTTAGAGCTATCCTTAACATACCCACACGAATAAGACAGGGTTTGGAAAGGGCTTTACTATAA 
>JX236668 
GTTACAGGGCAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACTACTCTATTTT
GTGCATCAGATGCTAAGTCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATAACATTAGAAAATGTCACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAAGATATAATTAGTTTATGGGAGCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGACTGCATTGAATGGAAGAATAACAATAGCAAAAGCAATGTCACTAATGAGGAGATAGGAATGAA
AAACTGCTCTTTCAATATAACCACAGAAGTGAGAGATAAGAAGAAGCAAGTATATGCACTTTTTTATAAACTT
GATGTGGTACAAATGGATACTAATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAGGCGT
GTCCAAAGATAAATTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAA
TGATAAAGAGTTCAATGGGACAGGTCCATGCAAAAACGTCAGTACAGTGCAGTGTACACATGGGATTAGGCCA
GTGGTGTCAACTCAATTGTTATTGAATGGCAGTCTAGCAGAAGAAGAAATAATAATTAGGTCTGAAAATATCA
CAGATAATACTAAAAACATAATAGTACAGCTTAATGAGCCTGTAACAATTAAGTGCATAAGGCCCTACAACAA
TACAAGACAAGGTATACATATAGGACCAGGGCAAGCACTCTATACAACAGATATAATAGGAGATATAAGACGA
GCACATTGTGAGATTAATAAAACAGAATGGAATACAACTTTACAACAGGTAGCTAAAAAGTTAGGAGATCTTC
TTAACCAGACAGCAATTTTTCAACCATCCTCGGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTGG
AGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGA
ATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAATAAATCTC
TAGGGGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATCGACAATTACACAGGGTTAATATA
TAGCTTAATTGAAGAATCGCAAATCCAGCAAGAAAAGAATGAACAAGAACTATTGCAAATGGACAAATGGGCA
AGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT



TAATAGGTTTAAGGATAGTTTTTGCTGCGCTTTCTTTAGCAAATAGAGTTAGGCAGGGATATTCACCTCTGTC
GTTCGCTATTAGCTTGTTTAATACCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGGTTATAATAATAGTA
CAAAGAATTGGTAGAGCTGTTCTGAATATACCCAGACGAATAAGACAGGGCGCGGAAAGGGCTTTACTATAA 
>HM215351 
ACTGCAGAAAAATTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGGAAAGAAGCAGAGACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTGCCAACAGA
CCCCAGCCCACAAGAGATAGTACTAGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCAGGAGGATATAATCAGTTTGTGGGATCAAAGTTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGTACTACAAATAGTACAAATTTTGCAAATAGCACAGGAAAGGACATAGAAATGCAAGACTG
CTCTTTCAATATAACTACAGAAATAAGAGATAAGCAGAAGAAAGTACATGCACTTTTTTATAAACTTGATATA
GTACAAATAGATAATAATACGGAAGCTAATGCCAACTATACCAGCTATAGATTAATAAATTGTAATACCTCAG
CCATTACACAGGCGTGTCCTAAGATAAACTTTGAGCCAATTCCCATCCATTATTGTGCCCCAGCTGGATTTGC
GATTCTAAAATGTAATGAGAAGCAATTCAATGGGACGGGTCCATGTAAAAACGTCAGCACAGTACAGTGTACC
CATGGGATTAAGCCAGTAGTGTCAACTCAACTACTATTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAATAATGCTAAAACCATAATAGTACAGCTTAATGAGTCTGTAGCAATTAACTGCAC
AAGGCCCTACAACAATACAAGAGAAAGTATACATATGGGACCAGGGCGAGCACTCTTTACACAGAAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTGGAATACAATGGAATAAAACTTTACAACAGGTAGCTAGCA
AGTTAGCAGGCCTTCTTAACAAGACAACAATAGTTTTTAAACCACACTCGGGAGGGGACCCAGAAATTACAAC
ACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGG
GATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACATATTTGCACCACTAATGTGCCCTGGAACGTTA
GCTGGAGTAATAGAAATCTAACAGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGAAAA
TTACACAGAAAAAATATACAGCTTACTTGAAGTATCGCAAGTCCAGCAAGAAAAGAATGAACAAGAACTATTG
CAATTGGATCAATGGGCAAGTTTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCATTAGTAAATAGAGTTAGGCA
GGGATATTCACCTCTGTCGTTTGCTATTAGCTTGCTTGATACCATAGCAATAGCAGTGGCTGGCTGGACAGAT
AGGATTATAGAAATAGGACAAAGATTTGGTAGAGGTATTCTCCACATACCTAGAAGAATCAGGCAGGGCCTCG
AAAGGGCTTTACTATAA 
>JX236673 
GTAGCAGAAAAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACCCTATTTT
GCGCATCAGATGCTAAAGCATATAAAGCAGAGGCACATAACATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAACTGGAAAATGTCACAGAAGACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATGCCAGTACTAAGAATATGACGAAAGGAATGGAGGGAGAAATAAAAAACTGCAC
TTTCAATGTAACCACAGTATTAAGAGACAAGCAGAAAAAAGTAGATGCACTTTTTTATAAACTTGATGTGGTA
CAAATAGATAATAGTACACAAAATGGTAATAGTAGCAATGGTAATAGTAGCAGTTATACATTAATAAATTGCA
ATACCTCAGCCATTACACAGGCTTGTACAAAGATAAATTTTGAACCAATTCCCATACATTATTGTGCCCCAGC
TGGCTTTGCGATTCTAAAGTGTAAAGATAAGATGTTCAAAGGAACAGGCAAGTGCTACAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAGCTGCTGTTGAATGGTAGTCTAGCAGAAGAAGAGA
TAATAATTAGATCTGAAAATCTCATAAACAATGCAAAAACCTTAATAGTACATCTCAATGAGTCTATAATGAT
TAATTGTACAAGGCCCTCCAACAATACAAGACACAGTTTACATCTAGGACCAGGGAAAGCATTCTATACAACA
GATGTAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGCAAAACAATGGAATAACACTTTACTACGGG
TAGCAAAAAATTTAACAGACCTTTTTAACCAGACAACAATAAGTTTTGCACCGTCCTCAGGAGGAGACCCAGA
AATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGAAGTTGGGGTTGCTCTGGAAGACACATTTGCACCACTACTGTGCCCT
GGAACTCTAGTTGGAGTAATAAAACTCTAGGTGATATTTGGAATAACATGACTTGGATGCAGTGGGAAAAAGA
AATTGAAAATTACACAGGTTTAATATACAATTTAATTGAGGAATCACAAACCCAGCAAGAAAAGAATGAACAA
GAGTTACTGGAATTAGACAAATGGGCAAGTTTGTGGAATTGGTTCAGCATAACACAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTAAATAG
AGTTAGGCAGGGATACTCACCTCTATCGTTGGCCATTAGCTTGTTTAATTCTACAGCAATAGCAGTAGCTGAG
GGAACAGATAGGCTTATAGAAGTAGCACAAAGATTTTTTAGAGGCATCCTTCACATACCCAGACGAATAAGAC
AGGGCTTTGAAAGGGCATTACTGTAA 
>JX236679 
GTTGCAGAAAATTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGTACCAGAAGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAATACTAGACAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAAATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCATTGACATTGACTGGAATAGCAATGCAAATGCCAATGCAACTGAAAGTACCACTATAGC
TGCAACAACCACTGCAGAAGAGAAAATGGAAGTGAAAAACTGCTCTTTCAATATAACCACAGAAGTAAGAGAT
AAGAAGAAGCAAGTACATGCAGTTTTCTATAGACCTGATGTAGTACCAATGGGTGATAATAGCTATAGATTAA
TAAATTGTAATACCTCAGCCGTTACACAAGCGTGTCCAAAGATAACCTTTGACCCAATTCCCATACATTATTG



TGCCCCAGCTGGATATGCGATTCTAAAATGTAATAACAAGAAGTTCAATGGGACAGGTCCATGCAAAAATGTC
AGCACAGTACAGTGTACACATGGGATTAAGCCAGTGGTGTCAACTCAATTGTTGTTGAATGGCAGTCTAGCAG
AAGAAGAGATAATAATTAGATCTGAAAATCACACAAATAATGCTAAAATCATAATAGTACAGCTTAATGAGTC
TGTACCAATTAATTGCACAAGGCCCTCCAACAATACAAGACAAAGCATGCATATAGGACCAGGGCAAGCAATC
TATACAACAAAAATAATAGGAAATATAAGACAAGCACATTGTAACATAAGTGAAGAAAAATGGAATAAAACTT
TAAGAGGAGTAGCTAAAAAATTAAAAGACCTTTATAATAAGACAACAATAATCTTTGAGCCATCCTCGGGAGG
GGACCTAGAAATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTA
CTGTGCCCTGGAACGCTAGCTGGAGTAATAAATCTCTAGATGTGATTTGGAATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTGACAATTACACAGGGGAGATATACAGATTAATTGAAGAATCGCAAACCCAGCAAGAAAAG
AATGAACAAGAGCTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGT
AGTAAATAGAGTTAGGCAGGGATATTCACCTCTATCGTTGGCTATTAGTTTGTTTGACACCACAGCAATAGCA
GTAGCAGAAGGGACAGATAGGATTATAGAAATAATACAAAGAGGATTTAGAGCTATTCTTAATATACCCACAA
GAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>JX236672 
GTTACAGGAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAATGCCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAGTAATACTAGAAAATGTCACAGAAAACTTTAATATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATAATGTAAATGTCATAAATGCCACTGGAACTGAAATATCATCCAATAGCACAGG
AATGACAAACTGCTCTTTCAATATGACTACAGAATTAAAAGATAAGCAAAAGAAAGTAACTTCACTTTTTTAT
AAACTTGATGTGGTACCAATAGATACAGAAAATAATAATAATAGTAGCTACAATAGCTATAGATTAATAAATT
GTAATACCTCAGCCATTACACAGGCGTGTCCAAAGGTGTCCTTTGAACCAATTCCCATACATTATTGTGCTCC
AGCTGGATTTGCGATTCTAAAATGTAACAATAAGACATTCAATGGGAAGGGTCCATGCACAAATGTCAGCACA
GTACAGTGTACACATGGAATTAAACCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATGATTAGATCTGAAAATCTCACAGATAATGCTAAAACCATAATAGTACAGCTTAATAAGTCTATAGC
AATTAATTGCACGAGGCCCAGCAACAATACAAGACAAAGCACACGCATAGGACCAGGGCAAGTGTTCTATAGA
ACAACAGACATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAAAAAACAATGGAATGAAACTTTAG
AACAGGTAGCAGAAAAATTAGGAGACCTTTTTAAAAAGACAACAATAATTTTTAAACCATCCTCGGGAGGGGA
CCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGCATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATG
TGCCCTGGAATTCTAGCTGGAGTAATAGATCTCTAGATTACATTTGGAATAACATGACCTGGATGGAGTGGGA
AAAGGAAATTGACAATTACACAGGGGTAATATACAGCTTAATTGAAGAATCGCAACTCCAGCAAGAAAGGAAT
GAAAAGGACCTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGCCATATCAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATATTCACCTCTGTCATTTGCTATCAGCTTGTTTGATACCATAGCAATAGCAGTA
GCTGGGGGGACTGATAGGATTATAGAATTAGCACAAAGGCTTGGTAGAGGGATTCTTAACATACCCACAAGAA
TAAGACAAGGCCTGGAAAGAGCTTTACTATAA 
>U88824 
GTTACAGGAAAGTCGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATAAAGCAGAGGCACATAACATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAACTAGAAAATGTCACAGAAAACTTTAATATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGCACTAACTGGGTCACTGATACCACCAATACCACAGGAATGGCAAACTGCTCTTTCAATAT
AACCACAGAAATAAGAGATAAGAAGAAGCAAGTACAGGCACTTTTTTATAAACTTGATGTGGTAAAAATAAAT
GATAATGATAGTGATAACACCAGCTATAGACTAATAAATTGTAATACCTCAGCCATTACACAGGCGTGTCCAA
AGATGACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAACGAAAA
GAAGTTCAATGGAACAGGTCCATGCAAAAATGTCAGCACAGTACAGTGTACACATGGGATTAAGCCAGTAGTG
TCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTCACAAACA
ATGCTAAAATCATAATAGTACAGCTTAATGAGTCTGTACCAATTAATTGCATAAGGCCCTATAACAATACAAG
ACAAAGTACACGTATAGGACCAGGGCAAGCACTCTTTACAACAAAAGTAATAGGAGATATAAGACAAGCACAT
TGTAACATTAGTGGAGCAGGATGGAATAAAACTTTACAACAGGTAGCTGAAAAATTAGGAAACCTTCTTAACC
AGACAACAATAATTTTTAAACCATCCTCGGGAGGGGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGG
GGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATT
TGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAATAGATCTGTAG
ATGAAATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTATACAGAGTTAGTATACAG
CTTACTTGAAGTATCGCAAATCCAGCAAGAGAAAAATGAACAAGAACTATTGAAATTGGACACATGGGCAAGT
TTGTGGAATTGGTTTAGCATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCATT



TGCTGTTAGCCTGTTTAATACCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAACTAGTGCAA
AGAGCTGTTAGAGCTATTCTTAACATACCTGTACGGATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>KF986082 
GCTACAAGAGAGTGGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GCGCATCAAATGCCAAAGCATATGAAACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCAAGAGAAATAATACTAGAAAATGTTACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAAATGCATGAGGATATAATCAGTTTGTGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTAAATTGGACAATAATAGCACTGAATTGGAGAATACTACCAATACAACCATCAATGA
TACTGACATAGGAATGACAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAACAAGTACAT
GCACTTTTTTATAAACTTGATGTGGTACAAATAGATAATAGTACTAACTATAGATTAATAAACTGCAATACCT
CAGCCATTACACAAGCATGTCCAAAGATAACCTTTGAACCAATTCCCATACATTACTGTGCCCCAGCTGGATT
TGCAATTCTAAAATGTAATGATAAGAAGTTCAATGGGACGGGTCCATGTAAAAATGTCAGCACAGTACAGTGC
ACACATGGGATCAGGCCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TTAGGTCTGAAAATCTCACAAATAATGCTAAAATCATAATAGTACATCTTAATGAATCTGTAGCAATTAATTG
CACAAGGCCCTACAACAACACAAGACAAGGTATACATATAGGACCAGGGCGAGCATACTGGACAACAAGGATA
ATAGGAAAGATAAGACAAGCGCATTGTAACATTAGTGGGGACGACTGGAATAAAACTTTATACCAGGTAGCAG
AGAAATTAAGAGACCTTTTTAACAAGACAATAATTTTTAAACCATCCTCGGGAGGGGACCCCGAAATCACAAC
ACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAG
GATCAACAGCTCCTAGGAATCTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTA
GCTGGAGTAATAAAAGTCTAGAGGAGATTTGGAATAACATGACATGGATGGAGTGGGAAAGAGAGATTGACAA
TTACACAGGGTTAATATACAGCTTAATTGAGGAATCGCAAATCCAGCAAGAAAATAATGAAAAAGAACTATTG
GAATGGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAGATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTGAAAAGAGTTAGGCA
GGGATATTCACCTCTGTCATTCGCTATTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAGGGAACAGAT
AGAGCTATAGAAATAGTACAAAGAGCTGGTAGAGCTATTCTTAACATACCCAGAAGAATAAGACAGGGCTTAG
AAAGGGCTTTACTATAA 
>EU853078 
GCTACAGAAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGAACCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCGACCCACAAGAAATAGAACTAAAAAATGTCACAGAGAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAAATGCATGAGGATGTAATCAGTTTATGGGAGCAAAGCCTAAAACCATGTGTAAAATTAACCCCCCTCTGTG
TCACTTTAAACTGCACTGACTGGACAGGTACAAACCCTAATACCACTGAGATCACTAATTCCACCATAAACAT
AAACCCTAACATCACTAAAGAAATGGGAGTGAAAGAATGCTCTTTCAATATGACCACAGAAGTAAGAGATAAG
AAGAAGAAAGTAACGGCACTTTTTTATAAATTTGATGTGGTACAAATGAATAATGATACTGGGAATTATACCA
ACTATAGATTAATAAATTGTAATACCTCAGCCATTACACAAGCGTGTCCAAAGATAAACTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGATTTGCGATTCTAAAATGTAATAATAAGACGTTCAATGGGACGGGTCCA
TGCAACAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTGTCAACTCAACTGTTGTTGAATG
GCAGCCTAGCAGAAGGAGGAGAGATAATAATTAGATCTGAAAATCTCACAAATAATGCAAAGATTATAATAGT
ACAGCTTAAGGAGCCTGTAAACATTACTTGCACAAGGCCCTTCAACAATACAAGACAAGGTGTACATATAGGA
CCAGGGAGTGCATACTTTACAGAAAAAATAGTAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAGCAG
ACTGGAATAACACTTTACAAGAGGTAGCTAAAAAATTAGGAGGCCTTTTTAACAACACAAAAATAGTTTTTCA
ACCACCTGTGGGAGGGGACCCAGAAATTACAACACATACCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGTTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAGAC
ACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAATAGATCTGTAAATGAGATTTGGGAGAACAT
GACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGTTTAATATACACCTTAATTGAAAAATCGCAA
ATCCAGCAAGAAAAGAATGAACAAGACCTATTGCAATTGGACCAATGGGCAAGTTTGTGGAATTGGTTTAAAA
TAACAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTCGCTATTAGCTTGCTTAAT
ACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGTAGTACAAAGAGCTGTTAGAGCTGTTC
TTCACATACCCAGACGCATAAGACAGGGTGCTGAAAGGGCTTTGCTATAA 
>EU853094 
GTTACAGGACAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATTTAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAACTAGAAAATGTCACAGAAAACTTTAATATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATGCCACTAACAATGCCACTGACAATGACCCTGATGGCACAGGAATGAAAAACTG
CTCTTTCAACGTAACCACAGAAGTAAAAGATAAGAAGAAGCAAGTACATGCACTTTTTTATAAACTTGATGTG
GTACAAATGGATGATAATAGGACTAATACCAACTATAGCAGCTATAGATTAATAAATTGTAATACCTCAGCCA
TTACACAGGCGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAAT
TCTAAAGTGTAACGATAAAAAGTTCAATGGGACAGGTCCATGCACAAATGTCAGCACAGTACAGTGTACACAT



GGGATTAAGCCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGAT
CTGAAAATCTCACAAATAATGCTAAAACCATAATAGTACAGCTTAATGAATCTGTAACAATTAATTGCACGAG
ACCCAACAACAACACAAGGCAAAGTACACATATAGGACCAGGAAAAGCACTCTTTACAACAAACATAATAGGA
GATATAAGACAAGCATATTGTAATATTAGTAAAGCAGAATGGGATAAAACTTTACAACAGGTAGGTAAAAAAT
TAGAAGTCCTTTTTGACAACAAGACAGCAATATTTAGACCATCCTCGGGAGGGGACCCAGAGATTACAACACA
CAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGAATCCTGGCTGTGGAAAACTACCTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAGACACATTTGCACCACTAATGTACCCTGGAACTCTAGCT
GGAGTAATAAAACTCTAAATGAAATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAGGTTTAATATACAGCTTAATTGAAGAATCGCAAACCCAGCAAGAAAAGAATGAACAGGAACTATTGCAA
TTGGACAAATGGGCAAGCTTGTGGAATTGGTTTAGTATAACAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAAAATAGTTTTTACTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGG
ATATTCACCTCTGTCGTTTGCTATTAGCTTGTATGATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGG
ATTATAGAAATAGTACAAAGAGCTGGTAGAGCTATTCTTAACATACCTGTACGAATAAGACAAGGCTTGGAAA
GGGCTTTACTATAA 
>AF484511 
GTTGCAGAACAGTTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGAGGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATAAAACTAGAAAATGTCACAGAGAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTATTTTAGACTGCAATAATACAAATTATGTCAATGCCTCTTATGTCAATGCCACTGTCACTGAGGAAACAGA
AATGAAAAACTGCTCGTTCAATATAACCACAAGAGATAAGAAGCAGAAAGTACATGCATTTTTTGATAGACTT
GATGTAGTACCAATAGATAAGAATAATAAAAGTTATAGATTAATAAATTGTAATACCTCAGCCATTACACAGG
CGTGTCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGGTTTGCGATTCTAAAATG
TAACGATAAGAAGTTCAATGGGACGGGTCCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGGATTAAG
CCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCCGAAAATC
TCACAAATAATGCTAAAACCATAATAGTACAGCTTAATGAGTCTGTACCAATTACTTGCATAAGGCCCAACAA
CAATACAAGACAAAGTACACATCTAGGACCAGGGCGAGCATTATTTACAACAAACATAGTAGGAGATATAAGA
CAAGCACATTGTAATATTAGTGGAGAAAAATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAAGGGGCC
TTTTTAATGGATCAACAACAATGATTTTTAAACCATCCTCGGGAGGGGACCCAGAAGTTGAACACCACAGCTT
TAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAG
CTCCTAGGAATTTGGGGTTGCTCTGGAAGACACATTTGCACCACTTCTGTGCCCTGGAACTCTAGCTGGAGTA
ATAAATCTCTAGATAAGATTTGGAATAACATGACCTGGATGGAATGGGAAAAAGAAATTGAGAATTACACAGG
GCTAATATACAGCTTAATTGAGGAATCGCAAACCCAGCAAGAAAGGAATGAACAAGAATTATTGCAACTGGAC
CAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAGAATATTTATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGTTCTCTTTAGTGAATAGAGTTAGGCAGGGATATTC
ACCTCTATCATTTGCTATTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATA
GAAATAGTACAAAGAATTGTTAGAGCTATTCTTAACGTACCCAGAAGAATAAGACAGGGCTTAGAAAGGTTGT
TACTATAA 
>AF484514 
GTTGCAGAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAGACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATAAAACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGACCC
CAATCCACAAGAAATAGCACTGGAAAATGTCACTGAGAATTTTAATATGTGGAAAAATAACATGGTGGAGCAG
ATGCATGAGGATATAAAAAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CGTTAAACTGCACTGATGCTCAAGGGGAACTGATGAAGGAAGACATGAAAAACTGCTCTTTCAATACAACCAC
AGTATTAAGAGATAAGCAGCAGAAAGCATATGCACTTTTTTATAGACTTGATTTGGTACAACTAAATAATACC
AATGATAATACCAATTATACCAGTTATATATTAATAAATTGCAATACTTCAACCATTACACAGGCTTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACGATAA
GCAGTTCAATGGAACAGGCCCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTG
TCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAAACATAATAATTAGATCTGAAAATATCACAGACA
ATGCTAAAACAATAATAGTACAGTTTACGGAGGGTGCACAAATTAATTGTACAAGGCCCTCCAACAATACAAG
ACAGAGCATACATATAGGACCAGGGCAAGCACTCTTTGCAAACAAGATAATAGGAGATATAAGACAAGCACAT
TGTAATATTAATGGAACACAATGGAACAAAACTTTACAACAGGTAGCTAAAAAATTAGGAGACCTTTTTAACC
AGACAATAATTTTTAATTCATCCTCAGGAGGGGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGA
ATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGG
GGTTGCTCTGGAAGACACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTATAGATG
AGATTTGGAATAACATGACTTGGATGGAGTGGGAAAAAGAAATTGCCAATTACACAGATTTAATATACACATT
AATTGAGGAATCGCAAACCCAGCAAGAAAAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTCTG
TGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAG
GATTAAGAATAGTTTTTACTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTCTATCGTTTGC



TATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGGACAGATAGGGTCATAGAACTAGTACAAAGA
GCTTTTAGAGGTATTCTTAACATACCCAGGAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>AF484483 
GTTACAGGAAATTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAACAGCCACTACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGTAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAGCTAGAAAATGTCACAGAGAACTTTAACATGTGGAAAAATAATATGGTGAAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAACTGTACTGAATGGAGAAATGGCACTACCATTGCCCTAAATGACACTGATCACGTAGAAATGCA
AAACTGCTCTTTCAATATATCCACAGAAGTAGGAGGTAAAAGGCAGCAAGCACAGGCACTTTTTTATAAACTT
GATGTGGTAAAAATAGGTGATACTAATACTAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAGG
CGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATG
TAATGATAAAAAATTCAATGGGACGGGTCCATGCAAAAATGTCAGCACAGTACAGTGTACACATGGGATTAGG
CCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAAATGATAATTAGATCTGAAAATC
TCACAGATAATGCTAAAATCATAATAGTACAGCTTAATGAGTCTGTAACAATTAATTGCACGAGGCCCAACAA
CAATACAAGAAAAAGTATAAATATAGGACCAGGGCGAGCAATCTATACCACAGAAATAATAGGAGATATAAGA
CAAGCACATTGTAATATTAGTAGAGCAGGATGGAATAAAACTTTACAACAGGTAGCTAACAAATTAGGAAACC
TTTTTAACCAGACAAAAATAGTTTTTAGACCATCCTCGGGAGGGGACCCAGAAATTACAACACACAGTTTTAA
TTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTC
CTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGTAATA
AATCTCTAGAGGAGATTTGGAATAAAACGACCTGGATGGAATGGGAAAGAGAGATTGACAATTACACAGATGT
AATATATAGGTTAATTGAAGAATCGCAACTCCAGCAAGAAAAAAATGAACAAGAATTATTGCAATTGGACAAA
TGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATAATAGTAG
GAGGCTTGGTAGGTTTAAGGATAGTCTTTGCTGTACTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACC
TCTGTCATTTGCTATTAGCTTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAA
ATAGTACAAAGAATTGTTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>AF484515 
GCAGAACAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAAAAAGAGGTACATAATATTTGGGCTACACATGCCTGTGTGCCAACAGACCC
CAACCCACGAGAAATAAAACTAGAAAATGTCACAGAAGACTTTAACATGTGGAAAAATAACATGGTGGAGCAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAACTGCACTGAATGGAAAGATGCAAAGGCCACTAATGATACAGGAGTGCAAAATGATACAGGAGTGCA
AAACTGCTCTTTCAAGGTAACCACAGAACTAAAAGATAAGAAGACGCAAGTGCATGCACTTTTTTATAGGCTT
GATGTAGTACAAATAGGTAATGATAATACTAGCTATAGATTAATAAATTGTAATACCTCAGCCATCACACAGG
CGTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATG
TAATGATAAGAAGTTCAATGGGACGGGTCCATGCAAAAATGTCAGCACAGTACAGTGTACACATGGGATTAGG
CCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATC
TCACAAATAATGCTAAAACCATAATAGTACAGTTTCATGAGTCTGTGTCAATTAATTGCACAAGGCCCTACAA
CAATACAAGACAAGGTACACATATAGGACCAGGGCGAACACTCTTCACAACAAGGATAATAGGAAATATAAGA
AAGGCATATTGTAACATTAGTGAAGAACAATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGAAACC
TTCTGAATAAAACAGCAATAAATTTTAGACCATCCTCGGGAGGGGACTTAGAAATTACAACACACAGCTTTAA
TTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAACTACCTAAGGGATCAACAGCTC
CTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAATA
AATCTGTAGAGGAGATTTGGGATAACATGACCTGGAGGGATTGGGAGAGAGAAATTGACAATTACACAGGTTT
AATATACAGCTTAATTGAAAGGTCACAAATCCAGCAAGAAAAGAATGAACAAGAACTATTGCAATTGGACAAA
TGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGCTATGGTATATAAAAATCTTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCGTTAGTAAATAGAGTTAGGCAGGGATATTCACC
TCTGTCGTTTGCTATTAGCTTGCTTGATACTACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
ATAGTACAAAGAGTTATTAGAGCTGTTCTCAACGTACCCACACGAATAAGACAGGGCTTAGAAAGAGCTTTAC
TATAA 
>EF575388 
ATTACAGGACAGCAGATGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACTACTCTAT
TTTGTGCATCAGATGCTAAATCATATAAAGAAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAAC
AGACCCCAACCCACAAGAATTAAATTTAGAAAATGTCACAGAACCTTTTAACATGTGGAAAAATAACATGGTG
GAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCT
GTGTCACTTTAGAATGCATTGAATATCAGGGGACTAACAATACCAATAACAATATCACTGATCAGGTAGAAAT
GAAGAACTGCTCTTTCAATATAACCACAGAGATAAGAGATAGGAAGCAGAAAGTAAATGCACTTTTTTATAAA
CTTGATGTAGTACAATTAAATAGTAGTAGTAATACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTA
CACAAGCGTGTCCAAAAATAACCTTTGAGCCAATTCCCATCCATTATTGTGCCCCAGCTGGATTTGCGATTCT
AAAATGTAATGATAAGAAGTTCAATGGGACGGGTCTATGCAAAAACGTCAGCACAGTACAGTGTACACATGGG
ATTAGGCCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGCCTAGCAGAAGAAGATATAATAATTAGATCTG



AGAATATCACAAATAATGCTAAAGTCATAATAGTGCAGTTTAATGAGTCTGTAACAATTAATTGCACAAGGCC
CTACAACAATACAAGACAAAGTACACACATAGGACCAGGGCAAGCACTCTTTACAACAAAAGTAATAGGAGAT
ATAAGACAAGCACATTGTGATATTAATGGAACAGCATGGAATAAAACTTTGCAACAGGTAGCAAAAAAATTAG
GAGACCTTTTTAACAAGACAGCCATAGAGTTTAAACCATCCTCGGGAGGGGACCCAGAAATTACAACACACAG
CTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGTTACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGA
GTAATAAATCTCTAGATGAAATTTGGCAAAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACAC
AGGATTAATATACACCTTAATTGAAGAATCACAAACCCAGCAAGAAAGGAATGAACAAGAATTATTGGAGTTA
GACAAATGGGCAAGTTTGTGGAATTGGTTTAAAATAACACAATGGCTATGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATA
TTCACCTCTGTCATTTGCTGTCGACTTGTATAATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATT
ATAGAACTAGTACAAAGAGCAGGTAGAGCTATTCTTCATATACCCAGACGAGTAAGACAGGGCCTGGAAAGAA
CTTTGCTATAA 
>EF575400 
GTGACAGGACAAGGATGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGTTATAAAGCAGAGGCGCATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATAATACTAGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATTGGAAAAATACTACTATGGATTTCAATGAAACTGAAAAAATAGGAATGAAAAA
CTGCTCTTTCAATATAACCACAGAAGTGAGAGATAAGAAGAAGCAAGTACATGCCCTTTTTTATAAACTTGAT
GTGGTACAAATGGATGATGGGAATAGTAGCAATATTACCAATACTACTAATAAGAGTAACTATACTAACTATA
GATTAATAAATTGTAATACCTCAGCCATTACACAAGCATGTCCAAAGGTATCCTTTGAGCCAATTCCCATACA
TTATTGTGCCCCAGCTGGATTTGCGATTCTAAAATGTAATAATAAGACGTTCAATGGAACGGGCCCATGCAGA
AATGTCAGTACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACTCAACTGTTGTTGAATGGTAGTC
TAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAGATAATGCTAAAACTATAATAGTACACCTTAA
TGAGTCTGTAACAATTAATTGCACAAGGCCCTACAGCAATACAAGAAAAGGTGTACACGTGGGACACGTGGGA
CCAGGGCGAGCATTCTGGACACAAAACATAGTAGGAAATATAAGACATGCACATTGCAATATTAGTAGAACAA
AATGGAATAACACTTTACAGCAGGTAGCTAAAAAATTAAGAAACCTTCTTAACATACCAACAATAATTTTTAA
TTCATCCTCGGGAGGGGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAG
GCAAGGATCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTGGGAATGTGGGGTTGCTATGGAAAAC
ACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCTAGACTATATTTGGAACAACAT
GACCTGGATGGCGTGGGAAAAAGAAATTGACAATTACACAGGTTTAATATACACTTTACTTGAAGAATCGCAA
GTCCAGCAAGAAGAGAATGAAAAGGAATTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCA
TAACAAACTGGCTGTGGTATATAAGAATATTCATAATCATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTT
TACTGTGCTTTCCTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATTAGCTTGTTTAAT
GCCACAGCGATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAATTGGTAGAGCTATCC
TTAACATACCCAGAAGAATAAGACGGGGCGCGGAAAGGGCTTTAGTATAA 
>EF575417 
GTCACTGGAAAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAGGTACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATACCACTAGAAAATGTTACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTCAAACCATGTGTAAAATTCACCCCATTCTGTG
TCACTTTAAACTGTAGCGCTGTAAGAAACTGCAATGCCACTACTACTAATGCCACCAACCAGGACACAGGCTG
CATTAATGCCACTAATGAGGACATAGGAATGAAAAACTGCTCTTTCAATGTAACCACAGAAATAATAGATAAG
AAGAAGCAAGTACATGCGCTTTTTTATAAAGTTGATGTAGTACAAATAAATGGTAAGGGTAGTAATAATACCA
GCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAGGCGTGCCCTAAGGTAACCTTTGAGCCAATTCC
CATACATTATTGTGCCCCAGCTGGATATGCAATTCTAAAATGTAACGATACGAAGTTCAATGGGACGGGTCCG
TGCAACAAAGTCAGCACAGTACAATGTACACATGGGATTAGGCCAATAGTGTCAACTCAACTGTTGTTGAATG
GCAGTCTAGCAAAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAATAATGCAAAAATCATAATAGTACA
GCTTAATGAGTCTGTAACAATTAATTGCTCAAGGCCCTATAAAAATATAAGACAAGGTATATATACAGGACCA
GGGCGAGGGCAAGCATACTATACAACAAATCTACAAGGAAGAAAGGTAAGACCAGCACATTGTAACATTAGTG
GAACAGCATGGAATAAAACTTTACAACAGGTAGCTAAAAAATTAGGAGACCTTTTTAACCAGACAACAATAAT
TTTTAAACCATCCTCGGGAGGGGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTCAAACAG
CTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGGGGTGCTATG
GAAAACAGATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGTAATAAGTCCCTAAATTATATTTGGGG
TAACATGACTTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGGGATCATATACGACTTAATTGAAGAA
TCGCAAATCCAGCAAGAAAAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGT
TTACCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTACTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCATTTGCTGTTAGCTTG



TTTAATACCACAGCAATAGCAGTAGCTGAGACAACAGATAGGGTTATAGACATAGGACAAAGAACCATTAGAG
CTGTACTTAACATACCCAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTATAA 
>EF575447 
GCAGCAGAAAACTTGTGGGTTACTGTCTACTATGGGGTACCCGTGTGGAAAGATGCAAAGACCACCTTATTCT
GTGCATCAGATGCTAAATCATATAAAACAGAGGCGCATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCTAACCCACGAGAAATAGAACTGGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATACTGATAATAGGAATTCTAATAGCACTGTTGAGACAGGAGAAATGAAAATGGA
GACAGGAGAAATGAAAAACTGCTCTTTTAATATAACCACAGTAGTAATAGATAAGAAGAAGCAAGTACATGCA
CTTTTTTATAGACTTGATGTGGTACCAATAAATGATAATGATAGTACTAATACCAATTATAGCAGTTATAGAT
TAATAAATTGCAATACCACAGCCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCAATTCTAAAGTGTAAAGATAAGAAATTCAATGGAACAGGCCCATGCAAAAAT
GTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGTTGAATGGCAGTCTAG
CAGAAGAAGAGGTAATAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACAGCTTAATGA
GACTGTAGAAATTAATTGTACAAGACCATACACATATACAAGACAAAGGACACCTATAGGATTAGGGCAAGCA
CTCTATACAACAAGAAACATAGGAGTCGGAGTCAAAGGAAGACCACATTGTACTATTAGTGAAGCAAAATGGA
ATAAAACTTTACAACAGGTAGCAAGAAAATTAGGAAACCTTTTTAACAAGACAACAGTGATTTTTAAACCATC
CTCAGGAGGAGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGGGTTGCTCTGGAAGACACATTT
GCACCACTACTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTATAGCTGAGATTTGGGAAAACATGACCTG
GATGGAGTGGGAAAGAGAAATTGACAATTACACAGGTCTAATATACAGATTGATTGAGGAATCGCAAACCCAG
CAAGAAAAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGGTTAAGAATAGTTTTTGCTGT
GCTTTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTCTATCGTTTGCTATTAGCTTGTTTAATGCTACA
GCAATAACAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTTTAGAGCTATTCTTAATA
TACCCAGAAGAATAAGACAGGGCTTGGAAAGGGCGTTACTATAA 
>U36886 
ACTGCAGAGAAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATAAAACAGAGGCACATGATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATAGAACTGGAAAATGTCACAGAAAACTTTAACATGTGGAAGAATAACATGGTGGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTTTGTG
TCACTTTAAACTGCACTGATGCAAGCTGGAATGAGACTAAAAGCGGGAATGATACAAGCAGGAATGAGACTAG
CGATATAAGGATGGAGAAAGGAGAAATGAAAAACTGCTCGTTCAATATAACCACAGTAGTAAGAGATAAGCAG
AAGCAAGTACATGCGCTTTTTTATAGACTTGATGTGGTACAAATGAATAACGATAATAGTACTACTGCCAATT
ATAGTAGTTATAGATTAATAAATTGCAATACCTCAGCCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCC
AATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCAATTCTAAAATGTAAAGATAAGAAGTTCAATGGAACA
GGCACATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAGTTGCTGT
TGAATGGCAGTCTTGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAACAATGCTAAAACAATAAT
AGTACATCTTAATGAGTCTATACAAATTAATTGTACAAGGCCCTACCACAATACAAGACAAAGGACACATATA
GGAACAGGGCAAGCACCCTATACAACGAGGATAATAGGAGATATAAGAAAAGCACATTGTAACATTAGTGAAG
CAGGATGGAATAAAACTTTACAACAGGTAGCAAAAAAATTAGGACACCTTCTTAACAAGACAACAATAATTTT
TAAACCATCCTCAGGAGGAGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTC
CAGGCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGGGTTGCTCTGGAA
GGCACATTTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCTAGATGATATTTGGAAGAA
CATGACCTGGATGGAGTGGGAAAAGGAAATTGACAATTACACAGGTGTAATATACAGATTAATTGAGGAATCG
CAAACCCAGCAAGAAAAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTA
ACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGT
TTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGCCGTTTGCTATTAGTTTGTTT
AATGCTACAGCAATAACAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGGCCAAAGAGCTTGTAGAGCTA
TTCGTAACATACCCAGACGAATAAGACAGGGCTTAGAAAGGGCATTGCTATAA 
>AY795907 
GCAGCAGATAAGTTGTGGGTCACAGTGTATTATGGGGTACCTGTATGGAAAGAAGCAAAAGCCACTCTATTTT
GTGCATCAGATGCTAAATCAGTTAAAACAGAGGCACATAATATCTGGGCTTCACATGCCTGTGTACCCACGGA
CCCCAATCCCCAAGAAATAGAGCTGAAAAATGTCACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCGCTCTGTG
TCACTTTAAGCTGTACTGATATTAAGAATGTTACAGTAGACAACAACAGCACAAGAGAAGAGATGAAAAACTG
CTCTTTCAATGTAACCACAGTAGTAAGGGATAAGCAAAAGCAAGAATATGCGTTGTTTTATAAACTTGATATA
GTAGCAATGGATAATAGTACTTATAGATTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGG
TATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGGAATTCTAAAATGTAATGAAAAGAA
TTACACAGGAAAAGGCCCATGCAACAATGTCAGCACAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCA



ACTCAATTTCTGTTGAATGGCAGTCTGGCAGAAGAAGAGATAATAATTAGATCTGAAAATATCACAGACAATA
TTAAAACCATAATAGTGCAGCTAAATGAAACTATAAACATTACTTGTATAAGGCCCAACAACAATACAAGACA
AGGTATACATATAGCACCAGGGCAGGCACTCTATACAACAAATGTAATAGGAGACATAAGACAAGCACATTGT
AATATTAGTGGAACACAATGGAATAACACTCTACAAAAGATAGCTAAAAAATTAGGAAAACTTTATAACAAAA
CAACAATAGTTTTTAAACCATCCTCAGGAGGAGACCCAGAAATTACAACACACAGTTTTAACTGTGGAGGGGA
ATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAACAATACCTAAAGGATCAACAGCTCCTAGGAATTTGG
GGTTGCTCTGGAAAACACATTTGCACCACTAGTGTACCCTGGAATTCTAGTTGGAGTAATAGATCTCTAGATG
CTATTTGGCAGAACATGACATGGATGGAATGGGAAAAAGAAATTGATAATTACACAGGTTTAATATACGCCTT
ACTTGAAGAATCACAAATCCAGCAAGACAAAAATGAAAAAGAATTATTAGAATTGGACAAGTGGGCAAGTTTG
TGGAATTGGTTTAGCATAAGTCAATGGCTGTGGTATATAAAAATATTTATCATGATAGTAGGAAGCTTAATAG
GTCTAAGAATAGTTTTTGCTGTGCTTTCTATGGTAAATAGAGTTAGGCAGGGATACTCACCTCTATCGTTAGC
TATTAGCTTGTTTAACGCCACAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAAATAGTACAAAGG
GCTGGTAGAGCTATTCTTAACATACCCAGAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTATAA 
>AY773339 
GCTGCAAGAAATTTGTGGGTCACAGTTTATTATGGGGGTGCCTGTATTGGACTCTCTTTTTGTGATCAGATGT
ACTCTATTCAACAGAGGCCCATAATATTTGGGCTACACATGCCTGTGTACCCACGGACCCCAGCCCACAAGAA
ATATAACTGGAAAATGTGGCCGAAAACTTTAATATGTGGAAAAATAACATGGGAGACCAGATGCATGAGGATA
GAATCAGTTTATGGGATCAAAGCCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTCACTTTAAACTGCA
GTAATAATATTACCACCTTAAACAGCACTGGGAATGCCACCTTAAACAGCACTAGGAACGCCACTGTGGAGTC
AGAACTGGAGATGAAAAACTGCTCTTTCAATATAACTACAGTAGTAAGAGATAAGAAAATGCAAGTACATGCG
CTTTTTTATAGACCTGATATAGTATCAATAAACAATGATAACACCAGTTATAGGTTAATAAATTGTAATACCT
CATCCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCAGCTGGTTT
TGCAATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGCCTATGCACAAATATCAGCACAGAACAATGT
ACACATGGAATTAAGCCAGTGGTGACAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATCATAA
TTAGATCTGAAAATCTCACAAACAATGCTAAAAACATAATAGTACAGTTTAATGCATCTGTAGAAATTAATTG
TACAAGGCCCTACAGATATATAAGACAAAAAACGTCAATAGGACAAGGGCAAACATTACATACAAGCAAGAGG
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAAGAAAATGGCATAAAACTTTACAACAGGTAG
CTACAAAATTAAGAAACCTTCTTAATAAAACAACAATAATTTTTCGACCACCCCCAGGAGGGGACCCAGAAAT
TACAACACACAGTTTTAATTGTGGAGGGGAATTTATACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACGGCTCCTAGACTTGTGGGGTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGA
ACTCTAGTTGGAGTAATAAATCAAGATGCGATTTGCATACCATGACCTGGATGCGGGGAAAGAAAATTCACAA
TTACACGGACTATTATACAGCTTATTGCAGTTCGCAAATTCAGCAAGAAAAGAATGACAAGGAATTATTGGAA
TTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTACAATAACAAACTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTATGTATAGTTTTTTCTGTGCTTTCTGTACTACATAGAGTTAGGCAGGG
ATACTCACCTCTGTCGTTTGCTATTAACTTGCTTGATACAATATCAATACTTACAGCTGCGGGGACAGATACG
GTTACAGAAGTACTACAAAGAGCTTGCAGAGCTAACCGTACCCACAAGAATACGACAGGGCTTGGAAAGGCTT
TTGCTATAA 
>GU329179 
GCTGCATCAAATTTGTGGGTCACAGTTTATTATGGGGTGCCGGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATAAAACAGAGGCACATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGAACTGAAAAATGTGACAGAAAACTTTAATATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCTTGACACCATGTGTAAAATTAACCCCACTTTGTG
TCACTTTAAACTGCACTGACGTGCCTTTCAATGGGACATACAATAGCACTGGAGGGGGAGGTAATAGCACTCT
CAATAGCACTCTCAAACAAGAAGAAATGAAAATGAAAAACTGTTCTTTCAATATAACTACAGTAGTAAGGGAT
AAGAGGAAGAAAGTATATGCAACTTTTGATAGCTCTGATATAGTACACACAGGTAATAATGATAGTAGTTATA
GGTTAATACATTGTAATACCTCAGCCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTTGTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAGGAGAAGAATTTCAATGGAACAGGCCCGTGCAAA
AATGTCAGCTCAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACCCAACTGCTGCTGAATGGCAGTT
TAGCAGAAGGAGAGGTCATAGTTAGATCTGAGAATCTCACAGACAACGCTAAAACCATAATAGTACAATTGAA
TAAATCTGTAACCATTACTTGTATAAGGCCCTACAACAATACAAGACAAAGTACACATATAGGACCAGGGCAA
GCATTCTTTACAAGAGGGGAGATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAACTGGACTGACA
CTTTACAACAGGTAGTTACAAAATTAGGAAACCTTTTTAACAAAACAACGATAATAATGTTTAAAAATTCCTC
AGGAGGGGACCCAGAAATTACATTACATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGTTGCTCTGGAAAACACATTTGCA
CCACTAGTGTGCCCTGGAACTCTAGTTGGAGTAATAAAACTCTAGACTATATTTGGCAGAACATGACCTGGAT
GCAGTGGGAAAAAGAAATAGACAATTACACAGAATTAATATACAGCTTAATTGAAGACTCGCATATCCAGCAA
GAAAAGAATGAACAAGAATTGTTAGCATTGGACAAGTGGGCAAATTTATGGAATTGGTTTAACATAACACAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAGTTTTTGCTGTGCT
TTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCATTGGCTATTAGCTTGCTTGATACCATTGCA



ATAGCAGTAGCTGGGGGGACAGATAGGATCATAGAAGTAGCACAAAGAGTGGGCAGAGCTATTCTTAATATAC
CCAGAAGAATAAGACAGGGCTTTGAAAGGAGCTTGCTATAA 
>JF680926 
GTGGCAGATCAAATGTGGGTCGCAGTATATTATGGGGTACCTGTGTGGGAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGAAACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCGACCCACAGGAAATAGTACTAGAAAATGTCACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACCTTAAACTGCATTGAGAACAAGACTGCATCAATAAACTGCACTTTCAATATAACCACAGAAGTAAAAGA
TAGGAAAAAGCAAGTATGGGCACTTTTTTATAGACTTGATATAGTACAAATGGAAAGTGATAGTAGGAATAAT
AGTACAAATAACACCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAGGCGTGTCCAAAGACCA
CCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTCAAATGTAACAGTAAGACATT
CAATGGGACGGGTCCATGTAAAAATGTCAGCACAGTTCAGTGTACACATGGGATTAAACCAGTAGTGTCAACT
CAACTACTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATCACTAATAATGCAA
AAACTATAATAGTACAGCTTAATGAGTCAGTAATAATTAATTGTACTAGGCCCAACAACAATACAAGAAAAAG
TATACGCATAGGACCAGGGCAAGCATTCTATACATCAACTGTAATAGGAGATATAAGACAAGCATATTGTAAT
GTTGGTAGAGCAGAATGGAATAGAACTTTACAACAGGTAGCTAAAAAATTATCAGGACTTTTTAACAATCACA
CAATAATCTTTAACTCATCCTCGGGAGGGGACCTAGAAATTGAAACACACAGCTTTAATTGTAGAGGGGAATT
TAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATGTGGGGT
TGCTCTGGGAGACAAATTTGCACCACTGCTGTGCCCTGGAACTCTAGTTGGAGTAATAGGACCCTAAATGAGA
TTTGGAATAACATGACCTGGAGGGAGTGGGAAAGAGAAATTGAGAATTACACAGGCTTAATATACAACTTAAT
TGAAGAATCGCAAAACCAGCAAGAAAAGAATGAACAAGATCTTTTGGCATTGGACAAATGGGCAAGCTTGTGG
AATTGGTTTAGCATAACAAATTGGCTGTGGTATATCAAAATATTCATAATGGTAGTAGGGGGCTTGATAGGTT
TAAGAATAGTTTTTGCTGTGTTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCATTTGCTGT
TAGCTTACTTAACACCACAGCAATAGTAGTAGCTGAGGGAACAGACAGGATTATAAAAGCAATACAGATACTT
ATTAGAATTATTAGAAACATACCTACAAGAATAAGACAGGGCTTTGAAAGGGCTTTACTATAA 
>FJ900268 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACCCCACTTTATTTT
GTGCATCAGATGCTAAAGGATATGAAAGAGAGGCACATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATATGGCTGGAAAATGTAACAGAAAATTTTGATATGTGGAAAAATGGCATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCTTGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAATCTGTACGGATAAGAATGCCACAGGTAATTACTATAGAAGAAGAGGAAGGGACAATAAAAAACT
GTTCTTTCAATATGACCACAGAAATAAGAGATAAGAAGACGAGAGTAAATGCACTTTTTTATAAACTTGATAT
AGTACCACTCAATAATAGTAATAATGATTATAGGCTAATAAATTGTAATACCTCAACCATTAAACAGGCTTGT
CCAAAGGTATCTTGGGAACCAATCCCCATCCATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATG
ATAAAACATTCAGTGGAACAGGGCCATGCACAAATGTCAGTACAGTACAATGCACACATGGAATTAAGCCGGT
GGTATCAACTCAATTGCTGTTAAATGGCAGCTTAGCAGAAAAAGATATAATAATAAGAAGTAAGAATATCTCA
GAAAACACAAACATCATAATAGTACACCTTAATGAATCTGTACAGATTAACTGTACAAGACCCAATAACAATA
CAAGGAAAAGTATACATCTAGGACCAGGACAAGCATTCTATGCAACAGGTGACATAATAGGAGATATAAGAAA
GGCATATTGTAACATTAGTGGAACACAATGGAATACCGCTCTAACACGGGTAGAAGCAAAGTTAAAGAATTAC
TTCCCGAATAATACAATAAAATTTGACCACCACTCAGGAGGGGACCTAGAGATTACAATGCATATGTTTAATT
GTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCT
AGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAA
TCTCTAGATGACATTTGGGGAAACATGACCTGGATGGAGTGGGAAAGAGAGATTAGTAATTACTCAGATACAA
TATATAGGTTAATTGAAAAATCACAGAACCAGCAGGAAATAAATGAAAAAGACTTATTGGCATTGGACAAGTG
GGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGA
GGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTT
TATCATTTGCTATTAGCTTGTTAGACACCACAGCAATAATAGTAGCTGAGGGGACAGATAGAATTATAGAAGC
TTTGCAAAGAGCTGGGAGAGCTGTTCTTCACATACCTAGAAGGATAAGACAAGGCTTCGAAAGGTGTTTAATA
TAA 
>AF077336 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGAGAGGCACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTTCTGAAAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TGACTTTAAACTGTACTAATGCCACCAATAACAGTCAGGAAAAGCCAGGGGCAATGCAAAACTGTTCTTTCAA
TATGACCACAGAAGTAAGAGATAAGAAGCTGAAATTATCTGCGCTTTTTTATAGGCTTGATATAGTACCAATA
GGCAATAACAATAGCAGTGAATATAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGG
TATCTTGGGATCCAATCCCTATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAATGTAATGATAAAAG
ATTCAATGGGACAGGGCCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCA
ACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGGTATAGTAATCAGATCTCAAAATATCTCAAATAATG



CAAAAACCATAATAGTACACCTTAATGAATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGGAA
AGGTATACATTTAGGACCAGGACAAACATTCTATGCAACAGGAGCAATAATAGGAGACATAAGAAAGGCACAT
TGTAACATTAGTGGAACACAATGGAATAACACTCTGGAGTATGTAAAGGCAGAATTAAAGTCGCATTTCCCTA
ATAATACAGCAATAAAATTTAACCAATCCTCAGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAG
AGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATCTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTC
AGGAAGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAGGAGATTAGCAATTACTCAAACATAATATA
CAAATTGATTGAAGAGTCACAAAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCA
AGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTGGGAGGCT
TGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTC
ATTAGCTATCAGCCTGTTTAATACCACAGCAATAGTAGTAGCTGAAGGGACAGATAGAATTATAGAAGTTTTG
CAAAGAGCTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTGCTGTAA 
>DQ313239 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCCAAAGGATATGAGAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTTCTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TTACTTTAAACTGTACTGATTTCAATGGCAATACCACTGATCAAAACAGCACCCTGAAGGAAGAGTCAGGAGC
AATACAAGACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGGAGCTGCAAGTACATGCACTTTTTTAT
AGACTTGATATAGTGCCAATCAGCGGTAGCAATGATAGTAGTGGCAATGGGAAATATAGGCTAATAAATTGTA
ATACCTCAACCATTAGACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCGGC
TGGTTATGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGGACAGGGCCATGCCAGAATGTCAGCACAGTA
CAATGTACACATGGCATTAAGCCAGTGGTATCAACTCAGTTGCTGTTAAATGGCAGCCTAGCAGAAGAAAGTA
TAATAATAAGATCTCAAAATATCTCAGATAATACAAAAACTATAATAGTACACCTTAATGAATCTATACAGAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCAGGACAAGCATTCTATGCAACA
GGTGAAATAATAGGGGATATAAGAAAGGCACATTGTAACATTAGTAGAGGACAATGGAGGAAAACTCTAAAAC
AAGTAGAAGCAGAGTTAAAGCCTCATTTTAATAATAATACAATAGAATTTAAACCACCACCCCCAGGAGGAGA
TCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTCAGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TACCCTGGAACTCTAGTTGGAGTAATAAATCTCAGGAGGAGATTTGGGAGAACATGACCTGGATGGAGTGGGA
AAGAGAGATTAGCAATTACTCAGATGAAATATACAGGTTAATTGAACTATCGCAGAACCAGCAGGAAAAGAAT
GAACAAGAATTATTGACATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACACTGGCTGTGGT
ATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGAAGGGATACTCACCTGTGTCATTAGCTATTAGCTTGTTTGATACCATAGCAATAATAGTA
GCTGAAGGAACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTCAACGTACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH746241 
GCTACAGATAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAAGAGAGGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATTTCTGATAAATGTAACAGAAAATTTTAATATGTGGGAAAATAACATGGTAGAA
CAAATGCATAAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTACACTGTATTGATGCTAATGCCACTAATGCCACCACCACTAATAACACCAATAATAACCCCAATAA
CACCACAGATAAACCCAAGGACACCCTGAAGGAAGATCTAGGGGCAATACAAAACTGTTCTTTCAATATGACC
ACAGTAGTAACGGATAAGAAGCTGAAAGTACATGCACTTTTTTATAAACTCGATATAGTATCAATCAACAACA
ATAGTGAATATAGGTTAATAAATTGTAATACCTCAACCATTAAACAGGCTTGTCCAAAGGTATCTTGGGATCC
AATTCCCATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTGTAATGATAAAACATTCAATGGGACA
GGACCATGCAACAATGTCAGCTCAGTACAGTGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGT
TAAATGGTAGCTTAGCAGAAGAAGATATAATAATCAGATTTCAAAATATTTCAGATAATGCAAAGACCATAAT
AGTACACCTTAATGAATCTGTGCAGATTAATTGTACAAGACCCAACAACAACACAAGAAAAGGAATACGTATA
GGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGATATAAGGAAGGCACATTGTAATGTTAGTG
GTGCACAATGGAATAGAACTTTAGAACGGGTAAGAGCAAAGTTAAAGACTCATTTCAATAATAAAACAATAAA
ATTTAAAGCATCCTCAGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGGTTTGGGGCTGCTCTG
GAAAACTCATCTGTCCCACTAATGTGCCATGGAACCTTAGTTGGAGTAATAAATCTTATGAGACGATTTGGGA
CAATATGACCTGGATGGAGTGGGAAAAAGAGATTAGCAAGTACTCAGACACAATATACACGTTAATTGAACAA
TCGCAGTACCAGCAGGAAAAGAATGAAAAGGAATTATTGGAATTGGACAAGTGGACAAGTCTGTGGAATTGGT
TTGACATATCAAATTGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AGTTTTTGCTGTGCTTGCTATAGTAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTAGCTATTAACTTG
CTTGATACTGTAGCAGTAATAGTAGCTGAGGGAACAGATAGAATTCTAGAAGCTTTGCAAAGGGCAGGTAGGG
CTATTCTCAACATACCTAGAAGAGTAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 



>MG365763 
GCTACAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTATGGCTGAAAAATGTAACAGAAAATTTTAATATGTGGAATAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTCAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAGTGTCAATGTCACTAATGTCAATGTCACTCAAAACAGCACCCTGAAGGAAGAGCC
AGATGCAATACAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGCAACAGAAAGTACATGCACTT
TTTTATAGACTTGATATAGTGCCAATCAACGGTACAGGTAATCAAAATGAAAGCGAGTACAGGCTAATAAATT
GTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAGTTTCAATGGGACGGGGCCATGCAGGAATGTCAGCACA
GTACAATGTACACATGGGATTAAACCAGTGGTATCCACTCAGTTGTTGTTAAATGGTAGCTTAGCAGAAGGAG
ATATAATAATCAGATCTCAAAATATCTCAAACAATGCAAAAACCATAATAGTACACCTTAATGAATCTGTACA
GATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATAACTTTAGGACCAGGACAAGCATTCTATGCA
ACAGGAGACATAATAGGAGACATCAGAAAGGCACATTGTAATGTTAGTGGATCACAATGGAATAAAACGATAG
GACAGGTAAGGGCAAAGTTAAAATCTTATTTCCATAATGCAACAATAAAATTTAACTCACCCTCAGGAGGGGA
CCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCCTGGAACTCCAGTTGGAGTAATAAATCTCAAGAGCAGATTTGGCAGAACATGACCTGGATGCAGTGGGA
AAAAGAGATTAACAATTATTCAAATGACATATACAAGTTACTTGAAGAGTCACAGAACCAGCAGGAAAAGAAT
GAACAGGATTTACTGGCATTGGACAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGTGCTTGCTGTAGT
AAGAAGAGTTAGGAAGGGATACTCACCTTTATCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTA
GCTGAAGGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTTAACATACCTAGAAGAA
TAAGACAAGGCTTGGAAAGGGCTCTGCAGTAA 
>FJ771009 
GCTGATAAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCTACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAAAAAGAGGTACATAATATTTGGGCTACACATGCCTGTGTACCTACAGACCC
CAATCCACAAGAAGTAGTTCTGGAAAATGTAACAGAAAATTTTGATATGTGGAAAAATGACATGGCAGAACAA
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTGTTA
CTTTAAATTGTACTAATGCCATCAATAGCACTAATGCCAAGACCACCAATAGCACTAAAAACAACAACACCCT
GGAGGAGGACAAAGAGGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAATAGATAAGCAGCAGAAA
GTACAGGCACTTTTTTATAGACTTGATATAGTACCAATCAGCAATAGCAATAATAGCAATAGCACTGATACAT
ATTATAGGCTAATAAATTGCAATGTGTCAACCATAACGCAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCC
CATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATGTAAGGTTCAATGGGACAGGGCCA
TGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATG
GCAGCCTAGCAGAAGGAGATATAATAATCAGATCTCAAAATATCTCAGATAATGCAAAAACCATAATAGTACA
CCTTAATGAAGCTGTACAGATTAATTGTACAAGACCTAACAACAATACAAGGAAAAGTATACCTTTAGGACCA
GGGAGAGCATTTTATGCAACAGGAGACATAATAGGAGACATCAGAAAGGCACATTGTAATGTTAGTGGAGAAC
AATGGAATAAAACGTTGAACCAGGTAAAAGCAAAGTTAAATTCTCATTTCCCTAATAAAACAATAGAATTTGA
CTCTTCCTCAGGAGGGGACCTAGAAGTCACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCGATAGAGAGATACCTACAGGATCAACGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAC
TCATCTGCCCCACTAATGTGCCCTGGAACTCTAGCTGGTATAACTCTAGCAGGTATAATAGATCTCTGGACTT
TATTTGGAAAAACATGACCTGGATGCAGTGGGAAAAAGAGATTGACAATCATACAGAATACATATACAGGTTA
ATTGAAAAATCGCAGAATCAGCAAGAAATAAATGAACAAGAATTGTTAGCATTGGACAAATGGGCAAGTCTGT
GGGATTGGTTTGACATAACAAGTTGGCTGTGGTATATAAGACTATTTGTAATGATAGTAGGAGGCTTAATAGG
CTTAAGAATAGTTTTTACTGTGCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCCTTGTCATTAGCT
ATTAGCTTGCTTAATACAACAGCAATAGTAGTAGCTGAGGGGACAGATAGAATTCTAGAAGTTTTGCAAAGAG
TTGGTAGAGCTATTCTCAACATACCCAGAAGGATAAGACAAGGCTTGGAAAGGTTTTTGCT 
>HQ236573 
GCTGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACTACTCTATTCTGTG
CATCATATGCTAAAGCATATGACAAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGATCC
CAATCCACAAGAAATGGCCCTGCCTAATGTAACAGAAAATTTTAATATGTGGAAAATAACATGGTAGAACAAA
TGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTGTTAC
TTTAATGTGTAATGCTACCCATACCCCCAATACCACTATCACCAATACCACTGCCACCAATAATACTCAAAAC
AAGGACCTGGAGGAAGAGCCAGGGGCAATACAAAACTGTACTTTCAATATGACCACAGAAGTAAGAGATAAGA
AGCGGGAAGTACATGCACTTTTTTATAGACTTGATATAGTACCAATCAGCAATATAAATAATAACAGCAATAC
AGGTGAATACAGGCTAATAAATTGTAATACCTCGACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCA
ATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATACAAGGTTCAATGGGACAG
GGCCATGCAATAAGGTTAGCATAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAATTGTTGTT
AAATGGCAGTCTATCAAAAGAAGGTATAATAATCAGCTCTCAAAATATCTCAGATAATGCAAAAACCATAATA



GTACATCTTAATGAATCTGTACAGATTAATTGTACAAGACCTAACAACAATACAAGAACGAGTGTACAGTTAG
GACCAGGACAAGCATGGTATGCAACAGGAGACATAATAGGAGATATCAGAAGGGCACACTGTAATGTTAGTGG
AACACAATGGAATAAAACATTAGAATGGGTAAGGGCAGAATTAAAATCTCATTTTAATGCAACAATAAAATAT
AACTCATCCTCAGGAGGGGACCTAGAAGTTAGAATGCATATTTTTAATTGTAGAGGAGAATTTAAACAGCTCC
AGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAA
ACTCATCTGCACCACTAATGTGCCATGGAACTCTAGTTGGAGTAATAAATCTCAGGATGAAATCTGGAAAAAC
ATGACCTGGATGCAGTGGGAAAAAGAGATTAGTAATTACTCAGATGAAATATACAGGCTACTTGGAGAGTCGC
AGAAACAGCAGGAAATTAATGAAAAGGAATTATTGGAATTAGACAAATGGGCAAGTCTGTGGAATTGGTTCGA
TATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTT
TTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTG
ATACCATAGCAATAGTAGTAGCTGGGTGGACAGATAGAGTTATAGAAGTTTTGCAAAGAGCTGGTAGAGCTGT
TCTTAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ771010 
GCTAAAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGACAAAGAGGCACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
TCCCAATCCACAAGAAGTAGTTCTGAAAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGAACAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATTACAATAATACTGATTACAATAATAGCACTAAAAACAATAATGACTCCCTGAA
AGAAGATGTAGGGGCAATAAAAAATTGTTCTTTCAAAATAACCACAGAAGTAAGAGATAAGACTAGAGAAGCA
GCGGCACTTTTTTATAATCCTGATATAGTACCACTCAACAAGAGTGAGAATAGTAGCTATAGAACATACAGGC
TAATACATTGTAATACCTCTACCCTTACACAGGCTTGTCCAAAGGTATCTTGGGATCCCATTCCCATACATTA
TTGTGCTCCAGCTGGTTATGCGATACTAAAATGTAATGATAAACAGTTCAATGGAACAGGATCATGCAAGAAT
GTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAGTATCCACTCAATTGTTGTTAAATGGCAGCCTAG
CAAAACAAGATATAATAATCAGATGTCAAAATATCTCAGATAATGCAAAAACCATAATAGTACACCTTAATGA
ATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATATATTTAGGACCAGGGCATGCA
TTTCATGCAACAGAAAATATAATAGGAGACATCAGAAAGGCACATTGTAACGTTAGTGGAGAACAATGGAATA
AAACAGTACAACGGGTAAGGGAAAAGTTAAAGTCTTATTTCCCTAATAAAACAATAGTGTTTAACCAATCCTC
AGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCAACAGTTCCTAGGGCTCTGGGGTTGCTCTGGAAAACGCATCTGCA
CCACTAATGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTTATGAGACAATTTGGGACAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTAGCAATTACTCAGGTGAAATATACAGGTTAATTGCAGAATCGCAGAACCAGCAG
GAAAAGAATGAACAGGAATTATTGGCATTGGACAAATGGACAAACCTGTGGAATTGGTTTAACATAACAAATT
GGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTCTTTGCTGTGAT
TTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCCTGTTTAATACCACAGCA
GTAGTAGTAGCTGAGGGGACAGATAGAATTCTAGAAGCCTTACAAAGAGCTGGTAGAGCTGTTCTAAACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KT427868 
GCTACAGAAAACTTGTGGGTCACCGTATATTATGGGGTACCTGTGTGGAAAGATGCAAACACTACTCTATTCT
GTGCCTCCGATGCTAAATCATATGAAAAAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTATATATGCAAAATGTAACCGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGCCGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGCTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATGCCACTAATGCCAGTAATAGTACTAATGCCAATAGCACTGCTAAAAATGACAC
TCTAAAGGAAGAGCCATGGGCAATACAAAACTGTTCTTTCAATATAACCACAGAAGTAAGAGATAAGAAAAAG
AAAGTACATGCACTTTTTTATAGACTTGATATAGTACCAATCAGTAATGAAAATACAACAACAACATACAGGT
TAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATTCATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGGACGGGGCCATGCAAGAAT
GTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAG
CAGAAGAAAGTATAATAATCAGATCTCAAAATATCTCAGATAATGCAAAAATCATAATAGTACACCTTAATGA
ATCTGTACAGATTAATTGCACAAGACCCAACAACAATACAAGAAAAAGTATACAATTAGGACCAGGACAAGCA
TTTTATGCAACAGGAGACATAATAGGAGACATCAGAAAGGCACATTGTATTGTTGATAGATCACAATGGAATA
AAACGGTAGAAAAGGTACAGGCAGAGTTAAAGACTCTTTTCCCTAATAAAACAATAAAGTTTAACTCATCCTC
AGGAGGAGACCTAGAGGTTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAAACTCAGGAAGAAATATGGAAGAGTAACATGACCTG
GATAGAGTGGGAAAGAGAGATTGCCAATTACTCAAATGAAATATACAGGTTAATTGAAAAATCACAGAACCAG
CAGGAAAAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTCTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGTCTGCTTAATACCACA
GCAATAGTAGTAGCTGAAGGGACAGATAGGGTTATAAAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTCAACA
TACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTACAATAA 



>MG365766 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAAAGGGAGGTACATAATATCTGGGCCACACATGCTTGTGTACCTACAGA
TCCCAATCCACAAGAAATAAATCTGGTAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGCTAACCCCACTCTGTG
TTACTTTACACTGTACTAATGCCACTGGCACTAATGCCACCACACTCAAAGCAACATTCAATATGACCACAGA
AGTAAGAGACAAACAGATGAAAGAACATGCACTTTTTTACAAACTTGGTATAGTACCAATCATAACAGTAATG
CCAGTAGCAGCTATAGGCTAATACATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTGTCTTGGGA
TCCAATTCCCATACATTATTGTGCTCCAGCTGGATATGCGATTCTAAAGTGTAAGGATACAAAGTTCAATGGG
ACAGGGCCATGCAGTAATGTTAGCTCAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAATTGT
TGTTAAATGGCAGCCTAGCAGAAGGTGAAATAATAATCAGATCTCAAAATATCTCAGATAATGCAAAAAATAT
AATAGTACACCTTAATAGTTCTATACAGATTAATTGTACAAGACCCAACAACAACACAAGAAAGAGTCTGTTT
TTAGGACCAGGACAAGCATTTTATGCAACAGGAGACATAATAGGAGACATCAGAAAGGCACATTGTAACGTTA
GTGGAGCACAATGGAATAAAACGTTAGAACAGGTAAGGGCAAAGTTAGAATCTTATTTCCCTAATAAAACAAT
AAAATTTAATTCATCTGCAGGAGGAGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAACTCCTAGGGCTTTGGGGCTGCT
CTGGAAAAACCATCTGCACCACTAATGTGCGCTGGAATTCTAGTTGGAGTAATAAATCTTATAATGCGATTTG
GGAGAACATGACCTGGATGGAATGGGAAAAAGAGATTAGCAGGTACTCAGGAGAAATATATCAATTAATCACA
GATTCGCAAATCCAGCAGGACAAGAATGAACAGGAATTATTGGCATTAGATAAATGGGCAAGCCTGTGGAATT
GGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAG
AATAGTTTTTACTGTAATTTCTATAGTAAATAGAGGTAGGAAGGGATACTCACCTTTGTCATTTGCTATTAGC
TTGCTTAACACCACAGCAATAGTAGTAGCTGAAGGGACAGATAGAGTTATAGAAGTTTTGCAAAGAGCTGGTA
GAGCTGTCCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTACTATAA 
>MG365762 
GCTGCAGACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAAGTACATAATATCTGGGCTACACATGCCTGTGTGCCCACAGA
TCCCAATCCACAAGAAGTAAATCTGGTTAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTAGTGATTTCAATACCACCACCAATGACGATCAGGATAGCGCCTTGAGGGAAGAGCTAGG
GGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGCAGCTGAAAGTACGGGCACTTTTT
TATAAACTTGATATAGTACCAATTGGTAATAACAGTAATAGCAGTACCGAATACAGGCTAATACATTGTAATA
CTTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTACGCGATTCTAAAATGTAATGAGAAAAATTTCAATGGGACAGGACCATGCAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGATATAA
TAATCAGATCTCAAAATCTCTCAGATAATGTAAAAACCATAATAGTACACCTTAATCAATCTGTACAGATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAGTTAGGACCAGGAAGAGCATTTTATGCAACAGGA
GATATAATAGGAGATATCAGAAAGGCACATTGTAACGTTAGTAGATCACAATGGAATAAAACATTAGACCAGA
TAAAGACAAAGTTAGGGTCTCATTTTAAGAATAAAACAATAATATTTAGCCCACCCTCAGGAGGGGACCTAGA
AATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCT
GGAATTCTAGTTGGAGTAATAAATCTCACAGCGAGATATGGGATAACATGACCTGGATGCAATGGGAAAAGGA
GATTAGCAATTACTCACAAGAAATATACAGGTTAATTGAAGAGTCGCAGAACCAGCAGGAAAAGAATGAAAAA
GAATTATTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGAAGGGATACTCACCTTTGTCATTTGCTATTAGCTTGCTTGATACTACAGCAATAGTAGTAGCTGAG
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>KX181918 
GCTACAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTATGGCTGGAAAATGTAACAGAAAATTTTAATATGTGGAATAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTACATTGTACTAATTTCAATGCCAATGGCACTCAAAACAGCACCCTCACTCAAAACAGCACCCTGAA
GGAAGAGCCAGATGCAATACAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGCAACAGAAAGTA
CATGCACTTTTTTATAGACTTGATATAGTGCCAATCAACGGTACAGGTAATCAAAATGAAAGCGAGTACAGGC
TAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAGTTTCAATGGGACGGGGCCATGCAGGAAT
GTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCCACTCAGTTGTTGTTAAATGGTAGCTTAG
CAGAAGGAGATATAATAATCAGATCTCAAAATATCTCAAACAATGCAAAAACCATAATAGTACATCTTAATGA
ATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATAACTTTAGGACCAGGACAAGCA



TTCTATGCAACAGGAGACATAATAGGAGACATCAGAAAGGCACATTGTAATGTTAGTGGATCACAATGGAATA
AAACGATAGGACTGGTAAGGACAAAGTTAGAATCTTATTTCCATAATACAACAATAAAATTTAACTCATCCTC
AGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTCAAGAGCAGATTTGGCAGAACATAACCTGGAT
GCAGTGGGAAAAAGAGATTAACAATTATTCAAATGAGATATACAAGTTACTTGAAGAGTCACAGAACCAGCAG
GAAAAGAATGAACAAGAGTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAAAATAGTTTTTACTGTGCT
TTCTGTAGTAAGAAGAGTTAGGAAGGGATACTCACCTTTATCATTAGCTATTAGCTTGCTTAATACCACAGCA
ATAGTAGTAGCTGAAGGGACAGATAGAGTTATAGAAGCTGTACAAAGAGCTGGTAGAGCAGTTCTTAACATAC
CTAGAAGAATAAGACAAGGCTTAGAAAGGGCTCTGCAGTAA 
>KX181921 
GCTGCAGACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGACAGAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATGTTGTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCACACAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAAATGACCCCACTCTGTG
TGACTTTAACTTGTACTAATGCCACTAACACAAAGGGAAATGACACCGTGAATAATACCACTAACACAAATGG
AAATGACACCTTGGAGGAAGATCAAGGGACTATACAAAACTGCTCTTTTGAGGCAACCACAGAAATAACAGAT
AAGACACGGAAAGTACATGCACTTTTTTATAGGCTTGATATAGTACCACTCAATAATGAAGATAAGAACAGTA
GTAGTAATGGTACAGCATACAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGACATC
ATGGGATCCAATTCCCATACATTATTGTGCTCCGGCTGGTTATGCGATTCTAAAATGTAATAACAAAACTTTT
AATGGGACGGGGCCATGCAACAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCCACTC
AATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGATATAATAATCAGATCTCAAAATATCTCAGATAATACAAA
GAACATAATAGTGCACCTTAATCAATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGT
ATACGTATAGGACCAGGACAAACATTTTATGCAACAGGAGACATAATAGGAGACATCAGAAAAGCACATTGTA
ACGTCAGTGGAGAACAATGGAATAAAACAATAGAACAGGTAAGGACAAAGTTAGGGGCTCATTTCCCTAATAA
AACAATAAAATTTGAACCATCCTCAGGAGGAGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAA
TTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATTCCTAAGAGATCAACAGCTCCTAGGGCTTTGGG
GCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATAATAT
GATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGAGATTAGCAATTACTCAGAAGAAATATACAGGTTA
ATTCAAGAGTCGCAGAGCCAGCAGGACAAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGT
GGAGTTGGTTTGAAATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGG
CTTAAGAATAGTTTTTACTGTGCTTTCTGTAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTGGCT
ATTAGCTTGCTTAATACTGTAGCAATAGTAGTAGCTGAAGGGACAGATAGAATTATAGAAGCTTTGCAAAGAG
CTGGGAGAGCTGTTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KX181922 
GCAGAAAATTTGTGGGTCCCAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAACCACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAAAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAGATGGATCTGGAAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAACAA
ATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTGTTA
CTTTACAATGTAATGCCACTGCCACTGGAAACAGCACCCTGGAAGAAGAGCCAGGGGCAATACAAAACTGTTC
TTTCAATATGACCACAGAAGTAAGAGATAAGAAGCAGAAAGTATCTGCACTTTTTTATAAGCTTGATATAGTA
CCAATCGGCAATGGCAGTAATAACAATGACAGTAAAGAATATAGGCTAATAAATTGTAACACCTCAACTATTA
CACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCT
AAAGTGTAGGGATAAACAGTTCAATGGGACGGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGA
ATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGATATAATAATCAGATCTC
AAAATATCTCAGATAATGCAAAGATCATAATAGTACACCTTAATGAATCAGTACAGATTAATTGTACAAGACC
CAACAACAATACAAGAAAAGGTATACATATAGGACCAGGACAAGCATTTTATGCAACAACAGACATAATAGGA
GACATCAGACAGGCTCATTGTAACGTTAGTGGAACACAATGGAATAAAACGTTAGAACGGGTAAAGGCAAAGT
TAAAGCCTCATTTCAATAATGCAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAATGCA
TATGTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGAT
CAACAGCGCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAACTCTAGTT
GGAGTAATAAATCTCTTGATCAGATATGGGAGAACATGACCTGGATGGAGTGGGAAAAAGAGATTAGCAATTA
CTCAAATGAAATATACAGGTTAATTGAAAAATCGCAGAACCAGCAGGAAATGAATGAACAAGAATTATTGGCA
TTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACAATGGCTGTGGTACATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGG
ATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATGCCACAGCAATAGTAGTAGCTGAAGGGACAGATAGA
ATTCTAGAAGCTTTACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAA
GGGCTTTGCTGTAA 
>KX181919 



GCTACAGGAAACTTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGGAAAGAAGCAAACACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGATAATGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCTGACCCACAAGAATTAGTTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAG
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGCCTTTAATGGCACTGCCACCAATGGCACTGGCAGCAAGGGTACCAATAACAATCA
AAGCACCACCCTGCAGGAAGACCCAGGGGCAATACAAAACTGTTCTTTCAATATGACCACAGAAATAACAGAT
AAGCAGAAAAAAGTACATGCACTTTTTTATAAGCTTGATATAGTGCCAATCAATGGCAATGGCAGTGGCAATG
GCAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCGTGGGA
TCCAATTCCCATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAAGTTTAATGGG
ACAGGGCCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGT
TGTTAAATGGAAGCCTAGCAGAAGAGAATATAATAATCAGATCTCAAAATATCTCAGATAATACAAAAAATAT
AATAGTACACTTTAATGAATCTGTACAGATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATAGCT
ATAGGACCAGGAAGAGCATTTTATGCAACAGGGGAAATAATAGGAGACATCAGAAGGGCACATTGTAACGTTA
GTGGAACACAATGGAATAAAACATTACATCAGGTAAAGGCAGAGTTAAAGTCTCACTTCCCTAATGGAACAAT
AAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAATGCATACTTTTAACTGTAGGGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTACATGGAGTAATAGGTCTCATGATTACATCTG
GGGAAATATGACATGGATGGAGTGGGAAAAAGAGATTAGCAATTACTCAGGAGAAATATACAGGTTAATTGCA
GAGTCGCAGATCCAGCAGGAAAAGAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAGTCTGTGGAATT
GGTTTGACATATCAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGATTAAG
AATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCCTTGTCGTTAGCTATTAGC
TTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGGACAGATAGAGTGCTAGAAGTTTTGCAAAGAATTGGTA
GGGGTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAAGTTTGCTATAA 
>AF005494 
GCTGCAGAAAACTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAAAAAGAGGCACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
TCCCAATCCACAAGAAGTAGTTCTGGAAAATGTAACAGAAAGGTTTAATATGTGGGAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAGATTGTAGAAACATTGCCACCAATGGCACCAATGACACTATTGCCATCAATGACACTCTGAAGGA
AGATCCAGAGGCAATACAAAACTGTTCTTTCAATACAACCACAGAAATAAGAGATAAGCAGCTGAAAGTACAT
GCACTTTTTTATAAACTTGATATAGTACAAATCAACAAGGATGACAATAGAACATACAGACTAATAAATTGTG
ATGCCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGAGAAAAATTTCACAGGGACAGGGTCATGCAAGAATGTCAGTACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCCACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGAGA
TAGTAATCAGATCTCAAAATATCTCAGATAATGCAAAAACCATAATAGTGCACCTTAATGAATCTGTACAGAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGAATATCTTTAGGACCAGGACGAGTATTTTATACAACA
GGAGAAATAATAGGAGACATCAGAAAGGCACATTGTAACGTTAGTGGAACACAATGGAGGAACACGTTAGCAA
AGGTAAAGGCAAAGTTAGGGTCTTATTTCCCTAATGCAACAATAAAATTTAACTCATCCTCAGGAGGGGACCT
AGAAATTACAAGGCATAATTTTAATTGTATGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CCTGGAACTCTAGTTGGAGTAATAAATCTCTTGAGGAGATTTGGGGGAACATGACCTGGATGGAGTGGGAAAA
AGAGGTTAGCAATTACTCAAAAGAAATATACAGGTTAATTGAAGACTCGCAGAACCAGCAGGAAAAGAATGAA
CAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCTTTGTCATTTGCTATTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCT
GAGTGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU446022 
GCTGAAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAAGAGAAGTACATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAGGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGAAATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAACTGTACTGATGTTGATACTAATCGTACCCAAAACGACAACATGACGGAAGAACGAGGGGTACT
AAAAAACTGTTCTTTCAATATGACCACAGAAGTAAAAGATAAGAGATTGAAAGTATCTGCACTTTTTTATAGA
CTTGATGTAGTACCAATCAGTAATAACAGTAATAGCAGTGAATATAGGCTAATAAATTGCAATACCTCAACCA
TTAAACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTACAGTGTAGGGATAAACAGTTCAATGGGACAGGGCCATGCAAGAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGCCTAGCAGAAAAAGATATAATAATCAGAT
GTCAAAATATCTCAGATAATACAAAAACCATAATAGTGCATTTGAATGAATCTGTACAGATTAACTGTACAAG
ACCCAACAACAATGTAGTGGAAAGTATACATTTAGGACCAGGACAAGCATTCTATGCAACAAGAAGAATAACA



GGAAACATAAGAAAGGCATATTGTAACATTAATGGAACACAGTGGAATAACACTTTAGAACGAGTAAAGACAA
AGTTAAAGACTTATTTCAATAAAACAATAACATTTAACTCAGCCTCAGGAGGAGACCTAGAAGTTACAATGCA
TAGTTTTAATTGTAGGGGAGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTT
GGAGTAATAAATCTCAGGAGGAAATTTGGGGCAACATGACTTGGATGGAGTGGGAAAAGGAGATTAGCAACTA
CTCAAGCACAATATACAGTTTAATTGAACAATCACAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCA
TTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCGAACTGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGG
ATACTCACCTTTGTCATTAACTACTAGCTTGCTTGACACCACAGCAGTAGTAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTCAACGTACCTAGGAGAATAAGACAGGGCGCAGAAA
GAGCGTTGCTATAA 
>HQ236616 
GCTAAAGAAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCGTCAGATGCTAAAGCTTATGATAAAGAAGTACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
TCCCAATCCACAAGAAATGTTTCTGGGAAATGTAACAGAAAATTTTGATATGTGGAACAATAGCATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCCTGTGTGCGGTTAACCCCACTCTGTG
TTACTTTAAATTGTACAAATGCCAATACCACCAGTAGGAACAGCTCCCTGGTGGAGGAGTCGGGGGCCACCAT
GGTGGAAGAGCCAGAGGCAATACAAAACTGTTCTTTCAACATAACCACAGAAATAAGAGATAAGCGGAAGCAA
GTGCAGGCACTTTTTTACAGACTTGATATAGTACCAATCAACGGTACCACATACAGGCTAATAAATTGTAACA
CCTCAACCCTTACACAGGCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAATGTAATGAAGAAGAGTTCAATGGAACGGGGCTATGCACGAATGTCAGTACAGTGCAA
TGTACACATGGAATTAAACCAGTAGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAAAAGATATAA
TAATCAGCTCACAAAATATCTCAGAAAATACAAGAACCATAATAGTACACCTTAATGAATCTGTACAAATTAA
TTGTACAAGACCCAACAACAATATCAGAAAAAGTATACCTATAGGACCAGGACAAGCATTTTATGCAACAGGG
GATATAATAGGAGACATTAGAAAGGCATATTGTAACACTAGTAGAATACAATGGAATAAAACGTTAGAATGGG
TAAAGGCAAAACTACAGTCTTATTTCCATAATAAGACAATAGAATTTAACACACACGCAGGAGGGGACCTAGA
AATTACAACGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCT
GGAACTCTAGTTGGAGTAATAAATCTCAGGAGCAGATTTGGCAGAACATGACCTGGATGCAGTGGGAAAAAGA
GATTAGCAATTACTCAAAGGAAATATACAGGTTAATTGAAAAGTCACAGAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGCATTTGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATCTTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAG
GGGACAGATAGAGTTCTAGAAGTTTTACAAAGAATTGGTAGAGCTATTATCAACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGTTTTTGCTATAA 
>MF381271 
GCTAAAGATAACCTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGGAGAGAAGCAAATGCTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAACGAGAGGTACATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAGGAAATACCTCTGGAAAATGTAACAGAAAACTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCACGAGGATATAATTAGTCTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAATTGTATTGAGTTCAATGGCACTTCCTCTAATAACACTTCCCTGCGGGAAGACAAAGGGGCAAT
ACAAAACTGCTCTTTCAATATGACCACAGAAGTTAATGATAAGAAACAACAAGTACATGCACTGTTTTATAGA
CTTGATATAGTACCACTCAACAATGAAAATAGTAATGGTAATAAAAATAGCAGTGGTAATGGAACTAGCAATA
ACAGTATTAGAGAATATAGACTAATAACTTGTAATACCTCAACCATTAAACAGGCTTGTCCAAAGGTATCTTG
GGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAGATGAAAAGTTCAAT
GGGACAGGGCCATGCAGTAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTCTCAACTCAAT
TGTTATTAAATGGCAGCCTAGCAGAAAAGGATATAATAATCAGATCTCAAAATATCTCAGATAATACAAAAAC
CATAATAGTACACCTTAATGAATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGGACAAGTATA
CATTTAGGACCAGGACACTCATTCCATACAACAAGTAATATAATAGGAGATATAAGAAAGGCACATTGTAATG
TTAGTGGAGCACAATGGAATAAAACTATACAAAGGGTAAGTGCAAAGTTAAAGTCTTATTTCCCTAATGGAAC
AATAACATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACGCATAGTTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACATAAAGGATCAACAGCTCCTAGGGCTTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTACTTGGAGTAATAGATCCCATGATCAGAT
TTGGGACAACATGACCTGGATGGAATGGGAAAAGGAGGTTAGACAATATTCAGACACAATATACAATTTGCTT
GAACAATCGCAAAACCAACAGGAAAGAAATGAAAAAGACTTATTGGCCTTGGACAAGTGGACAAATCTGTGGA
GTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTT
AAGAATAGTTTTTACTGTGCTTTCTTTAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTGGCTATT
AGCTTGCTTAACACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGAATCATAGAAGCTGCGCAAAGAGTAG
GTAGAGCAATTCGCAACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>MK177827 



GCTAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTRCCTGTGTGGAAAGAACCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACWAAAAGGCACATAAAGACTGGGCTACGCMTGCCTGTGTACCCWCAGA
CCCCAACCCASNAGAAATANYGTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAANTGACATGGTAGAA
CAAATGCATACAGATATAATCAGCTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGATAACCCCACTTTGTG
TTACTTTAAACTGTAGTAATGCCAATGTTAGCAGCAGTGCCAATGTCAACAGCACTCTGGAAGAACAACCAGG
GGCAATACAAAATTGTTCTTTCAATATGACCACAGAAGTACGAGATAAACAGCAGAAAGTATCTGCACTTTTT
TATAGACTTGATCTAGTACCACTGAATGAGAACAGTACAGAATATAGACTAATAAATTGTAATACCTCAACCA
TTAAACAGGCTTGTCCAAAAGTATCTTGGGATCCCATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAAGGATAAAAAGTTTAATGGGACAGGGCCATGCAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGATATAGTAATCAGAT
CTGAAAATATCTCAAATAATGCAAAAATTATAATAGTAAGCCTCAATGAATCTGTACAGATTAATTGTACAAG
ACCCAATAACAATACAAGAAAAGGTATACATTTAGGACCAGGACAAACATTCTATGCAACAGGTGACATAATA
GGAGATATAAGAAGGGCACATTGTAACATTAGTAGAACACAATGGAATAAAACTTTAGCACAGGTACGTACAA
AGTTAAAGTCACTCCTTAATATAACAAAAGTAATATTTCAGCCACCCGCAGGAGGGGACCTAGAAGTTACAAT
GCATAGTTTCAATTGTAGAGGAGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTAGTGTACCCTGGAACTCTA
GTTGGAGTAATAAGTCCCAAGATGAGATTTGGAACAACATGACTTGGATGGATTGGGAAAGAGAGATTAGCAA
TTACTCACAAGAAATATACAAGTTAATTGAGCAATCGCAAATCCAGCAGGAAAAGAATGAACAAGAATTATTG
GCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGTTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGTTTAATMGGCTTAAGGATAGTCTATGCTGTGCTTACTATAGTAAATAGAGTTAGGAA
GGGATACTCACCTTTGTCATTAGCTATTAGCTTGTTTAATTCCACAGCAATAGTAGTAGCTGAGGGGACAGAT
AGAATTATAGAAGCTTTGCAGAGAGTTCTTAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCTTTG
AAAGGGCTTTGCTATAA 
>MF381284 
GCTAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACAAAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAATGTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATACAGATATAATCAGCTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGATAACCCCACTTTGTG
TTACTTTAAACTGTAGTAATGCCAATGTTAGCAGCAGTGCCAATGTCAACAGCACTCTGGAAGAACAACCAGG
GGCAATACAAAATTGTTCTTTCAATATGACCACAGAAGTACGAGATAAACGGCAGAAAGTATCTGCACTTTTT
TATAGACTTGATCTAGTACCATTGAATGAGAACAGTACAGAATATAGACTAATAAATTGTAATACCTCAACCA
TTAAACAGGCTTGTCCAAAAGTATCTTGGGATCCCATCCCCATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAAGGATAATAAGTTTAATGGGACAGGGCCATGCAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGATGTAGTAATCAGAT
CTGAAAATATCTCAAATAATGCAAAAATTATAATAGTAAGCCTCAATGAATCTGTACAGATTAATTGTACAAG
ACCCAATAACAATACAAGAAAAGGTATACATTTAGGACCAGGACAAACATTCTATGCAACAGGTGACATAATA
GGAGATATAAGAAGGGCACATTGTAACATTAGTAGAACACAATGGAATAAAACTTTAGCACAGGTACGTACAA
AGTTAAAGTCACTCCTTAATATAACAAAAGTAATATTTCAGCCACCCGCAGGAGGGGACCTAGAAGTCACAAT
GCATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTAGTGTACCCTGGAACTCTA
GTTGGAGTAATAAGTCCCAAGATGAGATTTGGAACAACATGACTTGGATGGATTGGGAAAGAGAGATTAGCAA
TTACTCACAAGAAATATACAAGTTAATTGAGCAATCGCAAATCCAGCAGGAAAAGAATGAACAAGAATTATTG
GCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGTTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGTTTAATAGGCTTAAGGATAGTCTTTGCTGTGCTTACTATAGTAAATAGAGTTAGGAA
GGGATACTCACCTTTGTCATTAGCTATTAGCTTGTTTAATTCCACAGCAATAGTAGTAGCTGAGGGGACAGAT
AGAATTATAGAAGCTTTGCAGAGAGTTCTTAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCTTTG
AAAGGGCTTTGCTATAA 
>DQ979025 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTTTATTTT
GTGCATCAGATGCTAAAGGATATGAAAGAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAGGAAATATGGCTAGAAAATGTAACAGAAACTTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATAAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTGACCCCACTCTGTG
TTTCTTTAAACTGTACAAATGCCAATTCCAATAGCTCCACTAACAGCACCCTGAGGGAAGAGCCAGGAGCAAT
AAAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGACAAGCAGCGGAAAGTAAATGCACTATTTTATAGA
GTTGATATAGTACCAATCAATAGTAATGGTACTGAGGATAGTGGTGAATATAGGCTAATAAATTGTAATACCT
CAACCATTAAACAGGCTTGTCCAAAGGTATCTTGGGATCCAATCCCCATCCATTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAATGTAATAACAAAACGTTCAATGGGACAGGGCCATGCAATAATGTTAGTACAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAAATGCTGTTAAATGGCAGCTTAGCAGAAGGAGATATAATAA
TCAGAACTCAGAATATCTCAGATAATACAAAAACCATAATAGTACACCTTAATGCATCTGTACAGATTAATTG
TACAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACCAGGACAAGCATTCTATGCAACAGGTGAC



ATAATAGGAGATATAAGAAAGGCACATTGTAACATTAGTAGAATACAATGGAATACCACTCTAGAACAGGTAA
AGAAAAAGTTAGGGTCCTATTTCCCTAATAAAACAATAGCATTTAACCAATCCTCAGGAGGGGACCTAGAAAT
TACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGA
ACTCTAGTTGGAGTAATAGATCTCAGGAGGAGATTTGGGGAAACATGACCTGGATGGAGTGGGAAAAAGAGAT
TAGTAATTACTCAGACACAATATACAAGTTAATTGAACAATCACAGAACCAGCAGGAAATAAATGAAAAAGAC
TTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACACTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGT
TAGGAAGGGATACTCACCTTTGTCATTGGCTGTTAGCTTATTTGACACCATAGCAATAGTAGTAGCTGAAGGG
ACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTCCACGTACCTAGAAGAATCAGACAGG
GCTTCGAAAGGGCTTTGCTATAA 
>AF321084 
GCTGCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTCTATTCT
GTGCTTCAGATGCTAAAGCATATGAAAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACACGAAGTATTTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGGCATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAACTTGTACTGATGTTAATACCACCGCTGCCACCAAGGTTGTTAATGCCACCGCTGCCACCAATAG
CCCTCAAAACATCCCCCTGGGTCCGACAGAAGAGCCAGGGACAATAAAAAACTGTTCTTTCAATATGACCACA
GTAATAACAGATAAGAAGCAGAAAGTACAGGCACTTTTTTATAAACTTGATATAGTACCAATTGACAATGACA
ATAGCAGTAACAGTAGAGACTATAGGCTAATAAATTGTAATACCTCAGCCATTACACAGGCTTGTCCAAAGGT
ATCATGGGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGAAGAAAGG
TTCAATGGAACAGGGCCATGCACGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAA
CTCAATTGTTGTTAAATGGCAGCCTATCAGAAGAAGGTATAATAATCAGATTTCAAAATATCTCAGATAATGC
AAAAACCATAATAGTACAACTAAATGAGTCTCTATGGATTAATTGTACAAGACCCAACAACAATACAAGAAAG
AGTATACATTTTGGACCAGGACAAGCATTTTATGCAACAGGAGACATAATAGGGGACATAAGACAGGCACATT
GCAACATTAGTAGAGAAAAATGGAAGACAACTTTGGAACAGGTAAGGGCAGAGTTAAAGACTTATTTCCCTAA
TGATACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGA
GAATTTAAACGGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAGGGATCAACGGCTCCTAGGGCTTT
GGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTTATGA
GGAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAAGGAGATAAGCCAGTACTCAAACACAATATATAGG
TTAATTGAACAATCGCAGAACCAGCAGGAAATAAATGAACAAGAATTATTGGCATTAGACAAGTGGGCAAGTC
TGTGGAATTGGTTTGATATATCAAGCTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTCTGTCATTT
GCTATTAGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAAGGAACAGATAGAGTTATAGAAGTTTTGCAAA
GAGCTGGTGGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF084936 
GCAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGGAAGATGCAAATGCCCCTCTATTTTGTG
CATCTGATGCTAAAGCACATAGTACTGAAAGTCATAATATCTGGGCCACACATGCTTGTGTACCCACAGATCC
CAGCCCACAAGAAATAAATATGAGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTGTTA
CTTTAAACTGTACTGAGATAAACAATAATAGTACTCGGAATATCACTGAGGAGTACAGAATGACAAACTGCTC
TTTCAATATGACCACAGAACTGAGAGATAAGAAGAAGGCAGAATACGCGCTTTTCTATAGAACTGATGTAGTA
CCAATTAATGAGATGAATAATGAAAATAATGGTACAAATAGTACATGGTATAGGCTGACAAATTGTAATGTCT
CAACCATTAAACAGGCTTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTT
TGCGATCCTAAAGTGTGTGGATAAGAAGTTCAATGGAACAGGAACATGTAACAATGTCAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGCTGAATGGCAGTTTAGCAGAAAAAGATATCATAA
TTAGTTCTGAAAATATCTCAGACAATGCCAAAGTCATAATAGTGCACCTTAATAGGTCTGTAGAAATTAATTG
TACCAGACCCAACAACAATACAAGAAGAAGTGTAGCAATTGGACCAGGACAAGCATTCTATACAACAGGAGAA
GTAATAGGAGACATAAGAAAGGCACATTGTAATGTTAGTTGGACAAAATGGAATGAGACGCTAAGGGATGTCC
AGGCAAAACTACAGGAATACTTTATTAATAAGAGCATAGAATTTAACTCATCTTCAGGAGGGGACCTAGAAAT
TACAACACATAGTTTCAATTGTGGAGGGGAATTTAAACAGCTCCGGGCAAGAGTCCTGGCTCTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGA
ACACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGGAGAACATGACTTGGATAGAATGGGAAAGGGAAAT
TGACAATTACACATACCACATATACAGCCTGATTGAACAATCGCAAATCCAGCAGGAAAAGAATGAACAAGAC
TTATTGGCATTGGACCAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATCTCAAACTGGCTATGGTATATAAGAA
TATTTGTAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTATCTATAGTAAATAGAGT
TAGGCAGGGCTACTCACCTTTATCCTTTGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAACTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAAGACAGG
GCTTAGAAAGAGCTTTGCTATAA 
>MH746255 



GCCTCAAAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACCGAAAGACATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTAAAAAATGTAACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGCG
TTACCTTAACCTGTACTAATGTAACCAATAATGTAACCAGTAATAGCAATCATAGTGTAGCCAACAATAGCAG
TGTAGAGTACATAAGAGAACTAAAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGCAGAAGCAA
GAATATGCGCTTTTCTATAAACTTGATATAGTACCAATTGATGATAAGGATAATAATAGTGCAGATTATAGGC
TAATAAATTGCAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGACATTTGACCCAATTCCCATACATTA
TTGTGCTCCAGCTGGTTTTGCGATTCTAAAATGTAGGGATAGTAATTTCAATGGAACAGGATCATGTAGAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCGGTGATATCAACTCAATTGCTGCTAAATGGCAGTTTAG
CAGAAGGAGACATAATGATTAGAACTGAAAACATCACAAACAATGCCAAAAACATAATAGTGCAGCTTAAGAA
AGCTATAAACATCACATGTACCAGACCCAGCAACAATACAAGAAAAAGTATACACATCGGACCAGGACAAGCG
CTCTATGCAACAGATGCCATAATAGGAGATACAAGACAAGCACATTGTAATATTAGTGGACCAGAATGGAGGG
AGATGATGCAAAATGTAACTAACAAACTAAAGAAAACCTTTATAGGGAACATCACAGGGAACATCACAGGGAA
CATCACCTTTGAACCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTC
AAACAACTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGCT
GCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTTATAATGACAT
TTGGGATAATTTGACATGGGTACAATGGGAAAGGGAAATTAGCAATTATACACAACAAATATACAACTTGCTT
GAAGAATCACAGAACCAGCAGGAAAAAAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGA
ATTGGTTTGACATAACAAACTGGCTATGGTATATAAAAATCTTTATAATGATAGTAGGAGGGTTAATAGGTTT
AAGAATAGTTTTTGCTATGCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTATCATTCGCCATT
AATTTGTTTGATACATTAGCAATAGCAGTAGCTAACTGGACAGATAGAGTTATAGAAGTAGGGCAAAGAGTTG
GTAGGGCTTTGTTACACATACCTGTAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTATAA 
>KU168277 
GCCTCAGATAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGGAAGAAGCAAATACCCCTTTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAACTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCTTGTGTAAAGCTAACCCCTCTTTGTG
TTACTCTAAACTGTACAGAAAAAGACATGAGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAGGAT
AAAGGAAGAATACGCGCTTTTCTATAAAATTGATGTAGTACCAATTAATAACAGTAATAATACTTATAGGCTA
ATAAATTGCAATGTCTCAGCTATTAAACAGGCTTGTCCAAAGGTGACTTTTGACCCAATTCCTATACATTATT
GTGCTCCAGCTGGTTTTGCAATTTTAAAGTGTAAGGATAAGAATTTCAATGGAACGGGACCATGTAAAAATGT
CAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTTTAGCA
GAAGAAGAAATAATAATTAGATCTGAAAACCTCACAGACAATGCAAAAACCATAATAGTGCAGCTTAATAGGT
CTGTAGAAATTACATGTACCAGACCCAATAACAATACAAGAAAAAGTATAAGATTTGGACCAGGACAAGCGTT
CTATGCAACAGGTGAGATAATAGGAGAGATAAGGAAAGCATATTGTACAGTTAATAAGACAAAATGGAGAGAC
ATGTTACAGAAAGTGAGGACAAAATTAGGAAAACTCTTTAATAATAAAACTATAAACTTTACCTCATCCGCAG
GAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCT
GGCTGTAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCC
ACTAATGTGCCCTGGAACGCTAGTTGGAGTAATAAATCTTTTAATGAAATTTGGGATAACATGACCTGGATAG
AATGGGAAAGGGAAATTAACAATTACACACAACAAATATTCAATCTAATTGAAGAATCGCAAAACCAGCAGGA
AAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGG
CTATGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTT
CTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGATTGATACAGTAGCAAT
AGCAGTAGCTAACTGGACAGATAGGGTCATAGAAGGAGTACAAAGAATTTGTAGAGCTTTTCTCAACATACCT
AGAAGAATAAGACAAGGCTTTGAAAGAATTTTAGTATAA 
>MH705162 
GCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCAGATACCCCTCTATTTTGTG
CATCTGATGCTAAATCATATAGTACTGAAAGTCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAGATAACTATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATACAATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTGTTA
CTTTAAACTGTACTGATACTAATAACAGTAGCAGTGTGGGCAACAAAGAAGAAATGAAAAACTGCTCTTTCAA
TATAACCACAGAAATAAGAGATAGGCAGAAGAAAGAATTCGCTCTTTTCTATAGACTTGATGTAGTACCACTT
AATGATAATAATAGTAGTAATAGTAATGGAAGTAATAATTATAGGCTAATAAATTGTAATGTCTCAACCATTA
AACAGGCTTGTCCAAAGGTAAATTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGACTTT
AAAGTGTAGGGATAAGAAGTTCAATGGAACAGGACCATGTAACAATGTCAGTACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACCCAACTACTGCTGAATGGCAGTTTAGCAGAAGAAGAAATAATGATTAGATCTG
AAAATTTCACAGACAATGCCAAAGTCATAATAGTGCAGTTTAATGATTCTATAGCAATTAATTGTACTAGACC
CAACAACAATACAAGAAAAAGTATAAGAATTGGACCAGGACAAGCGTTCTATGCAACAGGTGACATAACAGGA
GACATAAGACAAGCACATTGTAATGTTAGTGGAACAAAATGGAGGGAGATGTTAAGGAAAGTCAGTACACAAC



TACTAGCCATCTATAATACGAGCAAGAACATCAAGAACATAACCTTTAACTCACACGCAGGGGGGGACCTAGA
AATTACAACACATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAACGCTAGTTGGAGTAATAAATCTTTTAATGAGATTTGGAATAACATGACTTGGATAGAATGGGAAAGGGA
AATCAACAATTACACACAACAAATCTACAACTTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTATGGTATATAA
AAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGATTGATACMACAGCAATAGCAGTAGCTGAG
GGAACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTATTCTCAACATACCTAGAAGGATAAGAC
AAGGCTTTGAAAGAGCTTTGCTATAA 
>MH705155 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAGATGACTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTGCTAATGTAACCAACAATTGTACTGGGGGAAACAACAGTAGCACTGCATGTAACAGCGA
AGACATGACAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGACAGAATACGCACTTTTC
TATAGACTTGATGTGGTACCAATTGATGATAATAGTAATAGTAGTGCAAATAATTATAGGCTAATAAATTGCA
ATGTCTCAGCCATCAAACAAGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGGTTTGCGATTTTAAAGTGTAGGGATAAGAAGTTCAATGGAACAGGACCATGTAACAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTAATGAAAGTAACAGTGCTGAATGGCAGTTTAGCAGAAGAAGAAA
TAATAATTAGATCTGAAAACTTCACAAACAATGCCAAAGTCATAATAGTGCAGCTTAATGAAACCATACAAAT
TAATTGTAGCAGACCCAACAACAATACAAGAAAAAGTATAAGAATCGGACCTGGACAAGCGTTCTATGCAACA
GGTGACATAATAGGAGATATAAGACGAGCATCTTGTGAGGTTAATGGAACAAAATGGAGGGAGATGTTACAGA
AGGTAAGGGCACAACTAAAAGGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGGGCAGCCG
GACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATTCCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTA
ATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGGATATCATGACCTGGACAGAATG
GGAAAAGGAGATTAGCAATTACACACAACAAATATACAGCCTAATTGAAGAATCGCAGACCCAGCAGGAAAAG
AATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAGTGGCTAT
GGTACATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCA
ACAGCTAACTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCTATTCTCAACATACCTACAA
GGATAAGACAAGGCTTTGAAAGAGCTTTGCTATAA 
>MH705134 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCACCCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACTGA
CCCCAACCCACAAGAGGTAAATCTGACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTGACCTGTAATAATTGTACTGGGGTAGCCAGCAATAGCACTGTGGATGACAA
AGAAGAAATGAAAAACTGCTCTTTCAATGCAACCACAGAAATAAGAGATAAGAAGAAGAGAGAATACGCGCTT
TTCTATAGACTTGATGTAGTACCAATTAATGATAATAGTAATAATAGTGCAGATAATTATAGGCTAATAAATT
GTGATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTATCTTTTGACCCAATTCCCATACATTATTGTGCTCC
AGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAGGAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACACAACTACTGCTGAATGGCAGTTTAGCAGAAGAAA
AAATAAGGATTAGATCTGAGAACTTCACAAATAATGCCAAGGTCATAATAGTGCAGCTTAAGGAAGCTATAGA
AATTAATTGTATCCGACCCAACAACAATACAAGAAAAAGTATAAGGATCGGACCAGGACAAGCGTTTTATGCA
ACAGGTGAAATAATAGGAAACATAAGACAAGCATATTGTAATGTTAATGGAACAAAATGGGGTCAAATGTTAC
AAAGGGTAGGTGAACAACTACAAAAAATCTTTAATAGTAGTAGTACGAACATAAGCTTTGACTCATCTGCAGG
AGGGGACCTAGAAATCACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATGATGAGATTTGGGATAACATGACCTGGCTAGA
ATGGGAAAGGGAAATTAGCAATTACACACAACACATATACAACCTAATTGAACAATCGCAGAACCAGCAGGAA
AAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATA
GCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCGCAACATACCTA
GAAGAATAAGACAAGGCGCAGAAAGAGCTTTGCTATAA 
>FJ389364 



GCCTCARATAMWTTGTGGGCCACAGTCTATTATGGGGTACCTGCGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAARCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAGATATCCCTGGTAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGRATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGCAAAATATAATAGAAGTAATGACAATAGCACAGGAGAAATAAAAAACTGCTC
TTTCAGGGTAACCACAGAATTAAGAGATAAAGAGAAGCAAGAATATGCGCTTTTCTATAGACTTGATGTAGTA
CCACTTAATGTTAGTAATAATAGTATAGGTACTTATAGGTTAATAAATTGTAATGTCTCAACCATTAAACAGG
CTTGTCCAAAGGTGACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTG
TAGGGATAAGGAGTTCAATGGAACAGGACCATGCAAAAATGTTAGTACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGGAATAATGATTAGATCTGAAAACA
TCACAAACAATGTCAAAAACATAATAGTTCAGTTTAATGAAACTATAGAAATTACGTGTACCAGACCCAACAA
CAATACAAGAAAAAGTATAAGGATTGGACCAGGGCAAGCGTTCTATGCAACAGAGGGCATAATAGGAGATATA
AGACAGGCACATTGTAATGTTAGTAGAGAAAACTGGACTCAGATGCTACAGAAGGTAGGGGCAGAATTAAAAA
GAATCCTTAATAAGACGGACATAAGCTTTAACTCATCCTCAGGAGGGGACCTAGAAATCACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTRGAAAGATACCTAAAGGATCAACAG
CTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAAYACTAGTTGGAGTA
ATAAAACTTTTRAKGAGATTTGGGACAACATGACCTGGATACARTGGGATAGAGAAATTAGCAATTACACACA
ACACATATACAGCCTACTTGAAGAATCGCAGAATCAGCAGGAAAAAAATGAACAAGACTTATTGGCATTTGAC
AAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTATGGTATATAAGAATATTTATAATGATAG
TAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTATCTTTCGCTATTAGTTTGCTTGATACAATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATA
GAAATAGTACAAAGAACTTRTAGAGCTGTTATAAGATAA 
>MH705145 
GCCTCAGACAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGGAAAATGCAGATACCCCTCTATTTT
GTGCATCTAATGCTAAAGCATATAGTACTGAAAAACATAATGTTTGGGCTACACATGCTTGTGTGCCCACAGA
CCCCAACCCACAAGAGATACCTCTGGACAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTATTAATGCAAATATAAGCTATGATACAACAGTTGATAATAAAACCAGAGAAGAAATGAA
AAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAGGAAGAATATGCGCTTTTCTATAAACTT
GATGTAGTACAAATCAATAGTAATGATAATTATACTTATAGGCTAATAAATTGTAATGTCTCAGCCATTAAAC
AAGCTTGTCCAAAGGTGAATTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAA
GTGTAGAGATAAGAATTTCAATGGAACAGGACCATGTAACAATGTCAGTACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTTTAGCAGAAGATAAAGTAATGGTTAGATCTGAAA
ACATTTCAAACAATGCCAAAGTCATAATAGTACAGCTTAATAAATCTGTAGAAATTATATGTACCAGACCCGG
CAACAATACAAGGAAAAGTATAAGATTTGGACCAGGACAAGCGTTCTATGCAACAGGTGAAGTAGTAGGAAAC
ATAAGGCAAGCACATTGTAATGTTAGTAGAACAAATTGGACTGAGGCATTACAGAAGGTGGAAGCAGCACTAA
AAGAATTCTTTAAGAATAACACCATTTTCTTTAACTCATCCTCAGGAGGGGACCTAGAACTTGTAACACATAG
TTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGATCATCTGCCCCACTAACGTGCCCTGGAACACTAGTTGGA
GTAATAAATCTTATGAGGAAATTTGGGATAACATGACCTGGATAGAATGGGAAAGAGAGATTGGCAATTACAC
ACATCAAATATACAACCTAATTGAAGAATCGCAAACCCAGCAGGAAAAGAATGAACAAGACTTATTGTCATTA
GACAAATGGGCAAGTTTGTGGACTTGGTTTGATATATCAAACTGGCTATGGTATATAAAAATATTTATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAGCTTTTGCGGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAACGGGACAGATAGGGTT
ATAGAAGTGGTACAAGGAGGTGTTAGAGCTTTTATTCACATACCTAGAAGAATAAGACAGGGCGCAGAAAGAA
TTTTGCTATAA 
>KP718915 
GCAGAAGATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGGAAGATGCAGATACCCCTCTATTTTGTG
CATCTGATGCTAAATCATATAGTACTGAAGTCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGACCACAAGAAATAACTCTGGAAAATGTAACAGAACCTTTTAATATGTGGAAAAATAAAATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCTCTCTGTGTTA
CTTTAAACTGTACAAATGTAACCAGAACCTCCAATAATCCTTTAACCTCCACTAATAATATTACTGGGGAATC
CAACATGAGAAACTGCTCTTTCAATATAACCTCAGAAATAAGAGATAAGAAGAAGACAGAATACGCGCTTTTC
TATAGACTTGATGTAGTACCAATTAATGCTAATGCTAGTACTTATAGGCTAATAAATTGTAATGTCTCAACCA
TTAAACAGGCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TTTAAAATGCAAGGATAAGAGTTTCAATGGAACAGGAGTATGTAAAAATGTCAGTACAGTACAATGTACACAT
GGGATTAGGCCAGTGGTATCAACTCAATTACTGTTGAATGGCAGTTTAGCAGAAGAAGAAATAATAATTAAAT
CTGAAAACATCACAAACAATGCCAAGGTCATAATAGTGCAGCTTAACAAATCTGTAGAAATTGATTGTACCAG
ACCCGGTAATAATACAAGAAAAAGTATAAGCCTTGGACCAGGACAAGTGTTCTATGCAACAGGTGACATAATA
GGAGATATAAGACAAGCATATTGCACTGTTAATAGAACTGCTTGGAATGCGACGATACAGAATGTGGCAGCAA



AACTAAGAGGAATCTTTAACAATAAGAACATAACCTTTAATTCATCCTCAGGAGGGGACCTAGAAGTTACAAC
ACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGGTACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACCCTGGAATACTA
GTTGGAGTAATAAGTCTTATGAAAGCATCTGGGGTAACATGACCTGGATACAATGGGAAAGGGAAGTTAACAA
GTACACACAACAAATATACGGCCTAATTGAAGAATCGCAAATCCAGCAGGAAAAGAATGAACAAGACTTATTG
GCATTAGACAAGTGGACAAGTTTGTGGAGTTGGTTTGACATATCACACTGGCTATGGTATATAAGAATATTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCTGTGCTTTCTCTAGTGAAAAGAGTTAGGCA
GGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAATTGGACAGAT
AGGGTTATAGAAGTAGCACAAAGGGCTGGCAGAGCTTTTCTTAACATACCTAGAAGAATAAGACAAGGCGCCG
AAAGAATTTTGCTATAA 
>KP718923 
GCCTCAAATAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGGAAGATGCAGATACACCTCTATTCT
GTGCATCTGATGCTAAGGCATATAGTACTGAAAAACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTAGTAACAATTGTACTATCTCTGGGAATAGCACTATCTCTGGGAATAGCAGTGAGTGTAA
AGAAATGAGAAATTGCACTTTCAATGTAACCACAGAGATAAGAGATAAACGGAGGACAGAATATGCTCTTTTC
TATAGACTTGATGTGGTTAATATTAGTGAGACAGGTGAATATAGGCTAATAAATTGTAATGCCTCAACCATTA
AACAGGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTT
AAAGTGTAGGGATAAGAATTTCAATGGAACAGGAACATGTAAAAATGTCAGTACAGTACAATGTACGCATGGA
ATTAAGCCAGTGGTATCAACTCAATTACTACTGAATGGAAGTCTAGCAGAAGATGATATAGTGATTAGAGCTG
CTAACATCACAGACAATACTAAAACCATAATAGTACAGTTTAATAAATCTATAGAGATTATTTGTGCCAGACC
CAACAACAATACAAGAAAAAGTGTAAGAATCGGACCTGGACAGGTATTTTATGCAACAGGGGTCATAATAGGA
AATATAAGAGAAGCACATTGTAATGTAAGTAGGCAAAATTGGACTGATATGCTACAGAATGTAACAGCACAGT
TAAAGAAAATAGAAGGGTTTAAAGACACAAATATAACATTTAACTCATCCTCAGGAGGAGATCTAGAAATTAC
AACACATAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACA
CTAGTTGGAGTAATAAAACTTATGGGGAGATTTGGGATAACATGACCTGGATACAATGGGACAGGGAAATCAG
CAATTACACACAACAAATATACAACCTGATTGAAGAATCGCAAAACCAGCAAGAAAAAAATGAACAAGAGTTG
TTGGCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAGTTGGCTATGGTATATAAGAATAT
TTATAATAATAGTAGGAGGTTTAATAGGCTTACGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTAATTTGCTTGATACAACAGCAATAGCAGTAGCTAATTGGACA
GATAGGATTATAGAAGTAGCACAAAGAGTTTGTAGAGCTTTTCTTAATATACCTAGAAGAATAAGACAAGGCT
TTGAGAGAGCTTTGCTATAA 
>KR051438 
GCTCAATTGTGGGTCACAGTATACTATGGGGTACCTGCGTGGGAAGACGCAGATACCACTCTATTCTGTGCAT
CTGATGCTAAATCATATAGTACTGAAAGACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAGATATCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGACCAGATG
CATGAGGATATAATCAGTCTATGGGATGAAAGCCTCAAGCCATGTGTAAAGCTAACCCCTCTTTGTGTTACTT
TAAATTGTACTAAATTGACTAATAAGACAATCACAAGTAGTACTAATGGGACAAATAATAGCACAAATAATAC
TGTAGCCAATGATAACGGAGACCTAAAAAACTGCTCTTTCAACATAACTACAGAACTAAGAGATAGACGAAAG
AAAGAGTACGCGCTTTTCTATAAACTTGATATAGAAAAAATTGATGGGGATAGTGCAGATAATAATAGTTATA
GGCTAGTAAATTGTAATGTCTCAACCGTTAAACAAGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACA
TTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAAACATTCAATGGAACAGGACCATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTAACAACTCAATTGCTGCTGAATGGCAGTC
TAGCAGAAGAAAAAGTAATGATCAGAACTGAAAACATCTCAAACAATGGCAAAAACATAATAGTGCAGTTTAA
TAAAACTGTCGAGATTATATGTACTAGACCCAACAACAATACAAGAAAAAGTATACGCTTTGGACCAGGACAA
GCGTTCTATGCAACAGGTGAAATAACAGGAGATATAAGACAAGCACATTGTAATGTTAGTAAAGAAAATTGGA
AACAGGAGATGGAGAAGGTAAAGAAACAATTACAGACAACCTTTAACAAAAGTATCACTTTTAACTCATCTTC
AGGAGGGGATATAGAAATTACAACACATATGTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCGAGAGTC
CTGGCTGTCGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTTTGAGGAGATTTGGAATAACATGACCTGGAT
ACAATGGGAAAGGGAAATTAGCAATTACACACAACAAATATACAGCCTAATTGAAGAATCGCAGACCCAGCAA
GAAAAAAATGAACAAGACTTATTGGCATTGGATAAGTGGACAAGTTTGTGGAGTTGGTTTGACATATCAAATT
GGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAGTAGCA
ATAGCAACAGCTAACGGGACAGATAGAGTTATAGAGGTAGGACAAAGAGCTTTGAGGGCTTTTCTTAACATAC
CTGTAAGGATAAGACAAGGGTTAGAAAGAGCTTTGCTATAA 
>KR051448 



ACCTCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGACGCAAATGCCCCTCTATTTT
GTGCATCTGATGCTAAGGCATATGAGACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCAACAGA
TCCTAATCCACAAGAGATAATGTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTCTATGGGATGAAAGCCTGAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAGAATGTAATGACTATAACTGTAGTGCCACTAAGAACAGTACTGACACAAGTAATGCCACTACTCA
AAACTATACATGTAAAGGAGAAGAAGCAAAAAACTTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGA
GATAAACAGAAAAAAGAATACGCGATCTTCTATAAACTTGATGTGGTACAAATTGGTAATAATAGTAGTAAAG
ATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAAGTGTCTTTTGACCCAATTCC
CATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAATGCAGGGAAAAGAATTTCAATGGAACAGGACAA
TGTCACAATGTCAGTTCAGTACAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTATTGCTGAATG
GCAGTTTAGCAGAAGATGAAATAGTAATTAGATCTAAAAACATCTCAGACAATACCAAAATCATAATAGTGCA
ACTTAATGAGACTATAGAAATTAATTGTACCAGGCCCAATAACAATACAAGGAAAGATATAAGAATAGGACCT
GGACAAGCATTTTATGCAACAGGGGCAATAATAGGAGATATAAGACAAGCACATTGTAATGTAAGTGGAAAAG
ATTGGACTGATATGATGCGGAAGGTAAAAGCACAACTAGAAAAAGTCGTTGGGAAAAATATAACCTTTAACTC
ATCCACAGGAGGAGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATGAGGAGATTTGGGACAACATGAC
CTGGATACAATGGGAAAGAGAAGTCAGCAATTACACACAACAAATATACAGCCTAATTGAAGAATCACAAATC
CAGCAGGAAAAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAT
CAAAGTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTCTTAGAATAGTTTTTGC
TGTGATTTCTATAGTGAATAGAGTTAGGGAGGGATACTCACCCTTGTCATTCGCTATTAATTTAGTTGATACA
TTAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTATTTGTA
ACATACCTAGAAGGATAAGACAAGGCGCGGAAAAAGTTCTGCAATAA 
>KR017776 
ACCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGGGAAGATGCAGACACCCCTCTATTTT
GTGCATCGGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAACTCTGGGAAATGTAACAGAATCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTAACCCCTCTCTGTG
TTACCTTAAACTGTACTGATGTTACTAAGAACAGTACTGGGACCAATGTTACGTGTGAAAAAACACAAGCTTT
AACAAACTGCTCCTTCAATATAACCACAGAAATAAGAGATAAAAAGAAGAGAGAATATGCGCTTTTTTATAAA
CTTGATGTGGTGCCAATTGACGGTGAGAACAAAAGTTCAGATTATAGGCTAATAAATTGTAATGTCTCAACCA
TCAAACAGGCTTGTCCAAAGGTAACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGAT
TTTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGACCATGTAACAATGTCAGTTCAGTACAATGTACACAT
GGAATCAAGCCAGTGGTATCTACTCACTTACTACTAAATGGTAGTTTAGCAGAAGACAAAATAATGATTAGAA
CTGAAAACATCACAAACAATGCCAAAATCATAATAGTGCAGCTTAATCAATCTATAGAAATTAATTGTACCAG
ACCCAACAACAATACAAGAAAAAGTATAAGAATCGGACCTGGACAAACGTTCTATGCAACAGGTGAAATAATA
GGAGATATAAGACAAGCACATTGTGATGTAAGTGGAACATGGTATGACAGGTTAGAGGAGGTAAGAGCACAAC
TAAAAGAGATCTTCAACAAGAACATAACCTTTAATTCAACCGCAGGAGGGGACCTAGAAATTACTACACATAG
TTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGA
GTAATAAATCTCTTGATGAGATTTGGGACAATATGACTTGGATACAATGGGAAAGGGAAATCAGCAATTACAC
ACAACAAATATACAGCCTAATTGAGGAATCGCAAAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTG
GACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAGCTGGCTATGGTATATAAAAATATTTATAATGA
TAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAAAAGAGTTAGGGAGGGATA
CTCACCTTTGTCTTTCGCTATTAATTTGATTGATACATTAGCAATAGCAGTAGCTAACTGGACAGATAGGGTT
ATAGAAGTAGCACAAAGAGCTGGTAGAGCTATCCTCCACATACCTAGAAGGATAAGACAAGGCTTTGAAAGAA
TTTTGCTATAA 
>KR051461 
GCACAAAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGGAAGATGCAAACACCCCTCTATTTTGTG
CATCTGATGCTAAAGCATATGAAACTGAAGTACATAATATATGGGCCACACATGCCTGTGTTCCCACAGACCC
CAACCCACAAGAGATAAGGCTGGAAAATGTAACAGAAGAGTTTAATATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGCCTATGGGAAGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTGTTA
CTTTAAACTGCACTAATGTAACCTACAGTTGTAATAACACTGAGAGTGGCATTAGGAATATCACTGGGAATAG
CACTGTGTGTAACAAGGAAGACATGACAAACTGCTCTTTCAATATGACCACAGAAGTAAGAGATAAACAGAAG
AAAGAATACGCGCTTTTCTATAGACTTGATGTGGTACCACTTGATGGTAATAGTAATCAAACTAGCTATAGGC
TAATAAATTGCAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGACCCAATCCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCGATTTTAAAATGTAGAGATAAGAATTTCAATGGAACAGGAACATGTAAAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTACTGAATGGCAGTTTAG
CAGAAGAGGATATAGTAATTAGATCTGAAAACATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTATAGAAATTAATTGTACCAGACCCTTTAACAACACAAGAAAAAGCATAAGAATCGGACCTGGACAGGTG



TTCTATGCACAAGGTGAAATAATAGGAGATATAAGAGAAGCACATTGTAAGATAAATGGAACACAATGGAATG
AGATGATAAACTGGGTAGCAGGACAGCTAAAGAAAATAGACATCTTTAAGAATAAAAATATAACATTTAATCA
GTCCACAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTAATGTGCCATGGAACACTAGTTGGAGTAATAAATCTGTTGATGAGATTTGGGGTAACATGAC
CTGGATACAATGGGAAAGGGAAGTCAGCAATTACACACAGCAGATATATAGCCTACTTGAAGAATCGCAAAGC
CAGCAGGAAAAGAATGAACAAGACTTATTATCATTGGACAAGTGGGCAAGCCTGTGGAATTGGTTTAGCATAT
CAAATTGGCTATGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTTTGGTTGATACA
GTAGCAGTAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAGACAGGACAAAGATTTTGGAGAGGTCTTCTTC
ACATACCTAGAAGAATCAGACAGGGTTTCGAAAGAGCTTTGCTATAA 
>KP718925 
GCCTCAGGCTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGGAAGATGCAAATACCCCTCTCTTCTGTG
CATCTGATGCTAAAGCATATAGTACTGAAAGTCATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGACCC
CAACCCACAAGAGATAATTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTGTTA
CTCTAAACTGCACCAATAGCAACAACAGCTACAGCAACAGTAGCACCCAAAGTAGTGATATGAATGTGGAAAT
ACAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAGGAAGACAGAATATGCGCTTTTCTATAAA
CTTGATATAGTACAAATGGGTACTAATGATAGTACTTATAGGCTAATAAATTGCAATGTCTCAACCATTAAAC
AGGCTTGCCCAAAGGTGAGTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGCTTTGCGATTTTAAA
GTGTAGGGATAAGAAGTTCAATGGAACAGGAACATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTTTAGCAGAAGAAAAAATAATGATTAGATCTGAAA
ACATCACAAACAATGCTAAAATCATAATAGTACAGTTTAATAAATCTGTAGAAATTTATTGTACCAGACCTAG
CAACAATACAAGGAGGAGTATAAGTTTTGGACCAGGACAAGTGTTATATGCAACAGGTGACATAATAGGAGAC
ATAAGGAAAGCACATTGTACTGTTAATCAAACACTTTGGAACGAGACATTACAGAAGGTGAAAGGAGAACTAC
AAGAGCACTTTCCTGATAGAAACATATCTTTTAACTCATCCTCAGGAGGGGACCTAGAAGTTACAACACTTAG
TTTTAATTGTCAGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGA
GTAATAAAACTTATGATGACATCTGGAATAACATGACCTGGATAGAATGGGAGAGGGAAATCAACAATTACAC
AGGACACATATACAACCTAATTGAAGAATCGCAAATTCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTA
GACAAGTGGGCAAGCTTGTGGACTTGGTTTGACATATCAAACTGGCTATGGTATATAAGAATATTTATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAACGGGACAGATAGAATT
ATAGAAGGAGTACAAAGAATTTGTAGAGCTATTCTTAACATACCTAGAAGAATAAGACAGGGCCTTGAAAGAA
TTTTGCTATAA 
>KR051421 
GCCTCAAATAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCTAATGCCACCCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATCTCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGCACCAATGCAACCGTTACCAGAGAAAACATAAATAGCACTAACTTAGAAAACATGAATAG
CACTAGCTTGGAAAACATAACAGAACAAGTGAGAAACTGCTCTTTTAATACAACCACAGAAATAAGAGATAAG
CAGAAGAAAGAATACGCGCTTTTCTATAAACTTGATATAGTACAAATAGGGGATAGGAATAGTAGTCATAATA
ATTATAGTAGTTATAGGATGATAAATTGTAATGTCTCAACCGTTAAACAAGCTTGTCCAAAGGTGTCTTTTGA
CCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAGGGATAAGGATTTCAATGGA
ACAGGACCATGTAGAAATGTCAGTACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGTTAC
TGCTGAATGGCAGTTTGGCAGAAGGAGAAGTAATGGTTAGATCTAAGAACTTCAGTGACAATGGCAAAATCAT
AATAGTGCAGTTTAATGAATCTATACAAATTAATTGTACCAGACCCAACAATAATACAAGAAGAGGTATAGGA
ATCGGACCAGGACAAATGTTCTATACAACAGGTAGCATAATAGGAGATATAAGACAAGCACATTGTACAATTA
ACAGAACAGCCTGGAATACTATGACAAAAAAGGTAATTGCAAAATTAAAAGAAAAATATAACAACACGAACAT
AATCTTCTTTAACTCATCCTCAGGAGGGGACCTAGAAATTACATCACATATGTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATCTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATACTAGTTGGAGTAATAAATCTTATAATGAAAT
TTGGGATAACATGACCTGGATAGAATGGGAAAGGGAAATTAACAATTATACACATCAAATATACAGACTAATT
GAAGAATCGCAGACCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGATAAATGGGCAAGTTTGTGGA
GTTGGTTTGACATATCTAACTGGTTATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTT
AAGAATAGTTTTTGCTGTGCTTTCTTTAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCTTTCGCTATT
AATTTGCTTGATACAGTAGCAGTAGCAGTAGCTAATTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTT
TTAGGGCTGTTCTCCACGTACCTAGAAGGATAAGACAAGGCTTCGAAAGAGCATTGCTATAA 
>KR051428 



GCCTCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCTGATACCACCCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATCTTTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGCAGATATAATCAGTTTATGGGACGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGCACTGCAAAAGTTAGCGCTAACATGACAGACATAGCTAGAAAAGAAACTGACCTAACAAA
CATAACAGACCTGATGAAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGCAGAAGCAAGAATAT
GCGCTTTTTTACATACCTGATATAGTACAAATGGATGATAATAGTAATAGTAGTAATAGTAGTTATAGTAGTT
ATAGGATGATAAATTGTAATGTCTCAACCACTAAACAAGCTTGTCCAAAAGTGTCTTTTGACCCAATTCCCAT
ACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAGAGAAAAGGAGTTCAATGGAACAGGACTATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGCTGAATGGCA
GTTTGGCAGAAGGAGATGTAATGATTAGATCTGAGAACATCTCAGACAATGTCAAAAACATAATAGTGCAGCT
TAATGAAACTATACAAATTAATTGTTCCAGACCCGGCAATAATACAAGAAAAGGTATAAGAATAGGACCAGGA
CAAATGTTCTATGCAACAGGTGAAATAATGGGAGATATAAGACAAGCACATTGTAATGTTACAAGAGTAGCCT
GGAAGAATATGTTAGGCAATGTAAGGAAAAAATTAGAAGAAGTCACCAACAGGACCATATTCTTTAACTCATC
CTCAGGAGGGGACCTAGAAGTTACATCACATATTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCCCTGGAATACTAGTTGGAGTAATAAATCTTATGAGGACATTTGGGATAACATGACCTG
GATAGAATGGGAAAGGGAAATTAACAATTATACACTTCAAATATATGACCTAATTGAAGAAGCGCAGAACCAG
CAGGAAAAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAA
AATGGTTATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTATTAATTTGCTTGATACAGTA
GCAATAGCAGTAGCTAATTGGACTGATAGGGCTATAGAAGTAGTACAAAGAATTTGTAGGGCTTTTCTTAACA
TACCTAGAAGAATAAGACAAGGCTTTGAAAGAGCATTGCTATAA 
>JX140676 
GCCTCAGAAAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGGAAGAGACAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAGCTATTTCTGGAAAATGTAACAGAAAATTTTAATGCATGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAACCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTTTGTA
TTACTTTACACTGTAATAATGGTAATTTAAACTATACTGATGCCAATGGGGAAAAAATAAATGCCAATGCCAG
TGGGATGGAAATGAAAAACTGTTCTTTCAATATGACCACAGAAATAAGAGATAAGAAGGAGACAAAATATGCA
CTTTTCTATAGACTTGATGTAGTACCAATTAATGGTAATAATAGTACTTATAGACTAATAAATTGTAATGTCT
CAACCGTTAAGCAGGCTTGTCCAAAGGTGAGTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGCTT
TGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGAACAGGACCATGTAACAATGTCAGTACAGTACAGTGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGCTTATCAGAAGGAGAAATAATGA
TTAGAGCTGAAAACATCTCAAAGAGTGAAAAAGTCATAATAGTGCAGCTTAATAAATCAGTAGAAATCACCTG
TACCAGACCTAATAACAATACAAGAACAAGTATGAGAATTGGGCCAGGACAAGTGTTCTATGCAACAGGTGCT
ATAATAGGAGATATAAGAGAGGCATATTGTAGTGTTAAATTACAACAGTGGAATGAGACGATACAGAATGTGA
CAGAAAAACTAAAAGAAGTCCTTAAAAATGCAAACATAAGTTTTACAAACATAACCTTTACCTCAGCTGCAGG
AGGGGACCTAGAAATTACAACACACAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATCTGGGGCTGCTCTGGAAAACTCATCTGCCCCA
CTAATGTGCCCTGGAACACTAGCTGGAGTAATAAAGGTTATGATGAGATATGGGAGAACATGACCTGGATGGA
ATGGGACAGGGAAGTTAGCAATTACACACAACAAATATATAGTCTAATTGAAAAATCGCAAAACCAGCAGGAA
AAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAGATTATTTGTAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAACAGCAATA
GCAGTAGCTGATTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTGGTAGAGCTTTTCTTAACATACCTA
GAAGAATAAGACAAGGCTTAGAAAGAATTTTGCTATAA 
>KP109502 
ACCTCAGACAACCTGTGGGTCACAGTTTATTATGGAGTACCTGTGTGGGAAGATGCAGACACCCCTTTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAAAACTGGTAAATGTAACAGAAAAATTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTA
TTAGCTTAACCTGTACTAATGTCACCTGTGCTAACAGAACTACTATCGGGGGGCAAGACAGTAACAGTACAAA
CATTACATGTGATCCAAAAGAAGCAGAATTATTAAAAAATTGCTCTTTCAATGTAACCACAGAAATAAGAGAT
ATAAAGAAGAAAGAATACGCGCTTTTCTATAAACTTGATTTGGTAGAAATTAATGATGATAGAAATAATAGTG
ATAATAGAAATAATAGTCATGATTATATGCTGATAAATTGTAATAGCTCAATCACTAAACAAGCTTGTCCAAA
GGTGTCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGTGTAGAGATAAA
AGGTTCAATGGAACAGGAATATGTACAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGATAT
CAACTCAATTACTACTAAATGGCAGTTTAGCAGAAGAAAGAATAATGATTAGAACTGAAAACATCTCAGACAA
TAGCAAAATCATAATAGTGCAGCTTAATGAAACTATACAAATTAATTGTACCAGACCCAACAACAATACAAGA



AAAGGTATAGGAGTTGGACCTGGGCAAACAATCTATGCAACAGGTGACATAATAGGAGATATAAGACAAGCAC
ATTGTAATGTTAGTAAACCACAATGGAAAGGAATATTAAAGAGGGTAAGAGCACAACTAGTAGCGAACTTTAC
AAAGATCAATATAACCAAAATAGTCTTTAATTCATCAGCAGGTGGGGACCTAGAAGTTACAACACATAGTTTT
AATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGC
TCCTAGGAATTTGGGGCTGCACTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAA
TAAATCTTATGAGAAAATTTGGGGTAATATGACCTGGATACAATGGGACAGAGAGGTTAGCAATTACACAGAA
CTAATATACACCCTAATTGAAGAATCACAAGCCCAACAGGAAAAGAATGAACAAGACTTATTGGCATTGGACA
AGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAGACTATTTATAATGATAGT
AGGGGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCCTTCGCTATTAATTTGTTTGATACAGTAGCAGTAGCAGTTGCCAACTGGACAGATAGGGTTATAG
AAGTAGCACAAAGAGTTGGCAGAGCTGTTCTTAACATACCCAGAAGAATAAGACAAGGGGCAGAAAGAGCTTT
GCTATAA 
>AM279365 
GCCGCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCCCCCTATTCT
GTGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCTCTGGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGACGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTGAAATCAAAATAACCAACAATAGCATTGTGAATATAACCAGCAATAGCATTGTGAA
TATAACAGAACAGATGAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAGGCAGAAGCAAGAATAC
GCGCTTTTTTATAAACCTGATATAGWACTAATGCAGGATAATAGTAATAGTAGTTATAGGCTAATAAATTGTA
ATGTCTCAACCATAAACAAGCTTGTCCAAAGGTGTCTTTTGACCCAATTTCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTTTAAAGTGTAGGGATAAAAAGTTCAATGGAACAGGACAATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTGAATGGCAGTTTGGCAGAAGGAGAGA
TAATGATTAGATCTGAAAACATCACAAACAATGCCAAAACCATAATAGTGCAGTTTAATAAAACTGTAAAAAT
TAATTGTGTCAGACCTGGCAATAATACAAGAAAAAGCATAAGAATCGGACCAGGACAAGCGTTCTATGCAACA
GGTGACATAATAGGAGATATAAGACAAGCACATTGTAACATTACAAAAAAAGACTGGGAAAATATGAAAGAGA
AAGTAGCTGCAAAACTAGCAGAAATACTTAAGAAAAACATAACCTTTAACTCATCCGCAGGAGGGGACCTAGA
AATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCTTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCT
GGAATGCTAGTTGGAGTAATAAATCTTATGATGACATTTGGGGGAACATGACCTGGATAGAATGGGAAAGGGA
AATTAACAATTATACACAACAAATATACAGCCTGATTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGCATTGGACAAATGGGCAAGCTTGTGGAGTTGGTTTGACATATCAAACTGGCTATGGTATATAA
GAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAG
AGTTAGGCAGGGATACTCACCCTTGTCGTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAT
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGTAGGGCTTTTCTCAACATACCTAGAAGGATAAGAC
AAGGCTTYGAAAGAGCATTGCTATAA 
>AM279350 
GCATCAGATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGYGTGGGAAGACGCAAATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCCTATAGTACTGAAAGCCATAATGTYTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAATTGTAGTGATGTAAATGTAACCAACAGTAACAATGCAACCAGCAGTAACAGTAGTCTCATAGA
AGAAACAGGAGCAATAAAAAACTGCTCTTTTAATATAACCACATTCTTACAAAATAAGAAGAAGCAAGAATAT
GCGCTTTTCTATAAAGTTGATATAGTACCACTTAATGAAAATAGTACTAGTAGTAGGTATAGGCTAATACATT
GTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGACATTTGAACCAATCCCCATACATTATTGTGCTCC
AGCTGGTTTTGCGATTCTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTGAATGGCAGCTTAGCAGAAGATG
AGATAATGATTAGGTCTAAAAACTTCACAGACAATGCCAAAACCATAATAGTGCAGCTTAATAAAACTATAAA
CATTACGTGTACCAGACCCAACAACAATACAAGGAAAAGTATAAGAACAGGAATAGGAKCAGGACAAGTGTTC
TATGCAACAGGTAGAATAATAGGAGACATAAGACAAGCACATTGTAACATCAGTAGAATAGATTGGGGGAATA
TGATACAAAATGTAAGTAAAAAACTAAAAGAAATCTTTAAAAACAAGAGCATAATCTTTGAACCCTCTTCAGG
AGGGGATCTAGAAATTACAACACATAGTTTTAATTGTAGGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCCTGGAATACTAGTTGGAGTAATAAGTCTTATGATGAAATTTGGGACAACATGACCTGGATACA
ATGGGAAAGGGAAATTAGCAATTATACACAACAAATATACAGCTTAATTGAAGAATCGCAGACCCAACAGGAA
AAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCACAMTGGC
TATGGTATATAAAAATATTTATAATGATAGTAGGGGGCCTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTC
TATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATA
GGAACAGCTAACTGGACAGATAGAGTTATAGAAGTAGTACAAGTAATTGGTAGGGCTATTCGCAACATACCCA
GACGAATAAGACAAGGCCTTGAAATAGCTTTGCTATAA 



>JN106043 
ACCTCAGAGAATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGAAGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAGAGCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAGATGGACAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAGAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTACTGCTGTCACCTGTGCTAATGCCACCCACGGTACTAATGTCACCTGTAATAATGCCAC
CTCCGATAACTTCAACTGCACTTTCAATACAACCACAGAAATAAGGGATAGACAGAAGAAAGAATATGCACTT
TTCTATAAACTTGATGTGGTACCAATTGATAATAATACAAATAATAATAGTACAAGTAATTATAGGTTAATAA
ATTGTAATGTCTCAACCATTAAACAAGCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTAC
TCCAGCTGGGTTTGCGCTTTTGAAGTGTAGGGACAAGAATTTCAATGGAACAGGACAATGTAACAATGTCAGT
TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTACTAAATGGTAGTCTAGCAGAAG
AAGAAATAGTAATTAGGACTGAAAACATCACAGACAGTACCAAAACCATAATAGTACAGCTTAATGAGACTAT
AGAAATTAATTGTACCAGACCAAACAACAATACACGAAAAAGTATAAGAATTGGACCTGGACAAACGTTCTAT
GCGACAGGGGGCATAATAGGGGATATAAGAGAAGCACATTGTAATGTAAGTGAGAAGAAATGGTATGAGATAT
TACAGAAGGTAAAGATACAACTAGGAAAGGTCTTTAATATTAATAAAACCAATATAGCCTTTAACTCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATAGTGATATTTGGGATAAAATGACCTGGAT
ACAATGGGAAAGGGAAGTAAGCAATTACACACAACATATATACAGCTTAATTGAAGAATCGCAGAACCAGCAG
GAAAAGAATGAACAAGACTTACTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAAT
GGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCATTTGCTATAAATTTGCTTGATACAATAGCA
ATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGCACACAGAGCCTGTAGAGCTATCTGCAACATAC
CTAGAAGGATAAGACAAGGCCTAGAAAGAGCTCTGGTATAA 
>MH431770 
ACCTCAGAGCCATTGTGGGTCACAGTCTATTATGGGGTACCAGCGTGGGAAGATGCAGATACCACTCTGTTTT
GTGCATCTGATGCTAAAGCATATAGTGCTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAGATAGAGCTGAAAAATGTAACAGAAACTTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAATTGTACGAATGTAGATAGTACTAAGTCTACTAATGCAACCAACCAGAATACTACTGTGAACAC
CACTGTAAAACCCAGTGAAGAGCTGAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAGGCAGAAA
AAAGAATACGCGCTTTTCTATAAACTTGATATAGTACCAATTAATGATGAGGATAATAAGACAGGTAACTATA
GGCTAATAACCTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
CTATTGTACTCCAGCTGGGTTTGTGCTTTTAAAGTGTAATGAAAAGGATTTCAATGGAACAGGAGCATGCACA
AATGTCAGTTCAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACCCAATTACTGCTGAATGGCAGTT
TAGCAGAAGGAAAAATATTGATTAAGTCTGAAAACATCTCAAACAATGCCAAGGTCATAATAGTGCAGCTTAA
TGAAACTATACAAATTAATTGTTCCAGACCTAATAACAATACAAGGAAAAGTATAAGGTTTGGACCTGGACAG
GCGTTCTATGCACATGGTGACATAATAGGAGATATAAGACAAGCATATTGTAATGTAAGTAGATCAAAGTGGA
CTGAGATGTTACAGAAAGTAAAAACAAGACTACAAGAGGTCCTTAACACAAGTATAATCTTTAACTCATCCAC
AGGAGGGGACCTAGAAATAGCAACACATAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTTGGGTGAGATTTGGGATAACATGACCTGGAT
ACAATGGGAAAGGGAAGTTAGCAATTATACACAAGAAATATACACCCTGCTTGAACAATCGCAAATCCAACAG
GAAAAGAATGAACAAGACTTATTGGCATTGGACCAGTGGACAAGCTTGTGGAGTTGGTTTAGCATATCAAACT
GGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTCTTTACTGTGTT
TTCTCTAGTAAATAGAGTCAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTTTGTTTGATACAATAGCA
ATAGCAGTAGCTAACTGGACAGATAGGGTAATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCAATATAC
CTAGAAGAATAAGACAAGGGTTGGAAAGATCTTTGTTATAA 
>KY275364 
ACCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGACGCAGAGACCTCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACACAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGAGCTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TCACCTTAGACTGTACTAATGCCACCTATACTAATGTCACCAATAATGCCAGCACTGCTGATACCAGCGTTAA
GGACAACATTAAAATGTTAAACTGCTCTTTTAATACAACCACAGAAATAAGAGATAGGACAAAGAAAGAATAT
GCACTTTTCTATAAACTTGATGTGGTATCACTTAATCAGAAGCTGGATAATAAAAGTTCAGGGGAGTATAGGC
TAATAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTA
TTGTGCTCCAGCTGGGTTTGCGATTTTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGACAATGTAAAAAT
GTCAGTTCAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACCCAATTACTACTAAATGGTAGTCTAG
CAGAAGAAGGAATAGTAATTAGAACTGAAAACATCACAAGTAATACCAAAACCATAATAGTACAGTTCAATGA



GACTATACAAATTAATTGTACCAGGCCCAGCAACAATACACGGAAAAGTATAAGAATCGGACCTGGACAAACG
TTCTATGCGACAGGTGAAATAATAGGGGATATAAGACAAGCACATTGTAATGTAAGTAGTAAAGAATGGTCTA
CAACATTACAGAGGGTAGAGGCACAACTAAAAAAGGTCTTTAATAAAACCAATGTAACTTTTGCATCACCCAT
AGGAGGGGACCTAGAAATTACAATGCATAGTTTTATTTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTAGCTGTAGAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATGAGGAGATTTGGGGTAACATGACCTGGAT
ACAATGGGAAAGAGAAGTCAGCAATTACACACAACAGATATACAACTTAATTGAAGAATCGCAGAACCAGCAG
GAAAAGAATGAACAAGATTTACTGGCATTGGACAAGTGGGCAAGCTTGTGGACCTGGTTTGACATATCAAACT
GGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATTTGCTTGATACAATAGCA
ATAGCAGTAGGTAACTGGACAGATAGGGTTATAGAAGGAACATACAGAGCCTGTAGAGCCATCTGTAACATAC
CTAGAAGAATAAGACAAGGCCTAGAAAGAATTCTAATATA 
>MK254639 
GCCTCAGATAACTTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGGGAGGATGCAGATACCACTCTATTCT
GTGCATCTGATGCTAAAGCATATAGCACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCAAAAGAAATATTTCTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTACAGCTAACCCCTTTCTGTG
TTACTTTAAACTGTACTACTCTTACATGTAATGAGACCAACAACAATACGTGCGACAATAATCGTCTTTTTAG
AAACTGCTCTTTCAATGTAACCACAGAAGTAAGAGATAAGGAGAAGTCAGAATATGCACTTTTCTATAGACTT
GATATAGTACCAATTAATAACCAAGTTAATGAGACAGGTAATACTTCTATAGAATATAGGTTAATAAATTGTA
ATGTCTCAGCCATTAAACAAGCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGGTATGCGATTGTAAAATGTAATGATAAGAATTTCAATGGAACAGGAAACTGTAAAAATGTCAGTTCAGTA
CAATGTACACATGGAATTAAGCCAGTGGTGTCAACCCAATTATTACTAAATGGTAGTATAGCAGAAGAAGAAA
TAGTAGTTAGAACTGAAAACACCACAGACAATACCAAAATTATAATAGTGCAGTTTAATGAAACTGTAGAAAT
CAATTGCACCAGACCAGGCAACAATACAAAAAAAAGTATATCATTCGGACCTGGAAAAGTGTTCTATACAAAT
AACATAATAGGAAATATAAGAGAAGCACATTGTAATGTAAGTAGACACAAATGGAATGTAACATTACAGAAGG
TAAAGACACAGTTAGAAAAGGTCTTTTCTAAAAATATAACCTTTAACCAACCCTCAGGGGGGGACCTAGAAAT
TACAACACATAGTTTTAACTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCACCTGCACCACTAATGTACCCTGGA
ACACTAGTTGGAGTAACAAATCTTATGATGAAATTTGGAATAACATGACCTGGATGCAGTGGGAAAGGGAAGT
CAACAATCACACACAACTTATATACTCCTTAATAGAACAATCGCAGATCCAGCAGGACAAGAATGAACAAGAC
TTATTGGCATTGGACAAGTGGACAAGTTTGTGGAGCTGGTTTAGCATAACAAATTGGCTATGGTATATAAGAA
TATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTATCTTTCGCTATTAATCTGTTTGATACAATAGCAATAGCAGTAGCTAACTGG
ACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCTGTTCTCAACGTACCTAGAAGAATAAGACAAG
GCTTGGAAAGAGCTCTGGTATAA 
>EU885759 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAGGATGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACAGAAAGCCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAGATATCTCTGGATAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTAAACAATAGTAGTGCAACCAACAATAGCATGGTGGATGACAGAGAAGGACT
AAAAAACTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAAGAAGCAAGAACACGCGCTCTTCTATAGA
CTTGATATAGTACCAATTAATGGTAATAGTAATAGTAATAGTAGTGTAGGTGATTATAGGCTAATAAACTGTA
ATGTCTCAACCATTAAGCAGGCTTGTCCAAAGATGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAGTGTAGGGATAAGAAGTTCAATGGAACAGGATCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGATATCAACTCAATTGCTGCTGAACGGCAGTGTAGCAGAAGAGGAGA
TAATGATTAGATCTGAAAACTTCACGAACAATGCCAAAAACATAATAGTACAGTTCAACAAAACTATAGACAT
TATGTGTACCAGACCCAACAATAATACAAGAAAAAGTATAAGCTTAGGACCAGGACAAGCGATCTATGCAACA
GGTGACATAATAGGAAATATAAGACAAGCACATTGTAATATTAGTGGAGCAGACTGGGGAAATATGATAAGAA
ATGTATCTGAAAAACTAAAAGAAATATTTAACAAGACCACCATAACCTTTAAAGCATCCGCAGGAGGGGACTT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGC
CCTGGAATGCTAGTTGGAGTAATAGATCTTATAATGACATTTGGGAAAACCTGACATGGGTAGAATGGGAAAG
GGAAATTAGCAATTATACACAACAAATATACAGCCTACTTGAGGAATCGCAGAACCAGCAGGAAAAGAATGAA
CAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTATGGTATA
TAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAA
TAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCT
AACTGGACAGATAGAGCTATAGAAATAGTGCAAAGAATTGGTAGGGCTATTCTTAACATACCTGTAAGAATAA
GACAAGGCTTGGAAAGACTCTTGCTATAA 



>EU885761 
GCCTCAAATGACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAATCTGTACTAATGTAACCAGCAATAGCACCAATAGCACTAATGGTGTGACCAACAATAGCACTGT
AGATTACAGAGAACAACTAAAAAATTGCTCTTTCAATATAACCACAGAAATAAGAGATAAACAGAGGAAAGAA
TATGCGCTTTTCTATAGACTTGATATAGTACCAATTAATGATAATGAGAAGAATGATACTTATAGGCTAATAA
ATTGTAATGTCTCTACCATTAAGCAGGCTTGTCCAAAGGTGACATTTGACCCAATCCCCATACATTATTGTGC
TCCAGCTGGTTTTGCGATTCTAAAATGTAGGGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGT
ACAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACTCAATTACTACTAAACGGTAGTTTAGCAGAAG
GAGACATAATGATTAGATCTGAAAACATCACAGACAATGCCAAAACCATAATAGTGCAGCTTAAGACAGCTGT
AAACATTACGTGTACCAGACCCAGCAACAATACAAGAAAAAGTATAAGATTCGGACCAGGACAAGCGTTCTAT
GCAACAGATGAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAAAACAGAATGGGAAGATATGA
AAAGAAATGTAAGTGACAAACTAAAAGCACTCTTTAATAATAAGACCATAATCTTTAAATCATCCTCAGGAGG
GGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGGCTCATCTGCACCACTA
ATGTGCCCTGGAATGCTAGTTGGAGTAATAAATCTTATAGTGAAATTTGGGATAACCTGACATGGGTAGAATG
GGAAAGAGAAATTAGCAACTATACACAACACATATACAACCTGCTTCAAGAATCACAGAACCAGCAGGAAAAG
AATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACTGGCTAT
GGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTGTACTGCGCTTTCTAT
AATAAATAGAGTTAGGAAGGGATACTCACCACTGTCATTCGCCATTAGTTTGCTTGATACAATAGCAATAGCA
GTAGCTAACTGGACAGATAGCGCTATAGAAGGAGTGCAAAGAATTGGTAGGGCTATTCTCAACATACCTGTAA
GAATAAGACAAGGCTTGGAAAGAGCTTTGCTATAA 
>EU885762 
GCCTCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAAATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCTCTATGTG
TTACTTTAACCTGTACTAATGTAACCAACAATAACAATGCAACCAACAGTAGCACTGTAGAGTCCAACAGAGA
AGAACTAAGAAACTGCTCTTTCAATACAACCACAGCAATACAAGATAAGAAGAAGCAAGAATATGCGCTTTTC
TATAAACTTGATATAGTACCAATTACTGGTAGTGGTAATAGTAGTGCAGGTAATTATAGGCTAATAAATTGTA
ATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGACATTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAATGTAGGGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCGGTAATATCAACTCAATTGCTACTAAATGGCAGTTTAGCAGAAGAAGAAA
TAATAATTAGATCTGAAAACATCACAGACAATACCAAAAACATAATAGTGCAGCTTAAGGAAGCTATAAACAT
TATATGTACCAGACCCAGCAACAATACAAGAAAAAGTATAAGCTTAGGACCAGGACAAGCGTTCTTTGCAACA
GGTGATATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAACAGATTGGAATAATATGATACAAA
ATGTGTCTGAAAAACTAAAAGGAATCTTTAACAAAAGCAGCATAACCTTTAACCCACCCTCAGGAGGGGACTT
AGAAATTATAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGGCTCATTTGCACCACTAATGTGC
CCTGGAATGCTAGTTGGAGTAATAAATCTTATAATGATATTTGGGATAACCTGACATGGGTACAATGGGGAAG
GGAAATCAGCAATTATACACAACAAATATACAACCTGCTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAA
CAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGCTATGGTATA
TAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAA
TAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAGTTTGTTTGATACAGTAGCAATAGCAGTAGCT
AACTGGACAGATAGCGCTATAGAAGTATTACAAAGAGCTTTTAGAGCTATTCTCCACATACCTACGCGAATAA
GACAGGGCTTGGAAAGGGCTTTACTATAA 
>EU885763 
GCCTCAGACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGGAGGATGCAGATACCATTCTATTTTGTG
CATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATATCTCTGACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTGTTA
CTTTAACCTGTACTAATGTAACCATTAATGTAACCAACAGTAATAGTAATATAACCAACAACAGTAGGAGAGT
CGACAATAGCACTGTAGGTGAATTAAGAAACTGCTCTTTCAATGTAACCACAGAAATAAAAGATAAGCAGAAG
CAAGAATACGCGCTTTTTTATAAACTTGATATAGTACCAATTAATGATAATAGTAATAATAGTGTAAATAATT
ATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAATGTAGAGATAAGGAGTTCAATGGAACAGGACCATGT
AAAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACTCAATTGCTGCTAAATGGCA
GTTTAGCAGAAGGAGATATAGTGATTAGGTCTGAAAACATCACAAACAATGCCAAAATCATAATAGTGCAGCT



TAATGAAACTGTAGACATTACGTGTACCAGACCCAACAACAATACAAGAAGAAGTATACCCTTAGGACCAGGA
CAGGCGTTCTATGCAACAGGTGACATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGAAACAAAAT
GGAACTATATGATTGGAAATGTAACTAGCAGACTAAAAACCATCTTTAACAAGACCATAACCTTTCAACCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGA
ATCCTGGCTGTGGAAAGATACCTAAGGGATCAGCAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCT
GCACCACTAATGTGCCCTGGAATACTAGTTGGAGTAATAAAACTTATACTGATATTTGGAATAACCTGACTTG
GGTAGAATGGGAAAGGGAAATTAACAATTATACACAAATAATATACAGCCTGCTTGAAGAATCGCAATACCAG
CAGGAAAAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAGATCTGTGGAGTTGGTTTGACATAACAA
ATTGGCTATGGTATATAAAAACATTTATAATGATAATAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGCTTGATACAGTA
GCAATAGCAACAGCTAACTGGACAGATAGGGTTATAGAAGGATTGCAAAGAATTGGTAGGGCTTGCCTCAACG
TACCTAGAAGAATAAGACAAGGCTTAGAAAGGCTTTTGCTATAA 
>JN054265 
GCCTCAAAGGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAGATTCCTCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTACACTGTACTAATGTAACCAAAAATAGCAATAATAGCACTGTAAAGGACCCAGGAGAACTAAAAAA
CTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAAAAGCAAGAATATGCGCTTTTCTATAAACTTGAT
ATAGTACCAATTAATGATAAGAATAGTACAGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAGG
CTTGTCCAAAGGTGACATTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAATG
TAGGGATAGTAATTTCACTGGAACAGGACCATGTAGAAATGTCAGTACAGTACAATGTACACATGGAATTAAA
CCGGTGATATCAACTCAATTGCTGCTAAATGGCAGTTTAGCAGAAGGAGATATAATGATTAGGTCTGAAAACA
TCACAAACAATGCCAAAAACATAATAGTGCAGCTTAAGAAAGCTATAAACATTACATGTACTAGACCCAACAA
CAATACAAGAAAAAGTATAAGCTTCGGACCAGGACAAGCGTTCTATGCAACAGATGCCATAATAGGAGATATA
AGACAAGCATATTGTAATATTAGTAAATCAGAATGGAATGAGATGATACAGAATGTAACTAACAAACTAAATG
AAACATTTAAAAAGAACATAACCTTTAACACATCCTCAGGAGGGGACTTAGAAATCACAACACATAGTTTTAA
TTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGTAATA
AATCTTATAATGATATTTGGGATAACCTGACATGGGTACAATGGGAAAGGGAAATTAGCAATTATACACACCA
AATATACAGCTTGCTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTATCATTGGACAAG
TGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACC
ATTGTCATTCGCCATTAATTTGCTTGATACAGTAGCAATAGCAATAGCTAACTGGACAGATAGAGTTATAGAA
GTAGGGCAAAGAATTGGTAGGGCTTTTCTCAACGTACCTAGAAGAATAAGACAAGGCTTTGAAAGAACGTTGC
AATAA 
>GQ222685 
GCCTCAAATAATTTGTGGGTCACAGTCTATTATGGGGTGCCGGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGCCTCTAGAAAATGTAACGGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATTCAGGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAACTAACCCCTCTCTGTG
TTACTTTAAACTGTGCTAATGTAACCTACAATAGCACCAATAGCACTAATGGGGTAGACAACAATAGCACTGT
ACAGTACAAAGAACAACTAAAAAACTGCTCTTTCAATATCACCACAGAAGTAAGAGATAAACAGAAGAAAGAA
TATGCGCTTTTCTATAAACTTGATATAGTGCCAATGAATAATAATAATAATACTTATAGGCTAATAAATTGTA
ATGTCTCTACCATTAAGCAGGCTTGTCCAAAGGTGACATTTGACCCAATCCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAATGTAGGGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCGGTGATATCAACTCAATTGCTACTAAACGGCAGTATAGCAGAAGGAGATA
TAATGATTAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCAGCTTAAAAGAGCTATAAATAT
TACGTGTACCAGACCCAGCAACAATACAAGAAAAAGTATAAGCTTCGGACCAGGACAAGTGCTCTATGCAACA
GGTGAAATAATAGGAAATATAAGACAAGCACATTGTGATATTAATAAAACAGACTGGAATAATATGATAAGAA
ATGTAAGCGACAAACTAAAAGAACTTTTTAGTAATAAGACCATAATCTTTAATTCATCCTCAGGAGGGGACTT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAATACTGGCTGTGGAA
AGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGC
CCTGGAATGCTAGTTGGAGTAATAGATCTTATAGTGAAATTTGGGATAACCTGACATGGGTAGAATGGGAAAG
AGAAATTAGCAATCATACACAATATATATACGAACTGCTTCGAGAATCACAATACCAGCAGGAAAAGAATGAA
CAAGACTTATTGGCATTAGACAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTATGGTATA
TAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAA
TAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGCTTGATACAGTAGCAATAGCAACAGCT
AATTGGACAGATAGAGCTATAGAAATAGTGCAAAGAATTGGTAGAGCTATTCTCAATATACCTGTAAGAATAA
GACAAGGCTTAGAAAGAGCT 



>GQ862781 
GCCAATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAGGATGCAGATACCACTCTATTCTGTG
CATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCTCTCTGTGTTA
CTTTAAACTGTACTGATGTAAAAGACAATAACAGTAATAGTACAAACAACAATAGCAGTGTAGAAGAACTAAA
AAACCTAAAAAACTGCTCTTTCAATATAACCACAGCAATACAAGATAGGAGGAAGCAAGAATATGCGCTTTTC
TATAAACTTGATATAGTACCAATTACTGATAATGGCAATAGTAGTAATAATAGTGTAGAGAATTATAGGCTAA
TAAATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGATCCAATTCCCATACATTATTG
TGCTCCAGCTGGTTTTGCGATTCTAAAATGTAGGGATAAGAAGTTCAATGGAACAGGACTATGTAAAAATGTC
AGTACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACTCAATTGCTACTAAATGGCAGTGTAGCAG
AAGAAGAGATAATAATTAGATCTGAAAACATCACACACAATACCAAAACCATAATAGTGCAGCTTAAGAAAGC
TATAAACATTACATGTACCAGACCCGGCAACAATACAAGAAAAAGTATACCCATCGGACCAGGACAAGCGCTC
TATGCAACCGGTGCTATAATAGGAGACATAAGACAAGCACATTGTAATATTAGTATAGCAGAATGGAATAAGA
CAATACATAATGTGACTACAAAACTAAAAGAATTCTTCAGCAACAAAAACATAACCTTTGAACCACCCGTAGG
AGGGGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGACCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCA
CTAATGTGCCCTGGAATACTAGTTGGAGTAGTAAATCTTATGAGGACATCTGGGATAACCTGACATGGGTACA
ATGGGAAAGGGAAATCAGCAATTATACACAACAGATATACAGCCTGCTTGAAGAATCGCAGAACCAGCAGGAA
AAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTC
TATAATAAATAGAGTTAGGAAGGGATACTCACCCTTGTCATTCGCCATTAATTTGTTTGATACAATAGCAATA
GCAGTAGCTAACTGGACAGATAGAGCTATAGAAGTAGTGCAAAGAATTGGTAGGGCTTTTCTTAACGTACCTA
GAAGAATAAGACAAGGCTTGGAAAGAATTTTGCTATAA 
>JF327808 
GCCTCAAGTAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTGACCCCTCTCTGTG
TTACTTTAAACTGTACTGATGTAACTAACAATAGCACTGGTGGTGCAACCAACAATAGAACTGTAGAAGACAA
AGAACAACTAAAAAACTGCTCTTTCAATATGACCACAGAAATAAGAGATAAAAAGAGGAAAGAATATGCGATT
TTCTATAGACTTGATATAGTGCCAATTGATAACGAGCAAAATAATACTTATAGGCTAATAAATTGTAATGTCT
CTACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAATCCCCATACATTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAATGTAGGGATAAGAATTTCAATGGAACAGGGCAATGTAAAAATGTCAGTACAGTACAATGT
ACACATGGAATTAAGCCGGTGATATCAACTCAGTTGCTACTAAACGGCAGTCTAGCAGAAGAAGACATAAAGA
TTAGATCTGAAAACATCACAGACAATGCCAAAACCATAATAGTGCAGCTTAAGACAGCGATAACCATTACGTG
TGTCAGACCCAACAACAATACAAGAAGAAGTATAGGAATTGGACCAGGACAAGCGTTCTATGCAACAGATGTA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAATTAGAATGGGAAAATATGATAAAAAATGTAAGTA
ACAAACTAAAAGTACTCTTTAATAATAAGACCATAACCTTTAATGCATCCTCAGGAGGGGACTTAGAAATTAC
ATCACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTACTGGCTGTGGAAAGATACCTA
CAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATG
CTAGTTGGAGTAATAGATCTTATAATGACATTTGGGATAACCTGACATGGGTAGAATGGGAAAGAGAAATTAA
CAATTATACACAACAAATATACAACCTGCTTCAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGACTTA
TTGGCATTAGACAAGTGGACAAGCTTGTGGAGTTGGTTTGACATAACAAACTGGCTATGGTATATAAGAATAT
TTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAATAAATAGAGTTAG
GAAGGGATACTCACCACTGTCTTTCGCCATTAGTTTGTTTGATACAATAGCAATAGTAGTAGCTAACTGGACA
GATAGCGCTATAGAAGGAGTGCAAAGACTTGGTAGGGCTTTTCTCAACATACCCAGAAGAATAAGACAAGGCT
TGGAAAGAATTTTGCTATAA 
>JN054287 
GCCACAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGGGAGGATGCAAATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTAGTGAAAAACATAATGTCTGGGCTACCCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGACATAGAGCTGAAAAATGTAACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCTCTCTGTG
TTACTTTAACCTGTACTAATGTAACCAGTACTAATGTAACCAACAATAGCACTAACACCACAAAAGGCAGTAA
CGAGATAGTAAAAGATAGTGGCAGAGAAGAACTAAGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGAT
AAGCAGAAGCAAGAATATGCGCTTTTTTATAAACTTGATATAGTACCAATTGCTAATAATGATAAGGGAAATA
GTAATAGTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGACATTTGAACC
AATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAATGTAATGAAAAGGAGTTCAATGGAACA
GGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAAACCAGTGATATCAACTCAATTGCTAC
TAAATGGCAGTTTAGCAGAAAAAGAAATAATGATTAGATCTGAAAACATCTCAGACAATGCCAAAAACATAAT



AGTGCAGCTTAATCAAACTGTAGACATTATGTGTACCAGACCCAATAACAATACAAGAAAAAGTATACCAATA
GGACCAGGACAAGCACTCTATGCAACAGGTGAGATAATAGGAGATATAAGACAAGCATATTGTACTATTAATG
GAACAAAATGGAATGAAACAATATATAAGGTGTCTAAAAAACTACAAGGAATCTTTAATAATAAAAGCATAAA
CTTTACCAGCTCCTCAGGAGGGGACATAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGTAATAGAACTTATAAAGAAATTTGGGA
TAACCTAACATGGGTACAATGGGAAAGGGAAATCGACAATTATACACAACACATATATTACCTACTTGAAGAA
TCGCAGACCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGTCAAGTCTGTGGAGTTGGT
TTAGCATATCAAACTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAAT
AGTTTTTGCTGTGCTTTCAATAATAAATAGAGTTAGGAAGGGATACTCACCATTGTCGTTCGCCATTAATTTG
CTTGATACAATAGCAATAGCAGTAGGTAACTGGACAGATAGAGTTATAGAAGTAGGGCAAAGAATTGTTAGGG
CCTTTTTCAACGTACCTGTAAGAATAAGACAAGGATTGGAAAGACTTTTACTATAA 
>JN054296 
GCCTCAAATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAGGATGCAAATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGACATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATATCAACAATAGCACTAGCAGTACAGGTAACGGTAGCAGTGTAGCTGCCCAAGA
AGAACTAAGAAACTGCTCCTTCAATGTAACCACAGCAATAAAAGATAAGAAAAAGCAAGAATATGCGCTTTTC
TATAAACTTGATATAGTACCTATTAATGATAATAGTAATAGTAGTGTAGGTGATTATGTGCTAATAAATTGTA
ATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGACATTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAATGTAGGGATAAGAATTTCACTGGAACAGGACCATGTAAAAATGTTAGTACAGTA
CAATGTACACATGGAATTAAGCCGGTGATATCAACTCAATTTCTGCTAAATGGCAGTTTGGCAGAAAAAGATA
TAATGATTAGATCTGAAAACATCACAGACAGTACCAAAAACATAATAGTGCAGCTTAAGACAGCTATAAACAT
TAATTGTACCAGACCCAACAACAATACAAGAAAAAGTATACACTTTGGACCAGGACAAGCGCTCTATGCAACA
GGTGCCATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAACACAATGGAATGAGACGATAGATG
AGGTGTCTAAAAAACTAGAAGGAATCCTTAACATAAACTTTACCAACATAACCTTTAGTCCACCCGCAGGAGG
GGACTTAGAAATTCTAACACATAGTTTTAATTGTGGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTA
ATGTGCCCTGGAATGCTAGTTGGAGTAATAAATCTTATGATGACATTTGGGATAACCTGACATGGGTACAATG
GGAAAGGGAAATTGGCAATTATACACAACAAATATACACCCTGCTTGAAGAATCGCAGAACCAGCAGGAAAAG
AATGAACAAGAGTTGTTGTCATTGGACCAGTGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAACTGGCTAT
GGTATATAAGATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AATAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAGTTTGCTTGATACAGTAGCAATAGCA
GTAGCTAACTGGACAGATAGAGTTATAGAAGTAGGACAAAGAGTTGGTAGGGCTTTGCTTAACATACCTGTAA
GAATAAGACAAGGAATAGAAAGACTTTTACTATAA 
>KU685592 
GCCTCAAGAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCCTTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTAACCGTAGCCACCAATAGCAGTAATARTGAAAGCTACAGTGGCACTGTAGA
TCCCMCTAMAGAACTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAGCAAGAATAC
GCGCTTTTCTATAAACTTGATATAACACAAATTGATGATAATAGTAATATGAGTACAAATTATAGGCTAATAA
ATTGTAATGTCTCAACCATTAAGCAGGCTTGCCCAAAGGTGACATTTGAACCAATTCCCATACATTATTGTAC
TCCAGCTGGTTATGCGATTCTGAAATGTAGGGATAGTAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGT
ACAGTACAATGTACACATGGAATAAAGCCGGTGATATCAACTCAATTGCTGCTGAATGGCAGTTTAGCAGAAA
AAGACATAATGATTAGATCTGAAAATATCACAAATAATGCCAAAAACATAATAGTGCAGCTTAATGAAACTAT
AACCATTACATGTACCAGACCCAACAACAATACAAGAAAAAGTATAAGCATTGGACCAGGACAAGCGTTCTAT
GCAACAGGTGACATAATAGGAGATATAAGGCAAGCACATTGTAATATTAGTAGAACAAAATGGGAAAAAATGA
TAAATAATGTAACTGAAAAACTAAGGGAAGCCCTGAATAAAACCGATGGGAATATAACCTTTAAACCATCCTC
AGGAGGGGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATTTGCA
CCACTAATGTGCCCTGGAATGATAGTTGGAATAATAGATCTTTTAGTGATATTTGGGAGAACATGACATGGGT
ACAATGGGAAAGGGAAATTAGCAATTATACAAACCAAATATATACCTTGCTTGAAGAATCACAGAACCAGCAG
GAAAAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAARAT
GGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAATCAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGTTTGATACAACAGCA
GTAGCAGTAGCTAACTGGACAGATAGCGCTATAGAAGTAGTGCGAAGAATTGGTAGGGCTTTTCTTAATATAC
CTAGAAGAATAAGACAAGGTTTAGAAAGAGCTTTGCTATAA 



>U09664 
GCCTCAGGTAACTTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGGGAAGACGCAGATACCACGCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAATCCACAAGAAATATCTCTGAACAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACCTTAAACTGTACTAATGCAATCGCTAATGTAACCAACAGCAATAAGACTAGTAACAACAGCAGCCTTGG
GAATAGCACTGTGAGTAGCATAGAAGAAATGAAAAACTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAG
AGTAAGAAAGAATACGCTCTTTTCTATAGACTTGATGTGGTACCAATTAATGGTAATGAAAATAGTAGTACAA
CTGATTATAGGCTAATAAATTGTAATGCCTCAACCATTAAACAAGCTTGTCCAAAGGTGACTTTTGACCCAAT
TCCCATACATTATTGCGCTCCAGCTGGGTTTGCGATTCTAACATGTAGGGATAAGAAGTTCAATGGAACAGGA
CCGTGTAAAAATGTCAGTACAGTGCAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGA
ATGGCAGTTTAGCAGAAGAAGAAATAATGATTAGATCTGAAAACTTCACAAACAATGCCAAAAACATAATAGT
GCAATTTAATAAATCTATAGATATTGTGTGTACCAGACCCAACAACAATACAAGAAAAAGTATACACATAGGA
CCTGGACAAGCATTATATGCAACAGGCGCCATAATAGGCGATATAAGACAAGCACATTGTAATGTTAGTGAAA
CAGACTGGAGAGACATGTTACAGAAGGTAAAAGCACAACTACAAGGAATCTACAACAAAAGCATAACCTTTAA
CTCATCCTCAGGAGGGGACCTAGAAATTACAGCACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGCAATAAATCTTTTAATGAGATATGGGACAACAT
GACCTGGATAGAATGGGAAAGGGAAATTAACAACTACACACACCAAATATACTCCCTGCTCGAAGAATCGCAG
ATCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAATGGGAAAGCTTGTGGAGTTGGTTTAGCA
TAACACAATGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAGTTTT
TGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTATCATTCGCTATTAATTTGCTTGAT
ACAGTAGCAATAGCAACAGCTAACTGGACAGATAGGGTCATAGAAGTAGCGCAAAGAGCTTGCAGAGCTATTC
TCAATATACCTAGAAGGATAAGACAAGGCTTGGAAAGAGCTTTGCTATAA 
>AB287004 
GCCTCAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCACTCTATTCT
GTGCATCTGATGCTAAATCATATAGTTCTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGTTATGAAAAATGTAACTGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTCTAAACTGTACTGACATTGTCTATTCTAATTGTACTAGAAAGCATCCCAATGGCACTGTGGATTACAA
TAGCACTGTGGATAACAGTAGCTGTGAAATAATAAAAAACTGCTCTTTCAATATAACTACAGAACTAAGAGAC
AAAAGTAAGAAAGAGTACGCGCTCTTCTATAGGCCTGATGTAGTACCAATTGATGGTAATGATAATAGTACTT
ATAGTGATTATAGGCTAATAAATTGTAATGTCTCATATATCAAGCAGGCTTGTCCAAAGGTAAATTTTGACCC
AATTCCCATACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAATGTGGGGATAAGAAGTTCAATGGAACA
GGACTATGTAACAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAACTACTGC
TGAATGGCAGTGTGACAGAGGAAGAAATAATAATTCAATCTGAAAATGTCACAGACAATAGTAAAGTCATAAT
AGTACAGTTTAATGATACTGTAGAAATTAATTGTACCAGACCCGGCAACAATACAAGAAGAAGTATAAGATTC
GGACCAGGACAAGCATTCTATGCAACAGGTGACATAATAGGAAACATAAGACAAGCACATTGTATTGTTAATG
GAGAAAAATGGAATCAGGTGATACAAAAGGTCAAAACACATCTAGAGGAAATCTATAATAAGACCATAATCTT
TAGCTCATCCGCAGGAGGGGACCTAGAAATTACAACACATAGTTTCAATTGTAGAGGAGAATTCAAACAGCTC
CAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTAATGTACCCTGGAACACTAGTTGGAGTAATAAAACTTATAATGAGATTTGGGATAA
CATGACTTGGATACAATGGGAAAAGGAAATTAACAATTACACAAAACAAATATACAGCCTAATTGAAGAATCG
CAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTG
ACATAACAAAATGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGT
TTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCATTCGCTATTAGTTTGCTT
GATACAGTAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTGGCAGAGCTA
TTCTTAATATACCTACAAGGATAAGACAAGGCTTTGAAAGAGCTTTGCTATAA 
>KU168300 
GCCTCAAATAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGACATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAGATAACTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTACTACTGTAAACAACACTAGGACTAACACCAATATCACTGCAAATCCCAGAGGAGAACT
AAGAAACTGCTCTTTCAATATAACCACAGAAATAAAAGATAAGAAGAAGCAAGAATACGCGCTTTTCTATAAG
CTTGATATAGTGCAAATTAATGATGAGGGTAATAGTACAGATAATTATAGACTAATAAATTGTAATGTCTCAA
CCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGC
GATTCTAAAATGTGGGGATAAAGAGTTCAATGGAACAGGAGCATGTAGAAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCTGTGATATCCACTCAATTGCTGCTAAACGGCAGTTTAGCAGAAGGAGATATAATGATTA
GATCTGAAAACTTCACAGACAATGCCAAAAACATAATAGTGCAGCTTAACAAATCTATAGACATCACATGTAC



CAGACCCAACAACAATACAAGAAGAAGTATACACATAGCACCAGGACAAGCGTTCTATGCAACAGGTGACATA
ATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAGCAGATTGGGCAAACATGATAGGAAATGTAACTA
AAAAACTAGGAGAAATCTTTAATAAGACCCACAACCAAATAACCTTTAACTCATCCTCAGGAGGGGACTTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCCT
GGAATGCTAGTTGGAGTAATAAATCTTATAATGACATCTGGGATAATATGACATGGGTAGAATGGGAAAGGGA
AATTAGCAATTATACACAACAAATATACACCCTACTTGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGCATTAGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTATGGTATATAA
GGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAG
AGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC
GGGACAGATAGAGCTATAGAAGTAGTGTTAAGAGTTGGTAGGGCTTTTCTCAACATACCTAGAAGAATAAGAC
AAGGATTGGAGAGAGCTCTCCTATAA 
>KF716477 
GCCTCAATTAACTTGTGGGCCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCACCCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCTCAAGAGTTACCCCTAACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTA
TTACTTTAAACTGTACTAATGTTACCAGCACAGGAATTGAAAATAATACAGAGTCCACCAATAGCACAGTGGA
GGCCAAAGAAATGACAAACTGCTCTTTCACTATAACCACAGAAATAAGAGATAAACAGAAGAATGAATACGCG
CTTTTCTATAGGGATGATGTAACACAAATTAGGGATGAGGGTAATAGCACTAACAGTACACTGTATAGGCTAA
TAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGACTTTTGAACCAATTCCAATACATTATTG
TGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAATGATAAGAATTTCACTGGAACAGGATCATGTCAAAATGTC
AGTATAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGCTGAATGGCAGTTTAGCAG
AAGAAGAAATAATGATTAGATCTGAAAACTTCACAAACAATGCCAAAATCATAATAGTGCAGCTTAATCAATC
TATAGAAATTAATTGTACCAGACCCAACAACAATACCAGAAAAGGTATAGGAATCGGGCCAGGACAAACGTTC
TATGCAACAGGGGCAATAATAGGAGATATAAGACAGGCACATTGTAATGTTAGTGGAACAGCATGGAGAAATA
TGATGCAGGGAGTAAAAGCAAAACTAGAAGGAATCTTTAATACAAGTAAGACAAATATAACCTTTAACACACC
TGCAGGAGGGGACCTAGAAATTACAGCACATAGTTTTAATTGTAAAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTATAGAAGGATTTCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCACTGGAAAACTCATCT
GCCCCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAAACTTATGAGCAGATTTGGGAAAACATGACTTG
GACACAATGGGACAGAGAAATTAGCAATTACACACAAGAAATATACAGGTTAATTGAAAATTCGCAGACCCAG
CAAGAAATAAATGAACAAGAATTATTAGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTGAGCATAACAA
ACTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTAATTTGCTTGATACAGTA
GCAATAGCAGTAGCTAACGGGACTGATAGGGTTATAGAAATAGTGCAAAGAGCTTGTAGGGCTGTTCTCCACA
TACCTAGAAGGATAAGACAAGGCTTTGAAAGCGCTTTGTTATAA 
>DQ168576 
GCCTCAAGTAAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGATGCAAATGCTCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAGATGATTCTAGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAAGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTTTGTG
TTACTTTAAACTGTGTGGATGTGGATGTCAATTGTACTAAGAACAACAACACTGGGAGCACGAATGTAACTTG
TAATAAGGAAGTAGAAATGAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAACAGAAAAAAGAA
TACGCGCTTTTCTATAAGCTTGATATGGTATCAATTAATGATGGTGATAGTAATGCAACTAATTATAATGCAA
CTAATTATAGGCTAATAAACTGTAATGTGTCAACCATTAAACAGGCTTGTCCAAAGGTATCTTTTGAACCAAT
TCCCATACATTATTGTGCTCCAGCTGGGTTTGCAATTTTAAAGTGTAATGATAAGAACTTCAATGGAACAGGA
ACATGTAAAAATGTCAGTTCAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAATTACTACTGA
ATGGCAGTGTAGCAGAAGAAGGAATAGTAATTAGAACTGAAAACACCTCAGACAATACCAAAATCATAATAGT
GCAGCTTAATGACACTATAGAAATTAATTGCACTAGACCCAATAACAATACAAGAAAAGAGATAGGGATTGGA
CCTGGACAGATGTTCTATGCAACAGGTGAAATAATAGGAAATATAAGACAAGCACATTGTAATGTAAGTGGGG
AAAAATGGGGGGACATGTCACAGAAAGTAAAAACAAAACTACAAGAGGTCTTTAACAAGAATATAACCTTTAA
CTCATCCTCAGGAGGGGACCTAGAGATAACAACACATATTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTACTGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATGAGGATATTTGGGGTAACAT
GACCTGGATACAATGGGAAAGGGAGATTAGCAATTACACAGGCCAAATATACTACCTAATTGAACAATCGCAA
AACCAGCAGGAAAAGAATGAACAAGAATTATTGTCATTGGACCAGTGGGCAAACTTGTGGAATTGGTTTGACA
TATCAAACTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAGTTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTTGCTATTAGTTTGCTTGAT
ACAGTAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAATTAGCACAAAGAGCTGGTAGAGCTATTC
TTAACATACCTAGAAGGATAAGACAAGGCGCAGAAAGAGCTTTGCTATAA 



>DQ168575 
GCCTCAAATAATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGACTCAGACACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAATTCTGGAAAATATAACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGCTAACCCCTCTCTGTG
TCACCTTAAACTGCACTACTGTCCCTTGTGAGAACAATACTAGGGACACCACTAGTAATAGGAACAACACGTG
TGACCGAGAAGAAACAGAAAACTTAAGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGCAGAAG
AAAGAATATGCGCTTTTTTATAAACTTGATGTGATACCAATTGATGCAAATAATAATAGTAGTTATAGGCTAA
TAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTG
TGCTCCAGCTGGGTTTGCGATTTTAAAGTGTAGGGATAAGGATTTCAATGGAACAGGACAATGTAAAAATGTC
AGTTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTATTAAATGGTAGTTTAGCAG
AAGAAAACATAACACTTAGATCTGAAAACTTCACAGACAATACCAAAATCATAATAGTGCAGCTTAAGGAACC
TATAGAAATTAACTGTACCAGACCCAACAACAATACAAGAAAAAGTGTAGGAATTGGACCTGGACAAACGTTC
TATGCAACAGGTGACATAATAGGGGATATAAGACAAGCACATTGTAACGTAAGTAGAACAAAATGGAGGGAAA
CGTTACAGGAATTACAGAAACAACTATCAAAGGTCCTTAATAAGACAAACAAAAACATAACCTTTAACTCATC
CGCAGGAGGAGATCTAGAAATTACAACACACAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAACTCATCT
GCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATAATGATATTTGGGATAACATGACCTG
GATAGAATGGGATAGGGAAGTCAGGAACTACACACAACAAATATACAGCCTAATTGAAGAATCGCAAATCCAG
CAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGACCTGGTTTGACATATCAA
ACTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGGTTGATACAATA
GCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTTAACA
TACCTGTAAGGATAAGACAAGGCTTCGAAAGAGCTTTGCTGTAA 
>DQ168579 
GCCTCAGGGAACTTGTGGGCCACAGTATATTATGGGGTACCTGTGTGGGAAGACGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTAATGAAAAGCATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCAAAAGAAATAAGTCTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAGCATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTGATGTACCCAACAATAGTACTAAGAACAGCAATAGTACTGTACCCAACAATAGTAC
TGAGAACAGCAATAGTACTCAGAACAACTCCACAGTATATAATAAACTAGAAATGACAAACTGCACTTTCAAT
ATAACCACAGAAGTAAGAGATAAGCAGAAGCAAGAATATGCGCTTTTTTATAAACTTGATGTGGTACCACTTG
ATGATAACAGTAGTAGTAATTATAGGCTAATAAATTGTAATGTCTCAGCCCTTAAACAGGCTTGTCCAAAGGT
GTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAGAAT
TTCAATGGAACAGGAACATGTAAAAATGTCAGTACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAA
CTCAATTACTACTGAATGGCAGTTTAGCAGAAGACGAAATAGTAATTAGAACTGAAAACATCTCAAACAATGC
CAAAATCATAATAGTGCAGTTTAATGAAACTATAGGAATTAATTGTACCAGACCCTTTAACAATACAAGAAGA
AGTATAAGAATCGGACCTGGACAGGCGTTCTATGCAACAGGTGAAGTCATAGGAGATATAAGACAAGCACATT
GTAATGTAAGTAGAATACAATGGATTGGGATGGTACAAAAGGTAACAGCACAGCTAAAGAAAATAAATGGCTT
TGAGAACAAAACTATAATATTTAACTCATCCGCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGT
AGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAG
GGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATC
TTATGAGGAGATTTGGGATAACATGACCTGGATACAATGGGACAGGGAAGTCAGCAATTACACACAACAAATA
TACGAACTAATTGAACAATCGCAAATCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGG
CAAGCTTGTGGAATTGGTTTAGCATAACAAAATGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGG
GTTAATAGGTTTAAAAATAGTTTTTGCTGTGCTTTCTATAGTAAAAAGAGTTAGGGAGGGATACTCACCTTTG
TCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGCAG
CACAAAGAGCTTGTAGAGCTATTTGTWACATACCTAGAAGGATAAGACAAGGCCTGGAAAGAGCTTTGCTATA
A 
>DQ168573 
GCCTCAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAAACGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTGCTGAAAAACATAATGTATGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACGAGAGATAGGGCTGAAAAATGTAACAGAAAAATTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAACCTGTACTGATGTAAGAAACAATTGTACTAGGAACAACACTGTGTGTAATAACGAAGAAATAAT
AAAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGAAGAAGACAGAATACGCACTTTTCTATAAA
CTTGATGTGGTGCCACTTAATGATAATAATAGTTCTTATAGGCTAATAAATTGCAATGTCTCAGCCATTAAGC
AGGCTTGTCCAAAGGTGTCTTTTGAGCCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAA
GTGTAGGGATAAGAATTTCAATGGAACAGGAACATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAATTGCTACTGAATGGCAGTTTAGCAGAAGAAAAAATAGTAATTAGATCTGAAA



ACATCACAGACAATGCCAAAATCATAATAGTGCAGTTTAATGAAACTGTAGAAATTAATTGTACCAGACCCAA
TAACAATACAAGAAAAAGTATAAGAATAGGACCTGGACAGGTGTTCTATGCAACAGGTGAAATAATAGGAAAT
ATAAGAGAAGCATATTGTAATGTAAGTAGAACAAAATGGAATGGGATGATACAGAAGGTAAAAGCACAGCTAC
AAGAAATAGAAAATTTTAAGAACAAAAGTATAAGCTTTAACTCATCCACAGGAGGGGACCTAGAAATTACAAC
ACATAGTTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAGG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTA
GTTGGAGTAATAAATCTTATGGAGAGATTTGGGATAACATGACCTGGATACAATGGGACAGGGAAGTCAGCAA
TTACACACAACAAATATACAGCCTAATTGAACAATCACAAAACCAGCAGGAAAAGAATGAACAAGACTTATTG
GCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATAACAAGATGGCTATGGTATATAAAAATATTTA
TAATGATAGTAGGGGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTATCATTCGCTATTAACTTGCTTGATACAACAGCAATAGCAGTAGCTAACTGGACAGAC
AGGGTTATAGAAGTAGCACAAAGAACTGGTAGAGCTGTTCTCAACGTACCTAGAAGAATAAGACAAGGCTGAG
AAAGAGCTTTGCTATAA 
>HQ236584 
GCCTCAAAAGATTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGATGCAGATACTACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACGAGAGGTAAATCTGAAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTGAAATGTGCTGATGTTAAGGTCAATTGTACTAGGAACAATAATAGTACTGAGACCAACATTACATG
TGAAGAACAAGGTAGCTTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAGTCAGAA
TATGCAATTTTCTATAGATCTGATGTGGTACCAATTGGTGAAAATAATACTTCAAAGGATTATATGCTAATAA
ATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACACTATTGTGC
TCCAGCTGGGTTTGCGATTTTAAAGTGTAATGATAAGGATTTCAATGGAACAGGACTATGTAAAAATGTCAGT
TCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGTTACTACTAAATGGTAGTATATCAGAAG
AAGACATAGTAATTAGAACTGAAAACATCACAAACAATGCCAAAGTCATAATAGTGCAGCTTAATCACACTAT
AGACATTAATTGCACCAGACCCAACAACAACACAAGAAAAAGTATAAGAATTGCACCTGGACAAGTGTTCTAT
GCGACAAATAACATAATAGGGGATATAAGACAAGCACATTGTAATGTAAGTAGAACAAAATGGAACGATATGT
TACAGAAGGTAAAGAGAAAACTAGAACAGGTCTTTGGCAAAAACGATACAACCTTTAACTCATCTCACCCAGG
AGGGGACCTAGAAATTATGACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATAACGAGATTTGGGATAACATGACCTGGATGGA
TTGGGAAAGGGAAGTCAACAATTACACACAAGAAATATACAAACTAATTGAAATATCGCAGACCCAGCAGGAA
CAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAACTGGTTTGACATATCAAATTGGC
TATGGTATATAAGACTATTTGTAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTCTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTCGCTATTAATTTGCTTGATACAATAGCAATA
GCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGTACAAGCAGCTGGTAGAGCTATTCTCAACATACCTA
GAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTAGAATAA 
>GQ324613 
GCCTCAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAACTACCCCTCTATTTT
GTGCATCTGATGCTCAAGCATATAGTACTGAAAAACATAATGTATGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAATTGTAGTAATATTACCTTAATTGAGAATAATACCAAGAATTGTACTAATGATACTACGGATGC
TTGCAACGAAATGAGAAACTGCTCTTTCAATGTAACCACAGCAATAAGAGATAAGATAAAGAAAGAATACGCG
CTTTTCTATAAACTTGATGTGGTGCCACTTGATACAAATAATACTAGTTATAGGCTAATAAATTGTAATATCT
CAACCATTAAACAGGCTTGTCCAAAAGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTT
TGCAATCTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGAACATGTAAAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGGCCAGTGGTATCAACTCAATTACTATTGAATGGCAGTTTAGCAGAAGAGAAAATAGTAA
TTAGAACTGAAAACATCACAAACAATGCCAAAGTCATAATAGTGCAGCTTAATCAAACTATAACAATTAATTG
TACCAGACCTAATAACAATACAAGAAAAAGTATAACATTTGGACCTGGACAGGCATTCTATGCAACAGGGGAC
ATAATAGGAAATATAAGAGAAGCACATTGCAATGTAAGTGGAGAACAATGGAAAAATATGATACAAAAGGTAA
AAATAGAGCTAAAGGAAATCTTTAACAAAAATGTAAGCTTTAACTCGTCCGCAGGAGGGGACCTAGAAATTAC
AACACACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTTTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACA
CTAGTTGGAGTAATAAATCTTATGATGACATTTGGGATAACATGACCTGGATGCAATGGGACAAAGAAGTCAA
CAACTACACACAAGAAATATACAGGCTAATTGAAATATCCCAAACCCAGCAGGAAATGAATGAAAAAGACTTA
CTGGCATTGGACAATTGGGCAAGCTTGTGGAATTGGTTTAGCATATCAAATTGGCTATGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTGTGTCTTTCGCTATTAATTTGATTGATACAGTAGCAATAGCAGTAGGTAACTGGACA



GATAGGGTTATAGAAGTAGCACAAGGAGCTTGTAGAGCTATCTTTAACATACCTAGAAGAATAAGACAAGGTC
TTGAAAGAGCTTTGCTATAA 
>KX389635 
GTCTCAGGGAACTTGTGRGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAAATACCCCCTTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGACATAATATATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAGTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTTCTTTAAACTGTACTGATGTAAACAAAAATGGCACTGATAAGGGGAATATAACAGAAACAGGAATGAGAAA
CTGCTCTTTCAATGCAACCACAGAAATACAGGATAAAAAGAAGAAAGAATACGCGCTTTTCTATAAAACTGAT
GTGGTACAACTTGGTAATGATAGTAGCTCATATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAGGCTT
GTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAG
GGATAAGAATTTCAATGGAACAGGAACATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAATTACTACTGAATGGCAGTTTAGCAGAAGGAGACATAGTAATTAGATCTGAAAATATCT
CAGACAATGCCAAAATCATAATAGTGCAGCTTAATGAACCTATAGAGATTAATTGTACCAGACCCAATAACAA
TACAAGAAAAAGTATAAGAATTGGACCTGGACAGACATTCTATGCAACAGGTGACATAATAGGAGATATAAGA
CAAGCACATTGTAATGTAAGTAGAACTGACTGGAGACGGATGATAGGGAAGGTAGCAGTAAAACTAAAGGAAA
TCTTTAATAACAAAAATATAACATTTAACTCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGTTTTAA
TTGTAGAGGGGAATTTAAACAGCTCCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATA
AATCTTATGGGGAGATATGGAACAACATGACCTGGATACAATGGGACAGGGAAGTCAGCAATTACACACAACA
AATATACAACCTACTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACCAG
TGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGCTATGGTATATAAGAATATTTATAATGGTAGTAG
GAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCATTTGCTATTAGTTTGCTTGATACAATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTCATAGAA
GTAGCACAAAGAGCTTGTAGGGCTATCTGCAACATACCTAGAAGAATAAGACAAGGCTTCGAAAGAGCTTTGC
TATAA 
>KX389631 
ACCTCAAGTGACTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGGAAGAGGCAGATGCCCCTCTGTTTT
GTGCATCTGATGCTAAGGCATATAGTGCTGAAAAGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAGATAAGTCTTGGAAATGTAACAGAAGCTTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTACTGATGTCAGTACTGATGTCAAGAACAGAACCAGTGGTACGAGTACTACGAGTACTCC
AATAGAACCAAAAGCATTAAACTGCTCTTTCAATGTAACTACAGAACTAAGAGATAGGCAGACGAAAGACTAT
GCGCTTTTCTATAGACTTGATGTGGTACAAATTGATAATAGTAGTAGTTATAGGCTAATAAATTGTAATGTTT
CAACCATTAAACAGGCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGGTT
TGCAATTTTAAAATGTGGAGATGAGAATTTCAATGGAACAGGACAATGTAACAATGTCAGCTCAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTACTAAATGGTAGYGTAACAGAAAAAGATATAGTAA
TTAAATCTGAAAACATCACTAACAATGCCAAAATCATAATAGTGCAGCTTGATAAAGCTGTAGCAATTAATTG
TACCAGGCCCGGCAATAATACAAGGAAAAGCATAAGGATCGGACCTGGACAAGTGTTCTATGCAAATGAAGTA
ATAGGAGACATAAGACAAGCACACTGTACTGTAAATAAACAAAATTGGAATGACACGTTACAGAAGGTAAAGG
AAAAACTAGGAAAGGTCTTTAATAAAAGCGCAAACAATATAATCTTTGACTCAGCTGCAGGAGGGGACCTAGA
AATTACAACACATAGTTTTAATTGTCAAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGA
TACCTAAAGGATCAGCAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCT
GGAACACTAGTTGGAGTAATAAATCTTATAGTGAGATTTGGGATAACATGACCTGGATACAATGGGATAGGGA
AGCCAGCAATTACACACACCAAATATATAGACTAATTGAAGAATCGCAAACCCAGCAGGAAAAGAATGAACAA
GATTTGTTGGCATTGGACAAGTGGGCAAGTCTGTGGAACTGGTTTGACATATCAAGATGGCTATGGTATATAA
GAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGTAGAGCTATTTGCAATATACCTAGAAGGATAAGAC
AAGGCTTGGAAAGAGCTTTGCTATAA 
>KX389628 
ACCTCAAGCAACTTGTGGGTCACAGTCTACTATGGGGTACCAGTGTGGGAAGAGGCATACACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCCACACATGCCTGTGTACCCACGAA
TCCTGACCCACAAGAGATATACCTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTACTGATGCTACCTTAACCTGTACTAACCGTACTGATACCAACTGCACTACCCAAATTGG
AAAGGAAGGAAGAAGCTTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAAACAAGCAGAAGGCAGAA
TATGCACTCTTCTATAGATCTGATGTGGTACCAATTGATGATAATAATACTAGTGGTACAAATTATAGTAATT
ATATGCTAATAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCAT
ACATTATTGTGCTCCAGCWGGATTTGCGATTCTAAAATGCAGGGATAAGAATTTCAATGGAACAGGACAATGT



AACAATGTCAGTACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTACTACTAAACGGTA
GTTTAGCAGAAGAAGAAATAGTAATTAAATCTGAAAACATCACAAACAATGCCAAAGTTATAATAGTGCAGCT
TAATGAAACTGTACAAATTAACTGTACCAGACCAGGCAACAATACCAGAAGAAGTATAAGAATCGGACCTGGA
CAGACATTCTTTGCAACAGGGGAGATAATAGGAAATATAAGACAAGCACGGTGTAATATAAGTTTTTCACAAT
GGAATAATACATTACAGAAGGTAGAGGAAAAACTAAAAGAGGTCTTTAATAATAAAAATATATCCTTTAACTC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATTCCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGGAAAATCA
TCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATGATGAGATTTGGGGTAACATGAC
CTGGATAGAATGGGAAAGAGAAGTCAATAATTACACACAACAAATATACAGCCTAATTGAAGAATCGCAGACC
CAGCAGGAAAAGAATGAACAAGAGTTATTGGCCTTGGACAAGTGGGCAAGTCTGTGGAACTGGTTTGAAATAA
CACAGTGGCTATGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTGATACA
ATAGCAATAGCAGTAGCTAACGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTGTTCTCC
ACATACCTAGAAGAATAAGACAAGGCGCAGAAAGAATTTTGATATAA 
>JN248584 
GCTGCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGACACCCCTCTATTCT
GTGCCTCTGATGCTAAATCATATAGTTCTGAAAAACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGATATAAAAAATATAACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAAATGCAGGAGGATATAATTAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACTCCTCTCTGTA
TTACATTAAACTGTACTAAGATAGACAAAAACAGTACTGCTTCCAACAGTAGCATTGCCAACAATAGCAGTAC
TCATGACAACAGTAGCCTTAAGGATCTCATAGAGGACATGAAAAACTGCTCTTTCAATACAACCACAGAAATA
AGAGACAAGAGTAAGCAAGAATATGCGCTTTTCTATAAAACTGATGTGGTAGAAATGAATAAGAATAGTAGTA
GTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTAAATTTTGAACCAATTCC
CATACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGAATA
TGTCATAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTGAATG
GCAGTTTAGCAGAAGGAGAAATGGTAATTAGATCTCAAAATTTCACAGACAATACCAAAGTCATAATAGTGCA
GCTTAATAAAAGTATAGCAATTAATTGTACCAGACCTGGTAACAATACAAGGAAAAGTATATCATTAGGACCA
GGACAAGTGATCTATGCAACAGGTGCCATAGTAGGAAACATAAGACAAGCACATTGTGAGGTTAACAAAACAG
ATTGGGAGGAGGTGTTAAAAAATGTCACTAGTCATCTAGAGAAGATCTATAATAAGAGCATAACCTTTAACTC
ACCTGCAGGAGGGGATCTAGAAATTACAATGCATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTTGGTGATATTTGGGATAACATGAC
TTGGCTACAATGGGAAAGGGAAATTCAAAATTACACAGACCTAATATACAGTCTGATTGAGGAATCGCAGAAC
CAGCAGGAAAAGAATGAACAAGAATTATTGTCATTAGACAAGTGGGCAAGTCTGTGGAGTTGGTTTAGCATAT
CAAATTGGCTATGGTATATAAGAATATTCATAATCATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTGACACA
ATAGCAATAGCAGTAGCTAATTGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTGGTAGAGCTATCCTCA
ACATACCTGCAAGGATAAGACAAGGCTTGGAAAGAGCTTTACTGTAA 
>JN248586 
ACCTTAGATACCATGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGAAGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAGAGCATACAGTAATGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCTCAAGAAATAGATCTGGAAAATATAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTGACCCCTCTCTGTG
TTACCTTAAACTGTCATGATAATGTCACTGTGARCAATGTCACTGTGAACAGTAATGTCACTGTGAACAATTC
TATAGCAAGAGACTTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGATAGAATAT
GCGCTTTTCTATAAACTTGATGTGGTGCCAATTAATGATAATAGTAGCTCAAATTATAGGCTAATAAATTGTA
ATGTCTCAACCATTAAACAAGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGC
TGGGTTTGCGATTTTAAAGTGTAAGGATAAGAATTTCAATGGAACAGGACAATGTAGAAATGTCAGTTCAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTACTAAATGGTAGTTTAGCAGAAGGAGATA
TAGTAGTTAGATCTAAAAACCTCACAGACAATACCAAAATCATAATAGTGCAGCTTAATGAAACTATAGAAAT
TGATTGTACCAGACCCAGCAACAATACAAGAAGAAGTATAAGAATCGGACCTGGACAATCATTCTATACAACA
GGTGAAATAATAGGGGATATAAGAAAAGCACATTGTAATGTAAATGGAACAAAATGGAGGGAGATGCTAGAGA
AGGTAAAGAAACAACTAACAGAGGCCTATAATAAGGAAAATATAACCTTTAACAATATAACCTTTGACTCAGC
CTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCT
GCACCACTAATGTGCGCTGGAATGAAAGTTGGAGTAACAAATCTTATGATGAAATTTGGGGTAACATGACCTG
GATACAATGGGAAAGGGAAATCAACAATTACACACAACAAATATACAGCCTAATTGAAGAATCGCAGACCCAG
CAGGAAAAGAATGAACAAGACTTACTGGCATTGGACAAGTGGGATAGCTTGTGGAACTGGTTTGACATATCAA
AGTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTTGCTATTAATTTGCTTGATACAATA



GCAATAGCAGTAGCTAACTGGACAGATAGGGTCTTAGAAGTAGTACAAAGGGCTTGTAGAGCTATTCTTAACA
TACCTAGAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTATAA 
>JN248593 
GCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGATGCAGAGACCCCTCTGTTCTGTG
CATCTGATGCTAAAGCCTATAGTACCGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAGATAGGTCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTGTTA
CCTTAAACTGTGTTACCTTAAACTGTACTGATGCCACTTATATTGGGAACTACACTAAGACCAACTATACATG
TGAAGAAAAGGACAAAATAGTAAACTGCACTTTCAATATAACCACAGAAATAAGAGATAGAAGAAAGAAAGAA
CATGCGCTTTTTTATAGACTTGATGTGATACCAATTGATAATAACAATAGTAGTGAGTATAGGCTAATAAATT
GTAATGTCTCAACCATCAAACAAGCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCTCC
AGCTGGCTTTGCGATTTTAAAGTGTAGGGATAAGAATTTCACAGGAAAAGGAGAATGTAAAAATGTCAGTTCA
GTACAATGTACACATGGAATAAGGCCAGTGGTATCAACCCAATTATTACTAAATGGTAGTTTAGCAGAAGAAG
AAATAGTAATTAGAACTGAAAACTCTAGCCAAAATACCAAAATCATAATAGTGCAGCTTAACGAAACTATAGA
AATTAATTGTACTAGACCCAATAACAATACAAAAAGAAGTATAAGAATCGGACCTGGACAAACGTTCTATGCA
CAAGGTGACATCATAGGAAATATAAGACAAGCACATTGTAATGTAAGTGCAGCAAAATGGAAAAATATGATAC
AGAACGTAACGGAACTACTAAAAAAGACCTATAACAAAAATATAACCTTTAGCCCACCCGTAGAAGGGGACCT
AGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTTATCTGCACCACTAATGTGC
CCTGGAACGTTAGTTGGAGTAATAGATCTTATGATCAGATTTGGGATAACATGACCTGGATACAATGGGACAG
GGAAGTCAGGAATTACACACAGCAAATATACACCCTAATTAAAGAAGCGCAGAACCAGCAGGAAAAGAATGAG
CAAGACTTATTGGCATTGGACAGTTGGGCAAGTTTGTGGGACTGGTTTGCCATATCAAAGTGGCTATGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTCAAAATAGTCTTTGCTGTGTTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTTTGGTTGATACATTAGCAATAGTAGTAGGT
AACTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCTTTTCTTCACATACCTAGAAGAGTAA
GACAAGGCCTTGAAAGAGCTTTGCTATAA 
>KX389619 
GCCTCAGAGAAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCCCACTATTCT
GTACATCTGATGCTAAAACATATAGTTCTGAGAAACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATAGCTCTAGAAAATGTAACAGAAAATTTTGATATGTGGAACAATAACATGGTAAAT
CAGATGCATGCGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTG
TTACTTTAAATTGTGTTGATGCAAAGAAAAAAAATAGTACTAGTGGAGCTACTCCCTCCACTACTACTATTAC
TGTGAAGGACCAAGAAGATGAAATGAGAAACTGCTCTTTCAATGTAACCACAGAAATAAGAGACAAGCGGAAG
GAAGAATACGCGCTTTTCTATAAACTTGATATAATACCAATTAATGGTAGTAGTTATAGGCTAATCAATTGTA
ATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTAAATTTTGAACCAATTCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTTTAAAATGTAGGGATAAAGACTTCAATGGAACAGGAACCTGTAAAAATGTTAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTGAATGGCAGTTTAGCAGAAGAGAACA
TAACAATTAGATCTGAAAACATCACAGACAATATCAAAATAAAAATAGTGCAGCTTAAGGAGCCTATAAATAT
TACTTGCGCCAGACCCAGCAACAATACAAGAAGAAGTATAACATTTGGACCAGGACAAGCGTTCTATGCAACA
GAGCAAATAACAGGAGATATAAGACAGGCACATTGTAATGTTACTAGGAGAGAATGGGTGGATATGTTAGGGA
AGCTCAAAACACAGCTAAAGAAGCAATTGTCTAATAAGGAAGTAAAATTTGCCCCATCTGCAGGAGGGGACCT
AGAAATCACAACACATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCGCTGGAAAACTCATCTGCACCACTAATGTGC
CCTGGAACACTAGTTGGAGTAATAAATCTTTTGAGCAAATTTGGTATAATATGACTTGGATACAATGGGAGAG
GGAAATTGATAATTACACACAACAAATATACAGCCTAATTGAAGAATCACAGAACCAGCAGGAAAAGAATGAA
CAAGACTTATTGGCCTTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTATGGTATA
TAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTATACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCT
AACTGGACAGATAGGGTTATAGAAGTCGCACAGAGAGCTTGCAGAGCTGTTCGCAACGTACCTGTAAGAATAA
GACAAGGCTTAGAACGAGCTTTGCTATAA 
>KX389645 
ACCGCAGAGAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGAGGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTATGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAGATAAATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTAGTAATATTACCTGTAATGAGCCAACCAATGGGACAAACAATAGGACAACCAATTGTAC
TGAAATTGAGCGTAATGGAAATGAAATCTTAAGAAACTACTCTTTCAATATGACCACAGAAGTAAGAGATAAG
CAGAAGAAAGAATACGCTCTTTTTTATAAACTTGATGTGGTACAAATGAATAATAATAATGATAGTAGTTATA
GGCTAATTAATTGTAATATCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCGATCCCCATACA
TTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGCAATGACAAGAATTTCAATGGAACAGGAAACTGTAAA



AATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCCACTCAACTACTACTGAATGGCAGTT
TAGCAGAAGACAAGATAGTAATCAGATCTGAAAACTTCACAAGCAATACCAAAGTCATAATAGTGCAGCTTAA
TGACACTATAGAAATTACTTGTATCAGACCCAATAACAATACAAGAAAAAGTATAAGAATTGGACCTGGACAG
GCGTTCTATGCAACAGGGGATATAATAGGAGATATAAGACAAGCACATTGTAATGTAAGTAGAGCAAACTGGA
CAAGAATATTAGAGAAGGTAAGAGCACAGCTAAAGGACATCTACAATAAATCTGAGGAAAAGATAACCTTTGA
CTCACCCTCAGGTGGGGACCTAGAARTTACAACACATAGTTTTACTTGTGGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTCTGGAAAGATACCTACAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGAATAACAT
GACCTGGATACAATGGGACAGGGAAGTCAACAATTACACACAACAAATATACAATCTAATTGAAATATCACAA
AACCAGCAGGAAAAGAATGAACAAGACTTATTGTCATTGGGAGAGTGGGACAGCCTGTGGAATTGGTTTAGCA
TATCAAAGTGGCTACGGTATATACAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATCTGCTTGAC
ACAATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTGGTAGAGCTATCC
TCAACATACCTAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTGCTATAA 
>KY953200 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGACGCAGATGCCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGCACTGAAAAACATAATGTCTGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAGATGCCTCTGAAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGCACTAATGTCACTTGTTCCAACGGTACGTGTGACGGAGCAAAAAACTTAAAAAATTGCAC
TTTCAATATAACCACAGAACTAAGAGATAAGAGCAAAAAAGAATATGCTATTTTCTATAGATCTGATGTGGTA
CAAATTGGTGACAACTCAACAAAGTATAGGCTAATAAATTGTAATATCTCAACCATTAAACAGGCCTGTCCAA
AAGTGACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGTGTAATGATGA
GAATTTCAATGGAAAAGGACAATGTAAAAATGTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTA
TCAACTCAATTACTACTAAATGGTAGTTTAGCAGAAGGAGAAATAGTAATTAGAAGTGAAAACTTCACAAACA
ATGCCAAAACCATACTAGTGCAGCTTAATAAATCTATAGAAATTAATTGTACCAGACCTGGCAATAATACAAG
AAAAAGTATAAGTTTCGGACCTGGACAAGTGTTATATGCAACAGGTGCTATAATAGGAKCTATAACAACAATC
ACTGTAACCTTTAACTCATCCACAGGAGGGGACCTAGAAGTTGTAACACACATGTTTAATTGTGGAGGAGAAT
TTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGG
ATGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTATGATGAG
ATTTGGGGTAACATGACCTGGATAGAATGGGAAAGGGAAGTCAACAATTACACAAAACAAATATATAGTCTAA
TTGAAGAATCGCAAAACCAGCAGGAGAAAAATGAACAAGACTTATTGGCACTGGACAAGTGGGCAAGTCTGTG
GACTTGGTTTGACATATCAAACTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGGTTAATAGGC
CTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTA
TTAATTTGCTTGATACAACAGCAGTTGCAGTAGCTAATTGGACAGATAGGGTTATAGAATTAGCACAAAGAGC
TTGTAGGGCTATTCTCCATATACCTAGAAGAATAAGACAAGGCGCAGAAAGAGCTTTGCTATAA 
>KY953201 
ACCTTAGAAAACCTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGAAGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAACTGAAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAACCTGTAATCATAGTGTCACTGCTATGAACAGTACTATGAACAGTTCTAGCATTGTGAACAGTAC
TATGATAGATCTAACAGAGGATTTTAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGGAAAAG
AAAGAATATGCGCTTTTCTATAAACTTGATGTGGTGCTAATTGATGGTAAGATAGATAATAGCTCCTATAGGC
TAATAAATTGTAATGTCTCAACCATTAAACAAGCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTA
TTGTGCTCCAGCTGGGTTTGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACAATGTAAAAAT
GTCAGTTCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTACTACTAAATGGTAGTGTAT
CAGAAGGAGATATAGTAATTAGATCTAAAAACCTCACAGACAATACAAAAACCATAATAGTGCAGTTTAATAA
AACTATAGGAATTAATTGTACCAGACCTGCCAACAATACAAGAAAAAGTATAAGAATCGGACCTGGACAATCG
TTCTATACAACAGGTGAAATAATAGGGGATATAAGACAAGCACATTGTAATGTAAGTGGAAAAGAATGGTATG
AGATGTTAGAGAAGGTAAAGGAACAACTAAAAAAGACCTATAAGAAGGAAAATAATATAACCTTTAACAGTAT
AACCTTTAACTCAACAGCCCCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAATGAAAGTTGGAGTAACAAATCTTATACTGATAT
TTGGGAGAACATGACCTGGATACAGTGGGAAAGGGAAATCAACAATTACACGCAAGAAATATACAACCTAATT
GAAGCATCGCAGACCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGCCAAGTGGGACAGCTTGTGGA
CCTGGTTTGACATATCAAATTGGCTATGGTATATAAGAATATTTGTAATGATAGTAGGAGGTTTAATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTTGCTATT
AATTTGCTTGATACCATAGCAATAGCAGTAGCTGACTGGACAGATAGGATCTTAGAAGTAGTACAAAGGGCTT
TTAGAGCTATTCTTAACATACCTACTAGGATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 



>KX389648 
GCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGATGCAGACACTCCTCTATTTTGTG
CATCTGATGCTAAAGCATATAGTACTGAAAGACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAGATGCCTCTGGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAAGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTGTTA
CCTTGAACTGTACTAATTACAACCATACTAACAATGCTACAAAAAACAATGAGACAGTAACAATAAATAACAG
TACTACAAGCAACCTAACAGGAGAAAACCCATTCGTAAACTGTTCTTTCAATATAACCACAGAACTAAGAGAT
AAGCAAACGAAAGAATATGCACTTTTCTATAGAACTGATGTGGTACCACTTGATAATAATACTGATCTTAATA
TCAATAGTAGTGGAGATTATAGGCTAATAAATTGTAATGTCTCAACCATCAAGCAGGCTTGTCCAAAGGTGTC
TTTTGATCCAATTCCCATACATTATTGTGTTCCAGCTGGGTTTGCGATTTTAAAGTGTAGGGAAAAGAATTTC
ACTGGAACAGGAGAATGTAAAAATGTCAGTTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AATTACTGTTAAATGGTAGTTTAGCAGAAGATGAAATAGCAATTAGAACTGAAAACATCACAAATAATGCCAA
AATCATAATAGTGCAGCTTAACAAATCTGTAGAGATTACTTGTACCAGACCCAACAACAATACAAGAAGAAGT
ATAAGAATAGGACCTGGACAAGAGTTCTATGCAACAGGTGCAGTAATAGGAGATATAAGACAAGCACATTGTA
AAGTGAATAAAACAAAGTGGACTGAGACGTTACAAGGAGTAAAGGAACAACTAAAAAAGGTCTTTAAAAATAT
AACTAATGTAATTTTTAACTCGTCCGCAGGAGGGGACCTAGAAATTACAACACATAGTTTTATCTGTAGAGGA
GAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATTCCTAACGGACCAACAGCTCCTAGGGATTT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAGAACTTATGA
GGAGATTTGGGGGAACATGACCTGGATAGAATGGGAAAGAGAAATCAACAATTACTCACAGGAAATATACAGA
CTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAAAAAGACTTATTGGCATTGGACAAGTGGACAAGTT
TGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAAT
AGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTC
GCTATTAATTTGTATGATACTATAGCAATAGCAGTAGCTAACTGGACAGATAGAGTTATAGAAGTAATACAAA
GAGCTGGTAGAGCTATCCTCAACATACCTAGAAGGATAAGACAAGGCTTAGAAAGAGCTTTACTATAA 
>U88826 
GCCTCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCCCCCTATTCT
GTGCCTCTGATGCTAAATCATATAGTTCTGAAAAACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGCTATAGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGAGGAAAGCCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTA
TCACTTTAAACTGTACTAATGTAAACAGTGCTAATCATACTGAGGCCAATAACACTGTAGAAAACAAAGAAGA
AATAAAAAACTGCTCTTTCAAGATAACCACAGAAAGGGGAGGCAAGAAGAAGGAAGAATACGCGCTTTTCTAT
AAACTTGATGTGGTACCAATTAGTAATGGGAATAAGACTAGTTATAGGCTAATACATTGTAATGTCTCAACCA
TTAAACAGGCTTGTCCAAAGGTAAATTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TTTAAAGTGTAGGGATAAGGAGTACAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGCTGAATGGCAGTTTAGCAGAAGAAGATATAAGAATTAGAT
CTGAAAATTTCACAGACAATACCAAAGTCATAATAGTGCAGCTTAATAATAGTATAGAAATTAATTGTATCAG
ACCCAATAACAATACAAGAAAAAGTATACCAATCGGACCAGGACAAGCGTTCTATGCAACAGGTGATATAATA
GGAGACATAAGACAAGCACATTGTAATGTTAGTAGAATAAAATGGAGGGAGATGTTAAAGAATGTCACAGCAC
AGCTAAGGAAAATCTATAATAATAAGAACATAACCTTTAACTCATCTGCAGGAGGGGACCTAGAAATTACAAC
ACATAGTTTCAATTGTAGAGGAGAGTTTAAACAGCTCCAGTCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTA
GTTGGAGTAATAAATCTTATAATGAGATTTGGGATAACATGACTTGGCTAGAATGGGAAAGGGAAATTCACAA
TTACACACAACACATATACAGCCTGATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGACTTATTG
GCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAGAATATTCA
TAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAACAGCTAACGGGACAGAT
AGGGTTATAGAAGTAGCACAAAGAGCTTATAGAGCTATTCTCAACGTACCTACAAGGATAAGACAAGGCTTAG
AAAGAGCTTTGCTATAA 
>AF069943 
GCCTCAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCAGATACCTCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTATGGGCTACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAGATAAGTCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTACCCAACAATTATACTGATAAGGGCAATGAAATCGAAAACTGCTCTTTCAA
TATAACCACAGAAATAAAAGATAGGAAGAAGACAGAATACGCGCTTTTCTATAGACTTGATGTGATACCACTT
AGAGATAATAATAGTACAAATAATTATAGGTTAATAAATTGTAATGTCTCAACCATTAAACAAGCTTGTCCAA
AGGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCAATTTTAAAGTGTAGGGATAA
GAATTTCAATGGAACAGGAGCATGTAAAAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTA
TCAACTCAATTACTACTGAATGGCAGTTTAGCAGAAGAAGAAATAGTAATTAGATCTGAAAACATTACAAACA
ATGCCAAAGTCATAATAGTACAGCTTAATGAAACTATAGGAATTAATTGTACCAGACCTAATAACAATACAAG



AAAAAGTATAAGATTCGGACCTGGACAGGCGTTCTATGCAACAGGTGAAATAATAGGGAATATAAGACAAGCA
CATTGTAATGTAAGTGGAGCAGAATGGAATAAGATGGTACAAAAGGTAAAAGCACAGCTAAAGGAAATAGAAA
TCTTTAGGAGCAAAAATATAAGCTTTAACTCATCCACAGGAGGGGACCTAGAAATTACAACACATAGTTTTAA
TTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATA
AATCTTATGAGGAGATTTGGGATAGCATGACCTGGATACAATGGGACAGGGAAGTCAACAATTACACACAACA
AATATACAACCTAATTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAG
TGGGCGAGCTTGTGGACTTGGTTTGACATAACAAAATGGCTATGGTATATAAGAATATTTATAATGATAGTAG
GAGGGTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCTTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAA
GTAGCACAAAGAGCTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAAGACAAGGCCTTGAAAGAGCTTTGC
TATAA 
>AF069937 
ACATCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGACGCAGATACCACTCTATTTT
GTGCACCTGATGCTAAAGCATATAGTACTGAAAGGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAACTCTGGAAAATATAACAGAAATTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCTTGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTACTAGTGATAATAATGTCAATTGTACTAATGCCAATTGTACTAATAACAGTACCAGGAG
CTTAGAAGAAGCAAACTTAAGAAACTGTTCTTTCAATATAACCACAGAAATAAGAGATAGGCAGAAGAAAGAA
TATGCGCTTTTCTATAAACCTGATGTGGTACCAATTGATGATCAAAGTAATAGTAGTAATAGTAGTTATAGTA
GTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAGGCCTGTCCAAAGGTGTCTTTTGACCCAATTCC
CATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGTGTAGGGAGAAGAATTTCACTGGAAAAGGACAA
TGTAAAAATGTCAGTTCAATACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTACTAAATG
GGAGTTTAGCAGAAGAAGAAATAGTAATTAGAACTGAAAACATCACAGACAATACCAAGGTCATAATAGTGCA
GCTTAATGAAACTATAGAAATTAATTGTACCAGACCCAGCAACAATACAAGAAAGAGTATAACAATAGGACCT
GGACAAGCGTTCTATGCAACGGGTGCAATAATAGGAGATATAAGACAAGCACATTGTAATGTAAGTAAAACAA
AATGGAGTGAGATGTTACAGAAGGTAAGGAAACAACTAGAAAAGGTCTTTAATATTAGTGAAGGAAATATAAC
CTTTAACTCATCCACAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTAGAAAGGTTCCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAGATCTTATGATGAGATTTGGGA
TAACATGACCTGGATAGAATGGGAAAGGGAAGTCAGCAATTACACACAGGAAATATACAAACTAATTGAAGAA
TCGCAAAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAGGCTTGTGGAACTGGT
TTAGCATAACAAAATGGCTATGGTATATAAAAATATTTATAATGGTAGTAGGAGGTTTAATAGGTTTAAGAAT
AGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTG
TTTGATACTATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAG
CTATTCTCAACATACCTAGAAGGATAAGACAAGGCGCCGAAAGAGCTTTGCAATAA 
>AF069935 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTATGGGCCACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAGATAGAGCTGAAAAATGTAAAAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAGGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTAAACACCACCAGCTGTACTAACAACACCACCACTAAGAATACCACTGTTGA
CACTATGTGTGATAGTATGACAAACTGCTCTTTCAATGTAACCACAGAAATAAAAGATAGGCAGAAGAAAGAA
TACGCGCTTTTCTATAGACTTGATGTGGTACAATTTAAAGATAATGATAATTCAAGTAAGTATAGACTAATAA
ATTGTAATGTCTCAGCCATTAAACAGGCTTGTCCGAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGC
TCCAGCTGGTTTTGCGATTTTAAAGTGTAATGAGAAGAATTTCACTGGAACAGGAACATGTAGAGATGTCAGT
ACAGTACAATGTACACATGGCATTAAGCCAGTGGTATCAACTCAATTACTACTGAATGGCAGTTTAGCAGAAG
AAGAAATAGTAATCAGATCTGAAAACATCACAAACAATGCCAAAGTCATAATAGTGCAGCTTAATGAAACTAT
AGAAATTACTTGTACCAGACCCAATGACAATAAAAGAAAAAGTATAAGAATCGGACCTGGACAGGCGTTCTAT
GCAACAGGTGACATAATAGGAGATATAAGACAAGCACATTGTAATGTAAATGGAACAAAATGGAATGAGATGG
TAGAGAAGGTAAAAGCACAGCTAGGGAAACTAGAACTCTTTAAGAACAAAAGTACAACTATAAAATTTGGCAC
ATCCACAGGAGGGGACCTAGAAATTGCAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCCTGGAACATTAGTTGGAGTAATAAATCTTATGAGGACATTTGGGATAAAATGAC
CTGGATAGAATGGGACAGGGAAGTCAGCAACTACACACAACAAATATATAGCCTAATTGAAGAATCGCAAAAC
CAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGTTTGATACA
ATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTCGTAGAGCTATTCTCA
ACGTACCTAGAAGGGTAAGACAAGGCTTGGAAAGAGCTTTGCTATAA 



>AY612637 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAGGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTATGAAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TCACTTTAACCTGTACTAATGTAACTATTAATGTAACCAGCAGTAGCAACAGTAGTGTAACCAGCACTAGCAC
TGTGGGTAGCACTACCAGCACTAGCACTGTGGGTAGCACTGCCAGCACTAGCACTGTGGGTAGTACTGCGGGT
TACAGAGAAGAACTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAAAGATAGGAGGAAGCAAGAATACG
CGCTTTTTTATAAACTTGATATAGTACCAATTAATGATGGTAGGAATAGTAGTGCAAATAATTATAGGCTAAT
AAATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGT
GCTCCAGCTGGTTTTGCGATTCTAAAGTGTAGGGATAAGGAGTTCAATGGAACAGGATTATGTAAAAATGTCA
GTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTGAACGGCAGTTTAGCAGA
AGGGGAAATAATGATTAGATCTGAAAACATCACGAACAATGCCAAAAACATAATAGTACAGCTCAATGAAACT
GTACCCATTACGTGTGCCAGACCCAGCAATAATACAAGAAAAAGTATAAGATTTGGACCAGGACAAGCGTTCT
ATGCAACAGATGCCATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAGAATAAGATGGGAAAATAT
GAAACAAAATGTAACTGCAAAACTAGAAAAAATATTTAAAAAGAACATAACCTTTAACCCACCTGCAGGAGGG
GACTTAGAAATTACAACACATAGTTTTATTTGTAGAGGAGGATTTAAACAGCTCCAGGCAAGAGTCCTGGCTG
TGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGGCTCATCTGTACCACTAA
TGTGCCCTGGAATGCTAGTTGGAGTAATAAATCTTATAATCAAATTTGGGATAACCTGACATGGGTACAATGG
GAAAGGGAAATTAGCAATTATACACAACAAATATACACCCTACTTGAGGAATCGCAGAACCAGCAGGAAAAGA
ATGAACAAGACTTATTAGCATTGGACAAGTGGGCAGATTTGTGGAATTGGTTTGACATATCAAGATGGCTATG
GTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATA
ATAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGATTGATACAGTAGCAATAGCAG
TAGCTAACTGGACAGATAGAGCTATAGAAGTAGTGCAAAGAGTTGGTAGGGCTATTCTCAACATACCTGTAAG
AATAAGACAAGGCTTGGAAAGACTTTTGTTATAA 
>FR846408 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGAGGCAGATACCATTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAGATCCCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTAAAAATGTAAATAGCACTAAAAATGCAACCACTCCTACTGTAACCCCTACCCCTACTAG
CCTTATGAAGGACACAGGAGAACTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAA
CAAGAGTATGCGCTTTTCTATAAACTTGATATAGTACCAATTGATGATAATGGTAAAAATAGTACAAATTATA
GGCTAATAAATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGATGTCATTTGACCCAATTCCCATACA
TTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAGGGATAAGGAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGCTAAATGGCAGTT
TAGCAGAAGGAGAAATAATAATTAGATCTGAAAACATCACAGACAATGCCAAAATCATAATAGTACAGCTTAA
TACAACTGTAAGCATTACATGTACCAGACCCAACAACAATACAAGAAAAAGTATACCAATCGGACCAGGACAA
GCGTTCTATGCAACAGGTGACATAATAGGAGATATAAGACAAGCATATTGTAATATTAGTAGAACAGAATGGA
ATAGTACGATACAGGATGTAACAAAAAAATTAGAACAATTCTTTAACGGCAAGAAAATAACCTTTAACTCATC
CGCAGGAGGGGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAGTTTAAACAACTCCAGGCAAGA
GCCCTGGCTGTGGAAAGATACCTACGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCT
GCACCACTACTGTGCCCTGGAATGCTAGCTGGAGTAATAAATCTTATGATGATATTTGGAATAACCTGACCTG
GGTAGAATGGGAAAGGGAAATTAACAATTATACACACCAGATATACAGCTTACTTGAAGAATCGCAGATTCAG
CAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAA
ATTGGTTATGGTATATAAGAATATTTATAATGGTAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCCATTAGTTTGTTTGATACAATA
GCAATAGCAGTAGCTAACTGGACAGATAGAGTTATAGAAGCAATACAAAGATTTGGTAGGGCTTTGCGCAACG
TGCCTAGAAGAATAAGACAAGGCGCCGAAAGGCTTTTGCTATAA 
>FR846410 
GCCTCAAATGACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGGAGGCAGCAAATACCACTCTATTTT
GTGCATCTGATGCTAAGGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATATAACCAACAATAGTAGTATAAACAACAGCACTATGGGAGAACTAAAAAACTG
CTCTTTCAATATAACCACAGAAATAAGAGATAAAAAGAAGCAAGAATACGCGCTTTTCTATAAACTTGATATA
GTACCAATTGATAGTAATAGTAATAGTAGTACAAGTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTA
AGCAGGCTTGTCCAAAGGTGTCATTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCT
AAAGTGTAGGGATGAGGAGTTCAATGGAACAGGACCATGTAACAATGTCAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGATATCAACTCAATTGCTGCTAAACGGCAGTGTGGCAGAAAAGAAAATAATGATTAGATCTG



AAAACATCACAAACAATGCCAAAAACATAATAGTGCAGTTTAATAAAACTATAAGCATAACGTGTACTAGACC
CAACAATAATACAAGAAAAAGTATAAGAATCGGACCAGGACAAGCATTCTATGCAACAGGTGAGATAATAGGA
GATATAAGACAAGCACATTGTAATGTTAGTAGAAAAGATTGGAAAGAGATGATAGGAAATGTGACTGAAAAAC
TAAGTGAAATATTTAACAAGAGCAAAGGGAACATAACCTTTAACCCATCCGCAGGAGGGGACTTAGAAATTAC
AACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGGCTCATCTGCACCACTAATGTGCCCTGGAATA
CTAGTTGGAGTAATAAATCTTATAATGAAATTTGGGATAACCTGACATGGGTAGAATGGGAAAGGGAAATTAG
CAATTATACACAACAAATATACAACCTACTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGACTTA
TTGGCATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTATGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGTTAG
GAAGGGATACTCACCATTGTCATTCGCCATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAACTGGACA
GATAGAGTTATAGAAGTAGGGCAAAGAGTTGGTAGGGCTTTTCTCAACATACCTAGAAGAATAAGACAAGGCT
TGGAAAGAGCTTTGCTATAA 
>MF614605 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAGATAACTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAGTCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAACTGTAATAATGTAAACTGTACTAAAAACAATTGTACTGAGGGAAACAACAGTAGCACTATGAA
AGGCAATGAAGAAATGAAAAACTGCTCTTTCAATATAACTACAGAAGTAAGAGATAAGAAAAAGACAGAATAC
GCGCTTTTCTATAAACTTGATGTAGTACCAATTAATGATAAAAGTAGTAATAGTACTAGTACTTATAGGCTAA
TAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACATTATTG
TGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGTCCATGTAAAAATGTC
AGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGCTGAATGGCAGCTTAGCAG
AAGAAGAAATAATAGTTAGATCTGAAAACATCACAGACAATGCCAAAGTCATAATAGTGCAGCTTAATAAATC
TGTAGAAATTATATGTACCAGACCCAATAACAATACAAGAAAAAGTATAAGTTTAGGACCAGGACAAGCGTTC
TATACAACAGGTGAAATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTGGAAAAGATTGGAATGAGA
TGTTACAGAATGTGACTACAAAACTAAAAGAAATYTTTAACAAAAACATAACATTTAACTCATCTGCAGGAGG
AGATCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAAGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTA
ATGTGCCCTGGAACGCTAGTTGGAGTAATAAATCTTTTAGTGAAATTTGGGATAACATGACCTGGATAGAATG
GGAAAGAGAAATTAACAATTACACACACCAAATATACAACCTGCTTGAAGAATCGCAAAACCAGCAGGAAAAG
AATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTAT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCATTCGCTATTAATTTGGTTGATATAATAGCAATAGCA
GTAGCCAACTGGACAGATAGGGTTATAGAARTAGTACAAAGAACTTGTAGAGCTTTTCTTAACATACCTAGAA
GAATAAGACAAGGCTTAGAAAGAGTTTTGCTATAA 
>EF367231 
GCCTCTGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGACACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATATCTGGGCTACACATGCCTGTGTCCCCACAGA
CCCCAACCCACAAGAAATACCTCTGGAAAATATAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAACTGTAATAATGTAGACTGTACTAAAAAGAATTGTACTAAGGAGAACAACAATAGCACTATAAC
AGGCTATAATGGAGAAATAAAAAACTGCTCTTTCAATATAACTACAGAATTAAGAAATAAGAAAAAGACAGAA
TACGCGCTTTTCTATAAACTTGATGTAGTAGCAATTGATGATAAAAGTAGTAATAGTACTTATAGGCTAATAA
ATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGACTTTTGACCCAATTCCCATACACTATTGTGC
TCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGT
ACAGTACAATGTACACAAGGAATTAAGCCAGTGGTATCAACTCAATTATTGCTGAATGGCAGCTTAGCAGAAG
AAGAAATAATAATTAGATCTGAAAACATCACAGACAATGCCAAAATCATAATAGTACAGCTTAATAAATCTGT
AGAAATTACATGTACTAGACCCAATAACAATACAAGAAAAAGTATAAGTTTTGGACCAGGACAAGCGATCTAT
AAAACAGGTGATATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTAGAGAAAATTGGAATGAGATGT
TACGAAATGTAACTACAAAACTAAAAGAAATCTTTCACAAAAACATAACATTTAACTCACCTGCAGGAGGAGA
TCTAGAAATTACAGCACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGGTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTAATG
TGCCCTGGAACGCTAGTTGGAGTAATAAATCTTATGATGAAATTTGGAATAACATGACCTGGATAGAATGGGA
AAGAGGAATTAACAATTACACAAGCCAAATATATAACCTGCTTGAAGAATCGCAAAACCAACAGGAAAAGAAT
GAACAAGACTTATTGGCATTAGACCAATGGGCAAGTTTGTGGAACTGGTTTGACATATCAAAATGGCTATGGT
ATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTATCATTCGCTATTAATTTGGTTGATACACTAGCAATAGCAGTA



GGCAACTGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTTGTAGAGCTTTGCTTAACATACCTAGAAGAA
TAAGACAAGGCTTAGAAAGAGCTTTGCTATAA 
>AF061642 
GCCTCAAATAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCATCCGATGCTAAATCATATAGTGCTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTATGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTACTGATGTAACCAACAAAGGCAACAAAAGAAATAATAGCACTGATAATAGCACTGAAAC
CAACAATAGCACTGTGGATAACCCAGGAGAAATAAAAAACTGCTCTTTCAATGTAACCACAGAAATAAGAGAT
AAGAAAAAGAAAGAATACGCGTTTTTCTATAGACTTGATGTAGTACCAATTAATAATGCAACTAATTATAGGC
TAACACATTGTAATGTCTCAACCATCAAACAGGCTTGTCCAAAGGTAACTTTTGACCCAATTCCCATACATTA
TTGTGCTCCAACTGGTTTTGCGATTTTAAAGTGTAGGGATAAGGAGTTCAATGGAACAGGACCATGTAAAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTACTGAATGGCAGTTTAG
CAGAAGGAAAAATAAAAGTTAGATCTGAAAATTTCACAGACAATACCAAAGTCATAATAGTACAGCTTAATAA
AACTGTAGAAATTAATTGTACCAGACCCAACAACAATACAATGAAAAGGATAAGAATGGGAATTGGACCAGGA
CAAACGTTCTATGCAACAGGTGCCATAATAGGAGACATAAGACAAGCACATTGTAATGTTACTAAAAGAAAAT
GGAAAGAGGCCTTACAGAATGTCGCTGCAGAACTAGGGAAAATCTTTAATAAGAGCAGCGAGAACATAACCTT
TAACTCATCTGCAGGAGGGGACCTAGAAATTACAACACATAGTTTCATTTGTAGAGGAGAGTTTAAACAGCTC
CAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTAATGTGCCCTGGAACGTTAGTTGGAGTAATAAATCTTATAATGAAATTTGGGATAA
CATGACTTGGATAGAATGGGAAAGGGAAATCAACAATTACACATACCAAATATACAGCCTACTTGAAGAATCA
CAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCCTTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTG
GCATAACAAGATGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTT
GATACAGTAGCAATAGCAGTAGCTAATTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTA
TCCTCAACATACCTACAAGGATAAGACAAGGCTTGGAAAGAGCTTTGCTATAA 
>KU168278 
GCCTCAAATAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGGAAGATGCAGATACCACTCTATTCT
GTGCATCTGATGCTAAAGCATATAGTTCTGAAAAACATAATGTATGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTATAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAAAGTAAACTGTAATAATAGTACCAGTACCAACAATTGTACTGTAGATAATAGCAC
TGTGAATAACGACGAGAGAACAAACTGCTCTTTCAATGTAACCACAGAAATAAGAGACAAGAGGAAACAAGAA
TATGCGCTTTTCTATAAACTTGATGTAGTACCAATTAAAAATGATAATAGTAGTTATATGTTAAAAAATTGTA
ATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTAAATTTTGACCCCATTCCCATACATTATTGTGTTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAACAATATTAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGCTGAATGGTAGTTTAGCAGAAGAAGACA
TAATAATTAAATCTGAAAACTTCTCAGACAATACCAAAGTCATAATAGTGCAGCTTAATGAGACTATAGACAT
TAATTGTACCAGGCCTGACAACAATACAAGAAAAAGTATAACATTTGGACCAGGACAAGCGTTCTATGCAACA
GGTGACATAATAGGAGACATAAGACAAGCACATTGTAATGTTAGTAAAACAAAATGGGTGAATATGTTACGGC
GTGTCAAAGCACGTCTACAGAACATCTATAATAATACTGGGGGCAACATAACCTTTAACTCGTCCGCAGGAGG
GGATCTAGAAATTACAACACATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTGAGGGATCAACAGCTCTTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCTCTGGAACACTAGTTGGAGTAATAAATCTTATGATGAAATCTGGGATAACATGACTTGGATACAATG
GGACAGGGAAATTAACAATTACACACAACAAATATACACCCTAATTGAACAATCGCAAAACCAGCAGGAAAAG
AATGAACAAGAACTATTGGCATTGGACAAATGGGCAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTAT
GGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAGGAGGATTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCA
GTAGCTAACTGGACAGATAGGGTTATAGAAGGACTACAAAGAGCTTGTAGAGCTATTCTTAACGTACCTACAA
GGATAAGACAAGGCTTAGAAAGAGCTTTGCTATAA 
>HQ236614 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCGGTGTGGGAAGATGCAGATACCACTCTACTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGACATAATCAGTTTATGGGATGAAAGCCTAAAGCCGTGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTGAAGCAAACATCACTAGCACTAATAGCACTGTATATGACAATAGCACTGTAGATGA
CAATAGCACTGTATATGACAAAGGACAAATAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAGA
CAGAGGAAAGAACATGCGCTTTTCTATAAACTTGATATAGTACAAATTAATGATAATGATAATCAAAATACTA
CTTTATATAGGCTAATAACTTGTAATGTCTCTACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAAT
CCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAATCCAAAATGTAGGGATAATGAGTTCAATGGAACAGGA



CCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAAACCGGTGATATCAACTCAATTGCTACTAA
ACGGCAGTTTAGCAGAAGGAGATATAATGATTAGATCTGAAAACATCACAGACAATGCCAAAACCATAATAGT
GCAGCTTAAGACAGAAGTAAACATTACGTGTACCAGACCCAATACCAATAAAAGAAGAAATATAAGAATCGGA
CCAGGACAAGCGTTCCATGCAACAGATAGTATAATAGGAAATATAAGACAAGCACATTGTAATATTAATAAAA
CAAACTGGGAAAATATGCTAAAAAATGTAAGTAACAAGCTAGGAGCATTCTTTAAGAATAAGACCATAATCTT
TAACTCATCCTCAGGGGGGGACTTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTCAAACAGCTC
CAGGCAAGAGTACTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
GGCTCATCTGCACCACTAATGTGCCCTGGAATGCTAGTTGGAGTAATAAATCTTATAATGAAATTTGGGATAA
CATGACATGGGTAGAATGGGAAAGAGAAATTGGCAATTATACACAACAAATATACAACCTGCTTCAAGAATCA
CAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGCTTGTGGAATTGGTTTG
ACATATCAAATTGGCTATGGTATATAAAAACATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGT
TTTTACTGTGCTTTCTATAATAAATAGAGCTAGGAAGGGATATTCACCACTGTCATTCGCCATTAGTTTGTAT
GATACAATAGCAATAGTAGTAGCTAACTGGACAGATAGCGCTATAGAAGGAGTGCAAAGAGTTGGTAGGGCTT
TTCTCAACATACCCAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTGCTATAA 
>HQ236606 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAGGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTCAATAAAACTATAACCAATGGCAATAAAACTGTAGTCGACAATAGCACTGT
AGGAGAACTAAAAAACTGCTCTTTCAATATAACCACAGCAATGCAAGATAAGAAAAAGCAAGAATATGCGCTT
TTCTATAAACTTGATATAGTACCAATTAATGATAATGGTAATAATAATGATAGTAATGCAGGTGATTATAGGC
TAATAAATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTA
TTGTGCTCCAGCTGGTTTTGCGATTCTAAAATGTAGGGATAAGAAGTTCAAGGGAACAGGACCATGTGAAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCGGTAATATCAACTCAATTGCTACTAAATGGCAGTTTAG
CAGAAGAAGAAATAATGATTAGATCTGAAAACATCACAGACAATGCTAAAAACATAATAGTGCAGCTTAAGGA
AGCTATAAACATTACATGCACCAGACCCAACAACAATACAAGAAAAAGTATAAGTTTCGGACCAGGACAAGCG
TTCTACGCAACAGGTGATATAACAGGAGATATAAGACAAGCACACTGTAATATTAGTAGAAAAGCTTGGACGG
ATATGATAAGTAATGTGTCTAAAAAACTAGAAGAAATCTTTAACAATACCAAAATAATCTTTAACTCATCCTC
AGGAGGGGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCCTAAGGACCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGATCATCTGCA
CCACTAATGTGCCCTGGAATGTTAGTTGGAGTAATAAATCTTATAATGAAATTTGGGATAACCTGACATGGGT
ACAATGGGAAAGGGAAATCAGCAATTATACACAACAAATATACTACCTACTTGAAGAATCGCAGAACCAGCAG
GAAAAAAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACT
GGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGTTTGATACAGTAGCA
GTAGCAGTAGCTAACTGGACAGATAGCGCTATAGAAGTAGGGCAAAGAGTTGGTAGGGCTTTTTTCAACGTAC
CTGTAAGAATAAGACAAGGATTAGAAAGACTTTTACTATAA 
>EF614151 
GGTGCAGAAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAAAGACCACTTTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAAACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCAAACCCAAGAGAGATAACTATGGAAAATGTAACAGAAAATTTTAATATATGGAAAAATGACATGGTAGAA
CAGATGCATGATGATATAATCAGTGTATGGGATGAAAGCTTAAAACCATGTGTAAAAATAACCCCTCTCTGTG
TTACCTTAAATTGTACTGAGGCAACAATCAACAATAGTACTGATAACAGTAATACCACTAGTCCTAGTCCTAC
TATCACTAATCCTCTTGGGATGAAAAACTGCTCTTTCAATATAACCACAGAAATAGGAGATAGGAGGAAGAAA
GAATACGCGCTTTTCTATAAACAAGATGTAGTATCAATTGATAATAGTAATAGTAGTTATATTCTAATAAATT
GTAATACCTCAGTCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATAATAAGTTCAATGGAACAGGGCCATGCAAAAATGTCAGTACA
GTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGCTAAATGGTAGTATAGCGGAAAAAG
AAGTAATAATTAAATCCAAAAATATCTCAGACAATGCTAAGACCATAATAGTACAGCTTAACCAAACTGTAGA
AATCAATTGTACCAGACCCGCCAACAATACAAGAAAGGGTATACCCATAGGACCAGGGCAAGTGCTATATGCA
ACAGGTGCAGTAATAGGAAACATAAGACAAGCACATTGTAACATTAGTGGAGTAAAATGGAATAATACTTTAC
ATAAAGTAGCTGAAGAATTAAGAGAACAAGAACACTTTAAGAATAAAACAATAGTCTTTGCACCAGCAAATTC
AGGAGGGGACATAGAAATTATGATGCATACTTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAATC
TTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCCCATGATGAGATTTGGAATAACATGACCTGGGT
AGAATGGGAAAGAGAAATTGACAATTACACAAGAATAATATACAATCTAATTGAGGTATCACAAAACCAGCAG
GAAAAGAATGAACAAGACTTACTGGCACTGGACAAGTGGACAAGTCTGTGGAGTTGGTTTAAGATATCAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCTGTGCT
TGCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTAGCTATTAGTTTGCTTAATGCCACAGCA



ATAGCAGTAGCTGCAGGAACAGATAGAATCATAGAAATAGTACAAGGGATATTTAGAGCTATCCTACACATAC
CTAGAAGAATAAGACAGG 
>MH705156 
GCTGCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGTAACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCATACAGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTGACCCCTCTCTGTG
TCACTTTAACCTGTACCAATGCTACGGTAACCATCACCAATGGGCACAGCCAATGCACAACGTGGCCGGGTGG
AAAACACAGTAGCCTAAAAAACTGCTCTTTCAATATAACCACAGTAATAAAAGATAAAAAGAAAAACGAATAC
GCGATTGGGTATAGATCTGATGTAGTACCAATTAGTAGTGATAATAGTAGTGAATATAGGTTAATAAATTGTA
ATACCTCAATGGGTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGC
TGGCTTTGCGATTCTAAAATGTAATAATAAAGAGTTCAATGGAACAGGGCCATGCACCAATGTCAGCACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTATTAAATGGCAGCCTAGCAGAAGGAGAAG
TAATAATTAGGTCTGAAAATATCACAGAGAATACAAAAAACATAATAGTACAGCTTAATGAAACTGTAGAGAT
TAATTGTACAAGGCCAAACAACAATACAAGAAAAGGTATACATATAGGACCAGGAAAAACATTCTATGCAACA
GGTGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGAGCAATGGAATAAGACTTTAACCA
AAGTACAGGAAAAATTAAAAGGATACTTTAATAAGACAATAAAATTTCAGTCACCCTCAGGAGGAGACCCAGA
AATTACAATGCATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCT
GGAACTCTAGTTGGAGTAATAAAACTCAGGATGAGATTTGGGGCAACATGACCTGGATGGAGTGGGAAAAAGA
GATTAACAATTACACAAACACAATATATAGGTTAATTGAAGACTCACAAAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCACGCTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTGGTAGGGTTAAGAATAATTTTTGCTATACTTTCTATAGTAAATAG
AGTCAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGCTTACTTAATACCACAGCAATAGTAGTAGCTGAG
GGGACAGACAGGGTTATAGAAATTTTGCAAAGAGCTGGTAGAGCTCTTCTTCACATACCTAGAAGAATAAGGC
AGGGTTTCGAAAGGGCATTACTATAA 
>AJ249235 
GCTGCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATACAGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTAACCCCTCTCTGTG
TCACTCTAACTTGTACCAATGTAACTAATAACCGTACCAATGCAAATAAGAACGATACCAATATCAATGCAAC
TGTGACATCAACTGACGAGATAAAAAATTGCTCTTTCAATATAACCACAGAACTAAAAGATAAGAAAAAGAGA
GTGTCTGCACTTTTCTATAAGCTTGATATAGTGCAAATAAAGCAATCTGAAATTAATCAATCTGAATCTGAAG
ATAGGCTAATAAATTGTAATACCTCAACCGTTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCAT
ACATTATTGTGCTCCAGCTGGCTTTGCGATTCTAAAGTGTAATAATAACACATGCAATGGAACAGGGCCATGC
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTATTAAATGGCA
GCCTAGCAGAAGAAGAGATAATTATTAGGTCTGAAGATATTACAAAGAATACAAAAAACATAATAGTACAGCT
TAATGAAGCTGTAGAAATTAATTGTACAAGGCCAAGCAACAATACAAGAAAAAGTATACATATAGGACCAGGA
AGAGCATTCTATGCAACAGGTGACATAATAGGAGATATAAGGCAGGCGCATTGTAACATTAGCGGAGGACAGT
GGAATAAAACTGTAAACCAAGTAAAGAAAGAATTAGGAAAACACTTTAACAAAACAATAATATTTCAACCATC
CTCAGGAGGGGACCCACAAGTCACAAGGCACATTTTTAACTGTAGAGGAGAATTTAAACAGCTCCGGGCAAGA
GTCCTGGCTGTAGAGAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTTATCT
GCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAATAAATCTCAGAGTGAGATTTGGGAGAACATGACCTG
GATGCAGTGGGAAAAGGAGATTAGTAATCATACAAGCACAATATATAGGTTAATTGAAGAGTCGCAAATCCAA
CAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAA
ACTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT
GCTTTCTGTAGTAAATAGAGTCAGGCAGGGATACTCACCTTTGTCATTCGCCATTAACTTGCTTAATACTACA
GCAATAGCAGTAGCTGAAGGAACAGATAGAATCATAGAGATAGTATACAGAGCTTTTAGAGCTTTACTTCACA
TACCTAGAAGAATAAGACAGGGCTTTGAAAGACTTTTACTATAA 
>GQ477441 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTAGCAATGCTAACTTAACCAACATTAACAACACGATCACTGACAAAATAGGAAATCTAAC
AATAGGAAATATAACAGATGACATAAAGAACTGTTCTTTTAACATGACCACAGAACTAAGAGATAAGAAGAAG
AAGGCTTATGCACTTTTTTATAAGCTTGATATAGTATCAATTGAAAAGAATACAAGTGAGTATAGGTTAATAA
ATTGTAATTCTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCATTTGATCCAATTCCCATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGACCATGTAAAAATGTCAGC



TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAAATAATAATCAGCTCTAAAAATCTCACAAACAATGCCAACACCATAATAGTGCACCTTAATAAATCTGT
AGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTACGTATAGGACCAGGACAAGTGTTTTAT
GGAACAGGAGACATAATAGGAGATCCAAGAAAAGCATATTGTCAGATTAATGGAACAAATTGGAATAAAGCTT
TGAAACAGGTAACTGGAAAATTAAAAGAGCACTTTCAGAATAAGACAATAAACTTTCAACCACACTCAGGAGG
AGATCCAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATTTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGATATTTGGAACAACCTGACATGGACAGAATG
GGAGAGAGAAATTAGTAATTACACAAACCAAATATATGCGCTACTTACAGAATCACAGGACCAGCAGGACAGA
AATGAAATGGATTTGTTAAAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAATAGTACAAGGAGCTTGGAGAGCTTTTATCCACATACCTAGAA
GAATTAGACAAGGCTTAGAAAGGATTTTGCTATAA 
>EU191617 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTCCCTGCGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAACATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAACGTTACTTTGACCAATACTAATTTGACCAATGTCAATAAAATATACAATGTCTC
TAACATAGGAAATATAAAAGATGAAGTAAAAAACTGTACTTTTAATGTGACCACAGAACTAAAAGATAAGAAG
CATAAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACAAATGAGTAATAGTAGTGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCACTGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGT
AAAAATCGAGTGTATCAGACCCTCCAACAATACAAGAACAAGTATAGCTATAGGACCAGGACAAGTATTCTAT
AGAACAGGAGACATAATAGGAGATATAAGAAAAGCATTTTGTAGGATTAATGGAACAAAATGGAATGAAACTT
TAAAACAGGTAGCTGGAAAATTAAAAGAGCACTTTAATACAACAATAATCTTTCAGCCACCCTCAGGAGGAGA
TCTAGAAATTACAACACATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTCTTGAAGAGATTTGGGGCAACATGACATGGGTAGAATGGGA
GAGAGAAATTAGCAATTACACAACCCAAATATATGGTATACTTACAGAATCGCAGAACCAGCAGGACAGGAAT
GAAAAGGATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAACAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAT
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH746232 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTCT
GTGCATCAGATGCCAAGGCACATGTGGCAGAAGTGCACAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAATTGTACCAATGCTAATTTGACCAATGCCAATACTACTTTGACCAATAGCAGTAACAAAACCAA
AGACCTAGGAAATATAACAGGGGAAGTAAGCAACTGTTCTTTTTATATGACCACAGAACTAATAGATAAGCAG
AAGAAGGTTTATGCACTTTTTTACAAGCTTGATATAGTAGAAATTAATAATCAGACTGAGAATAATATTACTC
AATATATGTTAATAAATTGTAATTCTTCAGTCATTAAGCAGGCTTGTCCAAAAATAACCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTACTGTTAAATG
GCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCA
CCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTTCAACAATACAAGAATGCGTATGACTATGGGACCA
GGACACGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATGGAACAG
AATGGAATAACGTTTTAAAACAGGTAGTTAAAAAATTAAAAGAGCACTTTAACAATAAGACAATAATCTTTCG
GCCACACTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGACTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
CCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAGGTCTCTTGATGAAATTTGGAACAACAT
GACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAGACCAAATATGGGATTTACTTACAGCATCACAG
GGCCAGCAGGACATAAATGAAAAGGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACA
TAACAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTT
TGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAAT



GCTTCAGCAATAGCAGTAGGGGGGTGGACAGATAGTGTTATTGAAGTAGTACAAACAGTGTGGAGAGGCTTTC
TCAACATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH746236 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGACGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATAAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAAGGCTAATTTTCCCAAGAACAATACCAATAGCACTGACACCCCTGGCACAATAGG
AAATATAACAGAGGAAATAAGTAACTGTACTTTTAATATGACCACAGAACTAGAAGATAAGAAGCAGAAGGTC
CATTCACTTTTTTATAAGCTTGATATAGTACCAATTAACAATAGTAGTAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGCTTCTAAAGTGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGA
TAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAACTCTGTAGTAAT
CAATTGTACCAGACCCTCCGAAAAGAAAGAAATGAAGGTAACTATGGGACCAGGGCGAGTATTCTATAGCACA
GGAAAAATAATAGGAGATATAAGAAAAGCATATTGTGAAGTTAATAGAACACAATGGAATGACACTTTAGAAC
AGGTAAGGGGAAAACTAAGAGAGCACTTTAATAAGACAATAGACTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGACATACTTACAGAATCACAGAACCAGCAGGAAAAGAATGAAAAG
GATCTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATAACACATTGGCTGTGGTATATAA
AAATATTCATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATTTTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATTGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGAC
AAGGCTTAGAAAGGGCTTTGCTATAA 
>MH746237 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCTAATTTGACCAATAACAGTACCAATAACAGTACCAATAGCACCCCTGACTC
AATAGGAACTATAAAAGGGGAAGTAAAAAACTGTACTTTTAATATGACCACAGTATTACAAGATAAGAAGCAG
CAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACAAATTAATGATGAAAGTAATAGTAATAGTAGTAGGA
TTAATAGTAGTAGTAATAGTAGTAGTAGTAACAGTAATGGTGAAAGGTATATATTAATAAATTGTAATACTTC
AGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTAT
GCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCA
CACATGGAATTAAGCCAGTGATATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAATAAT
TAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAGTCTGTAAAAATCAATTGT
ACCAGACCCTACAAGAYAAAAATAAAAATGACTAGAGGACCAGGAAAAGTATACTATACAACAGGAGAAATAG
AAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAGAATGGAATAAAATTTTAATACAGGTAAAGGG
AAAACTAAAAGAGCACTTTACTAATAAGACAATAAACTTTCAAACACCCTCAGGAGGAGATCTAGAAATTACA
ATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAA
GGGATCAAAAGTTCCTAGGACTTTGGGGATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTC
CTCTTGGAGTAATAGGTCTTATGAAGAGATTTGGAACAACTTGACATGGGCAGAATGGGAAAGAGAAATTAGT
AATTACACAAACCAGATATATGAAATACTTACAGAATCGCAGGACCAGCAGGACAGGAATGAAAAGGATCTGT
TAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATT
TATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGG
CAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAG
ATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGGGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTT
AGAAAGGGCTTTGCAATAA 
>MH746238 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATATGACAGAAGCGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTACCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGACGCTAAAGTGAACAATAGCACTGTCACAAATAAAACAGATGAAGTAAAAAACTG
TACTTTTAATATGACCACAGTACTACAAGATAAGAAGCAGCAGGTCCACGCACTTTTTTATAGGCTTGATATA
GTACCAATTGATGGTGATAATGAAAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGG
CTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTG



TAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAG
CCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATC
TCACAGACAATGCCAAAACCATAATAGTGCATCTTAATAAATCTGTAGAAATTAATTGTACCAGACCCTCCAA
CAATACAAGAACAGGTGTAACTATGGGACCAGGAAAAGTGTTCTTTAGAACAGGAGAAATAGTAGGAGATATA
AGAATAGCATATTGTGAGGTTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTGGTTGGAAAACTAGAAG
AGCACTTTAATAATAAGACAATACTCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTT
TAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAG
TTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTCCTGTGCCCTGGAACTCCACTTGGAGTA
ATAGATCATATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAA
CCAAATATATGACCTACTTGCAGAATCGCAGAACCAGCAGGAAAGGAATGAAAAGGAGTTATTAGAATTGGAT
AAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAG
TAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCTTTCGCTATTTCTTTGCTTGATAATACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATT
GAAGTAGCACAAAGAGCTTGGAGGGCCTTTCTCCACATCCCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTT
TGCTATAA 
>MH746239 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAGGATGCAAACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAATGCACAATATCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAGATATACTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAAATTGACCAATATAACTAATTCAGGAAGAGATATAAAAATAGGAAATAC
AACATTAGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGTACTAACAGATAAGAAG
CAGAAGGTCAGTGCACTTTTTTATAAGCTTGATATAGAACAAATTAATAAAAACAGTAGTGAATATATGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTATTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCGCAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
GGTAGAAATCAATTGTACCAGACCCTCCAACAATATAAGAATAAGTACAAGGATAGGACCAGGACAAGTATTC
TATAAAACAGGATCCATAACAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGCAACAGAATGGAATAAAA
CTTTAAAACAGGTAACTGAAAAACTAAAAGAGCACTTTAATAATAGGACAATAATCTTTAAACCACCTTCAGG
AGGAGATCTAGAAATTACAACGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTAATGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGATGAGATTTGGAGCAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAAGCACACTAGTCAAATATATGATATACTTACAGAATCGCAGAGCCAGCAGGAC
AAAAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTGTAATGATAGTAGTAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
GATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATA
GCAGCAGCGGGGTGGACAGATAGGGCTATAGAAGTAATACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MH746252 
GCCTCAGGCAACTTGTGGGTCACAGTATATTATGGGGTTCCTGTATGGAGGGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACCCAGAAGTACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAGATATACCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAAGTGTACCAATGCTATTTGGAACAATGTTACTCGGACCAATAGCTCTAATGGCTATATAACAGA
TGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAAAAGATAAGAAGCAGAGGATCAGCGCACTTTTT
TATAAGCTTGATATAGTACAAATTAATAATAGCAATGATAGTGAGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATAACCTTTAATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GTTGTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGCAATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAAGTGTAACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAGATA
ATAGGAGATATAAGGAGAGCATATTGTGAGGTTAATGGAACAGAATGGAACAAAACTTTAAATCAGGTAACTG
CAAAACTAAAAGAGCATTTTAATAATAAGACAATAAGCTTTGGACCACATACAGGAGGAGATCTAGAAATTAC
AATGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTAATGTGCCCTGGAACT
CCTCTTGGAGTAATAGATCTTATGAAGACATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACTRGTCAAATATATGATATACTTACAGAATCGCAGGGCCAGCAGGAAAGAAATGAAAAGGAATTG
CTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG



GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTRCTTAATGCTACAGCAATAGCAGTAGCGGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCAATAA 
>AF197340 
GCCTCAGACACCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAACGCACAAGAGACAGAAGTGCACAATGTCTGGGCTACACATGTCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TCACTTTACATTGTACCAAGGCTAAACTGAATGACACTTATAACGGAACAGCTAAGCTGAATGACACTATTGG
AGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAACTAAGGGATAAGAAGCAGGAGGTCCATGCACTT
TTTTATGTGCCTGATATAGTACGAATTGGAGAAAAGAATAAAAATAGTAGTGGAAATAGTAGTGAGTATATAT
TAATACATTGTAACACTTCAGTCATTAAGCAAGCTTGTCCAAAGGTAACCTTTGATCCAATTCCCATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCAATGGAACAGGGCCATGCAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTGTTGTTAAATGGCAGTCTAG
CAGAAGAAGACATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTTCAAAAATATGAGAACAAGTGCACGTATAGGACCAGGACAAGTA
TTCTATAAAACAGGAAGCATAACAGGAGACATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATG
AAACTTTAAAACAGGTAACAAAAAAATTAAGAGAGCACTTTAAGAATAAGACAATAATCTTTCAACCATCCTC
AGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTAATGTGCCCTGGAACACCAGTTGGAGTAATAAATCTTATGCAGAAATTTGGGACAACATGACATGGAT
AGAATGGGATAAAGAAATTAACAATTACACAAACCAAATATATGAGCTACTTACAAAATCACAGAACCAGCAG
GAAAAGAATGAACAGGATTTGTTAGCATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTACTTTGTTTGATGCTATAGCA
GTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAGAGAGCTTGGAGAGCTCTTATCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF197341 
GCCTCAGACAACTTGTGGGTTACAGTTTATTAAGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAGGTGCACAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGACTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGAGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAGATTGTACCAAAGCTGATTTTTACACCACAAAATTTAACACAACAGAAAAGCCAGAAATAGAAAT
ATCAGAAATGCAAAAAGAAGTAAGCAACTGTCCTTTTAATATAACCACAGAACTAAGAGATAAGGAGCAGGAG
GTCTATGCACTTTTTTATAGGTCTGATCTAGTACCAATTGAGAGAAATAGTGGGGAAAATAATGGTAGTAGTT
ATAGATTAATACATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCCAT
ACATTATTGCGCTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGAACAGGGCCATGT
AAAAAGGTAAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAACGGTA
GTCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCTTTCAAAAAGATGAGAACAAGTGTAAGAATAGGACCAGGG
CGAGTATTCTATAAAACAGGATCCATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAAT
GGAATGAAACTTTACAACAGATAATTAGAAAATTAGAAGAGCACTTTAATAATAAGACAATACAATTTAAACC
ACCATACTCAGGAGGAGATCTAGAAATTACAATGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTTCTGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATAACGAAATTTGGAACAACAT
GACATGGATAGAATGGGATAGAGAAATTAACAATTACACAAATCAAATATATGAGCTACTCACAAAATCGCAG
GACCAGCAGGAAAGGAATGAAAAGGATTTGTTAGAATTGGACAAGTGGACAAGTCTGTGGAATTGGTTTGACA
TAACAAGATGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTACTTTGCTTGAT
GCTACAGCAATAACAGTAGCGGGGTGGACAGATAGGGCTATAGAAATAGCACAAAGAGCTTGTAGAGCTATTC
TCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KU600816 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAGATTGTACCAACTTGGACAATAGCACAAGCACAAACTATACAAATATGACAGATGAATTAAGAAA
CTGTTCTTTTAATATAACCACAGAACTAAGAGATAAGAAGCAGAAGGCCTATGCACTTTTTTATAAGCTTGAT
ACAGAACAAATTAATGGAAATAATACTAACAAGTATAGGATAATAAATTGTAATACTTCAGTCATTAAGCAGG
CTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTG



TAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGGATTCAG
CCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGATAATAATCAGATCTGAAAATC
TCACAAACAATGCCAAAACCATAATAGTGCATCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTTCAA
CAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTACTCTATAGAACAGGAGACATAACAGGAGATATA
AGGAAAGCATATTGTGAGATTAATGGAACAAAATGGTACGAAGTTTTAGAACAAGTAGCTGGGAAATTAAAAG
AGCATTTTAATAAGACAATAGAATTTCAACCACACCCAGGAGGAGATCCAGAAATTACAATGCATCATTTTAC
TTGTAGAGGGGAATTTAAACAGCTTCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTC
CTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATA
AATCTTATGAAGAGATTTGGAATAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAACCA
AATATTTGAGATACTTACAGCAACACAGAACCAGCAGGACAAAAATGAAAAGGAGTTGCTGGAATTGGACAAA
TGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAG
GAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCTTTCGCCATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAA
GTAGCACAAACAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGC
TATAA 
>KP718930 
GCCACAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGTCAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAACTCACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAACGCTACTAGTACCAACAGTAGCAACGTGGAGAACATAGGAGAAATAAGAAATTG
TTCCTTTAATATAACCACAGAAATAAGAGATAAACAGAAGAAAGTCCATGCACTTTTTTATAGGTCTGATACA
GTACCAATTAATGAAGGTAATAGTAGTACCTATATATTGATAAATTGTAATACTTCAGTCATTAAGCAGGCTT
GTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAGGTGTAA
TGATAAAACTTTCAATGGAACAGGGCCATGCACAAATGTTAGCTCAGTACAATGCACACATGGAATTAAGCCA
GTGGTATCAACTCAATTGCTGTTAAATGGCAGTAGAGCAGAAAAAGAAATAATAATCAGATCTGAAAATATCA
CAGACAATGCTAAAGACATAATAGTGCACCTTAATGAATCTGTAACAATCAATTGTACCAGACCCTCCAACAA
TACAATAAAGAGTGAACGTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAGATAATAGGAAACATAAGA
AAAGCATATTGTCAAATTAATGGGACAAAATGGAATGAAACTTTACAAAAGGTAGCTAGAAAATTAAGAGAGC
ACTTTAATAATAAGACAATAAAATTTCAACCATCCTCAGGAGGAGATCCAGAAGTTACAATGCATAGTTTTAA
TTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAACAGTTC
CTAGGCCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCTTGGAATGCCAGTTGGAGTAATA
AATCTGTTAATGACATCTGGGGCAACATGACATGGATAGAATGGGATAGAGAAATTAACAATTACACAAACCT
AATATATAGGCTACTTACAGAATCGCAGAACCAGCAGGATAATAATGAAAAGGAGTTGTTAGCCTTGGACAAG
TGGAACAATCTGTGGAGTTGGTTTGACATATCACAATGGCTATGGTATATAAAAATATTTATAATGATAGTAG
GAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCATTCGCTACTACTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGTTTATAGAA
ATAGTACAAAGAGCTTGTAGAGCAGTTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGC
TATAA 
>EU191614 
GCCTCAGACAAATTGTGGGTTACAGTGCATTATGGGGTTCCTGTGTGGAAAGATGCAGATACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAAAGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAAGGCTAATTTCAACAACACCTCCACTGGCAACTCCACTGACGAGGATAAGTTCAA
ATCCATTGGCAACATAACAGAATCAGTAAAAAACTGTTCTTTTGATATGACCACAGAAATAAGAGATAAGAAG
CAGAAGGTCCATGCAATTTTTTATAAACTTGATATAGTACAAATGGGGGGACAAAGTAGTAATAATAGTAATG
GATATAATAAGTATAGATTAATAAATTGTAATTCTTCAGTCATTAAACAGGCTTGTCCAAAGGTATCCTTTGA
GCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAATAATAAGAATTTCAATGGA
ACAGGACCATGCGGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAGTTGC
TGTTAAATGGCAGTCTAGCAGAGGAAGAGATCATAATAAGATCTGAAAATCTCACCAACAATGCCAAAACCAT
AATAGTGCACCTCAATAAATCTGTGGAAATCAATTGTACCAGACCCTCCACAACTATAAGAACAAGTTCAAGG
ATAGGACCAGGACAAGCATTTTATAAAATAGAAGGCGTATCAGGAAATATAAGAGCAGCATATTGTGAGATTA
ATGGAACAAAATGGAATGAAACTTTAAAACAGGTAACAAAAAAATTAAGAGAGTACTTTAATAATAAGACAAT
AAAATTTCAACCATCCCCAGGAGGAGATCCAGAAATTACAATGCATAGTTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAAGATCAGCAGTTCCTAGGACTTTGGGGCTGCT
CTGGGAAAATCATCTGCACCACCTCTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCATATGAAGAAATTTG
GGAAAACATGACATGGATAGAATGGGAAAGAGAAATTAACAATTACACAAAACAAATATATGAACTACTTACA
GAATCGCAGAACCAGCAGGAAAGAAATGAAAAGGATTTGTTAGCATTGGACAGTTGGGCAAGCCTGTGGAATT
GGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAG



AATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTAGT
TTGCTTGATGCTACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTATA
GAGCTTTTATCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JX112860 
GCCTCAGACAACTTGTGGGTTACAGTTTATTACGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGACAAATAAAATGGTAGAG
CAGATGCAGGAGGACGTAATCAGTTTGTGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAACTTGTAGAGATGTTAATTTGACCCAGAGCAATAACACAGCCAATGCAACCATGATAGGAAATAT
AACAGATGAAGTAAGGAACTGTTCTTTTAATATGACCACAGAACTAAGGGATAGGAAGCAGAAGGTATATGCA
CTTTTTTATAAGCTTGATATAGTACAAATTGATGAGAATGAAACAAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGATATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACAAGACCCTTTGAAAAAATAAGAACACCTATGCGTATAGGACCAGGACAAGTATTCTATAAAACAGGA
AACATAAATGGAGATATAAGGAAAGCATATTGTGAGGTTAATGGAACACAATGGAATGAAACTTTAAAACAGG
TAGCTGAAAAATTAAGAAAGCACTTTAATAGGACAATAATCTTTCAACCATCCTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGGAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAAAGAGAAAT
TAGCAATTACACAAACAAAATATATGAGCTACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGAT
TTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTACATAAGAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATTAGACAGG
GCTTAGAAAGGGCTTTGCTAGAA 
>JX112861 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATATTCCTCAAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTGCAGAAGCTAAGTGGAACAAAACAGCCAATGTAACAAATATGACAGATGAAAAAAATAT
AACTATAGGAAATCTGACAGGTGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAGGAAG
CAGAAGGCCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTGGAAATAATAGTAATGGTAGTGGTAAAT
ATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCACTGGGACAGGGCTATGT
AAAAATGTCAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAAAGATAATAATCAGATCTGAAAATCTTACAGACAATGCCAAAACCATAATAGTACACCT
TAATGAATCTGTAAAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAGGTATAACTATAGGACCAGGA
CAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTGAGATTAATGGAACAAAAT
GGAATAAAGTTTTAAAACAGGTAGCTGACACTTTAAAAGAGCACTTTGGTAATAAAACAATAATCTTTGAACA
ACCATCCTCAGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTCATGATGATATTTGGGAAAACCT
GACATGGACACAATGGGAAAGAGAAATTAGCAATTACACAGACCAAATATATGGGATACTTACAGAATCGCAG
AACCAGCAGGACAGGAATGAAAAGGATTTGTTAGCATTAGATAAATGGGCAAGCCTGTGGAATTGGTTTGACA
TAACAAGATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAAT
GCTACAGCAATAGCAGTAGGAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTC
TCCACATACCTAGAAGAATCAGACAAGGCTTAGAAAGGATTTTGCTATAA 
>GQ845125 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGAGTGTACCAATGCTACTTTGACCAATATCAAAAACACAACCGATGGCCCTAACATAGGAAATGT
AACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTACAAGATAAGAAGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTATCAATTGATAGTAGTAATAGCACATATAGGTTAATAAATTGTAATACCT
CAGTCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA



TGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAACAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACGAGTATTCTATAGAACAGGAGAC
ATAACAGGAGACATAAGAAAAGCATATTGTAAGGTTAATGGAACAAATTGGAATGAAGTTCTAGGAGAGGTAA
GAGAAAAACTAAATGAGCACTTTAATAAGACAATAAAATTTCAACCACCCTCAGGAGGAGATCTAGAAATTAC
AACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGAACA
CCACTTGGAGTAATAAATCTTATGAACAGATTTGGCACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAACCAAATATATGGGATACTTACAGAATCACAGAACCAGCAGGACAAGAATGAAAAGGAATTG
TTAGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAGAATCT
TTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>DQ859178 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTGTTTT
GTGCATCAGATGCCAAAGCACATAAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGACGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAAATTGTACAAATGCTGCTGTCAATAATAGTAAATCAATCACTGTCTCTAATAACACAGTAGGAAA
TATAACAGATGACGTAAAAAACTGTACCTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGCCTAT
GCACTTTTTTATAGGCTTGATCTAGTACCAATTGACAATAATACTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGTGATTTTAAAGTGCAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
GCACATGGAATTAGGCCGGTGGCATCAACCCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAACAGATCTGTAACAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGGCAACTGTTCTATAGAACAGGAGAA
ATAATAGGAGACATAAGGAAAGCATATTGTGAGATTAATAAAACAACATGGCATGAAACTTTAAAACAGGTAG
TTGGAAAATTAAGAGAGCACTTTAATAAAACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTAC
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGACTTCGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCATGGAACC
GCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAGCCAAGTATATGACATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTA
TTAGAATTGAATACATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTACATAAAAATAT
TTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTCGCTATTTCGTTGCTTGATACCACAGCAATAGCAGTAGCAGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAATTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGTC
TTGAAAGAGCTTTGCAATAA 
>DQ859179 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTACACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACTCCTCTCTGCG
TTACTTTACATTGTACCGAGGCTAATTTGATCAATAGCATCAACACAACCAGTAACCCTAACGGAATAGGAAA
TCTAACAGATGAAGTAAGCAACTGCACTTTTAATGCAACAACAGAACTAAAAGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAAATGGGAAATAATAATAGGAGTGAATATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAAGGATAAGGATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CCATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAGACAACACCAAAACCATAATAGTGCACCTTAATAAATCGGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTACGGGACCAGGACAAGTACTCTATAGAACA
GGAGACATAACAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAATAAGGTTTTAGAAC
AGGTAGCTGGAAAATTAAAAGAGCACTTTACAAATAAGAGCATAACCTTTGGACCATCCTCAGGAGGAGATCT
AGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGC
CCTGGAACTCCTCTTGGAGTAATAAATCTTATGAGGAGATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAGCCAAATATATGCGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAA
AGGGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA



TAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCG
GGGTGGACAGATAGGGTTATCGAAGCAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF036527 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCCGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAACATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATTTGACCAATTTGAACACCAACTTGACCTATTTGAGCAATATCAGCAAAAGCAG
CAAAGACTATGCAGATTTAAGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCGCAGAAATA
AGAGATAAGCAGCGGAAGGTCTATTCACTTTTTTATAGGCTCGATATAGTACCAATTGATAATAATAATAATA
GTGATAATAGTAGTAGAGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGT
ATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAA
TTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAA
CTCAATTTTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATCACAGACAATAC
CAAAACCATAATAGTGCACCTTAATAGCTCTGTACAAATCAATTGTACCAGACCCTCCAACAATATGAGGACA
CGTATGACTTTTGGACCAGGACACGTATTCTATAGAACAGGAGAGATAATAGGAGATATAAGACAGGCATATT
GTAATATTAGTAGAACAAAATGGAATAAAACTTTAGGACAGGTAACTAAAAAATTAAAAGAACACTTTAATAA
GACAATAGTCTTTAAACCACACTCAGGAGGAGACCTAGAACTAACAATGCATCATTTTAATTGTAGAGGGGAA
TTTAAACAACTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTAATAAAATCATCTGCACCACTGCTGTGCCCTGGAGTTCCACTTGGAGTAATAGATCTTATGATGA
GATTTGGAACAACATGACGTGGACAGAATGGGAGAGAGAAATAAGCAATTACACAGATCAAATATATAGCATA
CTTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAGGATTTGTTAGATTTGGATAAATGGGCAAGTCTGT
GGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGG
TTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCCGGGATACTCACCTTTGTCTTTCGCT
ATTTCTTTGTTTGATGCCATAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAAGAG
CTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>EF036529 
GCTTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGGTACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TCACTTTAAATTGTGCCGATGTTAATGTCACCAATGCTAATGCCACCAATACCTCTAAAATAAGGGGTATACA
AAATATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTC
TATTCACTTTTTTATAAGCTTGATATAGTACCAATTATTAATAATAGTTCTAATGAGTATAGGTTAATAAATT
GTAATACTTCAGTCCTTAAGCAGGCTTGTCCAAAAGTGTCCTTTGATCCAATTCCCATACATTATTGTACTCC
TGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTTAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAGAATCTCACAGACAATACCAAAACCATAATAGTGCACCTCAATGAATCTGTAGA
AATCAATTGTATCAGACCCTACAACAATACAAGAAAAAGTATACCCATTGGACCAGGACAAGTATTCTATAGG
ACAGGAGATATAATAGGAGATATAAGACAAGCATATTGTAAGATTAATGGAACAATATGGAATAAAACTTTAG
AACAGGTAAGTGAAAAATTAAAGGAGCACTTTAATAATAAGACGACAATAATCTTTCAACCATCCTCAGGAGG
AGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGACAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCTAATTTATGAGATACTTACAGAATCGCAGAATCAGCAGGACGGA
AATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACCAGCTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTTTAATGCTACAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTGGAGAGCTGTTATCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF036530 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAAATGCCAAAGCACATGATAGAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAACATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGACGTAATCAGTTTATAGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTATGCG
TTACTTTAAATTGTACCAATTTGAACTCAACCCAGTTCACAAGCGATAACCCAGATTTAAAAAATGTAACAGA
TTTAAGTAATATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAG
AAGGTCTATTCAATTTTTTATAAGCTTGATATAGTACCAATTAATAATAATAATAATAGTACTGGTGAATATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCCATACA



TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAAATTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGTAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAA
TGAATCTGTAGGAATCAATTGTACCAGACCCTCCAACAATACAAGGACAAGTATGCCTATTGGACCAGGACAA
GTATTCTATAGAACAGGAGACATAATAGGGGATATAAGACAAGCATATTGTAAGATTGATGGAACAAAATGGA
ATAAAACTTTACAACAGGTATCTGAGAAATTAAAAGAACACTTTAATAAGACAATAATCTTTCAACCACACTC
AGGAGGAGACTTAGAAATAACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGTAAGAGTC
CTGGCCGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCA
CCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAC
AGAATGGGAGAGAGAAATTAGCAATTACACAGACCTAATATATGGAATACTTACAGAATCGCAGAACCAGCAG
GATAAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATT
GGCTGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTGAACAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCA
ATAGCAGTAGGGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGGGAGCTATTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF036534 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGCTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCCTCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGCTTATGGGATCAAAGTCTAAATCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCACTGTTAATGTGGATAGAAATAACACAAACTATACCTCAACAATAGGATTAGGAAA
TATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGCAGCAGAAGTTCTAT
GCACTTTTTTATAAGCTTGATATAGTAAACATTGATAGGAATAAGAGTAATGAGTATAGGTTAATAAATTGCA
ATTCTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCACTGGTACAGGGACATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGACA
TAATAATCAGATCTGAAAATATCTCAGACAATACCAAAACCATAATAGTGCACCTTAATGAATCTGTAAGAAT
CAATTGCACCAGACCCTCCAACAATAAAAGAACACGTATGTCTATGGGACCAGGACACGTGTTCTATAAAACA
GGAGAAATAACAGGAGATATAAGACAAGCATATTGTAAGGTTGATGGACTAAAGTGGAATGAAACTTTAGAAA
AGGTTAAAGCAAAATTAAAAAAGCACTTTAAGAATGGGACAATAATAACCTTTCAACCACACTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAAGATCAAAAATTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAACAGATTTGGAACAGCATGACATGGACAGAATGGGA
GAGAGAAATTAGCAATTACACAAGCCAAATATATGAACTAATTACAGAATCGCAGGACCAGCAGGACAGAAAT
GAAAAAGATTTGTTAGAACTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGGTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGGGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGGTTGATGCTACAGCAATAACAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGGGGCACAAAGAGCTTGTAGAGCCTTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF036535 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGCGACAGAAGCACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCCTGTGTAACGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGAGGCTAAGTTCAACATAACCAAGGAAAAAATGACAGATATAGAAAATATAACAGA
GATAGGAAATATAACAGATGAGGTAAGAAACTGTTCTTTTAATATGGCCACAGAACTAAGAGATAAGAAGCAG
AAAGTCCATGCACTTTTCTATAGGCTTGATATAGTACAAACTGAAGATAATAACAATAGTAGTTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCGGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGGCAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTCCTGTTAAATGGCAGTCTAGCAG
AAAAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCACAATAGTGCACCTTAATAAATC
TGTGGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGCATTT
TATAAAGAAGGAGACATAATAGGAAATGTAAGAAAAGCATATTGTGAGATTAATAGAACAAAATGGAATGAAA
CTTTAAACTGGGTAACTGGAAAATTAAAAGAGCACTTTAAAAATAAGACAATAGACTTTCAACCACCCTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATATGGGACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGCAATACTTACAGAATCGCAGGACCAGCAGGAC
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTC



TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGATTAGAAAGGAGCTTGCTATAA 
>EU363850 
GCCTCAGACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATGCTAATTTGAATGGCACAACCATGAATGGCACAACCAATGGCCCTAACAACGT
AGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAAAGATAAGAAGCAGAAG
GTCCATGCACTTTTTTATAAGCTTGATATAGTACAAATGCATAATAATAATAATAGTACTAATGAGTATAGGT
TAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTA
TTGTACTCCAGCTGGGTATGCGATCTTAAAGTGTAAGGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAGATCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAATG
TTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATG
AAGTTTTAGTACAGGTAACTGCAAAACTAAAAGAGCACTTTAATAAGACAATAACCTTTCAACCACCCTCAGG
AGGAGATCTAGAAATTATAACACATCATTTTAATTGTAGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCTCCTGGAGTAATAAATCTCTTGAAGAGATTTGGGACAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGAC
CGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAGTA
GCAGTAGCGGATTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCCA
GAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>HM215410 
GCCTCTAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAGATACCACCCTATTTTGTG
CATCAGATGCCAAAGCATATGACCCAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGACCC
CAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGAATGGCAGAGCAA
ATGCAGGAGGATGTAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCGTTA
CTTTACATTGTACCAATGCTAATTTGACCAAGGTCATCAATACCACTGACCCTCGGATATCCAATGAGACAAG
AAAAGAGATAGAAAAAAATAATATAGCAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGTAATAAGA
GACAAGCGGCAGAGGGTTCATGCACTTTTTTATAAGCTTGATATAGTACCAATTGTAGATGATAGTGGTAGTA
ATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATGTCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGATTTGCGATTTTAAGGTGTAATGATAAGAAGTTCAAT
GGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAT
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAATAATTAGATCTGAAGATCTCACAAACAATGCCAAAAC
CATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTGCCAGACCCTCCAACAATACAAGAACAAGCATA
GCTCTAGGACCAGGACAAGCATGGTATAGAACAGGAGACATAACAGGAGATATAAGGAAAGCATATTGTGAGA
TTAATAGAACAAGATGGAAGGAAACTTTAAAACAAGTAGCTGGAAAATTAAAAGAGCACTTTAATACAAGTAA
AATAATCTTTCAACCACACTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCT
GCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAGTCTTATGAACAGAT
TTGGGACAACATGACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGAGTTGCTT
ACAGAATCACAGAACCAGCAGGACAGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGA
ATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGCTTGATGCTATAGCTATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTT
GTAGGGCTATTCTCAACATACCTAGAAGAATCAGACAGGGCCTCGAAAGGTCTTTGCTATAA 
>HM215422 
GCCTCAGACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAGAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAGTCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAAGTGTAGTAATGCTAATTTGACCAAGGCTAATTTGACCACGGTCAGTAACATAGGAAATATAAC
AGATGAAATAAGGAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAGGCAGAATGTCTATGCACTT
TTTTATAAGCTTGATATAGTACAACTTAATGAGAATAGTAATAATAGTGATGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATCAAGCAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC



TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACCATGTAGAAATGTTAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACACAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTGCACCTTAATAAATCTGTAGAGAT
CAATTGTATCAGACCCTCCACCAATACAAGAACAAGTGTACGTATAGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAAATTAATGGAACAAAGTGGAATGAAACTTTAACCC
AGGTAGCTGGAAAATTAAGAGAGCACTTTAATACAACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAGAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCTACTTGGAGTAATAGATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGTAATTACACAAACCAAATATATGAAATACTTACAGAATCACAGAACCAGCAGGACAAGAATGAAAAG
GATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATAACAAGATGGCTGTGGTCTATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCCTTGCTTGATGCTACAGCAATAGCAGTAGCGGAG
GGGACAGATAGGATTATAGAAGTAGCACAAAGGGCTTGGAGGGCCATTCTTCACATACCTAGAAGAATCAGAC
AGGGTTTAGAAAGGTTCTTGGTATAA 
>HM215427 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCACAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTACAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAACCTCAATGCTACTGTCAATGCCTCTACCACAATAGGAAATATAACAGA
TGAAGTAAGGAACTGTTCTTTTAATACAACCACAGAACTAAGAGATAAGAAGCAGAATGTCTATGCCCTTTTT
TATAAGCTTGATATAGTACCAATTAATAATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCA
AGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCGATACATTATTGTGCTCCAGCTGGTTATGCGATTTT
AAGGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGACGAGATAATAATCAGATCTG
AAAATCTCACAGACAATGTCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACC
CTCCAATAATACAAGAACAAGTGTACGTATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGA
GATATAAGGAAAGCATATTGTGAGATTAATAGAACAAAATGGCATGAAACTTTAAAACAAGTAGCTACAAAAT
TAAGAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGACATAGAAATTACAATGCATCA
TTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAA
AAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGA
GTAATAGATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACAC
AAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAAGATTTGTTAGAATTG
GATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATGA
TAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGATT
ATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCCTTGAAAGGT
CTTTGCTATAA 
>DQ859180 
GCCTCAAACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGACACCACCCTATTCT
GTGCATCAGATGCCAGAGCACATGAGACAGAAGTACACAATATCTGGGTCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACCCCTCTCTGCG
TTACCCTAAATTGTACCACGGCTAATTTGCCTAAAAACAACCAAACAGGAGAATATATAGAGATTATAGGGAA
TATGACAGAGGAAGTAAGAAACTGTTCTTTCAATATGACCACAGGACTAAGAGATAAGCAGCAGAAGGTCCAT
GCACTTTTTTATAGGCTTGATATAGCACCAATAAATGAAAATAATAGTAATGAAAATAATACTGAGTATAGAT
TAATAAATTGTAATACTTCAGTCATTAAACAGCCTTGTCCAAAGATATCCTTCGATCCAATTCCTATACATTA
TTGTACTCCGGCTGGTTATGCGATTTTTAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAT
CAGAAGGAGAAATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCAGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGTA
TTCTATAGAACAGGAGAAATAACAGGAGACATAAGAAGAGCATATTGCAAGATTAACGAAACAAAATGGAATA
AAACTTTAGAACAGGTAAGGGAAAAATTAAGAGAGCACATTAATAAAACAATAGTCTTTCAACCACCCTCAGG
AGGAGATCTAGAGACTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTAATGTGCCCTGGAACTCCACTTGGAGTAATAAAACTTATGACCAGATTTGGGACCACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATTACACAGACCTAATATATGACATACGTACAGAATCGCAGAACCAGCAGGAT
AGAAATGAAAAGGATTTGCTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC



TATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCTTTCGCCATTTCTTTGTTTGATGCTTCAGCAATA
GCAATAGCAGGGTGGACAGATAGGGTTATAGAAATAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>EF036533 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACCGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACTCCTCTTTGTG
TTACTTTAAATTGTACCAATACTATTTTGACCAATACTACTTTGACCAATAGCACAACCAATGGCAACAGTAG
CATAGGAAATGTAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAGCAG
AAGGTCCGTGCATTTTTTTATAAGCTTGATATAGAACCCATGGGGGGGAATGATAGTAGTGAATATAGGTTAA
TAAGTTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAACCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAATAATAATCAGCTCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATAAATC
TGTAATAATCAATTGTACCAGACCCTCCACCAATACAAGAAAAAGTACAAGAATAGGACCAGGTCAAGTGTTC
TATAGAACAGGAGACATAACAGGAGATATAAGGAAAACATATTGTGAGATTAATGGAACAGTATGGAATGAAA
CTTTAAAGCAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGG
AGATCCAGAAACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCGCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTA
ATGTGCCCTGGAACTCCACTTGGAGTAACAAATCTTATGATGAGATTTGGAACAACATGACATGGGTAGAGTG
GGAGAAAGAAATTAGCAATTACACAAACAAAATCTATGACCTACTTACAGAATCGCAGAACCAGCAGGAAAAA
AATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACA
ACAGCGGGGTGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>GU475046 
GCCTCAGACAAATTGTGGGTTACAGTCTATTATGGGGTCCCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAACTTTAACATGTGGAGAAATAACATGGCAGAG
CAGATGCAGGAGGATATAATAAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAATTTGTAAAAATGTTACTTTAAATGCTACTAACTTGTCTAAAACCAATGTCTCTGACAAAATGGG
AAATATAACAGATGAAATGAAAAATTGTACTTTTAATATGACCACAGAAATAGTAGACAAGAAGCAGCAGGTC
CATGCACTTTTTTATAGGCTTGATATAGTACAAATTGATAAGAACAATGATAGTGTGTATAGGTTAATAAATT
GTAATACTTCAATTATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAGGAATGTCAGTTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTACTGTTAAATGGTAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAGAATCTCACAGATAATACCAAAACCATAATAGTGCACCTTAATGAATCTGTAAA
AATCAATTGTACCAGGCCCTCCAACAACACAAGAACAAGTTTAACTATAGGACCAGGACGAGTATTCTATAGA
ACAGGAGATATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGTATAAAGTTTTAA
AACAGGTAACTGAAAAATTAAAAGAGCACGTTAATAAGACCATAAGCTTTCAGCCACCCTCAGGAGGAGATTT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCTCTTGGAGTAATAAATCTTATGATGAGATTTGGAACAACATGACATGGACAGAATGGGAGAG
AGAAATTAGCAATTACACAAATAAAATATATGGGCTACTTACAGAATCACAGAACCAGCAGGACAGAAATGAA
AAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCAGCATAACAAATTGGCTGTGGTATA
TAAGAATATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTGTAGTAAA
TAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGTTTGATACTATAGCAATAATAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATCA
GACAGGGTTTAGAAAGGGCTTTGCTATAA 
>KF835502 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTCT
GTGCATCAGACGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATCCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAAATGTACCAATGCTAATTTGAACAATGCTAATTTGACCAATACAACCAGTGATAGTTTGCTCAA
TATGACAGGCGAGGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAAGTCTAC
GCACTTTTTTATAGGCCTGATCTAGTACAAATTAACAATAGCAATCCTAGAGAGTATATGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGC



TGGTTATGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCAACTTAATACATCTGTAGAAAT
CAATTGTACCAGGCCCTCCAACAATACAATTACAAGTACACGTATAGGACCAGGACAAATGTTCTATAGAACA
GGAGACATAAAAGGAGACATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAACGTTAGAAC
AAGTAAGGAAAAAATTAAATAAGCACTTTAACAAGACCATAATATTTCAACCACCCTCAGGAGGAGATAGAGA
AATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGGTAGAATGGGAGAGAGA
AATTAGCAATTACACAACCCAGATATATGAAATACTTGTGGAATCGCAGAACCAGCAGGACAAGAATGAAAAG
GATTTATTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGGCATAACAAATTGGCTGTGGTATATAA
GAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAATATTTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAACGCTACAGCAATAACAGTAGGGGGG
TGGACAGACTGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCCATTATCCACATACCTAGAAGAATCAGAC
AAGGCTTTGAAAGGGTTTTGCTATAA 
>KF835504 
GCCACAGATAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTGAATTGTGTCAACGTAACTAACACCACTGAAGGGAATCTAAAAGATGAAGAAAGAAACTGCACTTT
TAACGTAACCACAGAAATACAAGATAGGAAGCAGAAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACCA
ATTGGAGGGAAGAACAGTAGGAATAGCAGTGAGTATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAGG
CTTGCCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGTGCTTTTAAAGTG
TAATGATAAGAATTTCAATGGGACAGGGCCATGTAAGAATGTCAGCTCAGTACAATGCACACATGGAATTAAG
CCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAAAGATAATAATCAGATCTGAGAATA
TTACAGATAATGCCAAAACCATCATAGTACACCTTAATAAATCTGTAGCAATCAATTGTATCAGACTCGCCAA
CAATATAATAGAAGGTCTAACTATAGGACCAGGACGAGTATTCTATAGAAAAGGAGACATAATAGGAGATATA
AGGAAAGCATTTTGTGAGATTAATGGAACACAATGGAATAAAGATTTAGGTCAGGTAGCTAAAACTTTAAAAG
AGCACTTTCCTAATAAGACAATAGTCTTTGAACCATCTGCAGGAGGAGATCTCGAAATTACAATGCATCATTT
TAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGG
TTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTGCTGTACCCTGGAACTCCACTTGGAGTA
ATAAATCTTATAATGAGATTTGGCAAAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAGA
TCAAATATATGGAATACTTACAGAATCACAGAACCAGCAGGAAAAGAATGAAAAGGATTTGTTGGAATTCGAC
AAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGCTGTGGTATATAAAAATATTTATAATGATAG
TAGGAGGTTTAATAGGTTTAAGAATCATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTC
ACCTTTGTCTTTCGCTATTTCTTTGCTTGATACCATAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATA
GAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTT
TGGTATAA 
>KF835513 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGTTACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATAAGGGAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATATACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATAAGGATGTAATCAGTTTATGGGATCAAAGCTTACAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAATTTGTACTACAGCTAATTTAACCAATTATAACTCTAGCACATTAGGAAATATGACAGATGATAA
CTATAGCACATTAGGAAATATGACAGATGAAGTAAGAAATTGTTCTTTTAATATGACCACAGAACTAAGAGAT
AAGAAGCAGAAGGTTCATGCACTTTTTTATAGGCTTGATATAGTACCAATAGATGGGAATAGGAATAATAGTT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATCAGATCTGAGAATATCACAGACAATGCAAAAAACATAATAGTGCACCT
TAATGAATCTGTAGAAATCACTTGTATAAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGA
CAAGTATTCTATCGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAACATTAATGGAACAGAAT
GGTATAAAGTGTTAAAACAAGTAGCTGGAAAATTAAAAGAGCACTTTAACAATACAATAATCTTTCAACCACA
ACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCTTCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATAATGAGATTTGGGATAATAT
GACATGGATACAATGGGAGAGAGAAATTAGCAACTACACAAACCAAATATATGACATACTTACAGAATCACAG
AACCAGCAGGACAGTAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACA
TAACAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTT



TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGAT
ACTACAGCAATAGCAGTAGCAGGGTGGACAGATAGGATATTAGAATTAGCACAAAGAGTTGGGAGGGCCATTC
TCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTAGTATAA 
>KF835514 
GCCTCAAATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGCAGAA
CAGATGCAGGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTTCTCTCTGTG
TTACTTTAAATTGTACCGCTGCTAATTTGACCAATACTAAAAACAATACCGATAAAATAGGAGATATAAAAGA
TGAAGTAAGAAATTGTTCTTTTAATATGACCACAGAAATAAGAGATAGGAGTCAGAAGGTCCATGCACTTTTT
TATAAGCTTGATTTAGTATCAATGGAAAATAATAGTACTAATAACTATAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGC
TGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAGTGGAACAGGACCATGTAAGAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGCACAAGAGA
TAATAATCAGAACTGAAAGTCTCACAGACAATGCCAAAACCATAATAGTACACCTTAATGAATCAATACAGAT
CAATTGTACCAGACCCTCAAACAATACAAGAAGAAGTACAACTATAGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAATAGGGGATATAAGAAAAGCACATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAAC
AGGTAGCTAGAAAATTAAAAGAGCACTTTAATAAGACAACAATACTCTTTCGGCCACCCTCAGGAGGAGATCT
AGAGATTACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAAATTTGGAACAACATGACATGGACACAATGGGAGAG
AGAAATTAGCAATTACACAGAACAAATAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGT
GGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGG
TTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTTCT
ATTTCTTTGCTTAATAGTACAGCTATAGCAGTAGCAGGGTGGACAGATAGGCTTATAGAAGCAGCACAAACAG
TTTGGAGAGCTATCCTCCACATACCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KF835516 
GCCGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATACCCCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCAAGGCTAAGTTGAATGAGACCAAGATCACCAACTCCACTGCCTCTAACATAGTGGG
AAATCTAACAGATGATGTAATGAATTGTACTTTTAATGTGACCACAGAACTAAGAGATAAGCAGCAGAAGGTC
CATGCACTTTTTTATAGGCTTGATATAGTACAAATAAATAATAATGCTAGTTTGTCTAATAAGAGTAGTGAGT
ATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTAT
ACATTATTGTACCCCAGCTGGTTATGCGATTTTAAAGTGTAAGGATAAAAATTTTAATGGGACAGGGCCATGT
AGAAATGTCAGCTCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GCCTAGCAGAAGACGAGATAGTAATCAGATCTGAAAATCTCACCAACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGTTTCGGACCAGGA
CAAGTATTCTATAAAACAGGAGCTATAATAGGAGACATAAGGAGAGCACATTGTGAGATTAATAGAACACAAT
GGGATGAAACTTTAGGACAGGTAGTTAGAAAATTAAACAAGCACTTTAATACAACAATAATCTTTCAACCACC
CTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTGTTTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTTGAAGAAATTTGGAACAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCACAGAACCAG
CAGGATAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGATTAATGCCACA
GCAATAGCAGTAGCGGGGTGGACAGATAGAGTTATAGAAGTAGCACTAAGAGCTTGCAGAGCCATTCTTCACA
TACCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGATATAA 
>KF835518 
GCCTCAGACAACTTGTGGGTTACAGTCTACTATGGGGTTCCTGTGTGGAAAGATGCAGAGACCACTCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAGATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACCTTAAATTGTACCGCAGCTAACCTCAAGAAAACAGAAAATACAACAGATGGAGTAAACATAGGAAATCT
AACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGTAATACAAGATAAGAAGCAGCAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACAAATGGATGGTAATAATAGTAGTAGTAATTATAGTCTTTATAGGTTAA
TAAATTGTAATACTTCAGCCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATACCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATCAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC



AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGCCTAGCAG
AAAAGGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAGTC
TGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATGAGAATAGGACCAGGACAAGTATAC
TATAGAACAGGAGACATAGTAGGAGATATAAGAAAAGCATATTGTAAGATTAATGGAACAAAATGGAATAAAA
CTTTAGAACAGGTAGCTGAAAAATTAAAAGAGCACTTTAAGAATAAGACAATAATTTTTCAACCAGCCTTAGC
CTCAGGAGGAGATCTAGAAATTATAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAATAAAATATATGAGCTAATTACAGAATCGCAGGACCAG
CAAGACAGAAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTTATAATGATTATAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCTCTCGCTATTTCTTTGCTTGATACTACA
GCAGTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCCATTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KF835519 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGGACAGGAGACAGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCATGACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGCACCAGTGCTAACTTGACCAATGCAAAGATCCCGGTCAATGCCTCTCTCATAATGGGAAA
TTTAACAAATGAAGTAAGTAATTGTACTTTTAATATGACCACAGACCTAAGAGATAAGAAGCAGCAGGTCCAT
GCACTTTTTTATAGGGTTGATATAGTATCAATTGACAATACTAATAATAGCAATGAGTATAGGTTAATTAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGTTTCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGTGATTTTAAGGTGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCC
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGGAG
ACATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAGGTGTACATATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAACAGGAGATATAAGAAAAGCATATTGTGAAATTAATGGAACAAAATGGAATGAAACTTTAA
CACAGGTAGTTAAAAAATTAAAAGAGCACTTTAATACAACAATAAAGTTTGAACCACCTTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAGTCATCTGCACCACTCCTGTGC
CCTGGAACTCCTCTTGGAGTAATAAATCTTATGAGGATATTTGGAACAACATGACATGGACAGAATGGGAGAG
AGAAATTAGCAATTACACAGACATAATATATACCATATTAACAGAATCACAGAATCAGCAGGACAAGAATGAA
AAGGATTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAGTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTAATATGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAATTAGCACAAAGAGTTGGGAGAGCCATTATCCACATACCTAGAAGAATCA
GACAGGGATTAGAAAGGGCTTTGCTATAA 
>KF835528 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGACGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TGACTTTAAATTGTACTGATGATGTGAAGTTTGTGAATTTGACCAATTCCAACAACAGCACCAACGAAACCAG
TAGCTATAACATAGGAAATATAACAGGTGAAGTAAAAAACTGCTCTTTTAATATGACCACAGAAATAATAGAT
AAGAAGCAGAAAGTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATGAGCAATAGCAATAGTAGTGATA
GTAGTAAGTATATACTAATAAATTGTAATAATTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAATGTAATGATAAGAATTTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAATTACTGT
TAAATGGCAGTCTAGCAGAGGAAAAGATAGTAATCAGATCTGAGAATCTCACAAATAATGCCAAAACCATAAT
AGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATATAAGAACAAGTATGCGTATA
GGACCAGGACGAGTATTCTATAAAACAGGAAGCATAATGGGAGATATAAGAAAAGCATATTGTGAGGTTAATA
AAACAAAATGGGTTGAAGTATTAACACAGGTAAATAACACATTAAAAGAGAACTTTAAGAATAAAACAATAAT
CTTTCAACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTAGAAAGATATCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTG
GAAAAACCATCTGCACCACTGATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAAATTTGGAA
CAACATGACATGGGTAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATACGCTACTTATAGAA
TCGCAGAACCAGCAGGAAAGAAATGAAAAAGAATTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGT
TTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCCTTTGCTATTTCTTTG



CTTAATGCCACAGCAATAGTAGTAGCGGAGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGGGAG
CCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAATAGCTTTGCAATAA 
>KF835533 
GCCTCAGACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGCCAGAAGCGCACAATGTCTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCTCTGCTAACTTGACCAATGCCACTGTCACAACCAGTGAGACTCTAAAAGATGAAGT
AAGCAACTGTACTTTTAATATGACCACAGAAATAATAGATAAGCAGAAGAAGGTCTATGCACTTTTTTACAAG
CTTGATATAGTACAAATTGAAGATAGTAACAAAAATAGTAGCAATAGTAGTAAGTATAGTGAGTATATGTTAA
TAAATTGTAATTCCTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAGGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATC
TGTAGAAATCAATTGTACCAGACCCTCCACCACTATAAGAACAAGTCTAAGGATAGGACCAGGACGAGTATTC
CATACAACAGGAGCCATAACAGGAGACAAAAGAAAAGCATATTGTAAGATTAATGCAACAAAATGGTATAAAG
TTTTGAAACAGGTAGCTGGAAAATTAGAAAAACACTTTAATAGGACAATAATCTTTGAACCACAACCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAGCAGTTCCTAGGACTTTGGGGTTGCTCTGGAAAAATCATCTGCA
CCACTCGTGTGCCCTGGAACCGCACTTGGAGTAATAAAAGTTATGAAGAGATTTGGGGCAACATGACATGGAT
AGAGTGGGAGAGAGAAATTAGCAGTTACACAAACCAAATATATGAGCTAATTACAGAATCGCAGAACCAGCAG
GACAGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGCCTTTCGCTATTTCTTTGCTTGATGCTACAGCA
ATAGTAGTAGCGGGGGGGACAGATAGGGTTATTGAAGTAATACGAAGGGCTTGGAGAGCCCTTCTCAACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>KF835536 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCAGTATGGAGAGATGCAAGTACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATTCAACAGAAGTGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTACAACCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAAATGTACGAATAATGTTACGGTCAGCAATGCCACTGCAACAAATAAAACAAATGTAGGAAATAT
AACAGATGAGGTAAGGAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAATGTCTATGCA
CTTTTTTATAAGCTTGATATAGTACAAATTAATAATAGTAGTAGTCAGTATAGGTTAATAAATTGTAATACTT
CAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTT
TGCGCTTTTAAAGTGCAATGACAAGAATTTCACTGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCTTAGCAGAAGATGAGATAGTGA
TCAGATCTGAAAATCTCACCAACAATGCCAAAACCATAATAGTGCAGCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTTCAAAAGGATGAGAGTAAGTACACGTATAGGACCAGGACAAGTATTCTATAGAACAGGAGCC
ATATTAGGAGATCCAAGGAAAGCATACTGTGAGATTAATGGAACACAATGGAATGAAACTTTAAGAAAGGTAG
TTAACAAATTAAAAAAGCACTTTAATAATACAATAGTTTTTCAACCACCCTCAGGAGGAGATCTAGAAATTAC
AATGCATCATTTTACTTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGACAT
CCACTTGGAGTAATAAATCTTATGATGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTGG
TAATTACACAAACCAAATATATGAGATACTTACAAAAACGCAGAACCAGCAGGACAAGAATGAACAAGATTTG
TTAGAACTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTATAATAGGTTTAAGAATAATTTTTGCTGTGATTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCTATAGCAGTAGCAGAGTGGACA
GATAGGGTTATAGAAGCAGCACAAAGAATTTGGAGAGCCATTCTTCACATACCAAGAAGAATCAGACAGGGTT
TAGAAAGGAGTTTGCTATAA 
>KF835538 
GCTGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGGAGAGATGCTGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGCGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCATGGAAAATGTAACAGAGTATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCAATGCTACTTTGACCAATACTAATTCGACCAATGTTAACACAACCAGTGCCCCTGA
TATAATAGGAAATGTAACAGATGAAGTAAGGAACTGCTCTTTTAATATGACCACAGAACTAAGAGATAAGCAG
CAGAAGGTCTATGCACTCTTTTATAAGCTTGATATAGTACAACTTAATAATAATAGTACGTATAGGTTAATAA
ATTGTAATACTTCAATCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTACAGTGTAATGAGAAGAATTTCAATGGGACAGGGATGTGTAAAAATGTCAGC



TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACACAATTGCTATTAAATGGCAGCCTAGCAGAAG
ATGAGGTAATAATCAGATCTGAGAATCTCACCAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGT
AGCAATCAATTGTACCAGACCCTCCAACAATATAAGAACAAGTTTCCGTATAGGACCAGGACAAGTATTCTAT
AGAACAGGAGACATAACAGGAAATATAAGGCAAGCATATTGTAGAGTTAATGGAACACAATGGAATGAAACCT
TAAAACAGGTAGCTACAAAATTAAGAGAGCACTTTAATAAGACAATAATTTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCTTCATTTTAATTGTAGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCTCTTGGAGTAATAAATCGTATGAAGATATTTGGAACAACATGACATGGACAGAATGGGA
GAGAGAAATTAGCAATTACACAGCCCAAATATATGAAATACTTACAGAATCGCAGAACCAGCAGGACAGGAAT
GAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTAGGCATAACAAAATGGATGGGGT
ATATAAAATTATTTGTAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTACTTAATGCTACAGCAATAACAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTTGGAGAGCTATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KF835542 
GCCTCAGACCGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGGCAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAAATTGTACCAATGCTAATTTCACTAAACCAACAATCAGTGGCAACGATACCATAGGAAATATAAC
AGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGCTAACAGACAAGAAGCAGAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTAAAAATGGGAGGGAATGGTAGTCAGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGT
GATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACA
CATGGAATTAAACCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GGTCTGAGAATCTCACAAATAATGCCAAAACCATAATAGTGCATCTTAATAAATCTGTAGCAATCAATTGTAC
CAGACCCTCCAATAATACAAGAATAAGTACAAGAATAGGACCAGGCCAAATGTTCTATAGAACAGGAGACATA
ATAGGAGATATAAGAAAAGCATTTTGTCAGATTAATAAAACAGAATGGAATGAAACTTTAGAACAGGTAACTG
CAAAATTAAGAGGGCACTTTATTAATAAGACAATAATCTTCCAACCACCCTCAGGAGGAGATCTAGAAATTAC
AATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AGGGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAAAGAGATTAG
CAATTACACAAACAAAATCTATGATCTACTTACAGAATCGCAGAACCAGCAGGAGAGAAATGAAAAGGATTTG
TTAGAGTTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTTAATGCTATAGCAATAGCAGTAGCGGAGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATTAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KF835543 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACGGAAGCACACAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATACAATGGTAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAGTTAACTCCTCTCTGCG
TTACTTTAAAGTGTGGCACGGTCAAGGGCTCTAACAGGACTGACAAAATAGGAAATATAACAGATGACATGAG
GAACTGTTCTTTTAATATAACCACAGAATTAAGAGATAAGAAGCAGAAGGTTTATGCACTTTTTTATAAGCTT
GATATAGTAGAAATTGATAGTAGTGGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTT
GCCCAAAAATATCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAA
TGATAAGAACTTCAATGGGACAGGGCCATGTAAGAATGTCAGCTCAGTACAATGCACACATGGAATTAAACCA
GTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGATAATAATTAGATCTGAAAATCTCA
CAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATTAAGTGTACCAGACCCTCCAACAA
TACAAGAACAAGTATACCTATAGGACCAGGACAAGCATTCTATAGAACAGGAGACATAATAGGAGATATAAGG
AGAGCATATTGTGAGATTAATGGAACAAAATGGAGGGAAACTTTAAAACAAGTAGTTAAAAAATTAAAAGAGC
ATTTTAATACAACAATAATCTTTCAACCACCAGCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTG
TAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTA
GGACTTTGGGGCTGCTCTGGAAAGATCATCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGTAATAAAT
CTTTTGAGGAAATTTGGAACAACATGACATGGATAGAGTGGGAGAGAGAAATTAGTAATTACACAAGCCTAAT
ATATGGGATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAGGATTTGTTGGAATTAAATAAATGG
GCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAG
GTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
ATCTTTCGCTATCTCTTTGTTCGATACTATAGCAGTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTA



GCACAAAGAGCTTGGAGGGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACAAT
AA 
>FJ441290 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGACGCTAAAGCACATGAGACAGAAATGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACCCATGGTAGATGTAACAGAAAATTTTAATATGTGGAAAAATAGCATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACGCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAAGTTCAATAACACAACCGCTGTCAACAATACCAATAACATAGGAAATCT
AACAGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACAAATGGGAAGCAATAGTAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTTTGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCAACTTAACAAATCTGTAGAAATCAA
TTGTACCAGACCCTCCAACAATACAAGAGAAAGTACAAGAATAGGACCAGGCCAAGTGTTCTATAGAACAGGA
GACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAAACAGG
TAGCTGCAAAATTAAAAGGGCACTTTAATAATAAGCCAATAATCTTTCGACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATAAAGAGATTTGGGACAACATGACATGGGTAGAATGGGAGAGAGA
AATTAGCAATTACACAAGCAGAATTTATGAGCTACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAG
GATCTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGGAGGGATACTCACCTTTGTCGTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATAGCGGGG
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTGGGAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>GU475028 
ACCTCAAATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAATGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTTTGTG
TTACTTTAAATTGTACCGAGGCTAATTTGACTAATAATAAAACCAATGGAAATATAACAGATAACAATAACAT
AGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGATGCAGAAG
GTCTATGCACTTTTTTATAAGCTTGATATAGTACAAATGGGAAACAATAGTAGTGAATATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTTTAAAATGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACA
GTACAATGCACACATGGAATTAAACCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAAACTGTACA
AATCAAGTGTACCAGACCCTCCAACAACACAAGAACAAGTACAAGAATAGGACCAGGCCAAGTGTTCTATAGA
ACAGGAGCCATAATAGGAGATATAAGGAAAGCATACTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAA
ATAAGGTAACTAAAGAATTAAAAAAGCACTTTAATAAGACAATAGTTTTTCAACCACCATCAGGAGGAGATCT
AGAAACCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTACTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAA
AGAAATTAGCAATTACACAAACAAAATCTATGACCTACTTACGAAATCGCAGGACCAGCAGGAAAGAAATGAA
AAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACTGCG
GGGTGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>GU475040 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTATCAATGCTAATTTGACCAATGTCAACAAGACCACTGCCACTAACGGAATAGGAAATAT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACATTACTAGCAGATAAGAAGCAGAAGGTCTATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTGAAGATAAGGATAATAGTACGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA



TGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAGGAAAAGGTAA
TAATCAGATCTGAAAATCTCACAAACAATGTCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAC
TTGTATCAGACCCTCCAACAATACAAGAACAAGTATAAGTATAGGACCAGGACGAACATTCTATAGAACAGGA
GACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAGACAGG
TAACTAAAGAATTAAAGGAGCACTTTAAGAATAAGACAATAAAATTCCAGCCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCTT
GGAACTCCTCTTGGAGTAATAAATCTTATGAACAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGATATACTTACAAAATCGCAGGACCAGCAGGACAGAAATGAAAAG
GATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTGTGCTGTATTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGTTATTTCTTTGGTTGATGCTGTAGCAATAGCAGTAGCAGGG
TGGACAGATAGAGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>KM218078 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAAATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAGGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTTCCAATGCTGAATTGACCAATTTGACCAATTTCAACAAGACCAATGTCTTTAAAGGAAT
AGGAAATGTAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACATTACTAACAGATAAGAAGCAGATG
GTTCATGCACTTTTTTATAAGCTTGATATAATACAAATTAGTAACTCTAGTTATAGGTTAATTAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
ATATGCGATTTTAAAGTGTAATGATAAGAAGTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGACGAGATAA
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACGAGCATTCTATAGAACAGGA
GACATAACAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAACAAAATGGAATGAAACTTTAGGACAGG
TAGCTAAAAAATTAAAAGAGCACTTTGCTACTAAGAAAATAGAATTCCAGCCACACTCAGGGGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTAACAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGTAATTACACAAACCAAATATATGATTTACTGACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAG
GATTTGTTAGAACTTGATAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTGTGCTGTGTTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTTGCAGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGGCTTGGCTATAA 
>HM215409 
GCCTCAGACAACTTGTGGGTAACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGCCAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCAGGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTCAGTTTCCCAATGACACTAGAACAGCCAATGCCTCTGACAAAATAGGAAA
TATAACAGATGAAATAAAAAACTGTACTTTTAATATAACCACAGAAATAAGAGATAAGAAGCAGAAGGCTTAT
GCACTTTTTTATAGGCTTGATATAGTACCAATAGAGGATAAAAATAATAGCAGTAATGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCTGCTGGTTTTGCACTTTTAAAGTGTAATGATGTGAATTTCAATGGGACAGGGCTATGTAGAAATGTCAGT
TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
GTGAGATAATAATCAGGTCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAACAAATCTGT
AGAGATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAGTATTCTAT
AGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAGTGAAGTTT
TAAAACAGGTAACTGAAAAATTAAAAAAGGTGACTAATAAGACAAGAATAGAGTTTCAACCCGCACCCGCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCA
CTGCTTTGCCCTGGAACTCCACTTGGAGTAATAAAACTTTCGACAACATTTGGAAAAGCAACATGACATGGAT
AGATTGGGAGAGAGAAATTAGTAATTACACAAACACAATATATGACCTACTTACAGAATCACAGAACCAGCAG
GAACAGAATGAAAAAGAGTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCA



ATAACAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGTACAAGTAGCTTGCAGAGCTATTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGGTATAA 
>HM215418 
GCTTCAGACAAACTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAATACACCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTTTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCACTGCTAATACTAATGAGACCAAGAACAATACAACAGATGACAATATAAAAGATGA
AATGAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAGGGTCTCCGCACTTTTTTAT
AAGCTTGATATAGTGCCAATTGATGATAGTAAGAATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCGTGCCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGT
GATTTTAAAGTGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCATCTTAATAAGTCTGTAGAAATCAATTGTAC
TAGACCCTCCAACAATACAAGAACAAGTGTACGCATAGGACCAGGACAAGTATTCTATAGAACAGGGGACATA
ACAGGAGACATAAGAAAAGCATATTGTGAGATTGATGGAACGGAATGGAATAAAACTTTAACACAGGTAGCTG
AAAAATTAAAAGAGCATTTTAATAAAACAATAGTCTATCAACCACCCTCAGGAGGAGATCTAGAAATTACAAT
GCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAA
GATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCA
CTTGGAGTAATAAAACTTATGAAGAGATTTGGGACAATATGACATGGACACAATGGGAGAGAGAAATTAGCAA
TTACACAAATCAAATATATAGTATACTTACAGAATCACAAAGCCAGCAGGACAAGAATGAAAAGGATTTGTTG
GAATTGGATAAATGGGCTAGTCTGTGGAATTGGTTTACATTATCAAGATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGAGTGGACAGAT
AGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTATCCACATACCTAGAAGAATCAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>HM215419 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCCCATTCAACAGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGATAAATGTAACAGAAAGTTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGCTTATGGGACCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAAAGTTAAGTTGACTAATTTCAAGGAAACCAATGACAGTAACATAGGAAATATAAC
AAATGAAATAGCAAACTGTACTTTTAATATGACCACAGAACTAATAGATAAAACGAAGCAGGTCTACGCACTT
TTTTATAAGCTTGATATAGTACAAATTGAAAATAATAGCAATAGTAGTGAATATAGGTTAATAAATTGTAATA
CTTCAGTCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAGATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTTACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAGTCTGTAGAAATCAA
TTGTACCAGACCCTCTAACCATCAAAGAAAACGTATAACTATGGGACCAGGACGAGTATACTATAGCACAGGA
GAAATAACAGGAGATATAAGGAAAGCATATTGTAAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGG
TAGCTAAAAAATTACAAGAACACTTTAAAAATAAGACAATAATCTTTAAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAATCCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGACAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAA
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGTTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG
TGGACAGATCGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAACAGCTTTGCTATAA 
>JX112810 
GCTTCAGACAACTTGTGGGTTACCGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAG
CAGATGCATGAGGATGTAGTCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTACCAATGCTAATTGGACCAATAGCAATGACACAACCAATGACCCTAACATAGGAAATCT
AGGAAATCTAACAGATGAAATGAGAAACTGTACTTTTAATATGACCACAGAACTAAAAGATAGGAAGCAGAAA
GTCCAGGCACTTTTTTATAGGCTTGATATAGTACGAATTGATAATAATGAGAATCATACTGATATGTATAGGT
TAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAAT



GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCG
CACAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAG
ATCTGTAGAAATCAATTGTACCAGACCCTCAAATAATACAAGAACAAGTGTACATATAGGACCAGGACAAGTA
TTCTATAGAACAGGAGACATAATAGGAAATATAAGAATAGCATATTGTGAGATTAATGGAACAAAATGGAATG
AAACTTTAAAACAGGTAACTGGAAAACTACAAGAGCACTTTAAGAATAAGACAATAAGATTTCGGCCACACTC
AGGAGGAGATCTAGAAATTACAACACACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCCTTTGAAGAAATTTGGAACAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCACAGAACCAGCAG
GACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGATTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATAC
CTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX112818 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATATAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAACATTTCAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATAATGTCACTTTGACCAATGCCACTTGGACCAATATCAATAGTACAGATTTAGG
AAATATAACAGATGACATAAGAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAGGAAGCAGAAGTTC
TATTCAATTTTTTATAGGCTTGATATAGTACCAATTGAAAATAATAATAGAAGTGAATATAGGTTAATAAACT
GTAATTCTTCAGTCATTAAGCAGGCTTGTCCAAAAGTAACCTTTGATCCAATTCCCATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAACGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAATCATAATAGTGCAACTTAATAGATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGGACAAGTATAAGGATTGGACCAGGACAAGTATTCTATAGA
ACAGCAGAGATAACAGGAGATATAAGACGAGCATATTGTAGGATTAATAAAACAGAATGGAATAAAACTCTAA
AACAGGTAGCTGAAAAATTAAAAGAATACTTTAATAATAAGACAATAGTCTTTCAACCACACTCAGGAGGAGA
CCCAGAAATAACAATGCATCATTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAACAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACACCACCTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGACAGAATGGGA
GAGAGAAATTAGCAATTACACACACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAAAAAT
GAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGCTATGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAGTAGCAGTA
GCAGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGCAGAGCTGTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTACAATAA 
>JX112821 
GCCTCAGACAACTTATGGGTTACAGTGTATTATGGAGTTCCCGTGTGGAGAGACGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGTCAGAAGTGCACAACGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTATAAAGTTAACTCCTCTCTGCG
TTACTTTAAACTGTAGTAGTGAAGTTAGGACCCGCAATGTCACAAGCAATGTCACCTTTTTGTCAGAAATAGG
AAATATAACAGAAGATGTAAGGAACTGTTCTTTTAATATGACCACAGAAATAAAAGATAAGAAGCAGAATGTC
TATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATAACAATAGTAGTAACAATATTTATGGTAAGTATA
GGTTAATAAATTGTAATACTTCAGTCATCAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAGAGATAAGAATTTCAATGGGACAGGGCCATGTAGA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGCC
TAGCAGAAGATAAGATAATAATCAGATCTGAAAATCTCACCAACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAGATCAGTTGTACCAGACCCTACAACAATACAAGAACAAGTATACATATAGGACCAGGACAA
GCATTCTATAAAACAGGAGAAATAATAGGAGATATAAGGAGAGCATATTGTAAGATTAATGGAACAAAATGGA
ATGAAACTTTACAACAGGTAGCTAAAAAATTAAGAGAGCACTATAGGACTGAGACAATAGTCTTTCAACCACC
CTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAAAGGGGAGTTTAAACAGCTCCAGGCAAGA
CTCCTGGCTGTGGAAAGATACCTAAAGGATCAGAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCCTATGAAGAGATTTGGGACAACATGACATG
GATAGAATGGGAAAGAGAAATTAGCAATTACACAAGCCAAATATATGGTATACTTATAGAATCGCAGAATCAG
CAGGACAAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
GCTGGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTATA



GCAATAGCAGTGGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGCAGAGCCATTCTTCACA
TACCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>JX112827 
GCCGCAGACAACTTGTGGGTTACGGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCACATTCTACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAATTTGACCAGGATCAATGCTACTTGGACCAGGGACAATGACACAAAATA
TAACACTGAAATAGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAATTAAGAGAT
AAGAAGCACCAGGTCTATGCACTTTTTTACGTGCCTGACATAGTACCAATTGATAATAGTAGTGAGTACAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGTTCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAAATAATACTCAGATCAGAAAATATTACAGACAATGCCAAAACCATAATAGTGCACCTTAATGA
ATCTGTAGAAATCAATTGTATCAGACCCGCCAATAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTA
TTCTATGGAAGAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTAAGATTAATGGAACAAAATGGAATA
AAGTTTTAAAACAGGTAACTGAAAAATTAAAAAAGCAATTTAGTAAGAACATAACCTTCCAACCACCCTCAGG
AGGAGATCTAGAAATTACAATGCATCACTTTAATTGTAAAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAACTACACGAACCAAATATTTGAGATACTCACAGAATCACAGAACCAGCAGGAC
AAAAATGAAAAGGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTGAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAGTA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGGGCCATTCTCCACATACCTA
GAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>JX112829 
GCCGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCAACTGAGACAGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TAACTTTAAATTGTACCAATGCTAATGTGACCAATGTGGGTAACTACTCAACCAATGTCTCCAAGGATTCTAA
CATAATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAACTAAGAGATAGGAAG
CAGAGGGTCCATGCACTTTTTTATAAGCTTGATTTAGTATCAATAGATGACAATAATAGTAGTGAGTATAGGC
TAATAAATTGTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCGGCTGGTTATGCGATTTTAAAGTGCAATGATAAGGATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTGCTGTTAAATGGTAGTCTAG
CAGAAGAGGAGATAATAATCAGATCTGAAAAGCTCACAGACAATGCCAAGACCATAATAGTGCACCTTAATAA
ATCTGTAGTAATCAACTGTACCAGACCCTCCAACAATACAAGAACAAGTATAGCTATAGGGCCAGGACAAGTA
TTCTATAAAACAGGAGAGATAATAGGAGATATAAGAAAGGCATATTGCCAAGTTAATGGAACAAATTGGTTTG
AAGCTTTAAACCAGACAGCTGGAAAATTAAAAGAGCACTTTAATAGGACAATAAGCTTTCAACCACACTCAGG
AGGAGATCTAGAAATTACAACGCATCACTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAACAGATTTGGGACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTATACAAACCAAATATATGACATACTTACAGAATCGCAGAACCAGCAGGAC
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGATTAGAAAGGACTTTGCTGTAA 
>JX112830 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAACACAGAGGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTAAATTGTGCTAATTTGACCAGTACCAATGTTAATCAGACCAATAAAGAAAATATAAAAAATGAAGT
AAAAAACTGTACTTTTAATGTGACCACAGAAATGCAAGATAAGAAGCAGCAGGTCTATGCACTTTTTTATAAG
CTTGATATAGTAGAAATACATACTAATAGTAGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGC
AGGCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAA
GTGTAATGATAAACATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATT



AAGCCAGTGGTATCAACACAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAGATAATAATCAGATCTGAAA
ATCTCACAGACAATACCAAAACCATAATAGTACACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTC
CAACAATACAAGAACAAGTATAAATATAGGGCCAGGACAAGCATTCTTTAGAACAGGAGACATAATAGGAGAT
ATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAGTTCTAGGACAGGTAACTGAAAAACTAA
AAGGGCACTTTAATAATACTAACATAATCTTTCAACAACCATCCCCAGGAGGGGATCTAGAGATTACAACACT
TCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCTCTT
GGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTA
CACAAACCAAATATATGGGATACTTACAGAATCGCAGAACCAGCAGGACCGGAATGAAAAGGATTTGTTAGAA
TTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTATAA
TAATAGTAGGAAGTTTAATAGGATTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
TTACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTAGCGGAAGGGACAGATAGG
GTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTATCCACATACCTAGAAGAATCAGACAGGGCTTAGAAA
GAGCTTTGCAATAA 
>JX112832 
GCCGCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TAACTTTAAATTGTACCAATGCTACTTTTACCAACGCGGTTAACATAACCAGTAGCCCCAATGTAGGAAATCT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGACAAGAAGCAGAGGGTCCATGCA
CTTTTTTATAAGCTTGATTTAGTACCAATGGATAAGAGGGATAAAGATAATAATAGTAATAGTAATTATAGTG
AGTATAGGCTAATAAATTGTAATACCTCAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGACCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAGGTGTAATGATAAGAATTTCAATGGGACAGGGTCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTTTTAAATG
GTAGTCTAGCAGAAGAGGAGATAATAATCAGCTCTGAAAATCTCACAAATAATGCCAAGACCATAATAGTGCA
CCTTAATAAATCTGTAGAAATCAATTGTAGCAGACCCGCCAACAATACAAGAAAAAGTATACCTATAGGACCA
GGACAAGTATTCTATCAAACAGGAGACGTAATAGGAGACATAAGAAAAGCATATTGTGAAATTAATGACACAA
ATTGGTCTGAAGCTTTAAGCCAGGTAAGAAAAAATTAAAAGAGCACTTTCCTAATAAGACAATAAGCTTTCAA
CCACCCTCAGGAGGAGATCTAGAAATTACAACGCATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGG
CAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAAT
CATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATG
ACATGGATACAATGGGAGAGAGAAATTAGCAATTATACAGACCAAATATATGAGATACTTACAGAATCGCAGA
ACCAGCAGGACAGGAATGAAAAGGATTTGCTGGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACAT
AACAAAGTGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTT
GCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTAATG
CTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCT
CCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTGTAA 
>JX112833 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCACTGCTAATTTGACCAATATCAATAACACAACCAATGACCAAATAGGAAATATAAA
AGAGGAAGTAAAAAACTGTACTTTTAATATGACTACAGAAATGAAAGATAGGAAGCAGAGGGTCCATGCACTT
TTTTATAAGCTTGATATAATAAAAATGCATAATAATAGTAGTAGTAAGTATAGTGAGTATAGGTTAATAAATT
GTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGTGATTTTAAAGTGTAATGATAAAAATTTCACTGGGAAAGGGCCATGTAGAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAGACAATACCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCTAACAATACAAGAACAGGTATAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGTGATATAAAAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAGTTTTAG
TACAGGTATCTGAAAAACTAAAAGAGAGCCTTAATACAAATAAAACAGTAATCTTTGAACCACCCTCAGGAGG
AGATCTAGAAATTATAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAGAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACACCTCTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGAGAGAATG
GGAGAGAGAAATTAGCAATTACTCAAGCCAAATATATGACATACTTACAGAATCACAGAGCCAGCAGGACCGG
AATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCA



GTAGCAGAGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCCTGGAGAGCCTTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>JX112834 
GCCGCAGACAACATGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAACCCTGGAAAATGTAACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TAACTTTAAATTGTACTAAAGCTAACTTGATCAATGGAAATAACTCAACCAATGGCACCAATGTAAATATAGG
AAATATAACAGATGAAGTAAGCAACTGTTCTTTTTATATGACCACAGAAATAAAAGATAAGAAGCAGAGAGTC
CAGGCACTTTTTTATATGCTTGATTTAGTACCAATGGATGAGAATAGAGATAAGAATAGTAGTAACAATAGTA
GTGAGCATAGGCAGTATAGGCTAATAAATTGTAATGCTTCAGTCATTAAACAGGCTTGTCCAAAGATATCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAACTTCAAT
GGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAT
TGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAGAC
CATAATAGTGCACCTTAATAAATCTGTAGTGATCGATTGTACCAGACCCTCCAACAATACAAGAACAGGTATA
ACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAAATAGTAGGAGATATAAGAAAAGCATATTGTGAAA
TTAATGGAACAAATTGGTTTAAAGCTTTAGAGCAGGTAGCTGGAGAATTAAAAAAGCACTTTAATAAGACAAT
AGTCTTTCGACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCACTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAACAGATTTG
GGAAAACATGACATGGATAGAATGGGAGAGGGAAATTAGCAATTATACAAGCCAAATATATGACATACTTACA
GAATCGCAGAACCAGCAGGAAAGAAATGAAAAGGATTTGTTAGAATTTGATAAATGGACAAGTCTGTGGAATT
GGTTTAACATATCAAACTGGCTGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAG
GATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATCTCT
TTGCTTAATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGA
GAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTCTGCAGTAA 
>GU475042 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACTCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTATGTG
TTACTTTAAATTGTACCAGTGCTATTTTAAGAAATGCTACTTGGCCCGGGGGCAATGTAACCTATGACTCTAG
GATAGAAAATATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAATTAAGAGATAAGCAGCAC
AAGGTCTATGCACTTTTTTATAAGCTTGATACAGTACAAATTGGAGATAATAAGAGTAGTGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGTCATGTAAAAATGTC
AGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACCCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAGTAATCAGATCTGAAAATATTACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAAATCAATTGTACCAGACCATCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAATTATTC
TATAGAACAGGAGACATAATAGGAGATATAAGAAGTGCATATTGTGAGATTAATGGAACAAAATGGTATAAAG
TATTAAAACAGGTAACTGAAAAATTAAAAGGGCACTTTGGTAATAAGAATATAACCTTTGAAAAACCCTCAGG
AGGAGATCTAGAAATTACAATGCATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTAGGGGCTGGTCTGGAAAAATCATCTGCACCA
CTAATGTGCCCTGGAACCGCACTTGGAGTAATAAATCCTATGAACAGATTTGGAACAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAACTACACGAACCAAATATATGAGATACTCACAGAATCGCAGAACCAGCAGGAC
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAAAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATACTATAGCAGTA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAGGAGCTTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>GU475043 
GCTTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGAATGTGAGAATGCTACTTGGACCAATAGAAATAACATAATCACTGACAATGGCAAAATAGGAAA
TCTAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTGGAAGATAAGAAGCAGAAGGTCCAG
GCACTTTTTTATAAGCTTGATATAGTACAAATGCATAATAGTAATAATGATAGTAATTACTATAGGTTAATAA
ATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCGGGTTATGTGCTTTTAAAGTGTAATGATAAAAAATTCAATGGGACAGGGCCATGTAAAAATGTCAGT



TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAG
AAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGT
AAAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTACAACTATAGGACCAGGACAAACGTTCTAT
AGAACAGGAGACATAATAGGAGATATAAGAAAAGCATTTTGTGAGATTAATGGAACAGAATGGAATGAAGTTT
TAGGAAAGGTAAAGGAAAAACTAAACGAACACTTTAGTAATAAGACAATATTCTTTCAACCACCCTTAGGAGG
AGATCTAGAAATTAGAACACATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTG
CTGTGCCTTGGAACTCCTCTTGGAGTAATAAAACTTTTGATGAGATTTGGAACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAACTACACAAACCAAATATATAACATACTTACAGAATCGCAGAACCAGCAGGAACGG
AATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATAATAGTAGGAAGTATAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCA
GTAGCGGGGTGGACAGACAGGGTTATTGAGGGAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>GU475015 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAATTTGTACAGATGCTAAAGTGAAAGTGAATGAAACTAACCCAACCAATGGTCCTGACAAAATAGG
AAATATAACAGATGAAATAAAAAACTGTACCTTTAATGTGTCCACAGAATTAGAAGATAGGAAGCAGAAGGTC
CATGCACTTTTTTATAAACTTGATATAGTACAAATGAATAGTAAAAATAGTAATAGTAGTGAGTATAGGTTAA
TAAATTGTAATACCTCAGTCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGTGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTCGCAG
AAGAAGAGATAATAATCAAATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
GGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTATAACTATGGGACCAGGGAGAGTATAC
TATAGAACAGGAGAAATAGTAGGTGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGTATAAAG
TTTTAGGACAGGTAGCAGAGAAACTAACTAAGAACTTTAATAAAACAATAGTCTTTCAACCACACTCAGGAGG
AGATCTAGAAATTAGAACACTTCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
CTGTGCCTTGGAACTCCTCCTGGAGTAATAAATCTTATAATGAGATTTGGGACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAGTCAAATATATGACATACTTACAGAATCACAGAACCAGCAGGACCAG
AATGAAAAAGAGTTGTTGGAGTTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAA
GAATCAGACAGGGCCTCGAAAGGGCTTTGCTATAA 
>JX112843 
GCTGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGTACATTTGCAAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGYTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACTCCTCTCTGTG
TTACTTTACATTGTACCAAGGCTAATTTCATCAATGCCACATACTCTGACCTTAGAGTAGAAAATTTAACAAA
TGAAGTAAGCAACTGTTCTTTTAATATGACCACAGAATTAAGAGATAAGCAGCACCAGGCCTATGCACTTTTT
TATAAGCTTGATCTAGTACCAATTAGAAGTAATAAAGATAATAGTAATAGTAGTGAGTATAGGTTAATACATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTTTGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAGTGTCAGTTCA
GTACAATGCACACATGGAATCATGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATATTACAGACAATGTCAAAACCATAATAGTGCACCTTAATAAGTCTGTAGA
GATCAATTGTACCAGACCCTCCACCAATGTAAGAACAAGTACAAGAATAGGACCAGGACAAGTATTCTATAAA
ACAGGAGCCATAACAGGAGATATAAGAATAGCATTTTGTGAAATTAATGGAACAAAATGGAATAAAGTTTTAA
AACAGGTAACTGAAAAATTAAAAGGATACTTTGATAAGAATAAGAATATAACCTTTAAACAACCCTCAGGAGG
AGATCTAGAAATTACAATGCATCACTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGACAGAATG
GGAGAGAGAGATTAGTAACTACACGAACCAAATATATGACATACTCACACAATCGCAGAACCAGCAGGACAAG
AATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAGTAGCA



GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCCATTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX112850 
GCCTCAGATAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTATGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGTCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTACCAATGCTAAGTTGAATTGGACCAATAGCACAACTAATGACCCTCACGGAATAGGAAA
TCTAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGTACTAAAAGATAAACAGCAGAAGGTCCAG
GCACTTTTTTATAAGCTTGATATAGTACAAATTGATAATAGTACGAATAGTACGTATAGGTTAATAAATTGTA
ATACCTCAGTCATTAAGCAGGCTTGTCCAAAAATAACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGTGATTTTAAAGTGTAATGAGAAAAATTTCACTGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCGCAAACAATGCCAAAACCATAATAGTGCACCTTAACAAATCTGTAAAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACACGTGTAACTATGGGACCAGGACACGTATTCTATAAAACA
GGAGAAATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATGGAACAGAATGGAATGAAACTTTAGTAC
AGGTAGCTAGAAAACTAAAAGAGCACTTTAATAAGACAATAATAAGCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTGCTGTGC
CCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAAATTTGGGACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAGCCAAATATTTACGATACTTACAGAATCGCAGAACCAGCAAGACAGGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCG
GGGGGGACAGATAGAATTCTTGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTACATATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX112853 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAACGCACAGGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACTCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAA
CAGATGCAGGAAGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACGCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAAGTTGGGCAATAACATGACCACTGTCAACAATAACAATACCTATAAAAT
AGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAGATAAGAGATAAGAAGCAGCAG
GTCCATGCACTCTTTTATAAGCTTGATATAGTAGAAATGGAAGAAAATAGTAGTGAGTATAGGTTAATAAATT
GCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATCCATTATTGTTCTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAGCTGCTATTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAACTGTACCAGACCCTCCAACAATACAAGAACAAGTGTGAGAATAGGACCAGGCCAAGTGTTCTATACA
ACAGGAGACATAATAGGAGATATAAGAAAAGCCTATTGTGAGATTAATGGAACAGAATGGAGTGAAACTTTAA
AACAGGTAACTGCAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTGTTGAAGACATTTGGAATAACATGACATGGACAGAATGGGAGAG
AGAAGTTAGCAATTACACAGACAAAATCTATGAGCTACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAA
AAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAATAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTTGAGAGCTGTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JX112854 
GCCTCAGACAAATTGTGGGTTACAGTCTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATATTCCTGGAAAATGTAACAGAAAATTTTAACATATGGAAAAATGACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCTACGTTGACCAATATCAATATCACTGTCACTAAAGGAATAGGAAATATAAC
AGATGAAGTAAGAAACTGTTCTTTTAATACGACCACAGTACTAACAGATAAGAAGCAGAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTACCAATTAAAGATAAGCAGAATAGTAGTGATGTGTATAGGATAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAATA



CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATAAGCTCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATACATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACGAGCATTCTATAGAACA
GGAGACATAACAGGAGATATAAGACAAGCATATTGTAATATTAGTGGAGCAAAATGGAATGAAACTTTAAGAC
AGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGACGACAATAGAATTCAAGCCACCCTCAGGGGGAGATCT
AGAAGTCACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGC
CTTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAATATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAA
AAGGAATTGTTAGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATAGCAGTAGCA
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JX112856 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCTACAGA
TCCCGACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTTTCTGCG
TTACTTTAAATTGTACCAATGCTACTTGGAACAATACCAAGATCAACATGACCACTGTCTCTAACGGAATAGG
AAACATAACAGATGACATAAGAAACTGTTCTTTTAATATGACCACAGTACTAACAGATAAGAAGCAGAAGGTC
TATTCACTTTTTTATAAGCTTGATATAGTACCAATTGATGAAAAGTCTAATAGTAGTGAGCCTAGTAGAGAGT
ATAGGTTAATAAATTGTAATACTTCAATCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTAT
ACACTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGT
AAAAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGA
CAAACATTCTATAGATTAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAAT
GGAATGAAACTTTAAGACAGGTAGCCAAAAAATTAAAAGAGCACTTTAATAAGACAATAACATTCCAGCCACC
CTCAGGGGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCTAATATATGAGATACTTACACAATCGCAGGACCAG
CAGGACAAAAATGAAAAGGAGTTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTGGGAGGTATAATAGGTTTAAGAATAATTGTTGCTGT
GTTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGGTTGATACTATA
GCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATCCTCCACA
TACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX960612 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTATCACTGCTAATTTGACCAATATCAACAAGACCACTGTCTATAACGGAATAGGAAATGT
AACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACATTACTAACAGATAAGAAGCAGAAGGTCTATGCT
CTTTTTTATAAGCTTGATATAGTACAAATTACAGATAGCAATAATAGTAGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATTAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAACGTTCTATAGA
ACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAAAATTAATGGAACAGAATGGAATGAAACTTTAA
GACAGGTAACTAAAAAATTAAAAGAGCACTTTAATAATAAGACAATAAAATTCCAGCCACCGTCAGGGGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAACCCAAATATATGAAATACTTACAGAATCGCAGGACCAGCAGGACAGAAAT
GAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAGAATATTCATAATACTAGTAGGAGGTTTAATAGGTTTAAGAATACTTTTTGCTGTGTTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGGTTGATGCTGTAGCAATAGCAGTA



GCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGAAGCTGGGAGAGCAATTCTCCACATACCTAGGAGAA
TCAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>JX960606 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAAATTGTACCAATGCTAATTTGACMCATGCTAATTTGACCCATAACATAACCAATGACAACAATAG
CATAGGGAATATAACAGATGAAATAAAAAACTGTACTTTTAACATGACCACAGAGATGAGAGGTAAGCTGCAG
AAAGTCTATGCAATTTTTTCTACGCTTGATATAGTACACATGGGAGGGAATGGTAGTGAATATAGGTTAATAA
GTTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATATATTATTGTAC
TCCAGCTGGTTATGTGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAG
AAGAAATAATAATCAGCTCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGT
AAAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTAT
AGAACAGGAGACATAAAAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTT
TAAATCAGGTAACTGAAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAACAAATCTTATGAAGAGATTTGGGACAACATGACATGGATACAATGGGA
AAAAGAAATTAGCAATTACACAGACCAAATCTATAACCTACTTGCGGAATCACAGAACCAGCAGGAAAAAAAT
GAACAGGATTTGTTAGAGTTAGACAAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATCATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACA
GCAGGGTGGACAGACAGGGTTATAGAAGTTGTACAAATAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>GU475029 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGACAGAAGGGCACAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCGCAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCAGGAGGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAAATTGTACCAATGCTAAGTTCATTAACACAACCAATAGCAATGATACCAGAGGAAATATAGGAAA
TATAACAGATGAAGTGAGAAACTGTACTTTTAACATGACCACAGAGGTACAAGATAAAAAGCAGCAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAAATGGGAGGGGAGAATAATAGTCATTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTAATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGTGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTATCAGAAGAAGAGA
TAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCAACTTAATGAATCTGTAGCAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTATAGAACA
GGAGACATAATAGGAGATATAAGAAAGGCATTTTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAAC
AGGTAACTGCAAAATTAAGAGAACACTTTAATAAGACAATAACCTTCCAACCACCTTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTACTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTTTAAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAAAGA
AATTAGCAATTACACAAACAAAATCTATGATTTACTTACAGAATCGCAGAACCAGCAGGAAAGAAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AAATATTTATAATGACAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGAGCTTTACTATAA 
>GU475044 
GTCTCAGGCAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTTTGGGCCACACACGCCTGCGTACCCACAGA
CCCCAACCCACAAGAACTATACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTCAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAAGGCTAAATTTAATGATACTCAGACCAATAGCAATAACACAAACAAAATAGGAAA
CCTAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAACTAAAAGATAAAACACAGAAGGTTCAT
GCACTTTTTTATAAGCTTGATCTAGCACAAATGGATAATAGTACTAATAGTACGTATAGAAGTTATAGGTTAA
TACATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGGTCTCCTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGTGATTTTAAAGTGTAATACAAAAAATTTCACTGGGACAGGGCCATGTAACAATGTT



AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTCGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAGATCAATTGTACCAGACCCTCCAACAATGTAAGAACAAGTACACGTATAGGACCAGGACAAGTATTC
TATAGGACAGGATCTATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAAGGAAG
TTTTAGTACAGGTAACTGAAAAACTAAAAGAGCACTTTCCTAATAAGACAATAATCTTTAAACAACCCTCAGG
AGGAGATCTAGAAATTAACACACATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCTTGGAACTCCTCCTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGACACA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGGGATACTTACAGAATCGCAGAACCAGCAGGAC
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGTATAACAAACTGGC
TGTGGTATATAAGAATATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCCATA
ACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAATAGCTTGGAGAGCCTTTCTCCATATACCTA
GAAGAATCAGACAGGGTTTAGAAAGGGCTTTAGTGTAA 
>GU475038 
GCCTCAGACAACCTGTGGGTTACAGTTTATTATGGGGTCCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTACCAATGCTACTTTGAATGCTACTAGCTTTAACACAACCGAGGGCCTAGGAAATATGAC
AGATGAAGTAAAAAACTGTACTTTTAATATGACCATGGAAATACAAGATAAGACTCAGAAGGTCCATGCACTT
TTCTATAAGCTTGATGTAGTACAAATGGATAGTAATAGAGAGTATAGGTTAATACATTGTAATACCTCAGTCA
TTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGAT
TTTAAAGTGTAATGATAAAAAATTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAAAAGAGATAATAATCAGAT
CTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAGATCTGTAGAAATCAATTGTACCAG
ACCCTTCAAGACAGAAATAAGAATAACTAGAGGACCAGGACGAGTATTCTATAGAACAGGAAACATAGTAGGA
GATCCAAGAAAAGCATATTGTGAGATTAATGGAACAACATGGAATGAAGTTTTGGTACAGGTAACTGCAAAAC
TAAAAAGGCACTTTATTGATAAGAATATAACCTTTCAACCACACTCAGGAGGAGATCTAGAAATTAGTACACA
TCACTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGAT
CAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCTCTT
GGAGTAATAAATCTTATAATGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTA
CACAGGCCAAATATACCAAATACTTACAGAATCGCAGAACCAGCAGGACCGGAATGAAAAGGATTTGTTAGAA
TTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAA
TAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGG
GTTATCGAAGCAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>GU475021 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GCGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTACATTGTACCAAGTATAATGGGACCAATAGAAATGACACATTCAATGGCAATCACACAATAGGAAA
TATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAAAGATAAGAAGCAGAGAGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAAATGCATAATGATGATAATAATAATACTAGTAATTATAGTGAGT
ATAGTGATTATAGGCTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCC
AATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACA
GGACCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGAAGTCTTGCAGAAGGAGAAATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCATCCAACAATACAAGAACAAGTATGACTATA
GGACCAGGACAAGTATTATATAGAACAGGAGACATAACAGGAGATATAAGGAAAGCATATTGTGAGATTAATA
GAACAGAATGGAATGAAGTTTTAGGACAGGTAATTGGAAAACTAAAAGAGAGCTTTAAGAAGAATATAAGTTT
TCAACAACCCTCAGGAGGAGATCTAGAAATTATAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAACAAATCTTTTGAAGAGATTTGGAACAA
CATGACATGGACAGAATGGGAGAGAGAGATTAGCAATTACACAAGCCAAATATATAATATACTTACGGAATCG
CAGAGCCAGCAGGACAGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTG
ACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT



AATGCTACAGCAATAACAGTAGCAGAGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGGGCCC
TTCTCCACATACCTAGAAGAATCAGACAAGGCTTTGAAAGGGCTTTGCTATAA 
>GU475018 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTGGACCAATGTTACTCGGACAAATGACCCTATAGGAAATATAACAGA
TGAAGTAAAAAACTGCACTTTTAATATGACCACAGACCTAAGAGATAAGAACCAGCAGGTCCATGCACTGTTT
GATACGCTTGATATAGTACACATGACTAATAAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAA
GTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTTAGCTCAGTACAATGCACACATGGAATT
AAGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAGATAATAATCAGATCTGAAA
ATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTC
CAACAGGACAAGAACACGTATGACTATGGGACTAGGACACGTATTCTATAAAACAGAAATAATAACAGGAGAT
ATAAGAAAAGCATATTGTAAAATTAATGCAACAAAATGGTATAAAGTTTTAGGACAGGTAACTGGAAAACTAA
AAGAGCGCTTTAATAAGACAACAATAACCTTTAAACCACATTCAGGAGGAGATCTAGAAATTAAAACACATCA
TTTCAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAA
GAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGA
GTAATAAATCTTATGATGAGATCTGGTACAACATGACATGGGTAGAATGGGAGAGAGAAATTAGCAATTACAC
AGGTCTAATATATGGCATACTTACAAAATCGCAGAACCAGCAGGACCAGAATGAAAAGGATTTGTTAGAATTG
GATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTTATAATAA
TAGTAGGAAGCTTAATAGGTTTAAGAATAGTGTTTGCTGTGCTTTCGATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCCATAACAGTAGCGGGGTGGACAGATAGGGTT
ATTGAAGTAGCACAAAGAGCTTGGAGAGCCTTTATCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>GU475039 
GCTTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TAACTTTAAATTGTACCAATGCTACTGTAACCAATTTCACTAACCCAGACAATGACTCTCCCAAAACAGGAAA
TATAACAGATGAAGTAAAAAACTGTACTTTTAATATAAACACAGAACTAAAAGATAAGAAGCAGAAGGCCCAT
GCACTTTTTTATAATCTTGATATAGTACAAATTGATAGGAATAATACGTATAGGTTAATAAGTTGTAATACCT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTATTAAATGGCAGTCTCGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTTCAACAATACAAGAACAAGTATAAATATAGGACCAGGACAAGTATTCTATAGAACAGGAGAC
ATAATAGGAGATATAAGAAAAGCATATTGTCAAATTAATGGAACAAAATGGAATGAAACTTTAGAACAGGTAA
AAGGAAAACTAAAAGAGCACTTTAATAATAGGAACATAACCTTTCAACCACACTCAGGAGGAGATCTAGAAAT
TACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGATGCTCTGGAAAAATCATCTGCACCACTGCTGTACCCTGGA
ACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAAGCCAAATATATGGGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGAT
TTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTTATAATAGTAGTAGGAAGTTTAATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGGTACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATGCTATAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGGTATAA 
>GU475032 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACCTTAAATTGTACCACGGCTAATTTGACCAATGCTAATCAGGAAAATGCAACCAACACAACCAGTAGCCC
TATAGGATATATAACAGATGAAGTAAAAAATTGTACTTTTAAAATGACCACAGAAATAAACGATAAGAAGCAG
AAGGTCCATGCACTTTTTTATAATCTTGATATAATACAAATGCATAATAGTAGTGAGTATAGGTTAATAAATT
GTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGTGATTTTAAAGTGTAATGAAAAAAATTTCACTGGGACAGGGCCATGTAGAAATGTTAGCTCA



GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTCGCAGAAGGAG
AGATAATAATCAGATCTGAAAATCTCACAGACAATACCAAAACCATAATAGTACACCTTAATAAATCTGTAGA
AATCAGTTGTACCAGACCCGGCAACAATACAAGAACAAGTATAACTATAGGACCAGGAAAAGTATTCTATACA
GGAGAAATAATAGGTGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAGTTTTAGGAC
AGGTAGCTGGAAAACTAAAAGAGCACTTTAATACAACAATAAACTTTCAACCACCCGCAGGAGGAGATCTAGA
AATTAGAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGGACAACATGACATGGACAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGACATACTTACAGCATCACAAAACCAGCAGGACCGGAATGAAAAA
GAATTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATAATAGTAGGAAGTGTAATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCCGTGTCTTTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAACCTTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGGTATAA 
>GU475033 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCTTATTTT
GTGCATCAGATGCCCAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGCACCAATGCCAATTTGACCAATAGCAATAACACAACCAATAGCCCTGGCAACATAGGAAA
TATAACAGATGAAGTAAACATAGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAA
ATAAAAGATAAGAAACAGAAGGTCCATGCACTTTTTTATAAGCTTGATATAATACAAATGCATAATAATAATA
ATAGTGGTGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGTGTAATGATAAAAATTTCACTGGG
ACAGGGCTATGTAGGAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TGTTAAATGGCAGTCTCGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAAT
ATAGGACCAGGACAAGTATTCTATAGAACAGGAGAAATAATAGGTGATATAAGGAAAGCGTATTGTGAGATTA
ATGGAACAAAATGGAATGAAGTTTTAGGACAGGTAGCTGAAAAACTAAAAGAGCACTTTAGGAATAAAACAAT
AAGCTTTCAACCATCCTCAGGAGGAGATCTAGAAATTAGCACACATCATTTTAGTTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGCTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAGATCTTTTGAAGAGATTTG
GAAAAACATGACATGGATAGAATGGGAGAAAGAAATTAGCAATTACACAAGCCAAATATATAAGATACTTACA
GAATCACAAGACCAGCAAGACAGGAATGAAAAGGATCTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATT
GGTTTGACATAACACAGTGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTGTGTCTTTCGCTATTTCT
TTGCTTAATGCTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGA
GAGCCCTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>GU475034 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAACGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATTTACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAGATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTATTTGGCCCAATGGCACTAACACAACCAATGACTCTAGAATAGGAAATAT
AACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAAAGGTAGGCAGCAGAAGGTCCATGCA
ATTTTTTATAAGCTTGATATAGTACAGATTAATAATAATAAAAATAATGATAGTATGTATAGGTTTATAAATT
GTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAG
AGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTGGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATGGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAGTTTTAG
TACAGGTAACTAAAAAACTAAAAGAATACTTTAATAAGACAATAATCTTTGAACAACAACCAGAAGGAGGAGA
TCTAGAAATTAGAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTG
TGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAAATTTGGGGCAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAAGCCACATATATAAGATACTTACAGAAACGCAGAACCAGCAGGACAGGAAT
GAAAAGGAATTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATAATAATAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCCTTGCTTAATGCTACAGCAATAACAGTA



GCGGGGTGGACAGATAGGGTTATTGAATTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>MG655198 
GCCTCAGAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACTCTATTTT
GTGCATCAGATGCCAAAGCACAATCGGAAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAATTGTACCAATGCTACTGCGACAAATGCCACTAACTATGACCATGACCTTAAAATAGAAAATAT
AACAAATGAAGTAAAAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAAGAAGCACCAGGCCTATGCA
CTTTTTTATAAGCTTGATATAGTAAAAATGGAAAATAATAATAGTAAAAATGGTAGAAATAGTAGTAATAAGT
ATAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACA
GGGCCCTGTAAAAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTGCTAT
TAAATGGCAGTCTAGCAGAAGAAGATATAATAATCAGATCTGAAAATATTACAAACAATGTCAAAACCATAAT
AGTGCACCTTAATAAGTCTGTAGAAATCAATTGTACCAGACCCAACAACAACACAAGAACAGGTATAACTATA
GGACCAGGACGAGTATTCGTTAGAACAGGAGACATAATAGGAGATATAAGAGCAGCATTTTGTGAAGTTAATA
GAACAGAATGGAATAAAACTTTAGAACAGGTAAAAGAAAAATTAAAAGGGCACTTTAATAAGACAATAGTATT
TCAACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCACTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGACGAGATTTGGGACAA
CATGACATGGATAGAATGGGAGAGAGAAATTAGCAACTACACGGACCTGATATATGAGATACTCACAGAATCG
CAAAACCAGCAGGACAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTG
ACATATCAAATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTACTTCTTTGTTT
GATACTATAGCAGTAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MG655199 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAACTATAACATGTGGAAAAATTACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTACCAAATATAGCACACCCAGTACCAATGCTAATTTGACCAACAATAGCACATCCAGTCA
CAATAACACAATAGAAAATATAAAAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAAAGAT
AAGAAGCAGAAGGTCCATGCACTTTTTTATAATCTTGATATAGTACAAATGAATAAGACTGAGTATAGGTTAA
TAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAGAAATTTCAATGGGACAGGGCCATGTAAGAATGTC
AGCTCAGTACAATGCACAAATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTTGCAG
AAGAAGAGATAATAATCAGCTCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAGATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCGGGACAAGTATTC
TATAGAACAGGAGACATAACAGGTGATATAAGAAAAGCATATTGTCAGATCAATGGGACAAAATGGGATGAAG
TTTTAAGACAAGTAGCTGGAAAACTAAAAGAGCATTTTAATAAAACAATAGGCTTTCAACCATCCTCAGGAGG
AGATCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCT
GTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTTTGAGGAAATTTGGAACAACATGACATGGATAGAATG
GGAGAAAGAAATTAGCAATTACACAAAACAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACCAG
AATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGCTGT
GGTATATAAAAATATTTATAATAATAGTAGCAAGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCA
GTAGCGGAGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MG655201 
GCCTCAGACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGGAGAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATAAGATGGTAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAAGTTTAATAGGACCACTAGCAATAACACAACCAATGGCACTGACATAAA
CACAACCAATGACACTGACATAAAAATTATGGAAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAA
ATAAAAGATAAGAAGCAGCAGATCTATGCACTTTTTTATAAGCTTGATATAGTACAAATTGATAGTAAGAATA
ATAATAGTGAATATAGGTTAATAAATTGTAATACCTCAGCCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGGTTTGCGCTTTTAAAATGTAATGATAAAAAATTCAATGGG



ACAGGGCCATGTAATAATGTCAGCTCAGTGCAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGC
TGTTAAATGGCAGTCTCGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCGCAGACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTACGACT
ATAGGACCAGGGCAAGTATTCTATAGAACAGGAGATATAATAGGGCCTATAAGAAAAGCATATTGTGAGGTTA
ATGGAACAAAATGGTATGAAGTTTTAGCACAGGTAACTAAAAAACTAGAAGAGCATTTTAAGAATAAGACAAT
AAATTTTCAACCACCCGCAGGAGGAGATCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAACCATCTGCACCACTGCCGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTTCGAAGAGATTTG
GAACAACATGACATGGATACAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGACATACTTACA
GAATCGCAGACCCAGCAGGAAAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATT
GGTTTGACATAACAAGCTGGCTGTGGTATATAAGAATATTTATAATAATAGTAGGAAGTTTAATAGGCTTAAG
GATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCT
TTGCTTAATGCTACAGCAATAACAGTAGGGGGGTGGACAGATAGGATTATCGAAGTAACACAAAGAGCTTGGA
GAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>MG655202 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGACACCACTCTATTTT
GTGCATCAGATGCCAAAGCACATTCGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACGCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTTCCTATGATATTGTGACCAAGGACAGTAGAATAGACTATGACCCTACAATAGGAAATAT
AACAATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAGATAAGAGATAAGAAG
CACAAGGTCTATGCACTTTTTTATAAGCTTGATACAGTAGAAATTAGAAATGATAGTAAAGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTC
AGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATATTACAGACAATGTCAAAAATATAATAGTGCACCTTAATGAATC
TGTAGAAATTAATTGTACCAGACCCTCCAATAATACAAGAACAAGTATAGCTATAGGACCAGGACAAGTGTTC
TATAGAACAGGAGACATAATAGGAAATATAAGAAAGGCATTTTGTAAGATTAATGGAACAAAATGGAATAGAG
TTTTAACACAGGTAGCTAAAAAATTAAAAGAGCACTTTAAGAATAAGACAATAAACTTCAAACCACCACCCCC
AGGAGGAGATCTAGAAATTACAACACATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTAGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATAATGAGATTTGGAACAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAACTACACGGGCCTAATATATGATATACTCACAGAATCGCAGAACCAGCAG
AACAAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGTATAACAAATT
GGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTGTTTCTTTGTTTGATACTATAGCA
ATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCCATTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MG655204 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATGTCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTCATTTGACCAATAGCAATCAAACTGACCATAACCTAGGAAATATAACAGA
TGAAGTAAAGAACTGTACTTTTTATATGACCACAGAACTAAAAGATAAGAAGCAGAAGGTCCATGCACTTTTT
TATACGCTTGATATAGTACAAATTCAGAATAGTAGTAGTTATAGGTTAATAAGTTGTAATACCTCAGTCATTA
AGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTT
AAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAAAAGAGATAATAATCAGATCTG
AAAATATCACAAATAACGCCAAGACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACC
CTCTAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAAAATTCTATAGAACAGGAGACATAATAGGA
GATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGCATAAAGTTTTAGGACAGGTAACTGAAAAAT
TAAAGGAGCATTTTGTTAATAAGACAATAAAGTTTCAACCACACTCAGGAGGAGATCCAGAAATTACAATGCA
TCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGAT
CAGAGGTACCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTT
GGAGTAATAAATCTTATGCAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTA
CACAGATCAAATATATAGCATACTTACAGAATCGCAGAACCAGCAGGAAAGAAATGAAAAGGATTTGTTGGAA
TTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGTATATAAAAATATTTATAA
TAATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCTGCACTTTCTATAGTAAATAGGGTTAGGCAGGG
ATACTCACCTTTATCTTTCGCTGTTTCTTTGCTTGATACTACAGCAGTAGCAGTTGCAGGGTGGACAGATAGG



GTTATTGAAGTAGCACAAGCAGCTTGGAGAGCTATTCTCCACATACCCAGAAGAATTAGACAGGGTTTCGAAA
GGGCTTTGCTATAA 
>JX960630 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACTTATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATATTCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAACTGTATCAATGCTAGTTTGACCCATCTCAACGTGTCCACTGCCTCTAACAATTTAAGAAATAT
AACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACATTACTAACAGATAAGAAGCAAAAGGTCCATGCA
CTTTTTTATAGGCTTGATATAGTAGCAATTAATGAGACTAGGAATGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATGACAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGTCAAAACCATAATAGTGCACCTTAATAAATCTATAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAGAAAGTATAAGTATAGGACCAGGACGATCATTCTATAGAAGAGGAGAC
ATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGGACAAAATGGAATGAAACTTTAGGACAGGTAG
CTGAAAGATTAAAAGAGCACTTTAAAAATAAGACAATAAAATTCCAGCCACCCGTAGGGGGAGATCCAGAAAT
TACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGTAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGGACCAGCAGGACAGAAATGAAAAGGAA
TTGTTAGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGTTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTAGCAGGGTGG
ACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCTATTTGCCACATACCTAGGAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>JX960623 
GCCACAGACAACTTGTGGGTTACAGTTTATTATGGAGTGCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGCCAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATATCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAACTTGTACCAGTGCTAATTTGACCAATATCAACACGACCAGTGTCTCTAATAAAATAGGAAATAT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACATTACTATCAGATAAGAAGCAGAAGGTCCATGCA
CTTTTTTATAGGCTTGATATAGTACCAATTAAAGATAATAATAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTGAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTATTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAAACAATGCCAGAACCATAATAGTGCACCTTAATGAATCTGTAGAAATCAG
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATAGGACCAGGACGAGCATTCTATAGAACAGGA
GACATAATAGGAGATATAAGACAAGCCTATTGTGAGATTAATGGAACAAAATGGAATAACACTTTAAGACAGG
TGGTTAAAAAATTAAAAGAGCACTTTAATAATAAGACAATAAAATTCCAGCCACCCTCAGGGGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATTTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAAATCTTATACAGAGATTTGGAACAACATGACATGGATACAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGAACTACTTACAGAATCGCAGGACCAGCAGGACAGAAATGAAAAG
GATTTATTAGAACTTGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTATATTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAGTAGCAGTAGCAGGG
TGGACAGATAGGATTATAGAAGTAGCACAAGTAGCTTGGAGAGCCGTTCTCCACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCAATAA 
>JX960634 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAAATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAGCCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCGATGCTCAGTGGAACAAAACTAACAAAAACACCACTACCAATGTCCCTACAGAAGT
AGGAAATTTAACAGCAGATGTAAAAAACTGTTCTTTTAATATGACCACATTACTAGCAGATAAGAAGCAGAAG
GTCTATGCACTTTTTTATAAGCTTGATCTGGTACCAATTAAAGATAATAATGAGTCTAGTGGGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATGAGAATTTCAATGGGACAGGGCCATGTAACAATGTC



AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAG
AAAAGGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAAATCAATTGTACCAGACCCTCTAACAATACAAGAACAAGTATAAGTATGGGGCCAGGAAAAGCATTC
TATAGAACAGGAGACATAACAGGAGATATAAGACAGGCATATTGTAAGATTAATGGAACAAAATGGAATAAAA
CTTTAAGACAGGTAGCTAAAAAATTAAAAGAGCATTTTACTAATAAGACAATAGAATTCCAGCCACACTCAGG
GGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTG
GCTGTGGAAAGATACCTAAAGGATCAGCAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATATGCACCA
CTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAAA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATATACTTACAAAATCGCAGGACCAGCAGGAC
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGTTTTC
TATAGTAAATAGAGCTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTATAACGCTGTAGCAATA
GCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAAAGCCATTCTCCACATACCTA
GGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JX960631 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAAGACAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCA
TTACTTTAAATTGTACCAATGCTAAGTGGACCAATGCTAGTTTGACTAATGCTAATTCGACCAAACTCAACAT
GACCATGGTCTCTAACAGAACCGCTGTAGCTACAACAAATGAAGTAAAAAACTGTTCTTTTAATATGACCACA
GTACTAACAGATAAAAAGCAGAAGGTTCATGCACTTTTTTATAAGCTTGATCTAGTACAAATAGATAATAGTA
ATAATAATAGTGATAATTCTAGTGGTGAGTATATGTTAATTAATTGTAATACTTCAGTCATTAAGCAGGCTTG
TCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAAT
GATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAG
TGGTATCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCAC
AAACAATGCCAAAAACATAATAGTGCACCTTAATGAATCTGTAGAAATTAATTGTACCAGACCCTACAGCAAT
ACAAGAACAAGTATAAATATAGGACCAGGACGAGCATTCTATAGAACAGGAGACATAATAGGAGATATAAGAC
AAGCATATTGTGAGATTAATATAACAACATGGAATAACACTTTAAACCAGGTAGCTAATAGATTAAAAGAGCA
CTTTAATAATAAGACAATAGAATTCAAGCCACCCTCAGGGGGAGATCTAGAAATTACAATGCATCATTTTAAT
TGTAGGGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCC
TAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAA
ATCTTATGATGAGATTTGGAAAAACATGACATGGATAGAATGGGAGAGAGAAATTAGTAATTACACAAACCAA
ATATATGCTATACTTACAAAATCGCAGAACCAGCAGGACAGAAATGAAAAGGATTTGTTAGCACTTGATAAAT
GGGCAAGTCTGTGGAATTGGTTTGGCATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGG
AGGTTTAATAGGTTTAAGAATAATTTGTGCTGTGTTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCT
TTGTCTTTCGCTATTTCTTTGGTTAATGCTGTAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAG
TAGTGCAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCT
ATAA 
>JX960607 
GCCTCAAACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATGCCCCTGGTAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAACTTGTACCAATGCTAATTTGACCCATAATATAACCAATGTCAACAGTAGCATAGGAAATATAAC
AGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAGCGGAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTATCCATGGGAGAGACGGAAAAGAATGGTAGTGGTGAATATAGGCTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATTCATTATTGTGCTCC
AGCTGGTTATGCGATTTTTAAGTGTAATGACAAAAAGTTCAATGGGACAGGGCCATGTGGAAATGTCAGCACA
GTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCAACTTAATAAATCTATAGA
AATCACTTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTATCAA
ACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAAATTAATGGAACAAAATGGAATGAAACTTTAA
ATCAGGTAATTAAAAAATTAAAAGAGCACTTTAATAGTACAATAGTCTTTCAACCACCCTCAGGAGGAGATCT
AGAAACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAAACTTATGAAGAGATTTGGGAAAACATGACATGGATACAATGGGAGAA
AGAAATTATCAATTACACAAACAACATCTATGACCTACTTACGGAATCGCAGGGCCAGCAGGAAAGAAATGAA
AAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA



TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCG
GGGTGGACAGATAGGGTTATAGAAATTGCACAAACAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX960628 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATGAGGCAGAAGCGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCTAATTTGACCAATGTCAACAGGAACATGACCGTTGCCCCTAATGGAATAGG
AAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACATTACTAACAGATAAGAAGCAGAAGGTC
CATGCACTTTTTTATAAGCTTGATATAGTACCAATTGAGAATAGTAGTAAGAATAGTAGTGGTGACTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCGGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAATAA
ATCTGTAGTAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACGAACA
TTCTATAGAACAGGAGACATAACAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAGAATGGAATG
AAACTTTAAGACAGGTAACTAAAAAATTAAAAGAGCACTTTAATAATAAGACAATAAAATTCCAGCCACCCTC
AGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTAACAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCTCCTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAG
AGAATGGGAAAAAGAAATTAGCAATTACACAGACCAAATATATGAAATACTTACAAAATCGCAGGACCAGCAG
GACAGAAATGAAAAGGATTTGTTAGAATTGAATACATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCTGTGTT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACTGTAGCA
ATAGCAGTAGCTGGGTGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCCATTCTCCACATAC
CTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX960629 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAGTACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTGGCGATGCTACTTTGACCAAAATCAACCAGACCACTGCCTCAAACGAAATAGGAAATAT
AACAGAGGAAGTAAAAAACTGTACTTTTAATATGACCACATTACTAACAGATAAGAAGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTAAAAATGGAAAGGAATGATAGTACATATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATCCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAGGCCAGTGGTGTCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATGAATCTGTAGAAATCAATTG
CACCAGACCCTCCAACAATACAAGACAAAGTATAAGTATAGGACCAGGAAAAGTATTCTATAGAACAGGAGAC
ATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGGACAAAATGGAGTAATACTTTAAGACAGGTAG
TTGAAAAATTAAAAGAGCACTTTAATAAAACAATAGAACTCCAGCCATCCTCAGGGGGAGATCTAGAAATTAC
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACT
CCTCTTGGAGTAATAAGTCTTATGAAGAAATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAACCAAATATATGATATACTTACAAAATCGCAGGACCAGCAGGACAGAAATGAAAAAGAATTG
TTAGAACTTGATCAATGGGCAAGTCTGTGGAATTGGTTTGAAATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCTGTGTTGTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCAATAACAGTAGCAGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAACTGGGAGAGGCATTCTCCACATACCTAGGAGAATCAGACAGGGCT
TAGAAAGAGCTTTGCTATAA 
>JX960626 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAATTACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATGCTAAATGGACCAATGTCACCCTTGTCTCTAGCAGAATAGGAAATATAACAGA
TGAAGTAAAAAACTGTTCTTTTAATATGACCACATTACTAGCAGATAAGAAGAAGCAGGTTTATGCACTTTTT
TATAAGCTTGATATAGTATCAATTGAAGATAATCAGAATAGTAGTGGTAAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG



TTATGCGATTTTGAAGTGTAATGACAAGGATTTCAATGGGATAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAA
TAATTAGATCTGAAAATCTCACAGACAATGTCAAAACCATAATAGTGCACCTTAATGAATCTGTAAAAATCAG
TTGTATCAGACCCTCCAACAATAAAAGAACAAGTATACATATAGGACCAGGACGAGCATTCTATAGCACAGGA
GAAATAATAGGAGATATAAGAAAAGCACATTGTAATATTAGTGGAACACAATGGAATAAAACTTTAGAACAGG
TAGCTGAAAAATTAAAAGAGCACTTTAATAATACAATAAAATTCCAGCCATCCTCAGGGGGAGATCCAGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCTTGGA
ACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGGACCACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAAACCAAATATATGAGATAATTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAGGAT
TTGTTAGAACTTGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGTTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCAGGGTGG
ACAGATAGGATTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTCTCCACATACCTAGGAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>HQ215555 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGGGCACAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGATAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAATTTGACCCATAACATGACCAATGACAACTATAGCATAGGAAATATAGC
AGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAGGATGCAGAAGGTCCATGCACTT
TTTTATACGCTTGATATAGTACCCATAGGAGGGAATAGTAGTGAATATAGATTAATAAGTTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCACTTTAATAAATCTGTAAAAATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTATAGAACAGGAGACATA
ATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAATCAGGTAACTG
GAAAATTAAAAAAGCACTTTAATAAGACAATAATCTTTCGACCACCCTCAGGAGGAGATATAGAAACTACAAT
GCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAATATGACATGGATAGAATGGGAAAAAGAAATCAGCAA
TTACACAAACAAAATCTATGACCTACTTATGGAATCGCAGAACCAGCAGGAAAAAAATGAAAAGGATTTATTA
GAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTATCTTTCGCTATCTCTTTGCTTAATGCTATAGCAATAACAGCAGCGGGGTGGACAGAT
AGGGTTATAGAAGTTATACAACTAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>HQ215553 
ACTTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCATGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTTGGCCAAGCTCAACGCGAACACATCCTATAACGAAATAGGAAATAT
AACAGAGGAGGTAAGAAACTGTTCCTTTAATATGACCACATTACTGTCAGATAAGAAGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTAAGGATAATCAGAGTAGTGAGTCTAGTGGTGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCCATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTTTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATC
TGTAGAAATCAGTTGTACCAGACCCTTCAACAATACAAGAACAAGTATAAATATAGGACCAGGACGAGCATTC
TATAGAACAGGAGACATAACAGGAGATATAAGACGAGCCTATTGTGAGATTAATGGAACAAAATGGAATGAAA
CTTTAAAAAGGGTAGCTAAAAAATTAAAAGAGCACTTTAAGAATAAGACAATAAAATTCCAGCCACCCTTAGG
GGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCTCGTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGAC
AGAAATGAAAAGGATCTATTGGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTC



TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTTGATGCTGTAGCAATA
GCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTA
GGAGAATCAGACAGGGCTTGGAAAGGACTTTGGTATAA 
>JX112867 
GCCTCAGACAACTTATGGGTTACAGTTTATTATGGGGTCCCTGTATGGAGAGATGCAGATACCACTCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCCCAAGAAATATACCTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAACCCTGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAACTGTACCAATGCTAAATTGACCAATGCTACAGTGAACACCACCAATACCAATGGCATCATAGG
AAATATGACAGATGAAGTACGCAACTGTACTTTTAATATAACCACAGAATTAATAGATAAGACGAAGAGAGTC
CATGCGCTTTTTTATAAGCTTGATCTGGTACAAATTGGTAGTAATATCAATAGTAGTGAATATAGTGAATATA
GGTTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAC
AATGTTAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGGGGAGATAATAATCAGATCTGAAAATCTCACAAATAATGCCAAAACCATAATAGTGCACCTTAA
TGAGTCTGTAGAAATCAATTGTACCAGACCCTCCAACAATAGAAGAGTAAGGTTAACTATAGGACCAGGAAAA
GTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTCAGATTAATGGAACAAAATGGA
ATAAAACTATAGAACAGGTAATTAAAAAATTAAGAGAGCATTTTGATAATAAGGATAATAAGACAATAATCTT
TCAGCCATCCTCAGGAGGAGATCTAGAAATCACAACGCATCATTTTACTTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGGA
AAATCATCTGCACCACTGCTGTGCCCTGGAACGCCACTTGGAGTAATAAAACATATGAAGAGATTTGGAACAA
CATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTATACAAACCAAATATATGACATACTTACAGAATCA
CAGAACCAGCAGGACAAAAATGAAAGGGATTTGTTGGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTG
ATATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAAT
TTTTGCTGTGTTGTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT
AATGCTACAGCAATAGCAGTAGCGGAGTGGACAGATAGAATTATAGAAGTAGCACAAAGAGCTTGGAGGGCCA
TTCTCCACATACCTAGAAGAATCAGACAGGGCCTAGAAAGGATTTTGGTATAA 
>JX112868 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGAGTTCCTGTGTGGAGAGATGCAGAGACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTG
TTACTTTAGAATGTAAAGATGCTAAGCCAATTAATTTGACCAAAGACAATTACCCAGGAGATTTCAGGGACAT
AGGAAATATAACAAATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAATGGATAAGAAGCAGAAG
GTCCATGCACTTTTTTATAGGCTTGATATAGTTAAAATAGATAGTAGTAATATAAGTAGTAGTACAAATAGTA
GTAGTATAAGTAATAGTACAAATAGTAGTAATATAAGTAGTGAAAATTATAGGTTAATAAATTGTAATACTTC
AGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTT
GCACTTTTAAAGTGTAATGATAAGAATTTCACTGGGAAAGGGACATGTAAAAATGTCAGCTCAGTACAATGCA
CACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAAT
CAGATCTGAAAATATCACAGATAATACCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAAATCAGTTGC
ACCAGACCCTCCAATAATACAAGAACAAGTACACATATAGGACCAGGACAAGTATTATATAGCACAGGAGACA
TAATAGGAGATATAAGACAAGCATTTTGTCAGATTAATGGAACAAAGTGGAATAAAACTTTAGAACAGGTAAC
TGAAAAATTAAAAGAGCACTTTAAAAATAAGACAATAATCTTTGAACCACCCTCAGGAGGAGATCTAGAAATT
ACAATGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACC
TAAGTGATCAAAAGCTCCTAGGCCTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAA
CTCCACTTGGAGTAATAAATCTCTTGATGATATTTGGAAAAATATGACATGGGTAGAATGGGAGAGAGAAATT
AGCAATTACACAGCCCAAATATATGAGATACTTATGGAATCGCAGAGCCAGCAGGACAAGAATGAAAAGGAGT
TATTGGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAGAAT
ATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTT
AGGCAGGGATACTCACCTTTGCCTTTTGCTGTTTCTTTGCTTGATGCTATAGCAATAACAGTAGCAGGGTGGA
CAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGGGCTATTCTCCACATACCTAGAAGAGTCAGACAGGG
CTTAGAAAGGACTTTGCTATAA 
>JX112870 
GCCTTAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAAAAGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGCGTAAAGCTAACGCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAACTTGAGCAATACAACCACTGACAACAGTACCAATAACATAGGAAATAT
AACAGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGGAGCAGAAGGTCTATGCA
CTATTTTATAAGCTTGATATAGTACAAATGGGGGGAGACAATAATAGTTATAGGTTAATAAATTGTAATACTT



CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
CGCGATTTTAAAATGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAACAAATCTGTAGAAATCAAGTG
TATCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTATAGAACAGGAGAA
ATAATAGGAAATATAAGAAAGGCATATTGTGAGATTAATGGTACAGAATGGAATGAAACTTTAAGACAGGTAA
CTGCAAAATTAAAAGGGCACTTTAATAACAAGAAAATAATCTTTAAACCCCCCTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGTGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTTTGATGAGATTTGGGAAAACATGACATGGGTAGAATGGGAGAGAGAAAT
TAGCAATTACACAAACAAAATTTATGAGCTACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAGGAT
TTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGGAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGTAATAGCGGGGTGG
ACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGGGAGCTTTTCTTCACATACCTAGAAGAATCAGACAGG
GCTTCGAAAGGGCTTTGCTATAA 
>JX960633 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTTTCTGTG
TTACTTTAAATTGTACCAATGCTAATTTGACCAATATCAACAGGACCTTGACCAATATCAACAAGACCACTGC
CTTTAACGAATTAAGAAATATAACAGAGGAAGTAAAAAACTGTACTTTTAATATGACCACAGTAATAACAGAT
AAGAAGCAGAAAGTCCAGGCACTTTTTTATAAGCTTGATATAGTACAAATTAATGAGAATAGTAGTGAGTATA
GGTTAATAAATTGCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAACTTCAATGGGACAGGGCCATGTAAG
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAAGCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATAGGACCAGGACGA
GCATTCTATAAAATAGGAGATATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGA
ATGAAACTTTAAGACAGATAGCTAAAAAATTAAAAGAGCACTTTAATAGGACAATAACATTCCAGTCACACTC
AGGGGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATC
CTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCTTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGATATACTTACACAATCGCAGGACCAGCAG
GACAGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTTCTGTAAT
TTCTATAATAAAGAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATGCTGTAGCA
ATAGCAGTAGCAGGGTGGACAGATAGAGTTATAGAAGTAGCACAAGGAGCTGGGAGGGCCATTCTCCACATAC
CTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX960608 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGCGTGGAAAGATGCAGATACAACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCTTGTGTAAAGTTAACTCCTCTTTGCG
TTACTCTAAATTGTACCAATGCTAATTTGCCCCAGAATACAACCAATGGCAACATTAGCATAGGAAATATAAC
AGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAGCAGATAGTCCATGCACTT
TTTTATACGCTTGACATAGTACAAATGGAAGGGAATGGTAGTAAATATAGGATAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCATTTAATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTATAAAGTGTAAGGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGCACT
CATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCA
GATCTGAGAATCTCACAGACAATACCAAAACCATAATAGTGCACCTTAATAAATCTGTAACAATCAATTGTAC
CAGACCCTCCAACAATATAAGAACAAGTACAAGAATAGGACCAGGCCAAGTGTTCTATAGAACAGGAGCCATA
ACAGGAGATATAAGAAAAGCATATTGTGAAGTTAATGGAACAGAATGGAATAAAACATTAGATCAGGTAGTTA
AAAAATTAAAAGAGCATTTTAATAAGACAATAGTCTTTAGACCACCCTCAGGAGGAGATCTAGAAACTACAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAA
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTAACAAAGTCATCTGCACCACTAATGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGACGAGATTTGGGAAAACTTGACATGGATAGAATGGGAGAAAGAAATTAGCAA
TTACACAAGCATAATCTATGATCTACTTACAGAATCGCAGAACCAGCAGGAGAAAAATGAAAAGGATTTGTTA
GAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAAAATATTTA



TAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGGTGGACAGAT
AGGGTTATAGAAGTTTTACAGAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATCAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>JX960609 
GCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTTTTTTGTG
CATCAGATGCCAAAGCACATRAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAGCCCACAAGAAATACCCCTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAGCAG
ATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTGTGCGTTA
CTTTAAGTTGTACCAATGCTAATTTAACCAAGGGCAACAGTAGCATAGGAAATACAACAGGTGAAGCAAAAAA
CTTAGGAAATATAACAGAGGAAGTAAAAAACTGCACTTTTAACATGACCACAGAGATAAGAGGTAAGCAACAG
AAGGTCCATGCACTTTTTTATACGCTTGATATAGTACCTATGAATAATAATACTAGTGAATATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAAAGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAAATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATGAATCTGT
AATGATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTACAAGAATAGGACCAGGTCAAGTGTTCTAT
AGAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAAATTAATGGAACAGAATGGGGTAAAACTT
TAAAGCAGGTAACTAAAAAATTAAAAGAACACTTTATTAATAAGACAATAGACTTTAAACCACCCATAGGAGG
AGATCTAGAAACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTA
CTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAACAAAATCTATGACCTACTTATAGAATCGCAGAACCAGCAGGAAAGA
AATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGCCTATGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAATAGGAGGGTTAATAGGTTTAAGAATCATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACA
ACAGCGGGGTGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCTTTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX960611 
GCCTCAGACAACTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGTGGAAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACTCCTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACGCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAAGTTAAACAGAAACATAACCACTGTCAACGGTACCTTTGACATAGGAAA
TATAACAGATGAAGTAAGAAACTGTACTTTTAACATAACCACAGAGGTAAGAGATAAGAAGCAGCAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAAATGGAAGGAAATAGTAGTTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATCCATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAAACAATATCAAAACCATAATAGTGCAACTTAATAAAACTGTAGAAATCAATTG
CACTAGACCCTCCAACAATACAAGAACAAGTATAAGCATAGGACCAGGCCAAATGTTCTACAGAACAGGAGAC
ATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAAGGAAACTTTAAAAAAGGTAA
CTGCAAGATTAGGAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAGTTAC
AATGCATCATTTTATATGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATTTGCACCACTAATGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAGCAACATGACATGGGTAGAATGGGAGAGAGAAATTAG
CAATTACACAAACAAAATCTATGAGCTACTTACAGAATCGCAGAGCCAGCAGGACAAAAATGAAAAGGATTTG
TTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TTATCATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGTTGTGCTGTCTCTAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAATAGCAAGGTGGACA
GATAGGGTTATAGAAGTAGTACAATTAACTGGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCAATAA 
>JX960616 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGCAGTGAGGCTAAATTGACCAATACCACTATCAACAATGCCACTGTCTATAAAGGATTAGT
AAATGTAACAGATGAAATAAGAAACTGTTCTTTTAATATGACCACATTACTAACAGATAAGAAGCAGAAGGTT
CATGCACTTTTTTATAAGCTTGATATAGTACCAATTGAAAATAATAATAGTAGTAATAATACTAAGTATAGGT



TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAGAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTCTAG
CAGAAGAGGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAATCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATGTAAGAACAAGTATACATATAGGACCAGGACGAGCA
TTCTATCAAACAGGAGATATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATAGAACAGAATGGAATG
AAACTTTAAGACAGGTAACTGAAAAATTAAGAGAGCACTTTAATAATAAGACAATAATATTCCAGCCACCCTC
AGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTC
CTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAAATTTGGTACAACATGACATGGAT
AGAATGGGAAAGAGAAATTAGCAATTACACAAAACAAATATATGATATACTTACAGAATCGCAGGACCAGCAG
GACAGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAACT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCCTTGTTTAATGCTGTAGCA
ATAACAGTAGCAGAGTGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGAGAGCCTTTCTCCACATAC
CTAGGAGGATCAGACAGGGCTTAGAAAGGGCTTTGCTTTAA 
>JX112796 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATCAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAGTTGACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTGAGTTTAACCAAACCGGAACCAAATACAACAATAGCATAGGAAATATAAC
AGATGAAGTGAAAAACTGTACTTTTTACATGACCACAGAGAGAAGAGACAAGCAGCAGAAGGTCCATGCACTT
TTTTATGCGCTTGATATAGAACGCATAGGAAAAAATAGTAGTGAATATAGGATAACAAGTTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGT
GATTTTAAAGTGCAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGCACA
CATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAGAATCTCACAAACAATGCAAAAAACATAATAGTGCACCTTAATAAATCTGTAATCATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAAGTGTAAGAATAGGACCAGGCCAAATGTTCTATAGAACAGGAGACATA
ATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAAGGAAACTTTAAATAAGGTAACAA
AAAAAATTAAAAGAGCACTTTAATAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGAAACTA
CAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCT
AAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAAC
TCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAAAGAAATTG
GCAATTACACAAACAGAATCTATGAACTACTTACGGAATCGCAGAACCAGCAGGAAAGAAATGAAAAGGATTT
GTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATA
TTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTA
GGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTTTGATGCTATAGCAATAACAATAGCAGGGTGGAC
AGATAGGGTTATAGAAGTTGCACAAAGAGCTTGTAGAGCTCTTCTCCACATACCTAGAAGAATCAGACAGGGT
CTCGAAAGGGCTTTGCTATAG 
>JX112797 
GCCTCAGACAACTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGACAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAATTGGCATAACATAACCAATGGCAACAGTAGCATAGGAAATATAACAGA
TGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAGCATAAGGTCCATGCACTTTTT
TATACGCTTGATATAGTACACATGAATAATAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAA
GTGTAAGGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATT
AAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAGA
ATCTAACAAACAATGTCAAAAACATAATAGTGCACCTTAATAAATCTGTAATAATCAATTGCACCAGACCCTC
CAACAATACAAGAACAAGTACAAGAATAGGACCAGGTCAAGTGTTCTATAGAACAGGAGACATAATAGGAGAT
ATAAGGAAAGCATATTGTGAAATTAATGGAACAGAATGGAAGGAAACTTTAAAGCAGGTAACTAAAAAATTAA
AAGAGCACTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGAAACTACAATGCATCATTT
TAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGACTGTGGAAAGATACCTAAAGGATCAAAAG
CTCCTAGGACTTTGGGGCTGCTCTAATAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCCTGGAGTA
ATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAAAGAAATTAGCAATTACACAAA
CAAAATCTACGACCTACTTACGGAATCGCAGGACCAGCAGGAAAGAAATGAAAAGGATCTGTTAGAATTGGAC
AAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATGTTTATAATGATAG



TAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGGTGGACAGATAGGGTTATA
GAAGTTACACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTT
TGCTATAA 
>JX112800 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGAGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTAATAATGTTAATTTGACCCATAACATAACCAATGGCAACAATAGCATAGGAAATATAAC
AGATGAAGTAAGAAACTGTACTTTTAACGTGACCACAGAGATAAGAGATAAGCAGCAGAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTACCCATGAAAAAGAATGGTAGTGAATATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACACCAGCTGGTTATGC
GATTTTAAAGTGTAACGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGCACA
CATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAGAATCTCACAGACAATGCCAAAAACATAATAGTGCACTTTAATAAATCTGTAATAATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAAGTACAAGAATAGGACCAGGTCAAGTGTTCTATAGAACAGGAGACATA
ATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATAAAACTTTAAATCAGGTAGTTG
AAAAATTAAAAGAGCATTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGAAACTACAAT
GCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACACCA
CTTGGAGTAATAAATCTTATGAAGAGATTTGGGAAAACATGACATGGATAGAATGGGAGAAAGAAATTAGCAA
TTACACAAACAAAATCTATGACCTACTTACGGAATCGCAGAACCAGCAGGAAAGAAATGAAAAGGATTTGTTA
GAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGTGTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTACAGCAATAACAACAGCGGGGTGGACAGAT
AGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCGCTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAG
AAAGGACTTTGCTATAA 
>JX112801 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTGTTTT
GTGCATCAGATGCCAAAGCATCTGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGTAAACGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGTG
TTACTTTAAATTGTACCAATGCTACTTTGGCCAACATAACCAATGACAACAGTAGCATAGGAAATACAACAGA
TGAAGTCATAGGAAATACAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGGTAAG
CAGCAGAAGGTCTATGCACTCTTTTATACGCTTGATATAGTACGCATGGGAGGGGATAATAGTAGTGAATATA
GGTTAGTAAGTTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAAAGATAAGAAGTTCAATGGGACAGGGCCCTGTAAA
AATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAGAATCTCACAGACAATGCCAAAAACATAATAGTGCAACTTAA
TAAATCTGTAAGCATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAAGAATAGGACCAGGTCAA
GTGTTCTATGGAACAGGAAGCATAATAGGGGATATAAGGAAAGCATCTTGTGAGATTAATGGAACAGAATGGA
ATGAAACTTTAAATCAGGTAGCTGAAAAATTAAAGAAGCATTTTAATAAGACAATAATCTTTCAACCATCCTC
AGGAGGAGATCCAGAAACTACAAAGCATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCA
CCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGCAACATGACATGGAT
AGAATGGGAGAAAGAAATTAGCAATTACACAAACAAAATCTATGACCTACTTACGGAATCGCAGAGCCAGCAG
GAAAGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCA
ATAACAATAGCGGGGTGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCTCTTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>JX112802 
GCCTCAGACAACTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGCG
TTACTTTAATTTGTACCCCGGCTAATTTCACAACCAATAGCACCAATAGCAACAGTAGCATAGGAAATATAAC
AGATAGCAAAAATAGCATAGGAAATATAACAAATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATA
AGAGATAAGCAGCAGAAGGTCCATGCACTTTTTTCTACGCTTGATATAGAACGCATGGGAAGGGAAAATAATA



GTACTGAATATAGGTTAATACATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGTGTAAAGATAAGAAGTTCAATGGGACG
GGGCCATGTAAAAATGTTAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGT
TAAATGGCAGCCTAGCAGAAGAAGAGATAATAATAAGATCTGAGAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATAAATCTGTAACAATCAATTGTACCAGACCCTCCAACAATATAAGAACAAGTACAAGAATA
GGACCAGGTCAAGTGTTCTATAGAACAGGAGGCATACTAGGAGATATAAGGAAAGCATATTGTGAGATTAATG
GAACAGAATGGAATGAAACTTTAAAGCAGGTAACTGAAAAATTAAAAGAGCACTTTAAGAATAAGACAATAGT
CTTTCAACCACCATCCCCAGGAGGAGATTTAGAAACTACAATGCATCACTTTAATTGTAGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCT
CTAATAAAATCATCTGCACCACTAATGTACCCTGGAACTCCACTTGGAGTAATAAATCTTATAAAGAGATTTG
GGACAACATGACATGGAGAGAATGGGAGAAAGAAATTAGCAATTACACAAACAAAATCTACAACATACTTACG
GAATCGCAGAACCAGCAGGAAAGAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATT
GGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCT
TTGCTTGATGCTATAGCAATATCAACAGCGGAGTGGACAGATAGGGTTATAGAAGTTGCACAAGGAGCTTGGA
GAGCTTTTCTCCACATACCTAGAAGAATTAGACAGGGCTTCGAAAGGGCTTTGTTATAA 
>JX112803 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTGTTTT
GTGCATCAGATGCTAAAGCACATGACACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACCCATGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACACCTCTTTGCG
TTACTCTAAATTGTACCAGTGCAAAATTCAATAGCACAACCAGTGGCAACAATACTAATAACATAGGAAATAT
AACAGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGATACAAGATAAGAAGCAGAAGGTCTATTCA
CTGTTTTATAATCTTGATATAGTACAAATGGAAGAGAATAATGGGAATGGGAGTAGTAGTAAGTATAGTCTCT
ATAGGTTAAGAAATTGTAATACTTCAGTCATTAAGCAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGCAATGATAAGAAGTTCACTGGGACAGGGCCATGT
AAAAATGTCAGCTCAGTACAATGCACGCATGGAATTAAACCAGTGGTATCAACCCAATTGCTGCTAAATGGCA
GTCTAGCAGAAGAGGAGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAGGTATAAGCATAGGACCAGGC
CAAATGTTCTATAGAACAGGAGAAATAATAGGAGATATAAGAAAGGCATATTGTGAGGTTAATGGAACAGAAT
GGAATAAAACTTTAAAACAGGTAGCTGCAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACC
CTCAGGAGGAGATCTAGAGATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGGAAAACATGACATG
GGTAGAATGGGAGAGGGAAATTAGCAATTACACAAACAAAATTTATGAGCTACTTACAGAATCGCAGGGCCAG
CAGGACAGAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGTAAGTCTGTGGAGTTGGTTTGACATAACAA
ACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCAGT
GCTTTCTATAGTAAAAAGAGTTAGGGAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTAGATGCTACA
GCAATAGCCACAGCGGAAGGGACAGATAGGGTTATAAAAGCAGCACAAAGAGCTTGGAGAGCTTTTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JX112804 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAATTTGTACCAATGCTAACTTGACCAAGATCAACAGTACCAATAGCGGGCCTAAAGTAATAGGAAA
TGTAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACATTACTAACAGATAAGAAGCAAAAGGTTTAT
GCACTTTTTTATAAGCTTGATATAGTACCAATTGATAATAGTAATAGTAGTGAGTATAGATTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAGTGCACACATGGAATTAAGCCAGTGGTCTCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAGGCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGACAAATATTTTATAGAACA
GGAGACATAATAGGAGATATAAGACAAGCATATTGTGAAATTAATGGAACAAAATGGAATGAAACTTTAAGAC
AGGTAGCAAAAAAATTAAAAGAGCAATTTAATAACACAATAAAATTCCAGCCACCCTCAGGAGGAGATCTAGA
AATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGC
TACCTAAAGCATCAACAGTTCCTAGGACTTTGGGGCTGCTCTAACAAAATTATCTGCACCACTGCTGTACCCT
GGAATTCCTCTTGGAGTAATAAATCTTATGATGAGATTTGGGAAAATATGACATGGATAGAATGGGAGAGAGA
AATTGGCAATTACACAAACCAAATATATGATATACTTACAAAATCGCAGGAACAGCAGGACAAAAATGAAAAG
GAACTGTTGGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATATAA



AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGTTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTATAACGCTGTAGCAATAGCAGTAGCAGGG
TGGACAGATAGCGTTATAAAAGTAGCACAAAGAGCTTGGCGAGCCTTTATCCACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCAATAA 
>JX112805 
GCCTTAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAG
CAAATGCAGGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACGCCTCTTTGTG
TTACGTTAAATTGTACCAAAGCTAGGCTGAACAACACAGCCACTGCCAACAATACCAATAACCTAGGAAATAT
AACAGATGAGGTCAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGMAGCAGCAAGCCTATGCC
CTTTTTTATAAGCTTGATATAGTACAAATGGGGGAAAACAATGGTAGTGAATATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAGTTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAGAATCTCACAAACAATGCCAAAATTATAATAGTGCACCTTAACAAATCTGTAGAAATTAA
TTGTACCAGACCCTACAACAATACAAGAAAAAGTATAAGAATAGGACCAGGCCAAATGTTCTATAGAACAGGA
GATATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAATCAGG
TAACTGCAAAATTAAAAGGGCACTTTAATAAGACAATAATCTTTAAACCACCCGCAGGAGGAGATCTAGAAAT
TATAACGCATCATTTTACTTGTCAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAGAGAAAT
TGGCAATTACACACACAAAATTTTTGAGCTACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAGGAT
TTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAATAAATAGAGT
TAGGGAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAATAGCGGGGTGG
ACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGG
GCTTCGAAAGGGCTTTGGTATAA 
>JX112807 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCCCCTGAAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTATGAATTGTACCAATGCCAATTGGCCCCAGAACACAACCCATAGCAATAGTAGCATAGGAACTATAAC
AGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGGGGTAGGCAGCAGAAGGTCCATGCACTT
TTTTATAACCTTGATATAGTACAAATGGAAGGAAAAAATAGTACGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAAAGATAAGATGTTTAATGGGACAGGGCCATGTAAAAATGTCAGTACAGTACAATGCACA
CATGGAATTAGACCAGTGGTATCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCA
GATCTGAGAATCTCACAAACAATATCAAAACCATAATAGTGCAACTTAATAAATCTGTAGAAATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTATAGAACAGGAGACATA
ACAGGAGATATAAGGAAAGCATACTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAATCAGGTAACTG
AAAAATTAAAAGAGCACTTTAATAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGAAGTTAC
AATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAACATAATCTATGACCTACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAGGACTTG
YTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCAGTAACAGTAGCGGGGTGGACA
GATAGGGTTATAGAAGTTGCACAAAGAGCTTGCAGAGCTGTTCTCCACATACCTAGAAGAATCAGACAAGGTT
TAGAAAGGGCTTTGCAGTAA 
>JX112808 
ACCTCAGACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCCCAAGAAATGCCCCTGACAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTCAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAATTTGACCCAGCCCAATGCTACTTTGAACCATACCACAACCAATAGCAA
CTATAGCATAGGAAATCTAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAG
CAGCAGAAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCCATGGGAGGGAATGGTAGTGAATATAGGT



TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTACTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAGAATATCACAGACAATGTCAAAACCATAATAGTACACCTTAATAA
AACTGTAAAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAGATG
TTCTATAGAACAGGAGACATAACAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATG
AAACCTTAAATCAGGTAACTAAAAAATTAAAACAGTACTTTAATAAGACAATAGTCTTTCGACCACCCTCAGG
AGGAGATCTAGAAACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTAATAAAATCATCTGCACCA
CTAATGTGCCCTGGAACTCCACTTGGAGTAACAAATCTTATGCCGAGATTTGGAACAACATGACATGGATAGA
ATGGGAGAAAGAAATTAGCAATTACACAGACAAAATCTATGACCTACTTACGGAATCGCAGAGCCAGCAGGAA
AGAAATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACCAAATGGC
TGTGGTATATAAAAATATTTATCATGATAATAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATA
ACAACAGCGGGGTGGACAGATAGGGTTATAGAAGTTACACAACTAGCTTGGAGAGCTTTTCTCCACATACCTA
GAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MH673012 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCGGTATGGAGAGATGCAGACACCACCTTATTTT
GTGCATCAGATGCCAAAGCACAGGACCCAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCAATGCTAACTTGACCAATGCTAATTTGACCAATATCAACAGGAACTTTACCTCTAG
CGGAATAGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACATTACTAACAGATAAGAAG
CAGAAGGTCTTTGCACTTTTTTATAAGCTTGATATAGTACCAATTAATGGTAACAGTAATAGTAGTAGTAGTG
AGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTGAATG
GCAGTCTAGCAGAAGAAGACATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTACA
CCTTAATAAATCTGTAGAAATTAATTGTACCAGACCCTCCAACAACACAAGAAAAAGTATAAATATAGGACCA
GGACAAGCATTCTATCAGACAGGAGACATAATAGGAGATATAAGACAAGCATACTGTGAGATTAATGGAACAC
AATGGAAGGAAACTTTAAGACAGGTAACAAAAAAATTACAAGAGCACTTTACTAATAGGACAATAACATTCCA
GCCACCCTCAGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAA
CCATCTGCACCACTAATGTGCCTTGGAACTCCTCTTGGAGTAATAAATCTTATGATGAGATTTGGAACAACAT
GACATGGGTAGAATGGGAGAGAGAAATTAGCAATTACACAAGCATAATATATGAAATACTTGCAGAATCGCGG
GACCAGCAGGACAAAAATGAAAAGGAGTTGTTAGAATTGGATACATGGGCAAGTCTGTGGAATTGGTTTACCA
TAACAAGCTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTT
TGCTGTGTTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTCTGGTTGAT
GCTTCAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCCGTTA
TCCACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KP109506 
GCCTCAAACGACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACACCTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGCAGAG
CAGATGCAGGAGGATGCGATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACTCCTCTCTGCG
TTACTTTAAATTGTACCACTGTTAATTTGAATTCAACCAATGTCAACATCACCAAGACCCCTGGACTAGAAAA
TATAACAGATGAAATAAGAAACTGTTCCTTTAATATGACCACAGTACTAGCAGATAAGAAGCAGAAGGTTTAT
GCACTTTTTTATAGGCTTGATATAGTACCAATTGATGATAATAATAGTAGTAATAATAGTAGTGATAATCAAG
GTAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAAAGATAAGACATTCAATGGGACA
GGGCCATGTAATAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGT
TAAATGGCAGTTTAGCAGAAGGAGATATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAGGAATG
GGACCAGGACAAACATTCTTTAGAACAGGAGACATAATAGGAGATATAAGGCAAGCATATTGTCAGATTAATG
GAACAAAATGGAATAAAACTTTAGGACAGGTAGTTAAAAAATTAAGGGAGCACTTTAATAAGACAATAAAATT
CCAGCCACCTTCAGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGCGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGCAATAAATCTTATGAAGAGATTTGGCACAA
CATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACACAACAAATATATAGTATACTTACAGAATCG
CAGAACCAGCAGGACAAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTA



GCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGTTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTT
GATGCTGTAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCCA
TTCTCCACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGTTTTGCTATAA 
>KP109507 
GCCTCAGACAACTTGTGGGTCACAGTTTATTATGGAGTTCCTGTATGGAGAGATGCAACAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGCGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAATTGTGCCAATGCTAATTTGACCAATGCTAATTTGACCAATGTCAACGTGACCCGTGGCTTTGA
CGGAATAGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGTACTAAAAGATAAGCAG
CAGAAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTAGTCAGAATAATACTGAGTCTAGTGGTG
GTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGACAAGAATTTCAATGGGACAGGG
CCATGTAAAAATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTATTGTTAA
ATGGCAGTTTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAATCATAATAGT
GCACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGTATAGGA
CCAGGACAAGCATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAAGATTAATGGAA
CAAAATGGAACAACACTTTAAGACAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGACAATACAATTCCG
GCCATCCTCAGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAATCCTGGCTATGGAGAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TTATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACAT
GACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAGCCCAAATATATGAAATACTTACAGAATCGCAG
GACCAGCAGGACAGAAATGAAAAGGATTTGTTAGCACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTAACA
TATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAAAATAATTTT
TGCTGTGTTTTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCTCTCGCTATTTCTTTGTTTAAT
GCTGTAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTC
TCCACATACCTAGGAGAATCAGACAGGGTTTAGAAAGGGTTTTGGTATAA 
>JX112846 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTAACTTGTACCAATGCTAACTTGACCAATATCAACAAGACCACTACCTCTACCAGTCTAGGAAATAT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGTACTATCAGATAAGAAGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTAAAGATAAAAATAATCAGAATAGTAGTGATAGTAGTGAGTATA
GGTTAATAAATTGTAATACTTCAGCCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGGCCATGCAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTT
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCAAAAACCATAATAGTGCAACTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATAGGACCAGGACAA
GCATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCCTATTGTGAGATTAATGGAACAAAATGGA
ATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAAGAGCAATTTAATAAGACAATAAAATTCCAGCCACCCTC
AGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCA
CCACTGCTGTGCCTTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAGAAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATATACTCACAGAATCGCAGGACCAGCAG
GACAGAAATGAAAAAGATTTATTAGAACTTGATAAATGGGCAAGCCTGTGGAATTGGTTTGATATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGTT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGGTTGACGCTGTAGCA
ATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGAAGCTTGGAGAGCCTTTCTCCACATAC
CTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX112849 
GCCTCAGACACCTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGAAAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACAGCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACGTTAAATTGTGTCAATGCTAATTTGACCAATTTGACCAAGTTCAACCAGAGCACTGCCTTTAACGGAAT
AGGAAATATAACCGAGGAAGTAAAAAACTGTACTTTTAATATGACCACATTACTAACAGATAAGAAGCAGAAG
GTCCATGCACTTTTTTATAAGCTTGATATAGTACAAATGGAAGATAGTAATACTAGTTATAGGTTAATAAATT



GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTTTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGTCAAAACCATAATAGTGCACCTTAATGAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAATAACAAGTATAAGTATAGGACCAGGAAGAGCATTCTATAGA
ACAGGAGACATAAGAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAA
GACAGGTAGCTAAGAAATTAAAAGAGCACTTTAATGATACAATAAACTTCCAGCCACCCTCAGGGGGAGACCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTGGCACTTTGGGGCTGCTCTAACAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCTCTTGGAGTAATAAGTCTTATAACGAAATTTGGAACAAAATGACATGGATAGAATGGGAGAG
AGAAATTGGCAATTACACAAACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGAAAGAAATGAA
AAGGACTTGTTAGAACTTGATCAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACAGTGATTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATACTGTAGCAATAGCAGTAGCA
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAATAACTTGGAGAGGAATTTGCCACATACCTAGGAGAATCA
GACAGGGCTTAGAAAGGACTTTGCTATAA 
>KC870029 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCATATATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATACATCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAACTTGTATCAATGCTAATTTGACCAAGCTCACAGCCAATGCCTCTGATTACTCTATCACAAAAGG
AAAAGTAGAAAATATAACAAATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAATTAAGAGATAAGAAG
CAGAAGGTCTATGCACTTTTTTATAAGCCTGATATAGTAGAAATTGATAGTAATAATAGTGAGTATAGATTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTC
AGCTCTGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAG
AAGAAGAAATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAATGAATC
TGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAGAAAGTGTACGGATAGGACCAGGACAAGTATTC
TATAGAACAGGAGAGATAATAGGAGATATAAGGCAAGCATATTGTATGATTAATGGAACAAAATGGAATGAAA
CCTTAAGACAGGTAGCTAAAAAATTAAAAGGGCACTTTAATAATAGGACAATACAGTTTCAACCAGCCTCAGG
AGGAGATTTAGAAATTACAATGCATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAATCCTG
GCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAAACTTATGAACAGATTTGGAACAACATGACATGGATAGA
ATGGGAAAGAGAAATTGGCAATTACACAAACCAAATATATGATATACTTATAAAATCACAGGACCAGCAGGAA
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATA
GCAGTTGCGGGGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCCTTCTTCACATACCTA
GAAGAATCAGGCAGGGCTTCGAAAGGGCTTTGCTATAA 
>KC870039 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATACATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAAATGCAGGAGGATGTAATAAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGTAATGTTGAATGGAACAATAATATGACAACAGAAAATAACACAATAGGAAATAACAC
AATAGGAAATATAACAGATGAAATGAGAAACTGTTCTTTTAATATGACCACAGAAATAAAAGATAAGAAGAAA
AAGGTCAATGCACTTTTTTATAGGCTTGATATAGTACCAATTAAAGATGAGAATAGCAGTGAGTATAGATTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCGGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAGTAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCATTTTAATAAATC
TGTAGAAATAAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTACATATAGGACCAGGACAAGTATTC
TATAGAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGGTTAATGGTACAGAATGGAATAAAG
TTGTAAGACAGGTAACTGAAAAATTACAAGGGCACTTTAAGAATAAGACAATAAAGTTTGAACCACCCTCAGG
AGGAGATTTAGAAATTACAATGCATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCTACTTGGAGTAATAAATCTTTTGAACAGATTTGGAACAACATGACATGGATAGA
ATGGGAAAGAGAAATTAGCAATTATACAGACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGAT
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC



TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATA
GCAGTTGCGGGGTGGACAGATAGGGTCATAGAAGTAGTACAAAGAGCTTGGAGAGCCATTCTTCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH672769 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACAACTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAATTTAACCCATAACATAATCAATGGCAACAGTACCATAGGAAATATAAC
AGATAATATAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGGTAAGCAGCAGAAG
GTCTATGCACTTTTTTATACACTTGATATAGTACATATGGGAGGGAATGATACAGAATATAGGCTAATAAATT
GTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTTTGAAGTGTAATGAGAAAAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCGGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATAAATCTGTAAT
AATCAATTGTACCAGGCCCTCCAACAATACAAGAATGAGTACAAGAATAGGACCAGGTCAAATGTTCTATAGA
ACAGGAGACATAATAGGAGATATAAAGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAA
ATCAGGTAACTAAAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCGTAGGAGGAGATCT
AGAAACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAACAAATCTTATGAAGAGATTTGGAACAACATGACATRGATAGAATGGGAGAA
GGAAATTAGCAATTACACAAACAAAATCTATGACCTACTTACAGAATCGCAGAGCCAGCAGAAAAGAAATGAA
AAAGATTTGTTGGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTACA
TAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTGGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCG
GGGTGGACAGATAGGGTTATAGAAGTTGCACAAGGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MH672845 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCAACTGAGAGAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAACCTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGCTAACTCCTCTTTGCG
TTACTTTAGATTGTACCAAGGCTAATTTGGATAAGAACACAACCAATGGCAACAGTAGCATGGGAAATATAAC
AGCTGAAATAAAAAACTGTACTTTTAACATGACCACAGAGATAAAAGATAGGCGGCAGGAAGTCCAGGCACTT
TTTTATGCGCTTGATATAGCAAAAATGGAAGGGAGTAATAGTAGTAAATATAGGTTAATAAGTTGTAATACTT
CAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGAAAAGAATTTCACTGGGAAAGGGCCCTGTAAAAATGTCAGCACAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAGACAATACCAAAAACATAATAGTGCACCTTAATAAACCTGTAACAATCAATTG
TACCAGACCCTCCAACATTATGAGAACACCTACAAGAATAGGACCAGGTCAAGTGTTCTATAGAACAGGAGCC
ATAACAGGAGATATAAGGAAAGCACATTGTGTGATTAATGGAACAGAATGGAATGAAACTTTAAATCAGGTAG
CTAAAAAATTAAAAGGGTATTTTAATAAGACAATAGTCTTTCGACCACCCTCAGGAGGAGATCTAGAAACTAC
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGATTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAAAGAAATTAG
CAATTACACAAGCAAAATCTATGACCTACTTATGGAATCGCAGAACCAGCAGGAAAAGAATGAAAAGGATTTG
TTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGGTTAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGGTGGACA
GATAGGATTATAGAAGTTATACAAGCAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>MH672941 
GCCCTAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGCGACAGAAGTGCACAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGAGCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTACTTTGACCCGCAACATTACCCTACCAGAGAGAACAGAGGGCGTAGGAAA
TGTAACAGAAGAAGTAAAAAAACTGTACTTTTAACATGACCACAGAGACAAGAGATAAGCAGCAGAAGGTCCA
TGCACTTTTTTATGCACTTGATATAGAACAAATGGGAAAGAATAGTAGTGAATATAGGATAATAAGTTGTAAT



ACCTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGTACTCCAGCTG
GTTATGTGATTTTAAAGTGTAAAGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACA
ATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGATATA
ATGATCAGATCTGAGAATATCACAAACAATGCCAAAAACATAATAGTGCACCTTAATAAACCTGTAGTCATCA
ATTGTACCAGACCCTCCAACAATACAAGAACAAGTACAAGAATAGGACCAGGCCAAGTGTTCTATAGAACAGG
AGAAATAATAGGAGATATAAGGAAAGCATATTGTAAGATTAATGGAACAAAATGGAATAACACTTTAAATCAG
GTAGCTGAGAAATTAAAAGAGCACTTTAAGAATAAGACAATATTCTTTAAACCACCACCACCAGGAGGAGATC
TAGAAACTACAATGCATCATTTCAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGA
AAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATTTGCACCACTAATGTG
CCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGA
AAGAAATTGACAATTACACAGACAAAATCTATGACCTACTTACAGAATCACAGAACCAGCAGGAAAGAAATGA
AAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGATGGCTGTGGTAT
ATAAAAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTATGCTTTCTATAATAA
ATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGC
AGGGTGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATC
AGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH672978 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAAGGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATATACCTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGTG
TTACTTTAAAGTGTACCAATGCTACTTTTATAGGAACCAATAACAGCAGTAGCATAGGAACCAATAACAGCAG
TAGCATAGGAAGTATAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAAAGGTAAACAG
CAAAAGGTCCATGCACTTTTTTATACGCTTGATATAGTACCTATGAAGAATGGTGATAATGATAGTAATAATG
AATATAGGATAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCC
TATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGATGTTCAATGGGACAGGGCCA
TGTAAAAATGTTAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATG
GCAGTCTAGCAGAAGAAGGGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCA
CCTTGATAAACCTGTAATAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTACAAGAATAGGACCA
GGTCAAGTGTTCTATAGAACAGGAGACATAATAGGAGATATAAGGAAAGCACATTGTGAGATTAATGGAACAG
CCTGGAATGAAACTTTAAGTCAGGTAACTAAAAAATTAAAAGAAAAATTTAATAAGACAATAAACTTTCAACC
ACCCTCAGGAGGAGATCTAGAAGCTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCA
TCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGACATTTGGAACAACATGAC
ATGGATAGAATGGGAGAAAGAAATTAGTAATTACACAAGCAAAATCTATGACCTACTTATAGAATCGCAGAGC
CAGCAGGAAAGGAATGAAAAGGATTTGTTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAT
CAAATTGGCTGTGGTATATAAAAATATTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACA
ACAGCGGATTGGACAGATAGGGTTATAGAAGGTACACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAA
GAATCAGACAGGGTTTAGAAAGGGCTTTGGTATAA 
>MH673027 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAGAAACCACCCTATTTT
GCGCATCAGATGCCAAAGCGCATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATCCCATGGTAGAG
CAAATGCAGGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTACATTGTACCGCTGCTAATTTGACCAAACCCGAAAACTTCACCCTGCCCACTGTCTCTAGCAGCAT
AGGAAATCTAACAAATGAAGTAAAGAACTGTTCTTTTAATGTGACCACATTACTAAAAGATAAGAAGCAGAAG
GTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTGAAAATAGTAGTAGTGATTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTCCTATTGAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATATCACAAACAATGTCAAAATCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGGCCCTCCAACAATACAAGAACAAGCATAAGTATAGGACCAGGACAAAAATTCTATAGA
ACAGGAGATATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAA
GACAGGTAACTAAAAAATTAAATGAGTACTTTAATAATAAGACAATAGTATTCAAGCCAAGTGCAGGGGGAGA
TCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCGGGTAAAATCATCTGCACCACTGCTG
TGCCTTGGAACTCCACTTGGAGTAATAGATCTTATGATGAGATTTGGAACAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAAACCAAATATATGATATACTTACAAAATCGCAGGACCAGCAGGACAGAAAT
GAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT



ACATAAAAATATTCATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCTGTGTGTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTGTAGCAATAGCAGTA
GCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAATAGCTTGGAGAGCCTTTCTCCACATACCTAGGAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MG655205 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGCG
TTACTTTAAATTGTACCGAGGCTAAGTTCAATAACTCAACCAATGACAACAGTAACAGTGGCATAGGAAATAT
AACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGGCAAGCAGCAGAAGGTCCATGCT
CTTTTTTATACACTTGATATAGTAAATATGGGAGGGAATAATAGTGAATATAGACTAATAAACTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATGAATCTGTAACAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGCACAAAAATAGGACCAGGTCAAGTGTTCTATAGAACAGGAGAC
ATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAATCAGGTAA
CTAGAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATATAGAAACTAC
AACGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAGTGTGCCCTGGAACT
CCACTTGGAGTAACAAATCCTATGATGAGATTTGGAACAACATGACATGGAAAGAATGGGAAAAAGAAATTAA
CAATTACACAGACAAAATCTATGACCTATTATGGGAATCGCAGAACCAGCAGGAAAGGAATGAAAAGGATCTG
TTAGAGTTGGACAAATGGGCAAGTCTATGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATAT
TTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCAATAGCAGCAGCGGGGTGGACA
GATAGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCTTTTATCCACATACCTAGAAGAATCAGACAAGGCT
TAGAAAGGGCTTTAGTATAA 
>MG655207 
GCCTCAGACAACATGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCGCAAGAAATACCCCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAT
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACACCTCTTTGTG
TTACTTTAAATTGTTCCAATGCTAAGTTCAATGAAACCACTGTCAGCAATACCATAGGAAATATAACAGATGA
AGTAAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAGCAGCAGGTCCATGCACTTTTTTAT
AAGCTTGATATAGTAAAAATGGAAGGGAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTA
AGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATCCATTATTGTACTCCAGCTGGTTATGCGATTTT
TAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGA
ATTAAACCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGATGAGATAATAATCAGCTCTG
AGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAGTCTGTAGAAATCAAGTGTACCAGACC
CTCCAACAATACAATAACAAGTGTGAGGATAGGACCAGGCCAAGTGTTCTATAAAACAGGAGATGTAATAGGA
GATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAACTGCAAAAT
TAAAAGAGCACTTTAATAATAAGACAATAAGCTTTCAACCACCCTCAGGAGGAGATCTAGAGATTACAATGCA
TCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAAGAT
CAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCATGGAACTCCACTT
GGAGTAATAAATCTTATGCAGAAATTTGGGGTAACATGACATGGACACAATGGGAGAGAGAGATCAGCAATTA
CACAGACCTAATCTATGATCTACTTACAGAATCGCAGAATCAGCAGGACAAAAATGAAAAAGATTTGTTAGAA
TTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACACAATGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGTTTAATAGGGTTAAGAATAGTTTTTGCTGTGCTTGCTATAGTAAAGAGAGTTAGGCAGGG
ATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTAATACTACAGCAATAGTAGTAGCGGGGTGGACAGATAGG
ATTATAGAACTAGCACAAAGAGTTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCGCAGAAA
GGGCTTTGATATAA 
>MG655208 
GCCTTAGAAAACTCGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAACGGCACAATGTTTGGGCCACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAAATGCAGGAAGATGTAATTAGCTTATGGGATGAAAGTCTAAAGCCATGTGTAACGCTAACGCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAAGTTGAACAGTAACAAAATCAATGACAACAGTACCATTAACATAGGAAA
TCTAACAGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGCTAAGAGATAAGACGGAACAGGTCTAT
GCACTATTTTATAAGCTTGATATAGTACAAATGGGGAGGGACAAGAAGAATAGTAATTATAGTGAGTATAGAT



TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTGAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAGTAATCAGATCTGAAAATCTCGCAAACAATGCCAAAACCATAATAGTGCACCTTAACAA
GTCTGTAGAAATCAGCTGCATAAGACCCTCCAACAATACAAGAACAAGTATAAGCATAGGACCAGGCCGAATG
TTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTTTGATTAATGGTACAGAATGGAATA
AAACTATAACACAGGTAACTGCAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCCCCTTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTTATCTGCACCA
CTACTGTGCCCTGGAACCACACTTGGAGTAATAAATCTTTGGAAGAGATTTGGAACAACATGACATGGGTAGA
ATGGGAGAGAGAAATTAACAATTACACAAACATAATTTATGATCTACTTACAGAATCGCAAACCCAGCAGGAC
AAAAATGAAAAGGAGTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGGAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATA
ACAATAGCGGGGTGGACAGATAGGGTTATAGAAGCAGTACAAACAGCTTGGAGAGCATTTCTCCACATACCTA
GAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG655211 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTACACTGTCAAACTGCTAATCTCACTAAACTAAATAAAAACAATACCAATGTAAACTTAGGAAATAT
AACAGATGAAGTAAGCAACTGTACTTTTAATATGACCACAGAAATAACAGATAAGAAGCAGAAGGCTCATGCA
CTTTTTTATAAGCTTGATATAGTACCAATAGAAAAGGGAGATAATAGCAGCAATAATAACTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGT
GGAAATCAATTGTACCAGACCCTACAACAATACAAGAACAAGTATACACATAGGACCAGGACGAGCATTCTAT
AGCACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAAATTAATGTAACAAAATGGAATGAAACTT
TAAATCAGGTAAAAATAAAATTAAAAGAGCACTTTAATAAGACAATAATATTCCAGCCACCCTCAGGAGGAGA
TCTAGAGATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCCCCACTGCTG
TGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATAACGAGATTTGGAACAACATGACATGGGCACAATGGGA
GAGAGAAATTAGCAATTACACAGACCAAATATATGACATACTTACAGAATCGCAGAGCCAGCAGGACAGAAAT
GAAAAGGAGTTGTTAGAATTAAATAACTGGGCAAGTCTGTGGAATTGGTTTGATATAACAAACTGGCTGTGGT
ATATAAAATTATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATAGCAGTA
GCAGAGTGGACAGATAGGATTATAGAAGTAGCACAAGGAGTTGGGAGAGCCATTCTCCACATACCTAGGAGAA
TCAGACAGGGCTTCGAAAGGGCTTTGCAATAA 
>MG655212 
GCCTCAAATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACTCTATTTT
GTGCATCAGACGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTGCCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTATGTATTGTACCAATGCTACTTGGACCCAGAACAACACCAATGACAACTTGGGTTTAGGAAATATAAC
AGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAGCAAAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTACAAATGGAAAATAGTGGTGAATATAGGTTAATAAGTTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TCTAAAGTGCAAAGATAAGAAGTTTAATGGGACAGGACCATGTAAAAATGTCAGCACAGTACAATGCACACAT
GGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTGATCAGAT
CTGAGAATCTCACAAACAATATCAAAAACATAATAGTGCACCTTAATAAATCTATACCAATCAATTGTACCAG
ACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTACAGAACAGGAGACATAACA
GGAGATATAAGGAAAGCATATTGTGAGGTTAATGGAACAGAATGGAATGAAACTTTAAATCAGGTAACTAAAA
AATTGAAAGAGCACTTTAAGAATAAGACAATAGAATTTAAGCCACCCTCAGGAGGAGATCTAGAAACTACAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATATGCACCACTAATGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAAAGAAATTAATAA
TTACACAAGCATAATCTATGACCTAATTACAGAATCACAGAACCAGCAGGAAAGAAATGAAAAGGATTTGTTA
GAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTA



TAATGATAGTAGGAGGGTTAATAGGGTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTACAGCAGTAACAGTAGCGGGGTGGACAGAT
AGGGTTATAGAAGTTGTACAAAGAGTTTGCAGAGCTTTTCTCCACATACCTAGGAGAATCAGACAGGGCTTAG
AAAGGGCTTTACAGTAA 
>MG655213 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACGCCCCTTTGCG
TTACTTTAAATTGTTCCAATGCTAGTTTGAATTCCACTGGCAACATAAAAAATATAACCATAGGAAATATGAC
AGATGAAGTAAGAAACTGTACTTTTAATATAACCACAGAGATAAGAAATAAGAAGAAGCAGGTCCATGCACTT
TTCTATAGGCTTGATATAGTACAAATGGAAGAAAATAATAGTAGTAGTGAATATAGGTTAATAAATTGTAATA
CTTCAGCCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTTTGCGCTTCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAGAATCTCACAGATAATGCCAAAACCATAATAGTGCACCTTAATGAAACTGTAGTAATAAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAAGAATAGGACCAGGCCAAGTGTTCTATGGAACAGGA
GAAATAATAGGAGACATAAGGAAAGCATATTGTGAAGTTAATGGAACAGAATGGAATAAAACTTTAAATCAGG
TGACTAAAAAATTAGAAGAGTATTTTAATAAGACAATAATCTTTAAACCACCCTCAGGAGGAGATCTAGAAAC
TACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCTTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGCAACATGACATGGATAGAATGGGAAAAAGAAAT
TGGCAATTACACAAACAAAATCTATGACCTACTTACAGAATCGCAGAGCCAGCAGGAAAGAAATGAAAAGGAT
TTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGATATATCAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCCATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTGGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGGTGG
ACAGATAGGATTATAGAAGTTACACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>MG655216 
GCCTTAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCCAAGCACATAAGACAGAAGTGCACAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTTATGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAACAGCATGGCAGAG
CAGATGCAGGAAGATGTAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTTTGCG
TTACTTTAAATTGTTCCAATGCTAACTTTACGCGTGTCAACAATACCAATAACATAGGCCATGTCAACAATAC
CATTAACATAGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAGATAATAGATAAG
AAGAAGCAGGTCCATGCACTTTTTTATAAACTTGATATAGTAAAAATGGGAGGGGATAATAGTAGTAGCTATA
GATTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACCCAATTACTGTTAAATGGAAGTC
TAGCACAAGAAGAGATAATAATCAGATCTGAGAATCTCACAAATAATGTCAAAACTATAATAGTGCACCTTAA
TAAATCTGTAGCAATCAATTGTACCAGACCCGCCAACAATACAAGAACAAGTGTAAGAATAGGACCAGGCCAA
ATGTTCTATGGAACAGGAGACGTAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAGAATGGA
ATAAAACTTTAAAACAGGTAACTGCAAAACTAAAAGAGCACTTTAATAATAAGACAATAATATTTCAACCACC
CTCAGGAGGAGATCTAGAAATTATAACACATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAGACTTTTGATGAGATTTGGAACAACATGACATG
GACAGAATGGGAGAGAGAAATTAGCAATTACACAAACAAAATCTATGACCTACTTACAGAATCGCAGAACCAG
CAGGACAAAAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAA
GCTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGT
GCTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCTTTCGCCATTTCTTTGCTTGATACTATA
GCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGCAGAGCTATTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>MG655217 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGTG
TTACTTTAAATTGTACCACTGCTAAATTCGATAAAACTAAAATTAATATAACAGACAATAGCAACAGTAGCAT
AGGAAATATAACAGATGAAGTAAAAAACTGCACTTTTAACATGACCACAGAGATAAGAGATAAGCGGCAACAG
GTCCATGCACTTTTTTATGATCTTGATATAGAACCTATAACTAATAGTACTACATATAGGGTAAGAACTTGTA



ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAA
TAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTACACCTTAACAAATCTGTAGTCAT
CAATTGTACCAGACCCTCCAATAATACAAGAGTAAGTACAAGAATAGGACCAGGTCAAGTGTTCTATAGTACA
GGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGGATAAAACCTTAAAGC
AGGTAACTGAAAAATTAAGAGAGCACTTTAATAAGACAATAAAATTTGAACCATCCTCAGGAGGAGATCCAGA
AACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACATAAAGGATCAACAGGTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTAATGTGCCCT
GGAATTCCACTTGGAGCAATAAATCTTTTGATGAGATTTGGGGTAACATGACATGGATAGAATGGGAAAAAGA
AATTAGCAATTACACAAACAAAATCTATGACCTACTTCTGGAATCGCAGAACCAGCAGGAAAAGAATGAAAAG
GATTTGTTAGAATTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTGGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGCTGCACAAAGAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGAGCTTTGCAATAA 
>MG655218 
GCCTCAGACGACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAGTACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAGGAAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTACATTGTACCGAAGCCACTGCGATCAATGCTACTCGGCCCAATACCACTATCTATAGCGAAATAAG
AAATGTAACAGAGGAGTTAAGAAACTGTACTTTTAATGTGACCACAGTACTAACAGATAAGAAGCAGAAGGTC
CATGCACTTTTTTATAGGCATGATATAGTACAACTTAATAACCAGGATAACCAGACTAACCAGAGTTTTAGTG
AGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCA
TGTAAGAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTATTGTTAAATG
GCAGTCTAGCAGAAGAAGAGATAATAATTAGCTCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCA
CCTTAATGAATCTGTAGCAATCAATTGTACCAGACCCTCCAACAATACAAGAGAAAGTGTAAGGATAGGACCA
GGACAAGCATTCTATAAAACAGGGGCCATAATAGGAGATATAAGACAAGCATTTTGTGAGATTAATGGGACAA
AATGGAATAACACTTTAAGACAGGTAGCTGAAAAATTAAAAGGGCACTTTAATAGGACAATAACATTCCAGCC
ACACTCAGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAGGAAATTTGGAACAACATGAC
ATGGATACAATGGGAGAGAGAAATTAGCAATTACACAACCCAAATATATGATATACTTACAGAATCGCAGGAC
CAGCAGGACAGAAATGAAAAAGAATTATTAGAACTGGATAAATGGACAAACCTGTGGAGTTGGTTTAGCATAA
CAAACTGGCTGTGGTATATAAGAATATTCATAATGATTGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGC
TGTATTGTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTATTTGATGCT
GTAGCAGTAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTTGAGAGCCTTTCTTC
ACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN054300 
GCCTCAGACAATTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAACGCACAGAAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAACTGCACCAATGCTAACTTCCACTTCCACAATGCCACAACCATGACCCCTGACATAGGAAATTT
AACAGAGGAAGTAAGAAACTGCTCTTTTAATGTGACCACCGAAGTAAGAGATAAAAGGAAGCAGGTCTATGCA
CTCTTTTATAGGATTGATTTAATAGAAATGAAAGATAATGGGAATACTAGTAATGAGTATAGGTTAATAAATT
GTAACACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATATTACAGACAATACTAAAACCATAATAGTGCACCTTAATGAATCTATAGG
GATCAGTTGTACCAGACCCTCCAACAATACCAGAACAAGTGTACCTATAGGACCAGGACAGGTATTCTATAGG
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAC
AACAAGTAATTGAAAAATTAAAAAAGCACTTTAAGAATAAGACAATAATCTTTCAACCACCATCAGGAGGAGA
TCCAGAAATTACAATGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGATGAAATTTGGGACAACATGACATGGACACAATGGGA
AAGAGAAATTAGCAATTACACAGACCAAATATATGATTTACTAACAGAATCGCAAAACCAGCAGGACAGAAAT
GAAAAAGAGTTGTTGCAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGT



ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTACTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATGCTATAGCAATAACAATA
GCGGGGTGGACAGATAGGGCTATAGAAATAACACAAATAGTTGGGAGGGCTATCCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>HM204634 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGAAGCCAAAGCACATGTAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACAAATGCTAACTGGACTAAGGTCAATAACACAACCAGTGACCCTAACATAGGAAATAT
AACAAATGAAGTAAGCAACTGCTCTTTTCATGTAACCACAGCAATGAAAGATAAGAAGCAGGAGACCTATGCA
CTTTTTTATAAGTCTGATATAGTATCAATGGGAGAAAATAAAGAAAATAAAACTATTTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACGGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATATTTCAAATAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGTATAGGACCAGGACAAGTATTCTATAAA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACACAGTGGAAAAAAGTTTTAA
CACAGGTAGCTGGAAAATTAAAAGAGCACTTTAGTGGTAAGAACATAACCTTTCAACCGCCCTCAGGAGGAGA
TCTGGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAACTACACACACCAAATATATGAGATACTTACAGCATCGCAGGACCAGCAGGACAGGAAT
GAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCGCTGTTTGATGCTGTAGCAATAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGGGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>MG839512 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTCT
GTGCATCAGATGCCAAGGCACATAAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCCGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGCTAACTCCTCTCTGCA
TTACTTTAGAGTGTAAGGAAGCTAAGTTTGCACACGTAATCAATGTTAGCTCTGACATAGGAAATATAACAAA
TGAGGTAAAAAACTGTTCTTTTAATATAACCACAGAAATAAGAGATAAGAAGCAAAAGGCCCATGCACTTTTC
TATAGGCTTGATATAGTACAAATGGATAATAATAGTACTAATAATACGTATAGGTTAATAAATTGTAATGCTT
CAGTTATTAAGCAAGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGACTTTAAAATGTAATGATAAAAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAACAGAAGACAAGATAATAA
TCAGATCTGAAAATCTCACAGACAATACCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAC
ATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGAAACAACATGGTACGAAGTTTTAAAACAAGTAA
AGAGAGAATTTGAAAAGCACTTAAATAAGACAATAGAATTTCAACCACCCTCAGGAGGAGATCCAGAAATCAC
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTA
AAGGATCAAAAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACT
CCTCTTGGAGTAATAAATCTTTTGACGAGATTTGGAACAACATGACATGGACACAATGGGAGAGAGAAATTAG
CAATTATACAGACACAATATATGGAATACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAAGAATTA
TTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCCATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTGGATGCTATAGCAATAGCAGTAGCGGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATCCTCCACATACCTAGAAGAATTAGACAGGGTT
TAGAAAGGGCTTTGGTATAA 
>MG839510 
GCCTCAGACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGGAAAGATGCAGAAACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAATTACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATCCCATGGCAGAG
CAGATGCACGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAAATTGACCAATGTCACCGATGTCTCTAACACAACAGAAAGTAACCCAAC
AGAAAGTACAACAAGAAATAACACAATAGAAACAGATGAAGTAAAAAACTGCACTTTTAATGTGACCACAGAA
CTAACAGACATGACGAAGCAAGTCCATGCACTTTTCTATAAGCTTGATATAGTGCAAATTAATGATAGGAGTG



TTAATAATAATAGTAGTAGTGGTAAGTATATGTTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCC
AAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAATGTAAGGAT
AAAAAGTTCAATGGGATAGGGCCGTGTAATAATGTCAGCTCAGTACAATGCACACATGGGATTAGGCCAGTGG
TGTCAACTCAATTACTGTTAAATGGCAGTCTAGCGGAAGAAGAGATAATAATCAGATCTGAAAATATTACAAA
CAATGCCAAAAACATAATAGTGCACCTTAACAAATCTATAGAAATCAGTTGTATCAGAGCCTACAAGAATACA
AGAACAAGTACACATATGGTACCAGGACGAACACGGTTTAGAACAGGAGGCATAATAGGAGATATAAAGAAAG
CACATTGTGAGATTAATGGAACAACATGGAATGAGACTTTAGAACAGGTAAAAAGAAAATTAGAAAAGTACTT
TCCTAATAAGACAATAATATTTCAACCACAACCACATGCAGGAGGAGATCCAGAAATTACAATGCATCATTTT
AATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGT
TCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAA
TAAATCTTATGAAGAGATTTGGGACAACATGACATGGACACAATGGGAGAGAGAAATTAGCAATTACACAGAT
CAAATATATGGTATACTTACAGAATCACAAAACCAGCAGGAAAAGAGTGAAAAAGATTTGTTAGCATTGGATA
AATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAGATTATTCATAATGATAGT
AGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCTCTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTGGCAGGGTGGACAGATAGGGTTATAG
AAATAGCACAAGGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATTAGACAGGGCTTAGAAAGAGCTTT
GCTGTAA 
>MG839513 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAGACCACCCTATTTT
GTGCCTCAGATGCTAAAGCACATAGTACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATTCTTGGAAAATGTAACAGAAGATTTTAATATGTGGAAAAATAAAATGGCAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGTCTACAACCATGTGTAAAGTTAACTCCTCTCTGTG
TTACCTTAAATTGTACCAAAGCTGAATTGAAGGGCAATTACACATCAGATATCCCTAACATAGGAAATATGAC
AGATGAAGTAAAAAACTGTTCTTTTAATACAACCTCAGAATTAAGAGATAAAAGGCAGAATGTCTATGCACTT
TTTTATAAGCTTGATATAGTACCAATAAGTAATAGTAATAGTAGTAATAGTAGTGAGTATAGGTTAATAAATT
GTAATACCTCAGTTATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAAGTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTGGCAGAAGAAG
AGATAGTAATCAGATCTGAAAATCTTACAAATAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGGCCCTCTAACAATACAAGAACAAGTATAACTATGGGACCAGGACAAACGTTCTATAGA
ACAGGAGACATAATAGGAGATATAAGGCAAGCATATTGTCAGATTAATGAAACAGAATGGAATGAGACTTTAA
GACAGGTAGTTGGAAAATTAAAAGAGCACTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCT
CGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGC
CCTGGAACTCCTCTTGGAGTAATAAATCTTTTGAAGAAATTTGGGACAACATGACATGGATAGAATGGGAAAG
AGAAATTAGCAATTACACAAACCAAATATATAGTATACTTACAGAATCACAGAGCCAGCAGGAAAAAAATGAG
AAGGATTTGTTGGAATTGGACAAATGGACAAATCTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTACA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTACTGTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATACTACAGCGATAGCAGTAGCA
GGGTGGACAGATAGGGTTATAGAAATAGCACAAAGAGCGTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGATCTTTGCTATAA 
>MG839515 
GCCTCAAACAATTTGTGGGTTACAGTTCATTATGGGGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGAAAAATGTAACAGAAAACTTTAATATGTGGAAAAATAACATGGCGGAA
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGGTTAACTCCACTCTGCG
TTACTTTAAACTGTACCAAGGCTACTGTGACCACCAATAAAACAACCATACCCAACGATACCCCTACATTAGA
AAATATAACAGAGGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAGTAAGAGATAAGAAGCAGAAGGTC
CATGCACTTTTCTATAAGATTGATATAGTAGAAATGGAAGATAATGCAAATAGTAATAATAGTAGTGGTAGTA
GGAATTATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTTAATGGGACAGGG
CCATGTAACAAGGTCAGCTCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGTAGTCTAGCAGAGGACAAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGT
GCACCTTAATAAATCTGTAGAAATCCATTGTATCAGACCCTCCAACAATACAAGAACAAGCATATCTATGGGA
CCAGGACAACTATTCTATAGAGCAGGAGAAATAATAGGAGATATAAGACAGGCATATTGTAAGGTTAATGAAA
CAAGATGGTATGAAGTTTTAAAACAGGTACAGGGAGAACTTAAAAAGCGCTTTACTAATAAGACAATAAAATT
TCAACAACCATCAGGAGGAGACCTAGAAGTCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGGA
AAATCATCTGCACCACTGCTGTGCCCTGGAACCTCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAA
CATGACATGGACACAATGGGAGAGAGAAATTAGCAATTATACAGGTATAATATATGATATACTTACAGAATCG



CAGAACCAGCAGGACAAAAATGAAAAGGATTTATTGGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTG
ATATAACAAGGTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT
GATACTACAGCAATAGCAGTAGCGGGGTGGACAGATAGAGTTATAGAAGTAATACAAGGAACTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATTAGACAAGGGTTAGAGAGGGCTTTGCTATAA 
>MG839518 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAAAGAAGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTCCTGGAAAATGTAACAGAAAAGTTTAATGTGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAAGGTTAATGTGAATAATACTATTTGGCATAATGACACTGCAGAACTGGGAAAGAT
AACAGATGACATGAAAAACTGTTCTTTTAATGTGACCACAGAAGTAAGAGATAGGAAGCAGAAGGTCTTTGCA
CTTTTTTATAAGCTTGATGTAGTACCAATTGAATATAATAGTAGTAGTGAATATAATGAATATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGTAC
TCCAGCTGGGTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGTTATGTAGGAATGTCAGC
TCCATACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAG
AAGAGATAATAATCAGTTCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGT
AGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAGCTATAGGGCCAGGAGCAGCATTCTAT
AGAACAGGAGACATAATAGGAGATATAAGGAAAGCATTTTGTGAAGTTAATGAAACAGAATGGAATGAAGCCT
TAGGTCAGGTAAGCAGAAAATTAAGACAGCACTTTAATAAGACAAAAATAATCTTTCAACCACACACAGGGGG
AGATCCAGAAATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAACATACCTAAAAGATCAGAAACTCCTAAGTCTTTGGGGCTGCTCTGGAAAATTCATCTGCACCACTG
CTGTGCCCTGGAACTCCTCTTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGGCAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAAA
AATGAAAAGGATTTGTTGGAATTGGATAAATGGACAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCCATTTCTTTGCTTAATGCTACAGCAATAACA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCATTCTTCACATACCTAGAA
GAATCAGACAGGGATTAGAAAAGCTTTTGCAATAA 
>AB703616 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGACGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGCACACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATCCCATGGCAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TCACTTTAAATTGTACCAAGGCTAACTTGACTAAATTGGCCAATGCCTCTAACATAACCAATGCCTCTGACAT
ACTAGGAAATGTAACAGAGGAAGTAAGAAACTGCACTTTTAATATGACCACAGTACTACAAGATAAGAAGCAG
AGAGTCCATGCACTTTTCTATAAGCTTGATTTAGTACAAATGAATGGTAGTAATAATACTTATAGATTAATAA
ATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTWAAATGTAATGATAAAAGGTTCAATGGGACAGGGCCATGCACAAATGTCAGC
TCAGTACAGTGCACACATGGGATTAAGCCAGTGGTGTCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAGG
AAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGT
AGCAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGGATAACTATGGGACCAGGAAAAGTATTCTAT
AGAACAGGAGAAATAACAGGAGATATAAGGAAAGCACATTGTGAGATTAATGGAACAGAATGGAATRAAACTT
TAAAACAGGTAGCTGAAAAATTAAAAGAGCGCTTTAATAAAGCTACAATAAAATTTCAACCACATTCAGGAGG
AGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTG
CTGTGCCTTGGAACTCCACTTGGAGTAATAAAACTTTGGAACAGATTTGGAACAACATGACATGGACACAATG
GGAGAGAGAAATTAGTAATTACACAGAACAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAAAAG
AATGAGAAAGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTAGTTCTTTGCTTGATGCTACAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGAGCATTGCTATAA 
>AB253423 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTTGACCCATAACATAACCAATGATGGCAATAACATAACCAATGCCTC
TAACATGATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAAGATGACCACAGTACTAAGAGATAAG



AAGAAGACGGTCCATGCACTTTTTTATAAGCTTGATATAGTACAAATTAAAGGTAATAAGAATAGAAATAGTA
ATATTAGTCAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGA
TCCAATTCCTATACATTATTGTACTCCGGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGG
ACAGGGCCCTGTAAAAAGGTCAGCTCAGTACAATGCACACATGGAATCAAACCAGTGGTATCAACTCAGTTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTTCAAAAGTACAAGAACAAGAACATCT
ATAGGACAAGGACAAGTACTCTATAAAACAGGAAACATATATGGAGATATAAGGAAAGCATACTGTGAGATTA
ATGGAACAAAATGGAATGAAACTTTAAAACAGGTAACTGAAAAATTAAAAGAGCACTTTAATAATAAGACAAT
AATCTTTCAACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAATGATCAAAAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTG
GAACAACATGACATGGGTAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGACATACTTACA
GAATCGCAGAACCAGCAGGACAAGAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAATCTGTGGAATT
GGTTTGGCATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAG
AATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCT
TTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGACAGGGTTATAGAAGTAGCACAAAGAGCTTGGA
GAGCTTTTCTCCACATACCTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AB253668 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAAATTGAACAGTACCGGTAACATAACCAATGCCAATAACAAAGACAATGT
CTCTATCATTCTAGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAAAATGACCACAGAACTAAGAGAT
AAGCAGAAGAAGGTCTATGCTCTTTTTTATAGGCTGGACATAACACAAATGGAAAATAATAATAAAATGAAAA
ATAATAGTAATAGTAGTCAAGAGTATAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGC
TTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGT
AATGATAAGAATTTCAATGGAACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCGGAAGATGAGATAATAATCAGATCTGAAAATCT
CACAAATAATGCCAAAACCATAATAGTGCACCTTAATCAATCTGTAGAAATCAATTGTACCAGACCCTTCACC
AGGACAAAACAACGTATGACTATGGGACCAGGACACGTATTCTATAGCACAGGAGACATAGTAGGAGATGTAA
GAAAAGCATATTGCCAGATTAATGGAACAGAATGGAATAAAGTTTTAAAACAGGTAACTGGAAAATTAAAAGA
GCACTTTCCTAATAAGAATATAACCTTTAAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTC
AATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGT
TCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAA
TAAATCTTATGAAGAGATTTGGAACAATATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAAC
CAAATATATGACATACTTACAGAATCGCAAAGCCAGCAGGACAGGAATGAAAAGGATTTGTTAGCATTGAATG
AATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGACTATTTATAATGATAGT
AGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAG
AATTAGCACAAAGAGCTTGGAGGGGCATCCTCCACATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTT
GCTATAA 
>AB253427 
GCATCAGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAACTACCACCCTATTTTGTG
CATCAGATGCCAAAGCACATAGTACAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACGGACCC
CAACCCACAAGAAATACGCCTGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAGCAG
ATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTGTGA
CTTTAGAATGTACTACAGCTAATGTGACCAACTCGACCTATGTCAAAACAGCTGGTGTAAATAATATAACAGA
GGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAATGATAAGAAGCAGAGGGTCCACGCACTTTTT
TATAAGCTTGATTTAGTACAAATTGATACAAATAATAATAGTAGTAAATATATGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGCCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTATAAGGTGTAATGAGAAGAATTTCACTGGAACAGGGCCATGTAACAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAGTAA
TCAGTTCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTGTAAGTATGGGACCAGGAAAAGTATACTTTAGAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGAACAAAACATTAACACAGGTAG
CTGAAAAATTAAAAAAGCACTTTAATAAGACAATACTCTTTCAACCATCCTCAGGAGGAGATCTAGAAATTAC
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGACGAAATTTGGAACAACATGACATGGATACAATGGGAGAGAGAAATCAG



CAATTACACAGGCATAATATATGGGCTACTTACAGAATCGCAGGACCAGCAGGACAGAAATGAAAAAGAGTTG
TTAGAGTTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAGATGGCTGTGGTATATAAGAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGGTGGACA
GATAGGGTTATAGAAATAGCACAAACAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGTTTTGCTATAA 
>AB565504 
GCCTCAGACAAATTGTGGGTGACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGAGGCCAACTGGACCAATGTCAGTAGTACAAGTAATACAAATGATACCCTTGACAC
AATAGGAAATCTAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGACCTAAGAGATAAGAAGCAG
CAGGTCCATGCTCTTTTTTATAGGCTTGATATAGTACCAATCGATAATAGTACGTATAGGTTAATAAATTGTA
ATACCTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGC
TGGTTATGCGCTTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGACCATGTAGAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAGACAATGCCAAGACCATAATAGTGCACCTTAATGAATCTGTAGTAAT
CAATTGTACCAGACCCTCCAACAATACAAGACTAGGTACACATATAGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAGTAGGAGATATAAGGAAAGCATTTTGTCAGATTAATGGAACAGAATGGAATAAAACCTTAGAAC
AGGTAGCTAAGAAATTAAAAGAGCATTTTAATAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAAATTTGGGACAACATGACATGGATACAATGGGAGAG
AGAAATTAGCAATTACACAAACCAAATATATGGGCTACTTACAGAAGCGCAAGACCAACAGGACAAAAATGAA
AAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCATAATAGGTTTAAGAATAATATTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGACGCTGCAGCAATAGCAGTAGCT
GAGTGGACAGATAGGGTTATAGAGGTATTACAAAGAGCTTGTAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCCTAGAAAGGACTTTGCTATAA 
>AB097872 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGAGACCACCCTTTTTT
GTGCATCAGATGCCAAGGCACATGTGGGAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATGCTCAAGTCAATCAGACTTGGAACAATGTCACCAAGGCCGATAACATAACCAA
TTTAGAAAATATAACAAATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGCAGCAG
AGGGTCCAGGCACTTTTTTATAAGCTTGATATAGTACCAATTGGAAATAATAATAATAAGACTAGTGGTGAGT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTTTGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGACCATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCT
TAATGAATCTGTACAAATCGAGTGTACCAGACCCTACAACAATACAAGAAAAAGTACAACTATAGGACCAGGA
CAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAGAAT
GGAATAAAGTTTTAAAACAGGTAGCTGGAAAATTAAAAGAGCACTTTAATGGTAGTAATATAACCTTTCAACC
ACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAGGAGATCTGGCATAACATGAC
ATGGGTAGAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGCATCGCAAGAC
CAGCAGGACAGAAATGAAAGGGATTTGTTGGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCC
ATAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCTATTCTCC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH327750 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATCCCGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAAAATGGCAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGAATTGTACTAATCCTACGCTCAATGGTACTTACTATAATAACTCTATAAATGTAGGAAATATAAC



AGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAGTGAGAGATAAGAAGCAGAAGATCTATGCACTT
TTTTATAAGCTTGATATAGTACCAATTAGTAATAAGAACAATACTACAAATGAGTATATGATAATAAATTGTA
ATAGTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCACTTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTACAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGTGATA
TAGTAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAAACTGTAGAAAT
CAATTGTACCAGACCCGGCAACAATACAAGAACAGGTGTAACTATAGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGGAGGAAGTTTTAAAAC
AGGTAAAGACAAAATTAAAAGGGCACTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTTCAGGCAAGAGTCCTGGCTCTGGAAAGA
TACCAAAGAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAATAATAAAACTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAAAGAGA
AATTAACAATTACACAGGCCAAATTTATGCGATACTTACAGAAGCGCAGGACCAGCAGGACAGAAATGAAAAG
GATCTGTTAGAATTAGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAA
GAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAACTGTTGCTGTGTTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTGTTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATTCCAACTCGAATCAGAC
AGAGCTTAGAAAGGGCTTTGCTATAA 
>MH078560 
GCCACAAACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGTTACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATACCCCTGGGAAATGTAACAGAGAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGCGTAAAGTTAACTCCTCTCTGTG
TTACTATGAAGTGTACTACTGTTAATAGTATTAATGCTACATTCTCTAATAATACTGTAATAGGAAATATAAC
AGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGCAAGTCTATGCACTT
TTTTATAAGCTTGATATAGTACCAATTAAGGACAATAATAATAGTGAATATACGTTAATAAATTGTAACAGTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCACTTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAAATAGTAA
TTAGATCTGAAAACATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTACCAATCAATTG
TACCAGACCAGGAAACAATACAAGAATAGGTAAAACTAGAGGACCAGGACAAGTATACTATAGAACAGGAGAA
ATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAAGGAAGTTTTAACAAAGGTAA
ATAGAACATTAGAAAAGTACTTTACTAAGACAATATACTTTAAACCACAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGT
TATCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACATGGAGTAATAAGTCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAGAGA
AATTAGCAATTACACAGGCCAAATTTATGGTATACTTACAGAGGCGCAGAACCAGCAGGAAAGGAATGAACAG
GATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAGTAATTGTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGG
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCAACTCGCATTAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>KY658688 
GCCTCAGACAACTTGTGGGTTACAGTCCATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGGGCATGAGACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGGAAAATGTAACAGAGAATTTTAACATATGGGAAAATAAAATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTGAATTGTTCTAAAGCTAATTTCACTAAGACTAATAACAGTACAGGAAATATAACAATAGAAAATAT
AGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGCAGCAGAAG
GTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATGCTAATAGGAGTGAATATATATTAATAAATT
GTAACAGTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCAATGTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATG
AGATAGTAATTAGATCTAAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCAGCAACAATACAAGAACAGGGGTAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAAGGAAGTTTTAA
CACAGGTAAAGAAAAAATTAAAAGGGCTCTTTAATAATAAGACAATAGTCTTTCAACCACACTCAGGAGGAGA
TCTAGAAATTACAACGCATCATTTTATTTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCTTGGCTCTG
GAAAGATACCTAAAAGATCAACAGCTCCTAGGTCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAACG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGATAGAATGGGA



GAGAGAAATTAGCAATTACACAGGCCAAATTTATGCGATACTCACAGAAGCGCAGGACCAGCAGGACAGGAAT
GAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATCTCTTTGCTTGATGCTACAGCAATAACAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATTCCAACTCGAA
TCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MH327762 
GCCTCAAATAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAATTGCACCTGAAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAGGATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAGGTTAACTCATCTCTGTG
TTACTATGGATTGTACTAATGCTGATGTAACAGGAAATATAACAGATGAAAAAGGACTAATAGGAAATATAAC
AGATGAAATAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAAAAGCAGAAGCTCTATGCACTT
TTTTATAAGCTTGATATGGTACCAATTAATGATAATAATAGTAGTAGTAAGTATAGGATGATAAATTGTAATA
GTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCACTTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCTACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGATAG
TAATTAGGTCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTACACCTTAATAAATCTGTAGAAATCAA
TTGTACCAGACCAGGCAACAATACAAGAACAGGTGTAACTATAGGTCCAGGACAAGTATTCTATAAAACAGGA
GACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATAAAACAAAATGGGCGGAAGTTTTTGAACAGG
TAGAGAAAAAGTTAGAAAAGTACTTTTATAACAAGACAATAGACTTTCAACAACCCTCAGGAGGAGATCTAGA
AATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGA
TACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGACGAGATTTGGCAAAACATGACATGGATAGAATGGGAAAGAGA
AATTAGCAACTACACAGGCCAAATTTATGATATACTTACAGAAGCGCAGAACCAGCAGGACAAGAATGAAAAG
GATCTGTTAGCATTGGATCAATGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTGTTTCTTTGCTTGATACTACAGCAATAGCAATAGCGGGG
TGGACAGATAGGGTGATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCAACTCGAATCAGAC
AAGGCTTAGAAAGGGCTTTGCTATAA 
>MH327764 
GCCTCAGATAACTTGTGGGTCACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGGTAGAAGCACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGAAAAATGTAACAGAGAATTTTAACATGTGGACAAATAACATGGCAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TTACTATGAATTGTACTAATGCTAAGCTTACTAATGCTAATCATACTAATGCTAATCCCAATAGCTCTATAAG
CATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAG
AAGATTTATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATAATGAGGGCAATAATAGTGGTGAGTATA
TGTTAATAAATTGCAATAGTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCACTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGATGAGATAGTAATTAGATCTAAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCGGCAACAATACAAGAACAGGTGTAACTATAGGACCAGGACAA
GTATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAAGTTAATGGAACAAAATGGA
GGGAAGTTTTAAAACAGGTAAATGAAACATTAAGAAAGCACTTTAAGAATAAGACAATAGTCTTTCAACCACA
ACCATCCTCAGGAGGAGATCTAGAAATTACAATGCATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAAA
TCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGCACAACAT
GACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAGGCCTAATTTATGACATACTTACAGAAGCGCAG
GACCAGCAAGACAGGAATGAAAAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTCAGCA
TAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGAT
GCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTC
TCCACATACCAACTCGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH327766 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAAGAGGCAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATAGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGGATTGTACTAATGCTAATCTTACTAATGCTAATGCTAATGCTACTTTCAATACAAACAGCTCTAT



AGAAATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATGAGAGATAAGAAG
CAGAAAATCTATGCACTTTTTTATAAGCTTGATATAGTACCAATAAATCATGGCAGTAATAATAGTAGTAGTG
AGTATAGGCTAATAAATTGTAATACTTCAATCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCC
TTTGCATTATTGTACTCCAGCTGGTTATGCACTTTTAAAATGTAATGAGAAGAATTTCAATGGGACAGGGCCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAATGGTATCAACTCAATTGTTGTTAAATG
GCAGTCTAGCAGAAGACGAGATAGTAATTAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCA
CCTTAATGAATCTGTAACAATCAATTGTACCAGACCCGGAAACAATACAAGAACAGGTATAACTATAGGACCA
GGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAA
AATGGGGAGAGGTATTAACACAGGTAAAAGGAAAATTAGAAGAGCACTTTAATAAAACAGCAATCTTTCAACC
TCAATCACACTCAGGAGGAGATCTAGAAATTATAATGCACCATTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTCTGGAAAGATTCCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTAGGA
AAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGACGAGATTTGGAACAA
CATGACATGGATAGAATAGGAAAGAGAGATTAGCAATTACACAGGCCAAATTTATGACATACTTACAGAAGCG
CAGAACCAGCAGGACAGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGACAAGTCTGTAGAATTAGTTTA
GCATAACAAATTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TATTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTT
GATGCTGCAGCAGTAGCAGTAGCGGGGTGGACAGATAAGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCCA
TCCTTCACATACCAACTCGAATCAGACAGGGATTAGAAAGGGCTTTGCTATAA 
>MH327756 
GTCTCAACCAACTTGTGGGTTACAATTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTCT
GTGCATCAGATGCCAAAGCACAAGAGACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGAATTGTACTAATGCTAAGGCCACTAATGCTACTTCTAATAATAATTCTACTAATATTGAAAATAT
AATAGATGAAATAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAGGAAGCGGCAGATCTATGCA
CTTTTTTATAAGCTTGATCTAGTACCAATTAGTGGGAGTGCCAATAGTAGTAGTGAGTATATGTTAATAAATT
GTAATAGTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCACTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATG
AGATAGTAATTAAATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCGGCAACAATACAAGAACAAGGGTAACTACAGGACCAGGACACGTATACTATAGA
ACAGGAGAAGTAATAGGAAATATAAGAAAAGCATATTGTGTAGTTAATGGAACAGAATGGGAAAAAGTTTTAA
CACAGGTAAAGGAAAAATTAAAAGAGCACTTTAATAAGACAATAGCCTTTCGACCACAACAACCCTCAGAAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
CTGGAAAGATTCCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAGGAGATTTGGAACAACATGACATGGACAGAATG
GGAAAGAGAAATTAGCAATTACACAGGCCAAATTTATGACATACTTACAGAAGCGCAGAACCAGCAGGACAGA
AATGAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGCTGT
GGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTGTTGCTGTGTTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTATTTCGCTGTTTCTTTGCTTGATACCATAGCAATAGCA
GTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCATTCTCCACATTCCAACTC
GAATCAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>MH327761 
GCCTCAAACTTGTGGGTTACAGTTCATTATGGGGTACCTGTGTGGAGAGATGCAAAGACCACCCTATTTTGCG
CATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCTACAGACCC
CAACCCACAAGAAATACACCTGAAAAATGTAACAGAGCATTTTAACATGTGGAAAAATGACATGGTAGAGCAG
ATGCAGGAAGATGTAATTAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGTGTTA
CTATGAACTGTACTAATGTCATCATTAATAATACTAATCTTTCCAATAACTATACTGATAATATTAATATAGG
AAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAATTAAGAGATAAGAAGCAGAATGTC
TATGCACTTTTTTACAAGCTTGATATAGTGACTAATAATAATAATAGTGAGTCTTGGTTAATAAATTGTAATT
CTTCAATCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCACTTTTAAAGTGTAATGATAGGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGATGAAATAA
TAATTAGGTCTGAAAATCTCACAAACAATGCCAAAATCATAATAGTACACCTTAATCAATCGGTAGAAATCAA
CTGTACCAGGCCCGGCAACAATACAAGAATAAGAATGACTTCAGGACCAGGAAAAGTATACTATAGAACAGGA
GACATAATAGGAGATATAAGAAAAGCATATTGTACAGTTAATGCAACAAATTGGCAGAAAGTTTTAACACAGG
TAAACAAAACATTAAACAAGCACTTTAAAAATAAGACAATAGAATTTCAACCACCCTCAGGGGGAGATCTAGA
AATTATAACTCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGA
TACCTAAGAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAAGTCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAGAGA



AATTAGCAATTACACAAGCCAAATTTATGAGATACTTACAATAGCGCAGGACCAGCAGGACAGGAATGAAAAG
GATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAA
GGATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTAATACTATAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCAACTCGAATCAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>MH327763 
ACCTCAAACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGAGGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACATAATGTCTGGGCCACGCATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATGTACCTGAAAAATGTAACAGAGAATTTTAACATGTGGAAAAACAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGAATTGTATTGCTGCTAATTTTACTGCTACTTCCCATAATAGCTCTATAATAGATGAAGTAAGAAA
CTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAAACCTATGCACTTTTTTATAAGCTTGAT
ATAGTAAAAATTAGTAATAGTAACAATAATATGAGTGAGTATACAATAATAAATTGTAATAGTTCAGTCATTA
AGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTT
AAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTACAAATGTCAGCTCAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATAAGATAGTAATGAGATCTG
AAAATATCACAAACAATGCCAAGACCATAATAGTGCATCTTAATAAATCTGTAGAAATCAATTGTACCAGACC
CAGCAACAATACAAGAACAAGTGTAAATATAGGACCAGGACAAGTATTCTATAAAACAGGAGATATAATAGGA
GACATAAGAAAAGCATATTGTGAGGTTAATGGAACAGAATGGGAAAAAGTTTTAACACAGGTAAAGGAAGAAT
TAAGCAAGCACTTTAATAATAAAACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAACACA
TCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTT
GGAGTAATAAATCTTATGAAGAAATTTGGGAAAACATGACATGGATAGAATGGGAAAGAGAAATTAGCAATTA
CACAGGCCAAATTTATCAGATACTTACAGAAGCGCAGGACCAGCAGGACAGAAATGAAAAGGATCTGTTAGCA
CTGGATCAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGTTTAATAGGTTTAAGAATTATTGTTGCTGTGTTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTCGCTGTTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGGTGGACAGATAGG
GTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATTCCAACTCGAATCAGACAGGGATTAGAAA
GAGCTTTACTTTAA 
>MF373172 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCACATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATTCGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTTCCAAGGCTGAATTCAAGAACGCAACCAAATATGACACAACAAGAGAATTAGGAAATCT
AACAAATGACGTAAAAAACTGTTCTTTTAATATAACCACAGTGATAAGAGATAAGCAGAAGCAGGTTCATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTGACGGTAATGATACTGAAACTGATACTGAAACTGATAATATAA
CTGTGTATAAGGAGTATAGGTTAATAAATTGGAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAAAAGAATTTCAAT
GGGACAGGGCCATGCAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAAT
TGTTGCTAAATGGCAGTCTAGCAGAAGGAGAAATAATAATCAGGTCTGAAAATCTCACAGACAATGCCAAAAC
CATAATAGTGCACCTTAATGAATCAGTAGAGATCAATTGTACTAGACCCAACAACAATACAAGAACAAGTATC
CATATAGGACCAGGACAGGCATTCTATCAAACAGGAGAAATAATAGGAGATATAAGAAGAGCGTATTGTGAGA
TTAATGAAACAAAATGGAACAAAACTTTAGAACAGGTAACTACAAAATTAAAAGAGCACTTTAATAATAAGAC
AATATTCTTTGAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCT
GCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGACCAGAT
TTGGAACAACATGACATGGGCAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGACATACTT
ACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGG
ATTGGTTTACCATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGTTTGATGCTACAGCAATAGCAATAGCAGGGTGGACAGATAGGATTATAGAAATAGTACAAAGAGCTT
GGAGAGCCATTCTCCACATACCTAGGAGGATCAGACAGGGCTTAGAAAGGGCTTTAGTATAA 
>MF373173 
GCCTCAGATAACTTGTGGGTCACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATACGACAGAAGTACACAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATACACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAAGAGGATGTAATCAGCTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTGAATTGTACCAGGGCTAATCTTATGTTCAACACCACCAATAATGCCTCGAGAACAGACAGAATAGG



AAATATGACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAAATAAGGGATAGGAAGAAGCAAGTC
CGTGCACTTTTTTATAAGCTTGATATAGTACAAATGAATAGTAGTGAGAAGTATAGGTTAATAAATTGTAATA
CCTCAATCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACGTGGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCACAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAGACAATGCCAAAACTATAATAGTGCACCTTAATGAATCTGTAGAAATCAA
TTGCACCAGACCCTCCCACAAGAAAAGGACAAGTAAGCGTATAGGACCAGGACAAGTGTTCTATACAATAGAA
GGAATAGACGGAGATATAAGGATAGCACATTGTAAGATTAATGGAACAGAATGGACTAGAGTTTTAAAACAGG
TAGTTAACAAATTAAAAGAGCACTTTAATAATGGGACAATAAACTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAACAGATTTGGGACCATATGACATGGACAGAATGGGAGAGAGA
AATTACCAATTACACATCCCAAATATATGAGATACTTACAGAATCGCAGGACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGGATTGGTTCAGCATAACAAACTGGCTGTGGTATATAA
AAATATTTATAATGGTAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAAAAG
AGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTTGATGCTTCAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AGGGTTTGGAAAGAGCTTTGCAATAA 
>KY213736 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GCGCATCAGATGCCAAAGCACATGACACAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAACTTGTACTACTGCTAATTTGAACAATACCACTGAAGCCCATAACAACTCAACAGGAAATATGAT
AGGAAATCTGACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAG
GCCTATGCACTTTTTTATAAGCTTGATATAGTACCAATACATGGGGACGATATCACGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAAATTCAATGGGACAGGGCCGTGTAAAAATGTTAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATATCACAGACAATACCAAAAACATAATAGTGCACCTTAATCAGACTGTAGA
AATCAATTGTACCAGACCCAACAACAATACAATAACAAGCTTAACTATAGGACCAGGACAAGTGTTCTATAGA
ACAGGAGACATAAAAGGAGATATAAGAAAAGCATATTGTGAGATTAATGCAACAAAATGGTATAAAGTTTTAA
AACAGGTAACAGAAAAATTAAAAGAACACGTTAATAAGACAATAAACTTTAAACCACCTTCAGGAGGAGATCT
AGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAGACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTTTAAAGAGATTTGGGATAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAA
AAGGAGTTATTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTTCCTTGCTTAATGCTACAGCAATAGTAGTAGCG
GAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGACTTTGCTATAA 
>KY213738 
GCCTCAGACAAATTGTGGGTTACAGTTTTTTATGGGGTTCCTGTGTGGAGAGATGCAAAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGAGAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTACAACCATGTGTAAAGTTAACTCCTCTCTGTG
TTTCTTTAAAGTGTACCAGTGCTAACTTGACCGGAAGTATAACCAATTTCTCTACTAACTCTAAAATAATAGG
AAACATAACAGATGATGTAAAAAACTGTACTTTTAATATGACCACAGTACTAAGAGATAAGAAGCAAAAGACG
TATGCACTTTTTTATAAGCTTGATATAGTACAAATTGGAAATAATAGTAATAGTAGTAAGTATAGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATAATAAGGCTTTCAATGGGACAGGGCCATGTACA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTC
TATCAGAAGGAGAGATAATAATCCGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGCAATCAACTGTACCAGACCCTCCAACAATACAAGGCAAAGTATAACTATAGGACCAGGACAG
ATGTTCTATAGAAGAGGAGACATAATAGGAGATATAAGGCAAGCATTTTGTGAGGTTAATGGGGCACAATGGA
ATGAAACTTTAAAAAAGGTAGCTGGAAAATTAAGAGAGCACTTTAATAGGACAATAGTCTTTCAACCACACTC
AGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCCGGAAAAATCATCTGCC
CCACTGCTGTGCCTTGGAACATCTCTTGGAGTAATAGATCTTATGACGACATTTGGGACAACTTGACATGGGC



ACAATGGGAGAGAGAAATTAGCAATTACACAGGCATAATATTTGACATACTTACAGAATCGCAGAACCAGCAG
GACAAGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGAT
GGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCCACAGCA
GTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTGGGAGAGCCATTCTCCACATAC
CTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KY213723 
GCCTCAGATGAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTACAACCATGTGTAAAGTTAACTCCTCTCTGTG
TTTCTTTAAATTGTACCAGCGCTAACTGGAACAACAGTACAACCTTCTATAATGACTCTAAAATAGGAAATAT
AACAGATGATATAAAAAACTGTACTTTTAATATGACCACAGTACTAAGAGATAAGAAGCAAAAGACTTATGCA
CTTTTTTATAAGCTTGATATAGTACAAACTGAAAATAATAATGATACGGGTAAAAATTTTAGTGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGCAATGATCAGACTTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGGAAAGATAATAATCAGATCTGAGAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGACAAGGTATAGCTATGGGACCAGGACAGATG
TTCTATAGAAGAGGAGACATAATAGGAGATATAAGGCAAGCATATTGTGAAGTCAATGGGACACAATGGAATG
AAACTTTAAAAAAGGTAGAGGGAGAATTAAAAGAGCACTTTAATAAGACAATAACCTTTCAACCACACTCAGG
AGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACACCTCTTGGAGTAATAAATCTTATGAACAGATTTGGGGAAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACACAATATATGAGGTACTTACAAAATCGCAGAACCAGCAGGAC
AAGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAGTA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAACTGGGAGAGCCATTCTCCACATACCTA
GGAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAATAA 
>KY213719 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAATGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAACCCTGGAGAATGTAACAGAAAATTATAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTACTAATAATGTGACGGTGAAAGATGACAATAGCACAAAGGCCAATTACAGAAACTCTCC
AGTAGGAAACATAACAGATGAATTAAGAAACTGTTCTTTTAATATGACCACAGAACTTAGGGATAAGAAGCAG
AAGGCATATGCACTTTTTTATAAGCTTGACATAGTATCACTGAAAAAGAATAGTAGTGAGTATAGGTTAATAA
ATTGTAATACTTCAGTAATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGTGATTTTAAAGTGTAAGGATAAGAAGTTCAATGGGACAGGGCCATGTGAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAG
ACGAGATAGTAATCAGCTCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGT
AGAAATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTATACGTATAGGACCAGGACAAGTCTTCTAT
CAAACAGGAGACATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAACTT
TAGAACAGGTAAAGAGAAAATTAGGAGAGCACTTTAAGAAGAACATAACCTTTCAGCCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAGGTTCCTAGGGCTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTACTG
TACCCTGGAACACAACTTGGAGTAATAAATCTTATGACGAGATCTGGGGCAACATGACATGGATACAATGGGA
GAGGGAAATTGGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGAAAAGAAT
GAACAGGATTTGTTGGCATTGGATACATGGGCAAGTCTGTGGAACTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTTATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTTGATACTATAGCAATAGCAGTA
GCGGGGTGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTGGAGAGCCATTCTCAACGTACCTAGAAGAA
TCAGACAGGGTTTAGAAAGATTTTTGCTATAA 
>KY213716 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACATCTGCAAATATAACAGGAAATGGAATAGATACAAAGGTAGAAAATCTAACAAATGA



GGTAAGGAACTGTTCTTTCAATATGACCACAGAATTAAGAGATAAGAAGCAGAAGGGCTATGCACTTTTTTAT
AAGCTTGATTTAGTTAGTATAAATAATAATAATACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTA
AGCAGGCTTGTCCAAAGGCATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTTTGCGCTTTT
AAAGTGTAATGAAAAAATGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGTACGCATGGA
ATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAGATAATAATCAGATCTG
AAAACCTCACAGACAATGCCAAAACCATAATAGTGCATCTTAATAAATCTGTAGAAATCAATTGTACCAGACC
CTCCAACAATACAAGAACAAGTATGCGTATAGGACCAGGACAAACATTCTATAGAACAGGAGAAATAACAGGA
GATATAAGACAAGCATATTGTGAGATTAATGGAACGAAATGGAATGAAACTCTAAAACAGGTAACTAAAAAAT
TAGAAAAGCACTTTATTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTGGAAATTACAATGCA
CCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGAT
CAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTT
GGAGTAATAAATCTTATGAAGAGATTTGGAATAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTA
CACAAACACAATATATGGAATACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAGGATCTATTGGAA
TTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTACATAAAAATATTTATAA
TGATAATAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTAATGCTGTAGCCATAGCAGTAGCGGGGTGGACAGATAGG
GTTATAGAAGCAGCACAAAGAACTGGGAGGGCCGTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAA
GGCTTTTGCTATAA 
>KY213724 
GCCTCAGACAACTCGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCCTCAGATGCTAAAGCACATGACACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTACTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAAAATGGCAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTACATTGTACCAATGCTAATTTGACCAATGCTAACAGGGACAATGACACAACCAATGCCCCTAACAT
AGTAGGAAATATGACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAGAGGCAA
AATGTCTATGCACTTTTTTATAAGCTTGATATAGTACAAATAGGAAGTAATAATAATAGTAGTGAGTATAGGT
TAATAAATTGTAATACCTCAGTTATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACACTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAATAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTCTAACAATACAAGAACAAGTATAACTATGGGACCAGGACAAATG
TTCTATAGAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAATG
AAACTTTAAGCCAAGTAGCTGGAAAATTAAAAGAGCACTTTAATAATAAGACAATAATCTTTCAACCACACTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTGTTGACGAAATTTGGAACAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAACTACACAAGCCAAATATATGAGATACTTACAGAATCACAAAGCCAGCAG
GATAAGAATGAAAAGGATTTGCTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGGTAGATACTATAGCA
ATAGTAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGTACAAACAATTTGGAGAGCCATTCTCCACATAC
CTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KY213718 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAGAGTACATGACACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAACAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATACTACCAATGCTAATTTGACCCAGGGCAAAATCACAACCACTAGCCCTAACAT
AGGAAATACAACAGATGAAGTAAAATGTTCTTTTAATATAACCACAGTACTAAAAGATAAGAAGCAGCAGGTC
ACTGCACTTTTTTATAAGCTTGATGTAGTGCAAATTGATGAGGAGGGTAATAAGAGTAAAAGTAGTAGTAATA
GTGGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGATATCTTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAAAATTTCAATGGGACA
GGGCCATGTAATAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGCAGTCTAGCAGAAGAAAAAATAATAATCAGGTCTGAAAATATCACAGATAATACCAAAATCATAAT
AGTGCACCTTAATACATCTGTAAAAATCAATTGTACCAGACCTGCCAACAATACAAGAACAAGTATAGCTATA
GGACCAGGACAAATGTTCTTCTATAGACAAGGAGATGTAATAGGAAATATAAGAAAGGCACAGTGTGAGGTTA
ATGGAGCCAAATGGAATGCAGTTTTAAAACAGGTAAAAAGAACATTAGAAAAGCAGATTAATAAGACAATAAA
CTTTAAACAACCATCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTG



GAACAACATGACATGGGCACAATGGGAGAAAGAAATTAGCAATTACACAGATCAAATATATGACATACTTACA
GAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATT
GGTTTGACATAACAAGTTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCT
TTGCTTAATGCCACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGA
GAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KY213715 
GCCTCAAATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCTAAAGCACAGGAAAGGGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATACTCCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCTAATTTGACCAAGAATGTGACCAATGGCAATAACACAGACAATGTCCTTAA
CATAGTAGGAAATATGACAGATGAAGTAAGAAACTGCTCTTTTAATATAACCACAGAACTAAGAGATAAAAAG
AAGCAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACAAATTGAAAATGATAGTAATAATAGTAGTTACA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACACCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCAATGGAACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGTAGTC
TAGCAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCTCTAACAATACAAGAACAAGTGTATCTATAGGACCAGGACAA
GTATTCTATAGAACAGGAGACATAATAGGAGATATAAGACGAGCATATTGTGAGATTAATGAAACACAATGGT
ATAAAGTTTTAAGACAGGTAACTGGAAAATTAAAAGAGCACTTTAATAAGACAATAACCTTCCAACCACCCTC
AGGAGGAGATCTAGAAACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAGATCTCTTGAACAGATTTGGGGAAACATGACATGGAC
AGAATGGGAGAGAGAAATTAGCAATTACACAAATCAAATATATGAGTTACTTACAGAATCGCAGAACCAGCAG
GACAAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGT
GGCTGTGGTATATAAGAATGTTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTATACT
TTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCCTTGCTTAATGCTACAGCA
ATAGCAGTAGGAGGGTGGACAGATAGGGTTATAGAGATAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATAC
CTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTACTTTAA 
>KY213749 
GCCTCAAACAACTTGTGGGTAACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACCCAGAAGCACACAATATCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTACAGTTAACTCCTCTCTGTG
TTACTTTACATTGTGTCAATGCTAATTTGAGTTCGACCAACAACAATAACATAACCAATGGCAACATAGGAAA
TCTAACAGATGAAGTAAGAAACTGTACTTTTAATATAACCACAGAAATAAGAGATAAGAAGCAGCAGGTTCAT
GCACTTTTTTATAAGCTTGATATAGTATCAATTAATAAAGCTAGTAGTGAGTATAGGCTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATCCCTATACATTATTGTGCTCCAGCTGG
TTATGCAATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATTAGATCTGAAAATCTCACAGATAATGCCAAAACTATAATAGTGCACCTTAATAAATCTGTAGAGATCAA
TTGTACCAGACCTTCCAACAATACAAGAACAAGGATGACTATAGGACCAGGAAAAGTATTCTATAGAACAGGA
GAAATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAATGAAACTTTAAAACAGG
TAATTGGAAAGTTAAAAGAACACTTTAATAAGACAATAATCTTTCAACCCCCCTCAGGAGGAGATCTAGAAAT
TACTATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGA
ACAGCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAGAT
TAGCAATTACACAAACCAGATATATAACATACTTACAGAGTCGCAAAACCAGCAGGACAGGAATGAAAAAGAT
TTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAGA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCCATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTCGCTATTTCTTTGTTTAATGCTATAGCAATAACAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAGTAGCACAAGCAGCTGGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCAATAA 
>KY213734 
GCTGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACTACTCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTTTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAATTGTACCGATGCTAAGTTAAGCAATACCAACAGCAGTAACCAAGAGGGCCCTAGTATGCAAGA



GATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATACGACCACAGAACTAAGAGATAGGCAGCAG
AAGGTCCATGCACTTTTTTATAGGCTTGATATAGTAAAAGTTGATAACAATAACTCAAGTGAATATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGCTTTTGAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGGAGAGGTAATGATCAGATCTGAAAATTTCACAAACAATGCCAAAATCATAATAGTGCATCTTAATGAATC
TGTAATAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATGGGACCAGGACAAGTACTA
TATAGAACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTAAGGTTAATAGAACAAGATGGTATGAAA
CTTTAAAACAGGTAACTGGAAAATTGAAAGAGCACTTTAATAGGACAATAATCTTTCAACCACCCTCAGGAGG
AGATATAGAAATAACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAGACTCCTAGGACTTTGGGGCTGCTCTGGAAGAACCATCTGCACCACTA
ATGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGGGCAACATGACATGGATAGAATG
GGAGAGAGAAATTAGTAATTACACAGACCAAATATATGGCATACTTACAGAATCGCAAAACCAGCAGGAAAAG
AATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTATGCTTTCTAT
AGTAAATAGGGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATGCTGTAGCAGTAGCA
GTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCCATTCTCAACATACCTAGAA
GAATCAGACAGGGTTTAGAAAGGTCTTTACTATAA 
>KY213750 
GCCTCAGACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACAGGACCCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCACCTGGTAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGACCAAAGTCTACAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TTACTTTGAACTGTACCCAGGCTAATCCGACTAATGTCACTAAGAACGCTGTCCCAGGAGCTGGAGCTAACTT
AGAAAATGTAACAGAAGAAATAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGAAGAAG
GTCTATGCACTCTTTTATAAGATTGATATAGTACAACTTGGAAGTAATAATAATAGTAGTAATAATAAGAGTA
GTAATTCTAGTGATTATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAACAGGCTTGTCCAAA
GGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATGAGAAG
AATTTCACTGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTAT
CAACTCAATTACTATTAAATGGCAGTCTAGCAGAAGGAGACATAATAATTAGATCTGAAAATCTCACAAACAA
TGCCAAAACCATAATAGTGCACCTTAATAAAACTGTAGAAATCAATTGTACTAGACCCTCCAAAAAAATGAGA
ACAAGTTTCCGTATAGGACCAGGACAAGTATTCTACAGAACAGGAGATATAATAGGAGATATAAGACAAGCAC
ATTGTGTGATTAATGCAACAAAATGGAATGAAACTTTAAGACAGGTAGCTAGAAAATTAAGAGAACATTTTCC
TAATAAGACAATAATCTTTCGACCACCCTCAGGAGGAGATCTAGAAATTACAACACATCATTTTAATTGTAGA
GGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGCTCCTAGGAC
TTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTT
TGACCAAATTTGGCAAAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAGACCAAATATAT
GGTATACTTACAGAATCGCAGAACCAGCAGGAAAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAA
GCCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTT
AATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCT
TTCGCTATCTCTTTGTTTGATACTATAGCAATAGCAGTAGCTGGGTGGACAGATAGGGTTATAGAAGTAGCAC
AAGGAGCTTGGCGAGCCATTCTACACATACCTAGAAGAATCAGACAGGGATTAGAAAGGGCTCTGCTATAA 
>AY945716 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAACACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACACCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAGTGCCAATTTGACCAATGTCAATAACATAACCTATGCCCCTGGCATAGAAAAGAT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAAAGATAAGAAGCAGAAGGTCTCTGCA
CTTTTTTATAAGCTTGATATAGTACAAATCAATAGTAGTAAGAATAGTAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAGTTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTTCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACGAACAATGCCAAAATCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACAAGACCCTTCAACAATACAAGAACAAGTGTACATATAGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAATAGGAGATATAAGAGCAGCATATTGTGAGATTAATGAAACACAATGGAATGAAACTTTAAAAC
AGGTAACTAAAAAATTAGAAGAGCACTTTAATAAAACAATAATTTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACCTGGATAGAATGGGAGAGAGA



AATTAGCAATTACACAAGCCAAATATATGAAATACTTACAGAATCGCAGAACCAGCAAGAAAGGAATGAAAAG
GATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGATGGCTGTGGTATATAA
AAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTTTGATGCCATAGCAATAGTAGTAGCAGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AGGGTTTAGAAAGGGCTTTGCTATAA 
>AY945724 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGTCAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTGTCCATAAGGTTACGAGGATCAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATAT
GACCACAGAACTAAGAGATAAGAAGCAGAAGGTCTATGCACTTTTTTATAAGCTTGATACAATGCTAATTAAT
AGTGATAGAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGCCATTAAGCAGGCTTGTCCAAAAGTATCCT
TTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAA
TGGGACAGGGCCATGTAAAAATGTCAGCTCAGTTCAATGCACACATGGGATTAAGCCAGTGGTATCAACTCAC
TTACTGTTAAATGGCAGTCTAGCAGAAGAAAAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAA
CCATAATAGTACAACTTAATAAATATGTAAAAATCAATTGTACTAGACTCTCCAACAATACAAGAAGAAGTAT
GACTATAGGACCAGGACAAGTATTATTCTATAGACCAGGAGACATAATAGGAGATATAAGGAAAGCATATTGT
AAGATTAATGGAACAGAATGGTATGAAGTTTTAAAACAGGTAGCTGGAGAATTACGAGAGCACTTTCCTAATA
AGACAATAAGATTTCAACAATCACCCCCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGG
GGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTT
TGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATG
AAGAGATCTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACAGAATATATGA
GCTACTTACAGAATCGCAGGACCAGCAGGACAGAAATGAAAAGGACTTATTAGAATTGGATAAATGGGCAAGT
CTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAA
TAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTT
CGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAA
GGAGCTTGGAGAACCATTCTCCATATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY945725 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAACTACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATGTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAAATTGTAGCAAGGCTAATATGATCAATGTAACCGATGAATCTCAAAATGTCACTCACAAAATAGG
AAATATAACAGATGAAGTAAGAAACTGCTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGCAGGTC
CATGCACTTTTTTATAAGCTTGATATAGTACCAATTGAGAGTGAGAATAATACTGAGTATAGATTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGAACAGGGCAATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTTTTAAATGGCAGTTTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAATAATGCAAAAACCATAATAGTGCACCTTAATAAATCTATAGA
AATCAATTGTACTAGACCCTTCAACAATACAAGAACAAGTATAAGAATAGGACCAGGACAAACATTCTATAGA
ACAGGAGACATAATAGGAAATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAC
AACAAGTAGCTAAAAAATTAAAAGAGCATTTTAATAAGACAATAAGCTTTAAACCATCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATTATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAGGACAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAA
AGAGATTTGTTAGCGTTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTGGAAAGGGCTTTGCAATAA 
>KJ952346 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACTCCTCTCTGCG
TTACTTTAAATTGTACCTATGCTAATTTGACCAAGGCCAATAACAGAACCACAGTCTCTAACCCAACAGGAAA
TATAACAGATGAAGTCTCTAACACAATAGGAAATATAACAGATGAAATAAGAAACTGTACTTTTAATATGACC



ACAGTACTACAAGACAAGAAGCAGCAAGTCTATGCACTTTTTTATAAGCTTGATATAGTACAAATTAAGGACA
ATGATAAAAACGAGAGTAGTAACTATAGTGACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGC
TTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGT
AATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCT
CACAGACAATACCAAAAACATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCTAAC
AATACCAGAACAGGTGTAACTATAGGACCAGGACGAGTATTTTATAGAACAGGAGCCATAATAGGAGATATAA
GAAAAGCATATTGTGAGATTAATGGAACAAGATGGTATAAAGTTTTAAAACAGGTAACTGAAAAATTAAAAGA
AAAGATTAATAAGACGACAATAGAATTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTT
ACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGT
TCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAA
TAAATCTTTTGAAGAAATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAAC
CAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAAGATTTGTTAGAGTTGGATA
AATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGT
AGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCTCTCGCCATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGGTGGATAGATAGGGTTATAG
AAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACGTACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTT
GCTATAA 
>KJ952505 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCTCTGCTAATAGCCAACCCAATGTCTCTAACATAACGGGAGCAGATGAAGTAAAAAA
CTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTCTATGCACTTTTTTATAAGCTTGAT
ATAGTACCAATTGAAGGTAATGGTAGTAATAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTA
AGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTT
AAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCCTGTAAAAATGTCAGCTCAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATCAGATCTG
AAAATCTCACAAACAATGCAAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGGCC
CTCCAACAATACAAGAACAAGTATACATATAGGGCCAGGACAAGTATTCTTCTATAGACCAGGAGACATAATA
GGAGATATAAGAAAAGCATATTGTAAGATTAATGGAGCAGAATGGAATAAAGTTTTAAAACAGGTAACTGAAA
AATTAAAAGAGCACTTTATTAATAAGACAATAAGCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGAGATTTGGCACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
TTACACAAACCAAATATATGCTATACTTACAGAATCGCAGAGCCAGCAGGACAGGAATGAAAAGGATTTGTTA
GAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCACTATTTCTTTGGTTGATGCTTCAGCAATAGCAGTAGCGGGGTGGACAGAT
AGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCATATACCCAGAAGAATCAGACAGGGCTTAG
AGAGGGCTTTGCAATAA 
>KJ952574 
GCCTCAGACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGGAGAGATGCGGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAAGTGTACCAATGCTAGTTTTGCTAATTCGACCAATGACAAAAACACAGCCAATGTAGGAGATAT
AACAGATGAAGTAAGAAACTGTACTTTCAATATGACCACAGAAATAAGAGATAAGAAGCAGAAAGTCCATGCA
CTTTTTTACAAGCTTGATATAGTACCAATTGATAATGAAACTAGTGGTGAGTATAGGCTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAACGGTAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAAACAATGTTAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGTATTCTATAGAACAGGA
GACATAACAGGAAATATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGTATGAAGCTTTAGAACAGG
TAGCTGGGAAATTAAAAGAGCACTTTAATAAGACAATAAGCTTCCAACAACCACCCTCAGGAGGAGATCTAGA
AGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGACAGAATGGGAGAGAGA



AATTAGCAATTACACAAGCCAAATATATGACATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGTCTTTGCTATAA 
>KJ952765 
GCCGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCCCTGCTAATTTGACCAATGTCAATGCCACTGGCTCTAACATAATAGGAAATATAAC
AGATGAAGTAACAAACTGTACTTTTAATATGACCACAGAAGTAAGAGATAAGAAGCAGAGGGTCCATGCACTT
TTTTATAAGCTTGATATAGTAAAAATGAACAATGATAATGCTAGTAAGGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAAGGAGAAGAATTTCAATGGGACAGGAACATGTAGAAATGTCAGCTCAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAG
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATCAATCTGTATACATCAA
TTGTACCAGACCCTCCAACAATACAAGAACAGGTATAACTATAGGACCAGGACAAGTGTTCTATCAAACAGGA
GACATAATAGGAGATATAAAAAAAGCATATTGTGAGATTAATGGAACAAAGTGGAATAAAGTTTTAAAACAGG
TAGCTGGAAAATTAGAAGAGCACTTTAGGAATAAAACAATAATATTTCAACCACCTTCAGGAGGAGATCTAGA
AATTACAACGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGAAAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAA
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCCGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTTGCACAAGGAGCTTGGAGAGCCATTGTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGATTTTTGGTATAA 
>KJ952897 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACGCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTATGAATGCTACTTGGAAAAATGTCACTCACACAACCAATGTCTCTATAGGAAATATAGA
AGTAAAAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAAACAGAAGAAGGTCCATGCACTTTTTTAT
AGGCTTGATATAGTACCAATTGAAGATAAGGTTAATACTAGTGAGTACAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTCGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATCCTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCTCAGTACAATGCACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAACAATGCCAGAACCATAATAGTGCACCTTAACAAATCTGTAGAAATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAAGTGTAACTATAGGGCCAGGACAAGTATTCTATAGAACAGGGGAAATA
ATAGGAGATATAAGGAAAGCATATTGTGAAATTAATGAAACAAAATGGTATGAAGCTCTAAAACAGGTAACTG
GAAAATTAAAAGAGCACTTTATTAATAAGACAATAGACTTTCAACCACCCTCAGGAGGAGATCTAGAAATTAT
AACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACA
GCACTTGGAGTAATAAATCTTATGACGAGATTTGGAAAAACATGACATGGATAGAATGGGAAAGAGAAATTAG
CAATTACACAAACACCATATATGAGTTAATTACAGCATCGCAGGACCAGCAGGACAAGAATGAAAAGGAGTTA
TTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGCAATAGCGGGGTGGACA
GATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAAGGCT
TCGAAAGGGCTTTGCTATAA 
>KJ952968 
GCCTCAAAAGACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATAAGACAGAAGCACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAGCTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGATGCTAATTTTGACAACAAGACTGATGATAACAGCACTAATGCAAATATAACAGA



GGAACTAAGAAACCTAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATACAACCACAGTACTAAGA
GATAAGGTGCAGCAGGTTCATGCACTTTTTTATAAGCTTGATATAGTACCAATTGGAGAAAATAATAATAATA
ATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGG
CCATGCAAAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTAAAAATCTCACAAACAATGCTAAAATCATAATAGT
GCACCTTAATAAATCTGTAGAAATCAGTTGTACCAGACCCTCCAACAATACAAGAACAAGTACACATGTAGGA
CCAGGACAAGTATTGTATAGAACAGGAGAAATAACAGGAAATATAAGAAAGGCATATTGTGAGATTAATGGAA
CAAAATGGTCTAAAGTTTTACAACAGGTAGCTGGAAAACTAAAAGAACACTTTAATAAGACAACAGTCTTTCA
ACCACCCTCAGGAGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTAATGTGCCCTGGAACAAAACTTGGAGTAATAAAACTTATGAAGAAATTTGGAACAACAT
GACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAACCTAATATATGACATACTTACAGAATCGCAG
AGCCAGCAGGACAAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAATCTGTGGAATTGGTTTAACA
TATCAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAAT
ACTGTAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTC
TCCACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ953119 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACACCTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCGATGCTAATTTGACCAATGTAAACAAAACAACCAGTGACCCTAAAATAGGAAATAT
AACAGATGAAATAAGAAACTGTTCTTTTAAGATGACCACAGAATTAAGAGATAAGGAGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGCACCAATTGAAAATAATAATAATAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGAGAAGAATTTCAATGGGACAGGGCGATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAAAATCTCAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAG
TTGTACCAGGCCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGGCAACTTTTCTATAGAACAGGA
GACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAAGGAAACTTTAAGACAGG
TAGCTGCAAAATTAAAAGAGCACTTTAATAATGCAATAATCTTTCAACCACACTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTTCAGGCGAGAGTCCTGGCTGTGGAAAGATAT
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ATTCCACTTGGAGTAATAAATCTTTTGATGAAATTTGGGATAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAGGAT
TTGTTGGAGTTGAATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAA
TATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGGGGGGTGG
ACAGATAGGGTTATAGAAGTAGCACAAGAAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATTAGACAGG
GCTTAGAAAGGGCTTTGATATAA 
>KJ953282 
GCCTCAGACAACTTGTGGGTTACAGTGTATTATGGGGTTCCAGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGTAAATGTAACAGAAAATTTTAACATGTGGAGAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTGCTAATGTGACCAATGTCCAGGGCACAACCCCTGCCCCCAATGACACACTAGGAGATAT
AAAAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAGGGTCAATGCA
CTTTTTTATAGGCTTGATATAGTACCAATAAAAAATAATAATACTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAATCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGCTCTTAAAGTGTAATGATAAGAAATTCAACGGGACAGGGCCATGTAAAAATATTAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATATCACAAACAATGTCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAG
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGTATTCTATAGAACAGGA
GAAATAACAGGAAATATAAGAAAAGCATATTGTAAGATTAATGGAACAGAATGGAATGGAGTTTTAAAACAAG
TAGCTAGAAAATTAAAAAAGCACTTCACTAATAAGACAATAGACTTTCAACCACCTTCAGGAGGAGATTTGGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAACAGATTTGGAACAACATGACATGGATGCAATGGGACAGAGA



AATTAGTAATTACACAAACCAAATATATGAAATACTTACAGAATCGCAGAACCAGCAGGAAAAGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGCTATGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAATAGCTTTAAGAATAATTTTTGCTGTGCTTGCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTCCGCTATTTCTTTGTTTGATGCTGCAGCAATACAAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGACTTTGCTATAA 
>DQ789392 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTGTCAACTTGACCAAGGTTACTAACACAACCGATGTCACTGACACAATAGGAACTATAAC
AGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAGGCAGCAAGTCCAGGCACTT
TTTTATAAGCTTGATCTAGTACAAATTAGCAGTGGGAGGGAGGAGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTACAAATGTCAGCTCAGTACAATGCACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAGTCTGTAGAAATCAATTGTAC
CAGACCCTCTAACAATACAAGAACAAGTATAACTATGGGACCAGGACAAGTATTCTATAGAACAGGAGACATA
ATAGGAGATCCAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAGCTG
AAAAATTAAGAGAGCACTTTAAGAATAAGACAATATTCTTTCAACCACACTCAGGAGGAGATCTAGAAATTAT
AACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTA
AAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTGTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTG
TTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCATCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGACAGGGCT
TAGAAAGGGCTTTACTATAA 
>AY358067 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCGATGCTAAGGTGAATGGCACTAACCCAACCAATGGCCCTACAGTAGGCAATATAAC
AGATGAATTAAAGAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAACAGAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTACAAACTGGAGGTAGAAACAATAGTGAGGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAAAAATCAA
TTGTACCAGACCCGCCAACAATACAAGAACAAGTATGACTATAGGACCAGGACAAGTATTCTATAGAACAGAA
GACATAATAGGAGATATAAGAAAAGCATATTGTACGATTAATGGAACAAAATGGAATGAAACTTTAAAACAAG
TAACAGAAAAATTAAAAGAGCACTTTAGAAATAAGTCAATAATATTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGGGCAACATGACATGGACAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAG
GATCTGTTAGAGTTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
GGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCTATTCTCCATATACCTAGAAGAATCAGAC
AGGGCTTAGAGAGATCTTTGCTATAA 
>AY358060 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTGTTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCACTGCTATTTTTAGAAATACAACGGTAGCCAATGATAGCAGAATAGGAAATATAAC



AGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAGCTAAGAGATAAGAAGCAGAGGGTCTATGCACTT
TTTTATAAGCTTGATATAGTACAAATTAACGATAAAGATAATAATAATAGTAATAGTAATGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCCAAAGTAACCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCAATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAAATCAATTGTACCAGACCCTCCGACAATATAAGAACAAGTATAACTATGGGACCAGGACAAGTATTT
TTTAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTAAGATTAATGGAACACAATGGAATGAGA
CTTTAAGACAGGTAGCTGGAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGG
AGACCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAGAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGGACAACATGACATGGATAGAATG
GGAGAGAGAGATTAGCAATTACACAAACCAAATATATGAGCTACTTACAGAATCGCAGAACCAGCAGGACAAA
AATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTGGATGCTACAGCAATAGCA
ATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGATTTTGGTATAA 
>AY358063 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAGAATTTTAACATGTGGAGAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTA
TTACTTTAAATTGTACCAATGCTAATCTGACCGGCAATAACACAGACAATAATATCCCTAAAACAGTAGGAAA
TATAACAGATGAAATAAAAAACTGTACTTTTAATATGACCACAGAAGTAAGAGATAAGAGGCAGAGAGTCAGT
GCACTTTTTTATAAGCTTGATATAGTACAAATTGGAAATAACAGTAGTAATGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCACTGGGACAGGACCATGTAGAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGTATTCTATAGAACA
GGAGAAATAATAGGAAATATAAGAAGTGCATATTGTGAGATTAATGAAACAAAATGGAGAGAAGTTTTAACAC
AGGTAGCTGGAAAATTAAAAGAGCACTTTAATAAGACAATAGACTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCGTCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAAACTTATAACGAGATTTGGCAAAACATGACATGGATAGAATGGGAAAGAGA
AATTAGCAATTACACAAGCCAAATATATGAGCTACTTACAGAATCGCAGGACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATAATAGTAGGAGGTCTAATAGGATTAAGAATAATTTTTGCAGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTGTAGCAATAACAGTAGCGGAG
TGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTCGAAAGGGCTTTGCTATAA 
>AY945713 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGAGAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTATGCG
TTACTTTACATTGTACCGAGGCTAATTTGACCAATGTCAATAACACAACCCAAGCCCCTAGCATAGGAACTAT
AAAAGATGAAGTAAAAAACTGTTCTTTTAATGTAACCACAGAAGTAAGAGATAAGAAGCAAAAGGTCCATGCA
CTTTTTTATAGGCTTGATATAGTACAAATGGAAGACAATAATAGTAGTAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTG
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATGACTATAGGACCAGGGCAAGTATTCTATAGAACA
GGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACACAATGGAATGAGGTTTTAAAAC
AGGTAACTGAAAAATTAAAAGAGCATTTTAAGAATAGAACAATAACCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTAC
CCTGGAACTCCACTTGGAGTAATAAAACTTTTGAAGAAATTTGGGGAAACATGACATGGATAGAATGGGAGAG



AGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGACAGAAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAG
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTGCGAAAGGACTTTGCTATAA 
>AY945720 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGACGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGAGCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TTGCTTTAGAGTGTACCGAGGCTATTGCCACTCACGTAAACAAGACCTCTGACACAGTAGGAAATATAACAGA
GGAAGTAAGAAACTGTTCTTTTAATATGACAACAGAACTACTAGATAAGAGGCAGAAGGTCCAGGCACTTTTT
TATAAGCTTGATATAGTACAAATTGGAAATGAGACGAATAAGTATAGGTTAATAAGTTGTAATACTTCAGTCA
TTAAGCAGGCTTGCCCAAAGATATCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGAT
TTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGAT
CTGAAAATCTCACAGACAATGCCAAGACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTATCAG
ACCCTCCAAAACTAGAAGAACAAGTATAGCTATAGGACCAGGACGAATGTTCTATAGAACAGGAGGAATAACA
GGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAGAATGGAATAAAGTTTTAAAACAGGTAACGGAAA
AATTAAAAGAGCACTTTAATCATAGTACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAGTGACAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCA
CCTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
CTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTA
GAACTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATATAAAAATATTTA
TAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGGTGGACAGAT
AGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>AY358050 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACACGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCGCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATAAGATCGAGGTAAAAAATATCACTGTAAAAGTCCCTAACATAGTAGGAAATAT
AACAGATGAAGTAAGGAACTGTTCTTTTAATATGACCACAGAACTAAGGGATAAGAAGCAGAAAGTCTATGCA
CTATTTTACAAGCTTGATATAGTACAAATAGGAGATAAAAATAATAATAGTGATATATATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTATGAAGTGTAATGAAAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATCAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCGCAGACAATACCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCTAATAATACAAGAACAAGTATGACTATAGGACCAGGACAAGTATTCTACAGA
ACAGGAGAAATAGTAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAGACCTTAA
AACAGATAGCTGCAAAATTAAAAGAGCACTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACCATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CTTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAGATTAGCAATTACACAAGCCAAATATATGCGATACTTACAGAATCGCAGGACCAGCAGGACAGAAATGAA
AAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGCAGCA
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATA 
>AY358040 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGTTAATGACACGATCAGTGTTAATGGCACGATCGAGGTTAATGGCACGATAGA



TGAAATAAAAAACTGTTCTTTTAATATGACCACAGAACTAATAGATAAGAGGCAGAAGGTCCATGCACTTTTT
TATAAGCTTGATATAGTACCAATTAATAACAGTAACATTACGTATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TATAAAGTGTAATGATAAGAATTTCACTGGGATAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACAT
GGAATCAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGATGAGATAATAATCAGAT
CTGAAAATCTCACAAACAATGCCAAAACCATAATAGTACACCTAAATAAATCTGTAACAATCAATTGTACCAG
ACCCAACAATAATACAAGAACAAGTATAACCATAGGACCAGGACGAGTATTCTATAGAACAGGAGAAATAACA
GGAAGAATAAGACAAGCATATTGTGAAATTAATGGAACAGAATGGAATGAAGTTTTGAATCAGACAGCCAAAA
AATTAAAAGAGCACTTTAATAATAGTAAAATAAGCTTTAAATCGTCCTCAGGAGGAGATCTAGAAATTACAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
TTACACAAACCAAATATATGAGATACTTACAGACTCGCAAACCCAGCAGGACAGGAATGAAAAGGATTTGTTA
GAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTCGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGAT
AGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAG
AAAGGTTTTTGGTATAA 
>AY358041 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACACAAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAGATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCCAATTTGACCAGTGTCAATAGAACCAACGTCTCTAGTAGAACCAACGTCTC
TGACATAGTGGGAAACATAACAGAGGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAAG
CGGCAGAAAGCCTATGCACTTTTTTATAAGCTTGATCTAGTATCAATTAATGAGACTAAAGGTGAGTATATCT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCAATTTTAAAATGTAAGGATAAGAATTTTAATGGAACAGGACCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGACGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAAAA
TTTTATAGAACAGGAGACATAATAGGAGATATAAGAAATGCATATTGTGAGATTAATGGAACACAATGGAATA
AAACTTTAGAACAGGTAGCTAACAAATTAAAGAAGCACTTTAATAAGACAATAATCTTTAAACCACCCTCAGG
AGGAGATCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACACCACGTGGAGTAATAGATCTTTTGATGAGATTTGGAAGAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGCTACTTACAAAATCGCAGGACCAGCAGGAC
AGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGTTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAGGAGCTGGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGAGCTTTGGTATAA 
>AY358056 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAATGTCTGGGCCACACATGCATGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTGACAAGGCTAAAGTGACTAATGTCACTAACAGGAACGATGATGTCCCTAGCATAGTAGG
AAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAGTAAAAGATAAGAAGCGGAAGGTC
CATGCACTTTTTTATGAGCTTGATATAGTACCAATTAAAAATGGTGAAAAGAATAATAATACTGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATATTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGACAAAATAGTAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTACACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAACA
TTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAAGTTAATAAAACAGAATGGAAGG
GAGTTTTAACACAGGTAGCTGAAAAATTAAAAGAGCACTTTAATAAGAACATAAGCTTTCAACCATCCTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCGTCTGCACCA
CTGCTGTGCCCTGGAATTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACTTGACATGGATAGA



ATGGGAGAGAGAAATTAGCAATTACACAAACAAAATATATGAGATACTTACAGAATCGCAAAACCAGCAGGAC
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAGTTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATA
GCAACAGCGGAGTGGACAGATAGGGTTATAGAAGTAGCACAAAGGGTTTGGGGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>JN944665 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCTTGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAAGTTGACCAAGGTCAGTAACACAACCGACGATGTCCCTAGCATAGTAGG
AAATGTAACAGATGAAATAAAAAACTGCTCTTTTAATATGACCACAGAACTAAGAGATAAGAAACAAAGTGTC
CATGCACTTTTTTATAAGCTTGATATAGTACCAATGAAAGATCCTGATAGTAGTAATAGTACTAAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCACTGGGACAGGACCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAGACAATACCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAGATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATGACTATAGGACCAGGACAAGTA
TTCTATAGAACAGGAGACATAGTAGGAAATATAAGAAAAGCATATTGTGTGATTAATGGAACAATATGGAATA
AAGTTTTAAAACAGGTAGCTGACAAATTAAAAGAGCACTTTAATAAGACAACAGTCTTTCAACCACCCTCAGG
AGGAGATCTGGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTGAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGAC
AGGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTA
GGAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY358062 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCCAATTTGACCAATGTCAAGAGCACCAATGAGGCCCCTAGCATAGGAAATAT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGAAGAAGGTCCATGCA
CTTTTTTATAGGCTTGATATAGTTCAAATTGAAAATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTA
TGCGCTTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCTATGTAAGAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATATCACAAACAATGCTAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
CACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGTATTCTATAGAACAGGAGAC
ATAGTAGGAGATATAAGACAGGCATATTGTAAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAG
CTGGAAAATTAAGAGAGCACTTTAAAGGGACAGAGAAAATAATCTTTCAACCACCATTAGGAGGAGATCTAGA
AATTACAATGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTACACTTGGAGTAATAAATCTTATGATGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGAGTTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAA
AAATATTTATAATGATAGTGGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AAGGCTTAGAAAGGGCTTTGCTATAA 
>KU168309 
GCTGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCGCATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAACTACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAATTGTTCCCATAAAGTGAACGTAACCAACCCCAAAAACCAATCCGAGCTCGAGTTCTATAACAT



AACAGGAAAGATAGCAGATGAAGTAAGAAACTGCTCCTTTAATATGACCACAGAACTAGTAGATAAGACGCGG
AAAGTCCATGCACTTTTTTATAGGCTTGATTTAGTACCAATTGAAAATGATAATAAAAGTTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTACTGTAC
TCCAGCTGGATATGCGATTCTAAAGTGTAATGATAAGAATTTCACTGGAATAGGGCCATGTAACAATGTCAGC
TCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATATCACAGACAATACCAAAACCATAATAGTGCACCTTAATGAATCTGT
AGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAAGAATAGGACCAGGGCAAGCATTCTAT
GGAACAGGAGAGATAATAGGAGATATAAGAAAAGCATTTTGTCAGATTAATGGAACAAAATGGAATAAAACTT
TAACACAGGTATCTGAAAAATTAAAAGAGCACTTTAATAATAGTGAGATAATCTATCGACCACCCTCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAAGATCAGAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGCAACATGACATGGACACAATG
GGAGAGAGAAATTAGCAATTACACAGGCATAATATATGAGATACTTACAGAATCGCAAACCCAGCAGGACAAA
AATGAAAAGGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAGATGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCCTTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN248328 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTCCCGGTGTGGAGAGATGCAGAAACTACCCTATTTT
GTGCATCAGATGCCAAAGCACAAGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTTATCTCTGCG
TTACTTTAAATTGTACCAATGCTACTTTTACCAATGTCACTAATACAACTAATGTCCCTGCTACAGTAGGAAA
TCTAACAAATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGCAGCAGAAGGTCCAT
GCACTTTTTTATATGCTTGATATAGTACCAATTGGAAATAAGAATAGTAGTAATAATAGTAGTAATGAATACT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGT
AAAAATGTTAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCTAAGACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACTAGACCCTCCAACAATACAAGAACAAGTGTACATATAGGACCAGGA
CAAGTATTCTATAGAACAGGGGAAATAATAGGAGATATAAGGAAGGCATATTGTAAGATTAATAGAACACAAT
GGAATGAAACTTTAGGACAGGTAAAAGAAAAATTACAAAAGCACTTTAATAAGACAATAACCTTTCAACCATC
CTCAGGAGGAGATCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTTCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAAGCCTTTGGGGATGCTCTGGAAAAGTCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTCGAAGAGATTTGGAACAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGCGATACTTACAGAATCGCAGAACCAG
CAGGACAGGAGTGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAAGCTTAATAGGCTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCCATCTCTTTGCTTAATACTACA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATTGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCATTGCTATAA 
>JX447021 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATTTGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTACACTGTACCAATGCTAATTTGACCAATGCTAATTTGACCAAGAACAGTAACATAACCAATGACGG
TGTCCTAGGAAATATAACAGAGGAAGTAAGAAACTGTTCCTTTAATATGACCACAGAAATACAAGATAAGAAG
CAAAAGGTTTATGCACTCTTTTATAAGCTTGATATAGTACAAATTAAGAATAAGAATAATAGTACTGAGAGTA
GTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATAACCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTATGATTATA
GGACCAGGACAAGTGTGGTATAGAACAGGAGAGATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATG
GAACAAAATGGAAGGAGACTTTAACACAGGTAACTAAAAAATTACAAGAGCACTTTAAAAATAGGACAATAAT
CTTTCAGCCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTG
GAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGAA



CAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGCGATACTTACGGAA
TCGCAGAATCAGCAGGACAGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGT
TTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAAT
AATTGTTGCTATGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTG
CTTGATGCTACAGCAATAGCAGCAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGGGCTTGGAGAG
CTATTCTCCACATACCTAGAAGAATTAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>JX447542 
GCCTCAGACAACTTGTGGGTTACAGTTTATTACGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGCGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCACTTATAATTGCACCAACGGTAACTGTACCAATACCAATAACATGATAGGAAATAT
AACAGATGAAGTAATGAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAGAAAAAGCAGGTCCAGGCA
CTTTTTTATAAGCTTGATATGGTACAAATGGGTGAGAATAGTACTAATTATAGGTTAATAAATTGCAATACTT
CAGTCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAATGTAATGATAAGAACTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATGA
TCAGAAGTGAAAATTTCACAAACAATGCCAAAATCATAATAGTACAGCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTTCAACAATACAAGAACAAGTGTGCATATAGGACCAGGACAAGTATTATATAGAACAGGGGAC
ATAACAGGAGATATAAGGAGAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAACACAGGTAG
CTAAAAAATTAAAAGAGCAATTTAATAAGACAATAATAAGCTTTAAACCACCACCCTCAGGAGGAGATCTAGA
AATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTT
GGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGAGGTACTTACAAAATCGCAGGACCAGCAGGACAGGAATGAAAGG
GAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTGCAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCAATAA 
>KC748982 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAGTTGTACCAAGGCTAACCTGACCAATGCTAAAGGGACCAATGCCACAAATGCCACAACCGATGT
CCCTAGCGAAGTAGGAAATCTAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAATAGAT
AAGAAGCAGAAGGTCCATGCACTTTTTTATAGGATTGATATAATACCAATTGAAAATGATACTAATAGTAAGG
AGTATAATGAGTATAGGTTAGTAAATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGG
ACAGGACCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACT
ATAGGACCAGGACGAGCATTCTTTGGAACAGGAGACATAGTAGGAAACATAAGGCAAGCATATTGTAAGATTA
ATGGAACAGAATGGAATGAAACTTTAAGACAGGTAGCTGTGAAATTAAGAGAGCACTTTAATAAGACAATAGT
CTTTCAACCACACTCAGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAG
CTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAACTCCTAGGACTGTGGGGCTGCTCTG
GAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAGATCCTATGAAGAGATTTGGAA
AAACATGACATGGATAGAATGGGAGAGAGAAATTAGTGATTACACAAGCCAAATATATGACATACTTACAGAA
ACGCAGAACCAGCAGGACAGGAATGAGAAAGATTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGT
TTGACATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTG
CTTAATGCTACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAG
CTGTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JF297221 
GCTGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTTGTG
CATCAGATGCCAGAGCACATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAGCAG
ATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACTCCTCTCTGCATTA
CTTTAAACTGTACCAAAGCCAATAGCAATAGCACAATCAATAGCAATAGCACAAGCAATAGCAATAGCACAGA



AACTATAATAGAGGAAGTAAGAAACTGTTCATTTAATATGACCACAGAGATAAGAGATAAGAAGCAGAAGGTT
TATGCACTTTTTTATAAGCTTGATTTAGTAAAAATTGGAAATAGTGATAATAGTAGTGAGTATAGGTTAATAA
ATTGTAATACTTCAATCATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGGTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTACACCTTAATGAATCTGT
AGTAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGTATTCTAT
AGAACAGGAGACATAACAGGAGATATAAGGAAAGCACATTGTGTGATTAATGGAACACAATGGAATAAAACTT
TAGAACAGGTAGCTGGAAAATTAAAAGAGCACTTTAATAAGACAATAAGCTTTCAACCACCCGTAGGGGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACCTGGAGTAACAAATCTTATGAAGAGATTTGGAATAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAAAATCGCAGAACCAGCAGGAAAGGAAT
GAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCAACATAACAAATTGGCTATGGT
ATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGCTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTA
GCGGGGTGGACAGATAGGATTATAGAAGTAGCACAAATAGTTTGGAGAGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGATTTTGCAATAA 
>HQ691003 
GCCTCAAACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACTGA
CCCCAACCCGCAAGAAATACACATGGAAAATGTAACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTGAGTTGACCAATGTGACCATAGGCAACGAAACCAATGGCTTTAACCTAGG
AAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATAACTACAGAAATAAGAGATAAGAAGAAGCAGGTC
ACTGCACTTTTTTATAGGCTTGATCTAGTACAAATGGGTAATAATGGGAGTGAATATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGTGATTCTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGA
TAGTAATCAGATCTGAAAACCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTTTGACTATAGGACCAGGACAAGTATTCTATAAAACA
GGAGACATAATAGGAGACATAAGACAAGCATATTGTAAGATAAATGGAACAGCATGGAATGAAACTTTAAGAC
AGGTAGCTACAAAATTAAGAGAGCATTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTTCTGTACCCT
GGAACGCCTCTTGGAGTAATAGATCTCTTGAGGAGATTTGGAACAACATGACATGGATAGAATGGGAAAGAGA
AATTAGCAATTACACAAACCAAATATATGAGATACTCACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAG
GATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGCTATGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTATCAGTAGCGGGG
TGGACAGATAGGCTTATAGAAGTTGCACAAATAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAAAC
AGGGCTTAGAAAGGTCTTTGCTATAA 
>HQ691014 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGAAAGAAGTACACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGGTGTTTGGACCAACATCAATAGAAATACCAGTGATGCTAGAATGGGAAATGT
AACAGATGAAATGAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAACAGAAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACAAATGGGAAATAATAATAGTGATGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTAACATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTCTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATGACTTTAGGACCAGGAAGTGTATTCTATAGAACAGGA
GACATAATAGGAGATATAAGAAGAGCATATTGTGAGATTAATGCAACAAAATGGAATGAAACTTTAGAACAAG
TAAGAGGAAAATTAAAAGAGCACTTTAAGGATAAGAATATAACCTTTCAACCACAACCACCCTCAGGGGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGACAGAATGGGA



GAGAGAAATTAGCAATTACACAAACCAAATATATCAGATACTTACAGAATCGCAAGACCAGCAGGACAGAAAT
GAAAAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAACAGTA
GCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAATTGGGAGGGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JN248339 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAAAAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATAATGTTACTTTGAATTCGACCACGGTGAAGTACACCAGTGTCCCTAACCTAGG
AAACATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGATCTAAAAGATAAGAAGCAGAGGGTC
TCTGCACTTTTTTATACGCTTGATTTAGTACAAATTGAGAATAGTAAGAATAATAGTGAGTATAGGTTAATAA
GTTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGCAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTATTAAATGGTAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCAGCTTAATAAATCTGT
AGAAATCAATTGTACCAGACCCTCCAACAATACAAGACAAGGGGTACATATAGGACCAGGACAAGTATTCTAT
AGAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATGCAACAGAATGGTATAAAGCTT
TAAATCAGGTAACTACAAAATTAAAAAGGCATTTTAATAAGACAATAGTCTTTCAACCACACTCAGGAGGAGA
TCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATCTGGAACAACATGACATGGACAGAATGGGA
GAGAGAAATTAGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAAGAAT
GAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTA
GCAGGGTGGACAGATAGGGTTATAGAATTAGCACAAAGAGTTTGTAGAGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTCGAAAGGGCTTTGGTATAA 
>JN248355 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAATTGTACCGAGGCTAAGTTGAATTCCACTGTTAATAACACAAACGATACCCTAAAAGCGATAAC
AGAGGAAATAAAAAACTGTTCTTTTAATATGACCACAGAACTAAGGGATRAGCAGAAGCAGGTCTATGCACTT
TTTTATAAGCTTGATATAGTACAAATGACAGGTAATAATAATAATAATAATCAGAGTAGGGATATTCAGAGTA
ACTATAGTAGTACTCAGAGTAACTATAGTGAGTATAGGTTAATAAATTGTAATTCTTCAGTCATTAAGCAGGC
TTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGT
AATGATAAGAATTTCAATGGGTCAGAGCTATGTAGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGCTCTGAAAATCT
CACAAACAATGCCAAAAACATAATAGTGCACCTTAATCAATCTGTAGTGATCAATTGCACCAGACCCTTCATC
AATACAAAAATAAGTAGACATTTAGGACCAGGACACGCATTCCATCACACAAGATACATATCAGGAGATATCA
GACAAGCACATTGTGTGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAGCTAGAAAATTAAGAGA
GCACTTTAAAAATAAGACAATAAGATTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTT
AATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGT
TCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAA
TAAAACTTTGAAACAGATTTGGAACAACATGACATGGATAGAATGGGAGAGGGAAATTAGCAATTACACAAAC
CAAATATATGACATACTTACAGAATCGCAAAGCCAGCAGGACAAGAATGAAAAAGAGTTGCTAGAATTGGACA
AATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGT
AGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAG
AAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTT
GCTATAA 
>JN248356 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTACCCCTGCAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG



TTACTTTAAATTGTACCGATGTTACTTTGAACTTGACCAGTGTCACCAATGTCACTACCACAACCCCTACAAC
TACCACCACTGTCGCCAGCACACCTCCTACAAATAAAACAGATGAAGTAAAAAACTGTACTTTTAATATGACC
ACAGAACTAATAGATAAGCAGCGGCAGGTCTATGCACTCTTTTATAAGCTTGATTTGGCACAAGTTAAAACTG
AAGTTGGAAATACTACAAGTAATTATAGTGAGTATATGTTAATAAATTGTAATACTTCAGCCATTAAGCAGGC
TTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAATGT
AATGAGAAGAATTTCACTGGGACAGGGCTATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCT
CACAAACAATGCCAAAAACATAATAGTGCACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTCCAGC
AGTATAAGAACAAGTCTAAGGATAGGACCAGGACGAGTATTCCATAGAACAGGGAACATATTAGGAGATATAA
GGAAAGCAGGTTGTAAGATCAATGGAACAAAATGGTATAAAACTTTAAAAAAGGTAGTTGGAAAATTAAAAGA
GCACTTTAATAAAACAATAATCTTTAAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTCATT
TGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGACTCC
TAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAA
ATCCCTTGGAGAAATTTGGGACAACATGACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAGGCAAA
ATATATGACATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAAGAGTTGTTAGAATTGGATAAAT
GGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGG
AGGTTTAATAGCTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCC
TTGTCGTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAATAGCAGGGTGGACAGATAGAGTTATAGAAG
CAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCA
ATAA 
>JX446712 
GCCTCAAGCAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGATGCCAAATCGACCCAGGTCAACATAACCAAAGACCCTAAAACGGGAAATATAAC
ATTAAAAAATATAACAGAGGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAATACACGATAGGAAGCAG
AAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTGATAGTAATAGTAGTAGGTATATGTTAATAA
ACTGTAATACTTCAGCCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
ACCAGCTGGTTATGCGCTTTTAAAGTGTAAAGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTCTCRACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAACCTGT
AGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTACGAATATAGGACCAGGACGGGTATTCTAT
AGAACAGGAGAAATAATAGGAGATATAAGGCAAGCATATTGTAAGGTTGATAGAACAAATTGGAATAAAAATT
TAGAACAGGTAGCTGGAAAATTAAAGGAGCACTTTAATAACACAATAATCTTTCAACCACCATCCCCAGGAGG
AGATCTAGAAATAACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAGAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAGAACTTATGACGAGATTTGGGGCAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAGGCCAAATATATGAAATACTTACAGAATCACAGAACCAGCAGAACAAG
AATGAAAAGGATTTGTTGGAGTTGGATCAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAAGTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCA
GTAGCGGGGTGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAGAGGGCTTTGCTATAA 
>JX446977 
GCCTCAAACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGATACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGCAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAAATGTATCAATGCTACTCTCAATGCTACTCTCACCAATAACACTAGCAAGGCCAATGAATCTAA
AATAGGAAGTCTAACAGAGGAAGTAAAAAACTGTTCTTTTAATATAACCACAGAACTAAGAGATAAGAAGCAG
AAGGCCTATGCACTTTTTTATAGTCTTGACATAGTACCAATTGATGGGAATAATAGTTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
ATACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGGAG
AGATAGTAATCAGATCTGAAAATCTCACAAATAATGCTAAAATCATAATAGTGCACCTTAATAAATCTATAAC
AATCAACTGTACTAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATACAAGAAGAGCATGGTGTGAAATTAATGGAACAAAATGGAATGAAACTTTAA
AACAGGTAGCTACAAAATTAAAAGAGCACTTTAGAGATAATAAGACAATAAGCTTTAAACCACCCTCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCT



GTGGAGAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTG
CTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAATAACATGACATGGACAGAATG
GGAGAGAGAAATTAGCAATTACACACACATAATATATGAGATACTTACAGACTCGCAGAACCAGCAGGACAAG
AATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGCTAT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAGTAACA
GTAGGGGGGTGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAA
GAATCAGACAGGGTCTTGAAAGGGCTTTGCTATAA 
>JX447048 
GCCTCAAACAACTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGGGGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTAGAAAATGTAATAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAATTGTACCAATGTCACTGACATAACTAATGTCAATATAACTAGAGACAATGATCTAATTAAGGT
CTCTAACATAGTAGGAAATATAACAGATGCAATGAAAAACTGTTCTTTTAATATGACCACAGAACTAAAAGAT
AAGAAGCAGAAGGTTTATGCACTTTTTTACACGCTTGATATAGTACAAATGGGGGGTAGTGAGTATAGGTTAA
AAAATTGTAATACTTCAGTCGTTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGGTATGCGATCTTAAGGTGTAATGAGAAGAATTTCACTGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAGTGCACACATGGAATTAAGCCAGTTGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGATGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCACCTTAATGAATC
TGTAGGAATCAATTGTACCAGGCCTTCCAACAATACAAGAACAGGTATACATATAGGACCAGGACAAGCATTC
TATAGAACAGGAGACATAACAGGAAACATAAGAAACGCATATTGTAAGATTAATGGAACAAAATGGAATAGAG
TTTTAAAACTGGTAACTAAGAAATTAAAGGAGCACTTTAATGGTAAGACAATAAGCTTCCAGCAACCCTCAGG
AGGAGATCTGGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCA
CTAATGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAAAATGACATGGGTAGA
ATGGGAAAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCACAGACCCAGCAGGAA
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTGCAGCAATA
GCAGTAGGGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTTTACATATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>JX447081 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGGGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATCCAGAAGTGCACAATGTCTGGGCCACATAYGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACCTTAAATTGTACCAATGCTAAGTTGAATGCTAAGTTGAATGATACTAATATCACCATGACCACTGCCTA
TAAAGAACTAGAAAATCTAACAGGTGAAGTAAAAAACTGTTCTTTTAATATGACCACATTACTAACAGACAAA
AAGCAGAAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACCAATTGAAGATAGTCAGAATAGTAGTCAGA
ATAGTAGTAAGTATGGTGAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAA
GATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAG
AATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAATACAATGCACACATGGAATTAAGCCAGTGGTAT
CAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAA
TGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATAGAAGA
ACAAGTATAAGGATAGGACCAGGACAAACATTCTATAGAACAGGAGACATAACAGGAGATATAAGACAAGCAT
TTTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAGACAGGTAGTTAAAAAATTAAAAGAGCACTTTAT
TAATAAAACAATAACATTCCAGCCACCCACAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGA
GGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGGC
TTTGGGGCTGCTCTGGCAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCCTGGAGCAATAAATCTTA
TGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATAT
GAGATACTTACAGAATCGCAGGACCAGCAGGACAGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAA
GTCTGTGGAATTGGTTTGACATATCGAATTGGCTGTGGTATATAAAAATATTCATAATGACAGTAGGAGGTTT
AATAGGTTTAAGAATAATTTTTGCTGTGTTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCT
TTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCAC
AAGGAGCTGGGAGAGCCATTCTCCACATACCTAGGAGAGTCAGACAGGGCTTAGAAAGGGYTTTGCTATAA 
>JX447395 
GCCTCAGACAAATTGTGGGTTACAGTTTATTACGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGATAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG



CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGGTTAACTCATCTCTGTG
TTACTTTAAATTGTACCAATGCCAATTTGACCAATGTCAATAACATAACCGATGACTTAACGAGTGAAATAAG
GAACTGTTCTTTTAATGTGACCACAGAACTAAAAGATAAGAAGCAAAAGACCTATGCACTTTTTTATAAGCTT
GATCTAGTACAAATTGAGAATGGGAGTGAGAGTAATGTGTCTTATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCT
TTTAAAGTGTAAGGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACAT
GGAATTAAGCCGGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAATAATCAGAT
CTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAG
ACCCTCCAACAATACAAGAACAAGTATACATATGGGACCAGGACAAGTATTGTTTAGAACAGGAGACATCACA
GGAGATATTAGGAAAGCATATTGTGAAATTAATGGAACAAAATGGAATGAAACTTTAAACCAGGTAACTGAAA
AATTAAAAGAGCACTTTAGTAATAAGACAATAAGCTTTCAACCACACTCGGGAGGAGATCTAGAAGTTGCAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAA
GATCAGACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGACATTTGGGGCAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
TTACACAAACCAAATATATCAAGTACTTACAGAATCGCAGAATCAGCAGGACAGGAATGAAAAGGATTTGCTG
GAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTCTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCGGGGTGGACAGAT
AGGGTTATAGAAATAGTACAAAGAGCTTGGAGAGCCGTTCTCCACATACCAAGAAGAATCAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>JX447413 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGGATATGAAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGCTTATGGGATCAAAGTCTACAGCCATGTGTGAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTTTATTGGCCAATGACACTGGCTTTAACATAACGAAAAATATGACAGAGGA
AGTAAAAAACTGCTCTTTTAAGATGACCACAGTACTAAGAGATAAGAGGCAGCAGGTCCATGCACTTTTTTAT
AAGCTTGATGTAGTACCAATTAAAGGTAGTAATAATAGTAGTAACTATAGTGAGTATATGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTACTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAGAGACAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAGA
TAATGATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTACAACTTAATAAATCTGTAGAAAT
CAATTGTACCAGAGCCTTTAACAATACAAGAACAGGTGTACATATAGGACCAGGACAAGTATTCTATAGAACA
GGAGATATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACCCTAAAAC
AGGTAGCTGAAAAATTAAGAGAGCACTTTAATAATAAGACAATAATCTTTGAACCACACACAGGAGGAGATCC
GGAAATTATAATGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCGAGAATCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGC
CCTGGAATGACACTTGGAGTAGTAATAAATCTTATAACTATATTTGGAACAACATGACATGGATACAATGGGA
GAGAGAAATTAGCAATTACACAGACCAAATATATGATTTACTTACAGAATCGCAGAACCAGCAGGAAAAGAAT
GAAAAAGATTTGCTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACACATTGGCTGTGGT
ATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTTTGATGCTACAGCAATAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGGA
TCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>JX447447 
GCCTCAGACAATTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATACTATTGATGTAAAGAACATGAAGAACATAACCAATGCAAATGATGCAATAGG
AAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAATATTAAAAGATAAAAAGCAGCAGGTC
CATGCACTCTTTTATAAGCTTGATATAGTACCAATTGGAAATGAAAACGGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTTTTGTACTCC
AGCTGGTTATGCGATTTTAAAATGTAATGTTAAGAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGAAG
AAATAATAATTAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACTAGACCCTCCAACAATACAAGAACAAGTATACCTATGGGACCAGGACAGGTATTCTATCAA
ACAGGGGAAATAATAGGAGATATAAGAAAAGCACATTGTGAGATTAATGAAACAAAATGGAATGAAACTTTAA
AGCAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA



AGGTACCTAAAGGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAGGTCTTTTGAAGAGATTTGGGACAACATGACATGGGTACAATGGGAGAG
AGAAATTAGCAATCACACAAGCAGAATATATGAGCTACTTACAGAATCGCAGGACCAGCAGGACAGGAATGAA
AAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTAATGCTACAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGAGCTTTGGTATAA 
>JX447619 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATTCAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGCAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTACTGAGGCTAAATTCAATGAGACTTTTAACAAAATTGATAACATAACTAAGGTCTCTAA
CTTGACAGATGAAATGAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGCAGGTCTAT
GCACTTTTTTATAAGCTTGACATAGTACCAATTGATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCACTTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAAAAATACCAAAACCATAATAGTACACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTACAAGGATAGGACCAGGACAAGTGTTCTATAGAACAGGAGAA
GTAATAACAAGTATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAGGCAGGTAG
CTAAAAAATTAAAAGAGCACTTTAAAAATAAAACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAGT
TACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGATATTTGGTACAATATGACATGGATAGAATGGGAAAGAGAAAT
TAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGAT
TTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGGGCCTTCCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>JX447816 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACCTTACATTGTACCTATGCTAATTTGACTAGGAGCAATACCACAGCCAATGTCTCTAATATAATAGGAAA
TGTAAAAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAAAGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACCAATAGGTAATACAAATAGTAGTAGTAACTATAGTGACTATAGGT
TAATGAATTGCAATACTTCAGTTGTTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTACAAAT
GTCAGCTCAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGGAGAGATAATGATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGA
ATCTGTAGTAATCAATTGTACCAGACCCTCCAACAATATAAGAACAAGTATACATATAGGACCAGGACAAGTA
TGGTACAGAACAGGGGACATAACAGGAGACATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGTATG
GAGTTTTAAAACAGGTAACTAGAAAATTAGAAAAGCACTTTATTAATAAGAACATAACCTTTCAACCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTAGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCGTCTGCA
CCACTACTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGGGCAATATGACATGGAC
AGAATGGGAGAGAGAAATTAGCAATTACACAAACACAATATATGACATACTTACAGAAGCGCAGAACCAGCAG
GACAATAATGAAAAAGAGTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCCCTTTTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>JX447936 
GCCTCAGACAAATTGTGGGTTACAGTTTACTATGGGGTTCCGGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATCTCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAG



CAGATGCAGGAGGATGTAATCAGTTTATGGGAAGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGATAAGATTGAGGTCACCAACACGACAATCAATAAGACCATGACAAGCGGAGTCCC
TGGAACAGTAGGAAACATAACAGATGAACTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAG
AAGCAGAAGGTCCATGCACTTTTTTATAGGGTTGATATGATACCAATTGAAAGTAAGGAGAATAGAAGTAATG
GAAATAGTAATGAATATATGTTAATAAATTGTAACACTTCAGCCATTAAGCAGGCTTGTCCAAAGGTATCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAAGGAGAAGAATTTCAAT
GGGACAGGGCCATGTACAAATGTCAGCTCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTCAAT
TGCTGTTGAATGGCAGTCTAGCAGAAGATGAGATAGTAATCAGATCTGAAAATATCTCAGACAATGCCAAGAC
CATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAATAATACAAGAACAAGTATA
AGGATAGGACCAGGACAAATGTTCTATAGAACAGGGGAAATAATAGATAATATAAGAAAAGCATATTGTGAGA
TTAATAGAGCAAAATGGAATGAAACTTTAAGACAGGTAGCTAAGAAATTAAAAGAGCACTTTACGAATAAGAC
AATAACCTTTCGACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCT
GCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGAT
TTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTC
ACAAAATCGCAGGACCAGCAGGACAGAAATGAAAAGGATTTGCTGGAATTGGATAAATGGGCAAGTCTGTGGA
GTTGGTTTGACATAACAAAATGGCTGTGGTATATAAGACTATTTATAATGATAGTAGGAGGCTTAATAGGTTT
AAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGCTTGACGCTATAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTT
GGAGAGCTATCCTCCACATACCTAGGAGAATCAGGCAGGGCTTAGAAAGGATTTTAGTATAA 
>JX447958 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCATGGAAAATGTAACAGAAAATTTTAACATATGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATAAATTGAATATCAGTAACATAACCAGTGTCTCTAACAATATAGGAAATATAAC
AGATGAAGTAAGAAACTGTTCTTTCAATATGACCACAGAATTAAGAGATAAGAAGCAGAAGGTCCATGCACTT
TTTTATAAACTTGATATAGTACCAATTAATAATAGTAATAATAATAGTAATAATAGTAGTGATGAGTATATGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATATTAAAGTGTAATGACAAGAATTTCAATGGGACAGGGCCATGTAGAAAT
GTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAACAATGCCAAGATCATAATAGTACACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTACACGTATAGGACCAGGAGCAGTA
TTCTATAGCACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATA
AAACTTTAGAACAGGTCAAGAAAAAATTAAAAGAGCACTTTAATGAGACAATAGTCTTTCAACCACCCTCAGG
AGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTACCCTGGAACTCCACTTGGAGTAATAAAACTTATCAGGAGATTTGGAACAACATGACATGGGTAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATCTAATTACAAAATCGCAGGACCAGCAAGAC
AAGAATGAAAAGGAATTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATAACAAGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAAGAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATGCTTCAGCTATA
GCAGTAGCAGGGTGGACAGATAGGATTATAGAAGCAGCACAAGGAGCTGGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCCTTGCAATAA 
>JN944658 
GCCTCAGAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCAGCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATACCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGGTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGATGCTAAGTTTGACTCTAACAAGACCTATGCAAATAGCACAGTAGAAAATATAAC
AATAGAAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAACTAAGAGACAAGCAGCGG
AAGGTCCAGGCACTTTTTTATAGGCTTGATATAATACAAACTGAAAATAGAAGTAGTGGTATAAATGGTAGCT
TTCAAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAAATATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAAATTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACTCAATTACTGT
TAAACGGCAGTATAGCAGAAGAAAAGATAATAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATAGAACTATAATAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATA
GGACCAGGACAAATGTTGTTCTATAAACCAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTA
ATGGAACAAAATGGAAGAAAACTTTAGACCAGGTAAAGAGAGAATTAGAAGAGCACTTTCCTAATAAGACAAT
AACCTTTCAACCATCCTCAGGAGGAGATCCAGAGATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAA



CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAGTCATATGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTATGATGAGATTTG
GAACAACATGACATGGGCAGAATGGGAGAGAGAAACTAGCAATTACACAAACCAAATATATGAGATACTTACA
AAATCACAGGACCAGCAGGACAGGAATGAAAAGGATTTGCTGGAATTGGATAAATGGGCAAGTCTGTGGAGTT
GGTTTACCATAACAAACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCT
TTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCGCAAAGAGCTTGGA
GAGCCATTCTCAACATACCTAGAAGAATCAGACAGGGCTTAGAACGGGCTTTGGTATAA 
>JX448217 
GCCTCAAAGGACTTGTGGGTTACTGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAAATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACATGGAAAATGTAACAGAAAATTTTAATATGTGGAAGAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATGTCAAAAATGAAACCAATGATTCTAGCAGTACAACAGCTAGCACTATAACAAC
CACTGCTAGCACAGGAAATACAACAGCTAACATAGGATATATGAAAGATGAAATGAAAAACTGCTCTTTTAAT
GTAACCACAGTAATAAGAGATAAGAAGCAGCAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACGAATGG
GAGATAGTAACAGTAGTGACTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGAT
ATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAA
TTCAATGGGAAAGGACCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAA
CTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGC
CAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCTAACAATACAAGAAAA
AGTATAACTATAGGACCAGGACAAGTATTGTTCTATAGACCAGGAGACATAATAGGAGATATAAGACAAGCAT
ATTGTAAGATTAATGGAACAGAGTGGAATAAAACTTTAGAACAGGTAGCTAAAAAATTAAGAGAGCACTTTAA
TAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGA
GAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAAGTTCCTAGGACTTT
GGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAAAACTTGGAGTAATAAATCTTTAGA
CGAGATTTGGGGCAACATGACATGGACAGAATGGGAAAGAGAAATAAGCAATTACACAAACATAATATATGAC
ATACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGTC
TGTGGACTTGGTTTGATTTATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAAT
AGGATTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTC
GCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAA
GAATTTGGAGAGCTTTTATCCACATACCTAGAAGAATTAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JX448271 
GCCTCAAACATGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTTGTG
CATCAGATGCCAAAGCACATGCGACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGACCC
CAACCCGCAAGAAATATACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAGCAG
ATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCGTTA
CTTTAAATTGTACCAATGTTACTTGGGACCAGAACAGAAACACAGTAAGTAACCTCAGCATAGGAAATATAAC
AGATGATATAAGAAATTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGATGGTTCATGCACTT
TTTTATAAGCTTGATAYAGTAGAAATGGACAGAAATAGTAGTCAGTATAGGTTAATAAATTGCAATACTTCAG
TCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGC
GATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAAAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAGATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAAGTATAACTCTGGGACCAGGACAGGTGTTCTATAGAACAGGAGAAATA
ATAGGAAATATAAGGAAAGCATATTGTCAGATTAATGGAACAAAATGGAGAGAAACTTTAAAACAGGTAACTA
AAAAATTAAGAGAGCACTTTGATAATAAGACTATAAACTTTCAACCACCCTCAGGAGGAGATCTAGAAATTAC
AACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGARCT
CCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAG
CAATTACACAAGCCACATATATGAGTTACTTACGAAATCGCAGAACCAGCAGGACAAGAATGAAAAGGATTTG
TTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAGAATAT
TTATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAGCAGTAGCGGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCTATTCTCCACATACCTACACGAATTAGACAGGGCC
TCGAAAGAGCTTTACTATAA 
>HQ690964 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACCCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG



CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTACATTGTACCACTGCTAATCTGACCAATGTTAATAAGACTAACAGTAACACAACCACAGACCCCCC
AATCGCAGTCCCTACCGTAATAGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAA
ATAAGGGATAAGAATCAGAGGGTCCATGCACTTTTTTATAAGCTTGATATAATACAAATAGGAGATAATAATA
GTACTGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACA
GGACCATGTAAAAATGTCAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTTTCAACTCAATTGTTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCAGAAAATATCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATGAATCTGCACAAATCAATTGTACCAGACCCTCCAACAATATACAAACACGTACAAGTATA
GGACAAGGACAAGTGTTCTATGGAACAGGAAACATAATAGGTACAAAGAAAGCATATTGCGAGGTTAATGGAA
CACAATGGAGTAAAACTTTAAAACAGGTAACTAGCAAATTAAAAGAGCTCTTTAATAAGACGGCAATATCCTT
TCAACCACCCTCAGGAGGAGATCTAGAAATCACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGGA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAA
CATGACATGGATACAATGGGAGAGAGAAATTAGCAACTACACAAACCAAATATATAAGGTACTTACAGAATCG
CAAAACCAGCAGGACAGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGACAAGTCTGTGGACTTGGTTTG
ACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAAT
TTTTGCTATGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTGCTT
AATGCTACAGCAATAGCAGTAGGGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCCTGGAGAGCTA
TTCTCCACATACCTAGAAGAATCAGACAGGGTTTAGAAAGAATTTTAGTATAA 
>EU743788 
GCCTCAGACAATTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCATCTGGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTGGTAAAATCAATGCCAATAACACCTCTGACAAAATAGGAAATATCACAATAGGAAATCT
AACAGATGAAGTAAAAAACTGTTCTTTTAATATAACCACAGAACTAAGAGATAAACAGCAGAAGGTCTATGCA
CTTTTTTATAACCTTGATATAGTACAAATTAATAATGATAGTAATAAGAATACAAGTGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATCAGGCAGACTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAGTTTTAATGGGACAGGACCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAA
AAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCACCTTAATGAATCAGT
AATAATCAATTGTACCAGACCCTTCAACAATACAAGAACAGGTATACATATAGGACCAGGACAAGTATTCTAT
AGAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTT
TAGCAAGGGTAGCTAGAAAATTAAAGGAGCCCTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTTCCG
TGCCCTGGAACTCCACTTGGAGTAATAAAACTTATGAGGAGATTTGGAACAACATGACATGGATAGAATGGGA
GAGAGAAATTGGCAATTACACAAACCAAATATATACATTGCTTACAGAATCGCAGGACCAGCAGGACAAGAAT
GAAAAAGATTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGT
ATATAAAAATATTTATAATGATAGTGGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
TAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAA
TCAGACAAGGCTTAGAAAGGGCTTTGCAATAA 
>EU743789 
GCCTCAACCAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAATGCACAAGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACAGAGACCAATGCAGCGACCAAGGTCAATACTACTACTGCCCCTACTGT
CTCTCCTACTACTACTGTCCCTAACATAGCAGGAAATGATGAAGTATACAACTGTTCTTTTAATGTGACCACA
GTAATAAGAGATAGGCAGAAGAAGGTCCAGGCACTTTTTTATAGGCTTGATATAGTACCAATTGAAGATGAAA
ATAATAGTAGTTCTAGTAGTAATAGTAATTATAATAGTTCTAGTAGTAATAGTAATTATAGTAATTATAGGTT
AATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTAT
TGCACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATG
TCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCACTCTAGC
AGAAGAAGAGATAATAATCAGCTCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAA
TCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATAGGACCAGGGCGAGTGT
TCTATAGACCAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAC
AACTTTAGAACAAGTAGCTGGAGAATTAAAAAAGCACTTTAATAAGACAATAGAATTTAAACCATCCTCAGGA



GGAGATCCAGAAATTACAACGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGG
CTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCAC
TAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTAGAAGAAATTTGGAATAATATGACATGGGCAGAA
TGGGAGAGAGAAATTAGCAATTACACAAACACAATATATGAGATACTTACAGAATCGCAGATCCAGCAGGACA
GCAACGAAAAGAAGTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCT
GTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCT
ATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAG
CAGTAGGGGGGTGGACAGATAGGATTATAGAAACAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAG
AAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EU743790 
GCTACAAACAACATGTGGGTTACAGTGTATTATGGAGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTGCCAACAATGACAATGTGACGAATGTGACCTACAACAACACAACCAAGGACTATAAAAT
AGGAAATATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAT
GTCTATGCACTTTTTTATAAGCTTGATTTAGTACAAATTAATAGTACTAAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATCCATTATTGTGCTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGAGCTGAAAATATCTCAGAAAACACCAAAACCATAATAGTACACCTTAATAAGTCTGTAGAAATCAA
TTGTACCAGACCCTTCAACAATACAAGAACAAGTATGACTGTAGGACCAGGACAAGTATTCTTTAGAACAGGA
GAAATAATAGGAGATCCAAGGAAAGCATGGTGTGAGGTTAATGGAACAAAATGGTATAAGGTTTTAGGACAGG
TAGCTGAAAAATTAAAAGAGACCTTTAAGAAGACAAATATAAGCTTTAAACCACCCTCAGGAGGAGATCCAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCCGTGCCCT
GGAACTCCACTTGGAGTAATAAAACTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAGGGA
AATTAGCAATTACACAAACCAAATATATGAAATAATTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTCTGCTTGATACTACAGCAATAGCAGTAGCAGGG
TGGACAGACAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCCTTTCTCAACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGTCTTTGCTATAA 
>EU743793 
GCTGCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAATGCACAACATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTACATTGTACCAATGCTAATTTGACTAATTTGACCAATAGCAATGACAAAACCAATGCCTCTAAAAT
AATAGGAAAGATGAAAGATGATGTAAGCAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAG
AAGTTCTATGCACTCTTTTATAAGCTTGATATAGTAAAAATAGATAATAATAGTAGTGAGTATAGGTTAATAA
ATTGTAATACTTCGGTCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGCTTTTAAGATGTAATGATGAGAATTTCAATGGGAAAGGGCCATGCACAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGAAGTCTAGCAGGAA
AAGAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCAGT
AGAAATCAATTGTACCAGACCCTCCAACAACACAAGAACAAGCATACATATAGGACCAGGACAGGTATTCTAT
AGAACAGGAGACATAATAGGAAATCCAAGAAGAGCATATTGTGAGATTAATGGAACACAATGGAATAAAGTTT
TAGAACAGGTAACTGAAAAATTAAAAGAGCACTTTAATAGCACAATAAGCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGACAGAATGGGA
AAGAGAAATTAGCAATTACACAAACCAAATATATGAAATACTTACAGAATCGCAGAACCAGCAGGACAGAAAT
GAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTCCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTG
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTTGCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EU743794 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAAATGCAGGAGGATGTCATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTACCGACGCTAATTTGAAAAATACTAAAAATGTCACCAAAGGAAATACAGAGGAATCCAC
CATAGGAAATATGACAAATGAAGTAAAAAATTGTACTTTTAATATGACCACAGAAATAAAAGATAAGAAGAAG
AAGGTCCATGCACTTTTTTATAAACTTGATATAATAGAAATTGACAATAGTACTGAGTATAGGTTAATAAGTT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTAATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTTTGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAATAATGCCAAAACCATAATAGTGCACCTTAATAAATCTATAGA
AATCAATTGTACCAGACCCTACGAAAGTATAAGAATAAGGACAAGTATAGGACAAGGACAAGTACTCGATAGA
ACAGAAAACATAAAAGGAGATATAAGAAAAGCATATTGTAGGATCAATGGAACAAAATGGAATAAAACTTTAG
CACAAGTAGCTAAGAAATTAAAAGGATATTTTAATAAGACAATAAAATTTCAACCACACTCAGGAGGAGATCT
AGAAATTATAACACATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAAACTTATGAACAGATTTGGTACAACATGACATGGACAGAGTGGGAGAG
AGAAATTAGCAATTACACAAACCAAATATATGACATACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAA
AAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGGATTGGTTTGACATAACAAGTTGGCTGTGGTATA
TAAGAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTAAA
TAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCT
GGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGACTTTGTTATAA 
>EU743758 
GCCTCAGAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATTCGACAGAAGTGCACAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAAAAATATACTTGGCAAATGTAACAAAACATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGCAATGCTAATGTGACCATTGCTAATTTAACAACCAATAGCCCTAACATAAGCACTAACAT
AGGAAATATAACAGAGGAAGTAAGAAACTGTTCTTTTAATGTGACTACAGAAATAAAAGATAAGAAGCAGAGG
GTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTAAAGATAATAATAATAATAATGATGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATGAGAATTTCAATGGGACAGGGACATGTAGCAAT
GTCAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGGAGTCTGG
CAGAAGAAGAGATAATAATTAGATCTGAGAATCTTACAGACAATGCCAAAACCATAATAGTGCACCTTAATAA
GTCTGTAGAAATCAAATGTACCAGGCCCTTCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGCA
TTCTATAAGACAGGAGGAATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACATTATGGAATA
AAACTTTAGAACAGGTAGCTGCAAAATTAAAAAAGCACTTTAATAGGACAATAATCTTTAATTCATCCTCAGG
AGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAGAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAACAGATTTGGGACAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATTACACAAATCAAATATATAATATACTTACAGAATCGCAGAACCAGCAGGAC
AAAAATGAAAAGGAGTTGATGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATA
GTAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTA
GAAGAATTAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>EU743766 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTATTTTGAACAGTACCGCTATTTTGAACACAACCATGGTCAATAGCACAAT
AGGAAATATAACAAATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAGGAGGGAGAAG
GTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTGATAATAGTAGTAGTAGTAGTTATAGGTTAATAA
ATTGCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGTGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGTTATGTAAAAATGTTAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTGCACCTTAATACATCTGT
AGAAATCAATTGTACTAGACCCTTCACAAATGTAAGAACAAGTTTTCGTATAGGGCCAGGACAAGTATTCTAT
AGAACAGGAGACATAACAGGAGATATACGAAAAGCATATTGTCAGATTAATGGAACAAATTGGAATAAAGTTT
TAACACAGGTAGTGGGAAAATTAAAAGAACACTTTAATAAGACAATAAGATTTGCACCACCATCCGCAGGAGG



AGATTTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAACATTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCCCCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAAATTTGGGACAACATGACATGGATACAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATCTAATTACAGAATCGCAGAACCAGCAGGACAAA
AATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGCTGT
GGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCGGTGTGT
ACAGCGGGGTGGACAGATAGGGTTATAGAATTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EU743769 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGCGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGAGCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTTGATCAGTAACCTAACCACAACAGACAACAAAACCACAATAGGAAA
TATAACAGATGAAGTAAGAAACTGTTCTTTTAATGTAACCACAGACCTAAGAGATAAGAGGCAGAAGGTCTAT
GCACTTTTTTATAGGCTTGATATAGTACCAATTAATAGTAATAGTGAATCAATTAATAGTAGTAGTAGTAGTG
AGTATATGTTAATAAATTGTAATACTTCAGTTATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGCGATTTTTAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATG
GCAGTCTAGCAGAAGGAGAAATAATAATCAGATCTGAAAACCTCACAAACAATGCCAAAACCATAATAGTACA
CCTTAATAAATCTGTAGAAATTAATTGTACCAGACCCTCCAACAATGTAAGAACCAGTTTTCGTATAGGACCA
GGACAAGTATTCTATAAAACAGGAAGCATAACAGGAGATATAAGAAAAGCATATTGTAACATTAACGGAACAG
AATGGACTGAAGTTTTAGAACAGGTAAGGAAAAAATTAAAGGAGCACTTTAATAAGACAATAACATTTCAACC
ACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCA
TCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAATAACATGAC
ATGGACAGAATGGGAGAGAGAAATCAGCAATTACACAAACCAAATATATGATTTAATTACAGAATCGCAGAAC
CAACAGGACAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAA
CACGGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGC
TGTGTTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCT
ACAGCAATAACAGTAGCGGGGTGGACAGATAGGCTTATAGAAGTAGCACAAGGAGTTGGGAGGGCCATTCTCC
ACATACCTAGAAGAATCAGACAGGGATTAGAAAGGGCTTTGCTATAA 
>EU743773 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATATCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATATTCCTAACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTACAGTTAACTCCTCTCTGCG
TTACTTTAAAGTGTACAAATGCTAATTTGACCAATGCTAATTTGACCAATGTCAATAACAGAACCAATGTCCC
TAACATAGGAAATATGACAATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGTA
CTAAGAGATAAGAAGCAGAAGATGCATGCACTTTTTTATAAGCTTGATATAGTACAAATAGAAAATAATAGTA
GTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGG
CCATGTACAAATGTCAGCTCAGTACAATGCACAGATGGAATTATGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGCAGTCTAGCAAAGGACAAGATAATAATCAGATCTGAAAATATCAGCAACAATGCCAAAACCATAATAGT
GCACCTTAATACATCAGTAGAAATCAATTGTACCAGACCCTCCAATAATACAAGAAAAAGTACACCTATAGGA
CCAGGACAAGTGTTCTATAGAACAGGAGACATAATAGGAGATATCAGACAAGCATTTTGTGTGATTAATGGAA
CAAAATGGAATGCAACTTTAAAACAGGTAGCTGGAGAATTAAAAAAGCACTTTAGGAATAAGACAATAATCTT
TAAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACATGGAGCAATAAATCTTATGAAGAGATTTGGGGCAA
CATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCG
CAGAACCAGCAGGATAAGAATGAAAAAGAGTTGCTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTG
ACATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCGCTAGTTAAGAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTT
GATGCTGCAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCT
TTCTCCACATACCTAGAAGAATCAGACAGGGCGCAGAAAGGGCTTTGATATAA 
>EU743774 
GCCTCAAATGACTTGTGGGTTACAGTTTATTATGGCGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA



CCCCAACCCGCAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGAACAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCTATGCTAATTTGACCAGTGATAATTCGACCATGGGCAGTAACACAACTGATGTCCC
TAAAATAGTAGGAAATCTAACAAATGAGGTAAGAAACTGTTCTTTTAATGTGACCACAGACCTAAGAGATAAG
CGGCAGAAGGTCCATGCACTTTTTTATAGGCTTGATATAGTAGAAATAAAAAATAGTAATAGGAATAATAGTA
ATGAGTATAGTGATTATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAGGCTTGTCCAAAGGTATCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCTCTTTTAAAGTGTAATGATAAAAAGTTCAAT
GGGACAGGGCCATGTAGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAAT
TGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAATAATCAGATCTGAAAACCTCACAGACAATGCCAAAAC
CATAATAGTGCATCTTAATAAATCTGTAGCAATAAATTGTATCAGACCCTCCAACAATACAAGAACCAGTATA
CATATAGGACCAGGACAATCATTCTATAAAACAGGAGACATAGTAGGAAATATAAGACAAGCATATTGTGAGG
TTAATGAAACAAAATGGAGTGAAGTTTTCAACCAGGTAAAGGAAAAATTAAAAGAGCACTTTAAGAAGAATAT
AACCTTTAAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGATGAAATTTG
GAATAACATGACATGGATAGAATGGGAGAGAGAAATCAGCAATTACACAAACCAGATATATAATTTACTTACA
GAATCACAGGACCAACAGGACAGGAATGAAAAGGATTTGTTGGAATTGGACAAATGGACAAGTCTGTGGAATT
GGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAG
AATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCCTTCGCTATTTCT
TTGCTTAATGCTACAGCAATAACAGTAGGGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGA
GGGCCATTCTCCACATACCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>EU743778 
GCCTCAGACAAGTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGGAGAGATGCAGATACTACCTTATTTT
GTGCATCAGATGCCAAAGTACATGAGACAGAAGTACATAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACATTAAATTGTACCAATGCTAATTTGACCAATGTCAATTACACAGGCAGTTACCCTAACATAATAGGAAA
TGTGACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAGGGTCCAG
GCGCTTTTTTATAAGCTTGATATAGTACAAATAGGAAACGATAGTAGTAGTGAGTATAGGTTAATAAATTGTA
ACACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGTTATGCGATTATAAAGTGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAAAGA
TAATAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCATCTTAACGAATCTGTAGAAAT
CAGTTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGACAATTATTCTACAGAACA
GGAGACATAATAGGAAATCCAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAACTTTAACAC
AGGTAACTGAAAAATTAAAAGAGCACTTTGCTAACAAGACAATAAACTTTCAACCACCCTCAGGAGGAGATCC
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCCGTGC
CCTGGAACTCCACTTGGAGTAATAAAACTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAG
GGAAATTAGCAATTACACAAACCAAATATATGAAATAATTACAGAATCGCAGAACCAGCAGGACAGGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTYTAGTAAA
GAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTAATGCTACAGCAATAGCAGTGGCG
GAGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATTA
GACAGGGTTCAGAAAGGTTTTTGGTATAA 
>JN944657 
GCCTCAAACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAACGTTGACTCCTCTCTGCG
TTACTTTAAATTGTACCAGTGCTAGTTGGAACAAGTGCAATAACAGCTATTGCAATTACACACTCGATGGCTC
TACCAGACCCATAACCAATTTCTCTGACACAATAGGAGAAGAAGTAAGAAACTGTTCTTTTAATATGACCACA
GAACTAAGAGATAGGAAGCAGAAGGTTTATGCACTTTTTTATAAGATTGATCTAGTACAAATTGAAGATAATG
AAAATAATAGTAATAGTCCTAATGATAATAGTAGTAAGAAGTATAATGAGTATAGGTTAATAAATTGTAATAC
TTCAGTCGTTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGT
TATGTGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAAT
GCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGT
AATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAAAAATCAAT
TGTACTAGACCCTCCAACAATACAAGAACAAGTGTAAATATAGGACCAGGACAAGTAATCTATAAAAATGGAG
ACATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATGGAACAGAATGGAATAGAGTTTTAAAACAGGT



AACTGGAAAATTAAAAAAGCACTTTGATAAGGTAAACATAAGCTTTGAACCACCACCCTCAGGAGGAGATCTA
GAGATTACAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAA
GATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCC
CTGGAACTCCACTTGGAGTAATAAATCCTATGAAGAGATTTGGGACAACATGACATGGATACAATGGGAGAGA
GAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCACAGAACCAGCAGGATAAGAATGAGA
AGGAGTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATAT
AAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAAT
AGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAACAGTAGCAG
AGTGGACAGATAGGGTCATAGAAGCAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAG
ACAAGGCTTAGAAAGGGCTTTGCTATAA 
>EU743782 
GCCGCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGCAAATGTAACAGAAGAATTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACCTTACATTGTACCAAGGCTAATGCTACTGTGCGTAATGCCACAAGCAATGTCACAACCACTGTCTCTCC
AGTATTAGGAAATATAACAGATGATGTAAAAAACTGTACTTTTAATATGACAACAGAACTAAGAGATAAGGAG
CAGCAGGCCTATGCACTTTTTTATAAGCTTGATATAGTAAAAATTGGAGATAATAAGAATAATAATAGTAGTA
GTAGTAATAATAGTGAAACTAGTAATAGACAGAATAATACTAGTAGTGATGATAGTGGTGAGTATATGTTAAT
AAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGT
ACTCCAGCTGGTTATGCGATGCTAAAGTGTAATGAGAAGAATTTCACTGGAATAGGGGAATGTAAAAATGTCA
GCTCAGTACAATGCACACATGGGATTAAGCCAGTGATATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGA
AGAAGAGATAGTAATCAGATCTGAAAATCTCACAAACAATGCCAAGACCATAATAGTGCACCTTAATGAATCT
GTAAAAATCAATTGTACCAGACCCTTTAAAAATGTAAGAACAAGTCTACGTATAGGACCAGGACGAGTATTCT
ATAGAACAGGAGGCATAACAGGAGATATAAGGAAAGCATATTGCGAGATTAATGGAACAAAATGGAATGAAAC
TCTATACCAGGTAGCTAGAAAATTACAAAAGGAATTTAGTAATAAGACAATAATCTTTAAACCACCCGCAGGA
GGAGATCTAGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGG
CTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCAC
TGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAATACATTTGGGGTAACATGACATGGAGAGAA
TGGGAGAAAGAAATTAGCAATTACACAGACAAAATATATGAGATACTTACAGAATCACAGAACCAGCAGGACA
AGAATGAAAAGGATCTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCT
GTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCTGTACTTTCT
ATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGACGCTATAGCAATAG
CAGTAGCGGGGTGGACAGATAGGGTTATTGAAGTAGCACAAGGAGCTTGGAGAGCCTTACTCCACATACCCAG
AAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>EU743784 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAGATACCACCCTGTTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACTTGAAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAGGTTAACTCATCTCTGTG
TTACTTTAAATTGTACCGAGGCTTTCAAAGTCGCTAACACAACCAATGTCAATGCAACCATTGCCCCTACCAC
TAGCTCAACCACGGTCACTGGTTCTACCCGACCAACAGCCACTGTCCCTAACCTACTAAAAAATATAACAGAT
GAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGCAGGCCTATGCACTTTTTT
ATAAGCTTGATTTAGTACCAATTAATAAGACTCTAAAGACGTATAGGTTAATAAATTGTAATACTTCAGTCAT
TAAACAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATG
TTAAAGTGTAATGATAAAAATTTCACTGGGATAGGGACATGTAACAATGTTAGCTCAGTACAATGCACACATG
GAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAAATAGTAATCAGATC
TGAAAATCTCACAGGCAATACCAAGACCATAATAGTGCACCTTAATGAATCTGTACAAATCAATTGTACCAGA
CCCTCTGAAAATGTAAGAACAGGTATACATATAGGACCAGGACAAGTATTTTATAGAACAGGAGACATAATAG
GAGATATAAGAAGAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAGCTAAAAA
ATTAAAAAAGCACTTTAATAAGACAATAGTCTTTCAACCATCCTCAGGAGGAGATCTAGAAATTACAATGCAT
CATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATC
AAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTG
GAGTAGTAAATCTTATGACACAATTTGGAACAACCTGACATGGATAAAATGGGAGAAAGAAATTAGCAATTAT
ACAGACCTAATATATGGGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAAT
TGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAAT
GATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGA
TACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCAGGGTGGACAGATAGGG
TTATTGAAGTAACACAAGTAGCTTGGAGAGCCCTTCTCCATATACCTAGGCGAATTAGACAGGGCTTAGAAAG
GTTTTTGCTATAA 



>EU743787 
GCAGCAGACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTACATCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATACTACTGTGAAAAATTTTACCAAGAGCTCCCAGGATGAGGTCTTTAACATAGA
AGGAAATACAACAGATGAAATAAAAAACTGTTCTTTTAATATGACCACAGAGCTAAAAGATAAGAAGCAGAAG
GCCTTTGCACTTTTTTATAAGCTTGATATAATGCCAATTGTAAATAATGGGGAAAATAAGGAGAATGGAAATA
ATAACAAGCATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTT
TGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAAAATTTCACT
GGGACAGGGATATGTACAAATGTCAGCTCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTCAAT
TGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAGTAATCAGATCTGAAAATATCACAGACAATGCCAAAAC
CATAATAGTGCACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTCCGACAATGTAAGAACAAGTGTA
GGTATAGGACCAGGAGCAGTATTCTATAGAACAGGAGACGTAATAGGAGATATAAGGAAAGCACGTTGTGAGA
TCAATGGACCAAAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAAGAGTACTTTAGGAAGAACAT
AACCTTTCAACCATCCTCAGGAGGAGATCTAGAAATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATATCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATGAAGAGATTTG
GGATAACATGACATGGATACAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGGGATACTTACA
GAATCGCAGAACCAGCAGGACAGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTT
GGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAG
AATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTCCGCCATTTCT
TTGCTTGATACTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTGGTA
GAGCCATTCTCAACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>JX446666 
GCCTCAACCAACTTGTGGGTTGCAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACAGTGTCGTAACAATGTTACATTAAACCATACTACAATAAACAATAACTATTCTAACATAGTGGG
AAATATAACAGATGAAATAAGAAACTGTTCTTTTAATATGACCACAGAGCTAAGAGATAAGAGGCAGACTGTC
TATGCACTTTTTTATAAGCTTGATGTAGTACCAATTAAAAATAATAGTGATGAGTATAGGCTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTACTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGA
TAATACTCAGATCTGAAAATCTCACAAACAACGCCAAAACTATAATAGTGCACCTTAATGAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAGGTATACATATAGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAATAGGAGATATAAGAAATGCATATTGTGAGATTAATAGAACAAGATGGAATGAAACTTTAGGAA
AAGTAGCTGAAAAATTAAGAGAGCACTTTAGTAATAAGACAATAATCTTTCAACCATCCTCAGGAGGAGATCT
AGAGATTACCACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAAATTGGTAACTACACAAACCAAATATATGAAATACTTACAAAATCGCAGGACCAGCAGGAAAGAAATGAA
AAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGRGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCG
GGGTGGACAGACAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCA
GACAGGGCTTAGAAAGGACTTTGCTATAA 
>JX446855 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCACGAGGATGTAATCAGTTTGTGGGATCAAAGTCTAAGGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGTTAATTTGACCCATGCCAATACAACCATAGCCCATGTCTCTAACTCTAGCGA
ACTAAAAAACGTAACAGATGAAGTAAGAAACTGTTCTTTCAATATAACCACAGAACTAAGAGATAAGAAGCAG
AGGGCCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTGATAATGAGAATAATGAGAATAGTAGTAGTG
AGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGCACTATTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCA
TGTAGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATG
GCAGTCTGGCAGAAGAAGAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTACA



CCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCGACAATACAAGAACAAGTATACGTATAGGACCA
GGACAAGCATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAA
AATGGACTAAAGTTTTAAATCAGGTAACTGAAAAATTAAAAGAGCACTTTAATAATAAGACAATAATTTTTCA
ACCACCCTCAGGGGGAGATCTAGAAATTACAATGCATCATTTTAGTTGTAGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTTGAAGATATTTGGAACAACAT
GACATGGGTAGAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGACATACTTACACAATCGCAG
GACCAGCAGGACAGGAATGAAAAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAAAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATCTCTTTGCTTGAT
GCTATAGCAATCGCAGTAGCGGGGTGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTGGAGAGCCCTTC
TCCACATACCTAGAAGAATCAGACAGGGTTTAGAAAGGACTTTGCTATAA 
>JX446899 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGCCAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TGACTTTAAATTGTACCAATGTGAACCTTGTTAACACGACACACGGCACTGACAGTATAGGAAATATAACAGA
TGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAGGTCCATGCACTTTTT
TATAGGCTTGACATAGTACCAATTGAAAATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAAGTGTCATTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TTTTAAGTGTAATGATAAGAACTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAGTTAGCT
CTGAAAATATCACAAACAATGCCAAAAACATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAG
ACCCTCCAACAATACAAGAAAAAGTATAAGTATAGGACCAGGACAAACRTTCTATAGAACAGGAGACATAATA
GGAGATATAAGAAAAGCACATTGTGAGGTTAATGGAACAAAATGGTATGAAGTTTTAACACAGGTTGCTGGAA
AATTAAAAGAGCACTTTACTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATCACAAC
ACATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAACATACCTAAGA
GATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCTCCACTAATGTGCCCTGGAACTCCT
CTTGGAGTAATAGATCTTATGAAGAGATTTGGGGCAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
TTACACAAACCACATATATGAGTTACTTATAAAATCGCAGGACCAGCAGGACAGAAATGAAAAGGATTTGTTA
GAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGTTTAGTAGGCTTAAGAGTAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTACTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGGTGGACAGAT
AGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTATCCACATCCCTAGAAGAATCAGACAGGGTTTAG
AAAGGGCTTTGCTATAA 
>JX446910 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTACCCCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTACAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTACTAATAATGTTAATATTACCACTAATGGTACCAAATTAGCTAATGACTCTAATACAAT
AGGGAATATAACAGATGAAGTAAGAAACTGTACTTTTAATACGACCACAGAACTAAGGGATAAGAAGCAGCAG
GTGTATGCACTTTTTTATAAACTTGATATAGTACAAATTGGAGATAATAATAGTAGTGAGTATAGGCTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATGTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTAACAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATCAGATCTGAAAATCTCACAGACAATGCCAAAACTATAATAGTGCACCTTAACAAATCTGT
AGAAATCAATTGTACCAGACCCTTCAACAATGTAAGAAGAAGGATGACTATGGGACCAGGACACGTATTCTAT
GGAACAGGAGAAATAGTAGGAGATGGAAAAAATGCATATTGTAAGATTAATGGAACAAAATGGAATGAAACTT
TAAGACAGGTAGCTGGAAAATTAAGAGAGCACTTTAATAGAACAATAATCTTTCAGCCACCCTCAGGAGGAGA
TCTAGAAATTGTAATGCATCATTTCAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAATAGAACTTTTAACAACATTTGGCACAACATGACATGGATACAATGGGA
GAGAGAAATTAGCAATTACACAGACCAAATATATGATCTACTTACAGAATCGCAGTACCAGCAGGAGAAGAAT
GAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATAGTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATTGCAATA
GCGGGGTGGACAGATAGAGTTATAGAAATTGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGTTTAGAAAGGTGTTTGGTATAA 



>JX447089 
GCCTCAAACGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAAGAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACATATGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TCACTTTAAATTGTAGTGACGTGACCACTGGCAGTAAAAAAGATCTTAACGTAGAAAATATAACAGATGAAGC
AAAAAACTGTTCTTTTAATATGGCCACAGAATTAAGAGATAAGAAGCAGAAAGTCCAGGCACTTTTTTATAAG
CTTGATATAGTACCAATTAATAATGATAGTACTAAGGGTATTAGAGAATATAGATTAATAAATTGCAATACAT
CAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTATAAAGTGTAATGATAAAAAATTCAATGGGACAGGGCCATGTAAAAATATCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAGATAATGGCAAAAACATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGGAAAAGTATAACTATAGGACYAGGACAAGTATTCTATACAGGAGAAATA
ATAGGAGATATAAGAAAAGCATTTTGTGAAATTAATGGAACAAAATGGAATGAAACTTTAACACAGGTAGCTA
AAAAATTAAAAGAGCACTTTAATAAGACAATAGTCTTTCAACCGCCCATAGGAGGAGATCCAGAAATTACAAC
GCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAA
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCAA
CTTGGAGTAATAAATCTTATGAAGAAATATGGAAAAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
TTACACAAGCCAAATATATGAGATACTTACAGAATCACAGAACCAGCAGGACAAAAATGAAAAGGATTTGTTA
GAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATTTCTCTGCTTGATACTATAGCAATAGCAGTAGCAGGGTGGACAGAT
AGAATTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTCTTCACATACCTAGAAGAATCAGGCAGGGCTTAG
AAAGGGCTTTGCTRTAA 
>JX447107 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCCCATTCTACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACGCCTGCATAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAACATTAACTCCTCTCTGTG
TTACTTTAAATTGTTCCAATGCTACTCTCAAAAGTAACATAACCTCTGACCCTAACATAGGAAATATGACAGA
TGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCATCAGGTCTATGCACTTTTT
TATAAACTTGATATAGTACCAATTAAGGAGGATAGTGATAAGGCTAATAATAGTGAGTTTTATAGATTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATCCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAGATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
GAGATATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGT
ACTAATCAATTGTACTAGACCCTTCAACAATACAAGACGGAGTATGACTATAGGACCAGGACAGGTATGGTTT
AGAACAGGAGATATAATAGGAGATATAAGAAAAGCATATTGTCAGATTAATGGAACAAAATGGAATGAAACTC
TAAAACAGGTAGCTGGAAAATTAAGAGAGCACTTTAATAATAAAACAATAATCTTTCAACCACCATCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAACAAATCTTATGAAGAGATTTGGGGAAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATTTGATATACTTACAGAATCGCAGAACCAGCAGGACAAA
AATGAAAAAGATTTATTAGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACTTAGAA
GAATCAGACAGGGCTTTGAGAGGGCTTTGCAATAA 
>JX447132 
GCCTCCAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCCGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGGAAAATGTAACAGAAAACTTTAATATGTGGAAAAGTAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTGAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAACCTTAGTACCAATGCCAATAGAACCAATGACCCTACAATAGGAAATAT
AACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTCCATGCG
CTATTTTATAGGCTTGATATAGTACAGCTTAATAATAATAGTGAGGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAACAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGCCAAAATCATAATAGTGCAACTTAATGAGTCTGTTGTAATCAATTG



TACCAGACCCTCCAACAATACAAGAGAAGGCGTACATATAGGACCAGGACAAGCATTCTATAAAACAGGAGAA
ATAATAGGGGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAACAAGGTAG
CTGGAAAATTAAAAGAACACTTTAATAAGACAATAATCTTTCAACCACACTCAGGAGGAGATCTAGAAGTTAA
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAACAGCTCCTAGGACTTTGGGGATGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACC
CCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGAAAACATGACATGGATAGAGTGGGAGAGAGAAATTAG
CAATTACACAGGCATAATATATAAGATACTTACAGAATCGCAGGACCAGCAGGACAAAAATGAAAAAGATTTG
TTAGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATAT
TTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTATGATACTACAGCAATAGCAGTAGCGGGGTGGACA
GATAGGGTTATTGAAGCAGCACAAAGAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCAATAA 
>JX447203 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAATGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTCAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAGGTCTAAAACCATGTGTGAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAACTTGACCAATGCTAGGTTGACCACGAACAACACATTCCCTAGCTTTAA
CATAACAGGAAATATAACAGAAGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGCAG
CAGAAGGTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTGATAGAGATAAGAATAATAGTAGTAATA
GTGAGTATAGGTTAATAAATTGTAATACTTCAGTTATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCTGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGG
CCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGT
GCACCTTAATGAATCTGTAAAAATCAATTGTATTAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGA
CCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTAAGGTTAATGGAA
CAGAATGGTATAAAGTCCTAACAGGGGTAACTGGAAAATTAAAAGAGCATTTTCCTGAGAAGAACATAAGCTT
TCAACCACCCTCAGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCRAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCCCCACTGCTGTGCCCTGGAATGCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAA
CATGACATGGATAGAATGGGAGAGGGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACACAATCG
CAGGACCAGCAGGACAGAAATGAAAGGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTG
ACATAACAAATTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT
AACGCTGTAGCAATAGCAGTAGCAGAGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCA
TTCTCCACATCCCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTAGTATAA 
>JX447222 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATTCAACAGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTAGAAAATGTAACAGAAAATTTTAATGTGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTATTTTAAATTGTACTGACTTGACCAATGGCACTAAAACATCCAATGGCTCTGAAACGAAAGGAAATATAAA
AGATGAAGTAAGTAACTGTACTTTTAGTATGACCACAGAACTAGCAGATAGGAAGCAGAAGGTCTATGCACTT
TTTTATAAGCTTGACATAGTACCAGTTGGAAAGGATAGTAGTAATGGGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGCTCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTGCACCTTAATGAATCTGTAAAAATCAATTG
TACCAGGCCCTCCAACAATACAAGAACAAGTATAAGTATGGGACCAGGACGAGTATTCTATAGAACAGGAGAT
ATAACAGGAGATACAAGAAGGGCACACTGTGAGGTTAATAGAACACAATGGGAGAAAGTTTTAAAACAGGTAA
TGGGGAAATTAGGAAAGCACTTTGAAGAGAAAAAAATAACCTTTGAACCACCCTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACCGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAGATCTTTTGAAGATATTTGGTACAACATGACATGGACAGAATGGGAGAGAGAAAT
TAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGAT
TTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAA
TATTTATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGG
GTTTAGAAAGAACTTTGCTATAA 



>JX447316 
GCCTCAGATGACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAATAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAATTGTACCAGTGCTAATTTGATTGATACAACYCAAGCCCCCAATACAACCACTGCCCCTGAAAT
GATAGAAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAGTATGACCACAGAAATAAGAGATAAAAAGCAG
AAGGTCTATGCACTTTTTTATAAAATTGATACAGTATCAATTGGAAATAATAGTAGGGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATCTCACAAACAATGCCAAAATCATAATAGTGAACCTTAATAAATCTGT
AGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACCATAGGACCAGGACAAGTATGGTAT
AGAACAGGAGACATAATAGGAAATATAAGGAAAGCATATTGTAAGATTAATGGAACAAAATGGTATGCAGCTT
TAAAACAGGTAGCTGGAAAATTAGAAAAGCACTTTCCTAATAAGACAATATCCTTTCAGTCATCCTCAGGAGG
AGATCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAAAACTTATGAACAGATTTGGGACAACTTGACATGGACACAATG
GGAAAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTCATAGAATCGCAAAACCAGCAGGACAGA
AATGAAAAGGATTTGTTAGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAGGTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATATTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATACTACAGCAATAGCA
GTGGCAGGGTGGACAGATAGGGTGATAGAAGTAGTACAAAGAGTTTGGAGAGCCATTATCCACATACCTAGAA
GAATTAGACAGGGATTAGAAAGGGCTTTGATATAA 
>JX447346 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGAGGCTAAGCTTAGCCAGACAGCAAATAACCAGACAGGAAATATAACAGATGGAGG
GGACATAGGAAAGATAACAGAAGAAGTAAAAAACTGTACTTTTAATATGACCACAGAATTAAGAGATAAGCAG
CAGAAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACAAATTAATAGTAATGATAATAATAGTAGGGAAT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAAGTATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTTAATGGGACAGGGCCATGT
AAAAATGTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGAA
GTCTAGCAGAAGAAGACATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAAACATAATAGTGCAATT
TAATAAATCTGTAGAAATCAATTGTACCAGACCCTCAAACAATACAAGAACAAGTGTATCTATAGGACCAGGA
CAAGTATTCTATAAAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAAATTAATGGAACAAAAT
GGAATGAAACTTTAAAACAGGTAGTTGGCAAATTAAGAGAGTACTTTAATAAGACAATAATCTTTCGACCACC
CTCAGGAGGAGATCTAGAAATTACAACGCATTATTTTAACTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGG
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGCACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTACTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGACATTTGGAACAACATGACATG
GACACAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAAACCCAG
CAGGACAAGAATGAAAAAGATTTGTTAGCAATGGATAAATGGGCAACTCTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCTTTCGCTATTTCTTTGCTTGATACTATA
GCCATAGCAGTAGCGGGGTGGACAGATAGGATTATAGAAGCAGCACAAAGAGCTGGGAGAGCTATTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>JX447356 
GCCTCAGATAACTTGGGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAGATACCACYCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGTAATGCTAAGTTGAATGGCACAACAGACAATGACTCTGAAACAATAGGAAATCTAAC
AGATGAAATAAGAAACTGTACTTTTAATGTGGCCACAGAACTAAGAGATAGGAAGAAGCAGGTCTATGCACTT
TTTTATAAGCTTGATATAGTACCAATTGAAGATGCTAATAGTAGTAGTGTGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTTTGCGCTATTAAAATGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCACCTTAATAAATCTGTAGTAATCAA



TTGTACCAGACCCTCCAACAATACGAGAACAAGTGTACATATAGGACCAGGACAAGTATTATATAGAACAGGA
GCAATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATAGAACAGAATGGAATGAAACTTTAAAACAGG
TAGAAGGAAAATTAAAAGAGCACTTTAATACGACAATAATCTTTCAACCACCCTCAGGAGGGGATCTAGAACT
CACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGA
ACTCCACTTGGAGTAATAAAACTTATGATGAGATCTGGGGCAACATGACATGGACACAATGGGAGAGAGAAAT
TAGCAATTACACAGACCAAATATATGATATACTTACAGCATCGCAGAACCAGCAGGACAAGAATGAAAAGGAG
TTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAGTTGGTTTGATATAACAAATTGGCTGTGGTATATAAGAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATAGTACAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGGTTATCGAAGTAGCACAAAGGGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGAGCTTTGCTATAA 
>JX447409 
GCCTCAGACAACTTGTGGGTCACAGTTTATTATGGGGTCCCAGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAGTTGTGCCAGTGTTAACTTAACTAAGGTCAATACCATGACCAATGTCCCTAACATAGGAAATAT
AACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAGTAAGAGATAAGAAGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACAAATTGGAAATAATAATAATAGTAGTGAGTATAGGTTAATAAATTGCA
ATACTTCAGTCATAAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGCTCTGAAAAGATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACTAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTGTTCTATAGAACA
GGGGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAGTGAAGTTTTAAAAC
AGGTAGCTGGAAAATTAAAAGAGCATTTTAATAAGACAATAACTTTTGAACCACACTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TATCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAAACTTATGAAGAAATTTGGGGCAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAGATATATGAAGTACTTACAAAATCGCAGGACCAGCAGGACAAAAATGAAAAG
GATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTCAGGCAGGGGTACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>JX447465 
GCCTCAAACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAACACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCAAATTTGACCAGGTCAAATAGTACCACTGTAGGAGATGCCAATATAGGAAA
TGTAACAGATGAAGTAAGAAACTGTACTTTTAATGTGACCACAGAACTAAAAGATAAGAAGCAGCAGGTCTAT
GCACTTTTTTATAAGCCTGATATAGTACCAATTGGTAATAGTAATAGTAGTGAATATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGGAGTTCAATGGGACAGGGCCATGTAAGAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAACAGAAGAGATAA
TAATCAGCTCTGAAAATCTCGCAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTGCAAATCAG
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGCATTCTATAGAACAGGA
GACATAATAGGAGATATAAGAAAAGCATTTTGTGAGATTAATGAAACAAAATGGTATAAAGTTTTAAAACAGG
TAAAAAGAAAATTACAAGAGCACTTTAATAATAGGTCAATATTCTTTGGACCACACTCAGGAGGAGATCTAGA
AATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTTCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATAAACAAATTTGGGACAACATGACATGGACAGAATGGGAGAGAGA
AATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCACAGAACCAGCAGGACAAAAATGAAAAA
GAATTGTTGGAATTGGATAAATGGGCGAGTCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAA
GAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCACTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGAC
AGGGTTTAGAAAGGGCTTTGCTATAA 



>JX447550 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAAACCACACTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAAGTCCTCTCTGTG
TTACTTTAAATTGTTCCAATGCTAAGTTGAACACAAGCAACACAAATAATGTTCCTAACAACATAGGAAATAT
AACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAACTAAGAGACAAGAAGAGGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAATACAAATTAAAAATGATGAAAGTAGTAATAGTAACATAACTAGTGATGGTA
GTAATAGTAATAGTAGTAATGGTAGTACTAGTAGTGACTATTATAGGTTAATAAATTGTAATACTTCAGTCAT
TAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATT
TTTAAGTGTAAGGATAAGAATTTCAATGGGACAGGGCCATGTCAAAATGTCAGCTCAGTACAATGCACACATG
GAATTAAGCCAGTGATATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGACGAGATAATGATCAGATC
TGAGAATCTCACAGACAATGCCAAAACCATAATAGTGCAGCTTAATGAAGAGGTAAAAATTAATTGTACCAGA
CCCTCCAACAATACAAGAGAAAGTATAAATATAGGACCAGGACAAGTACTCTATAGAACAGGAGACATAATAG
GAGATCCAAGACAAGCATTTTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAAGGAGTAGCTGAAAA
ATTAAAAAAGCATTTTGGTAATAAGGATATAATCTTTCGACCATCCTCAGGGGGAGATCTAGAAATTACAATG
CATCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGG
ATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATTGTCTGCACCACTTCTGTGCCCTGGAACTCCAC
TTGGAGCAATAAAACTTATAAGGAAATTTGGGACAAGATGACATGGGCAGAATGGGAGAGAGAAATTAGCAAT
TATACAGACCAAATATATCAATTACTCACAGAATCGCAGAACCAGCAGGACATGAATGAAAAGGATTTATTGG
AATTGGATAAATGGACAAATCTGTGGACTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATTTTTAT
AATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAG
GGCTACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACCACAGCAATAGCAGTAGCGGAGTGGACAGATA
GGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTATACACATACCTAGAAGAATCAGACAGGGCTTAGA
AAGGTTTTTGCAATAA 
>JX447657 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGCGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGRGACAGAAGTGCACAATGTCTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTTCTCTCTGTG
TTACTTTAAATTGTACCGATGCTAAGTTCAACAGAACAGAAAGCTCTAACAGAACAGAAAGCTCTAACAGAAC
AGAAAGCTCTAACATGGAAGGAAATATAACAGTAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAAT
GTGACCACAGTACTACAAGACAAGAAGCAGAAGGTCCATGCACTTTTTTATAGGCTTGATCTAGTACAAATTG
GAAATAAGAATAGTAGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAGGCAGGCTTGTCCAAAGAT
ATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAT
TTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAA
CTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGATAATAATCAGATCTGAAAATCTCACAGACAATGC
CAAAACCATAATAGTGCACCTTAATAAGTCTGTAGAAATCAATTGTACCAGACCCGCCAACAATACAAGAACA
AGTATACCTATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATTTT
GTATGATTAATGGAACAATATGGAATAAAACTTTAACACAGGTAGCTGAAAAATTAAAAGAGCACTTTAACAA
AACAATAAACTTTCTACCAGCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAA
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTGAAAGATCAAAAGTTCCTAGGACTTTGGG
GCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAACA
GATTTGGGACAACATGACCTGGATAGAGTGGGAGAGAGAGATTAGCAATTACACACAACAAATATATGAGATA
CTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGCCTGT
GGAATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGG
TTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCT
ATTTCTTTGTTTGATGCTACAACAATAGCAATAGCGGGGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAG
CTTGGAGAGCCTTTCTCCATATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX447682 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCAATGCTACTTTTAGTGGAAATACCACCAGCTCTAACATGACAACAACTGTAGGAAC
TATAACAAATGAAGTAAAAAACTGCTCTTTTAATATAACCACAGAAATAAAAGATAGGAAGAAGAAGGTCCAT
GCACTTTTTTATAGGCTTGATATAGTACAACTTGATAATAGTGCTGAGTATAGGTTGATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCGTGCAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAGATAATAA



TCAGATCTGAAAATCTCACAAACAATGCCAAAATTATAATAGTGCACCTTAATACATCTGTAGAAATCAATTG
TACCAGACCCGCCAACAATACAAGAAAAAGTATAACTATAGGACCAGGACAAGTATTCTATCAAACAGGAGAT
ATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAGAATGGTATGAAGTATTAAAACAGGTAA
AAGGAAAATTAAATGAGCACTTTAATAATAAGACAATAAACTTTCAACCACCCTCAGGAGGAGATCTGGAAAT
TACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTTAGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAAT
TAGCAATTACACAAACCAAATATATGCGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGAT
TTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGG
GTTTTGAAAGGACTTTGCTATAA 
>JX447699 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATAGTACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCGTGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACGGTGACCAACCCCAACAATGCAACCACGGACCATAGCACAATAGGAAA
TATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACAACAGTAATAAGGGATAAGCAGCAGCAGATCCAT
GCACTTTTTTATAAGCTTGACATAGTACCAATTAAGGATAATAATAATAATAGTAATAAGAGTAATAGTAGTA
ATGAGAGTAGTGATAGTAGCATGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAA
GGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAG
AATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTAT
CAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGACAGGATAATAATCAGATCTGAAAATCTCACAAACAA
TGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGA
ACAAGTGCAAATATAGGACCAGGACAAGTATTATTCTATAGAGCAGGAGACATAACAGGAGATATAAGAAAAG
CATATTGTGAGGTTAATAGAACACATTGGTATAAAGCTTTAAAACAGGTAGCTAGAGAATTAAAAGAGCGCTT
TGCTAATATAACTGGAAAATCAAATATAACCTTTAGACCACCCTCAGGAGGAGATCTAGAAATTACAATGCAT
CATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATC
AAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTG
GAGTAATAAATCTTTTGAACAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTAC
ACAGACCTAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAAGAATTGTTGGAAT
TGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATCTTTATAAT
GATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGA
TACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGGGTGGACAGATAGGA
TTATAGAAGTAGTACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGTTTAGAAAG
GGCTTTGCTATAA 
>JX447712 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCAAAAGCACAGGACACAGAAGCGCACAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGACCTACAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTAAGTTGTACCGATAAAGTTGAGGCCAAAAATATAAATATTACTTATGAAAATATAACAGATAAAAT
AAGAGAGTTAGGAAATATAACAGATGACATGAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAA
CAGAAGAAGGTCCATGCACTCTTTTATAGACTTGATTTAGCACCAATTGAAAATAATAATAATAGGAGTAATT
ATAGTGATTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAAGGATAAGAAATTCAATGGGACA
GGGCCATGTAAGAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGATATAGTAATCAGATCTGAAGATCTCACAAACAATGCCAAAACCATAAT
AGTGCATCTTAATGAATCTGTAAGAATCAATTGTACCAGACCCGCCAACAATACAAGAACAAGTGTACGTATA
GGACCAGGACAAATGTTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATG
GGACAGCATGGTATGAAGTTTTAAACCAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGACAATAGAATT
TAGACCACCCGTAGGAGGAGATCCAGAAATTACACTGCACCATTTTAATTGTAAAGGGGAATTCAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AACTCATCTGCCCCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAA
CATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATCTATGACATACTTACAGAAACG
CAGAACCAGCAGGAGAAGAATGAAAAGGATTTGTTACAATTAAGTGAATGGGCAAGCCTGTGGAATTGGTTTG
ACATATCAAAATGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGARTAGT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT



GATACTACAGCAGTAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTGGGAGAGCCA
TTCTCAACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>JX447891 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGGGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATAAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGCCAAATGTAACAGAAAAATTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACTCCTCTCTGCG
TTACATTAAATTGCACCAGTGCTAATTTGACCACCAGTGCTAATTTGACCAATGTCAATACAACTAATGACAT
TAATCTAGGAAATATGACAGAGGAGGTAAGAAACTGTTCTTTTAGTGTGACCACAGAACTAAAAGATAAGAAA
CAGAAAGTTCATGCTCTTTTTTATAGACTAGATATAGTACAAATGGAAAATGCTAACAATAATGGTAGTACTG
GGTATAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGTGATTCTAAAGTGTAAAGATAAGAATTTCAATGGA
ACAGGACAGTGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TGTTAAATGGCAGTCTAGCAGAAGACGAGATAATAATCAGATCTGAGAATCTCACAGACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAGAAATCAGTTGTACCAGACCCTCCAACAATACAAGAACAAGTCTAACT
ATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAGAGCATTCTGTGAGGTTA
ATAGAACAGAATGGAATGCAGTTTTAGAACAGGTAAAAGAAAAATTAAAAGAGTCTTTTAATACTACGACAGT
AAAATTTGAACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAGATCTTCTGAGGAGATCTG
GAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGACATACTTACA
GAATCACAGACCCAGCAGGAAAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATT
GGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGTTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCT
TTGCTTAATGCTACAGCAATAGCAACAGCGGAGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGA
GAGCCATTATCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX447984 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCGGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGGGACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTACAGTTAACCCCTCTCTGCG
TTACTTTAAATTGTGCCATTGCTAATTTGACCAATGCCAATGCTAATTTGACCAATATTAATTTGAACATAAC
AGGTAACATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAACAGAAG
GCCTATGCACTTTTTTATAAGCTTGATCTAGTACAACTTAAAGATAGTAATGATAGTAATAGGTATATGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTC
AGCTCAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAAATCAATTGTACCAGACCCTCCAATAATACAAGAACAAGTATATCTATAGGACCAGGACAAGTATTC
TATAAAACAGGAGACATAATAGGAGATATAAAAAAAGCATATTGTGAAATTAATGCAACAAAATGGAATGAAA
CTTTAAAACAGGTAATTGGAAAATTAAAAGAGCACTTTAATAATAAGACAATAATCTTTCAACCACCCTCAGG
AGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTTCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCA
CTGCTGTGCCCTGGGACTCCACTTGGAGTAATAAATCTTATGATGAAATTTGGGGAAACATGACATGGGTACA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAAGTACTTATGGAATCACAGAACCAGCAGGAC
AGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACACGGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAATA
AGAGTAGGGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGGGCCGTTCTCCACATACCTA
GAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JN944655 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCTGATACCACCCTATTCT
GTGCATCAGATGCCCAGGCACATGTGACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAAGTGTACCGCTAATATCACAATAACAAATGCCACTACTAGGACAGAAAATACAACAAAGGAAAA
CTTAATAGGAAATATAACAGATGAACTAAGAAACTGTTCTTTTAATGTGACCACAGAATTAAGAGATAGGCAG
CGGAAGGCCTATGCACTTTTTTACAAGCTTGATATAGTACCAATAAACAATGAAGCTAATAGTAGTGAATATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCCATACA
TTATTGTACTCCAGCTGGTTATGCGATTCTAAAATGTAATGATAAAAATTTTAATGGGACAGGGCCATGTAAA



AATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTGCTGTTAAATGGCAGTC
TAGCAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAGACAATAGCAAAAACATAATAGTGCACCTTAA
TGAATCTGTAGTAATCAATTGTACCAGACCATCCAACAATACAGTAAAAAGTATACGTATAGGACCAGGACAA
ACATTCTATAGAACAGGGGACATAATAGGGGATATAAGACAAGCATACTGTAATGTTAATGGAACAAAATGGT
ATGAAGTTTTAAGAAATGTAACTAAAAAATTAAAGGAGCACTTTAATAATAAAACAATAGTATTCCAACAACC
ACCCCCAGGAGGAGATCTAGAAATTACAACGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACAGCAGTTGGAGTAATAAAACTTATGACGAAATTTGGGGCAACATGAC
ATGGGTAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATCTATCAAGTGCTTGCAGAATCACAGAAC
CAGCAGGACAGGAATGAAAAAGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAT
CAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGC
TGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTATTTGATACT
ACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTCTCC
ACATACCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX448238 
GCCTCAGACAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAAGAAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TGACTTTAAATTGTAGTATCGAGACTAAGTGGCTCAATGTCACTAACATGGCCAATGCCTCTGACATAATAGG
TAATATAACAGATGAAGTAAGAAACTGTTCTTTTAACATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTC
TATGCACTTTTTTATAAGCTTGATATAGTACCAATAGAAACTGGTGAGTATAGATTAATAAATTGTAATACTT
CAGTCATCAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCATAAACAATGCCAAAACTATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCTGACAATAAAAGAACAAGTGTACATATAGGACCAGGACAGGCATTCTATAGAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTGAGGTTAATGGAACAGAATGGAGTAAAGTTTTAAAACAAGTAG
CTGAAAAATTAGGAGAGCACTTTAAAAATAAGACAATAACCTTTGAACCACCCTCAGGAGGAGATCTAGAAAT
TACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCTGGA
ATATGAGTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAAGTCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAAAAGAATGAAAAGGAT
TTATTGGAATTGGATAGATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCAGGGTGG
ACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTATCCACATACCTAGAAGAATCAGACAGG
GCTTGGAAAGGGCTTTGGTATAA 
>JX448279 
GCCACAGACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGGGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAT
CAGATGCAAAATGATATAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGCACCAATGCTACGGTGACACCGACCAATGCTACGGTGACACCGATCAATGCAGCAGATGA
AATGAAAAACTGCTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTTCATGCACTTTTTTAT
AAGCTTGATATAGTACAAATGGGTAATGAGAATAGTAACTATAGTTATAGTGAGTATAGGTTAATAAATTGCA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGATCAGGGCCATGTCAAAATGTCAGCTCAGTA
CAATGCACACATGGAATCAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAGTAATCAGGTCTGAAAATATCTCAAATAATGTCAAAACCATAATAGTGCAACTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAGGTGTACCTATAGGACCAGGACAGGTATTCTTCTATAGA
CCAGGAGACATAATAGGAGATATAAGGGCAGCATTTTGTGAGGTTAATAGAACAATATGGAATGAAACTTTAA
AACAGGTAGCTGAAAAATTAAAAGAGCACTTTGGTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATTATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGACCAGATTTGGAACAACCTGACATGGACACAATGGGA
AAGAGAGATTAGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAAGAAT
GAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGGATTGGTTTAGCATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTTTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCTTTGTTTGATACTATAGCAATAACAGTA



GCAGGGTGGACAGATAGGGTTATAGAAGTAACACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JX448301 
GCCTCAGACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGCCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCACGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TCACTTTAATTTGTACCGATGCTAACTTGACCAATGCTAACCGGACCAAAGAAGGCGTTAACATAGGAAATAT
AACAGATGAAGTAAAAAACTGTTCTTATAATATGACCACAGAAATAAAAGATAAGAAGCAGAAGGTCCATTCA
CTTTTTTATAGGCTTGATATAGTACCAATTAAGGATGAAAATAGCAGTGAGTATAGGTTAATAAATTGCAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAATAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAG
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAAAAGAAAAGATAA
TAATCAGATCTGAAAATATCACAGACAATGCCAAGAACATAATAGTGCACCTTAATGAATCTGTAGAAATCAA
CTGTACCAGACCCTCAGAGAATAAAAGAACAAGTACAAGAATAGGACCAGGACAAGTATTCTATAAAACAGGA
GACATAATAGGAGATATAAGGAAAGCATATTGCAAGATTAATGAAACAAGATGGTATAAAGTTTTAAAACAGG
TAACTGAAAAATTAAAAGAGCATTTTAAAAATAGGACAATAGAATTTCAACCACCTTCAGGAGGAGATCTAGA
AACTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGATGCTCTGGAAAAATCATCTGCCCCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGAAATTACACAAACCAAATATATGACATACTTACACAATCGCAGGACCAGCAGGAAAGGAATGAAAAA
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATGTTTATAATAATAGTAGGAGGTTTAATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATTGAAGTAGTACAAAGAGCTTGGAGAGCTTTTCTCCACATCCCTAGACGAATCAGAC
AGGGCTTAGAAAGGGCTTTAGTATAA 
>JF297225 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACGGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTGTGGGATCAAGGTCTAAAGCCCTGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTGCCAATGCTAATTTTACTATAGGCAATAACACAACCAATAATAACACAACCAATGACCC
TAGCACAGGAACTATAGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATAACCACAGAAATAAAA
GATAAGAAGCAGAAAATCTATGCACTTTTTTATAGGCTTGATATAGTACCAATTAAAGAGAATAATAACAGTA
CTAGTGGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCCAAGATAACCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCACGGGG
ATAGGGGCATGTAGCAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACCCAGTTAC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATCACGGACAATATCAAAACCAT
AATAGTGCACCTCAATGAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAGGG
ATAGGACCAGGACAAGTATTCTATAGAACAGGGGATATAATAGGAGATATAAGAAAAGCACATTGTGTGATTA
ATGGAACAAAATGGAATGAAACTTTAAAACAAGTAGCAAAAAAATTAAAAAAGCACTTCACTAATAAGACAAT
AGTCTTTCAACCACACTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAAAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGCCTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAACAGATCTG
GGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACA
GAATCGCAGAACCAGCAGGACAGGAATGAAAAAGATTTGTTAGCATTGGATCACTGGGCTAGTCTGTGGAATT
GGTTTGGCATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAATTTGTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCT
TTGTTTGATGCTACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGA
GAGCCATTATCCACATACCTAGAAGGATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX446776 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTCTTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTTCTAATAAGGTCGAATTGCCCAATATAACAGATGAGATAAAAAACTGTACTTTTAATAT
GACCACAGACCTAAAAGATAAGAAGCGGAAGGTCCATGCACTTTTTTATACGCTTGATATAGTACAAATAAGT
AATAGTAATAACAATGAGTATAGGTTAGTAAGTTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATAA
CCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTT
TAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT



CAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGTCA
AAACTATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTTCAACAATACAAGAGAAGG
TATACATATAGGACCAGGACAAGTATTCTATAAAACAGGAGCCATAATAGGCGATATAAGGAAAGCATATTGT
GCGATTAATGCAACAAAATGGACTGAGGTTTTAGAACAGGTAAAGGGGAAATTAAGAGAGCACTTTTATAATA
GGACACTAAACTTTCAACCACCCTTAGGAGGAGATCTAGAACTGACAATGCATCATTTTAATTGTAGAGGGGA
ATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAAGCTCCTAGGACTTTGG
GGCTGCTCTGGAAAAATCATCTGCCCCACCGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAG
AGATTTGGCGCAACATGACATGGATAGAATGGGAGAGAGAAATCAGCAATTACACAAACCAAATATATGAGAT
ACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAAGATTTGTTGGAACTGGATAAATGGGCAAGTCTG
TGGAATTGGTTTGACATAACAAGTTGGCTGTGGTATATAAAAATATTTATCATGATAGTAGGAGGTTTAATAG
GTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGC
CATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAAGA
GCTTGGAGAGCCGTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX446790 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGCCATGGTAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAAGTGGAACGAAAGCACAACCACAATCACACCTGACAATAACAATACAGG
TGAAGTAAAAAACTGTTCTTTTAAAATAACCACAGAACTAAGAGATAAGCAGCAGAAGGTATATGCACTTTTT
TATAAGCTTGATATAGTACAAATGGAAAATAGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGACAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGTTCAGTACAATGCACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAATAATTAGAT
CTGAAAATCTCACAAATAATGCCAAAACCATAATAGTACACCTTAATAAATCTGTAGAAATCAATTGTACCAG
ACCCTTCAACAATACAAGAAAAAGTGTAACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAGTA
GGAAAAATAAGACAAGCATATTGTAAAATTAATGGAACAAAATGGAATGAAACGTTAAACATGGTAGCTGGAA
AATTAAAAGAGCACTTTAATAAGACCATAGTCTTTCGACCACACTCAGGAGGAGATCTAGAAATTACAATGCA
TCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTT
GGAGTAATAAATCTTATAATGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTA
CACAAACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGACAGGAATGAAAAGGAATTGTTAGAA
TTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACGTTGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTCGCTATCTCTGTGCTTGATACTGTAGCAATAGCAGTAGCGGGGTGGACAGATAGG
GTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAAGGCTTAGAAA
GGGCTTTGCTATAA 
>JX446845 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACTACCTTATTTT
GTGCATCAGATGCCAAAGCACATATGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAATTGCACTGAGGCTAATTTGACCAATGTCAATGACACAAGGAAGTTCCCTGACGCAGTAGGAAA
TCTAACAGGGGAAGTACAAAACTGTACTTTTAATATGACCACAGTAGTAAGCGATAGGAAGCAGCAGGTCTCT
GCACTCTTTTATAGGCTTGATATAACACAAATAGGAGATGATAATAGTACATATACATTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGTGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAGACAATACCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAAATTAA
TTGTACCAGACCCTCCAACAATACAAGAAAAAGTATACGTATAGGACCAGGACAAGTATTCTATCAAACAGGA
GAAATAATAGGAAATATAAGACAAGCGTATTGTGAGGTTAATAAAACACAATGGGATGCAGTTTTAAAACAGG
TAACTGAAAAATTAAAAGAGCTCTTTAATAAGACAGTAGACTTTCAACCACCCTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAGAAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACCTCTGTGCCCTGGA
ACGACACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGAATGAATGGGAGAGAGAAAT
TAGCAATTACACAAACAAAATATATGAGATACTTACAGACTCACAGAACCAGCAGGACAAGAATGAAAAGGAT
TTGTTAGAATTGGATCAATGGGCAAGTCTGTGGAATTGGTTCAGCATATCAAAGTGGCTGTGGTATATAAAAA
TATTTATAATGAYAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTATATGATGCTACAGCAATAGCAGTTGCGGGGTGG



ACAGATAGGATTATAGAAGCAGCACAAACAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>JX446943 
GCCTCAGAAAAATTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAAAGATGCAAAGACCACCCTATTTT
GTGCATCAGACGCCAAAGCACATGAGACAGAAGCGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACATCTAGTAAATGTAACAGAAAATTTTAAGTGGAAAAATGACATGGTAGAGCAA
ATGCAGGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCGTTA
CTTTAAATTGTACCACTGCTAAGTTGAATGTTAGTTCGACCAGTTCAACCAATAATACGTTGTTGAACAATGC
TGACATAGGAAATGTAACAGATGAAGTAAGGAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAG
CATAAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACAAATGGGAAATAATAATAGTAGTGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGTGATTCTCAAGTGTAATGATAAAAATTTCAATGGGACAGGACCATGTAACAAT
GTTAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAGAATATCTCAGACAATGCCAAAACCATAACAGTGCACCTTAATAG
ATCTGTAGAAATCAATTGTACCAGACCCTCCGAAATTAAAAGAACACGGATGACTATGGGACTGGGACATGTA
TTCTATAAGACAGGAGAAATAACAGGAGATAGAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAAGG
AAGTTTTAGAACAGGTAACTGCAAAATTAAAAGAGCACTTTAATAATAAGACAATAATCTTTAAACCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAGAGGATCAAAAGTTCCTAGGACTATGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTCATGACGATATTTGGCAAAGAATGACATGGAT
ACAATGGGAGAGAGAAATTAGTAATTACACAAACATAATCTATGATCTGCTTACGGAATCGCAGAACCAGCAG
GAAAGCAATGAAAAGGATTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGGTATAACGAAAT
GGCTGTGGTATATAAGGATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATCCTTTTTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCCTTGTTTAATGCTACAGCA
ATAACAATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JX447028 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAATGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATATACCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACCTTAAATTGTACCAATGCTAATTTGACCAATGGCAATACCACAACCACCAACCCCACCAATGTCCCTAA
GACAGTAGGAAATCTAACAGATGACATAAGAAACTGTACTTTTAATATGACCACAGAACTAAAAGATAAGAAG
CAGAAGGTCCATGCGCTTTTTTATAAGCTTGATATAGTACAAATGGGAGATAATAGTAGTGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCTATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTGGAAATCAATTGTACTAGACCCTCCAACAATACAAGAACAAGTGTGCGTATAGGACCAGGACAAGTGTTC
TATAGAACAGGAGACATTATAGGAAATCCAAGAAAAGCATATTGTGAGATTAATGGAACTCAATGGAATGAAA
CTTTAAAACAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGAAAATAAGCTTTCAACCACACTCAGGAGG
AGATCTAGAAATTACAACGCATCATTTCAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAACAAATTTGGAGCAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAATCAAATATTTGAGATACTTACAGAATCACAGAACCAGCAGGACAAA
AATGAAAAGGATTTGTTAGAACTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGTTGGATACTACAGCAGTAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGGACTTTGTTATAA 
>JX447064 
GCATCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGACGCTAAAGCACATGAGACAGAAGCACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTCCTGAAAAATGTAATAGAAAATTTTAACATGTGGAAAAAYAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACTCAGGCTAACCTTAAATCTAACGCAACAGAAAATACAACTGCTACTGTCGAAAGTCT
AAAAGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAACAGAAGGTCCATGCA
CTCTTTTATAGGCTTGATCTAGTACAAATGGGAAATGATAATAGTACAGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAACAAATTCAATGGGACAGGGCCATGTAACAATGTCAGCTCAGTACAA



TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTTACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGCAATCAG
TTGTGCCAGACCCTCTGACAATACAAGAACAAGTATATCTATAGGACCAGGACAAGTATTCTATCGAACAGGA
GATATAATAGGGGATATAAGACAAGCATTTTGTGAGATTAATGGAACAGAATGGTATATAGTTTTAGGACAGG
TAAAAGAAAAATTATATGAGCACTTTAATAAGACAATACAGTTTGATAAACCACCCGAAGGAGGAGATCTAGA
AATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAACATGACATGGACACAATGGGAGAGAGA
GATTAGCAATTACACAAACCATATATATGATATACTTATGGAATCGCAGAACCAGCAGGAAAAGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAGTTGGCTGTGGTATATAA
GAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTACTTGATGCTACAGCAATAATAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>JX447118 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCCCATGAGAAAGAAGAGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCGCTCTGTG
TTACTTTAAACTGTACCACTGCTAAGTTGAACAGCACTAGCACAACCAATGTCTCTAATATAGTAGGAAATTT
GACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAATTAAGAGATAAGAAACAGAAGTTTTATGCA
CTTTTTTATAAGCTTGATATAGTATCAATTGAAGATGATAGAAATAATAGTGATAATAGGTATAGGTTAATAA
ATTGTAATACGTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGCTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTTAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATCAGATCTGAAAATCTCACAGACAATGCTAAAACCATAATAGTGCACCTTAATAAAACGGT
ACAAATCAATTGTATCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGTATTTTAT
AGAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTCAAATTAATGGAACAAAATGGAATGAAACTT
TAAGACAGGTAGCTAAAAAATTACAAGAGCACTTTAATAGGACAATAGTCTTTAAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGACAGAATGGGA
GAGAGAAATTAGCAATTTCACAGACCAAATATATGAGATACTTACAGAATCGCAGAGCCAGCAGGAAAGAAAT
GAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATCTTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAACAGTA
GGGGGGTGGACGGATAGGATTATAGAAGTAGCACAGGGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGATTTTGCTATAA 
>JX447177 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAGTGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTACCTGGAAAATGTAACAGAAAATTATAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAACTGTACCAATGTCAATATCACACATACAAGTTCCAATGTTACCACAAGACCACCCATCACACA
ACTCAACACAAGTTATGATCAGGACAGTATGAACTGTACTTTTAACATGACCACAGAAATAAAAGATAAGAAG
ACAAAGGTCAATGCACTTTTTTATAAGCTTGATATAGTGCAAATGGAAAATGAGAATAATAATAATAGTTACA
ATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCACTGGGAAAGGG
TCATGTAACAATGTCAGCTCAGTACAATGCACTCATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAA
ATGGTAGTCTAGCAGAAGAAGAAATAATAATCAGATCTGAAAATATCTCAGACAATGCTAAAACCATAATAGT
GCATCTTAATGAATCTGTAGAAATTAATTGCACCAGACCCTCCAACAATACAAGAAAAAGTACAAATATAGGA
CCAGGGCAAGTGTTATTCTATAGATCAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTA
GAACAAAATGGAATAAAACTTTAGAAGAGGTAACTAAAAAGTTAAAAGAGCACTTTAATAAGACCATAATCTT
TAAGCCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAACTGTCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAA
CATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGATATACTTATGGAATCG
CAGAACCAGCAGGATAAAAATGAAAAAGAGTTGTTAGAATTGGATAAATGGACAAATCTGTGGAGTTGGTTTA
GCATAACAAATTGGCTGTGGTATATAAGATTATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT



GATGCTATAGCAATAACAATAGCAGGGTGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCCA
TTCTCCACATACCTAGGCGGATCAGACAGGGCTTAGAAAGGAGTTTGCTATAA 
>JX447252 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTACCAATGCTATTGTGAACTATGTCACTAACACAACCAATGTCCCTAACATAATAGGAAA
TATAACAGATGAAATGAAAAACTGTTCTTTTAATATGACCACAGAACTAAAAGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATGAGCTTGATATAGTACAAATTGGAAAAAATGAAAATAATAGTGCGTATAATACGTATAGGT
TGATAAATTGTAATACTTCAGTTATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAG
CAGAAGAAAAGATAATAATCAGATCTGAAAATCTTACAGACAATGTCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAGTTGTACCAGACCCTCCAACAATACAAGAGAAGGTATACATATAGGACCAGGACAAGTA
TTCTATAGAACAGGAGACATAGTAGGAAATATAAGAAAAGCATATTGTGAGATTAATGGAACAGAATGGAATA
AAGTTTTAGAACAGGTAACTGGAACATTAAAAGAGCACTATAATAAGACAATAATCTTTCAACCACCCTCAGG
AGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTTCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTACTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAACAGATTTGGAACAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATTACACAAATCAAATATATGACATACTTACAGAATCGCAGAACCAGCAGGAC
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATA
GCAGTAGCGGGGTGGACAGATAGGATCATAGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCGCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JX447283 
GCAGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAGGTGCACAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCACTCTGCG
TTACTTTAAATTGTACAAAGATCAGTACAAACAATTACACAGCAGATGAAGTAAGAAACTGTTCTTTTAACAT
GACCACAGTAATAAGAGATAAGAAGCAGCAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTAAT
AGTAGTGATCATAATAATACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAA
AGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAA
GAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTA
TCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATTACAAATA
ATGCCAAAACCATAATAGTGCATCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAG
AACRGGTATATCTATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAGTAGGAGAGATAAGACAAGCA
TTTTGTCAGATTAATGAAACAAAATGGAATAAAACTTTAATACAGGTAGCTCACAAATTACAAGAGCACTTTA
ATAATAAGACAATAAGTTTCCAACCACCCTCAGGAGGGGATCTAGAAATTACAATGCATCATTTTAATTGTAG
AGGGGAATTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGA
CTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCAT
ATGAAGAGATTTGGGACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATA
TAACATACTTACAGAATCGCAGAACCAGCAGGATAAGAATGAAAGAGATTTGTTAGAATTGGATAAATGGGCA
AGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTT
TAATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTC
TCTCGCTATTTCTTTATTTGATGCTACAGCAATAGCAGCAGCGGGGTGGGCAGATAGGGTTATAGAAGTAGCA
CAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGTCTAGAAAGGGCTTTGCAATAA 
>JX447437 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAGGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTCTGGAAAATGTAACAGAAAATAATAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAACCCTACCAATGTCACCTACACCAATGTAACCGCTGCCATAGGAAATAT
AACAGATGAAATAAGAAACTGTTCTTTTAATATGACAACAGAACTAAAAGATAGAAAGCAGAAGGTCTATGCA
CTTTTTTATAAGCCTGATATAGTACCACTTAATGATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTT
CAATCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAAAGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAGGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA



TAAGATCTGAAAATCTCACAAACAATGCCAGAACTATAATAGTGCACCTGAATAAATCTGTAGAGATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTATAAGGATAGGACCAGGACAAGTATTCTATAGAACAGGAGGC
ATAACAGGAGATATAAGACAAGCACATTGTACGATTAATGGAACAAAATGGAATGAGACTTTAAAACAGGTAA
CTAAAAAGTTGAGAGAGCACTTTAATAAGACAATAATCTTCCAACCACCCTCAGGAGGAGATCTAGAAATTAC
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGGTAGAATGGGAGAGAGAAATTAG
CAATTACACAAACCAAATATATGGCATACTTACAGAATCGCAAAACCAGCAGGACAGGAATGAAAAGGATTTA
TTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGTATATAAAAATAT
TTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGTAGTAGCGGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGTCTTTGCTATAA 
>JX447503 
GTCTCAGGCAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCATGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTGAAGTTAACTCCTCTCTGCG
TTACTTTGGATTGTACTAAGACTAATTGGGAGGTAGGAAATGTAACAGATGGAATAGGAAATATAACAGATGA
AGTAAGAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAGGTCCAAGCACTTTTTTAT
AGGCTTGATATAGTACCAATTAAAAATGAGAGTTATAAGGAGTATAGGTTAATAAATTGCAATACTTCAGTCA
TTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TTTAAAGTGTAATGATAAGAAGTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAGTGCACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGAT
CTGAAAATCTCACAAACAATGCCAAAACCATCATAGTGCACCTTAATGATTCTGTAAAAATCAATTGTACCAG
ACCCTCCAACAATACAAGAACAGGTGTACATATAGGACCAGGACAAGTGTTCTATAGAACAGGAGACATAATA
GGAAATATAAGGAAAGCATATTGTGAGATTAATAAAACAAAATGGGAAGAAGTTTTAGGACAGGTATCTAAAA
AATTAAAAGAACACTTTAATAAGACAATAAAATTTCAACCACACTCAGGAGGAGATCTAGAAATTACAATGCA
TCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGAT
CAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACAAAACTT
GGAGTAATAAATCTTTTGATGATATTTGGGGCAACATGACATGGGTAGAATGGGAAAGAGAAATTAGCAATTA
CACAAACCAAATATATGAAATACTTACAGACGCACAGAACCAGCAAGACAGAAATGAAAAGGATTTATTAGAA
TTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTCGCCATTTCTTTGTTTGATGCTACAGCAATAGCAGTTGCAGGGTGGACAGATAGG
GTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTTGAAA
GGGCTTTGCTATAA 
>JX447608 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACCTTAAATTGTTCCACGGCTAAACTGATCAATGCCACAATGAGCAATGATACTAACATAAGAAATAGTGA
CATAGGAAATATAACAGATGAAATAAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAGCAT
AAGGTCCATGCACTTTTTTATAAGCTTGATATAGTAGAAATTGGTAGTAATAACAATAATAATAGTTATAAGG
ATTATAAGGATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTTAAGTGTAATGAGAAAAATTTCAATGGG
ACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACTCAATTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAGAATATCACAAACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAATAATACAAGAACAAGTGTACAT
ATAGGACCAGGACAAGTATTCTATAAAACAGGAGACATAATAGGAGATATAAGGAGAGCATATTGTTTGATAA
ATGGAACAGAATGGAAAACAGTTTTAATACAGGTAGCTGCAAAATTAAAAGAGCACTTTAATGGGACAATAAT
CTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCACTTTAATTGTAGAGGGGAATATAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTATGGGGCTGCTCTG
GAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGAA
CAACATGACATGGGTAGAATGGGAGAGAGAAATTAACAATTACACAAACACAATCTATGGGCTACTTGCGGAA
TCGCAGAGCCAGCAGGAAAAGAATGAACAGGATTTGTTAGGGTTGGATCAGTGGACAAGTCTGTGGAATTGGT
TTAGCATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTG



CTTAATGCTACAGCAATAGCAACAGCAGAGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAG
CTTTTCTCCACATACCTAGAAGGATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>JX447721 
GCCTCAGACGACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAAAGATGCGGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATTCGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAATTTGACCAATGTAAATATCAATGCTACTTTGGCCAATAGAGCAAAGGA
CTTAAAAAATGTAACAGAAGACATAAGAAACTGTACCTTTAATATGACCACAGAAGTAACAGATAAGAAGCAA
AAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATGGGAAATAGTAGCAATAGTAGTGAATATAATG
AATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAATGGTATCAACTCAGTTGCTGTTAAATG
GTAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTGAGAATCTCACAAACAATGCTAAAACCATAATAGTGCA
CCTTAATGAACCTGTACAAATCATTTGTACCAGACCCTCCAACAATACAAGAACAAGTATATCTATAGGACCA
GGCCGAATGTTCTATAGAACAGGAGACATAATAGGAAATATAAGACAAGCATATTGTAAGATTAATGGAACAA
AATGGAAAAAAGTCCTAGAACAGGTAACTGAAAAATTAAAAGAGCACTTTAAAAATAGGACAATACGGTTTCA
GCCACCCTCAGGAGGAGATCCAGAAATCACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATTTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATAACGAGATTTGGGAGAACAT
GACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAG
AACCAGCAGGACAAGAATGAAAAAGATTTGTTAGAGTTGGATAAATGGACAAATCTGTGGAGTTGGTTTAACA
TAACAAATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTT
TGCTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGAT
ACTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTC
TCCACATACCTAGAAGAATTAGACAGGGTTTAGAAAAAGCTTTGCTATAA 
>JX447752 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCCACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAACTTCACCAAGGATCAGGGGACCACTGGCACTAACATAACCACACCCAC
TGTCCCTGCTGAAGTAGGAAATTTAACAGATGAGATAAGAAACTGTTCTTTTAATATGACTACAGAATTAAAA
GATAAGAAGCAGAAGGTCTATGCACTTTTTTATAAGCTTGATGTAGTACAAATTAATAACAGTAGTAGTGAGT
ATAGAATAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAATTTTAATGGGACAGGGCTATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCACTTGCTGTTAAATGGCA
GTCTAGCAGAAGATGAAATAATAATCAGATCTGAAAGTCTCACAAGTAATACCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAGTTGTATCAGACCCTCCAACAATACAAGAACAGGTGTACATATGGGACCAGGA
CAAGTATTATATAGAACAGGAGAAATAATAGGAGATATAAGGAAAGCATATTGCGAGATCAATGGAACAAAAT
GGAATAAAACTTTAGGGCAGGTAACTGAAAAATTAAAGAAGCACTTTAATATTACGAAACTAATCTTTCAACC
ACCCTCAGGAGGAGATCTAGAAATTACAACACATCATTTTAATTGTAAGGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGCAACATGAC
ATGGATACAATGGGAGAGAGAAATTAGCAATTACACAGACCAAATATATGAGCTAATCACAGAATCGCAGAAC
CAGCAGGACAAAAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTGTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCT
ATAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCC
ACATACCTAGGAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>JN860763 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCACTGCTGATTTTACCAAGGTCAATACCACAACCAATGGCACTACCCCAACCAGTAC
GGTAAATATAACAAATGAAGTAAAAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAAGAGGCAGAAG
GTCTATGCACTATTTTATGTGCTTGATCTAGTACCAATTGAAAATACTAACCGTAGTAAGTATATGTTAATAA
ATTGTAATACTTCAGTCATCAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTGGAAATGTAAGT



TCAGTACAATGTACACATGGAATTAGGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGGACTGAAAACCTCACAGACAATGCTAAAACCATAATAGTGCATCTTAATAAATCTGT
AGAAATCAATTGTACTAGACCCGAAAACAATACAAGAACAAGTATAAACATAGGACCAGGACAAGTATTCTAT
TATAGACCAGGAGATGTAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATAGAACACAATGGAATGAAA
CTTTACAACAGGTAACTAATAAATTAAAAGAGATTTGGAATAAAACAATAACCTTTAAACCACCCTYAGGAGG
AGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACAACAGTTGGAGTAATAAATCTTATGATGAAATTTGGGGCAGCAACAGCAACATGACATG
GAGAGACTGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGACATACTTACAGAATCGCAGAACCAG
CAGGACAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTATCTTTCGCTATTTCTTTGCTTAATGCTACA
GCAATATTAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACA
TACCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTGCTATAA 
>JN860764 
GCCTCAGACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCATTGCTACTTTGACCAAAGCTAATGAGACCAAGGTCAACGTGACCACTGTCTCTAT
AGGAAATCTAACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAACTAAAAGATAAGAAGAAAAAT
GTCCATGCACTTTTTTATAAGCTTGATCTAGTACAAATGGAAAATAGTAAATATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATATAACAGACAATGTCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGTATTTTATCAGACAGGA
GAAATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAATGAAGTTTTAAAACAGG
TAAAGGGAAAATTAAAAGAGCACTTTAATAATGGGACAAAAATAATCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTCAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCTCTTGGAGTAATAAAACTTTTGAAGAGATTTGGCATAATATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAACCAGATATATGAAATACTTACAGAATCACAGAACCAGCAGGACAGGAATGAA
AAGGATTTGCTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATCTTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCAATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTGTTTCTTTGCTTGATGCTATAGCAATAGCAGTAGCA
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GGCAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN860766 
GCCTCAGAAGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAATGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAATTGTACAAAAGCTACTTTTAAGAGCAATTACACAACCAAGGTCCCTAACACAGTAGGAAATCT
AACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGCGGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACCACTTAGTGATAATAGCAATAGTAGTAATACTGAGTATAGGTTAATAA
ATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTTAATGGAACAGGGCCATGTACAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTAATATCAACTCAGTTGCTGTTAAATGGCAGCCTAGCAGAAG
AAGAGATAATAATCAGATCTAAAAATATTTCAGACAATACCAATATCATAATAGTGCACCTTAATAAATCTGT
AGAAATCAATTGTACCAGACCCTCCATTAATACAAGAAAAAGTACAAGTATAGGACAAGGACAAGTATGGTAT
AGAACAGATGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAGTTT
TTAGACAGGTAACTGAAACATTAAAAAAGCACTTTGAGAATAAGAATATAACCTTCCAACCACCCTCAGGAGG
AGATCCAGAAATTACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCTACTTGGAGTAATAAATCTTATAATGAGATTTGGAACAACATGACATGGACAGAATG
GGAGAGAGAAATTAGCAATTACACAGACCTAATATATGGGATACTTACAGAATCGCAGAACCAGCAGGACAAG
AATGAAAAAGATTTGTTAGAATTGGAAAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAAATGGCTGT
GGTATATAAAAATATTTATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCTTTGCTTGATACTATAGCAATAGCA



GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>HQ691024 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATGAAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCGCATGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAAATGTAGCAATGCTACATTTGGCAACACAAAAACCTCGGCTAACAGCTCTGAAATAGGAGATTT
AAAAGATGAAGTAAAAAATTGCTCTTTTAATATAACCACAGAACTAAGAGATAAGAAGCAGCAGGTCTATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTGACAACAATGACAAGAATAGTAGTAGTAGTAATAATAGTAATA
GGAATAATAGTAGTAGTGAATATGGTAGTGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGC
TTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTCTAAAGTGT
AATGAAGAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAAAGGAGATAATAATAAGATCTGAAAATAT
CACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAAC
AATACAAGAAAAGGTGTACATATAGGACCAGGACAAGTATTCTATAGGACAGGAGAGATAATAGGAGATATAA
GAAGAGCATTTTGTGAGATTAATGAAACAAAATGGAATGAAACTTTAAAACAGGTAAGAGCAAAGTTAAAAGA
GCACTTTAAGAATAAGTCAATAGACTTTCAACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTT
AATTGTAGAGGGGAATTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGT
TCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAA
TAAATCTTTTGAAGAAATTTGGGACAACATGACATGGATACAATGGGAAAGAGAAATTAGCAATTACACAGAC
CAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATA
AATGGACAAGTCTGTGGAATTGGTTTGACATAACAAGGTGGCTGTGGTATATAAAAATCTTTATAATGATAGT
AGGAGGTTTAATAGGTTTAAGAATATTCTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCTTTCGCTATATCTTTGCTTAATACTACAGCAATAGTAGTAGCGGGGTGGACAGATAGGGTTATAG
AAATAGTACAAAGAGCTTGGAGAGCCGTTCTCCACATACCCAGAAGAATCAGACAGGGCTTCGAAAGGGCTTT
GCTATAA 
>HQ691048 
GCCTTAGACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATACCTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGAACAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATAGCACTTTAAAGTATACCAATAGCTCTACAAAGGGAAAGAATAGCTCTACAAA
TGAAACTAGCTCTAGGCCAGAAACGACAGAGGAAGTAAAAAACTGTACTTTCAATGTGACCACAGAAATAAGA
GATAAGCAGCAGAAGGTCCGTGCACTTTTTTATAAGCTTGATATAGTGCAAATGAAAAATGACAGCAATAGTA
CTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAAGGATAAGAATTTCAATGGGACAGGG
CCCTGTAAAAATGTCAGTTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCACTTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATAGCAAAACCATAATAGT
GCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCAACAACAATACAAGAAAAAGTCTAACTTTAGGA
CCAGGACGAGTATACTATAGAACAGGGGACATAATAGGAGATATAAGACTGGCATATTGTAAGATTAATGGAA
CAAAATGGAATGAAGTTTTAAAACAAGTAACTGGAAAATTAAAAGAGCACTTTAATAAGACAATATACTTTCA
ACAACCAAACTTAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACCGCACTTGGAGTAATAAATCTTATAATGAGATTTGGGACAA
CATGACATGGACAGAATGGGAGAGAGAAATCAGCAATTACACAGACATAATATATGAGATACTTACAGAATCG
CAGAGCCAGCAGGACAAGAATGAAAAGGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTG
ACATAACAAAATGGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTATTT
GATGCAACAGCAGTAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAATACAAAGAGCTGGGAGAGCCA
TTCTCCATATACCCAGGAGAATCAGACAGGGCTTAGAAAGATTTTTGCTATAA 
>GQ916569 
GCCGCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTAATTGGAATATCACAGCCAAAAACATTAGCATAGAAAAAAATTCAACAAACTTAGGAAA
TATAACAGAAGAAATGAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAGGTCTAT
GCACTTTTTTATAGGCTTGATATAGTACCAATAGAAGATAATAATAATAGTAGTAATAGTGGTGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCATTTGAGCCAATTCCTATACATTA



TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATCAGAAGAATTTTACTGGGACAGGGCCATGTAACAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTTTAG
CAGAAGAAGAGATAGTAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAGCTATAGGACCAGGACAAGTA
TTCTATAGAAATGGGGATATAGTAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATG
AAACTTTAAGACAAGTAGTTAAAAAATTAAAAGAGCACTTTAAGAACAGTAGTTCAATAGTCTTTCAACCACC
CTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCT
GCACCACCTCTGTGCCCTGGAATTCCACTTGGAGTAATAAATCATATGAAGAGATTTGGAACAACCTGACATG
GACAGAATGGGAGAGAGAAATTAGCAATTACACAAACATAATATATGAGATACTTACAGACTCGCAGAACCAG
CAGGACAAGAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGAAATAACAA
ATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATACTACA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>GQ916571 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGCCAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAGGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATCCTACTTTCAATGCTACTTTGGGTAATGGAACCAATGGCAATAACACAGCCGA
TGGCCCTAACATAGGAAATTTAACAGAGGAAGTAAGAAACTGTTCTTTTAATACAACCACAGCAATAAGAGAT
AAGCAGCAGCAAGCCTATGCATTTTTTTATAAGCTTGATCTAGTACAAATTAAAAATAATAGTAATAGTAGTG
AGTATATATTAACAAAATGTAATGCTTCAGTCATTAAACAGGCTTGCCCAAAGATATCATTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGTGTAATGAGAAGAATTTCACTGGGACAGGAACA
TGCAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATG
GCAGTCTTGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACTATAATAGTGCA
CCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTTCGAAAATGTAAGAACAAGTGCACGTATAGGACCA
GGACAAGTATTCTATAAAACAGGAGCCATAAATGGAGATAAAAGAAAAGCATATTGTCAGATTAATGCAACAA
AATGGAATGAAACTCTACAACAGGTAGCTGGAAAATTAAAGGAGCACTTTAATACAACAATAGACTTTAGACC
ATCCTCAGGAGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATAATGAAATTTGGAACAACATGAC
ATGGATACAATGGGAGAGAGAAATTAGCAATTACACAAACCTAATATATGATATACTTACAGAATCGCAGAAC
CAGCAGGATAAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAT
CAAATTGGCTGTGGTATATAAGACTCTTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTGAATAGGGTTAGGAAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTATTTGATACT
ACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATCCTCC
ACATACCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>GQ916572 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAACGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACTGATGCTATTTTGAAAAGTGAAAACACAACCAAAAACACAACCAATGGCCCTCCCAC
GATAGGAAACATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGCAGAAG
AATGTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTAACGGTAACAGTAACAGTACGGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCATCTTAATGA
ATCTGTAGCAATCAATTGTTCCAGACCCGCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGTA
TTCTATAGAACAGAAGATATAATAGGAGACATAAGAAAAGCATATTGTGAAATTAATGGAACAAGATGGTTTA
AAGTTCTTACTCAGGTAGCTGAAAAATTAAAAGAGCACTTTAATAATACAATAGTCTTTCAACCACCCTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTTCTGTGCCCTGGAACTCCACTTGGAGTAATAGAACTTATGATGAGATTTGGGGCAACTTGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATTACACAAATCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAC
AGGAATGAAAAAGATTTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC



TATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCTTTCGCAATTTCTTTATTTAATGCTACAGCAATA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>GQ916575 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTCTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGCCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAAGGCTAACGATACTTTAAATGTCACTAATACACTCAATGTCTCTAACATAGTAGG
AAATCTAACAGATGAAGTAAAATACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGGAGCAGAAGGTT
TATGCACTTTTTTCTAAGTTTGATATAGTACCAATAAATGATAGTAGTATTAACAATGATAATAAGAGTRAGA
ATAATGAGAAGTATAGGCTAATAAATTGTGATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGTAACCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGG
ACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TGTTAAATGGCAGTTTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTCACAGACAATGCCAAAACCAT
AATCGTGCACCTTAATGAATCTGTAGAGATCAATTGTACCAGACCCTTCAACAAGATAAGAACAAGTATGCGT
ATAGGACCAGGACGAGTATTCTATAAAACAGGAAGCATAACAGGAAGTAATACAAAAGCATATTGTGAGATTA
ATGGAACAAAATGGAAGAAAGTTTTAAAAAAGGTAACTAAAAAGCTAGAAGAACACTTTCCTAATAAGACAAT
AAGCTTCAAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCT
CTGGAAAAACTATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTACAATGAGATTTG
GGGCAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCACATATATGAGATACTTACA
GAAACGCAGAACCAGCAGGAAAAGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGACTT
GGTTTGACATAACACAGTGGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCT
TTGTTTGACGCTGCAGCAATAACAATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTGGGA
GAGCCATTCTCCACATACCTAGAAGAATTAGACAGGGTTTAGAAAGGATTTTGGTATAA 
>JX446655 
GCAGCAGACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCGCAAGAAATACACCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAATTGTACTAATGCTAATTTGACCCATCTCAACACGACCAATCTCAACACGACCACTGTCTCTAG
GGACATAGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGTAGTATCAGATAAGAAG
CAGAAGGTCTATGCACTTTTTTATAAGCTTGATTTAGTACCAATGAAAGAAAATCAAACTAATAGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAA
AATGTTAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAGGTATAACTATAGGACCAGGACGA
ACATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGA
AGGAAACTTTAAAACAGGTAGCTAAAAAATTACAAGAGCACTTTAAGAATAAGACAATAGAATTCCGGCCACA
CTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGCAACATGACATG
GATAGAATGGGAGAGAGAAATTGGCAATTACACAAACCAAATATATGACATACTTACAAAATCGCAGGACCAG
CAGGACAGAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAA
ATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTGTG
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAATAGCACAAGGAGCTTGGAGAGCCATTCTCCACA
TACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX446756 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAACACAGGAGCCAGAAGTGCACAATGTTTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGCCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACGGGGACCAATGTCACAACCAATGGCAAAATAGGAAATATAACAATAGG
AAATATAACAGATGAAGTAAAAAACTGTACTTTTAGCATGACTACAGAATTAACAGATAAGAAGAAGAAGGCC
TATTCACTTTTTTATAGGCTTGATATAGTACCAATTAATGGTGAGAATGGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAACAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCC



AGCTGGTTATGCGCTTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGGAG
AGATAATAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACTAGACCCTCCAACAATACAAGAAAAAGTATACAGATGGGACCAGGAAAAGTATTTTATAGA
ACAGGAGACATAATAGGAGATATAAGGAAAGCACATTGTGTGGTTAATAAAACAAAATGGAATGAAACCTTAA
CACAGGTAATTGAAAAATTAAAAGAGCACTTTAATAAGACAATAGTCTTTGAACAACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGATGCTCTGGGAAAGTCATCTGCACCACTCCTGTGC
CTTGGAACTCCACTTGGAGTAATAAATCTTTTACAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAAACAAATATATGAGATACTTACAGAGTCGCAGATCCAACAGGATAAGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGTATAACACAATGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGRGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATCTCTTTGCTTAATGCTACAGCAATAACAGTAGCG
GGGGGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGTTTTTGCTATAA 
>JX446850 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGCGCACAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTGTTAATTTGACCAATCTCAAAAACACTACCTATAACAGTAGCACGATCTATAAAGACCT
AGAAAATATAACAAATGAAGTAACAAACTGTTCTTTTAATACGACCACAGAACTAACAGATAAGAGGCGGATG
GTTCATGCACTTTTTTATAGGCTTGATATAGTACCAATTAATGATAGTAGGAAAAATGGTAGTGGTGAGTATA
GGTTGATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGCACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCRCACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGATATAATAATCAGATCTGAGAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAAGTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGGCCAGGACAA
ACATTCTATAAAACAGGAGACATAATAGGAGATATAAGGCAAGCATATTGTGAGATTAACGGAACACAATGGA
ATGAAACTTTAAAACAGGTAGTTGAAAAATTAAAAGAGCACTACCCTAATAAGACGACAATAAGTTTCCAGCC
ACACTCAGGAGGAGATCTAGAAGTAACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTAGCAAAACCG
TCTGCACCACTGCTGTGCCCTGGAACAAAACTTGGAGTAATAAATCTTATGAGGAGATTTGGAACAACATGAC
ATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAAAAC
CAGCAGGAGAAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTCAGCATAT
CAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACT
ATAGCAGTAGCAGTAGCGGGGTGGACAGATAGAGTTATAGAGGTAGCACAAGGAGCTTGGAGAGCCATTCTCC
ACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX447127 
GCCTCAAATGACTCGTGGGTTACAGTTTATTATGGGGTTCCYGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGTGCCAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACTTTGCCCAATGCTAATTCGACCCTTACAGCCAAAGGCCCTGAAGTAGG
AAATGTAACAGATGAAATAAGAAACTGTTCTTTTAATATGACCACAGAACTGAGAGATAAGAAGCAGAAGGTC
TATGCACTTTTTTATAAGCTTGATATGGTACCGATAGGTAATGAAACTGGTAATAGTAGTGAGTATAGATTAA
TAAACTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCTCTGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAGTGGCAAAAACATAATAGTGCACCTTAATGAATC
TGTAGAAATCAAGTGTACCAGACCCTCCAACAATACAAGAACAAGTGTGACTGTAGGACCAGGACAAGTATTA
TATAGAACAGGAGATATAATAGGAAATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAG
TTTTAAAACAGGTAGCTGACAAATTAAAAGAGCACTTTATAAAAGAGCACTCTAATACAACAATAAAGTTTCA
ACAACCACCCCCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCCCCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTAAAAGAAATTTGGGAGGG
CAACATGACATGGAATGAATGGGAAAGAGAAATCAACAATTACACAAACCAAATATATGGGATACTTATAGAA
TCGCAGAACCAGCAGGACAAGAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGCCTGTGGAACTGGT
TTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAAT



AATTTTTGCAGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCCATTTCTTTG
CTTGATACTATAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAG
CCTTTCTCCACATACCTAGAAGAATCAGACAGGGTTTTGAAAGAGCTTTGCTATAA 
>JX447308 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTCTACTTTGTGAAAATGCTCATTGGAATTCTACAATAGAAAATAGAACAGATGAAGTAAAAAACTGTAC
TTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGCAAGTTCGTGCTCTTTTTTATAAGCTTGATGTAGTA
CCAATGAATACTAGTGAGGAAAATGAACAGAACAAGGAAACAAATAATAATAAGAGTATAGAATATAGGTTAA
TAAATTGTAATACTTCAGTCATTAGGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAGCAATGTC
AGCTCAGTGCAATGCACACATGGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAG
AAGAAAGGATAATAATCAAATCTGCAAATCTCTCAGACAATACCAAAAACATAATAGTGAGCCTTAATGAATC
TGTACAAATCAATTGTACCAGACCCGACAACAATACAAGAAAAAGTGTAAATATAGGACCAGGACAAGTATTA
TTCTATAGACCAGGAGATGTAGTAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGAAACAAAATGGTATA
AAGTTTTAAAACAAGTAAGGGAAGAATTAAAAAAGCATTTTCCTAATAAGACCACCATAAATTTTACAAAACC
TTCAGGGGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGTCTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGGACAACATGACATG
GACACAATGGGAGAGAGAAATTAGCAACTATACAGACATAATATATGGGCTACTTACAGAATCACAGAACCAG
CAGGACAGAAATGAGAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTACTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTCCGCTATTTCTTTGTTTGATGCTACA
GCAATAGCAATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCCTTTACTCACA
TACCCAGAAGAGTCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX447458 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGCGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATGAAACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCTCAAGAAATACCCATGGAAAATGTAACAGAAAATTTTCACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTGAAGTTAACCCCTCTCTGCG
TTACTTTAAATTGTACCGAGGCTAAAATTACTTGTAATTCCACTGTCACTTCCAATATCACTTCCAATAACAC
TTGCATAGAATTCATAAAAAATGAAGTAAAAAATTGTTCTTTTAATATGACCACAGAAGTGACAGATAAGAAG
AAGCAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACAGATGGGAGATGAGAGTACGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGAGAAGAATTTCACTGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAG
AGGAGATAGTAATCAGATCTGAAAATCTCACAAACAATGTCAAAACCATAATAGTACACCTTAATAAATCTGT
AGAAATCAGTTGTACTAGACCCTCCAACAATACAAGAACAAGTATATCTATAGGACCAGGACGAGCATTCTAT
AGAATAGGAGACATAACAGGAGATGTAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTT
TAAAGCAGGTAGCTGGAAAATTAAAAGAGTACTTTAATAAGACAATACTCTTTGAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTTCAGGCAAGAATCCTGGCTGTG
GAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTTGAGTGAGATTTGGGAAAACATGACATGGGTAGAATGGGA
GAGAGAAATTAGCAATTACACAAGACAAATATATGAGATACTCACAGAATCGCAGAACCAGCAGGATAAGAAT
GAAAAAGATTTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAATA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGCAGAGCTGTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JX447493 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGAAGCTAAATTTAACCTAACCAGCCCAACCGATATCCCTAAAGGAGTAGGAAATTT
AACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGGAGCAGCAGATCCATGCA
CTTTTTTATAAGCTTGATATAGTACAAATTGAGGGAAAGAATCATAGTGAGAAGGATAGTACAGGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAAGTGTCCTTTGAGCCAATTCCTATACA



TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAGGAATTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAYTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAA
TGAATCAGTAGAAATCAATTGTACCAGGCCCTCCAACAATACAAGAACAAGTACGAGAATAGGACCAGGACAA
GTATTCTATAGAACAGGAGAAGTAATAGGAAATCCAAGACAAGCATATTGTGAGATTGATGGAAAAACATGGA
ATAAAACTTTAGAACAGGTAGCTGAAAAATTAAAAGAGCACTTTAATAAGACAATAAGCTTTCAACCGTCCTC
AGGAGGAGATCTAGAAATTACAACGCATCACYTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAGAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCTTGGAATTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGAACAACATGACATGGAC
AGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATACTATACTTACAGAATCGCAGAACCAGCAG
GACAGGAATGAACTGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGCTTAATGCTACAGCA
ATAACAGTAGCAGGGTGGACAGATAGAGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCAATTTGCCACATAC
CTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTAGTATAA 
>JX448028 
GCCTCAGACACCATGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAGGTTAACTCATCTCTGCG
TTACTTTAAATTGTTTCAATGCTACCTTCAATACCAACAGTAGCTTTATGAAAGAAGAAGTAAAAAACTGTTC
TTTTAATACGACCACAGAACTAAGAGATAAGAAGCAGAAGGCCTATGCACTCTTTTACAAGCTTGATATAGTA
CAAATGAATGATAATAGGACATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGA
TATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTTAAGTGTAATGATAAGAA
TTTCAATGGGACAGGGCCATGTAAATATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCA
ACCCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAATAATG
CCAAAAACATCATAGTGCACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCATTCAACAATACAAGAAC
AAGCATAAGAATAGGACCAGGACAAATGTTCTATAGAACAGGAGAGATAACAGGAGATATAAGAAAAGCATAT
TGCGAGATCAATAGAACAAGATGGAATAAAACTTTAAGCCAGGTAGCTAAAAAATTAAAAGAGCACTTTAACA
AGACAATAATCTTTCAACCGCCCTCAGGAGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGA
ATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGG
GGCTGCTCTGGAAAAATCATCTGCACCACTACTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAG
AGATTTGGAACAACATGACATGGGTAGAATGGGAGAGAGAAATTAGCAATTATACAAGCACAATATATGAGAT
TCTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTG
TGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAG
GTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGC
TATTTCTTTGTTTGATGCTACAGCAATCGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTGGCACAAAGA
GCTTGGAGAGCCATTCTCCATATACCTAGAAGAATCAGGCAGGGCTTCGAAAGGGCTTTGGTATAA 
>JN388142 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAAGATGGTAGAA
CAGATGCATGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGTTAACGTGACCAATATGACCAATATCACTTACCCAACCAATGGCCCCACCGA
GGTAGGAAATATAACAAATGAAGTAAGTAACTGCACTTTTAATATAACCACAGAACTAAAAGATAAGAAGCAC
AGGGTCAATGCACTTTTTTATAAACTTGATATAGTACAAATTAATAGCAATAATAATAAAGAGTATAAAGAGT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACCCAATTGCTGTTAAATGGCA
GTCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATATCACAGACAATATCAAAACCATAATAGTGCACCT
TAATAAATCTGTAACAATCAATTGTACCAGACCTTCCGACAATACAAGAACAAGTGTACATATAGGACCAGGA
CAAGTCTTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAAGATTAATGAAAAATTAT
GGAATGAAACTTTAAAATGGGTATCTAAAAAATTAAGAGAGCACTTTGAGAATAAAACAATAATCTTTAACTC
ATCATCAGGAGGAGATCCAGAAATCACAATGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATAATGAGATTTGGGACAACATGAC
ATGGATACAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGGGCTACTTACAGAATCGCAGAAC
CAGCAGGACAGGAATGAACAAGATTTGTTACAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAA
CAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTCGATGCT



ACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAGTAGTTTGGAGAGCCATACTCC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN388111 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACTAAGGCTAATGCGACCAATGTCTCTATAAAAGCCAATACCTCTAACATAGTAAATAT
AACAGATGACATGATGAATTGTACTTTTAATATGACCACAGAAGTACAAGATAAGAAGCAGAAGGTCCATGCA
CTTTTCTATAAGCTTGATATAGTAAAAATAGAAAGCAATAGTACTAATAGTAATGATAGTTATAGTAGTTATA
GGTTGATAAATTGTAATACTTCAGTCATCAAGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCACTGGGATAGGGCTATGTAAA
AATGTCAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGATATCAACTCATTTGCTGTTAAATGGTAGTC
TAGCAGAAGAAGACATAATAATCAGATCTGAAAATATCACAGACAATGGCAAAAACATAATAGTGCATCTTAA
TAAAGCTGTAAAAATCAATTGTATGAGGCCCTCCAACAATACAAGAACAAGTATACGTATAGGACCAGGACAA
GCTTTCTATAGAACAGGAGAAATAATAGGAGATATAAGACAAGCATTTTGTAAGATTAATGGAACAGAATGGA
ATAAAACTTTAACACAGGTATCTGAAAAATTAGGAAAGCACTTTATTAATAAGACAATAAGATTTCAACCACC
ACCCCCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTAACAAAATCA
TCTGCACCACTAATGTACCCTGGAACACCACTTGGAGTAATAAATCTCTTGAAGAGATTTGGGGCAACATGAC
ATGGATACAATGGGAGAGAGAAATTAGCAGTTACACAAACCAAATATATGATATACTTACAGAATCGCAGACC
CAGCAGGAAAGGAATGAAAAAGAATTGTTAGAATTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAT
CAAGATGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTAATACT
ACAGCAATAGCAGTAGCGGAGTTTACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTAC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGATTTTGGTATAA 
>JN388121 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAC
CAGATGCAGGAGGATGTAATCAGTCTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGATGCTACAGTTAAAGTTACCAATGATACAGTTACCAATGTTACTCAGCCCCCAAA
CACAATAGGAAATATAACAGAGGATGTAAGAAACTGTTCTTTTAATGTAAGCACAGAACTAAGGGATAGGTTT
AAGAAGGTATATACAGTTTTTTCTAAGCTTGATGTAGTACCAATTAATAGCAATGATACAAATAGTGGGTATT
GGTTAATAAATTGTGATACTTCAGTCATTAAACAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAACGATAAGAAATTTAATGGGACAGGGCCATGTAAA
AATGTTAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGCTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TGAATCTGTAAAAATCAATTGTACCAGACCTAATAAAAATGTAAGAACAAGTATACGTATAGGACCAGGACAA
GTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTGAAGTTAGTAGAACAAAATGGA
ATGAAACTTTAAGACAGGTAGGTGAAAAATTAAGAAAGCACTTTAATAAGACAATAAAATTTCAACCAGCCTC
AGGAGGAGATATAGAAATTACAACACTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGACTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATTATTTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGCAACATGACATGGAC
AGAATGGGAGAGAGAAATTAGCAATTATACAGAACAAATATATGACATACTTACACAATCGCAGGACCAGCAG
GACAGGAATGAAAAGGAGTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATATCAAATT
GGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
CTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCA
ATAGCAGTTGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCTATTCTCCACATAC
CTAGAAGAATCAGGCAGGGATTTGAAAGGGCTTTGCTATAA 
>JN388171 
GCCTCAGAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGGAAAATGTAACAGAAGATTATAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTAGCACTGCTACTTTCAACAATACTAATTTCAGCAATAACATAACCAATAGCTCTGACAC
AATAAAAGATGAAATAAGAAACTGTACTTTCAATATGACTACAGAACTAAGAGATAAGCAGAAGAATGTCTAT
GCACTTTTTTATAAGCTTGATTTAGTACAAATTGGAAATAGTAGTTATAGTTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTTTGCGATTTTAAAGTGTAATGATAAGAATTTCAGTGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA



TGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGATAG
TAATCAGATCTGAAAATATCACAAATAATGCCAAAATCATAATAGTGCACCTTAATGAGTCTGTAGAAATCAA
TTGTACCAGACCCTCCAATAATACAAGAACAAGGATGACTATGGGACCAGGACACGTATTCTATAAAACAGGA
GAAATAATAGGAGATATAAGAAAAGCACATTGTGTGATTAATAGAACAAAATGGTTTGAAGCTTTAAGACAGG
TAGCTAAAAAATTAGAAAAGCACTTTCCTAATAAAACCATAACCTTTAAACCATCCTCAGGAGGAGATCTGGA
AATTACAAACCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATAGAGAGATTTGGGACAACATGACATGGATACAATGGGAGAAAGA
AATTAGTAATTACACAGACCAAATATTTCAGCTACTTACAGAATCGCAAAGCCAGCAGGACAAGAATGAAAAA
GAGTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAA
AAATATTTATAATGATCGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTACTTGATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGTTTGGAGAGCCATTATCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTATTATAA 
>JN388181 
GCCTCAGACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAGGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACTGATGCTAAGTTCAATTGTTGTTGCACTCCTTCCCCCAATGCCTCTGACACAATAGG
AAATTTAACAGATGAAGTAAGAAACTGCTCTTTTAATATAACCACAGAACTAAGAGATAAGAAGCAGAAAGTC
CAGGCACTTTTTTATAGGCTTGATATAGTGCCAATTGAAGAAGATAATAACAGTAGTAATAACTTTAGTACTT
ATAGGTTAATAAATTGTAACACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTTAATGGGACAGGGCCATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAGGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGA
CAAATGTTCTATAGAACAGGAGAAATAATAGGAGATATAAGAAAAGCATACTGTGAGATCAATGGAACACAAT
GGAATAAAACTTTAGAACAGGTAAAGAAAAAATTAGAAAAGCATTTTAACAAAACAATAAGCTTTCAACCACC
TTCAGGAGGAGATCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAAATTTGGAATAACATGACATG
GACAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTGACAGAATCGCAGAACCAG
CAGGACAAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATTAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTTTTTCGCTATTTCTTTGTTTGATACTATA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTCGCACAAGGAGCTTGGAGAGCCATTCTCCACA
TACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN388211 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAAGACCCAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAAATTCAAGGCCACCGAAGTCAATGGAACAACCCCTAGCCCACCTACAAT
AGGAAATATATCAGATGAAGTAAGAAATTGTTCTTTTAATATAACCACAGAACTAAGAGATAAGGATAAGAAG
GTCCATGCACTTTTTTATAGGCTTGATATAGTACCAATGGATAATGAGACTAATAGGGAGTATAGGGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGAGACATGCAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TGAACCTGTAGAAATCAATTGTACCAGACCCTCCAACAAGGTAAGAACACGTATAACTATGGGACCAGGACGA
GTATTCTATAAAACAGGAGACATAGTAGGAGATATAAGAAAAGCACATTGTGTGATTAATGGAACAAAATGGA
ATGAAACTTTAAGACAGGTAGCTAAAAAATTAAAAGAGCATTTTAATAAAACAGTAGTCTTTCAACCACCCTC
AGGAGGAGATCTAGAAATCACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTCTGGAAATGTACCTAAGGGATCAGAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAATTCATCTGCA
CCACTAATGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTTGGAAGAGATTTGGAATAACATGACATGGAC
ACAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCACAGAACCAGCAG
GACAGGAATGAAAAGGATCTGCTAGAATTGAATCAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCA



ATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN388091 
GCTTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGTG
TTACCTTAAATTGTACCAACAATATCACTGTCTCGAGGACAGAAACAAATGTAACATATAAAGGAACAATAGG
AAATGTAACAGATGAAGTAAAAAACTGTTCTTTTAATATAACCACAGAGCTAGCAGACAAGAAGCAGAAGGTC
TATGCACTTTTTTATAAGCTTGATATAGTGTCAATTGATAATAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATCCTAAAATGTAATGAAAAAAATTTCACTGGGATAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGATAA
TAATTAGATCTGAGAATATCACAGATAATGCCAAAAATATAATAGTGCAACTTAATAAATCTGTAGAAATTAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACGAGTATTCTATAGAACAGGA
GAAATAGTAGGAGATATAAGAAGTGCATATTGTGAGATTAATGGGACAAACTGGAAGGGAGTTTTAGAACAGG
TAGGGGAAAAATTAGGAGAGCACTTTCTGAATAAAACCATAAGCTTTCAACCACACTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGCAGGGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAATGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAGATCTTATGAAGACATTTGGAACAACATGACATGGACAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATAGCATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTGTTTCTTTGCTTGATACTATAGCAATAGCAGTAGCAGGG
TGGACAGATAGGATTATAGAAGTAACACAGAGAGCTGGGAGAGCCATTCTACATATACCTAGAAGAATCAGAC
AGGGTTTAGAAAGGGCTTTGCAATAA 
>JN860768 
GCTGCAGACAACCTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGCGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACTGAAGCCAATGCCACTAAAGTCACAACCAATTTCACTAGCGGAGTAGGAGATATAGG
AAATATAACAGATGAAGTAAGAAACTGTTCTTTTAAGATGACCACAGAATTAAGAGATAAGAGGCAGCAGGTC
CATGCACTTTTTTATAAGCTTGATACAGTACAAATAGGAAGTGATAATAGTACATATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGTGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCTGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAAGCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAGTGAATCTGTAGAAAT
CAACTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAAATATAGGACCAGGACAAGTATTATTCTATAGA
TCAGGAGACATAATAGGAGACATAAGACAAGCATATTGTGAGATTAATGAAACAAAATGGAAGAAAGTCTTAG
TACAGGTAAGGGAAAAATTAAAAGAGCACTTTAATAATAAGACAATAACCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAACGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATAATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGATATTTGGAACAACATGACATGGGTAGAATGGGA
GAGAGAAATTAGCAATTACACAAACCAAATATATGACATACTTACAGAATCGCAGACCCAGCAAGATAAGAAT
GAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGTAGTTTGGAGATCTATTCTCCACATACCTAGAAGAA
TCAGACAGGGGTTAGAAAGGAGTTTGCTATAA 
>GQ916587 
GCCTCAGACAAATTGTGGGCTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAATGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATAAAATGGCTGAA
CAGATGCAGGAGGATGTAATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCTCTCTGCA
TTACTTTAGATTGTAGACATTCCAATGATAATGTGAACAATGCTCGTTCGATCAATGGCAGTACCATAGATGA
GTTAAGAAATGAAATAAGCAACTGTTCTTTTAATATAACCACAGAAATAGGAGATAAGAAGCAGAGGGTCCAT
GCACTTTTTTATAAGCTTGATCTAGTATCACTTACAAATGGTAAAAATAGTAGTAAGTATAGGTTAATACATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCAATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTTAGCTCA



GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGGAGAAG
AAATAGTAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTACC
AATTAACTGTAGTAGACCCTCCACCAATATAAGAACAAGTACAAGAATAGGACCAGGAAGAGTATTCCATAGA
ACAGGAGCCATCACAGGAGATAAAAGGACAGCATATTGTGAGGTTAATGGAACAGCATGGAATAGAACTTTAG
AACAGGTAACTAGAAAATTAAGAGAACACTTTAATAAGACAATAGACTTTCAACCACCCTCAGGAGGAGATCC
AGAAATTACAATGTTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGCACAACATGACATGGAAAGAATGGGAGAA
AGAAATTAGTAATTACACAAATCAAATATATGAGCTAATTACAAAATCGCAGGACCAGCAGGAAAGGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTAGCG
GAGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCCATCCTCCACATACCTAGAAGGATCA
GACAGGGCTTAGAAAGGACTTTAGTATAA 
>GQ916590 
GCCTCAGACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCTTCAGATGCCAAAGCACAGGAGGCAGAAGTGCACAATATCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGCCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTACTGAGGCTAATTGGACCAGTGTCAGTAGTATGACCAATGACTCTGTCAAAATAGGAAA
TATAACAGAGGAAGTAAGAAATTGTTCTTTTAATATGACCACAGAACTACAAGATAAGAAGCAGAAGATCCAT
GCACTTTTTTATAGGCTTGATCTAGTAGAAATAGAAGCTAATAGAACTTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCCGGTTA
TGCAATGTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTAAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTATCAGAAGGAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATGAATCTGTACAAATCAATTG
TATCAGACCCTCCAACAATACAAGAACAAGTCTAACTATAGGACCAGGACAAGTATTCTATAGAAACGGAGAC
ATAATAGGTGATATAAGAAAAGCATATTGTGAGATTAATGAAACAAAATGGAATAGAACTTTAAAACAGGTAG
CTGGAAAATTAAAAGAGCACTTTAATAAGACAATAATATTTCAACCACCCTTAGGAGGAGATCTGGAAATTAT
AATGCATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGATGCTCTGGAAAAATCATCTGCACCACTGATGTGCCCTGGAACT
CCACTTGGAGTAATAGATCTTATGCAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAATCAAATATATGAGATACTTACAGCATCGCAAGACCAGCAGGACAGAAATGAAAAGGAGTTA
TTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTGTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCAGGGTGGACA
GATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>GQ916593 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAACAGGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAATTTGTACCGATGCTAAATTGATAAATAACGGTAGCACAACCAATGTCTCTGACATAATAGGAAA
TATAACAGATGAAGTAAGAAACTGCTCTTTTAATGCGACCACAGAATTAAGAAATAAGAAGCAGAGGGTCCAT
GCACTTTTTTATAGGCTTGATACAGTACCAATTGAAAAAGGTAGTAATGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGACATGTAACAATGTCAGTTCGGTACAA
TGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAA
TAATCAGATTTGAAAATCTCACAAACAATGCCAAAACCATAATAGTACACCTTAATGACCCTGTAGAAATCAA
TTGTACTAGACCCTCCAGCAATACAAGAACAAGTGTACGTATAGGACCAGGACAAGTATTCTATAGAACAGGA
GACATAATAGGAGATATAACAAAAGCATATTGTAAAATTAATGGAACAAAATGGTATAAAGTGTTAACAGAGG
TAAGTGGAAAATTAAAAAAGCACTTTAGTAATAAGACAATAGAATTTCAACCACCCTCAGGAGGAGATTTAGA
AGTTACAAGGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACAAAACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGGTACAATGGGAGAGAGA
AATTAGCAATTACACAGACCTAATATATGAGATACTTACAGAATCGCAAAACCAGCAGGACAGAAATGAAAAG
GATTTGTTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACACAATGGCTGTGGTATATAA
GAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTGGATGCTGTAGCAATAGCAGTAGCAGGG



TGGACAGATAGGATCATAGAAGCAGTACAAAGAGCTGGGAGAGCCATTATCCACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>HQ691028 
GCCTTAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAAAACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCGCAAGAAATACCCCTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGGTTATCTTATCTTTGTG
TTACTTTAAATTGTACCGATGCTAAAGTGACCAATGCTACTTTGACCCAGAACCACACTAACATAGGAAATAT
AACAGATGACGTAAAAAACTGTACTTTCAACGTCACCACAGAGCTAAGAGATAAAAAGAAAAAGGTCCATGCA
CTTTTTTATAAGCTTGATCTAGTACAAATGGGTGATCAGAATAGTAGTGAATATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGTGATTTTAAAGTGTAATGAAAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGATATAA
TAATCAGATTTGAGAATATCACAGATAATGCCAAAAGCATAATAGTGCAACTTAATAAATCTGTAGAAATCAG
TTGTACCAGACCCTTCAACAATACAAGAACAAGTATGACTATAGGACCAGGCCAAACGTTCTATAGGACAGGA
GACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAAACAGG
TAGCTACAAAATTAAAAGAGAACTTTAATAAGACAATACTTTTTCAACCACACTCAGGAGGAGATCCAGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATAC
CTAACGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGA
ACTCCACTTGGAGTAATAAATCTTTAAACGAGATTTGGGATAACATGACATGGATAGAATGGGAAAGAGAAAT
TAACAATTACACAAGCACAATCTATAAACTACTTACGGAATCGCAGAACCAGCAGGACCAAAATGAAAAAGAG
TTGTTAGAGCTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAGTAGCAGTAGCGGAGTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>GQ916576 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACTGTGTAATAATACGATCACAGTCACTAATGGGACCAATGTCACCAACACTATAGGAAATAAAAC
AGATGATATTGATATGAAAAACTGTACTTTTAATATGACCACAGAGCTACAAGATAAGAAGCAGAAGGTCCAT
GCACTATTTTATAGGCTTGATATAGTGAAACTTAGAGATGATAATAGTAGTGAGTATAGATTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATGTTAAAGTGCAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAATAAATCTATAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTATTAGGATAGGACCAGGACAAGTATTCTATCGAACA
GGAGAAATAATAGGAGATATAAGGAAAGCATATTGTGAAATTAACGGAACAAAATGGAATGAGACTTTAAAAC
AGGTAGCTGGAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGACCTAGA
AGTCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCGTCTGCACCACTGCTGTACCCT
GGAACCTCTCTTGGAGTAATAAATCTTATGATGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGGGA
AATTAGTAATTACACAAATCAAATCTATGAGATACTTACAGAATCGCAAAACCAGCAGGACAGGAACGAAAAG
GATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAAGAG
AGTTAGGCAGGGTTACTCACCTGTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAATCGCAGTAGGGAAG
TGGACAGATAGGATTATAGAAGTAGTACAAGGAGCTGGGAGAGCCATTCTCCACATACCGAGAAGAATCAGAC
AGGGCTTAGAAAGGTCTTTGCTATAA 
>GQ916577 
GCCTCAGACAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATGAGACAGAAGCACACAATATCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCGCTCTGCG
TTACTTTAAATTGTACTAAATTGACCAATGTTACCAATGTCAATACCAATGAGTCTCACATAATAGGAAATAT
AACAGATGAAATAACAAACTGTACTTTTAATGTGACCACAGAAGTGAGAGATAAGAAGCAGAATGCCTATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTAAGAATAATGATAATAGTAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCGCTCCAGC
TGGTTATGCGATTATAAAGTGTAATGAGAAGGATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA



CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAGA
TAATAATAAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTGTGACTATAGGACCGGGACAAGTATTCTATAGAACA
GGAGACATAACAGGAAATATAAGGAAAGCATATTGTGAGATCAATGGAACAAAATGGAATAAAGTTTTAAAAC
AGGTTGAAGAAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTCCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTGCCGTGCCCT
GGAACTCCACATGGAGTAATAGATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAATCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGACAAGAATGAAAAA
GATTTATTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGATTATAGAAATAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGTTTAGAAAGGGCTTTGGTATAA 
>GQ916578 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAGACACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAGAATTAACTCCTCTCTGCG
TTACTTTGAATTGTACCAGTGCTAAACTGAATATGACCAAGGTCAATGTCTCTGAACCAATAGGAAATTACAC
AATAGGAAATGTAACAGATGAAATAAGAAACTGTTCTTTTAATATGACCACAGAATTAACAGATAGGAAGCAG
AATGTTCATGCACTCTTTTATAAGCTTGATATAATGCAAATGGAAAATAGTAATAATAGTAATAGCAGTAAGT
ATAGTCTGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTACCCCGGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAAGTTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGCTCTGAAAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTTCAACAATGAAAGAAAAAGGATGACTATG
GGACCAGGAAAAGTATTCTATAGCACAGGAGAAATAGAAGGAGATATAAGAAAAGCATATTGTGAGATTAATG
GAACAAAATGGAATGAAACTTTAAAACAGGTAGCTAAAAAATTAAAAGAGTACTTTAATAAAACAATAAGATT
CCTACCACATTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGATGAGATTTGGAACAA
CATGACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAGCCAAATATATCAGATACTTACAGAATCG
CAGAACCAGCAGGACAAGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCCTTGTAT
GATGCAACAGCAATAGCAACAGCAGAGTGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCCT
TTATCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>GQ916579 
GCCTCAGACAACCTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTACACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGAAAAATGTAACAGAAGATTTTAACATGTGGACAAATAAAATGGCAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGATGCTAATTTGACCAATAACAGAACCAATGTCTCCAATAATACTAACCTAGGAAA
CATAAATGACTTAGAGGGGGAAATAAAAAACTGTACTTTTAATATGACCACAGAGATAAGAGATAAGAAACAG
AAGGTCTATGCATTGTTTTATAAGCTTGATGTAGTACAAATTAATAAAAGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAGTTGTTGTTAAATGGCAGTCTAGCAGAAGAAA
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGA
AATCAATTGTACCAGACCCTTTAACAATACAAGAACAAGTACACGTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGAAATAACAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAGAAAAGTTTTAA
AACAGGTAGCTGCCAAATTAGAGGAACACTTTAAGAAAAATATAAGCTTTCAACCACCCTCAGGAGGAGACCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTACTGTAC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGACAGAATGGGAAAG
AGAAATTAGCAATTACACAAGCAAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAAAAGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGGATAGTTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGTATGATACTACAGCAATAGCAGTAGCG



GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGTCTTTGCTATAA 
>GQ916582 
GCCTCAAACAACTTGTGGGTGACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGCCAAATATAACAGAAGATTTTAACATGTGGAAAAATAAAATGGCAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTGATTTCAAAAATCTCAGTAGCACAACCAATGTAGTAGGAAACATAACAGA
TGAAGTAACAAACTGTACTTTTAACATGACCACAGAACTAAGAGATAAGAAGCAGCAGGTCTATGCACTTTTT
TATAAGCTTGATTTAGTAGAAATGAATGAGAGTAATATTAGTAGTAAGAGTAATGCTAGTAGGGAGTATAGGC
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGGTATGCGCTTTTAAAGTGTAATGAAAAGAATTTCACTGGGACAGGTCCATGTAACAAT
GTCAGCTCAGTACAGTGCACACATGGAATTAAGCCGGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAG
CAGATCAAGAGATAATAAGCAGATCTGCAAATCTCTCAGACAATACTAAAACCATAATAGTGCACCTTAATGA
ATCTGTAGAAATCAATTGTACCAGACCCTCCAATAATACAAGAAAAAGTATAGCTATAGGACCAGGACAACTA
TTCTATAGAACAGGAGATATAATAGGAGATATACGAAGAGCGTATTGTGAAATTAATGAAACAAAATGGAATA
AAACCTTAAAACAAGTAAAGGCAAAATTAAAAGAGCACTTTAATAATAGGACAATAAGCTTTCAACCACCCTC
AGGAGGAGATCTAGAAATCACAACGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAGGGGATCAAAGGCTCCTAGGACTTTGGGGCTGCCATGGAAAAACCATCTGCA
CCACCTCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGATGCCATTTGGAACATGACATGGATACA
ATGGGAAAGAGAAATTAGCAATTACACAGACCAAATATATGAGATACTTACAGAATCACAGAACCAGCAGGAA
AAGAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGTTTGATACTATAGCAATA
GCAGTAGCGGGGTGGACAGATAGGATTATAGAAATAGCACAGGGAGTTGGGAGAGCCATTCTCCACATACCTA
GAAGGATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>GQ916583 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCGGATACCACACTATTTT
GTGCATCAGATGCCAAAGCACAGGAAACAGAAAAGCACAATGTATGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCACGGCTAATTTTACCAATACCACTACCACTAGGACCACACCAACACCATCCACCCC
TGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTCTATGCACTTTTT
TATAAGCTTGATATAGTAGAAATTGATCGAAATAGAAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGAT
TTTAAAGTGTAACGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACTCAT
GGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGAT
CTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAAATCAATTGTACCAG
ACCCTCCACCAACGTAAGAGCAAGTATAAGAATAGGACCAGGACAAGTGTTCTATAGAACAGAAGGCATAAAA
GGAGATATAAGACGAGCATACTGTGAGATTAATGGAACAAAATGGAATAAAGTCTTAAAACAGGTAACTAGGA
AATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAATCACCCTCAGGAGGAGATCTAGAAGTTACAATGCA
TCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCTCTT
GGAGTAATAAAACTTATGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTA
CACAAAACAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAGAAGGATTTGTTAGAA
TTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGG
GTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTATCCACATACCTAGGAGAATCAGACAGGGCTTAGAAA
GGACTTTGCTATAA 
>JX512892 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATATAATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACAAAGGCTAAATGGATGACCAATGTCACCTCTGACCCAAGCAACGGCACAATAGGAAA
TATAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAGCAGAAAGTCCAT
GCACTTTTTTATACGCTTGATATAGTAAAAATGAATGATAGTAATAATGATACTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATCCCTATACATTATTGTACTCC
AGCTGGTTATGCGCTTATAAAGTGTAATGAAAAGAATTTCAATGGGACAGGGCAATGTAAAAATGTCAGCTCA



GTACAATGCACACATGGAATCAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAAAAGAAG
AGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAGATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTCTAACTGTAGGACCAGGACAAGCAATCTATAGA
ACAGGAGACATAGTAGGAGATATAAGGAGAGCATATTGTGAGATTAATGGAACAAAATGGAAGGAAGTTTTAA
CACAGGTAGCTGTAAAATTAGAAGAGCACTTTAAGAATAGTTCAATCATCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCTTGGAACTCCACTTGGAGTAATAAATCTTCTGATGAGATTTGGAATAACATGACATGGATACAATGGGA
TAAAGAAATTAGCAATTACACAAACCAAATCTATGAGCTGCTTACAATAGCGCAAAACCAGCAGGACAAGAAT
GAAAAAGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTCTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAACAGTT
GCGGGGTGGACAGATAGGGTTATAGGAGTAGTACAAGCAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>JX512893 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCGGATACTACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCTACTTTGAACAGTACCTTGCCCGAGAATAGAACCGACTCTGACACAGTAGG
AGATCTAACAAATGAAGTGAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAGGAAGAAGCAGTTC
TACTCACTTTTTTATAAGATTGATATAGTACCAATTGAAGATAATAGAAATAAGAATAGTAATTATAGTGAGT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGAACCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGCTTATAAAATGTAATGATAAGAATTTCAAGGGGACAGGGCCATGT
AAAAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGACAAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCATCT
TAATGAATCTGTGAAGATCAATTGTACCAGACCCAACAACAATACAATAACAAGTATAACTATGGGACCAGGA
CAAGCATTCTATAGAACAGGAGACATAAGAGGAGATATAAGACAAGCATTTTGTGAGGTTAATGGAACAAGAT
GGAAGACAGTTTTAAAAAGGGTAGTTAAAAAATTAGAAACACTCTTTAATACCACAAACATAACCTTTCAAGC
ACCCTCAGGAGGAGATTTAGAAATAACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAGTACATTTGGGGCAACATGAC
ATGGACACAATGGGAGAGAGAAATTAGCAATTACACAAATCAAATATATGACTTACTTACAGAATCACAGAAC
CAGCAAGACAGCAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGATATAA
CAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCT
ACAGCAATAGCAGTAGGGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCC
ACATACCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTGCTATAA 
>JX512894 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCTGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTATTTGCG
TTACTTTACATTGTTCCAATATTAATGTTAGTAAGGCCCAGATCAACGAAACCCAGAGCAATAGCCTAGTAGG
AAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAATTAAGAGATAAAAAGAAGAAGGTC
CATGCACTTTTTTATAAGCTTGATATAGTATCAATAAATAATGATAGTGAGTATAGATTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTGCAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCTTAGCAGAAGATGAAATAA
TAATCAGATCTGAAAATCTCAAAGACAATGCAAAAACCATAATAGTGCATCTTAATGAATCTATACAAATCAA
TTGTACCAGACCCAACAACAATATAAGACAGAGTGTAAATATAGGACCAGGACAAGTATTATTCTATAGACCA
GGAGATGTAATAGGAGATATAAGAAAAGCATATTGTAAAATTAATGGAACAAAATGGAATAAAACTTTAGAAC
AGGTAAAAGAGAAATTAAAAGAGCATTTTAATAATACAATAAACTTTCAACCACACTCAGGAGGAGATCTAGA
AATTACAATGCATTATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAAATCTTATGACGAGATTTGGAATAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAA
GATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGGG



TGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>JX512895 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATAAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAATATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACACTGTACCACTGCTAACTTCACCAATGTCACAAAAAGTGTCCCTGACATAGGAAATTTACGAAA
TTTAACAGAGGAAGTAAAAAACTGTTCTTTTAATGTGACCACAGAATTAAGAGATAAAAGGAAGCAGGTCTAT
GCACTCTTTTATAAGCTTGATATAGTAGAAATGGGAAAAAATACTAGTGAGTATAGGTTAATAAATTGTAACA
CTTCAGTCATTAAGCAGACTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGCTTTTAAAGTGTAATGATAAGAATTTCACTGGGATGGGGCAATGTAGAAATGTTAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAA
TAATCAGATCTGAGAATATCACAGACAATACTAAAACCATAATAGTACACCTTAATAAATCTACAGTGATCAA
TTGTACTAGACCCTCCAACAATACTAGAGCAAGTGTACATATAGGACCAGGACAGGTATTCTATAAAACAGGA
GAAATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAGAACAGG
TAGTTGAAAAATTAAAAAAGCACTTTAATAAGACAATAATCTTTCAACCATCATCAGGAGGAGATCAAGAAAT
TATAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCCAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGGACAACATGACATGGACACAATGGGAAAGAGAAAT
TAGCAATTACACAGACCAAATATATGATTTAATTACACAATCGCAGAACCAGCAGGACAGAAATGAAAAAGAT
TTGTTGGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAATAGCAGGGTGG
ACAGATAGGATTATAGAAGTAATACAAGTAGTTGGGAGGGCTATTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>JX512897 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGACGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAATTTATGGGATCAAAGTCTTCAGCCATGTGTAAAGTTAACTCCTCTCTGCA
TTACTTTAGATTGTATCACTGCTAAGTTGAAGAGCAATGGTACTACCAATCCTACCCCCACCCAGGAGGCTGC
CTTCTTGGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATGTAACCACAGAGATAAGAGATAAAAAG
CAGAAGTTTTATGCACTTTTTTATAGGCTTGATATAGTACCAATAAGAAATGAGAGTAAAATGGGAAACGTGA
GTAGTGAGTACAGGCTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATAATAAGACTTTCAATGGGACA
GGGCCATGTACAAATGTCAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAAATCTGAAAATATCACAAACAATGCAAAAACAATAAT
AGTGCATCTTAATAAATCTGTAGAAATCAATTGTATCAGACCCTCCAATAATACAAGAACAAGTATACATATA
GGACCAGGACAAGCATTCTATAGAACAGGGGACATAATAGGAGATATAAGAAAGGCATATTGTAAGGTTAATA
GAACAAAATGGAAGGAAACTTTAAACCAGGTATCTGAAAAATTAAAAAGGTACTTTAATAAGAACATAACATT
TCTACCACCCTCAGGAGGAGATCTAGAAATTACAAAACATCATTTTAATTGTAGAGGGGAATTCAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTAATGTGCCCTGGAACTCTACTTGGAGTAATAAATCTTATGATGAAATTTGGAACAG
CATGACATGGACACAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATCTACTTACAGAATCG
CAGAACCAGCAGGACAAGAATGAAAAGGATTTGTTAGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTG
ACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGTTT
GATGCTGCAGCAATAGCAATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JX512898 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGGAGAGATGCTAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCGCATGTGACAGAAAAGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTACATTGTACCAATGCTAATTTAACCCATAACAACTCTACAACAGGCAAGAATCCAAACAATGCTAA
TATCTCTATGACAGGCAATCTAACAGAGGAAGTGAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGAT
AAGCAGCAGAAGGTCCATGCACTGTTCTATAAGCTTGATATAGTACAAATTGATGGTAGTAATAATAGAAGTA
ATGAGTATAGGTTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGCCCAAAGGTAACCTTTGATCCAAT
TCCTATACATTATTGCACTCCAGCTGGTTATGCGATTTTGAAGTGTAATGATAAGAAGTTCAATGGGACAGGG



CCATGTAAAAATATCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGCAGTTTAGCTGAAGAAGAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGT
GCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTATACGTATAGGA
CCAGGACAAGTATTCTATGGAACAGGAGATATAATAGGAGATATAAGAAAAGCACATTGTGAGATTAATGGAA
CAGAATGGAATAAAACTTTAACACAGGTAGCTGAAAAATTAAAAAAGCACTTTAATAAAACAATAACCTTCCA
ACCATCCTCAGGAGGAGATCCAGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
CCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAGTAAATCTTTTGAAGAGATTTGGAACAACAT
GACATGGATACAATGGGAGAGAGAAATTAGCAATTATACAAACCAAATATATACAATGCTTACAGAATCACAG
AACCAGCAGGAAAGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACA
TAACACGGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGAT
GCTATAGCAATAGCAGTAGGGGGGTGGACAGATAGGGTGATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTC
TCCACATACCTAGAAGAATCAGACAGGGATTCGAAAGGGCTTTGCTATAA 
>JX447727 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCTAAAGCACATATGGAAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAGAGTCTAAAGCCATGTGTTAAATTAACCCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTGATTTGAGATATGCCGATAATTCGACCAATGGCAATAACAATACCACTGT
CTTGAGCCTAAGAGGTGAAGTAAAGAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGCAGCAGAAT
TTCTATGCACTTTTTTATAGACTTGATATAGTACAAATTAGTGATACTGATAATAGTACATATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGCTCTGAAAATCTCACAAACAATGCCAAAATCATAATAGTGCACCTTAATAAATCTGT
AGAAATCAATTGTACCAGACCCTTTAACAATACAAGAACAGGTATACATATAGGACAAGGGCACGCATGGTAT
AGAACAGGAGACATAGTAGGAGATATAAGAAAAGCATATTGTGAGATTAATGAAGCAAAATGGAATAAAACTT
TAGAACAGGTAGCTAAAAAATTAAGAGAGCACTTTAAGAGTAAGACAATAATCTTTCAACCATCCTCAGGAGG
GGATCCAGAAATTACGATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTTGCT
GTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAAAGATTTGGAACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAACTACACAAACCAAATATATGACATACTTACAGAATCGCAGAACCAGCAGGATAAA
AATGAAAAGGATTTGTTAGAATTAGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGCTGT
GGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATCTCTTTGCTTGATACTATAGCAATAGCA
GTAGCGGGGTGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTATCCAAATACCTAGGA
GAATCAGACAGGGCTTAGAAAGGGCTTTAGTATAA 
>JX448059 
GCCGCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAAATGCCAAAGCACATGAGACAGAAGTGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCATGGAAAATGTAACAGAAAATTTTAACATTTGGAAAAATAATATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCACTGCTAACTGGACCAAGACTACGAACATAAGCGCGGAAGATAACAGGATAATAGG
AAATTTAACAGATGAAGTAAAAAACTGTTCTTTTGATGTGACCACAGACTTAAAAGATAAGACACAGAAAGAT
CATGCACTTTTTTATAAGCTTGATATAGTAAAAATAGGAAGTAGTAATAATAGTAGAGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGTGCTTTTAAAGTGTAATGATAATGAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAACGGCAGTCTAGCAAAAG
GAGAGATAATAATCAAATCTGAAAATATCACAAATAATGCAAAAACCATAATAGTGCACCTTAATGAATCTGT
ACAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGCATTCTAT
AAAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTAATGTTAGCAAAACAGAATGGAATAAAACTT
TAGACCAGGTAATTGAAAAATTAAGAAGGCACTTTAATAAAAGTAAAGAAATAGAATTTAAATCACCCTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTACAGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACACACCACATATATGACATACTTATGGTATCGCAGGACCAGCAGGAA
AGGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATA



GCAGTAGCGGGGTGGACAGATAGGATTATAGAAGTAGTACAAGTAATCTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>JN388104 
GCCTCAGACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACGACTCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAACTTGTACCAATGTTAATTTGACCAAGGTCAACGAAACCAACGGCCCTAGCACGATAGGAAATAT
AACAGATGAAGTAAAAAACTGCTCTTTTAATACGACTACAGAACTAAGGGATAAGAAGCAGAAGGTTTATGCA
CTTTTTTATAAGCTTGATATAGTAAAAATTGATAAAAATACTAGTGATTATAGGTTAATAAATTGTAATACTT
CAGTCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTTAAGTGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGTAGAAGAAGAAATAATAA
TCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGGCCCTCCAACAACAGCAGAACAAGTACACCTATAGGACCCGGACAAGTATTCTATAGAACAGGAGAC
ATAATAGGAAATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAACTTTAGAACAGGTAA
AGAAAAAATTAAAAGAGCACTTTAATAATAAGACAATAATCTTTCAACCATCCTCAGGAGGAGATCTAGAAAT
CACAATGCATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATAC
CTGAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAAACCAAATATATGAGCTACTTGCAGAATCGCAGGACCAGCAGGACAGGAATGAAAAGGAT
TTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTTATACTGATAGTAGGAGGTTTACTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAGTGGCACAAGGAGCCTGGAGAGCTATTCTCCACATACCTAGAAGAATTAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>KF268043 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAAGACCACCCTGTTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCACACAATATCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGCACCTGCAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATGACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCCTGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTCACAATGTCAATTTGACCAATTTCACTAACTCTGACACAGGAGGACAAATAGGAAATAT
ATCAGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAGACAACAGAAGGTCAATGCA
CTTTTTTATAGGCTTGATATAGTGAAAATTAATAGTGCTAATAATAGTAGTGAGGAGTATAGGCTAATAAATT
GTAATACTTCAGTCATTAAACAGGCTTGCCCAAAGATATCATTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGCTCCTAAAGTGTAATGAGAAAAATTTCAATGGGACAGGAGCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAGACAATACCAAAACCATAATAGTGCACCTTAATAAATCTATAGA
GATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAACTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAGGGAAGTATTAA
AACAGGTAGCTGGAAAATTAAAAGAGCACTTTAAAAATAGTACAATAAACTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTGTAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAAGATCAGAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTG
TGCCATGGAACCTCTCGTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGACTGGGA
GAGAGAAATTAGCAATTACACAGACCAAATATATCAAATACTTACAGAATCGCAGAACCAGCAGGAAAAGAAT
GAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGTGGT
ATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAA
TTAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KF268044 
GCCTCAGACAAATTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAAGACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTTCCAATATGATCAATAAAACAGATGATGCAAAGAATTGTACTTTTCATGTGACCACAGA
AATAAGAGATAAAAAGCAGAAGGTCTCTGCACTTTTTTATAAGCTTGATATAGTGCAAATTGAAGGTAGTAGT
AACAATAGTGGGAATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAA
AGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGCTATGCGATTTTAAAGTGTAATGATAA
GAACTTCAATGGGATAGGGCCATGTAAAAATGTCAGTTCAGTACAATGCACACACGGAATTAAGCCAGTGGTA



TCAACTCACTTGCTGTTAAATGGTAGTTTAGCTGAAGAAGAAATAATAATCAGCTCTGAAAATCTCACAAACA
ATGCCAAAAACATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAG
AACAAGCATACATATAGGACCAGGACAAGTGTTCTATGGAAGAGGAGACATAATAGGAGATATAAGACAAGCA
CATTGTAATGTTAGCGGAACAGAATGGTACAAAGTTTTAAGACAGGTAACTGGAAAATTAAAAGAGCACTTTC
CTAATAAGATAATAGTCTTCGAACCACCTTCAGGAGGAGATCCAGAAATCACACTGCATCATTTTAATTGTAG
AGGGGAATTTAAACAGCTCCAGGCAAGGGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGA
CTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACCTCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCCT
TTGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTATACATCCCAAATATA
TGAGATACTTACAAAATCACAAGACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCA
AGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGGT
TAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
TCTCGCCATTTCTTTACTTAATGCTACAGCAATAGCAGTAGGGGGGTGGACAGATAGAATTATAGAAATAACA
CAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGGCAGGGCTTAGAAAGGACTTTGGTATAA 
>KF268035 
GCCTCAAAGAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAATAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TCACTTTAAAGTGTACAAAGAATGTAACAATAGGAAATTCAACAATAGGAAATTTAACAGATAAAGTAACAGA
TGAAATAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGAAGCAGGTCTATGCACTTTTT
TATAAGCTTGATATAGTACCAATAGATAGTAGTGAGCCAAATAGTAGTGAGTATAGATTAATAAATTGTAATA
CGTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAA
TAATCAGATCTGAAAATCTCACAGATAATGCCAAAATCATAATAGTACACCTTAATAAATCTGTAGAAATTAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGCATAACTATAGGCCCAGGACAAGTATGGTATAGAACAGGA
GACATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGGACAAAGTGGAATGAAGCTTTGAGACAGG
TAACTAAAAAATTAAAAGAGCACTTTAATAAAACAATAGAATATCAACCACCCTCAGGAGGAGATTTAGAAAT
TACAACGCATCATTTTAATTGTAGGGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCAGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTTTGAAGAAATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTATACAAACCAAATATATGGGTTACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAAGAT
TTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAGTTGGCTGTGGTACATAAAGA
TATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAGCAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCCTTTATCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCAATAA 
>KF268036 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAGACCACTCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACTTGAAAAATGTAACAGAAAACTTTAACGTGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAACATTAACTCCTCTCTGCG
TTACTTTAAATTGCACTAATGCTATTGTGACAAATGCTACTGTGCCCACGAACAACTCCGTTAACATAGGAAA
TGTAACAGATGAAATGAGAAACTGTTCTTTTAATATGACCACATTACTAAAAGATAAGAAGCAGAAGGTCTAT
GCTCTTTTTTATAGGCTTGATATAGTACCAATTGAAAATAATAATAGTGGGGAATATAGGTTAATAAATTGTA
ATACTTCGACCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGCTATGCGCTTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAGACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATGTAAGAATAAGTACACGTATAGGACCAGGACAAGTGTTCTATAAAACA
GGAAGCATAATAGGAGATATAAGGAAAGCATATTGTTGGATTAATGGAACAAAATGGAATGAGACTTTAAGTC
AGGTAACTAAAAAATTAAAAGAGCACTTTTCAAACACGACAATATTCTTTCAACCACACTCAGGAGGAGATCT
AGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTTTGAACAAATTTGGGACAACATGACATGGACAGAATGGGAAAG
AGAAATTAGTAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAA
AAGAATTTATTGGAGTTGGATAAATGGACAAGTCTATGGAATTGGTTTAGCATAACAAAATGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGCTACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAATAGCG



GGGTGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGAATTTTGCTATAA 
>KF268037 
GCATCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGACGCCAAAGCACATAAGGCAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAATTGTACCAATGCTAATTTGACTCAGGCTAATTGGACTCAGGTCAACAACAACACCACTAACAG
CATAGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACTACAGAATTAAAAGATAAGAAGCAG
AAGGTCCATGCACTTTTTTATAGGCTTGATATAGTAGAGATTGAAGATAACAATAGTAGTAGTAGTGGTAACT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACACTATTGTACTCCTGCTGGTTATGCGATTTTAAAATGTAATGATAAGAAATTTAATGGAACAGGGCCATGT
AGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTCTCAACTCAACTGCTATTAAATGGCA
GTCTAGCAGAGGAAGAGATAATAGTCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAAGTGTGTCAGACCCTCCAACAATACAAGAACAAGTGTACATATAGGACCAGGA
CAAGTACTCTATAGAACAGAGGACATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATGGTACAAATT
GGTATAAAGTTTTAAAACAGGTAGTTAAAAAATTAAAAGAACACTTTAATAAGACAATAACCTTTCAACCACC
CTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCCAGA
GTCCTGGCTGTGGAAAGATACCTGAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCCCCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATG
GATAGAATGGGAAAGAGAAATTAGCAATTACACAGGCCAAATATATAGCATACTTACAGAATCACAGAACCAG
CAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTATA
GCAATAACAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCAGTTCTCCACA
TACCTAGAAGAATTAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>KF268040 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATTCGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACTCCTGAAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAAGACGTAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TTACTTTAGATTGTGCCGATATTAAGTTCAATAACAAAACCAATACCACGGCCTTTAGCAACATAGGAAATAT
AACAGATGAAGTAAAAAACTGCACTTTTAATATGACCACAGAACTAAGAGATAAGAAGAAAATGGCCTATGCA
CTTTTTTATAAGCTTGATATAGTACAAATAAGTGAAAACCAGTATAGGTTAATAAATTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGCT
TCTTAAATGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAACAATGTCAGCTCAGGACTATGCACACAT
GGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGATAGTAATCAGAT
CTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAAATCAATTGCACTAG
ACCCTACAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGCATTCTATAAAACAGGAGACATAATA
GGAGATATAAGAAAAGCACATTGTAATGTTAGTGGAACAGCATGGGATGGAGTTATGAAAAGGGTAGCTAAAA
AATTAGAAGAGCAATTTCTAAAGAATATAACCTTTGCACAACACTCAGGAGGAGATCCAGAAATTACAATGCA
TCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGAT
CAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAGACTATCTGCACCACTGCGGTGCCCTGGAACTCCTCCT
GGAGTAATAAATCTTATGAACAGATTTGGGACAACATGACATGGATAGATTGGGAGAGAGAAATTAGCAATTA
CACAGACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAAAAGAATGAAAAAGAGTTGTTAGCA
TTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
CTACTCACCTTTGTCTTTCGCAATTTCTTTGCTTAATGCCACAGCAATAACAGTAGCAGAGTGGACAGATAGG
GTTATAGAAGTAGCACAAAGAGCTTGGAGGGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAA
GGGCTTTGCAATAA 
>KT185701 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATAGAGAAGTGCACAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTG
TTACTTTACATTGCTCCAAGTGGAATGGCACCAAGTGGACCAACAACAATAACATAACCATAAACAATAGCTC
TATCGGAAATATAACAGATGAAGTGAAAAATTGTACTTTTAATATGACCACAGAGATAAGAGACAAGAAGCAT
AAGGTCCATGCACTGTTTTATAAGCTTGATATAGTACCAATTGACAACAGTAACAATAGTGATAGTGGTGAGT
ATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTATAAAGTGTAATGATAAAAAGTTCAATGGGACAGGACCATGT



AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGTTAAAACCATAATAGTGCACCT
TAATGAATCTGTAGAAATTAATTGTACCAGACCCTACAACAATACAAGAAAAAGTGTACCTATAGGACCAGGA
CAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAGT
GGAATAAAACTTTAAAAATGGTAGCTGAAAAATTAAGAGAGCACTTTAAAAATAAAACAATAATCTTTGAACC
ATCCTCAGGAGGGGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGAATTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAAAAATTTGGAACAACATGAC
ATGGATAGAATGGGAAAGAGAAATTAGCAATTATACAAACCAAATATATCAGTTGCTTACAGAATCACAGAGC
CAGCAGGACAAGAATGAAAAGGATTTATTGGAATTGGATAAGTGGACAAGTCTGTGGAATTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCTCTCGCTATTTCTTTGTTTGATGCC
ATAGCAATAGCAGTAGCTGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGCGAGCCTTTCTCC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KU230433 
GCCGCAGATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATACACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATAAGATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAACCATGTGTAAAGTTAACCCCTCTCTGCG
TTACTTTAAATTGTTCCAATAAGGTTACTGCAACCAATATAACCAGGACTGCAACCAATATAACCAAGATCAA
TAACACAACCGAGGTCTTCCCCACAATAAGAAATATAACACAGGAAATGAGCAACTGTTCTTTTAATATAACC
ACAGAATTAAGAGATAAGAAGCAGAAGGTCCATGCACTTTTTTATAGGCTTGATATAGTAAAAATTAAAAATA
ATAGTGATGAATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATTTCCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGG
ACAGGGCCTTGTAAAAATGTCAGCTCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAGTTGC
TATTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTTACAGACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAACAATCAGTTGCATCAGACCCTCCAATAATACAAGAACAAGTATACAT
ATAGGTCCAGGACAAGTATTCTATCAAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGGTTA
ATGGAACAGAATGGAGTAAAGTTTTAACACAGGTAGCTGGAGAATTGAAAAAGAGCTTTACTAATAAGACAAT
AAAGTTTCAACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACACCACTTGGAGTAATAAATCTTATGAAGAGATTTG
GAACAACATGACATGGATACAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACA
GAATCACAGGACCAGCAGGACAGGAATGAAAAGGATTTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATT
GGTTCAACATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAGTTTTTGCTGTGCTTTCTATAGTGAATAAAGTTAGGCAGGGATACTCACCCTTGTCTTTCGCTATTTCT
TTGCTTGATACTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAGAGAGCTTGGA
GGGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>KT185724 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTGTTTT
GTGCATCAGATGCCAAAGCATACAAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACTAAATTGGAAGGAAATAACACAACAGAAGTAAAAAACTGTTCTTTTAATGCGACCAC
AGAAATAAAAGATAAGAAGAATAAAGTCTATGCACTTTTTTATAAGCTTGATATAGTACAAATGAGGGATAAT
AGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATC
CAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTGAAGTGTAATGATAAAAATTTCAATGGGAC
AGGGCCATGTAAAAATGTTAGTTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTG
TTAAATGGCAGCCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAA
TAGTACAACTTAACAAATCTGTAGAAATCAGTTGTATCAGACCCAACAACAATACAAGAACAAGTATACCTAT
AGGACCAGGACAAGTATTCTATAAAACAGAAGTAATAGGAAATATAAGGCAAGCACATTGTAAGGTTAATGGA
ACACAATGGAGTACAGTTTTAAAACAGGTAGCTGGAAAATTAAGAGAACACTTTGAGGGGAAGAACATAACCT
TTCAACCAGCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCT
CCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGGCTTTGGGGCTGCTCTGGA
AAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTTAGGACAGATTTGGGACA
ACATGACATGGATAGAATGGGAGAAAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATC
GCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTT
GACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAA
TTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATCTCTTTACT



TGATACCATAGCAATAGCAACAGCGGGGTGGACAGATAGGGTCATAGAAATAGCACAAAGAGCTTGGAGAGCC
ATTCTCCATATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>KU230436 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACGCCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTAGTGAGTTAAACAACACTACAGCAAAATTAGGAAATTCAACAGAGGAAGTAGAATTAGG
AAATGTAACAGAGGAAGTAAGAAATTGTTCTTTTAATATGACCACAGAAATAAAAGATAAGAAGAAGCAGGTC
TATGCACTATTTTATAAGCTTGATATAGTACCAATTATAGATAATAAGACATATAGGTTAATAAATTGTAATA
CCTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGCTTTTAAAGTGTAATGATAAGAATTTTAATGGAACAGGGCTATGTAGAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCATCTTAATGAATCTGTAGCAATCAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTATTCTATAGAACAGGG
GACATAATAGGAGATATAAGAAAAGCACATTGTAATGTTAATAAAACAAAATGGTATGAAGTTTTAAAACAGG
TAAAGAATAAATTAAAAGAGCACTTTAATAAGACAATAAGTTTTCAACCACATTCAGGAGGAGATCTGGAAAT
TACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAGACACTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAGATCTCATGATGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAGACCAAATATATGCTATACTCATGGAATCGCAGAACCAGCAGGATAGAAATGAAAAAGAT
TTGTTAGCATTGGACAAATGGGCAAGTCTATGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCGTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCAATAA 
>KT185921 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGTTACCACCCTATTTT
GTGCATCAGATGCCCAAGCACATAGTCCAGAAGTACACAATATCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAACTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTACTGATGCTACAGGTGCAACCAGTAACAGTACAGAAATAAAAAACTGTACTTTTAACAT
GACCACAGAACTAAGAGATAAGAAGCAGAAGGTCCATGCACTTTTTTATAAGCTTGACATAGTACCAATTGAA
GAGAATAATAGTAGTAATAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAA
AGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCAATTTTTAAGTGTAATGATAA
GAATTTCACTGGGATGGGGCCATGTAAAAATGTCAGCTCAATACAATGTACACATGGAATTAAGCCAGTGGTA
TCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATCACAAACA
ATGCTAAAAACATAATAGTGCACCTTAATAAATCTGTAACAATCAATTGTACCAGACCCAACAATAATACAAG
AACAGGTGTACATATAGGACCAGGACAAGTATTCTATAAAACAGGAGAAATAATAGGAGATATAAAAAACGCA
TATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAAGTAGCTAGAAAACTAAAAGAGCACTTTA
ATAAGACAATAATCTTTCAACCACCTGCAGGAGGAGATCTAGAGATTACAATGCATCATTTTAATTGTAGAGG
GGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTT
TGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACACCACTTGGAGTAACAAATCTTATG
AAGAAATTTGGAACAACATGACATGGACAGACTGGGAGAGAGAAATTAGCAATTATACAAGCCAAATATATAC
CATACTTACAGAATCGCAGAACCAGCAGGATAAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGC
CTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAA
TAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTT
CGCTATTTCTTTCTATGACGCTACAGCAATAGCAACAGCAGATTGGACAGATAGGGTTATAGAAGTAGTACAA
AGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>MG989497 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTGTTTT
GTGCATCAGATGCCAAAGCATACAAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACTAAATTGGAAGGAAATAACACAACAGAAGTAAAAAACTGTTCTTTTAATGCGACCAC
AGAAATAAAAGATAAGAAGAATAAAGTCTATGCACTTTTTTATAAGCTTGATATAGTACAAATGAGGGATAAT
AGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATC
CAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTTTGAAGTGTAATGATAAAAATTTCAATGGGAC
AGGGCCATGTAAAAATGTTAGTTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTG
TTAAATGGCAGCCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAA



TAGTACAACTTAACAAATCTGTAGAAATCAGTTGTATCAGACCCAACAACAATACAAGAACAAGTATACCTAT
AGGACCAGGACAAGTATTCTATAAAACAGAAGTAATAGGAAATATAAGGCAAGCACATTGTAAGGTTAATGGA
ACACAATGGAGTACAGTTTTAAAACAGGTAGCTGGAAAATTAAGAGAACACTTTGAGGGGAAGAACATAACCT
TTCAACCAGCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCT
CCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGGCTTTGGGGCTGCTCTGGA
AAAGTCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTTAGGACAGATTTGGGACA
ACATGACATGGATAGAATGGGAGAAAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATC
GCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTT
GACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAA
TTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATCTCTTTACT
TGATACCATAGCAATAGCAACAGCGGGGTGGACAGATAGGGTCATAGAAATAGCACAAAGAGCTTGGAGAGCC
ATTCTCCATATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MG989499 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAAATGCACAAACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTAGTCAAATCAATATCAGTAACATAACAGCCAATTTCTCTAACAAAGTAGGAAATATCAC
AATAGGAAATATAACAAATGAAGCAAAAAACTGTTCTTTCAATATAATCACAGACCTAAGAGATAAACGGCAG
AAGGTCTATGCACTTTTTTATAACCTTGATATAGTACAAATTAATGGGAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATCAGGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGCTTTTAAAATGTAATGATAAGAATTTTAATGGGAAAGGGCAATGTAGAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTTACAGACAATGCCAAAAACATAATAGTGCACCTTAATGAATCAGTAATAAT
CAGTTGTACCAGACCCTTCAACAATACAAGAACAGGGATACATATAGGACCAGGACAAGTATTCTATAGGACA
GGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAGATGGAATAAAACTTTAGAAG
GGGTAGCTAACAAATTAAAGGAGCACTTTAATAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATTT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACCTCTGTGC
CCTGGAACTCCACTTGGAGTAATAAAACTTATAAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAG
AGAAATTGGCAATTACACAAACCAGATATACACATTGCTTACAGAATCGCAGAACCAGCAGGACAAGAATGAA
AAAGATTTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATA
TAAAAATATTTATAATGGTAGTAGGAGGGCTAATAGGTTTAAGAATAATTGTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MG989566 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATAGAGAAGTGCACAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTG
TTACTTTACATTGCTCCAAGTGGAATGGCACCAAGTGGACCAACAACAATAACATAACCATAAACAATAGCTC
TATCGGAAATATAACAGATGAAGTAAAAAATTGTACTTTTAATATGACCACAGAGATAAGAGACAAGAAGCAT
AAGGTCCATGCACTGTTTTATAAGCTTGATATAGTACCAATTGACAACAGTAACAATAGTGATAGTGGTGAGT
ATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTATAAAGTGTAATGATAAAAAGTTCAATGGGACAGGACCATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGTTAAAACCATAATAGTGCACCT
TAATGAATCTGTAGAAATTAATTGTACCAGACCCTACAACAATACAAGAAAAAGTGTACCTATAGGACCAGGA
CAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAGT
GGAATAAAACTTTAAAAATGGTAGCTGAAAAATTAAGAGAGCACTTTAAAAATAAAACAATAATCTTTGAACC
ATCCTCAGGAGGGGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGAATTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTAATGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAAAAATTTGGAACAACATGAC
ATGGATAGAATGGGAAAGAGAAATTAGCAATTATACAAACCAAATATATCAGTTGCTTACAGAATCACAGAGC
CAGCAGGACAAGAATGAAAAGGATTTATTGGAATTGGATAAGTGGACAAGTCTGTGGAATTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCTCTCGCTATTTCTTTGTTTGATGCC
ATAGCAATAGCAGTAGCTGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGCGAGCCTTTCTCC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 



>MG989569 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGTTACCACCCTATTTT
GTGCATCAGATGCCCAAGCACATAGTCCAGAAGTACACAATATCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAACTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTACTGATGCTACAGGTGCAACCAGTAACAGTACAGAAATAAAAAACTGTACTTTTAACAT
GACCACAGAACTAAGAGATAAGAAGCAGAAGGTCCATGCACTTTTTTATAAGCTTGACATAGTACCAATTGAA
GAGAATAATAGTAGTAATAGAGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAA
AGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGGTATGCAATTTTTAAGTGTAATGATAA
GAATTTCACTGGGATGGGGCCATGTAAAAATGTCAGCTCAATACAATGTACACATGGAATTAAGCCAGTGGTA
TCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATCACAAACA
ATGCTAAAAACATAATAGTGCACCTTAATAAATCTGTAACAATCAATTGTACCAGACCCAACAATAATACAAG
AACAGGTGTACATATAGGACCAGGACAAGTATTCTATAAAACAGGAGAAATAATAGGAGATATAAAAAACGCA
TATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAAGTAGCTAGAAAACTAAAAGAGCACTTTA
ATAAGACAATAATCTTTCAACCACCTGCAGGAGGAGATCTAGAGATTACAATGCATCATTTTAATTGTAGAGG
GGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTT
TGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACACCACTTGGAGTAACAAATCTTATG
AAGAAATTTGGAACAACATGACATGGACAGACTGGGAGAGAGAAATTAGCAATTATACAAGCCAAATATATAC
CATACTTACAGAATCGCAGAACCAGCAGGATAAAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGC
CTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAA
TAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTT
CGCTATTTCTTTCTATGACGCTACAGCAATAGCAACAGCAGATTGGACAGATAGGGTTATAGAAGTAGTACAA
AGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>KU230422 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATTCGACAGAGGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACGGA
TCCCAACCCACAAGAAATATACATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAGCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACCCTAACCAATGCCAACTCAACCAATGGCCCCGAAACAATAGGAAATAT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAAGGATAAGAAGCAGATGGTCTATGCA
CTTTTTTATAGGCTTGATATAGTACAAATTGAAGCTAAGAATAATAGTGAGTATAGGCTGATAAATTGTAATA
CCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCAATTTTAAAGTGTAATGAGAAAAAGTTCAATGGGACAGGGCCATGTACAAATGTTAGCTCAGTACAA
TGCACACATGGAATTAGACCAGTAGTATCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATCAGATCTGAGAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGAAATCAA
TTGTACCAGACCCTTTAACAATACAAGAAAAAGTACACGTATAGGGCCAGGACAGGTATTTTATAGAACAGAA
GACATAATAGGAAATATAAGACAAGCATATTGTCAGATTAATGGAACAAAATGGAATGAAACGTTAAAAAGGG
TAGCTCAAAAATTAAAAGAGCATTTTAATAAGACAATAATCTTTAAGCCACCCTCAGGAGGAGATCTAGAAAT
TACAACACATCACTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGACATTTGGAACAACATGACATGGACACAATGGGAGAGAGAAAT
TAGCAATTACACAGAACAAATATATGAGCTACTTATAGAATCGCAAAACCAGCAGGACAAGAATGAAAAGGAT
CTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTTTATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTCTGTCTTTCGCTATCTCTTTGCTTAATGCTACAGCAATAACAGTAGCGGAGTGG
ACAGATAGGGTTATAGAAATAGTACAGAGAGCTTGGAGAGGCATTCTCCACATACCTAGAAGAATCAGACAGG
GCTTCGAAAGGGCTTTGCAATAA 
>KY580673 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAAATTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTAATAATACTAGATTGGAAAATAATACAACAGAAGTAAAAAACTGTTCTTTTAATGTGAC
CACAGAAATAAATAATAAGAAGAATAAGGTCTATGCACTTTTTTATAAGCTTGATATAGTAAAAATGAATGAT
GAGCAAAATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGA
TATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTARAGTGTAATGATAAGAA
CTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCA
ACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAAATAATG
CCAAAACCATAATAGTACAACTTAATAAATCTGTAGAAATCAGTTGTATCAGACCCGCCAACAATACAAGAAA
AAGTATAACTATAGGACCAGGAAAAGTATTCTATAATAGAGAAGTAATAGGAGATATAAAGCAAGCACATTGT



AAGGTTAATGGAACACAATGGTATAAAGTTTTAAATCAGGTAGCTGGAGAATTAGAAAAACACTTTAATGGGA
AGAACATAACCTTTCAACCAGCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGA
ATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGG
GGCTGCTCTGGAAAAATCATCTGCACCACTCCTGTGCCCTGGAACAAAACCTGGAGTAATAAATCTTATGAAG
AGATTTGGAAAAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGAT
ACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGACTTATTAGAATTGGATAAATGGGCAAGTCTG
TGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAG
GTTTAAGAATCATTTTTGCTGTGCTTTCTATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGC
TAGTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGCGTGGACAGATAGGGTTATAGAAGTAGCACAAAGA
GTCTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>JN388156 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCAACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAAGAGGATATAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATACTATTACTGTTAGGAATATTACTATCTCTGCTACTTGGCCCAATAGAAATAT
AACAGATGAAGTAAGAAACTGTACTTTTAATGTAACCACAGCAATAAGAGATAAAAAGCAGCAGGTCCATGCA
CTTTTTTATAGGCTTGATATAGTACCAATAGAAAATGAAAATAATGAGACTAGTAATGAGACTGGAGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATCCTAAAGTGTAATGATAAAAAATTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGATAATGCCAAAACTATAATAGTGCACCTTAA
TAAATCTATAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAGAAAGTATAAATATAGGACCAGGACAA
GTACTCTATAAAACAGGAGCCATAATAGGAGATATAAGGAGAGCATTTTGTGAGATTAATGGAACAAAATGGA
ATGCAACTTTAAAACAGGTAGCTGAAAAATTAAGAAATCACTTTAATAAAACAATAGTCTTTCAACCTCAACC
AGCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGAC
ATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAGCCCTAATATATGAGATACTTACAGAATCGCAGAAC
CAGCAGGACAGGAATGAACAGGATTTGTTGCAATTGGATCACTGGGCAAGTCTGTGGAATTGGTTTGGCATAA
CAAGATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACT
ACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KP109513 
GCAACAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACACGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACCTTAAACTGTACCAGTGCTACTGTGACCAATTACACCAAAGTAAATGACACCTCTGATATAATAGGAAA
TATAACAGATGATGTAAGAAACTGCTCTTTTAATATGACCACAGAACTAAGAGATAAGCAGCAGAAGGTCTAT
GCACTTTTTTATAAACTTGATATAGTACCAATTGATGATAGTAGTAATAATGGTAGTAGTAATTTTAGTGAAT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAGATGTAATGATAAGAAGTTCAATGGGACAGGGCCATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GCCTAGCAGAAGAAGGGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTACACTT
TAATGAATCTGTAAAAATCAATTGTACCAGACCTTCCAACAATACAAGAACAGGTATACATATAGGACCAGGA
CAAGTATTCTATAAAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTAATATTAGTGGAGCACAAT
GGCATAAAGTTTTAGGACGGGTAGCTAACAAATTAAAAGAGCACTTTAATAATAAGACAATAGTCTTTAAACC
ATCCTCAGGAGGAGATCCAGAGATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCTCCTGGAGTAATAAAACTTTTGAAGAAATTTGGAACAACATGAC
ATGGATAGAATGGGAGAGAGAAATTAGCAACTACACAAGCCAAATATATGACATACTTACAATATCACAGACC
CAGCAAGAAAAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAA
CAAGATGGCTGTGGTATATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTATTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTGATGCC
ACAGCAATAGCAGTAGCAGGGTGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCC
ACATACCCAGAAGAATCAGACAGGGTTTAGAAAGAGCTTTGCTATAA 
>MG989570 



GCCTCAGACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTCAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCACTGCTAACTTGAATGCTACCATGACTAATATAACCAATTTAGGAAATATAACAGA
GGAAGTAAGAAACTGCACTTTTAATATAACCACAGAAATAAGAGATAAGCAGAAGCGAGTCCATGCACTTTTT
TATAAGCTTGATATAGTAGAAATGGATAGCAAAAGTAATACTAGTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTA
TGCGCTTTTAAAATGTAATGATAAGAATTTCACTGGGATAGGACTATGTAAGAATGTCAGCTCAGTACAATGC
ACGCATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCAGAAAATCTCACAGATAATGTCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
CACCAGACCCTCCAACAATACAAGAACAAGTATACGCATAGGACCAGGACAAACATTCTATAGAACAGGAGAC
ATCATAGGAGACATAAGGAAAGCATACTGTGAAATTAATGGAACAAAATGGTTTAAAGTCTTAAAACAGGTAA
AAGAAAAATTAGGAGAGCACTTTAAGAATAAGTCAATAACCTTTCAACCACCCTCGGGAGGAGATCTAGAAGT
TACAATGCTTCATTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGCAATAAATCTTTTGAAGAGATTTGGGACAACATGACATGGATACAGTGGGAGAGAGAAAT
TAACAATTACACAAACCACATATATGAAATACTTACAGACGCGCAGAACCAGCAGGACAAGAATGAAAAAGAT
TTGCTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGGTACTCACCTTTGTCTTTCGCTGTCTCTTTGCTTAATGCTACAGCAATAGCAACAGCGGAGTGG
ACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGAGCTTTGCTATAA 
>MG989495 
GCTGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGCAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAGATACCAATGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCATTGCTGAATTGAATGAGACCGAAACCGATAGCTCTGCCAGACTAGGAAATATGAC
AGATGAAGTGAAAAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTCCATGCACTT
TTTTATATGCTTGATATAGTACAAATGGATAACAGTAAGAATCAGAGTTGGAGTGAGTATAGGTTGATAAATT
GCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATGATAGGAATTTCACTGGGACAGGGACATGTAAAAATGTCAGTTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAACAGAAGAGA
TAATAATCAGCTCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAAGGAACCTGTAGCAAT
CAATTGTACCAGACCCTCCAACAATACGAGAAAAGGTATACATATAGGACCAGGACAAGTATTATATAGAACA
GATGCAATAGTAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAGTGGAATGAAACTTTAGAAC
AGGTAAAGGAAAAATTAAAACAGCAAGTTAATCAGACAATAATCTTTCAACCTCCCTCAGGAGGAGATCTAGA
AATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCT
GGAATTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGAAATATGACATGGGTAGAATGGGAGAGAGA
AATTAGCAATTACACAAGCCAAATATTTGAGATACTTACGGAATCGCAGATCCAGCAGGACAAAAATGAAAAA
GACTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTGGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGACTTTGCTATAA 
>MG989510 
GCCTCAAACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGGAGAGATGCAGATACTACCCTCTTTT
GTGCATCAGATGCCAAAGCACAAAAGTCAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAACTGTACTACAGTCAAAGTCTCAAATGTCTCAAATGTGGTGAATTTCACTTTCATTAACGGAAG
TCAAACAGATGAGATAAGAAACTGTTCTTTTAATACGACCACAGAACTAAGAGATAAGAAGAAGCAGGTCTAT
GCCCTTTTTTATAACCTTGATATAGTACCAATGGGAAATGAGGCTAATGGTACTACATATAGGTTAATAAATT
GTAATACTTCAGCCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCC
AGCTGGTTATGCGTTATTAAAATGTAATGAGAAAAATTTTAATGGGACAGGGCCATGTACAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAGACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCACATGTACCAGACCCTCCAACAACACAAGAAAAAGTATAAATATAGGACCAGGACAAATATTCTACTAT



AGACCAGGAGATGTAATAGGGGATATAAGAAAAGCATATTGTCAGATTAATGGAACAAAATGGAATGAAACTT
TAAGACAGGTAGCTAAAAAATTAAAAGAGCATTTTAATAAGACAATTGCCTTTAAACCACACTCAGGAGGAGA
TCCAGAAATTACAATGCATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGACATTTGGAACAACATGACATGGACAGAATGGGA
GAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAAT
GAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAAGTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCAGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGCAGTA
GCGGGATGGACAGATAGGGTTATAGAAGCAGCACAAACAGTTTGGAGAGGCATCATCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCATTGCAATAA 
>MG989582 
GCCTTAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCAGACACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCAGGAGGATGTAACCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAACTTGTTCCAATATAATCAATAACACAGATGCAAAGAATTGTACTTTTAATGTGACCACAGAAAT
AAGAGATAAAAAGCAGAAGGTCTCTGCACTTTTTTATAAGCTTGATATAGTGCAAATTGAAGGTAGTAGTAAC
AATAGTGGGAATACTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGA
TATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGCTATGCGATTTTAAAGTGTAATGATAAGAA
CTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGCACACACGGAATTAAGCCAGTGGTATCA
ACTCACTTGCTGTTAAATGGTAGTTTAGCTGAAGAAGAAATAATAATCAGCTCTGAAAATCTCACAAACAATG
CCAAAAGCATAATAGTGCACCTTAATAAGTCTGTAGAAATCAATTGTACCAGACCCGGGAACAATACAAGAAA
AAGTATAAATATAGGACCAGGGCAAGTATTATTCTATAGATCAGGAGACATAATAGGAAATATAAGAAGAGCA
TATTGTGAGGTTAATGGAACAGAATGGAATAAAATTTTAAATCAGACAGCTGGAAAATTAAAAGAGCTCTTTC
CTAATAAGACAATAGACTTCGAACCACCCTCAGGAGGAGATCCAGAAATCACACTGCATCATTTTAATTGTAG
AGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGA
CTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACCTCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCCT
TTGAAGAGATTTGGAACAACATGACATGGACACAATGGGAGAGAGAGATTAGCAATTACACAAACACAATATA
TGGGCTACTTACAGAATCACAGAACCAGCAGGACAGGAATGAAAAAGAATTGTTAGAATTGGATAAATGGGCA
AGTCTGTGGAACTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTT
TAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCTTTATC
TCTCGCTATTTCTTTACTTAATGCTACAGCAATAGCAGTAGGGGGGTGGACAGATAGAGTTATAGAAGTAGCA
CAAAGAGCTTGGAGAGCATTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MG989516 
GCCGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAACGCACAGGAAACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCGCAAGAACTACACCTGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTAGAGAGGCTAATTTGACCAAGGCTAATTTGACCAGTGTCACGACCACATCCCCAATCCC
TGGCCTAGAAAATGTAACAAATGAAATAAAAAACTGTTCTTTTAATATAACCACAGAAATAAGAGATAGGAAG
CAGAAAGTCCATGCACTTTTTTATAGGCTTGATATAGTATCAATTGATAATAGTACTGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCGTTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGCTATGTGATTTTAAAGTGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACCCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGACATAATAATCAGATCTGAAAATATCTCAGACAATGCCAAAAACATAATAGTGCACCTTAATAAAACTGT
AGAAATCAATTGTACCAGACCCTTCAACAATACAAGAACAAGTATACGTATAGGACCAGGACAAACATTCTTT
AGAACAGGAGACATAACAGGAGATATAAGACAAGCATATTGTCAGATTAATGGAACAAAATGGAATGAAACTT
TAAAACAGGTAGCTGGAAAATTAAGAGAGCACTTTAAGAATAAAACAATAATCTTTAAACCACCCATCTCAGG
AGGAGATCTAGAAGTTATAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTCTGGAAAGATACCTAAAGGATCAGAGGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAAGCATATGCACAA
CTGCTGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATGCAGAGATCTGGGACAACATGACATGGACACA
ATGGGAAAGAGAAATTAGCAATTACACAGACCACATATATCAGATACTTACAGATTCGCAGAACCAGCAGGAC
AGAAATGAAAAAGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAACATATCAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCTCTCGCTATTTCTTTGCTTGATACTATAGCAGTA
ACAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGGAGAGCTATTCTCCACATACCTA
GAAGAATCAGACAAGGCTTCGAAAGGGCTTTGCTATAA 
>MG989590 



GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCGGAAACTACCCTATTTT
GTGCATCAGATGCTAAGGCACATAGCACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGRTCAAAGTCTAAAGCCATGTGTAAGATTGACTCCTCTCTGTG
TTACTTTAAACTGTACCGATGCTAAATTCCCTAACTTCAATAAAAGTAATGAAAACAGTAAGGACACTGGCAA
CCTAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGGCCACAGAAGTAAAAGATAAGAAGAAG
CAGTTCTACTCACTTTTTTATACGCTTGATATAGTACAAATGGAAGGTGATAATAATAATACTACATATAGGC
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGAACCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAAAGATAAGAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGTTCAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAG
CAGAAGAGGAGATAATAATCAGATCTGAAAATATCACAAACAATGCTAAAATCATAATAGTACACTGTAGAAA
TCGATTGTACTRGACCCTCCAACAATACAAGAACAAGTACACCTATGGGACCAGGACAAGTGTTCTATAGAAC
AGGAGAAATAACAGGAGATATAAGGAAAGCATATTGTAAGGTTAATGGAACAAAATGGAATGAAGTTTTAAAA
CAGGTAGCTGGAAAATTAAAAGAATACTTTAATAAGACAATAGAGTTTCACCCACCCTCAGGAGGAGATCTAG
AAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAG
ATACCTAAAGGATCAAAAGTTCCTAAGTCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCC
TGGAACAACACTTGGAGTAAAAATAAATCTTATGAGGATATTTGGGACAACATGACATGGGTAGAATGGGAAA
GAGAAATTAGCAATTACACAGATATAATATATGGGATACTCACAGAATCGCAGAACCAGCAGGACAAGAATGA
AAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACATGGTTTGACATAACAAACTGGCTGTGGTAT
ATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTATAGTAA
ATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATATCAGTAGC
GGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTCTCCATATACCTAGAAGAATC
AGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>MG989525 
GCTGAAGACAACTTGTGGGTTACAGTATATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTGCACAATGTCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATACAACTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAGATTGTTCCGCTGAATTGACAGAAGTCAATCCCACAAAGGTCAATGACAGTATAGAAAATATAGG
AAATATAACAGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGATAAGGGATAGGAAGCAGCAGGTT
TATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATGAGAGTAGGGATGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGGATTAAACCAGTGGTATCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAAAGA
TAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAAGCAT
CACATGTATCAGACCCTCCAACAATACAAGAGCAAGTACACGTATAGGACCAGGACAAGTATTTTATAGAACA
GGAGAAATAGTAGGAGATATAAGGAAAGCATATTGTAAAGTTAATGAAACAAAATGGAAGAAAACTTTAAAAC
AGGTAGCTGCAAAATTAAAAGAGCACTTTGGTAATAAGACAATAGTTTTCCAACCACACTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGGAAGATCATCTGCACCACCTCTGTGC
CCTGGAACACCACTTGGAGTAATAAATCTCATGATGAGATTTGGAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAGCAGAATATATGACATACTTATRGAATCGCAGAATCAACAGGACAAGAATGAAAAG
GATTTGTTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATATAA
GAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTCTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTCCGCTATTTCTTTGTTTGATGCTACAGCAATAACAGTAGGGGGG
TGGACAGATAGGGTGATAGAAGTAGTACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGGATCAGAC
AGGGATTCGAAAGGGCTTTGGTATAA 
>MG989602 
GCCTCAAATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAACTACCCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAGATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCTCTGCTAAATTCAATAACTCTAGCAAAGACACAGACCAAATAGGAAATATAACAGA
TGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGTAATAAGAGATAAGAAGCAGCAGGTCCATGCACTTTTT
TACAAGCTTGATATAGTACCAATTAATGAAGATAACAATAATGTTAGTTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAAGTAACATTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAATGTAGAGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGACGAGATAATAA
TCAGATCTGAAAATATCACAAACAATGCTAAAACCATAATAGTGCACCTTAATAAGTCTGTAGAAATCAATTG
TACCAGACCCTACAACAATACAAGAACAAGTGTACATATAGGACCAGGACAAGCATTTTATAGGACAGGAGAC



ATAATAGGAGATATAAGGAGGGCACATTGTCAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAG
CTGGAAAATTGAGAGAGCACTTTAATCAGACAATAATCTTCAAACCACCCTCAGGGGGAGATCTAGAGATTAC
AATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTG
AAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACT
CCTCTTGGAGTAATAAATCTTATGAACAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAG
CAATTACACAAACATAATATATGAAATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTG
TTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAACTAT
TCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTAGCGGGGTGGACA
GATAGGGTTATCGAAGTAGCTCAAAGAGCTGGGAGAGCAATTCTCCATATACCCAGGAGAATCAGACAGGGCT
TTGAAAGGGCTTTGCTATAA 
>MG989542 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGACGCAAAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAARGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCA
TTACTTTAAATTGTACCGCTGCTAATTTGACCAAGAGCAATGGTACTACCAATAATACTACCAAGGAGACTGC
TTCCTTGGGAAATATGACAGATGAAGTAAAAAACTGTTCTTTTAATATAACCACAGAGCTAAGAGACAAAAAG
CAGAAATTTTATGCACTTTTTTATAAGCTTGATATAGTACAAATGGGAAATAAGAATAATAGTGAGTATAGGC
TAATAAATTGTAATACCTCAGTCATTAAGCAGACTTGTCCAAAGGTTTCTTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCAATTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCCTGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAGTTGCTGTTAAATGGCAGTTTGG
CAGAAGAAGAGATAATAATAAGATCTGAAAATCTTACAAACAATGCCAAAACCATAATAGTGCAACTTAATAA
ATCTGTGGAAATCAATTGTACCAGACCCTCCAATAATACAAGAACAAGTATACGTATAGGACCAGGACAAACA
TTCTATAGAACAGGGGACATAATAGGAGATATAAGAATGGCATTTTGTGAGGTTAATGGAACAGAATGGAATG
AAACTTTAGAACAGGTATCTGGAAAATTAAGAGAGTACTTTAATAAGACAATAATATTTCAACCACACTCGGG
AGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACACCACTTGGAGTAATAAATCTTATGACGAGATTTGGGACAGCATGACATGGATAGA
AYGGGAGAGAGAAATTAGCAATTACACAACCCAAATATATGAGATACTTACAGAGTCGCAGGACCAGCAGGAC
AGAAATGAAAAGGAGTTGTTGGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAACATAACACAATGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGGATAATTTTTGCTGTGCTTTC
TATAGTGAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATA
GCAATAGCAGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCCATTTTCCACATACCTA
GAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MG989544 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTCT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACGGCTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACGTTAACTTGTACCAATGCTAATTTAACCAATAATGTGACCCTGGCCTCTAACCTGACAGAAAATAAAAT
AGGTAATGTAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAAAGGCAGCAG
ATCTCTGCGCTTTTCTATAGGCTTGATTTAGTAAAAATGGGAGAAAATAATTCTACTGATTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGCAATGATAAGAATTTCAATGGGACAGGGCCTTGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATCAATCTGT
AGAAATCAATTGTACCAGACCCTTCAACAATACAAGAACAAGTGTAAGGATAGGACCAGGACAAGTATTCTAT
AAAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTAAGATTAATAGAACAACATGGAACACAGTGT
TAAGACAGGTAGCTAGAAAATTAAAAGAGCACTTTAATAAGACAATACAGTTTCAACCACACTCAGGAGGAGA
TCTGGAAATTACAATGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGA
AAGGGAAATTAGCAATTACACACAAACAATATATAACATACTTACAGAATCGCAGAACCAGCAGGACAAAAAT
GAAAAAGATTTGTTAGAACTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAACATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTATGGCTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAAGAGTA
GCGGGGTGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTATCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGAACTTTGCTATAA 
>MG989565 



GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATTATACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGCGGTTAACTCCTCTCTGTG
TTACTTTAACTTGTGCTGAAGCTAATCTGAAAACCAATGACAATACAAATACCACCGTTAGCATAGGAAATAC
CACCATTAACATAGGAAATATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATGACTGCAGAAGTAAAAGAT
AAGAAACATAAGGTCTATGCACTGTTTTATAAGCTTGATATAGTAAAAGTAGAAGCTAATAGTAGTGAATATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGTACTTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGAACATGTAAA
AATGTCAGCTCAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAGATGAGATAATAATCAGATCTGAGAATCTTACAGACAATGCCAAAACTATAATAGTGAGCCTTAA
TAAATCTGTAGTAATCAATTGTACCAGACCCTCCAACAACACAAGAGAAAGTACACCTATAGGACCAGGACAA
GTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATTTTGTTTGGTTAATGGAACAAAATGGA
ATAAAATTTTAAATCAGACAGCTGAAGAATTAAAAAAGCACTTTAAGAATAAGACAATAACCTTTCAACCACC
CTCAGGAGGAGATATAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTGTTAATGAGATTTGGAACAACATGACATG
GATACAATGGGAGAGAGAGATTAGCAATTACACAAAAACAATATATGAGCTACTTGCAGAATCACAGATCCAG
CAGGACAAGAATGAAAAGGAATTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAA
GATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCTGT
GCTTTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGACGCTATA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCGGGGAGAGCCATCTTACACA
TACCTAGAAGAATTAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>KU230421 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCGGATACCACCTTATTTT
GTGCATCAGATGCTAAAGCACATAAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TCACTTTAAAGTGTAGCGATGCTAATTTGAATGGCAATAATGCGACTAGGGATAACAACACAAATAATATAAA
TAACCTAGGAGATGAAGTAAGAAACTGTTCTTTTAATGCGAGCACAGAAATAAGAGGTAAGAAGCAGCAGGGC
TATGCACTTTTTTATAAACTTGATATAGTAACAATTAATAATAACAGCAGTGGTAATAACAATAGCAATAGTA
ATGAGTATAGGTTAATAAATTGCAACACTTCAGAGATTAGGCAGGCTTGTCCAAAGATATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCTGCTGGTTATGCGCTTTTGAAGTGTAATGAGAAGAAGTTCAATGGGACAGGG
CCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTCTCAACTCAATTGCTGCTAA
ATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAGAATCTCACAGACAATGCCAAAACCATAATAGT
GCACCTTAATAAATCGGTAGAAATTAAGTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGGATAGGA
CCAGGACAAGTATTCTATAAAACAGGGGCCATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAA
CAGAATGGAATGAAACTTTAAAAGAGGTAGCTAAAAAATTAAGAGAGCACTTTAATAGGACAATAATCTTTCA
ACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
CCATCTGCACCACTAATGTGCCCTGGAACCACACTTGGAGTAACAGATCTTTTGAAGAAATTTGGGGCAACAT
GACATGGATAGAATGGGAGAGAGAAATTAGCAATCACACAAACCATATATATAAGATACTTACGGAATCGCAG
ATCCAGCAGGACAGGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAAGCCTGTGGAGTTGGTTTGAAA
TAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATCTT
TGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTAAT
GCTACAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGGAGTAGTACAAGCAGCTGGGAGAGCCGTCC
TCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KU230425 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACCTATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATATACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTAAATTGTACCACTGCTGTGTTGAATGGAACCATTGACAATAAAACCATTGCCCAAAATCTCCAAAA
TCTAACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAAGAAGCAGCAGGTCTAT
GCACTTTTTTATAAGCTTGATATAGTACCAATTGAAAATAGTAATAAGAGTAGTAGTGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGT
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATCAATCGGT
AGAAATCAATTGCACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTATTCTAT



AGAACAGGAGACATAATAGGAAATATAAGGAAAGCATATTGTGAAATTAATGAAACAAAATGGAATGAAGTTT
TAAAACAGGTAGCTGAAAAATTAGGAAAACACTTTCCTAATAAGACAATAAACTTTCAACCACCCTCAGGAGG
AGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAGATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTGAAAGAGATTTGGGACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTAACAGAATCGCAGAACCAGCAGGACAGG
AATGAAAAGGATTTGTTAGAACTGGATCAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGTA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAA
GAATCAGACAGGGATTAGAAAGGGTTTTGCTATAA 
>KY580697 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAAGACCACCCTGTTCT
GTGCATCAGATGCCAGAGGACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACTCCTCTCTGTG
TTACTTTACATTGTACTGATTTTATTAATAGTACAGTAAATATAACAGATGAAGTAAGAAACTGTTCTTTCAA
TATGACCACAGAAATAAGAGATAAGAAGCAGCAAGTCTATGCACTTTTTTATAAGCTTGATCTAGTGTCAATC
AATAAGAATAGTAGTGAGAATAGTAGTGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAACAGGCTT
GTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAA
TGAAAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCA
GTGGTATCAACTCAACTTCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAATAATCAGATCTGAAAATCTTA
CAAACAATGCCAAAACCATAATAGTACACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCTAATAA
TACAAGAACAAGTGTACATATAGGACCAGGACAAGTATTCTATAAAACAGGAGCCATAATAGGAGATATAAGA
AAAGCATATTGTGAAATTAATGTGACAAAATGGTATGGAGTTTTAAAACAGGTAGCTGGAAAATTAAAAGAGC
ACTTTAATAGCACAATAGTATTTAAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTG
TAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTA
GGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGAACTCCTCTTGGAGTAATAAAT
CTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAAT
ATATGGGATACTTACAGAATCGCAGAACCAGCAGGATAGAAATGAGAAGGAGTTGTTGGAGTTGGATAAATGG
GCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAG
GTTTAATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGTTACTCACCTGT
GTCTCTAGCTATTTCTTTGCTTGATACTGCAGCAATAGCAATAGCGGGGTGGACAGATAGGGTTATAGAAGTA
GCACAAAGAGCTGGGAGAGGCATCCTCCACATACCTAGAAGAATCAGACAGGGTTTAGAAAGGTCTTTGCTAT
AA 
>MK116905 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTACTTTGGACTGGGGCAATGACATGACCTATAGCACAACCAAGATCCCTGC
CACAATAGGAAATCTAACAAATGAAGTAAGTAACTGTTCTTTTAATATGACTACAGAACTAAGAGATAAGCAG
CAGAAAGCCTATGCACTTTTCTATAGGCTTGATATAGAACAAATTGGAAGTAAGAATAATAGTAATGGTAATA
AGAATTATGCTAATTATAGGTTAATAAATTGTAATACTTCAGTAGTTAAGCAGGCTTGTCCAAAGGTATCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAAGTTCAAC
GGAACAGGGCCATGTAGAAATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAGT
TACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATACCAAAAC
CATAATAGTGCACCTTAATAAATCTGTAGAAATAAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATA
CATTTTGGACCAGGACAAGCATTATATAGAACAGGGGAAATAACAGGAAATATAAGACAAGCATATTGTCTGA
TTAATGGAACAATATGGAAGGAAACTTTAAGACGGGTAACTGAAAAATTAAAAGAGCACTTTAATAAGACAAT
AGTCTTTAAACCACCATCCCCAGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCT
GCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAGTAAATCTTTTGAAGAGAT
TTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTT
ATAGAATCGCAGAACCAGCAGGACAAGAATGAAAAAGAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGA
ATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAGTAGGCTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTAAAGAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGTTTGATACTACAGCAATAGTAGTAGCAGGGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTT
GGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MF957351 



GCCTCAAACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAAAGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAACTATATGGTAGAG
CAGATGCAGGAGGACGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGAGATCAATGTAAATGTGACCAATATGAACGCAACCACTGGCCTTCCAACAGT
AGGAAATATAACAGATGAAATGAAAAACTGCTCTTTTAATGTGACCACAGAAATAAGAGACAAGAAGCAGAAG
GTATATGCACTTTTTTATAAGCTTGACATAGTGCCAATTGATAATAGGAATAATAGTAATAATAGTGAATATA
TGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGTGATTTTAAAGTGTAATGATAAGAAGTTCGATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTGAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TGAATCTGTAGAAATCAATTGTACCAGACCTAACAACAATACAAGAAAAGGTACACATATAGGACCAGGACAA
GTGTTCTATAGAACAGGAGAAATAGTAGGAGATATAAGAAAAGCATTTTGTGAGATTAATGGAACAAAATGGA
ATAATACTTTAGCACGGGTAGCTAAAAAATTAAAAAATTACTTTAATAAGACAATAGAATTTCAACCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCCAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAGACTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAGGCCAAATATATGCTATACTTGCAGAATCGCAGAACCAGCAG
GATAAAAATGAAAAGGAGTTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTACTTAATGCTACAGCA
ATAGCAGTAGGGGGGTGGACAGATAGGCTTATAGAAGTAATACAAAGAGCTTGGAGAGCCATTCTCCACATAC
CTAGAAGAATCAGACAGGGCGCAGAAAGGGCTTTGCTATAA 
>JN388140 
GCTTCAAACAACTTGTGGGTTACAGTGTATTATGGAGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGTTAACGTGGTGAACAAAACCCATATCAATATAACCAATGACAAGGACATAAA
TAATGTCCATATAAAAAATATAACAGATGAAGTACAAAACTGTACTTTTAATATGACTACAGAACTAAGAGAT
AAGAAGCAGAAGGTCTATGCACTTTTTTATATGCTTGATATAGTACCAATAGGAAATAATGTTAATAGGAGTA
ATAGTAGTAGTAATAGTAGTGAGTATAGGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGC
TTGCCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGTGT
AATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAAAGGAGATAATAATCAAATCTGAAAATCT
CACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGCAATCAAGTGTATCAGACCCTCCAAC
AATACAAGAACAAGTATCCCTATAGGACCAGGACAAGCATTCTATAGAACAGGAGACATAATAGGAGATATAA
GACAAGCATATTGTAAGGTTAATGGAACAAACTGGAATAAAGTGTTAAAACAAGTAAAAGGAAAATTAAAAGA
GCTCTATACTAATAATACAATAGAATTTCAACAACCCTCAGGAGGAGATCTAGAAATTACAACGCATCATTTT
GTTTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAAAAGC
TCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTTCTGTGCCTTGGAACTCCACTTGGAGTAG
TAAAACTCTTGATCAGATTTGGGGCAACATGACATGGATAGAATGGGAGAGAGAAATTAGTAATTACACAAAC
CAAATATATGAGATACTTACAGAATCACAGGGCCAGCAGGATAAGAATGAAAAGGAGTTATTGGAATTGGATA
AATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGT
AGGAGGTTTAATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCTTTCGCTGTATCTTTGTTTGATGCTTTAGCAATAACAGTAGCGGGGTGGACAGATAGAGTTATAG
AAGTAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAAGGCTTCGAAAGGGCTTT
GCTATAA 
>MG989498 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGACACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACTTGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAAATTGTACCCAAGCTAGGCTGACCAGCAACAGAACCCACTTTAATGATACCATAGGAAACATAGG
AAACATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATGACTACAGAAGTAAGAGATAGGCAGCAGAAGGTC
TATGCACTTTTTTATATGCTTGATATAGTACCAATTGGAGAGAGCAATAATAGTAGCAATCATAGTGAATATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGACCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGAAGTT
TAGCAGAAGAGAAGATAATAATCAGATCTGAAAATATTACAAACAATGCCAAAACCATAATAGTGCACCTTAA



TAAAACTGTAGAAATCAACTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGACAA
ACATTCTATAGAACAGGAGAAATAATAGGAGATATAAGAAAAGCATTTTGTGAGATTAATGGAGCAAAATGGT
TTACAATTTTAAAACAGGTAACTGAAGAATTAAAAGAGCATTTTAACAATAAGACAATACAATTTCAACCACC
CTCAGGAGGAGATCTAGAAATTACAACGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAGCAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAACAAAATATTTGAGCTAATTACAGAATCGCAGAACCAG
CAGGAGAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGACAAATCTGTGGAGTTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATTTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTACA
GCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>MG989523 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGCGAGATGCAGAGACTACCCTCTTTT
GTGCATCAGATGCCAAGGCACAGAAGGAAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGTTCTTGGAAAATGTAACAGAAAATTTTAACGTGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAAGATGTAATCAGTCTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAATTGTACCAATGCTAATATGACCAATAGCACTACCCCAACCGATGGCTCTGAAATAGAAACGGA
TGAAGTAAAAAACTGTACTTTTAATGTGACCACAGAACTACAAGATAAGAAGCAGAAGGTCTATGCACTTTTT
TACAAGCTTGATGTAGTACAAATGGATAATACAACAAATTATAGGTTAATAAATTGTAATACTTCAGTCATTA
AGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATGTT
AAAGTGTAATGATAAGAACTTCAATGGGACAGGGCCATGCAAAAATGTCAGTTCAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTG
AAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATCAGTCAGTAAGAATCAATTGTACCAGACC
CTTCAACATTACAAGAACAAGGATAACTACAGGACCAGGACGAGTATACTATAGAACAGGAGAAGTAATAGGA
GATATAAGGAGAGCATTTTGTGTAATTAATGGAACAGAATGGAGTAAAGTTTTAAAACAGGTAACTGGAAAAT
TAAAAGGGCACTTTAACAATACAAATATAACCTATCAACCACCCTCAGGAGGAGATCTAGAAATTACAACATT
TCACTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGAT
CAGAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAATTCATCTGCACCACTAATGTGCCCTGGAATTCCACTT
GGAGTAATAAATCTCAGGAGGACATTTGGGAAAACATGACATGGATACAATGGGAGAGAGAAATTAGCAATTA
CACAAGCCAAATATACCAGATACTTACAGATTCGCAAACCCAGCAGGACAAGAATGAAAAAGATTTGTTAGCA
TTGGATCAATGGGCAAATCTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATCTTTATAA
TGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCGGGGTGGACAGATAGG
GTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTTGAAA
GGGCTTTGCTATAA 
>MG989531 
GCCTCAAACGACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAAAAGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATACCCCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTACAGTTAACTCCTCTCTGCA
TTACTCTAAATTGTACTGATGCTAATGTGACCAAGGGCAATAACACGGCCTCCAATGTAAATATAACAGGTGA
AATAAAAGAGGATATAAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATAGGCTTGATATAGTGCCAATTAAAGATAGTAATGAAGATAGTAATATAAGTAGTGAATATA
GGTTAATACATTGTAATACTTCAACCRTTAGGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTCTTAAGTGTAGAGATAGGAATTTCAATGGGACAGGGCCATGTGAA
AATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTC
TAGCAGAGGAAGATATAATAATCAGGTCTGAAGATCTCACAAATAATGCCAAAACCATAATAGTGCACTTTAA
TAAACCTGTAAAAATCAATTGTACCAGACCCTACAACAATACAAGAACAAGTATTTCTATAGGACCAGGACAA
GCATTCTTTAAAACAGGAGACGTAATAGGAGATATAAGAAGAGCATATTGTGAGATTAATGGAACGGAATGGA
ATGAAACTTTAGCACAGGTAGTTATAAAATTAAGAGAACACTTTAAGAATAAGACAATAGTCTTTCAACCACC
CACAGGAGGAGATTTAGAAGTTACCATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGA
ATCCTGGCTGTGGAAGGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGGAGAAATTTGGAACAATATGACATG
GGTACAATGGGAGAGAGAAATTAGCAATTACACAACACAAATATATGATATACTTACAGAATCGCAGAGCCAG
CAGGACAGGAACGAAAAGGAATTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTATA
GCAGTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGAGAGCCTTTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 



>MG989619 
GCCTTAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAGAAAGAAGTACACAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTACATTGTACCGAGTACAAAACCAACATAAACATAACCAATGGCTCTCCAGACGGAAACATAACAGA
TGAAGTGAAAAACTGTACTTTTAATATGACCACAGTAATACAAGATAAGAAGCAGAAGGTCTATGCACTTTTT
TATAAACTTGATATAGTACCAATTGAAAATAATAACAGTAGTAATAATAGTAGAGAGTATAGGTTAATAAATT
GCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGTATCATTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGCTATGCGATTTTAAAGTGTAATGAAAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAG
GGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTACACCTTAATGAATCTGTAGG
AATCAATTGTACCAGACCCTCCAACAATACAAGGAGAAGTATAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGAAATAATAGGAAATATAAGACAAGCATATTGTACAATTAATGGGACAAAGTGGAATAAAACTTTAG
AACAGGTAGCAGGAAAATTAAAAGAGTACTTTAATAAGTCAATAGTCTTTAAGCCATCCTCAGGAGGAGATCT
AGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAATGTGC
CTTGGAACTCCACTTGGAGTAATAAATCTGTTGAAGACATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAAATTGGCAATTACACAAACCAAATATATGAGTTGCTTACAGAATCGCAGAGCCAGCAGGACAGGAATGAA
AAGGATCTATTAGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAGCAGTAGCT
GAGTGGACAGATAGGGTTATAGAAGCAGCACAAGTAGCTGGAAGAGCCATCCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGACTTTACTATAG 
>MG989501 
GCCTTAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTGTTTT
GTGCATCAGATGCCAAAGCACATTCGACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATGCTCCTGGCAAATGTAACAGAAAATTTTGACATGTGGAGAAATAGCATGGCAGAA
CAAATGCAGGAAGATGTAATCAGTCTGTGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTATACTGTACCGATGCTAACCTCACTAATGCCAATCTCAATGGTAGTTGGGTCAATGCAACCGCGAG
CCCTGGAAATATAACAGATGACATAAGAAATTGTACTTTTAATATGACCACAGAAATAATAGATAAGAAGCAG
AAGTTTCATGCACTGTTCTATAAGCTTGATATAGTACCAATTAATGGAGATAGTAATAGTAGTAATGAGTATA
GGTTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCC
TTGCAGAAGGAGAGATAATAATCAAATCTAAAAATATCACAGACAATGCTAAAACCATAATAGTGCACCTTAA
TAGATCTATAGAAATCAATTGTACCAGACCCGCCAACAACACAAGAACAAGTATATCTATAGGACCAGGACAA
GTATTCTATCAAACAGGAGATATAATAGGAGATATAAGAAGAGCATTTTGTGGAATTAATGGAACAGCATGGT
ATAAAGTTTTAGGACAGGTAGCTGGAGAATTAAAAAAGCACTTTATTAATAAGAATATAACCTTTAAACCACA
ATCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTAGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGGACAACAT
GACCTGGATAGAATGGGAGAGAGAAATTAGCAATTACACAGGCCTCATATATGAGATACTTACAGACTCGCAG
AACCAGCAGGACAGGAATGAAAAAGAATTGTTAGAATTAAATAAATGGGCAAGCCTGTGGAGTTGGTTTGACA
TAACAAACTGGCTGTGGTATATAAAAATGTTTATAATGATAGTAGGAGGACTAATAGGGTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCCTTGTTTGAT
GCTTTTGCAGTAACAGTAGCAGGGTGGACAGATAGAATTATAGAAGCAGCACAAAGAATTGGGAGAGCCATCC
TCCACATACCCAGAAGAATCAGACAGGGCCTTGAAAGGGCTTTGCAATAA 
>MF957508 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATTCGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTACATGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAACTTGTACCAATGCTAATGTCACTGGCACTATGTCCAATGACACTAGAATAGGAAATATAACAGA
TGAAGTAAAAAACTGTACTTTTAATGTGACCACAGAACTACAAGATAAGAAGAAGAAGGTCTCTGCACTTTTT
TATAAGCTTGATATAGTACAAATGGACAGTAATAATAATAGTACTGAGTATAGATTAATAAATTGTAATACTT
CAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTT
TGCGCTTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTACACCTTAATAAATCAGTAGAAATCAATTG



TACCAGACCCTCCAACAACACAAGAAGAGGTGTAACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAC
ATAATAGGAAATATAAGGCAAGCATATTGTGAAATTAATGGAACAGCATGGTATGAAGTGTTAACAAAGGTAA
AAGAAAAATTAAAAGAGCACTTTAATAAAAGTATAATCTTTCAACCACCATACAAAGGAGGAGATCTGGAAAT
TACAACACATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTTCTGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTTTTGATGAGATTTGGGGAAACATGACATGGGTAGAATGGGAGAGAGAAAT
TAGCAATTACACAAATCAAATATATGAGATACTTACAGAATCGCAAAACCAGCAGGACAAGAATGAAAAAGAT
TTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAGATGGCTGTGGTATATAAGAA
TATTTATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCAGAGTGG
ACAGATAGGGTTATAGAAGTAGCACAGAGAGCTTGGAGAGCTTTTATCCACATACCTAGAAGAATCAGGCAGG
GCTTAGAAAGGATTTTGCTATAA 
>MF957603 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAAAGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAATTATACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAAGAGGATGTCATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAACTGCAGTAATGAAGTTAAAGTGAACAAAGCCAGTTACACCAACGGCCCTATAGGAAATATAAC
AGAGGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATGAGAGATAAGCAGCAGCAGGTCTATGCACTT
TTTTATAAGCTTGATATAGTAAAAAATGATAATGATAGTTATAGGCTAATAAATTGTAATACTTCAGTCATTA
AGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTCT
AAAGTGTAATGATAAGAAATTCAATGGGACAGGGCTATGTAATAATGTCAGCTCAGTACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAATTACTATTAAATGGCAGTCTAGCAGAAGGAGAAATAATAATCAGATCTG
AAAATCTCACAAACAATGCCAAAACCATAATAGTGCATCTTAATCAATCTGTAGAAATCAATTGTACCAGACC
CTCCAATAATACAAGAACAAGTATAAGGATAGCACCAGGACAAACATTCTATAGAACAGGAGACATAATAGGA
GATATAAGAAGAGCACATTGTAACATTAGTAGAGCAAAATGGAATGAAACTTTAAAACAGGTAGCTGAAAAAT
TAAAAGAACACTTTAAGAATAAGACAATAATCTTTCAACCACCCGCAGGAGGAGATCTAGAAATTACAATGCA
TCACTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAAAGGCTCCTAGCACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTT
GGAGTAATAAATCTTATGATGACATTTGGAAAAACATGACATGGACACAATGGGAGAAAGAAATTAGCAATTA
CACAGAGCAAATATATGATATACTTACTGACTCGCAGAACCAGCAGGACAAGAATGAAAAGGATTTGTTGGAA
TTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAA
TAACAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGCGTGGACAGATAGG
GTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCATATACCTAGAAGAATCAGACAGGGCTTCGAAA
GGGCTTTGGTATAA 
>MF957553 
GCTTCAGACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTGTTTT
GTGCATCAGATGCTAAAGCACAAGAGGCAGAAGCGCACAATATCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCACTCTGCG
TTACTTTAAATTGTACCACTGCTAACTTGACCAATGTCTCTAACATCTCTAACCCAACCAATGTCAATGACTT
AAATATGACAGATGAGGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGCAACAGAAGGCA
TATGCACTCTTTTATAGGCTTGATATAGTACCAATGGGTAATAGTAATAGTAGTGAGTATAGGCTAATAAATT
GTAATACTTCAGTTATTAAACAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTATAAGGTGTAATGATAAAAAATTCAATGGGACAGGGCCATGTACAAATGTCAGCTCA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
ATATAATAATCAAATCTGAAAATATTACAAATAATGCTAAAACCATAATAGTGCACCTTAATAAATCTGTAGC
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTATTCTATAAA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATGGAACACAATGGAATGAAACTTTAA
AGCAAGTATCTAAAAAATTACAAGAGCATTTTAATGATAATAAGACAATAATCTTTCAACCACCCTCAGGAGG
AGATCTAGAAATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGCAACATGACATGGATACAATG
GGAGAAAGAAATTAACAATTACACAGACCAAATATATCAGATACTTACAGAATCACAGAACCAGCAGGACAGG
AATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGCCATAACCAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCCGTGCTCTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAGTACAA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTCCAAAGAGCTTGGAGAGCCCTTCTTCACATACCTAGAA
GAATTAGACAAGGCCTTGAAAGGACTTTGCTATAA 



>MG989552 
GCCAATGATTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACTCTGTTTTGTG
CATCAGATGCCAAAGCACATGCGACAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATATTCATGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAAAATGGTAGAACAA
ATGCAGGAAGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCGTCA
CCTTAACCTGTAGCAATAATGTTACTGTGAACAGTAATAGAACTATGACCCAGGGAAATTTCTCTGGAATAAT
AGGAAATATAACAGATGAAGTAAGAAACTGTTCATTTAATATAACCACAGAAATAAGAGATAAGAAGCAGAAG
GTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTAACAACAATAACAACAATAGTGAGTATATATTAA
TAAATTGTAATACATCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATGTGAAATTCAATGGGACAGGGCCATGTAGCAATGTT
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACCCAATTGCTGCTAAATGGCAGTCTAGCAA
AAGGAGAGATAATGATCAGATCTGAAAATATCACAAATAATGCCAAAACCATAATAGTGCATCTTAATAAATC
TGTGGAAATCAATTGTACCAGACCCTCCAACAATACAAGAGCAAGTGTACGTATAGGACCAGGACAAGTATTC
TATAGAACAGGAGACATAATAGGAGATATAAGACAGGCATATTGTGAAATTAATAGGACACAATGGAGTGAAG
TTTTAAAACAAGTAAAAGGAAAACTAAAAGAGCTCTTTAAAAATAAGAATATAAGCTTTAACCAACCATCAGG
AGGAGATCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCTTGGAACTCCTCTTGGAGTAATAAATCTTATGAACAGATTTGGGACAACATGACATGGGCAGA
ATGGGACAGAGAAATTAGCAATTACACAGGCCAAATATATCAAATACTTACAGAATCACAAAACCAGCAGGAC
AAAAATGAAAAGGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCTTTCGCTATTTCTTTGTTTGATACCGCAGCTATA
GCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTACACATACCTA
GAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MG989563 
GCCTCAAACAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGACACTACCCTAT
TTTGTGCATCAGATGCCAAAGCACATGACCCAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATGTTCCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTA
GAGCAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGCGTACAGTTAACTCCTCTCT
GCGTCACTCTAAATTGTACCGAGGCTAAGGTTAACGCAACTGACCTCACTATCTCAGCCAACATCTCTGAAGG
GATTAAAAATATAACAGATGACATGAAAGACTGTTCTTTTAATATGACCACAGAACTAAAAGATAAGAAGAAA
GAGATCCATGCACTTTTCTATAGGCTTGATATAGTGCCAATTAAGGATAACAGTAATAATAATGACAGTCATA
GAGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAGGCGTGTCCAAAGGTATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTCTCAAGTGTAATGATAAGAAATTCAATGGGACAGGA
CCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATCACAGACAATGCAAAAACCATAATAGT
ACACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTACCTATAGGA
CCAGGACGAGCATTCTATAGAACAGGAAGCATAATAGGAGATATAAGACAAGCACATTGTAAGATTAATGGAA
CAAAATGGAATAAAACTGTAGATCAGGTAAAAGAAAAATTAAAAGAGCTCTTTAATAAGACAATAGTCTTTCA
ACCACCCTCAGGAGGAGATCCAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGACTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGAACTTATGCTGAGATTTGGGGAAACAT
GACATGGATAGAATGGGAGAGAGAGATTGGCAATTACACAAACCAAATATATGAGTTACTTACAGAAGCGCAG
AACCAGCAGGACAAAAATGAAAAGGATCTGTTATCATTAGATCAATGGGCAAGCCTGTGGAATTGGTTTGATA
TAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCCTTGTTTGAT
GCTACAGCAATAGCAGTTGCAGGGTGGACAGATAGGATTATAGAAATAGTACAAACAGTTTGGAGAGCCATTC
TCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCATTGCTATAA 
>MG989574 
GCCTCACAGAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACTCTATTTT
GTGCATCAGATGCTAAAGCACATGCAGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAGATGGCAGAA
CAGATGCAAGAGGATGTAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTATTTTGAAGCCCAATAATACAACCAATGATACAAACAAATACATAGACCA
AATAGGAAATTTAACAGAAGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAAATAMGAGATAAGCAGAAG
AAGGTTCATGCACTCTTTTATAAGCTTGATATAGTACCAATTAATAATGATGATGCAAAAAATATTAGTAATA
ATAATGATACAGAAAATATTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCC
AAAAGTAACCTTTGATCCAATTCCTATACACTATTGTACCCCAGCTGGTTTTGCGCTTTTAAAATGTAATGAG
AAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGG
TATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAGGACGAAATAATAATCAGATCTGAAAATCTCACAAA



CAATGCTAAAACCATAATAGTGCACCTTAATGAGTCTGTAGGAATCAATTGTACCAGACCCTCCAACAATACA
AGAACAGGTATAACTATAGGACCAGGACGAGTATTTTTTAGGACAGGAGAAATAATAGGAGATATCAGGAGAG
CATATTGTATGATTAATGCAACAAAATGGAATGAAACTTTAAGACAGGTAGTTGGAAAGTTAAAACAGCACTT
TAATAAGACAATAGTCTTCCAACCACCCTCTGGGGGAGATCTAGAGATTACAATGCATCATTTTAATTGTAGA
GGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGAC
TTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAAACTTA
TGAAGAAATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAGACATAATATAT
GACATACTTACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAGGAGTTGTTAGAGTTGGATCAATGGGCAA
GTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTT
AATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCT
TTCRCCATTTCATTGTTCAATACTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATTGAAGCAGCAC
AAAGAACTGGGAGAGCAATCCTCCATATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MG989503 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGCATCTAGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTATGTG
TTACTTTAAATTGTAGCAATGCTAATTTTACCAATGCCACTCAGATCTATCGCAATGACACAATAGGAACTAC
AATAGGAAATATAACAGAGGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAAAGATAAGAAGCAG
CAGGTTCATGCACTTTTTTATAAGCTTGATATAGTACCAACTGGGGATGATAAGAATAATGATACTTATAGTA
CTTATAGGTTAATAAATTGCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGCGCTTTTGAAGTGTAATGATAAGAATTTCACTGGGACAGGGCCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATG
GCAGTTTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACTATAATAGTGCA
TCTTAATGAATCAGTAATAATCAACTGTACCAGACCCTCCAATAATACAAGAACAAGTACAATTATAGGACCA
GGACAAGTACTCTATAAAAAAGGGGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAA
AATGGAATAACACTTTAAAACAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAGGACAATAATATTTCAACC
ACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAGAAGCA
TCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGATAAAATTTGGGGAAACATGAC
ATGGATAGAATGGGAGAGAGAAATTAGTAATTACACAGACCAAATATATCAGATACTTACGGAGTCGCAGAAC
CAGCAGGACAAGAATGAAAAGGATTTGTTGGAATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAA
CAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGCTTGATGCT
ATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTCATAGAAGTAACACAAGCAGCTTGGAGAGCCCTTCTCC
ATATACCTAGAAGAATCAGACAAGGCTTAGAAAGGCTTTTGCTATAA 
>MG989511 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGGAGAGATGCTAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCGCATGTGACAGAAAAGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGAAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTACCAAGGCTAATTTAACATCTACAACAAGCAGTAATTCATCCAAGGTTAATACCTCGGA
GATAGGCAATCTAACAGAGGAAGTGAGAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGCAGCAG
AAGGTCCATGCACTGTTCTATAAGATTGATATAGTACAAATTGATGGTAGTAATAATAGTAGTACTAAGTATA
GGTTAATTAATTGTAATACCTCAGTCATTAAGCAGGCTTGCCCAAAGGTAACCTTTGATCCAATTCCTATACA
TTATTGCACTCCAGCTGGTTATGCGCTTTTGAAGTGTAATGATAAGAATTTCAATGGGACAGGGCAATGTAGA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTT
TAGCTGAAGAAGAGATAATAATCAGATCTGAAAATTTCACAAACAATGCCAAAAACATAATAGTACACCTTAA
TAAATCTGTAGTAATCAATTGTACCAGACCTTTCAACAATACAAGAAAAAGTATACGTATAGGACCAGGACAA
GTATTCTTTGGAACAGGAGATATAATAGGAGATATAAGAAGAGCACATTGTGAGGTTAATGGAACAGAATGGA
ATAAAACTTTAACACAGGTAGCTGGAAAATTAAAAGAGCACTTTAATAAAACAATAACCTTCAAACCATCCTC
AGGAGGAGATCCAGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCA
CCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGAT
ACAATGGGAGAGAGAAATTAACAATTTTACAGACCAAATATATACAATACTTACAGAATCACAAAACCAGCAG
GAAAGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACGGT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCA
ATAGCAGTAGGGGGGTGGACAGATAGGGTGATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATAC
CTAGAAGAATTAGACAGGGTCTCGAAAGGGCTTTATTATAA 



>MG989514 
GCTGACAATTTGTGGGTTACAGTTTACTATGGGGTCCCTGTGTGGAAAGATGCAAATACCACCCTATTTTGTG
CATCAGATGCCAAAGCACATTCGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGACCC
AAACCCACAAGAAGTACACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAGCAG
ATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAGGTTAACTCCTCTCTGCGTTA
CTTTAAATTGTACCGATGCTWTTGTCAACCCCATTAACACAAGAGAAAATGTAACAGATCCCACAATAGGAAT
AGGAAATATAACAGATGAAATAAGAAACTGCTCGTTTAAGATGACCACAATACTGAAAGACAAAAAGCAGCAG
TTCCATGCACTTTTTTATAGGCTTGATATAGTACCAATTAATGAGAGTGATAGTAGTTATAGGTTAATAAATT
GTAATACTTCAACCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTGAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGA
CATTATTTGTACCAGACCCTCTAACAATACAAGAACAAGTATAAATATAGGACCAGGACAAGTATTCTTTAGA
ACAGGAGAAATAATAGGAGATATAAGAAAAGCACATTGTACGATTAATGGAACCAAATGGAATAGAGCTTTAG
AACAGGTAGCTGAAAAACTAAAAGAGTACTTTAATAAAACAATAAACTTTCGACAGTCCGCAGGAGGAGATCC
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAGGCTCCTAAGTCTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAAACTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAACCCAAATATATGACATACTTACAGAATCGCAGAGCCAGCAGGACAAAAATGAA
AAGACGTTGTTGGAGTTCGATAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCATTAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTCCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCA
GGGTGGACAGATAGGATTATAGAAATAGCACAAGTAGTTTGGAGGGCCATTCTCCATATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MG989519 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCAGAAACCACCCTATTCT
GTGCATCAGATGCCAAAGCACAGAGTCCAGAAGCACACAATATCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAACTACACAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTAGTAGTGCTGAGATCAATGCCAATATAGCCAATGACACTATCTCTGAAATAGTGGGAAA
TATAACAGATGATGTACAGAACTGTACTTTTAATATGACCACAGAACTAAAGGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAAATTGGAGAAGGAAATAGTGAATATAGGTTAATAAATTGTAATA
CTTCAGTTATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCWATTCCTATACACTATTGTACTCCAGCTGG
TTATGCGATTTTTAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGATAG
TAATCAGATCTGAAAATATCACAAACAATGCAAAGACCATAATAGTGCACCTTAATAGATCTGTAGAAATCAA
TTGCACCAGACCCTCCAACAATACAAGAACAAGTACACGTATAGGACCAGGACAAGCATTCTATCACACAGGA
GACATAATAGGAGATATAAGGAGAGCATATTGTGAGATTAATGCAACAAAATGGAATGAAACTATAAAACAGG
TAGCTAGAAAATTGAAAGAGCATTTTAATAAGACAATAATCTTTGAACCACACTCAGGAGGAGATCTAGAAGT
TACAATGCATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAACAGCTCCTAGGCCTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCTTGGA
ACTCCACTTGGAGTAATAAATCTTGGGGAGAGATTTGGAACAACATGACATGGGTGGAATGGGAGAGAGAAAT
TAGCAATTACACAAGCATAATATTTGGGCTACTTACAGAATCGCAGGACCAGCAGGACAAAAATGAACAGGAA
TTGTTAACATTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGCGGGGGGTTGG
ACAGATAGGATTATAGAAGTAGCACACAGAGCTTGGAGAGCCGTTCTACACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>MG989594 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTGTTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTGCTGATGCTAAGCTTAACTGGACCAGTAATGCTGACAAAATAGAAAATATAACAGTAGG
AAATTTAACAGAGGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGCAGGTC
CATGCACTTTTTTATAGGCTTGATATAGTATCAATTAAAGGGGATAATAATAATAGTGGTAGTGAGTATAGGT
TAATAAATTGTAATACTTCAGTCGTTAAGCAGGCTTGTCCTAAGGTATCCTTTGATCCAATCCCTATACATTA
TTGTACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAGGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATATTACAAACAATATTAAAAACATAATAGTGCATCTTAATAA



ATCTGTAGAGATCAATTGTACCAGACCCTTCAACAATACAAGAACAAGTACACGTATAGGACCAGGACAAGTA
TTCTATAGAACAGGAGACATAATAGGAAATATAAGAAAAGCACACTGTAAGATTAATGGAACAAAATGGAAGG
AAACTTTAAAACAGGTAGTTAAAAAATTAAAAGAGCACTTTAATAAGACAATTATCTTTCAACCACCCGCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAGATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGATAGA
ATGGGAAAGAGAAATTAACAATTACACAAGCCAAATATATGACCTACTTGCAGAATCGCAGAACCAGCAGGAC
AGAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGATATAACAAATTGGC
TGTGGTATATAAAATTGTTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATA
ACAATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTGGAAGAGCCATCCTCCATATACCTA
GGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MG989532 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAAGACCACCCTGTTTT
GTGCATCAGATGCCAAGGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACGTATGGAAAATGTAACAGAAAATTTTGACATGTGGAACAATTACATGGTAGAG
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGTATAAAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TTACTTTAAATTGTACCAAGGCGATCATTGGCAAGAACACAACAACCCTGGGCAATAGCACAATAGGAAATAT
AACAGATGAAGAGAGAAACTGTTCTTTTGATGTAACCACAGAAATAAGAGATAAGCAGAAGAAGGTCTATGCA
CTTTTTTATAAGCTTGATATAGTACAAATAAATAGTAGTAATATAGTTCAAATGAATAATAGTAATAATAGTA
GTAATAGTAATAGTAATAGTAGTAATAGTAATAATAATAGTAGTAATAGTAGTGATAAGCAGGAGTATTATAG
GTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACAT
TATTGTACTCCAGCTGGTTATGCAATTTTAAAGTGTAATGAAAAGAATTTCAATGGGACAGGGCCATGTAAAA
ATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCT
AGCAGAAGGTGACATAATAATCAGATCTGAAAATATCTCAGATAATGTCAAGACCATAATAGTGCACCTAAAT
GAATCTATATACATCAATTGTTCCAGACCCTCCAACAATACAAGAAAAAAGTACAAATATAGGACCAGGACAC
GTATTATTCTATAGGGCAGGAGACATAATAGGAGATATAAGGAAAGCACATTGTAATGTTAGTGAATCAGCAT
GGAATAAAACTGTAGTACAAGTAAAAGAGAAATTGAAAAAGTATTTTAATAGGACAATAGAGTTTAAACCACA
TGCAGGAGGAGATCCAGAAATCACAACGCATCATTTTAATTGTAAGGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATG
GACAGAATGGGAGAGAGAGATTAGTAATTACACAGACCTAATATATGACATACTTACAGAATCGCAGAACCAG
CAGGATAAAAATGAAAAAGATTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAA
GATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCTTTGCTTGATGCTACA
GCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAACAGTTTGGAGAGCCTTTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>MG989507 
GCCTCAAAAGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCTTCAGATGCCAAAGCACAGGAGACAGAAGTGCATAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAAGTTGGACTTGACCACCAACATAACCAGTGTCCCTGGGATAGGAAATAT
AACAGATGAAATAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGAAGCAGGTCCATGCA
CTTTTTTATAGGCTTGATCTAGTACAAATTGATAGTAGTAATAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAATGTAATGATAAGAAATTCAATGGGACAGGGCTATGTAAAAATGTCAGCTCAGTACAG
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAAAAGAGATAA
TAATCAGATCTGAAAATCTCACAGATAATGCCAAAACCATAATARTGCACCTTAATGAATCTGTACACATCAA
TTGCACCAGACCCTCCAACAATACAAGAACAAGTATACACATAGGACCAGGGCAAACATTCTATAGAACAGGA
GAAATAACAGGAAATATAAGAAGTGCATATTGTGAAATTAATGAAACAAAATGGTTTAAAGTTTTAAGACAGG
TATCTAAAAAACTAAAAGAGAACTTTGCTAATAAGACAATAGAATTTCAACCACCCTCAGGAGGAGATCTAGA
AGTTACAATGCTTCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAACTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAAGATATTTGGAACAACATGACATGGGTACAATGGGAGAAAGA
AATTAACAATTACACAACCCAAATATATGATCTACTTACAGAATCGCAAAACCAGCAGGACAAGAATGAAAAA
GATTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTATATAA
AAATATTTATAATAATAGTAGGAGGTTTAATAGGCTTAAGAGTAATTTTTGCTATGCTTTCTATAGTAAATAG
AATTAGGCAGGGATACTCACCTGTGTCTTCCGCTATTTCTTTGTTTGATACTACAGCAATAGCAGTAGCGGGG



TGGACAGATAGGGTTATAGAAATAGTACAAATAGTTTGGAGGGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGTTTAGAAAGGGCTTTGCTATAA 
>MG989588 
GCTTCAGAGGACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAGACCACCCTATTTT
GTGCCTCAGATGCCAAAGCATATGAAACAGAAGTACACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACAAATGATAAATGTAACAGAAAATTTTAACATGTGGAAGAATCCCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTGAAACCATGTGTAAAATTAACTCCCCTCTGTG
TTACTTTAAATTGTACCGATGTCACTTTGACTAAGGTCAATAACACAAGCGATGGCCCTAAAGGAGTAGGAAA
TATAACAGATGAAATAAGAAACTGTACTTTTAATATGACCACAGAAATAAAAGATAAGAAGCGGAAGGTCCAG
GCACTTTTTTATAGGCTTGATATAGTACAAATTGAACAGAATAGTACTGAATATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTGAAGTGTAATGAGAAGAACTTTACTGGGAAAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATCAGATCTGAGAATATCACAGACAATGTCAAAACCATAATAGTGCACCTTAATAAGTCTGTAAACATCAC
TTGTATCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGGCAAGCATTCTATAAAACAGGA
GACATAATAGGAGATATAAGAAGTGCCTATTGTATAGTTAATGAAACAGAATGGCATGAAACTTTAAAAGGGG
TAGTTAACAAATTAAAGGAGCACTTTAAAAATAAGACAATAAGCTTTCAACAACCAGCCCCAGGAGGAGATCT
AGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTTCTGTGC
CTTGGAACTCCACTTGGAGTAATAAAACTTATAATGAGATTTGGAACAACATGACATGGGCAGAATGGGAGAG
AGAAATTAGCAATTACACAAGCCAAATATATGACATACTTGCAGAATCACAGAACCAGCAGGACAAGAATGAA
CAGGAGTTGTTAGAATTGGACAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATA
TAAAAATATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGCGAA
TAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAATAGCG
GGGTGGACAGATAGGATTATAGAAGTAGCACAAGGAGTTGGAAGAGCCATTCTCCATATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGACATTGTTATAA 
>MG989589 
GCCTCAGATAACTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGGAAAGATGCAGCTACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTTCCAATATTAATAGCAATATAACAAACAATGGAACAACTGGTAATAACAGTACAACATA
CAATGGAACAACTGATGATGCAAAAAACTGTACTTTTAATGTGACCACAGAAATAAGAGATAAACAGCGGAAG
GTCTCTGCAATTTTTTATAAGCTTGATATAATGCAAATTGGAGATAGTAAGAATACTAGTGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATATATTATTG
TACTCCTGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGTACACACGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCTG
AAGAAGAAATAGTAATCAGATCTGAAAATCTCACAGACAATACTAAAACCATAATAGTGCACCTTAATAAATC
TGTACCAATCAATTGTACCAGACCCAACAACAATAGAAGAACAAGTATACGTATAGGACCAGGACAAGTGTTC
TATGGAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTGTGGTTAACGGAACAGAATGGTATACAG
TTTTAAAACAGGTAACTGAAAAATTAGAAGAAAAATTAAAAGAGCACTTTATTAATAAGACTATAGTCTTCCA
ACCACCCTCAGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCGAGGGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACCTCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCCTTAGATGAGATTTGGAACAACAT
GACATGGACAGAATGGGAAAGAGAAATTAGCAATTATACAGACCAAATATATGGGATACTTACAGAATCGCAG
AACCAGCAGGACAAAAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGTCTTGGTTTGACA
TAACAAATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTACTTAAT
GCTACAGCAATAGCAGTAGGGGGGTGGACAGATAGGATTATAGAAGTAACACAAAGAGCTTGGAGAGCCATTA
TCCACATACCCAGAAGAATCAGACAGGGAGCAGAAAGGGCTTTGCAATAA 
>MG989528 
GCCACAGATAAATTGTGGGTTACAATTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTCATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTAACAATGCTACCTTCACTAACAAGAATGGTACAGATACTCCTAGTAACTCTTCCATAGG
AGATATTACAGATGAAATAAAAAACTGTACTTTTAATATGACCACAGAAGTAAGGGATAAGAAGAGGAAAGCC
TATGCACTTTTTTATAATCTTGATATAGTACAAATTGATAATGGTAGTGAGTACAGATTAATAAATTGTAATA
CTTCAATCATTAAGCAGGCTTGTCCAAAGATATCCTTTGACCCAATTCCTATACATTATTGCACCCCAGCTGG
TTTTGCGATTCTTAAGTGTAATAATAAGAACTTTAATGGGACAGGGCCATGTACAAATGTCAGCTCAATACAA



TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAA
TAATCAGATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCACCTTAATGAATCGGTAAAAATCAA
TTGCACCAGACCCTCCAACAACACAAGAACAAGTATAAGCATAGGACCAGGACAGACATTCTATCAAACAGGA
GATATAATAGGGGATATAAGGAAAGCATATTGTGAAATCAATGAAACAGAATGGGTTAAAGTTTTAAGAAAAG
TGAAGGAGAAATTAAAAAGGCACTTTAATAATAAGACAATAGTATTTCAACCACACTCAGGAGGAGATCTAGA
AGTTACAATGCATCATTTCACTTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGA
TACCTACAGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAAAACTTATGAAGATATTTGGGGCAACATGACATGGGTACAATGGGAGAAAGA
AATTAACAATTACACAGGCCAAATATATGAATTACTTGCAGAATCGCAGAATCAGCAGGACAAGAATGAAAAA
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACACAGTGGCTATGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAAAAG
AGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGG
TGGACAGATAGAGCTATAGAAATAGTACAAATAGTTTGGAGGGCCATTCTCCATATACCTAGAAGAATCAGAC
AGGGTTTAGAAAGGGTTTTGCAATAA 
>MG989613 
GCCTCAAATAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAAATGCAGGAGGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCTCTATTAAGGTGACCAATGTCAATAACACAAGAAATGACTCTATCACAATAGGTAA
TAACTCTATCACAATAGGTAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAAATAAGA
GATAAGAGGAAGCAGGTCCATGCACTTTTTTATATGCTTGATATAGTAGAAATGGAAAAGAATAGAAGTGAAT
ATAGGCTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGT
AAAAATGTCAGCTCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAGTTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTTACAAACAATGCCAAAACCATAATAGTACACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCATCCAACAATACAAGAACAAGTATACATATAGGGCCAGGA
CAAGTATTCTACCCAACAGGAGAAATAACAGGAGATATAAGAAAGGCATATTGTACGGTTAATGGAACAAAAT
GGAGTGAAGTATTAAGACAGGTGGCTAAAAAATTAGAAGGGAGCTTTAATAATAAGAATATCAGCTTTCAGCC
ACCTTCAGGAGGAGATCTAGAAATTACAATGCTTCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTA
TCTGCACCACTGCTGTGCCCTGGAACAACAGTTGGAGTAATAAATCTTATGAAGAAATCTGGAACAACATGAC
ATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCACAGAAC
CAGCAGGAAAAGAATGAACAAGAGTTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAACTGGTTTAGCATAT
CAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCT
ACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCC
ACATACCTAGAAGAATCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>MG989558 
GCCGCAGAGGACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAAAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGAAAAATGTAACAGAAGACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTGATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTACAGCTAACTCCTCTCTGCG
TTACCTTAAATTGTACCCATAATGTCAGTTTGACAGCCAATGCCACTTTCTCTAGCACAGAAGGAAATATGTC
GGCAGCCAATGTCACTTTCTCTCGCACAGAAGGAAATATGTCAGAGGAAGTAAGAAACTGTTCTTTTAATGTG
ACCACAGAAATAATCGATAAGAAGCAACAAGTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTGATA
GCAATAATAACAAAAGTAGTGAGTACATATTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAA
GGTATCCTTTGACCCAATTCCTATACATTATTGCGCTCCAGCTGGTTTTGCGATTCTTAAGTGTAATAATAAG
AACTTCAATGGGACAGGGCCATGTACAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTAT
CAACCCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGATAA
TGCCAAAACCATAATAGTACACCTTAATAAATCTGTAGAAATTAATTGTACCAGACCCTCCAAAAATGTAAGA
GCAAGTGTACGCATAGGACCAGGACGAGTATTCTATAAAACAGATGGAATAGGAGGAGATATAAGRAAAGCAT
ATTGTGAGATTAATGGAACAGAATGGAATAAAGTTTTAAAACAAGTAAAAGAGAAATTAGAAGAGCACTTTAC
TAATAAGACAGTGGAATTTCAACCACCCTCAGGAGGAGATCTAGAAATCACAATGCATCATTTTAATTGTAGA
GGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGAC
TTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGCAATAAATCTTA
TGAACAGATTTGGAACAACATGACATGGACACAATGGGAAAGAGAAATTAGCAATTACACAGACCAAATATAT
GGGATACTTACAGAATCACAAAACCAGCAGGACAGGAATGAAAAGGATTTATTAGAATTGGATAAATGGGCAA
GTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
AATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCT



TTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAATAGTAC
AAGTAGTTTGGAGGGCCATTCTCCACATACCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>MG989568 
ACCTCAGAACGCTTGTGGGTTACAGTGTATTATGGGGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCGCAAGAACTAGACCTGAAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACTGATGCTACTATAAAGAATGGGGAAAAGGAAGATAACATAACCATGAAAGCTGACTT
AAAAAATATAACAGAGGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAGCTAAGAGATAAGAAGCAGAAG
GTATATGCACTTTTTTATAAGCTTGATATAGTACAGATGGGAAATAACAGTAACAGTAGCAGCGGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAAGGATAAGGATTTCAATGGGACAGGGATGTGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATTACAAACAATGCCAAAAACATAATAGTGCACCTTAA
TGAATCTGTAGAAATCGAGTGTACCAGACCCTCCAACAATACAAGAACAAGTATACAGGTAGGACCAGGACAA
GTATTATATAGAACAGGAGACATAACAGGAAATATAAGACAAGCATATTGTCTGATTAATGGAACAAAATGGA
ATGAAACTTTAAGACAAGTAGCTGAAAAATTAAAGAAGCACTTTAATAGGACAATAATTTTTGAACCACACTC
AGGAGGAGATCTAGAAATTATAAATCATCATTTTATTTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCA
CCACTGCTGTACCCTGGAACACCACTTGGAGTAATAAATCTTTTGAGGAAATTTGGGACAACATGACATGGAT
ACAATGGGAGAGAGAAATTAGCAATTACACAGGGCAAATATATGAGGCAATTACAAAATCGCAGAACCAGCAG
GACAAAAATGAAAAAGAATTGTTGGAGTTGACTAAATGGACAAGTCTGTGGAGTTGGTTTGACATATCAAATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTATTTGATGCTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGCAGAGCTGTTCTTCACATAC
CAAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>U51189 
GCCTCAAACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTATACCCACAGA
CCCCAACCCACAAGAAATGCACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTGGACCAATGCTAATGTGACCAATGTCAATAACAATGTCACTAACAT
AGTAGGAAATATAACAGAGGAAGTAAGAAACTGCTCTTTTAATATGACCACAGAACTAATAGATAAGAAGCAG
AAGGTCTATGCACTTTTTTATAAGCTTGATATAAGACAAATGAATAGTAATAGTAGTGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGACCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTATAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAAAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTCATGAATCTGT
AGAAATCAATTGTACCAGACCCTTCTACAATAAAAGAACAAGGACATCTATAGGACAAGGACGAGTACTCTAT
AGAACAGGAGACATAACAGGAAATATAGGAAAACCATATTGTGAGATTAATGGAACAAAATGGAATAAAGTTT
TAAATCAGGTAACTGAAAAATTAAAAGAGCACTTTAATAATAGGAACATAAGCTTTCAGCCACCATCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGAAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAAAGA
AATGAAAAGGACTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGGCATAACAAAATGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTTTAGCAGTAGTG
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>U48264 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACACTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAACGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCTAACTTGACCGATGTAACTGAAACAACCAATGTCCCTAAAATAATAGGAAA
TGTAACAGATGAAGTAAGAAACTGTTCTTTTAAAATGACCACAGAACTAAGAGATAAGCAGCAACAGGACTAT
GCACTTTTCTATAAGCTTGATATAGTACCAATTGAACATAAAAACAATAGTAGTGAGTATAGGTTAATAACTT
GTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA



GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTGGA
AATCAATTGTACCAGACCCTCCGACAGGATGAGAACACCTATGAGAATAGGACCAGGACGAGTATTCTATAAA
ACAGGAAACATAATGGGAGATAGAAGAACAGCATACTGTGAAATTAATGGAACAAAATGGAATAGAGTTTTAA
AACAGGTAATGGGAAAATTAAAAGAGCACTTTAATAATAAGACAATAACCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGA
GAGAGAAATCAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCACAAAACCAGCAGGACAGAAAT
GAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGTATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCATTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>U48266 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAACGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAAAGCTAACTTTAACTTGACCAAGGTCGATAACACAACCAAGGCCAATAACATAAC
CTATGTCTCTAACAAAATAGAAAATATGACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTA
ATAGATAAGAAGAAGAAAGTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTGATAAAAATAGTAGTA
ATAGTAGTGAGTATATGTTAATAAATTGTAATTCTTCAGTCATTAAGCAGGCTTGCCCAAAGGTATCCTTTAA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGTGATTTTAAAGTGTAATGAAAAGAATTTCAATGGG
TCAGGGCTATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTTACAAACAATGCCAAAACCAT
AATAGTGCATCTTAATAAATCTGTAGCAATCAATTGTACCAGACCCTCCAACAAGATAAGAACAAGTATGAGA
ATAGGACCAGGACGAGTATTCCATAGAACAGGAGCCATATTAGGAGATATAAGAAAAGCATATTGTGAGATTA
ATGGAACAAAATGGAATAAAGTTTTAAAACAGGTAACTAAAAAATTAAAAGAGCACTTTAAAAATAAGACAAT
AATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAAAGGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAACAGATTTG
GCACAATATGACATGGATAGAATGGGAGAGAGAAATTGGCAATTACACAAACCAAATATATGAGATACTTACA
GAATCGCAAAACCAGCAGGACAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATT
GGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTATCTTTCGCTATTTCT
TTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGA
GAGCCATTATCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>AF015919 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATAAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGAGGCAAAACCGGCCAATGTCACTAAAATAGCCAATGTCTCTGACATAATAGGAAA
TATAACAGAGGAAGTAAGAAACTGTTCTTTTAACATGACCACAGAACTAAACGATAAGAAGCAGAAGGACCAG
TCACTTTTTTATAGGCTTGATATACTACCAATTGAATGTGAAAAGAATAATAGTGAGTATAGGTTAATAAATT
GTAATACTACAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGCAATGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACCCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTCATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATGACTATAGGACCAGGACGAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGAAACAGAATGGAATAAAACTTTAA
AACAGGTAGTTGGAAAATTAAAAGAGCATTTTAATAAGACAATAACCTTTAAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTTAAGGATCAAAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCAGTGC
CCTGGAACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAG
AGAAATTAGCAATTATACAAACCAAATATATGAGATACTTACAGCATCGCAGAACCAGCAGGACAGGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGCAGGAGGCTTAATAGGTTTAAGAATTATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCCGGGATACTCACCTTTGTCCTTCGCAATTTCTTTGTTTGATGCTTCAGCAATAGCAGTAGCA



GGGTGGACAGATAGGGTGATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGTTTAGAAAGGATTTTGCTATA 
>AB032740 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGTCAATGCTACCAATGTCAGTAACACAACCGAAGCCCCAAACATAGTAGGAAC
AGATGAAGTAAAGAACTGTTCTTTTAATGTGACCACAGAACTAAGAGATAAAACGCAGCAGGTCCAGGCACTT
TTTTATAAGCTTGATATAGTACAAATGGGAGGTAATGATAGTGGTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAAAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAATAAATCTGTAAAAATCAATTG
TACCAGACCAACCATATATAAAAAAAAGACAACTATGGGACCAGCACGAGTATACCATAGAACGGGGGATGTA
ATAGGAGATATAAGAAAAGCATATTGTCAGATTAATGGAACAAAATGGAATAAAGTTTTAAAACAGGTAACTG
AAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAAT
GCATCATTTTAATTGTAGAGGGGGATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAA
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCGTCTGCACCACTGCTGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGAGATTTGGGATAAAATGACATGGACACAATGGGAGAGAGAAATTAGCAA
TTACACAAGCACAATATATGAGATACTTACAGAATCGCAAAACCAGCAGGACAGGAATGAAAAAGATTTGTTG
AAATTGGATAAATGGGCAAGTCTATGGAATTGGTTTGACATATCAAGATGGCTGTGGTATATAAGAATATTTA
TAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGTTATTTCTTTGCTTAATGCTACAGCAATAGTAGTAGCGGGGTGGACAGAT
AGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAG
AAAGGGCATTGCTATAA 
>AB032741 
GCCTCAGACAACTTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCACTGCTAACTTTACCAATTTTAACTTGACCAAGGCCGATAACATGACCAATGTCTC
TAACATAACCATAGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGATCTAATAGAT
AAAAAGCAGAAGGTCTATGCACTTTTTTATAAGCTTGATACAATACCAATTGGTAATAATAATAATATGTATA
GGTTAATAAATTGTAATGATTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATGTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCTCCGGAAAGGAAGAAAAACGTATGACTATAGGACCAGGAAAA
GTATTCTATAGCACAGGAAAAATAACAGGAGATATAAGGAAAGCATATTGTGTGATTAATGGAACAAAATGGA
ATGAAACTTTAAAACAGGTAGCTGGAAAGTTAAGAGAGCACTTTAATAATAAGACAATAATCTTTCAACCACC
CTCAGGAGGAGATTTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGATGAGATTTGGAACAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAACAAGATATATGACATACTTACAGAATCGCAGAACCAG
CAGGACAAGAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
GTTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAAAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACA
TACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF070703 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCGATGCTAAATTTAAAAAAGTCAGTACCACAATCAATGACTCTAACATAATAGGAAA
TATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAACTAAAAGATAAAAAGCAGAATGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAACTGGAAAATAATAATAGTAGTAGGGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCA



GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCGCAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
GATCAATTGTACCAGACCCTCCAACAATACAAGAACAGGTATAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACGTAATAGGAGATATAAGGAAGGCATATTGTGAGGTTAATGGAACAAAATGGAATGAAACTTTAA
AACAGGTAACTGAAAAATTAAAAGAGCACTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAAATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CATGGAACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGTTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF070704 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCCGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAATATTTTAACATGTGGACAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCAATGTTAATGTGGCCCAGGTCAATAAAACAGCCTCTGCCTCTGACATAATAGGAAA
TATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGCAGGTCTAT
GCACTTTTTTATAAGCTTGATATAGTACAAATTGACAATAATAAGAATAGTAGTAAGAGTAGTAATGATTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAAGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAW
TGAATCTGTACAAATCAATTGTACCATACCCTCCATCAATGTAAGAACAAGTGTACATATAGGACCAGGACAA
GCATTCTATAAAACAGGAGACATAATAGGAGATATAAGAAACGCATATTGTGTGATTGATGAAGCAAAATGGA
GTAAAGTTTTAAAACAGGTAACTGAAAAATTAAAAGAGCACTTTAATAAGAATATAACCTTTCAACCACCCTC
AGGAGGAGATCTAGAAATTACTATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAC
AGAATGGGAGAGAGAAATTAGTAATTACACAAACCAAATATATGACATACTTACAGAATCGCAGAACCAGCAG
GACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATGCTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTACACATAC
CTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGATATAA 
>AY713420 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTATGTG
TTACTTTAAATTGTACCAATGCTATTTTGAAAAATGTTACTAACACAGCCAATAACACAGTAGGAAATATAGC
AGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAGGCAGAAGATCCATGCACTT
TTTTATAAGCTTGATTTAGTACAAATTGGTAATAGTAGTGATAGTAGTAGTAATCATAGAAAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAGTGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACTTTAATAGATC
TGTAGAAATCAATTGTACCAGACCCTTCACCTATACAAGAACAAGGATGACTATAGGACCAGGACACGTATTC
TATAGAACAGGAGACATAGTAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAA
CTTTAAAATGGGTAGCTGGAAAATTAAAAGAGCACTTTAATAATAAGACAATAATCTTTAAACCATCCTCAGG
AGGAGATCCAGAAATTACAATGCATCATTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAA
AAGAATGAAAAGGACTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTGTGATGCAACAGCAATA



GCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGTAGCTTGGAGAGCCTTTATCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY713419 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAACGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGTTAATTTCACCAAGGCCAATAACACCGCTGGAAATATAACAGATGAAGTAAG
AAACTTAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTACTAGATAAGCAG
CAGCAGGTCTATGCACTTTTTTATAGGCTTGATATAGTACAAATTGGAAATAGGAATAGTAGTGAGTATAGGT
TAATAAATTGTAATACTTCAGCCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTA
TTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTTACTGGGACAGGGAAATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCAACTTAATAA
ATCTGTGGAAATCAGTTGTATCAGACCTTACAACAATACAAGAACAAAGATGACTATGGGACCAGGGCATGTA
TTCTATAAAACAGAAAACATAATAGGAAGTGTAAAAAAGGCACATTGTAAGATTAATGGAACAAAATGGAATG
AAACTTTAAAACAGGTAGTTGGAAAATTAAGAGAGCATTTTAGTAATAAGACAATAAGCTTTAAACCACACTC
AGGAGGAGATCTAGAAATTACAATGCACCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCAGTTGGAGTAACAAAACTTATGAAGAGATTTGGGACAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAGACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAG
GACAGGAATGAAAAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATT
GGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCTATTCGCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACTATAA 
>AY945728 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGACGCAGACACCACCTTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAACTTGTACCAAGGCTAATTTTACCAACGCTAATTTGACCAATATCAGTGACCAAACCAATGTCTC
TAACATAGTAGGAAATGTAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAATTAAGAGATAAG
CAGCAGAAGGTTTATGCACTTTTTTATAAGCTTGATCTAGCACAAATTGGAGGTGAAAATAGTAGTGACTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGCACTCCAGCTGGTTATGCGATTTTAAAATGTAATGACAGGAATTTCAATGGCACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAACAATCAGGTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAACTATAGGACCAGGACAA
GTATTCTATAAAACAGGAGACATAATAGGAGATATAAGAAAAGCATACTGTGAGATTAATGGAACAGAATGGA
ATACAACTTTAAACCAGGTGACTGAAAAATTAGAAGAGAAATATAATAAGCCAATAATCTTTCAACCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGGGATGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGAAAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGGCATACTTACAGAATCGCAGAACCAGCAG
GACAGGAATGAAAAGGACTTGTTAGAATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTTTAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATAC
CTAGAAGAACCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ952376 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAATCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAAATGTAAAGATGCTCAATTGAAAAATACCAAGAACATAACCAATGACTCTAACATAATGGGAAA
TATGACAAATGAAGTAAAAAACTGTTCTTTTAATACGACCACAGAACTAAGAGATAAGAAGCAGCAGGTCCAC
GCACTTTTTTATAAGCTTGATATAGTACAAATAGAAGAAGATAAGAATAGTAGTGAGTATAGGCTAATAAATT
GTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCACTGGGAAAGGGACATGTAAAAATGTTAGCTCA



GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGTAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCGACAATACAAGAACAAGTCTAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAGCTTTAA
CACAGGTAGTTGAAAAATTAAAAAAGCATGTTAATAAAACGATGATAATCTTTCAACCACCCTCAGGAGGAGA
TTTAGAAATTACAACGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGACAGCATGGGA
GAGAGAAATTAGCAATTACACAAATCAAATATATGACATACTTACAGAATCGCAGAACCAGCAGGACAGGAAT
GAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACGAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAA
TCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KJ952432 
GCCGCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATCCCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTGAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAGTGCTAATGTGACCAATAGCACTCAAGTGACCAATAGCACTCAAGTCAATGCTAA
CCTAACGGGAAAGATAGCAGATGAAGTAAGAAACTGTTCTTTTAAGATGACCACAGAACTAAGAGATAAAAAG
CATACGGTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTGGAAAGAATAATACTAGTGGAAAGAATA
ATGCTAATGGAGAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGTGTAATGAGAAGAATTTCAAT
GGAACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAT
TGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAAC
CATAATAGTGCACCTTAATAAATCTATAGAAATCAATTGTATCAGACCCTTCAACAATACAAGAAGAAGTGCA
TCTATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAGTGCATTTTGTGTGA
TTAATGGAACAAAATGGAATGAAACTTTAAGACAGGTAGCTAAAAAATTAAAAAAGTACTTTAATAATAAGGC
AATAGTCTTTAGACCACCACCCCCAGGGGAAGATCTAGAAATTACAATGCATCATTTTAACTGTAGAGGGGAA
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAAAGGTTCCTAGGACTTTGGG
GCTGCTCTGGGAAAACCATCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAGA
AATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCACATATATGAGATA
CTTACAGAATCGCAGAACCAGCAGGAAAAGAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGCCTGT
GGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGG
TTTAAGAATAATTTTTACGGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCT
ATTTCTTTGCTTGATGCTACAGCAATACTAGTTACAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAG
CTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ952706 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTAAGAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACGCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAACTTGACCAAGGTCAACAGCACAACCAATGTCCTTGACATAGGAAATCT
AACAGATGAAGTAAAAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAAGCGGCAGAAGGTCCATGCA
CTTTTTTATAAGCTTGATATAGTACAAACTGACAATAGGTTTCCTAATAGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAGTAATCAGATCTGAGAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAGTCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTACAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATACAAGACAAGCATATTGTGAGATTAATGGAACACAATGGAATGAAACTTTAA
GACAGGTAACTAAAAAATTAAAAGAGTACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGCACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGACAGGAATGAA
AAGGAGTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAACGCTATAGCAATAGCAGTAGCG



GGGTGGACGGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGATATAA 
>KJ952712 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTGAATTGTAGCAATGCTACATTGAACGATGGCAATAATAACACAACCAATGGCAATAACACAACCAA
TGGCAATAACACAACCAATGTCCCTACCACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATA
AGAGATAAAAAGCAGAAGGTCTATGCACTTTTTTATAAGCTTGATACAGTACCAATTAAAAATAATGAGGGTA
ATAAGAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAAT
GGGACAGGGCCATGTAGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAT
TGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCAGAAAATCTCAAAAACAATGCCAAAAC
CATAATAGTGCATCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCACCAACAATACAAGAACAAGTATA
ACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATCTTGTGAGG
TTAATAGAACAAAATGGAATGGAGTTTTAAAACAGGTAGCTGAAAAATTGAAAGAGCACTTTAATAATAAGAA
AATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTT
AAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCT
GCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAGCTCTTGGAGTAATAGATCTTATGAAGAGAT
TTGGAACAACATGACATGGGCAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGCAATACTT
ACAGAATCACAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGA
ATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGCTTGATGCTGTAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAACTT
GGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>KJ952732 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGGGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTCCGCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACTGTCAATGCTACTGTGACCAATGCTAATGTGACCCAGAACACAACCAA
TGCCACTAACATAGAAAATACAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGAT
AAGAAGCAGCAGATATATGCACTTTTTTATAAGCTTGATGTAGTACAAATTGATAAGAGTAGCAGTAATTCTA
GTGGTAAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACCCAATTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATACATCAGTACAAATCAATTGTACCAGACCCTCCAACAATACCAGAACAAGTATAACTATA
GGACCAGGACAAATATTATTCTATAGACCAGGAGACATAATAGGAGATATAAGGAAAGCGTATTGTGAGGTTA
ATGGAACAGAATGGAATACAGTTCTAAAGCAGGTAACCGGAAAATTAAAAGAGCACTTTATTAATAGGACAAT
AAAGTTTCAACCATCCCCAGGAGGAGATCTAGAAATTACAATGCATCATTTTACTTGTAGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCT
CTGGAAAAATCATCTGCACCACCGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTG
GAGCAAAATGACATGGATAGAGTGGGAGAGAGAAATTGGCAATTACACAAACCTAATATATGATATACTTACA
GAATCGCAGACCCAGCAGGACAAGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTATGGAATT
GGTTTGACATAACAAAATGGCTGTGGTACATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCT
TTGCTTAATGCTACAGCAATAGCAGTGGCGGGGTGGACAGATAGGGTTATAGCAGTAGCACAAGGAGCTTGGA
GAGCTGTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGCGCTTTGCTATAA 
>KJ952991 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAATACAGAAGTACACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGCAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGAGGCTATTTTGAAAGATGACAAAAACACAACCAATGTCTCCAACATGACAGTCTC
CAACAAGACAGATGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAACTAAGAGATAAGAAGCAGAAGGTC
CATGCACTTTTTTATAAGCTTGATATAGTACCAATTGATAATAATAATAGTAGTGAGTACAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAACGTCAGCTCA



GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTACAAGGATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGGAAAGCACATTGTGAGATTAATGGAACAGAATGGAAGGAAACTTTAA
AACAGGTAGCTGGAAAATTAAGAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTTCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGCCTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAAATTAACAATTACACACAACAAATATATGAAATCCTTACAGAATCGCAGAACCAGCAGGACAGAAATGAA
AAGGATTTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATA
TAAGAATATTTATAATGATAATAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KJ953438 
GCCTCAGACAAGTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAAATGCCAAAGTACATGAGACAGAAAGACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATACCTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTGATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCGCTCTGCG
TTACTTTAATTTGTACCAATGTTACTTTGAATAAGACCAATGTCAAAATCATAACCAATAGCTCTACCATAAT
AGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGATG
GTCTATGCACTTTTTTATAAGCTTGATTTAGTACAAATTGAAGATAAAGGAAATAATAGTAAGTATAGGTTAA
TAAATTGCAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCCATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATGTTAAAGTGTAATGATGAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAAAAGAGATAATAATCAGATCTGAAAATCTGACAGACAATGCAAAAACCATAATAGTGCACCTTAATGAATC
TGTAGCAATCAATTGTACCAGACCCTTCAACAATACAAGAACAAGTACACCTATAGGACCAGGACAAGCATTC
TATAGAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGGATAAAA
CTTTAAGACAGGTAGCTAAAAAATTAAGAGAGCACTTTAAAAATAGGACAATAATCTTTCAACCACCCTCAGG
AGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTAATGTGCCTTGGAACTCCACTTGGAGTAATAGATCCTTGGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAA
AGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATA
GCAGTAGGGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAATTTGGAGAGCCTTTCTCTACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAATAA 
>KJ953596 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGCAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAACTTTACCAATAATAATTTTACCACAAGCAATGACATTAACATAGGAAA
TATAACAAATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAATAAAAGATAAGAAGAAGCAGATCAAT
TCACTTTTTTATAAGCTTGATATAGTACAAATGAACAATAGGAGTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTAAAAATATCACAGACAATGCCAACATCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCTAACAATACAAGACAAAGTATAACTATAGGACCAGGACAAATATTATTCTATAGAGCAGGA
GACATAATAGGAGATATAAGAAAAGCATATTGTCAGATTAATGGAACAAAATGGAATGAAACCTTAAAACAGG
TAGCTGGAAAATTAAAAGAGTACTTTAACAAGAATATAACCTTTCAACCACCCTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCTTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGACAGAATGGGAAAGAGAAAT
TAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAGGAT
TTGTTAGAGCTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGTAGCAATAGCAGTAGCGGGGTGG



ACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGGGCTATTCTCCACATCCCTAGAAGAATCAGACAGG
GCTTCGAAAGGGCTTTGCTATAA 
>AY945712 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACATGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCATCTCTGCG
TTACTTTAAGTTGCACCAATGTTACTTTGACCAATGTTAATTATACAAACAATTTCCCTAACATAGGAAATAT
AACAGATGAAGTAAGAAACTGCTCTTTTAATGTGACCACAGAAATAAGAGATAAGAAGCAGAAGGTCTATGCA
CTTTTTTATAAGACTGATATAGTACAAATGGAAAATACAAATAATAGGTCTTATAGGTTAATAAATTGTAATA
CCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATCTTAAAATGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAAATAA
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACCAGACCCTCCAACAATACGAGAACAAGTGTAACTATAGGACCAGGACAAGTATTCTATAGAACAGGA
GACATAATAGGAGATATTAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGG
TAGTTGGAAAATTAAAAGAGCACTTTCCTAATAAGACAATAAGATTCCAACCACCCTCAGGAGGAGATCTAGA
AATCACAATGCATCATTTTAATTGTAGAGGTGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTT
GGAACTCTACTTGGAGTAATAAATCTTTTGAACAGATTTGGAATAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAGCCAAATATATGACATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAGTAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>AY945718 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGACACCACCCTATTTT
GTGCCTCAGATGCCAAAGCACAGGAAGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAAAGCTACCTCTAACTCGACCAAGGCTAACGTCACGGCTAACTCGACCAATACAAC
CAATGGCTCTAACATAACAAATGATATAGCAGATGAAATGAGAAACTGTTCTTTTAATATGACCACAGAACTA
ATAGATAAGAAGCAGAAGGCCTATGCACTTTTTTATAAGCTTGATATAGTACAAATTGATAAGGATAATAGTA
ATAATAGTTATAGGTTAATAAATTGTAACTCTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGTGTAATGATAAGAATTTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGCAGCCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAAT
AGTGCACCTTAATGAATCTGTAGAAATCAAGTGTATCAGACCCTCCACCAATACAAGAACAAGAATGACTCTA
GGACCAGGAAAAGTATTCTATAGCACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTGAAATTAATG
GAACAAAATGGAATAAAGTTTTAAAAGAGGTAACTGAAAAATTAAAAGAGCACTTTAATAAAACAATAATCTT
TCAACCACCCTCAGGAGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGCAATAAATCTTTTGAAGAGATTTGGAATAA
CATGACATGGATAGAATGGGAGAGAGGMATTAGCAATTACACGAGCCAAATATATGAGATACTTACAAAATCG
CAGGACCAGCAGGACAGAAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTA
ACATAACAAATTGGCTGTGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCGGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT
GATGCTATAGCAATAGCAGCAGCGGGGTGGACGGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>AY713423 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATGCTAATTTGACCAATGGTAATATCACAACCACTGTCCTTTCAACCACTACTCC
TAGCATAACTTCAACCCCTGTCCCTAGCATAATAGGAAATATAACAGATGAAGTAAGAAACTGCTCTTTTAAT
ATGACCACAGTACTAATAGATAAAATGCAGGAGGTCCATGCGCTTTTTTATAGGCTTGATTTAGAACCAATTG
ATAAGAATACCAATAGTAGTGAAAAAAATAAGTATATGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGC
TTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTGAAGTGT



AATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGTTCAGTACAATGCACACATGGAATTAAGC
CAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTGAAAATCT
CACAGACAATGCCAAAACCATAATAGTGCACCTCAATAGATCTGTAGAAATCAACTGTACCAGACCCTTCATC
AACACAAGAGTAAGTTCAAGAATAGGACCAGGACGAGTATTCTATAGCACAGAAGACATAAAAGGAGTTCTAA
GAAAAGCATATTGTGTGATTAATGGAACAGAATGGAATAAAGTTTTAATACAGGTAACTAGAAAATTAAAAGA
GCACTTTAAGAATAAGACAATAAAATTTCAACCACACTCAGGAGGAGATCCAGAAATTACAATGCATCATTTT
AATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGT
TCCTAGGACTTTGGGGCTGCTCTGGAAAAATTGTCTGCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAA
TAAATCTTTTGACGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAAC
CAAATATATGATATACTTACAGAATCACAGAACCAGCAGGACAGAAATGAAAAAGATTTGTTAGAATTGAATA
AATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATGATAGT
AGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCTTTCGCTATTTCTTTGCTTGATGCCACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAG
AAGCAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTT
GCTATAA 
>AY945727 
GCCTCAGACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAG
CAGATGCAGGAAGATATAATCAGCTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAGTTTCAATGCTACTCTGATCAAAAACACATCCAATGATACTAACAAAAT
AGGAAATATAACAGATGAAGTATTAAACTGCTCTTTTAATATGACCACAGAACTAAGAGATAAAAAGCAGAAG
GTCAATGCACTTTTTTATAAGCTTGATATAGTAAAAATTGAAGGTAACAAAAGTTATGAAGAGTATAGGTTAA
TAAACTGTAATACTTCAGTCATTAAGCAGGCGTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGCTTCTTAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTT
AGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAATAATAATCAGATCTGAAAATCTTACAAACAGTGTCAAAACCATAATAGTGCATCTTAATAAATC
TGTAGAAATTAATTGTACCAGACCCTCTAACAATCAAAGAACAAGTATACGTATAGGACCAGGACAAGTGCTC
TATCGAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTAAGATTAATGGAACAAACTGGTATAAAG
CTCTAACACAGGTAACTGAAAAATTAAAAGAAAAATTAAAAGAGCACTCTATTAATAAGAACATAAGCTTTGA
ACCACCATCAGGAGGAGATCTAGAAATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACAT
GACATGGGTAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGACATACTTACAGAATCGCAG
AACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATA
TAACAAATTGGCTGTGGTATATAAAGATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTGAATAAAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCCTTGCTTAAT
GCTACAGCAATAGCAGTAGGGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTGGAGAGCCGTTC
TCCATATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY945731 
GCTGCAGACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTTTGGGCCACTTATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCATGGACAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCACTGCTAGGTTGAACAATAATGCTAGGTCGAACAAAACCAGTAACATAACCAATGT
CTTAGGAAATATGACAGATGAAGTAAGAAACTGCTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAG
AAGGTTTATGCACTTTTTTATAAGCTTGATATAGTACCAATAATTGAAGGTAATCATAGTAGTAATGAATATA
GGTTAATAAATTGTAATACTTCAGTCATTAGACAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCACTGGGATAGGGCCATGTAAA
AATGTCAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGATATCAACTCAATTGTTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TGAAGCTGTAGAAACCAATTGCACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAA
GTATTCTATAGAACAGGAGACATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGCAACAAAGTGGT
ATGAAGTTTTAAAACAGGTAACTAAAAAATTAGAAAAGCATTTTAATAATAGGTCCATAAACTTTCAACCACC
CTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAGATCTCTTGATGAGATTTGGAACAATATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAAAACCAG
CAGGACAGAAATGAAAAGGATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAC
AATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATATTTGCTGT



GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTCCGCTATTTCTTTGCTTGATGCTACA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACA
TACCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATA 
>AY358065 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAAAATGGCAGAG
CAAATGCATGAGGATGTAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACTGAGGCCATGTGGACCAATGTCACTAACACAACCAATGTCTCTACAATAATAGGAAA
TTTAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGCAAGTATAT
GCACTTTTTTATAAGCTTGATATAGTATCAATTGATGATAATGATAGTGGTAGTAAGTATAGATTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
ATATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATAGAAGAACAAGTATACATATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGAAATAATAGGAGATATAAGGAAAGCATATTGTGAGGTTAATGGAACAAAATGGAATGAAGTTTTAA
AACAGGTGACTAAAAAATTAGAAGAGCACTTTAATAATAAGACAATAATCTTTCAGACACCCTCAGGGGGAGA
TCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAGAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGGAGAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAGGCCTAATATATGACCTACTTACAGAATCGCAGAACCAGCAGGAAAAGAAT
GAACAGGATTTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCAGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTACAGCAATAGTAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCTATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>AY358045 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAACGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGCTTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAGTTGTAGAGATGCTAACATAACTGATGGCTCTAATAACACAACAGGAAATACAACAGATGAAGT
AAAAAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAGCAGCAGAAGGTCACTGCACTTTTTTATAAG
CTTGATATAGTACAAATGAATAATAATAGTACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTTTGCGCTTTTAAA
GTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATT
AAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAA
ATCTCACAGACAATGCCAAAACCATAATAGTACAACTCAATAAATCTGTAGAAATCAATTGTACCAGACCCTC
CAACAATACAAGAACAAGTATAGGTATAGGACCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGAGAT
ATAAGAAAAGTACATTGTGAGATTAATAGAACAGCATGGAATGAAACTTTAAGACAGGTAGTTAAAAAATTAA
AAGAACACTTTAATAAAACAATAATCTTTCAACCACCCTCAGGAGGAGATCCAGAAATTACAATGCATCATTT
TAATTGTAGGGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
TTCCTAGGACTTTGGGGCTGCTCTGGAAAAAGCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTA
GTAAATCTTATGAGGATATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATCACACAAA
CCAAATATATGAGATACTTACAAAATCGCAGAACCAGCAGGAACAGAATGAAAAGGATTTGCTAGAATTGGAT
AAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAG
TAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATA
GAAGTAGCACAAAGAGTTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTT
TGCTATAA 
>AY358048 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACATGGAAAATATAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAGTTAACCCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTTGAATTATTCCAAGACAAATGACAGTGACACAAACCAAGCCCCCAA
CATAATAGGAAATATGACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAAATAAAAGATAAGAAG
CAGAAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATAATAGTAGTAGTGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG



TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAATTCAATGGGACAGGGCCATGTAAAAATGTC
AGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATAAATC
TGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGTATTC
TATAGAACAGGAGACATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAA
CTTTAAAACAGGTAGCTAAAAAACTAAAAGAGCACTTTAATAATAAGACAATAATCTTTAAACCACCCTCAGG
AGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATTTGCTTACAGAATCGCAGAGCCAGCAGGAT
AGGAATGAAAAAGAGTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAGAGTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
CATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTGCAGCAATA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTA
GAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCT 
>AY358049 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAGAATGTAACAGAAAGTTTTAACATGTGGAAAAATAATATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTATCAATGCTAATTTGACCAATGGCAAGAACATAACCAATGACAATGACCCTAGTATAGG
AAATATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAATTAAGAGATAAGAAGCAGATGGTC
AATGCAGTTTTTTATAAGCTTGATATAGTACCAATTGAAGGTAATAATAGTAGTAAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCAATGGGACAGGACCATGTAGAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATTAATTGTACCAGACCCTCCAACAATAAAAGAACAAGTGTAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTAAGATTAATGGAACAAAATGGAATGAAACTTTAG
AACAAGTAACTGAAAAATTAAAGGAGCACTTTAAGAACAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTCAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGGCAGAATGGGA
GAGAGAAATTAGCAATTACACAAACCAAATATATGACATACTTACGGAATCGCAGAACCAGCAGGACAGGAAT
GAAAAGGATTTGTTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAATTGTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGGTACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAGTAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAGTAACACAAGGAGCTTGGAGAGCCGTTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTGTA 
>JX512903 
GCCTCAGACAACTGGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAGAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAGGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCTATGCTAATTTGACCAATGTCACTAACACAGCCAAGGGCTCTGACATAATAGGAAA
TATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAAAGATAAGAAGCAGAAGATCTAT
GCACTTTTTTATAAGCTTGATATAGTACAAGTAAATAAGAGTAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGGAATGTAACAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGATAG
TAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
ATGTATCAGACCCTCCAACAACACAAGAACAAGTATGACTATAGGACCAGGACAAGTATTCTATAGAACAGGA
GACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATCAAACAAAATGGAATGAAACTCTAAAACAGG
TAGCTGGAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCGACCACCCTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTGGTAATAGATCTTATGAAGACATTTGGAACAACATGACATGGGTACAATGGGAGAGAGA
AATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGAAAGGAATGAAAAG
GATTTGTTAGAATTGGATCAATGGGCAAGTCTATGGAATTGGTTTACCATAACAAAGTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTGTTGCTGTGTTTTCTATAGTGAATAG



AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCATATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGACTTTGCTATAA 
>JX848350 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATAAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGCTAATTTAGCCAATGCTGGGTTAGCCAATGTCACTACAAATGTCTCTGACAC
AATAGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAAGTAAGAGATAAGAAGCAG
AAGGTCCATGCACTTTTTTATAAGCTTGATACAGTACAAATTGGAGAAAAGAATAATAGTGAGTATAGGCTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAACCTCACAAACAATGTCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTATTC
TATAGAACAGGAGACATAGTAGGAAATATAAGAAAAGCATATTGTGAGATTAATAGAGCAAAATGGAATGGAG
TTTTAAAACAGGTAGCTGGAAAATTAAAGGAGCACTTTAATAAGGGAATAAGCTTTCAACCACCTTCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCCCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACGACACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACTTGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGACAGG
AACGAAAAAGATTTGCTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTTGCACAAAGAGCGTGGAGAGCCATTTTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGTTTTGACTATAA 
>KJ953059 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGACACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGACGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAAGTGTAGTAATGTTGTTGTCAATAGTAGTAATGTTGCTGTCAATAGTAGCAATATTACTGTCAA
TAGCTCTGAAATAGATGAAATGAACATGAACTGTACTTTTAATATGACCACAGACCTAAGAGATAAGAAGCAG
AAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACCAATTGAAGATAATAATAATAATAGTAATGAGTATA
GGTTAATAAATTGTAATACTTCAGTTATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATGTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAACTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGAAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTATAACTATAGGACCAGGACAA
ATGTTATTCTATAGATCAGGAGACGTAACAGGAAATATAAGAAAAGCACATTGTGATATTAATGGAACAAAAT
GGGATGAAGTTTTAAAACAGGTAGCTGGAAAATTAAGAGAGCACTTTACTAATAAGACAATAAGCTTTCAACC
ACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGCTCCTAGGACTGTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTATGATGAGATTTGGAACAACATGAC
ATGGATACAATGGGAGAGAGAAATTAGCAATTATACAAACCAAATATATGGGATACTTACAGAATCGCAGAAC
CAGCAGGACAGAAATGAAAAAGATTTATTAGAATTGGATAAATGGACAAGTCTGTGGAGCTGGTTTAACATAA
CAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTATCTTTCGCTATTTCTTTGCTTGATGCT
ACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTATCC
ACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>KJ953175 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAGGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTAACTTGTACCAATGCCAGCTTGACCAAGATCAATACCACAACCAGTGACCCTAAAATAGGAAATAT
AACAGATGAAGTAAGAAACTGCTCTTTTAATGTAACCACAGAAATAGAAGATAAGAAACAGAGGGTCTCTGCA
CTTTTTTATAAGCTTGATATAGTACCAATGGAAGATAATAGCAATAGTAGTGAATATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC



TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTTACTGGGACAGGGCAATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAGGCCAACAGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATGATCAGAACTGAAAGTCTCACGAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACGAGTATTCTATAGAACA
GGAGACATAATAGGAGATATAAGAAGAGCATATTGTGAGATTAATGAAACAAATTGGTATAAAGTTTTAAAAC
AGGTAACTGGAAAATTAAAAGAGCACTTTAATAAGACAATAAACTTTGGACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAAATCTTATGACCAGATTTGGCACAACATGACATGGATAGAATGGGAAAGAGA
AATTAGCAATTACACAAACCAGATATATGAAATACTTACAGAGTCGCAGAACCAGCAGGACAGGAACGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGGAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCAATAA 
>KJ953336 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGCGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAAGCAGTTTATGGGATGAAAGTCTAAGGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCTATGCTAATTTGAACCAGGCCAAGGCTAATTTGACCCAGACCAATAACGTGACCAA
AGTCCCTAATGAAATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAGCATGACCACAGAACTAAGA
GATAAGAAGAAGAAGGTCTCTGCACTTTTTTATAAGCTTGATATAGTAACAATTAAAGAGAATGATAATAGTA
GTGGATATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGG
CCATGTAGAAATGTCAGCTCAGTACAGTGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGT
GCACCTTAATAAATCTGTAGAAATCAGTTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGA
CCAGGACAAGTATTCTATAGAACGGGAGACATAACAGGAGAAATAAGAAAAGCATATTGTGAGATTAATGGAA
CAGAATGGAACAAAGTATTAAAACAGGTAACTGAAAAATTAAAAGGGCACTTTCCTAATAGGACAATAGAATT
TGAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AACTCATCTGCAACACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGAACTTATGAAGAAATTTGGAACAA
CATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAGACATAATATATGAAATACTTACAGAATCG
CAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTG
ACATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCTCTCGCTATTTCTTTGTTT
GATGCTTCAGCAATAGCAATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGTTATAA 
>KJ953685 
GCCACAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGTTAATTTGACCAATGCAGATGAAATAAGAAACTGTACTTTTAATATGACCAC
AGAACTAAGAGATAAGAGGAAGCAGGTCTATGCACTTTTTTATAAGCTTGATATAGTACAAATGAAAGATAAT
AATAGTAGTAGTAGTGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATAT
CCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAATGTAATGATAAGAAGTT
TAATGGGACAGGGCCTTGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT
CAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATTACAAACAATGCCA
AAACTATAATAGTGCACCTTAATAAATCTGTAAAAATCAATTGTACTAGACCCTCCAACAATACAAGAACAAG
TATAAGGATAGGACCAGGACAATTATTCTATAGAACAGGAGAAATAATAGGAGAGATAAGAAAAGCATATTGT
AAGGTTAATGGAACAGAATGGTATGAAGCTTTAAAACAGGTAACTGAAAAATTAAAAGAGCATTTTAAGAATA
AGACAATAACATTTCAACCACCCTCAGGAGGAGATCTAGAAGTTACAACGCATCACTTTAATTGTAGAGGGGA
ATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGG
GGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAG
AGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAGATTAGCAATTACACAAGTCAAATATATGAGAT
ACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTG
TGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTATAATAG
GTTTAAGAATAATTTTCGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGC



TATTTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGGGTCACAGAGG
GCTTGGAGAGCCTTTCTCCACATACCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>HM215429 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCGATGCTAAATTGACCAATTTCACTGACAAAAATGACGCTATCACAATAGGAGGTGC
AAAGTTCACAATAGGAAATGTAACAGATGAAGTTAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGAT
AAGCAGAAGCAGGTCCATGCACTTTTTTATAAGCTTGATTTAGTACGAAGTGGAGGTGAGAATAATAGTAGTA
ATTCTAGTGAGTATATATTAATACATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCAATTCTAAAGTGTAATGATAAGAAGTTCAATGGG
ACAGGGCCATGTAAGAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCAT
AATAGTGCACCTTAATACATCTATAGAAATCAATTGTACCAGACCCTCCAACAATAAAAGAACAAGGATGACT
ATGGGACCAGGACACGTATTCTATAAAACAGGAGAAATAAGAGGAGATATAAAAAAAGCATATTGTATAATTG
ATGGAACAAAATGGAATCAAACTTTAGAACAGGTAAAGAAAAAATTAAGAGAGCACTTTATTAATAAGACAAT
AATCTTTGAACCACCACCCCCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGAGATCAACAGTTCCTAGGACTTTGGGGCT
GCTCTGGAAAAGTTATCTGCACCACTGCTGTGCCTTGGAACGCCACTTGGAGTAATAAATCTTATGAAGACAT
TTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGCGATACTT
ACAGAATCGCAGAACCAGCAGGACAAGAATGAAAAGGATTTGTTGGCATTGGATCAATGGGCAAGTCTATGGA
ATTGGTTTAGTATAACAAATTGGCTGTGGTATATAAAAATCTTTATTATGATAGTAGGAGGTTTAATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTT
TCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTCGCACAAAGAGCTT
GGAGAGCCATTATCCACATACCTAGGAGAATCAGACAGGGCCTCGAAAGGGCTTTGGTGTAA 
>AB485655 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCCATGCTAATTTGAACCATACCCAAAACGTAACCAATGTCAAAATAGGAAATATGAC
AGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAGGCAGCGGAAGGTCTATGCACTT
TTTTATAAGCTTGATATAGTAAAAATGGAAGGTAATAATAATAGTTATAGGTTAATAAATTGTAATTCTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATTCTACAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACA
CATGGAATTAAGCCAGTGGTATCAACGCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTAC
CAGACCCTCCAACAATACAAGAAGACGTATGACTATGGGACCAGGACATGTATTCTATAGAACAGGAGAAATA
ATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAGTTTTAACACAGGTAACTG
AAAAATTAAAAGAGCACTTTAATAATAAGACAATAACCTTTCAACCACCATCAGGAGGAGATCTAGAAATTAC
AATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGAAATTAG
CAATTACACAAACCAAATATATGAGATACTTACAAAATCGCAGGACCAGCAGGACAGGAATGAAAAGGATTTG
TTGGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACACAGTGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGGGGGGTGGACA
GATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCCTTCCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>HM215436 
GCCTCAAACAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
ACCCAACCCACAAGAGATATACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAGATTGTACCGATGCTAAATTGAATGACACCAGTACTAAATTGGCCACCAATGGCACTAACATAGG
AAATGTAACAGATGAAATAAAAAACTGTACTTTCAATATGACCACAGTACTAACAGATAAGAAGCAGAAGGTC
CATGCACTTTTTTATAGGCTTGATATAGTACCAATTGGTAGTGGGAGTAGTAGAGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAATGCAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA



GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAG
AAATAATGATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATACATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTCTAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGGATAAAGTTTTAA
AGCAGGTAAAGGGAAAATTAAAAGAGCACTTTAACAAGACAATAATCTTTAACCAACCCTCAGGAGGAGATCT
AGAAATTACTATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAACGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTTCGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAG
AGAGATTAGCAATTACACAGAACTAATATATGAGATACTTGCAGAATCGCAGAACCAGCAGGACAGGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATA
TAAGAATATTTATAATGATAGTAGGCGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTATAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGCAGCACAGGGAGTTGGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTACTATAA 
>AY444803 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCCGATACCATCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTACTGGAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAACAATGTTACTGTGACCAATGCTACTGTGACCAATGGCAATAACACCAATGTCTC
TAGCAAAATAGGAAATATAACAGATGATCTAAGAAACTGTTCTTTTAATATAACCACAGAATTAAGAGATAAG
CAGAAGAAGGTCTATGCACTTTTTTATAGGCCTGATATAGTACCACTTGGAGATAATAGTAGCTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCCTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCACTGGGATAGGACTATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGGAGAGATAATAATTAGATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCACCTTAATGAATC
TGTAAAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGTATTC
TATAGAACAGGAGAGATAATAGGAGATATAAGAAGAGCATATTGTGAGGTTAATGGAACAGATTGGTATAAAG
TTTTAAAAAAGGTAACTGGAAAATTAAAAGAACACTTTCCTAATAGTACAACAATAAACTTTGAATCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAACAGATTTGGAATAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGGTACTTACAAAATCGCAGGACCAGCAG
GAAAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGTT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACGGCA
GTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCCGTTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ185247 
GCCTTAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATCTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAAACCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACTTTGACCAATACCAACAACACAAGCACTGGCCCTAAAATAATAGGAAA
TATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAGTAATAGATAAGAAGCAGGAGGTCCAT
GCAATTTTTTATAAGCTTGATATAGTACCAATTGATAAGAATAATAGTAAGCATAGGTTAATAAGTTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTCGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGTGATTCTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAGATAA
TAATCAGATCCGAAAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAATAAATCTGTAGAGATCAA
TTGTACCAGACCCTCCAATAATATAAGAACAAGTTTAAGAATAGGACCAGGACAAGTATTTTATAAAACAGGA
GCCATAACAGGAAATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAATGAAGTTTTAAAACAGG
TAACTGAAAAATTAAAAGAGCACTTTAATAATAAGACAATAAATTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAGATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGGGATACTTACAGAATCACAGAACCAGCAGGACAGGAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTATTTGATGCTACAGCAATAGCAATAGCGGGG



TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGTTTAGAAAGGGCTTTGCTATAA 
>FJ185248 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAATTTGACCAATGCTACGGTGACCAATGACAATAACACGACCACTGCCCT
TAAAACAATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGTAGTAAGAGATAGG
ACGCAGCAGGTCCATGCACTTTTTTATAGGCTTGATATAGTACCAATTGATAATGACAATAATAGTAATAGTT
ATAGGTTAATAAATTGTAATACTACAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAATGTAATGATAAGAATTTCAATGGGACAGGACCATGT
AAAAATGTAAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTACTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAATAATCAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGGGCACCT
TAATAAATCGGTAGAAATCAATTGTACCAGACCCTCCAACAAGATAAGAACAAGTATGCGGATAGGACCAGGA
CAAGTATTCTATAAAACAGGAGACATAATAGGAAATATAAGAAAAGCATATTGTGAGATTAATGGAACACAAT
GGTATGAATCTTTAAAACAGGTACAGAAAAAATTACAACAGCACTTTTTTAATAAGACAATAACCTTTCAACC
ACAATCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAA
CATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAACCTAATATATGGCATACTTACAGAATCG
CAGAACCAGCAGGACAGAAATGAACAGGATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTA
ACATAACAAATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAAT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGGTT
GATGCCACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCA
TACTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ185249 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGCACCAATGCTAATTTGACCAATAGCGACAACATAACCGACGTCGCTAACATAGGAAATCT
AACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAAAGATAAGAAGCAGAGGGTCTATGCA
CTTTTTTATAAGCTTGATATAGTACAAATAGATAGTAGTAATAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATATCACAGACAATGTCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACCAGACCCTCCAATAATACAAGAACAAGTATACATATGGGACCAGGACAAGTATTCTATAAAACAGGA
GGCATAACAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGCAGTTTTAAACCAGG
TAACTGAAAAATTAAAAGAGCACTTCCCTAATAAGACAATAACCTTTCAACCGCCCTCAGGAGGAGATTTAGA
AATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAATCAAATATATGAGATACTTACAGAATCGCAAAGCCAGCAGGACAAGAATGAAAAG
GATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTGCAGCAATAGCAGTAGGGGGG
TGGACAGATAGGGTCATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGATTTTGCTATAA 
>FJ185252 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACTACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAACTTGTACCAATGCTAATTTGAACAATGTCAGTAACACAACCACTGTCAATAACATAACAATAGG
AAATATAACAGATGAAGTCAGAAACTGTTCTTTTAATATGACCACAATACTAAAAGATAAGAAGCAGAAGGTC
CATGCACTTTTTTATAAGCTTGATATAGTACAAATTGGTGATAACAACAATAACAATGATGAGAATAGAGAGT
ATAGGTTAATAAATTGCAATACTTCAGTCAGTACACAGGCTTGTCCAAAGATATCCTTTGACCCTATTGCTAT
ACCTTATTGTTCTGCTTCTGGATATGCGATTTTAAAGTGTTATGATGAGAATTGCACTGGGACAAGGGCATGT



AAAAATGTCAGCTCACTACAATGCACACCTGGGATTAAACCTGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTGGAAATCAATTGTACCAGACCCTCCAACAATACAAGAAAAGGTATACATATAGGACCAGGA
CAAGTATTCTATAGAACAGGAGACATAATAGGGGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAAT
GGACTAAAGTTTTAAAACAGGTAGCTGAAAAATTAAAAGAGCACTTTAAGAATAAGACAATAACCTTTCAACC
ATCCTCAGGAGGAGATCTAGAAATTACAATGCATCACTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGAC
ATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAAC
CAGCAGGACAGGAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCTTTCGCTATTTCTTTGCTTAATGCT
ACAGCAATAGTACTAGCGGGGTGGACAGATAGGGTTATTGAACAAACACAAAGAGCTTGGAAAGCCATTCTTC
ACATACCTAGCACAATCAAACAGGGCTTCAAAAGGGCTTTGCTATA 
>FJ185255 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTTGACCAATAGCAATAACATAACCAGTGACTATACAACAATAGGAAA
TATAACAGATGAAGTAAGAAACTGTTCTTTTAGTATGACCACAGAACTAAAAGATAGGTTTCAGAAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAAATTAACCATAATAATGATAGTCAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCGATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAACGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGTCAAAACCATAATAGTGCAACTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAATAATACAAGAACAAGTATAACTATGGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACACAATGGAATGAAACTTTAACAC
AGGTAACTGGAAAACTAAAAGAGCACTTTAATAATACAATAATCTTTCAACCACACTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCCGGCGAGAGTCCTGGCTGGGGAAAGA
TACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCTCTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAACGTGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCGGGACAGAAATGAAAAG
GATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGCGGTATATAA
AAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTCTGCTGTGCTTTGTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ185259 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTGATTTGACCAGTAGTAATGCTAATTCGACCAATAGCAATAACATAACAGA
TGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAATGATAGGAAGCAGCAGGTCCATGCCCTTTTT
TATAGGCTTGATATAGTACAAATACATAATAGTAATAATAGTAGGGAATATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAGATAATAA
TCAGGTCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAGTACAAGAACAAGGATAACTATGGGACCAGGAAAAGTATTCTATAGAACAGAAGAC
ATAAGAGGAGATATAAGAAAAGCATATTGTAAGATTAATGGAACAAAATGGCATGAAGTTTTAAGACAGGTAA
CTGGAAAACTAAAAGAGCACTTTAATAATAAGTCAATAAACTTTCAACCACCCTCAGGAGGAGATCTAGAAAT
CATAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCTCTTGGAGTAATAAATCTTTTGAAGAGATATGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGGACCAGCAGGACAGGAATGAAAAGGAT
TTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTTATAATAATAGTAGGAAGTTTAATATGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTTATTGATGCTACAGCAATAACAGTAGCGGGGTGG



ACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGCTTTTGCAATAA 
>FJ185260 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAACTTGTACCAATGCTAATTTGATCAATGCTAATTTGACCAATAGCAATAACACAATAGGAGATAT
AACAGATGAAGTAAGAAACTGTACTTTTAATACGACCACAGAACTAGAAGATAAGAAGCAGAAGGTCCAGGCA
CTTTTTTATAAGCTTGATCTAGTACCAATTAATAATAATAGTGATGAGTATAGGTTAATACATTGTGATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGTGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTCGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAAACAATGCCAAAGCCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAAGGTAACTATGGGACCAGGACGAGTATTCTATAAAACAGGAGAC
ATGATAGAAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAAGGAAGTTTTAAAACAGGTAG
AAGGAGAACTAAAAGAGCACTTTAATAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAAT
TACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTCCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCTCTTGGAGTAATAGATCTTTTGACGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
CAGCAATTACACAAACCAAATATATGAGATACTTACAGACTCGCAGAACCAGCAGGACAAAAATGAAAAGGAT
TTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAGAA
TATTTATAATAATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTTCAGCAATAGCAGTAGCGGGGTGG
ACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATTAGACAGG
GCTTAGAAAGGGCTTTGCAATAA 
>JN687775 
GCTGAACAGTTGTGGGTCACGGTCTACTATGGGGTACCTGTGTGGAAAGATGCAGAGACCACCCTCTTTTGTG
CATCAGATGCTAAAGCATATAGTATAGAAAAACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAATGCATTTGGAAAATGTRACAGAAGAGTTTAACATGTGGGAAAATAACATGGTAGAGCAG
ATGCATGAAGATATAATTAGTCTATGGGACCAAAGCCTAAAACCATGTGTAAAGTTAACCCCTCTTTGCGTTA
CTTTAAACTGTAGTGACACCAGAAGCAATAGCAGCAGCTCTGACACCACCACCCCTACCCCTAGCAGCAGTAG
CAGCACCGTTGACAATAGCACATCTAGTGACATGAAAAACTGCACTTTTAACGTGACCACAGAAATAAGGGAC
AAGGAAAAGAAAGTGACGGCACTTTTTTATAAACTTGATTTAGTACAACTTAATCAGACTGATGATAATCAGA
CTAGCAGTACTAAGTATATATTAATAAATTGTAATACTTCAGCCATTGCACAGGCTTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAGGTGTAATGATAAGAAGTTCAAT
GGAACAGGATCATGCAACAATGTCAGCACAGTACAATGCACACATGGAATCAAGCCAGTAGTATCAACTCAAC
TACTGTTAAATGGCAGCCTAGCAGAAGGAGAAATAGTGATTAGATCTAAAAATATCACAGACAATGCCAAAAA
CATAATAGTACAGTTGACTCAGCCTGTAAGAATTAATTGTACCAGACCTAACAACAATACAAGAAAAGGTGTA
CGTATAGGACCAGGGCAAACACTCTATGCAACAGGTGACATAATAGGGGATATAAGACAAGCATATTGTAATG
TCAGTAAAATAGAATGGAATAACACTTTACAACAGGTGGCTTCACAACTAAGGAAGCACTTTAACAAAACAAT
AATCTTTGCTAAATCCTCAGGAGGAGATTGGGAAATTAAAACACATAGTTTTAATTGTGGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACTCAGGGGATCAACAGCTCCTAGGAATATTGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTACCTTGGAATTCTAGTTGGAGTAATAAAACATATAATGACATATG
GGATAACATGACCTGGCTGCAATGGGATAAAGAAATTAGCAATTATACATACACAATATATAAACTACTTGAA
GAATCGCAGATCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGAACCAGTGGGCAAGTCTGTGGAATT
GGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGGTTAAG
AATAGTTTTTGCTGTGCTTACTATAATAAATAGAGTTAGGCAGGGCTACTCACCTTTGTCATTCGCTATTAAT
TTGCTTGATACAGTAGCAATAGCAGTAGCAAACTGGACAGATAGAGTTATAGAAATAGGACAAAGAGCTGGTA
GAGCTATTCTCAACATACCTAGAAGAATCAGACAGGGCTTTGAAAGATTTTTGCTATAA 
>AF193276 
GCTACAGAAAATTTATGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTAAGGAGGTACATAATGTTTGGGCCACATATGCCTGTGTACCCACGGA
CCCCAGCCCACAAGAAATACCATTGAAAAATGTGACAGAAAATTTTAACATGGGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAAGAAGGAGGTTACTAGTACCAATACTAGTAGCATAAAAATGATGGAAAT
GAAAAACTGCTCTTTCAACATCACCACAGACCTGAGAGATAAAGTGAAAAAAGAATATGCACTCTTTTATAAA
CTTGATGTAGTACAAATAGATAATGATAGCTATAGGTTGATAAGTTGTAATACCTCAGTCGTTACACAAGCCT
GTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAA
CGATAAAAAGTTCAACGGAACAGGGCCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCA



GTAGTATCAACTCAACTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGTCAATTTCA
CGGACAATACTAAAACCATAATAGTACAGCTGAAAGAACCTGTGGAAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAGGTATTCATATAGGACCAGGGAGAGCATTTTATGCAACAGGAGACATAACAGGAGATATAAGA
CAAGCACATTGTAACATTAGTATAACAAAATGGAATAACACATTAAAACAGATAGTTATCAAATTAAGAAAAC
AATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTC
CTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATA
AACCTCTAGATGAGATTTGAAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTAATAATTACACAGGTTT
AATATACAATTTAATAGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAAATATTGGCATTAGATAAA
TGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGGTAGGCAGGGATATTCACC
ATTATCATTTGCTATTAATCTGATAGGTACCATAGCAATAGCAGTAGCTGGGTGGACAGATAGGGTTATAGAA
ATAGGACAAAGATTTTGTAGAGCTATGCGTAACATACCTAGGAGAATCAGACAGGGCGCAGAAAAGGCTTTGC
AATAA 
>AF076998 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAAAAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAATTAGCTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGCAGATATAATCAGTTTATGGGATCAAAGCTTAAAGTCATGTGTAAAGTTAACCCCACTCTGTG
TTACTCTAAACTGTACTGATGCCACCAGTGCCACCACCACTAGCAAGAACATCAGTGCCACCCCCACTAGCAA
CCCCAATGACACCCTGAAGGAAGAGCAAGGGGCAATACAAAACTGTACTTTCAATATAACCACAGAAGTAAAA
GATAAGAATAAGAGAGTACATGCACTCTTTTATAGACTTGATATAGTATCAATCAATAGTAGCAGAAAAGAAT
ATAGGCTAATAAATTGTAATACCTCAACCATTAAACAGGCTTGTCCAAAAGTATGTTGGGATCCAATTCCCAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAGAGAAAAGGTTCAATGGGACAGGGCCATGC
AAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCA
GTCTAGCAGAAGAAAGTATAATAATCAGATCTCAAAATATCTTAGATAATACAAAAACCATAATAGTACACCT
TAATGAATCTGTACAGATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATACCTTTAGGACCAGGA
CAAGCATTCTATACAACAGGGGACATAATAGGAGACATAAGAAAGGCACATTGTAACGTTAGTGGAGCACAAT
GGAATAAAACTTTAGAACAGGTAAAGGAAGAGCTAAGGGCTCATATAAAGGACATAGGCAATAAAACAATAGT
ATTTAACTCATCCGCAGGAGGGGACCTAGAAATTACAAGCCATATTTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCACGAGTCCTGGCTGTAGAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTCTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTAGTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCAGGAGGAGATTTGGGA
AAACATGACCTGGATGCAGTGGGAAAAAGAGATTGGCCAGTATTCAAACACAATATACAGGTTAATTGAACAA
TCGCAGAACCAGCAGGAAAAGAATGAAAAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGT
TTAGCATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAAT
AGTTTTTACTGTGCTTTCTGTAGTAAATAGAGTTAGGAAGGGATACTCACCTCTGTCATTCGCTATTAGCTTG
CTTAATACCACAGCAGTAGTAGTAGCTGAGGGGACAGATAGAATTCTAGAAGCTTTGCAAAGAGCTGGTAGAG
CTGTTCTTAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>MH746260 
GCTGAAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAATACCACTCTATTTT
GTGCATCAGATGCAAAAGGATATGAAAAAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAATAGTTATGGGAAATGTAACAGAAACTTTTAATATGTGGGAGAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCGCTCTGTG
TTACTTTAAACTGTACTGATTGTGTCCGAAATAAAACTGCCAATACTACTAGTAGCGACTTGAGGGAAGATCC
AGAGGCAATACAAAATTGTTCCTTCAATGCAACCACAGAAGTAACAGATAAAAGGCAGAAAGTATATGCACTC
TTTTATAAACTTGATATAGTACAAATCAATACAACTGATAACAGGACATATAGGACATATAGAATATTAAATT
GTAATACCTCAGTCGTTAAACAGGCTTGCCCAAAAATATCTTGGGATCCAATTCCCATACATTATTGTGCTCC
GGCTGGTTATGCGATTCTAAAGTGTAATGAGAAAACGTTCAATGGGACGGGACCATGCAAGAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAA
ATATAGTAATCAGATCTCAAAATATCTCAGACAACACAAAAAACATAATAGTGCACCTTAATAAGACTGTACA
GATTAATTGTACAAGGCACAACAACAATACAAGAGAAAGTATACGGATAGGACCAGGACAAGCATTCTATGCA
ACAGGTGACATAATAGGGGACATAAGGAAAGCACATTGTAATGTTAGTAGAGCACAATGGAGGGACACTTTAG
ATCAGGTAAAAGCAGAGTTACAGGCTCGTCTCAATATATCAAAAATAATATTTCAACCATCCTCAGGAGGGGA
CCTAGAAATTACAAGCCATATGTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTCGTG
TGCCCTGGAACTCTACTTGGAGTAACAGATCTTATGAGAATATTTGGAACAACCTGACCTGGATAGAGTGGGA
AAAAGAGATTGACAGGCATTCAAACACAATATACAGGCTAATTGAAGATTCGCAGAAACAGCAGGAAAAGAAT
GAACAAGAGTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGT
ATATAAGAATATTCATAATAATAGTAGGAAGCTTGATAGGCTTAAGAATAGCTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGAAGGGATACTCACCTTTGCCGTTTGCTATTAGCTTGCTTAATACCACAGCAGTGGTAGTA



GCTGAGGGAACAGATAGAATTCTAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTTTTAACATACCTAGAAGGA
TAAGACAGGGTTTAGAAAGAGCTTTGCTATAA 
>AY227107 
ACTGCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCAAAGGCATATGACAAAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGACATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TTAACCTAAACTGTACAATGCCAATACCAAATAGCAATTCCACTAAAGCCACTAGCAACCCCCTGAGGAAGAT
CAAGGAGCAACAAAACTGTTCCTTCAATATGACCACAGTAGTAAATGACAAGAGGCGGGAAGTACATGCACTC
TTTTATAGACTTGATATAGTACCAATCAATAATGGCAGTGACAATAAATATAGGCTAATAAATTGTAATACCT
CAACCATTAAACAGGCTTGTCCAAAAGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATGAGAAAAAGTTCAATGGGACAGGGCCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGGAATAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGCAGCCTAGCAGAAGATAGGATAGTAA
TAAGATCTCAAAATATCTCATCTAATACAAAAAATATAATAGTACATCTTAATGAATCTGTACAGATTAATTG
TACAAGGCCCAACAATAATACAAGAAAAAGTATACATTTAGGACCAGGGCAAGCATTCTATGCAACAGGTGAT
ATAATAGGAGACATAAGAAAGGCACATTGTAACATTAGTGGAGAACAATGGAATAGAACTTTAGAACAGGTAA
GGACAGAGTTAACAAAGCTTATCAATAAAACAGTAATATTTGAGTCACCCATAGGAGGGGACCTAGAAGTTAC
AAGCCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACT
CTAGTTGGAGTAATAAATCTTATGATCAGATTTGGGAAAACATGACCTGGATGGAGTGGGAAAAGGAGGTTGG
CCAGTATTCAAACAAAATATACAGGTTAATTGAACAATCGCAGAACCAGCAGGAACAGAATGAACTAGAATTA
TTGGCATTGGACAAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCACTATCATTAGCTATTAGCTTGCTTAACACCACAGCAATAGTAGTAGCTGAGGGGACA
GACAGAGTTCTAGAAGCTTTGCAAAGAGTTGGTAGAGCTATTCTTAACATACCTAGAAGAATAAGACAGGGCT
TAGAAAGAGCTTTGCTATAA 
>AF064699 
GCCTCTAAGAACATGTGGGTTACAGTCTATTATGGGGTGCCTGCGTGGGAAGATGCAGATACCATTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTCCTGATAAGCATAATGTCTGGGCAACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATCTCTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGCG
TTACTTTAACATGTACTAATGCTACATTAGGTAACAAAACATTAGGTAACAATAGTACTAATAGTACATTAGG
TAACAATAGTACTATAGTAGATGATATCAGCAAGGAAATAAAAAACTGCTCTTTCAATATAACCACAGAAATA
AGAGATAAGACAAAGAAAGAATATGCGCTTTTCTATAGACCTGATATAGTACCAATTGGGGATGATAGTAATA
ATAGTGATTATAGATTAATAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACC
AATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAGGATTTCAATGGAACA
GGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTACTGC
TGAATGGCAGTTTAGCAGAAGGAAACATAACAATTAAAACTGAAAACATCACAGACAATACCAAAAATATAAT
AGTGCAGCTTAATCAGCCTGTAGAAATTAGGTGTACCAGACCCGGTAACAATACAAGAAAAAGTATATCCTTT
GGACCAGGACAAGCGTTCATTGCAACAGGTGACATAATAGGAGATATAAGACAAGCTCATTGTAATGTTAGTA
GAGCAAATTGGACAGATATACTAGGAGAAGTGAAGGTAAAACTAGAAGAAGTTTTTAATAACACACACATAAC
CTTTAAGTCATCTGCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTCAAACAG
CTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATCTGTCCCACTAATGTGCTCTGGAACACTAGTTGGAGTAATAAAACTTATGATGAAATTTGGGG
TAACATGACCTGGATAGAATGGGATAGGGAAATTAACAATTACACACAACAAATATACTCCCTAATTGAACTA
TCGCAAACTCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAATCTGTGGTCTTGGT
TTGACATAACAAACTGGTTATGGTACATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAAT
AGTTTTTGCTGTGATTTCTATAGTCAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTTTA
TTTGATGCAGCAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTGCAGAAGTAGTACAAAGAATTTTTAGAG
CTTTTCTTAACGTACCTAGAAGAATAAGACAAGGATTTGAAAGAGCTTTGCTATAA 
>AB485661 
GCCTCAAATGACCTGTGGGTCACGGTCTATTATGGGGTGCCTGTGTGGGAAGATGCAGATACCATTCTATTTT
GTGCATCGGATGCTAAAGCATATAGTACTGAAAAGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATAACTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATCCTATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAACATAACTGTTATTACTAATAGTACTGGGAATAACAATGCTGGTACTGGGAATAA
CAATGCTAGCATTGTGGATGGTAATGAAATAAGAAACTGCTCTTTCAATATAACCACAGAATTAAGAGATAAG
CAAAAGAAAGAATACGCGCTTTTCTATAGACTTGATGTAGTACCAATTGAGAATAGTAATAGTACTTATAGAC
TAATAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGACTTTTGAACCAATCCCCATACATTA
TTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGACCATGCAACAAT



GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTTTAG
CAGAAGAAGAAATAATAATTAAATCTGAAAACATCACAAACAATGCCAAAATCATAATAGTACAGCTTAATAA
AGCTGTAGAGATTACGTGTACCAGACCCAATAACAATACAAGAAAAGGGATACACATTGGACCAGGGCAAACG
TTCTATGCAACAGGTGAGATAATAGGTGATATAAGACAAGCTCATTGTAATGTTAGTAAAGAACATTGGAAGA
ATATGTTACAGAATGTAAGTACAACATTACAAGGACTCTTTAAGAACAAGACCATAATCTTTAATTCATCTGC
AGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAGTTTAAACAGCTCCAGGCAAGACTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCC
CCACTAATGTGCCCTGGAACGTTAGTTGGAGTAATAGAAATCTTAGTGACATTTGGGATAACATGACCTGGAT
ACAATGGGATAGGGAGATTGAAAATTACACACAACAAATATACAACCTACTTGAAGAATCGCAAAGTCAGCAG
GAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAACT
GGTTATGGTACATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTCAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTTTAATTGATACAGCAGCA
ATAGCAGTAGCTAACTGGACAGATAGGATTATAGAAATAGTACAAAGAGCTTTTAGAGCTTTCCTTAACATAC
CTAGAAGAATAAGACAAGGCTTAGAAAGACTTCTGCTATAA 
>AJ288982 
GCCTCAAATAACTTGTGGGTCACGGTCTATTATGGAGTGCCTGCGTGGGAAGATGCAGATACCATTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTGCTGAGAAGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTCTGAAAAATGTAACAGAAAATTTTAATATGTGGGAAAATCACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAATCTGTACTAATATAAATATAACCAGTACTAATAGCACCAAAAATATCACTGTGGAGAGCGGAGA
AGAAATAAAAAACTGCTCTTTCAATGTAACCACAGAAATAAGAGATAAGCAAAAGGAAGAATACGCGCTTTTC
TATAGACTTGATGTAGTACCAATTAATGATGGGAGTAATAATAATAGTTATAGATTAATAAATTGTAATGCCT
CAACCATTAAACAGGCTTGTCCAAAGGTGACTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTT
TGCGATTTTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTTAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAGTTACTGCTGAATGGCAGTTTAGCAGAAGAAGAAATAATAA
TTAAATCTAAAAACCTCACAGACAATACCAAAATCATAATAGTGCAGCTTAATAAATCTGTAGAAATTAGTTG
TTCCAGACCCAATAACAATACAAGAAAAAGTATACACATTGGACCAGGGCAAGCGTTCTATGCAACAGGTGAA
ATAATAGGAAATATAAGAAAAGCTCATTGTAATGTTAGTAGAAAAGCTTGGAATAGTATGTTACAGAATGTGA
CTGCAAAACTAAAAGAACTCTTTAATAATAAGAATATAACCTTCAATTCATCAGCAGGAGGGGACCTAGAAGT
TACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCCCCACTAATGTGCCCTGGA
ACGCTAGCTGGAGTAATAAAACTTATAATGAAATTTGGGATAACATGACCTGGATAGAATGGGATAGGGAAAT
TAACAATTACACACAACAAATATACAGCCTAATTGAAGAATCGCAAAATCAGCAGGAAAAGAATGAACAAGAC
CTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTATGGTACATAAGAA
TATTTGTAATAATAGTAGGAGGCTTATTAGGGTTAAGAATTGTTTTTGCTGTGTTTTCTATAGTCAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAATTTACTTGATACAACAGCAATAGCAGTAGCTAACGGG
ACAGATAGGGTTATAGAAATAGTACAAAGAGCTTTTAGAGCTGTGCTTAACATACCTACAAGAATAAGACAAG
GATTTGAAAGAGCTTTGCTATAA 
>AJ245481 
GCCACAAGTAACCTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGGAAGATGCAGATACAATTCTATTCT
GTGCATCTGATGCTAAAGCATATAGTGCTGAAAAGCATAACGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATCACATGGTACAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCTCTCTGTG
TTACTTTAAACTGTACTAACGTAACAGATCATGGAATAAACAACAATAACACTGTAGAGGGTAAAGAAGAAAT
AAAAAACTGCTCTTTTAATGTAACCACAGAAATAAAAGATAAGAAAAAGAAAGAACGTGCGCTTTTCTATACA
CTTGATGTAGTACCAATTAATGATAATGGTAATAACAGTACTTATAGATTAATAAATTGTAATACCTCAACCA
TTAAACAAGCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACACTATTGTGCTCCAGCTGGTTTTGCGAT
TTTAAAGTGTAGGGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAGTTACTGCTGAATGGCAGTTTAGCAGAAGATGAAATAATAATTAAAT
CTGAAAACCACACAAACAATGCCAAGATCATAATAGTGCAGCTTAATAAAACTGTACAAATTAGGTGTACCAG
ACCCAGTAACAATACAAGGAAAAGTATACCCCTTGGACCAGGGCAAGCGTTCTATGCAACAGGTGACATAATA
GGAGATATAAGACAAGCTCATTGTAATGTTAGTAGAACAGCATGGAAGGAGACGTTACAGAATGTGACTGAAA
AACTAAAACAACTCCTTAATACGAACATAACCTTTAATCCATCTGCAGGAGGGGACCTAGAAATTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAACGCTAGTT
GGAGTAATAGAACTTTTAATGAAATTTGGAATAACATGACCTGGATAGAATGGGATAGGGAAATTAACAATTA
CACACAACAAATATACAGCCTAATTGAAGAATCGCAAAGTCAGCAGGAAAAGAATGAACAAGACTTATTGGCA
TTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATCTCAAACTGGCTATGGTACATAAAAATATTTATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTCAATAGAGTTAGGCAGGG
GTACTCACCTTTGTCGTTGGCTATTAGCTTAATTGATACAACAGCAATTGCAGTAGCTAACTGGACAGATAGG



GTTATAGAAGTAGTACAAAGAGCTTTTAGAGCTGTTCTTAACATACCTAGAAGAATAAGACAAGGGGCAGAAA
GAGCTTTGATATAA 
>KY345865 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTAAATGTTAGCAGAAATAGTACTGGTTCCTCCAATGGGACTGTTCCCTACAA
TGAGACCTACAGGAAGGAAATGAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAATGATAAGAAACAGAAA
GTGCATGCACTTTTTTATAGACTTGACATAGTACCACTTGATGAAAAGAACTCTAGTGAGGACTCTAGTAGGC
CTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAGTTTTGATCCAATTCC
TATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAGTGTAAAGATGAGAGATTCAATGGGACAGGACCA
TGCTCTAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATG
GTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACA
TCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCATACGGAGACATAACAGGAGACATAAGACAAGCACATTGTAACATTACTGAAGAGA
AATGGCATAAAACGTTACATAGGGTAAGTAAAAAATTAGAAGAACACTTCCCGAATAAAACAATAAACTTTAA
TTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAACAGAGATTTGGGATAACAT
GACCTGGATGCAATGGGATAAAGAAATTAGCAATTACACAAGCACAATATACAGGTTGCTTGAAGAATCGCAA
GACCAGCAGGAAAAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAATAGTCTATGGAATTGGTTTAACA
TATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTAGTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTCATACAAAGACTTTGTAGAGCTATCT
ACAACATACCTAGAAGAATAAGACAGGGCTTTGAACTAGCTTTGCAATAA 
>JF346901 
GTTGTAGGAAACTTGTGGGTTACAGTCTATTATGGGGTGCCTGTATGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATATTAGCAGAAATGGTACCAGTAGCAGAAATGGTACCAGTAATAAAAATGTTAG
CAGAAATGGTACCAGTAATAGTAATGGTGCCTACAATGAGACCTACAAAGAAATGAAAAATTGCTCTTTCAAT
ACAACCACAATGTTAAAAGATAAGAAGCAGACAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTG
ATAAGGAGAAGAACTCTCGTAGGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAAC
ACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTA
AAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAGTGTACACATGGAA
TTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAATAGTTAGATCTGA
AAATCTGACAAACAATGTCAAAACAATAATAATACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACCC
AACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAG
ACATAAGACAAGCACATTGTAGCATTAATGGATCTAAATGGCATAAAACTTTACAAAGAGTAAGTAAAAAATT
AGCAGAACACTTCCCAAATAAAATAATAAATTTTACATCATCCTCAGGAGGAGACCTAGAAATTACAACACAT
AGCTTTAATTGTAGAGGAGAGTTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATC
AACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTG
GAGTAACAAATCTTACCAAGAGATTTGGGACAACATGACCTGGATGCAATGGGATAGAGAAATTAGTAATTAC
ACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAAGATCTATTAGCAT
TGGACAGTTGGAACAGTCTATGGAACTGGTTTAACATAACAAATTGGCTGTGGTATATAAAGATATTCATAAT
GATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAAGGA
TACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATATCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGA
TTATAGAATTAGTACAAAGATTTTGTAGAGCTATTTACAATATACCTAGAAGAATAAGACAGGGCTTTGAAGC
AGCTTTGCAATAA 
>EF042692 
GCTGTAAAAGACCGGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAGGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAAACCACAAGAAGTGTTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAACGATGTTAACAGTACTAGTAATGGTACCTCCAATGGGACCGACCATAAGAACATGAA
TGAAATGAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAGGAAGAAGTCAGAGTATGCGCTTTTT
TATAGACTTGATATAGTACCACTTGATGAGAACTCTAATGAGTATATATTAATAAATTGTAACACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGAT



TCTAAAGTGTAATGACACGAAATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACAT
GGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAATGATTAGAT
CTGAAAATCTGACAGACAATGCCAAAATAATAATAGTACATCTTAATCAATCTGTAGAAATTAATTGTACAAG
ACCCGGCAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCGACAGGGGACATAATA
GGAGACATAAGAAAAGCACATTGTAACATTAGTAGAGAGCGATGGAATGAAACTGTACAAAGGGTAGTTAAAA
AATTAGCAGAACACTTCCCGAATAAAACAATAAAATTTGAATCATCCTCAGGAGGGGACCTAGAAATCACAAC
ACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAACG
GATCAACAGCTCCTAGGGATGTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACACCA
GTTGGAGTAACAAATCTCTAGAAAAAATTTGGAAGAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAGAGAATGAAAAGGATCTATTA
GCATTGGACAATTGGAAAAGTCTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTATAAAATTAGTACAAAGACTTTGTAGAGCTATCTATAACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>EF117254 
GCTGAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGAAGGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGCCTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGGAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGCAATGTTACTAAAATTGATACCAGTAAGGGTAAAATTGTTAATAGTGATAATAAAAT
TGTTAATAGTACTGAGGAAATAAAAAATTGCTCTTTCAATGCAACCACAGTATTAAGTGATAAGAAGCAGTCA
GTGTATGCACTTTTTTATAGACTTGATGTAGTACCAATTACTGAGAAGAACTCTAGTAAGTATTATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTG
CACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGATGTTCAATGGGACAGGACCCTGCCATAATGTT
AGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAAAAATAGTAATTAGATCTGAAAATCTGACAAACAATATCAAAACAATAATAGTACATCTTAATGAATC
TGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGAAAAATGGAATGAAG
CTTTACAAAGGGTAAGTAAAAATTTAGCAGAACACTTCCAGAATGCAACAATAAAATTTGCATCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTA
CTGCTGTACCTTGGAACTCTAGTTGGAGTAACAAATCTTTAACAGAGATTTGGAATAACATGACCTGGATGCA
ATGGGATAAAGAAATTAGTAATTACACAAGCGCAATATACAAGTTGCTTGAAGAATCGCAAGACCAGCAGGAA
AAGAATGAGAAAGACCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAGTTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTC
TATAGTGAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATA
GCAGTAGCTGAGGGAACAGATAGGATTCTAGAATTAGTACAAAGACTTTGTAGAGCTATCTACAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>EF117255 
GCTTTAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGACGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGGATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAT
CAAATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAAATGTAAAGATGTTAGCATTAATAATGGAAATGTTAGCAGTAGTAATGGTAGTACCAGCCATAA
TAATAGTAGTATCGACAATGAGACCCTCAATGAGGGCATGAAGGAAATGAAAAATTGCTCTTTCAATGCAACC
ACAGTATTAAGAGATAAGAAACAGAAAGTGCATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAGA
GTAATAAGAACTCAAGGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGT
CACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTGTAACAATAAGACA
TTCAATGGGACAGGACCATGCCGTAATGTTAGCACAGTACTATGTACACATGGGATTAAGCCAGTGGTATCAA
CTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGATATAATAATTAGATCTGAAAATCTGACAAACAATGC
CAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCGGCAATAATACAAGAAAA
GGTATAGGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGAAAGGCACATT
GTAACATTAGTAAAGATAATTGGACTGAAACTTTATACAGGGTGAGTAGAAAATTAAAACACTTCTGGAATAA
AACAATAATATTTGCACCACACTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAA
TTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGG
GATGCTCTGGAAAACTCATCTGCACTACTGCTGTAGCTTGGAACTCTAGTTGGAGTAACAAATCCCTAGGAGA
GATTTGGGATAACATGACCTGGATGCAATGGGACAAAGAAATTAATAATTACACAAGCATAATATACAGTTTG
CTTGAAGACTCGCAAATCCAGCAGGAGAAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTAT
GGAATTGGTTTGACATAACAAGTTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGG



TTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCT
ATTAGTCTAATTGATACCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAGCAGTACAAAGAC
TTTGTAGAGGTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>EF117257 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATACAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAGATGTTAGCAGTAAAAATGTTAGCAGCAGGAATGAGACCTACCAGGAAATGAAAAA
TTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAGGAAGAAGACAGAGTATGCACTTTTCTATAGACTTGAT
ATAGTACCACTTGATAGGGAAAACTCTAGTAGGAACTCTAGAGAGTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGC
AATTCTAAAGTGTAATGATGAGACATTCAATGGGAGCGGACCATGCTCTAATGTGAGTACAGTGCAATGTACA
CATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAAAAATAATGATTA
GATCTGAAAAACTGACAAACAATGTCAAAACAATAATAGTGCATCTTAATCAATCTATAGAAATTGTATGTAT
AAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGAAAGTTGGAATAAAACTTTACAAAGGGTAAGTC
AAGAACTAGCAAAACACTTCCCGAATAAAACAATAAAATTTGCGAATTCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAAAACTCAAGAAGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAG
TAATTACACAAACACAATATACAGATTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAAGATCTA
TTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAATATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAGTACAAAGGCTTTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>EF117258 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTATGCCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAAAT
CAGATGCATGAAGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCGCTCTGTG
TCACTCTAGAATGTAAAAATGTTAGCAGAAATAATAGTAGCAGTAATGGTACTGGTACCAACAATGAGGCCTA
CCGTGAGGGCATGAAGGAAATAAAAAATTGCTCTTTCAATGCAACTGCAGAATTAAGAGATAGGAAGCAGAAC
GTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGCTGAGAACTCTAGTGAATATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCC
AGCTGGTTATGCAATTCTAAAGTGTAGTGATAAGACATTCAATGGGACAGGACCATGCTCTAATGTTAGCACA
GTACAATGTACACATGGGATTAGGCCAGTGGTATCAACTCAGCTACTATTAAATGGTAGCCTAGCAGAAGAAG
AAATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGCTTAATCAATCTGTAGA
AATTGTATGTACAAGACCTAACAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTATGCA
ACAGGAGGAATAATAGGAGACATAAGACAAGCATACTGTAACATTAGTAGAAATAAATGGAATGAAACTCTAC
GAATGGTAGGTAAAAAATTAGCAGAACACTTCCCGAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTACTTGCAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTACTG
TACCTTGGAACTCCAGTTGGAGTAACAAAAATCTAACAGAGATTTGGGATAACATGACCTGGATGCAATGGGA
TAAGGAAATTAGTAATTACACAAACACAATATACTGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAAT
GAAAAGGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACATATCAAAGTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGATTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAATTAATACAAGGACTTTGTAGAGCTATCTACCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>EF117264 
GCTGTAGGAAACTACTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACCACCACTTTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTAAATGTTAGTTGTAATAGTAATGATACTTGCAAGGAGAATGAGAGGATGAC
AAATTGCTCTTTCAATACAACCACAGTATTAAGTGATAAGAAGCAGACAGTGTATGCGCTTTTTTATAGACTT
GATGTAGTACCACTTACTAATGAGAACTCTAGTAAGAACTCTAGTAACTCTAGTGAGTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCC



AGCTGGTTATGCACTTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCATGCTATAATGTTAGCACA
GTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAGCTATTGTTAAATGGTAGCCTAGCAGAAGAAG
AAATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGA
AATTGTATGTACAAGACCCAACAATAATACGAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAAATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTGCAGATGACTGGAATAAAACTTTAC
AAAGGGTAGGTAAAAAATTAGCAGAACACTTCCCGAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTG
TACCTTGGAACTCCAGTTGGAGTAACAAATCTCAACAAGATATTTGGAATAACATGACCTGGATGCAATGGGA
TAAAGAAATTAATAATTACACAGACATAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAAT
GAAAAGGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAAGTGGCTGTGGT
ATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAATTAGCACAAGGGCTTTGGAGAGCTATCTGCAACGTACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>EF117263 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACTAGAAATAGATTTGAAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAAAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGTAATGTCACTTTAGAACGTAGTAATGTTAGCAGTAGTAATGATACCCAAAATAGGAC
CCACCATGAGAGCATAAAGGAAATGAAAAATTGCTCTTTCAATGCAACCACAGAGTTAAGAGATAAGAAGCAG
AAAGTACATGCACTTTTTTATAGACTTGATATAGTACCACTTGATGAGAAGAAGAACTCTAGTGAGAACTCTA
GTGAGTCTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCC
AATTCCTATACACTATTGCACTCCTGCTGGTTATGCAATTCTAAAGTGTAAAGATAAGATGTTCAATGGGACA
GGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAATAATAAT
AGTACATCTTAATCAATCTGTAGAAATTAACTGTACAAGACCCAGCAATAATACAAGACAAAGTATAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTA
GAGCTAGATGGAATGAAACTTTACAAAAGGTAGGTAAAAAATTAGCAGAACACTTCCAGAATAAAACAATAAA
ATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCTGTACCTTGGAACGACAGTTGGAGTAACAAATCTCTAACAGACATTTGGAA
TGGCACGACCTGGATGCAATGGGATAAAGAAATTAGTACTTACACAGACATAATATACAGTTTGCTTGAAGAC
TCGCAAATCCAGCAGGAAAAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGT
TTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTG
TTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGAG
CTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>EF117262 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGATAAAT
CAGATGCATGAAGATGTAGTCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGAAATGTTAGTGATAGTAGAAATGGTAATAGTACCTACAATGAGAGCGAGCAGGAAAT
GAAAAATTGCTCTTTCAATGTAACCACAATATTAAGAGATAAGAAGAAGAAAGTGGATGCACTTTTTTATAAA
CTTGATATAGTACCACTTCATAAGAAGAAGAACTCTAAGAACAACTCTATTGAGTATTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCGAAGGTCACTTTTGACCCAATTCCTATACACTATTGCACTCC
AGCTGGTTATGCAATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACA
GTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAG
AAATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGA
AATTGTATGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGACATAATAGGAGACATAAGACAAGCATATTGTAACATTAATAGAACTATGTGGACTCAAACTTTACAAA
GGGTAAGTGAAAAATTAGCAGAACACTTCCCGAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCT
AGAAATTGCAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAATAAATCTCAAACAGAGATTTGGAATAACATGACCTGGATGCAATGGGACAA
AGAAATTAGTAATTACACAAACTCAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAA
AAGGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAA



TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGTTATTAGGCTGATTGATACTATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAAGCAGTACAAGGGTTTTGTAGAGCTATCTACCACATACCTAGAAGAATAA
GACAGGGCCTTGAAGCAGCATTGCAATAA 
>EF117260 
GCTGTAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGGAAAGATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGCTACCCGTAGCAGTGATGATACCAGAAATAGCACTGAGAACATAGAGGGAAT
GAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAAGCAGCAGAAAGTGTCTGCACTTTTTTATAGA
CTTGATATAGTACCACTTACTGAGAAGGAATCTAGTGAGAACTCTAGTGGGTATTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGTACTCCAGC
TGGTTATGCAATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGGCCATGCTCTAATGTTAGCACAGTA
CAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGGAGGAA
TAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGGAAT
TGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAATATAAATGGAATAAAACTTTGCAAA
GGGTAAGTGAAAAATTAGCAGAATACTTCCCGAATGACACAATAAAATTTGCACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAAGTCTCAACAAGATATTTGGGATAACATGACCTGGATGCAATGGGATAA
AGAAATTAGTAATTACACAAACACAATATACAGTTTGCTTGAAGAATCGCAAATCCAGCAGGAGAAGAATGAA
AAAGATCTATTAGCATTGGACAGCTGGAAAAATCTATGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATAATAGTAGGAAGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAATTCATACAAAGATTTTGTAGAGCTATCTACAACATACCTAGAAGAATAA
GACAGGGATTTGAAGCAGCTTTGCAATAA 
>EU363840 
GTTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATAGAGTTGAAAAATGTAACAGAAAATTTCAACATGTGGAAGAATGGTATGGTGAAT
CAGATGCATGAGGATGTAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTCAGCAGTAATAGTAGCAGTAATAATAGCAGTGATATTAGCAGTAATAGTAG
CAGTATTAGTAATGAGATGAAAAATTGCTCTTTCAATGCAACCACAGTATTAAGAGATAAAAAGCAGACAGTG
TATGCACTCTTTTATAGACTTGATATAGTACCACTTAATGATAAGAACTCTAGTGATGATAAGAACTCTAGTA
ATTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCC
TATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAGGATAAGACATTCAATGGGACAGGGCCA
TGCCATAATGTTAGCACGGTACAATGTACACATGGAATTAAGCCGGTGGTATCAACTCAATTACTGTTAAATG
GTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATTTGACAAACAATGTCAAAACAATAATAGTACA
TCTTAATCAATCTGTAGAAATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGAATAGGACCA
GGACAAACATTCTATGCAACAGGAGATATCATAGGAAACATAAGACAAGCACATTGTAACATTAGTGAGGATA
AATGGAAGGAAACTTTACAAAGGGTAAGTAAAAAATTAGCAGAACACTTCCATAATAAAACAATAAAATTTGC
ACCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTACAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGTAACAAAACTCATGATGAGATTTGGAATAACAT
GACCTGGATGCAGTGGGACAGAGAAATTAATAATTACACAAACACAATATACAAGTTGCTTGAAGACTCGCAA
AACCAGCAGGAAAGGAATGAGAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACA
TATCAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTATTATTAGTCTGGTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCTATCT
ACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>EU363848 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGAAATGTTAGCAGTAATAGTAATAGTACCAACAATGGGACCCACCAGGAGAGCATGGA
GGAAATGAAAAATTGCTCTTTCAATGTAACCACAGTAGTAAGAGATAGGAAGCAGGCAGTGTATGCACTTTTT
TATAGACTTGATATAGTACCACTCCTTAAGGAGAACTCTAGTAAGAACTCTAGTGAGTATATATTAATAAGTT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCC



AGCTGGTTATGCACTTCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGACCATGCAAGAATGTTAGCACA
GTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAG
AAATAATGATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCCATAGA
AATTGTATGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAAGGGATGGAATAAAACTCTAC
AACAGGTAGGTAAAAAATTAGCAGAACACTTCCCGAATAAAACAATAGCATTTGCACCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACGAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAAACGAGATTTGGGATAACATGACCTGGATGCAATGGGA
TAAAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGGAAT
GAAAAAGATCTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTGACATAACAAAGTGGCTGTGGT
ATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTGGTTGATACCATAGCAATAACAGTA
GCTGAAGGAACAGATAGGATTATAGAATTAGCACAAAGACTTTGTAGAGCTCTTTACCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGTTTTGCAATAA 
>EF368372 
GCTGTAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAGCCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAGATGCTAAGAATAGTAGTACAAATGCTACGAATGGTGCCCACAATAATACCTACCT
TGAGGGCATGGATAAGGAAATAAAAAATTGCTCTTTTAATACAACCACAGTAATAAGAGATAGAAAGCAGACA
GGGTATGCACTTTTTTATAGACTTGATGTAGTACCACTTGGTGAGAGGAACTCTAGTGGGAACTCTAGTGGGT
ATTATACATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCC
TATCCACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCA
TGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGATAAAATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACA
TCTTAACCAATCTGTAGAAATTGTATGCACAAGACCCAACAATAATACGAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCATATTGTATCATTAATGGAAGTC
AATGGAATGATACTTTACAAAGAGTAAGTAAAAAATTAGCAGAACACTTCCCAAATAAAACAATAATATTTAA
TTCATCCTCAGGGGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACACGAGTCCTGGCTATAGAAAGATACCTAAAAGAGCAACAGCTCCTAGGGCTTTGGGGCTGCTCAGGAAAAC
TCATCTGCACCACTACTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGAACAGATTTGGAATCACAC
GACTTGGATGCAATGGGATAAGGAAATTAGTAATTACACAGACTTAATATACAGTTTGATTGAAGAATCGCAA
AACCAGCAGGAAAGGAATGAAAAGGATCTATTAGAATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACA
TATCAAATTGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGGCTTTTTAGGGGCATCG
GCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>JF346915 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAAATGCATGAAGATGTAGTCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTACTATAAATGGTACCAGTAACAGTAATGGTACCCACGATGATAGCATGAT
GAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAGGAAGCAGACAGTGTATGCACTTTTTTATAGA
CTTGATATAGTACCACTTACGGAGAAGAACTCTAGTGAGAACTCTAGTGGATATTATAGGTTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCACTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGATAAGAGATTCACTGGGACAGGACCATGTTATAATATTAGCACAGTA
CAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAATAA
TAATTAGATCTGAAAATTTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGT
ATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GAGATAATAGGAGACATAAAGCAAGCATATTGTAACATTAGTAAAGATATATGGGATGAAACTTTACAACGGG
TAGGTGAAAAATTAGCAGAACACTTCCAGAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTGCCTT
GGAACTCCAGTTGGAGTAACAAATCTCAAGGAGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGA
AATTAGTAATTACACAGACACAATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGGAATGAAAAA
GATCTATTAGCATTAGACAATTGGAAAAATTTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTGAATAG



AGTTAGGCAGGGATACTCACCTTTGTCATTTACTATTAGACTGGTTGATACTATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAGAATTAGCACAAGAACTTTGTAGAGCTATCTATAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ699994 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAGAATGTAGCAATAATGTTACCCACAGTAATACCTCCCATGAGAGCACGGAGGGAATGAAAAATTG
CTCTTTCAATATAACCACAGTAGTAAGAGATAAGAAGGAGAAAGTGTATGCACTTTTTTATAGACTTGATACA
GTATCACTTAGAGAGAACTCTAGTGAGTATAGATTAATAAACTGTAATACCTCAGCCATAACACAAGCCGGTC
CAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGTGTAATGA
TAAGACATTCAATGGGACAGGACCATGCTCTAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTAGATCTGAAAATCTGACAA
ACAATGCCAAGACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCGGCAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGAGAA
GCACATTGTAACATTAGTAAAAGTAGATGGAATGAAACATTACAACTGGTAGGTAAAAAATTAGCAGAACACT
TCCAGAATAAAACAATAAACTTTACATCACCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTG
TAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATGCCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAAT
CTCAAAACGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTACACAAACACAAT
ATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGGAATGAAAAGGATCTATTAGCATTGGAACAGTGG
AAGAATCTATGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCATCTTT
GTCGTTGGCTATTAGTTTGATTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTA
GTACAAGGAATTTGTGGAGCTATCTGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>EU131811 
ACTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCATCACTTTACTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGCG
TCACTTTAGAATGTAGAAATGTTAGCAGTAATAGTACTAGTAATAGTACTAGTAATGGTGCCGAGGAAATGAA
AAATTGCTCTTTCAATGTAACCACAATAGTAAGAGATAGGAAGCAGGCAGTGGATGCACTTCTTTATAGACTT
GATATAGTACCACTTAATGAGAAGAACTCTAGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACCAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGG
TTATGCAATTCTAAAGTGTAATAATAATACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAA
TGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAA
TAATTAGATCTGAAAATCTGACAAACAATGTTAAAACAATAATAGTACATCTTAAGGAACCTGTAGAAATTGT
GTGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
AACATAATAGGAAACATAAGACAAGCACATTGTAACATTAATGAAGAGAGATGGAATAAAACTTTACAAATGG
TAAGTAAAAAATTAGTAGAACACTTCCCGAATAAAAAAACAATAAAATTTGATTCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAAAACTGAAACAGAGATTTGGGATAACATGACCTGGATGCAATGGGATAA
AGAAATTAGTAATTACACAGGTACAATATACAGGTTGCTTGAACAATCGCAAAACCAGCAGGAAAGGAATGAA
AAGGATCTATTATCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAA
TAGAGTTAGACAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTCTAGAATTAGTACAAAGATTTGGTAGAGCTATCTATAACATACCTAGAAGAATAA
GACAGGGCTTGGAAGCAGCTTTGCAATAA 
>JX392383 
GCTGTAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACGTGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGCAATGGTGGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTTACCTACAATGGAAATGATACCTACAACAGAAATGCTACCTACAACGAGGC
GTACAAGGACGAAATGAAAAATTGCTCTTTCAATGTAACCACAGTAGTAACAGATAAGAAGAAGAAAGAGTAT
GCACTTTTTTATAGACTTGATATAGTACCACTTACTAAGGAGAACTCTAGTGCGAACTTTAGTGAGTATAGGT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTA



TTGCACTCCAGCTGGTTATGCAATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAAC
GTTAGCACAGTACAATGCACACATGGGATTAAGCCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCCTAT
CAGAAGGAGAAATAATAATTAGATCTAAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCA
ATCTGTAGAAATTGTATGTACAAGACCCGGCAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACG
TTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACACTGTAACATTAATGAAAGCAAATGGAATG
AAACTTTAGAAATGGTAGGAAAAAAATTAGCAGAACACTTCCCGAATAAAACAATAAACTTTACATCAGCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTAAAGAAGAGATTTGGGATAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAG
GAGCAGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAATCTATGGAATTGGTTTGACATAACAAGGT
GGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAACAATTTTTGCTGTGCT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTAGTTGACACCATAGCA
ATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAGTACAAGGACTTTGTAGAGCTATCCACAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF835510 
GCTGTGGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGGAATGGCAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAGTAATGTTAATAGTACTAGTAACTACAATGGGACCTATAAAGAGGAAAT
GAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAGGAAGAAGAAAGTGCATGCCCTTTTTTATAGA
CTTGATATAGTACCACTTGAAGAGAACTCTAGTGGGAACTCTAGTAAGAACTCTAGTGAGTATAGATTAATAA
ATTGTAATACCTCAGCCATAACCTCAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTAC
TCCAGCTGGTTATGCAATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGC
ACAGTCCAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAC
AAGACATAATAATTAAATCTGAAAATCTGACAGACAGTATCAAAACAATAATAGTACATCTTAAGGAACCTGT
ACAAATTATATGTACAAGACCAGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAATGGAATGAAACTTTAAAAA
GGGTAGGTGAAAAATTAGCAGAACGCTTCCCTAATAAAACAATACAGTTTGCACCATCATCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTCTAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAAATCTCAACACGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAA
AGAGATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAAGAATGAA
AAAGATCTATTAGCATTGGACAGTTGGAATAATCTATGGAATTGGTTTGGCATAACAAAATGGCTGTGGTACA
TAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGTTCTCTGTAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGGT
GAAGGAACAGATAGGATTATAGAATTTGTGCAAAGATTTTTTAGAGCTATCTTCAATATACCTAGAAGAATAA
GACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KF835532 
GTTGTAGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAACT
CAGATGCATGAAGATGTAATTAGTTTATGGAATGAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAATGTTAGCGGTAATGGTACTAGTGCGGAAATAATGAAAAATTGCTCTTTCAATGC
AACCACAGGATTAAAAGGTAGGAAGCAGAAAGCGTATGCACTTTTTTATAAACTTGATATAGTACCACTTACT
GAGAAGAACTCTAGTAAGAACTCTAGTGAGTATTATACATTAATAAATTGTGATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTACAGTG
TAATGATAAGAAATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTCCTGTTAAATGGTAGCCTAGCAGAAGGAGAAGTAATAATTAGAGCTGAAGATC
TGACAGACAATGTCAAAACAATAATAGTACAACTTAATCAATCTGTAGAAATTGTCTGTACAAGACCCGGCAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACCTTCTATGCAACAGGAGACATAATAGGAGACATA
AGACAAGCACATTGTAACATTAGTGGAAATATATGGCATAAAGCTTTAAAAAGGGTAGGTGAAAAATTAGCAG
CCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAG
AGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATC
TGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTAAACACGAGATTTGGGATAACATGACCT
GGATGCAATGGGATAGAGAAATTAGTAATTACACAGATGAAATATACAGGTTGCTTGAAGACTCGCAAAACCA
GCAGGAAAGGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATATCA
AATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCTG
TGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTACTATTAATCTGTTTGATACCAT



AGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAGGACTTTGTAGAAGAATAAGATAG
AGCTTTGAAGTAGCTTTGCAATAA 
>KM218237 
ACTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAACAGTAGCAGTAGTGATACCAAAAATGGGACTGACCCTGAGATGAAAAA
TTGCTCTTTCAATGCAACCACAGAACTAAGAGATAGGAAGCAGAAGGTGTATGCACTTTTTTATAAACTTGAT
ATAGTGCCACTTAATGAGAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACCCAAG
CCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCAATTCTAAAGTG
TAATGATGAGAAATTCAATGGGACAGGACCATGCTCTAATGTTAGCACAGTACAATGTACACATGGGATTAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAAAAGGAATAGTAATTAGATCTGAAAATC
TGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTTTATGTATAAGACCTAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGATATA
AGACAAGCACATTGTAACATTAGTGGAAAGGTATGGAATGAAACTCTACAAAGGGTAGGTGAAAAATTAGCAG
AATACTTCCCGAATAAAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTA
ACAAATCTCAAGAAGAGATTTGGGAGAATATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTACACAGA
CACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGGAATGAAAAGGATCTGTTAGCATTGGAC
AGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAG
TAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTCTGTCGTTTATTATTAGTCTGGTTGATACTATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATA
GAATTAGTACAAAGATTTTGTAGAGGTATCTACCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCAATAA 
>HQ215552 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACTACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAACTGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTTAGCAATAGTAGTAGTAGTCCTAATACTCATGATAGCATGAAGGAAATAAA
AAATTGCTCTTTCAACGCAACCACAGTAGTAAAAGATAAGAAGCAGAAAGTGTATGCACTTTTTTATAGACTT
GATATAGTACCACTTGATGAGAGCTCTAATGAGACAGCCAACTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCAAT
TCTTAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGTACAGTACAATGTACACAT
GGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGAAGAGATAATAATTAGAT
CTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATAAATCTGTAGCTATTGTATGTACAAG
ACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGACATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCTGCTTGGAATGAAATTTTACTAAATGTAAGTAAAA
AATTAGCAGAACACTTCCCGAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCA
GTTGGAGTAACAAATCTCAAACAGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGGAATGAGAAAGATCTATTA
GCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTCTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTGACTGTTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGAT
AGGATTCTAGAAGTAGGACGAAGACTTTGTAGAGCTATATACAACATACCTAGAAGAATAAGACAGGGCTTTG
AAATAATTTTGCAATAA 
>JX960600 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAGGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTAACAATAATAGTAGCAGTAATAGCAGTAATAGTAGTAGTAATAGTACCCT
TGAGAACATACAGGAAATGAAAAATTGCTCTTTCAATACAACCACAATATTAAAAGATAAGAAGCAGAAAGTG
TATGCACTTTTTTATAGACTTGATATAGTACAACTTAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGG
TTATGCAATTCTTAAGTGTAATGATAAGAGGTTCAATGGGACAGGACCATGCCATAATGTTAGCTCAGTACAA



TGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAA
TAGTTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGAAATTGT
ATGTACAAGACCTGGCAATAATACACGAAAAGGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAGAGATTGGGAGAAAACTTTACAGAATG
TAAGTAAAAAATTAGCAGAAACACTTCCAAAATAAAACAATACAATTTGCATCATCCTCAGGAGGGGACCTAG
AAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAAACAAGAGTCCTAGCTATAGAAAG
ATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCT
TGGAACTCCAGTTGGAGTAACAAATCTCAAACAGAGATTTGGAATAACATGACCTGGATGCAATGGGATAAAG
AAATTAGCAATTACACAGACACCATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAGGAATGAGAA
AGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACWTAACAAATTGGCTGTGKTATATA
AAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATA
GAGTTAGGCAGGGATACTCACCTTTGTCGTTGACTATTGGTCTGTTTGATACCATAGCAATAGCAGTAGCTGA
AGGAACAGATAGGGTTATAGAAGTAGGACAAAGACTTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGA
CAGGGAATTGAAATAGTTTTGCAATAA 
>JF346908 
ATTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGATTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGGAATGTAGAGATGTTAGCCAAAATGCTAGCCGAAATGTTAGCAGTAATAGTACTGGTTCCTACAA
TGGGACCTACTACCAGAACATGAAAAATTGCTCTTTCAATGTAACCACAGTAGTAACTGATAGGAAACAGAAA
GTGGATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAGAGCTCTAGTAGCAACTCTAGTAAGTATT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTAT
ACATTATTGCACTCCAGCTGGTTATGCACTGCTAAAGTGTAAAGATAAGATGTTCAATGGGACAGGACCATGC
CATAATGTTAGCACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACCCAATTACTGTTAAATGGTA
GCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAGATAATGTCAAAACAATAATAATACATCT
TAATCAATCTGTAGAAATTGTATGTACAAGACCCGGTAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAAACATTCTACGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGCAGTAAAT
GGCGTGAAACTTTAAAAAATGTAAGTAAAAAATTAGCAGAACACTTCCCGAGTAAAACAATAAAATTTGAACC
ATCCTCAGGAGGAGACCTGGAAATCACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGAAGAGATTTGGGAAAATATGAC
CTGGATGCAATGGGATAGAGAAATTAATAATTACACAAACACAATATACATGTTGCTTGAAGAATCGCAAAAA
CAACAGGAAAGGAATGAAAAGGATCTATTAGCATTGGACAGTTGGACAAATCTATGGAATTGGTTTAACATAA
CAAATTGGCTGTGGTATATAAAAATATTCATAATAGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGTACAAAGAATTGGTAGAGCTATTTACA
ACGTACCTAGAAGACTAAGACAGGGTTTTGAAGCAGCTTTGCAATAA 
>JF346909 
GCTGCAGGAAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAGAAATGCTAGCATAAATGCTAGCAGTACTGATAATAATGTTAGCAGTACTGATAATAA
TACCAACACTGAGACCTACAATGAGAGCGTGCCGGGGATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTA
AGAGATAGGAAGCAGAAAGTGAATGCACTTTTTTATAGCCTTGATATAGTGCCACTTACTGAGGGGAACGCTA
GTAATAACGCTAGTAATAACTATTATAGATTAATAAGTTGTAATACCTCAGCCATAACACAAGCCTGTCCAAA
GGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGATTCTAAAATGTAAAGATAAG
AAATTCAATGGGACAGGACCATGCTATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTAT
CAACTCAACTACTGTTAAATGGTAGCCTGGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAAACAA
TGTCAAAACGATAATAGTACATCTTAATCAATCTATAGAAATTGTATGTACAAGACCCAACAATAATACAAGA
AAAAGTATAAGAATAGGACCAGGACAAACGTTCTATGCAACAGGAGATATAATAGGAAACATAAGACAAGCAC
ATTGTAACATTAGTAGAGATAAATGGAATGAAACTTTACAAAAGGTGGGTAAGAAATTAGCAGAACACTTCCC
GAATAAAACAATAAAATTTACATCACCCGCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGA
GGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGA
TTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCCTGGAACGCCAGTTGGAGTAACAAATCTCA
ATCAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAACTACACAAAAACAATATAC
AGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAAGATCTATTGGCACTAGACAGTTGGAAAA
ATCTATGGAGTTGGTTTGATATAACAAAATGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTT
GATAGGCTTAAGAATAATTTTTGCTGTGCTCTCAATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCG



TTGGCTATTAGTCTGGTTGATGCCTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGCAC
AAAGATTTTTTAGAGCTATCTACCACATACCTACAAGGATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>JF346910 
GCCGTAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATGGCTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGCTCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAACCACAATGAGACCTACAATGAGGAAATGAAAAATTGCTCTTTCAATGTAACCAC
AGAATTAAGAGATAGGAGGCAGACAGTGTCTGCACTTTTTTATAGACTCGATATAGTACCACTTAATAGGGGG
AAATCTAGTGAAAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAA
AGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGCTATGCAATTTTAAAGTGTAATAATAA
GACATTCAATGGAACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTA
TCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTAGATCTGAAAATCTGACAAACA
ATGTCAAAACAATAATAGTACATCTTAATCAACCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAG
AAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCA
CATTGTAACATTAGTAACGAAAAATGGAATGAGACTTTACAAAGGGTAGGTAAAAAATTACAAGAATACTTCA
AGAATAAAACAATAACATTTGAGCCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAG
AGGAGAATTTAAGCAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGTAACAAATCTC
ACAAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATA
CAGGTTGCTTGAGGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGACCTATTAGCATTGGACAGTTGGAAA
AATCTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCT
TGATAGGGTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTGATTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTA
CAAGGACTTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>JF346912 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGTTGCTGCCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGCAAATGTTACCTACAAAGAAAATGCTACCTACAATGAGAACGGGAATAGAGT
AAAAAATTGCTCATTCAATGTAACCACAGTAGTAAGAGATAAGGAGCAGAAGGTGTATGCACTTTTTTATAGA
CTTGATATAGTACCACTTGATGATAAGAAGAACTCTAGTGAGAAGAAGAACTCTAGTGAGAACTCTAGTGAGT
ATTATAGATTAATAAATTGCAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCC
TATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCA
TGCCATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGAAGATATAGTAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACA
TCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGGTA
AATGGAATAAAACTTTACAAAAGGTAAGTGAAAAGTTAAAAGAACACTTCAATAAAACAATAATATTTGCACC
ACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACGCA
TCTGCACTACTGCTGTACCTTGGAATAGCAGTTGGAGTAACAAAACTCAAGAAGAGATTTGGGATAACATGAC
CTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAAGACTCGCAAAAC
CAGCAGGAAAGGAATGAAAAAGATCTATTAGCATTAGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAA
CAAAATGGCTGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGGTTAAGAATAATTTTTGC
TGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGGTACTCACCTTTGTCGTTGGCTATTAGTCTGTTTGATACC
ATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATCATAGAAGTAGTACAGGGACTGGGTAGAGCAATCTACA
ACATACCTAGAAGAATAAGACAGGGCCTTGAAATAGTTTTGCAATAA 
>KY346080 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAGCCCACAAGAAATAATTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTG
TCACTTTAGTATGTACAAATGTTAATGTTAGCAGTAATAGTAGTGAGAAAATAAAAATTAGCAGTAATAGTAG
TGAGGAAATGAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAAAGATAGGAAGCAGAAAGTGTATGCACTT
TTTTATAAACTGGATATAGTACCACTACCAACTAAGGAGAACTCTAGTGGGAACTCTAGTAGGTATTATAGAT
TAATAAATTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTA
TTGCACTCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGAACATGCAAAAAT
GTTAGCACTGTACAGTGCACACATGGGATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAG



CAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCA
ATCTGTGGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGAAGTTAAATGGAATA
AAACTTTACAAGGGGTAAGTGAAAAGTTAGCAAAACACTTCAATAAAACGATAAAATTTGCACCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTA
CTGCTGTACCTTGGAACTCCAGCTGGAGTAACAAATCTCAAAAAGACATTTGGGATAACATGACCTGGATGCA
ATGGGAAAAAGAAGTTGGTAATTACACAAACACAATATATAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA
ACGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTAGTTGATACCATAGCAATA
ACAGTAGCTGAAGGAACAGATAGGGTTATAGAAGTAGTACAAGGACTTTGTAGAGCTATCTACCACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCATTACAATAA 
>KY346148 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATAGAGTTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAATGTTACCAAGAATATTACTGTTAGCAGTAATAATACTGGTAGCAGTAATAGTAC
TGGTAATCGTAATGGTACCAACAATGAGACCTTCTCTGATATAACAGAGGAAATGAAAAATTGCTCTTTCAAT
ACAACCACAGTAGTAACAGATAGGAAGAAGAAAGAATATGCACTTTTTTATAGACTTGATATAGTACCACTTA
CTGGGAAAAACTCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCGTAACACA
AGCCTGTCCAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCAATTCTAAAG
TGTAATAATAAGACATTCAATGGGACAGGACCATGCAACAATGTTAGCACAGTACAATGTACACATGGGATTA
AGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAA
TCTGACAGACAATGTCAAAACAATAATAGTACATCTCAATGAATCTGTAACAATTGAATGTACAAGACCCGGC
AATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATAATAGGAGACA
TAAGAGCAGCACATTGTAACATTAGTAAAGATGAATGGAATAGAACTCTACAAAGGGTAGGAAAAAAATTAGC
AGAACACTTCCCAAATAAAACAATACGATTTGAGCCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGC
TTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAAC
AGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAG
TAACAAATCTCAAACAGAGATTTGGAATAACATGACCTGGATGCAATGGGATAAGGAAATTAGTAATTACACA
TACACAATATACAGGTTGCTTGAAGAATCGCAAGACCAGCAGGAAAGGAATGAAAAGGATCTATTAGCATTGG
ACAGTTGGAAAAATCTATGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAGAATATTCATAATGAT
AGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGGTAC
TCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTC
TAGAATTCTTACAAAGATTTGGTAGAGCTATCTATAACATACCTAGAAGAATAAGACAGGGCTTTGAGGCAGC
TTTGCAATAA 
>KY346293 
GTTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAAATACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTGTTTTTGAAGAATGTAACAGAAAACTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAACTGTTAACATTACCGACAATGAGACCCGTACCTACAACCTTACCTACAATGAGAC
CCTCAAGCAGGAAATGCAAAATTGCTCTTTCAATACAACCACAGAATTAAAAGATAAGAAGCAGGCAGTGTAT
GCACTTTTTTATAGACTTGATATAGTACCGCTACCTAGTGAGAACCCTAGTCCCAGTGAGAACTCTAGTCAGT
ATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCC
TATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGATGGGACCA
TGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATG
GGAGCCTAGCAAAAGAAGAAATAATAATTAGATCTGAGAATCTGACAGACAATGTCAAAACAATAATAGTACA
TCTTAACAAATCTATAGGAATTGTATGTACAAGACCCGGCAATAATACAAGAAAAAGTGTAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGCAACATTAGTACAAAGG
AATGGAAGGACACTTTACAAAAAGTAAGTAAAAAATTAGCAGAACATTTCCCGGGTAAAAATATAACATTTAA
ACCACACTCAGGAGGGGACCTAGAAATCACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCACGAAGAGATTTGGGATAAAAT
GACCTGGATGCAATGGGATAAAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAA
GACCAGCAGGAAAGGAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TGCTGTACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAATCTGTTTGAT



ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGATTTTGTAGAGCTCTTT
ACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY346324 
GTTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTATATGGAAAGAGGCAACTACCACGTTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGCAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTTAGCAGTAATAGTAATAGTACCTACCATGGCAATAGTAGTGTCTACAATGA
GATGAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAAGATGCAAAAGGTGTCTGCACTGTTTTAT
AGACTTGATATAGTACCACTTGAGAAGAACTCTAGTAAGAACTCGAACTCTACTGGGTATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCAC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAAATTCAATGGGACAGGACCATGCCATAATGTTAGC
ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAG
AAGAAATAATAATTAGATCAGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGT
AAAAATTGTATGTACAAGACCTGGCAATAATACAAGACAAAGTATAAGAATAGGACCAGGACAAACATTCTAT
GCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTCAAGCTGACTGGAATAAAACTT
TACAAAGGGTAGGTAAAAAATTAGCAGAACACTTCCCAAATAGAACAATAAAATTTAACTCATCTTCAGGAGG
GGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCGGGAAAACTCATCTGCCCTACTG
CTGTACCTTGGAATTCCAGCTGGAGTAACAAATCTCTAGCAGAGATTTGGGATAACATGACTTGGATGCAATG
GGATAGAGAAATTAATAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAGC
AATGAAAAAGACCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAAGTGGCTGT
GGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTCTCTCT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTAGTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCTATCTACAACGTACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY346432 
GTTGTAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACTACCACTTTATTTT
GTGCATCAGATGCTGAGGCATATGATAGAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAAATGTGAAGATGTTAACAGTAACAGTAGTAGTACCAACAATGGGACCTCCCATGAGAGCATGAA
GGAAATGACAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAAGCAGGCAGTGCATGCCCTTTTT
TATAGACTTGATATAGTACCACTCAATGGTGAGAACCCTAAGAACTCTAGTAAGTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGC
TGGTTTTGTAATCCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTA
CAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCTTAGCAGAAGGAGACA
TAATAATTAGATCTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGTATGTACACGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGAGATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGGTAATTGGACTAAAACTCTACAAA
GGGTAAGTAAAAGATTAGAAAAATACTTCCCGAATAAAACAATAAACTTTAACTCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAAATCTCTAGGAGATATTTGGGATAACATGACCTGGATGCAATGGGATAA
AGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAGGAATCACAAAACCAGCAGGAAAGGAATGAA
AAAGACCTATTAGCATTGGACAGTTGGAACAATCTATGGAGTTGGTTTAACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTATCTATGGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTAGTTGATGCCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAAAAATAGTACAAAGAATTTGTAGAGCTATCTACAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY346383 
GCTGGAAAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTATATGGAAAGATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAACT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAGCAATAATAGTTCTGATAATAGTACTGGGGAAATGAAAAATTGCTCTTT
CAATGCAACCGATATAGTAACAGATAGGAAGAAGACAGTGTATGCAACTTTTTATAAACTTGATATAGTACCA
CTTTCTGAGAAGAACTCTAGTGAGCAGAACTCTAGTGAGGACTCTAGTGGGTATTATAGATTAATAAGTTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGCACTCCAGC
TGGTTATGGAATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCTCTAATGTCAGCACAGTA



CAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAAA
TAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATAAACCTGTAGAAAT
TAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTCTATGCAACA
GGAGACATAATAGGAGACATAAGAAAAGCACATTGTAACATTAGTAAAGAGGAATGGAATAGAACTTTACAAG
AGGTAGGTGAAAAATTAGCAAAATCCTTCCCGAATAAAACAATAAAATTTGCATCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAAGTCTCAAACAGAGATCTGGGATAACATGACCTGGATGCAATGGGATAG
AGAAATTAGTAATTACACAAACAAAATATATGAGTTGCTTGAAGAATCACAACACCAGCAGGAAAGAAATGAA
AAAGAGCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAATATAACAAACTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
AAGAGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTGTTAGCCTGGTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATAGAGTTAGTGAGAAGATTTTGTAGAGCTATCTACAACATACCTAGAGGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>AF286226 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACGTAATGTTTGGGCTACACATGCCTGTGTACCCGCAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAGCAGTAATAGTAATGATACCTACCATGAGACCTACCATGAGAGCATGAA
GGAAATGAAAAACTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAGGAAGCAGACAGTGTATGCACTTTTT
TATAGACTTGATATAGTACCACTTACTAAGAAGAACTATAGTGAGAATTCTAGTGAGTATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCAC
TCCAGCTGGTTATGCAATTCTAAAGTGTAATGATAAGATATTCAATGGGACAGGACCATGCCATAATGTTAGC
ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTTGTTAATGGTAGCCTAGCAGAAG
GAGAAATAATAATTAGGTCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGT
AGAAATTGTATGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGATAAATGGAATGAAACTT
TACAAAGGGTAAGTAAAAAATTAGCAGAACACTTCCAGAATAAAACAATAAAATTTGCATCATCCTCAGGAGG
GGACCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAAAATTTAAGCAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTG
CTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAAAAGAGATTTGGGATAACATGACCTGGATGCAATG
GGATAAAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGG
AATGAAAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAGGACTTTGTAGAGCTATCTACAACATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ326127 
GCTGTAGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAGATGTTAACAGTACTGGTAACGGTACCTTCAATGAGGAGAGCGGGAAGGAAATGAA
AAATTGCTCTTTCAATACAACCACAGTATTAAGAGATAAGAAGCAGACAGTGTATGCACTTTTCTATAGACTT
GATATAGTACCACTTGAAAGTGATAAGAACTCTAGTTATAAGAACTCTAGTTATAGATTAGTAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGG
TTATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGTACAGTACAA
TGTACACATGGGATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGACATAA
TAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACACCTTAATGAATCTGTAGAAATTGT
ATGTACAAGACCTAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGCAACATTAGTAAAAATGATTGGAATAAAACTTTACAGAGGG
TAAGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTT
GGAACTCTAGTTGGAGTAACAAATCTCAACAAGAGATTTGGGAAAACATGACCTGGATGCAGTGGGATAAGGA
AATTAATAATTACACACACACAATATACAGGTTGCTTGAAGAATCGCAGAACCAGCAGGAAAACAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTCACTATTAGTCTGGTTGATACCATAGCAATAACAGTAGCTGAA



GGAACAGATAGGATTATAGACATAGTACAAAGAACTTGTAGAGCTATCCGCAATACACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ326130 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAGTCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATGGTTTTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAATGTTAGTCCCCACAATGTTAGCAACTACAATGGGACTGACAACGCCCACAAGGT
TAGCATCCACAATGAGACTGACAATGGTGGAATGAAAAATTGCTCTTTCAATGTAACCACAGAAGTAAGAGAT
AGGAAGCAAGCAGTATATGCACTTTTTTATAGACTTGATATAGTACCAATTACTGAGGAGAACTCTAGTAAGA
ACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTT
TGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCACTTCTAAAGTGTAATGATAAGAAATTTAAT
GGGATAGGACCATGCTCTAATGTTAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAAC
TACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAGACAGTGTCAAAAC
AATAATAGTGCATCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATA
AGGATAGGACCAGGACAAACATTCTATGCAACAGAAGGCATAATAGGAGACATAAGACAAGCACATTGTAACA
TTAGTGAAGCTAAATGGAATAAAACTTTACAAAGTGTAAGAAAAAAATTAGAAGAACACTTCCTGAATAAAAC
AATAAAGTTTAACGCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCT
GCTCTGGAAAACGCATCTGCACTACTGCTGTACCTTGGAACTCTAGTTGGAGTAACAAATCTCAAGAAGAGAT
TTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACATACACAATATACAGGTTGCTT
GAAGACTCGCAAAACCAGCAGGAAAAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAATAATCTATGGA
ATTGGTTTGGCATAACAAAATGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTCTCTATAGCGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGACTATT
AGTTTGGTTGATACCACAGCAATAGCAGTAGGTGAAGGAACAGATAGGATTATAGAATTAGGACAAAGACTTT
GTAGAGCTATCTATCACATACCTAGAAGAATAAGACAGGGCTTGGAAACAGTTTTGCAATAA 
>HQ326132 
GCTGTAAAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGGGAATGTTAGCAGTACTAATACCAGTACCTACAATGAGACCTACAATGAAATGAAAAA
TTGCTCTTTCAATGTAACCACAGTGGTAAGAGATAAGAAGCAGACAATGCATGCACTTTTTTATAGACTTGAT
ATAGTACCACTCAATGAGGGGAACTCCAGTAAGAACTCTAGTGAGTATGTATTAATAAATTGTAATACCTCAG
CCATAGCACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGC
ACTTCTAAAGTGTAATGATAAGGCATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACA
CATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATTATAATTA
GAACTGCAAATATGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTGC
AAGACCAGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGGACTCAATGGAATGAAACTTTACAAGGGGTAGGTA
AAAAATTAGCAGAATACTTCCCGAATAAAACAATAACATTTGCATCATCCTCAGGAGGAGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTACAGACAAGAGTCCTGGCTATGGAGAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAAATCTCAAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATCAG
TAATTACACAGACACAATATACAAGTTGCTTGAAGACTCACAAAACCAGCAGGAAAGGAATGAAAAAGATCTA
TTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGCTGTGGTACATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGACTATTAGCCTGGTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAGAATTAGTACTAGGACTTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCT
TGGAAGCAGCTTTGCAATAA 
>HQ326133 
GCTGTAGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCGCAGA
CCCCAACCCACAAGAACTGGAGTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATGTTAGCAGTAATAGTAGTGGTACCTCCAATGAGACCCACCAGGAGAGCATGAA
GGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAGGACGCAGAAAGTGTATGCACTTTTT
TATAGGCTTGATATAGTACCAATTGATAAGGAGAACTCTAGTAAGAACTTTAGTGATTATAAATTAATAAATT
GTAATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCACTCC
AGCTGGTTTTGCAATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACA



GTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAA
AAATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTGCATCTTAATGAATCTGTAGA
AATTGTATGCACAAGACCTAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGACCAATGGAACAAAACTTTAC
AAAAGGTAAGTAAAAAATTAGCAGAACACTTCGAGAATAAAACAATAAAATTTGCACCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTG
TACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGCAGAGATTTGGAATAACATGACCTGGATGCAATGGGA
TAGAGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAAGAATCGCAAGACCAGCAGGAAAAGAAT
GAAAAGGATCTATTAGCATTGGACAATTGGAACAATCTATGGAATTGGTTTGACATAACAAAGTGGCTGTGGT
ATATAAAAATATTCATAATAATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAATTAGTAAGAGGATTTTGTAGAGCTATCTACAACGTACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ326139 
GCTGTAGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCACATGCTAAATCATATGAGACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAC
CAGATGCATGAAGATGTAATCAGTTTATGGGAACAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGGAATGTAAAAATGTTGAATGTAGAAATGTTAGCCACAATGAAACTGGTAGCCTCAGCAATGGGAC
CTCCAGGGGGATAACAAATTGTTCTTTCCGCAATGAGACCTACAATGAGATGAAAAATTGCTCTTTCAATGCA
ACCACAGAAATAAACGATAGGAAGAAGAAAGAGCATGCACTTTTTTATAGACTTGATATAGTACCACTTGATA
ATGAGAAGTCTAATAGCTCTAGTAATAGCTCTAGTGAGTATTATAGGTTAATAAATTGTAATACCTCAACCAT
AACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATT
CTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACGGTACAATGTACACATG
GAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATC
TGAGAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGAATGTACAAGA
CCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCACCAGGAGAAATCATAG
GAGACATAAGACAAGCATATTGTACCATTAGGGAAGATAAATGGAATAACACTTTACAGAGGGTAGGAAAAAA
ATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAACA
CATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGG
ATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAG
TTGGAGTAACAAATCTCAAGAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAAT
TATACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAGGATTTATTAG
CATTGGACAGTTGGCAAAATCTATGGAATTGGTTTAACATAGCAAATTGGCTGTGGTATATCAAAATATTCAT
AATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAG
GGATACTCACCTTTGTCGTTGGCCATTAGTTTGGTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATA
GGATTATATACATAGTACAAAGTATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGA
AGCAGCTTTGCAATAA 
>KF234628 
GTTGTAGGAAACTTCTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGGAATGGTAGAT
CAGATGCACGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGCAATGTTACCCGCAATGAGAGTGTGAGAAATGTTACCCACAATGAGAGCGGGAATGG
AATGAAAAATTGCTCTTTCAATACAACCACAGTAGTAAGGGATAGGCAGCAGAAAGTGCATGCACTTTTTTAT
AGACTTGATATAGTACCACTTACTAATAATAAGAACTCTAGTAAGAACTCTAGTGACTCTAGTGAGTATTATA
GATTAATAAATTGTAATACCACAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACA
TTATTGCACTCCAGCTGGTTTTGCACTCCTCAAGTGTAATGATAAAAAATTCAATGGGACAGGACCATGCCAT
AATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCAGAAGAAGAAATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAGAACGATAATAGTACATCTTAA
TAAATCTGTAGAAATTGTATGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAA
ACATTTTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAGGAAATTGGA
CTGAAGCCTTACACAAAGTAAGTAAAAAATTAACAGAACATTTTAATAAAACAATAGTATTTGCATCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAAACTCAAGCAGAGATTTGGGATAACATGACCTGGAT
GCAGTGGGATAAAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGAGTCGCAAAACCAGCAG
GAAAAGAATGAAAAGGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGGCATAACAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT



CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGATTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAATTAGTACAAGGATTTTGTAGAGCTATCTACAACATAC
CTACAAGGGTAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KC914396 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACCCTATTCT
GTGCGTCAGATGCTAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAATGGTACCTACAATAGGACCTCCGATGAGAGCGTAAAGGAGATAAAAAA
TTGCTCTTTCAATGCAACCACATTACTAACAGATAAGAAGAAGAAAGTGTATGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAATGAGAAGAACTCCAGTAACTCTAATGAGTCTTATAGATTAATAAATTGTAATACCTCAG
CCGTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGC
GATTCTACAGTGTAATAATAAGGCATTCAATGGGACAGGACCATGCCATAATGTTAGCACGGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAGATAATAATTA
GATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTAC
AAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATC
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGATAGTTGGAATAAAACTTTATGGAAGGTAAGTA
AAAAATTAGCAGAATACTTCCCTAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAAGTCTTACACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAG
TAATTACACAAACACAATCTACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTA
TTGGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATAT
TCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGCCGTTTACTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GACAGGATTATAAACATAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>AB746344 
ATGGAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTATAAAAAATGTAACAGAAAATTTTAACATGTGGAATAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGAAATGTTAGCAGTAATGGTACTGGTACCTACAATGAGACCTACAATGAGATAAAAAA
TTGCTCTTTCAAAACAACCACAGAATTAAGAGATAGGAAGAAGAAAGAGTATGCACTTTTTTATAGACTTGAT
ATAGTACCCCTTACTGATAAGGACTCTGGTAAGAACTCTAGTGATGGTAAGAACTCTAGTAAGTATTATAGAT
TAATAAATTGTGATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTA
TTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATGAGATGTTCAATGGGACAGGACAATGCCATAAT
GTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAGAGAGATAATAATTAAATCTAAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCA
ATCTGTAGAAATTGTATGTACAAGACCCGGCAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAAGGGATGGGATG
AAACTTTACAGAGGGTAAGTGAAAAATTAGCAGAACACTTCCCTAATAAAACAATACAATTTACATCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCA
CTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTTATCACGAGATTTGGGATAACATGACCTGGCT
GCAGTGGGATAAGGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAG
GAAAACAATGAAAAAGATTTATTAGCATTGGACAATTGGAAAAATCTATGGAGTTGGTTTAACATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGATTGATACCATAGCA
ATAGCAGTAGGTGAAGGAACAGATAGGATTATAAACATAGTACAAGAAATTTGTAGAGCTATCCACAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>EU363836 
GGGGAAGAAGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACACGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAACAGTACTGGTAATAGTACCCACAATGTGACCTACGAGGAGGGCGTGAG
GGAGATAAAAAATTGCTCTTTCAATGCAACCACATTATTAAGAGATAGGAAGAAGACAGTGTATGCACTTTTT
TATAGACTTGATATAGTACCCCTTAATGATACTGATAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGG



TTATGCGATTCTAAAGTGTAATGATCAGTTATTCAATGGGACAGGACAATGCCCTAATGTTAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAACGGTAGCCTAGCAGAAAAAGAGATAA
TAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAACCAATCTGTAGAAATTGT
ATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGATGAATGGCAGAAAACTTTACAGAATG
TAAGTAAAGAATTATCAAAACACTTCCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTGATCTGCACTACTAATGTACCTT
GGAACTCCAGTTGGAGTAATAAATCTCGACAAGAGATTTGGGATAATATGACCTGGATGCAGTGGGATAAGGA
AATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAAACATAGTACAAGGAATTTGTAGAGCTATACTCAACATACCTAGAAGAATAAGAC
AGGGCTTAGAAGCAGCTTTACTATAA 
>EU363831 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTATGAAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATGTAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGCG
TCACTTTAGAATGTAGAAATGCTAATAGAAGTGTTAGTGAAAATGTTATTGGCAATGATACCTACGATAAGGT
AAAAAATTGCTCTTTCAATGCAACCACATTATTAAGAGATAAGAAAAACACAGTGTATGCGCTTTTTTATAGA
CTTGACATAGTACCACTTGATAATGAGAACTCTACTAATAACTCTAGTGGGTATTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGATAAGGCATTCAAGGGAACAGGACCGTGCCAGAATGTTAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAAAGA
TAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAACAAATCTGTAGAAAT
TACATGTACAAGACCTAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAAGTGACTGGAATGAAACTTTAAAAA
ATGTAATTAAAGAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTGAACCACCCTCAGGGGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTAATGTAC
CTTGGAACTCCAGTTGGAGCAACAAATCTCAAAAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAA
GGAAATTAATAAATACACAGACACAATATACTGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGGCTGTTTGATACCATAGCAATAGCAGTAGCT
GAAGGCACAGATAGGATTATAAACATAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF835493 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAGTTATGGAAAATGTAACAGAAGATTTTAACATGTGGAAGAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTACCTACAATGGGACCTACAATGAGATAAAAAATTGCTCTTTCAATGCAAC
AACATTATTAAGAGATAAGCCGAATAGAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAT
GAGAGCTCTGGTAACTCTAGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACAC
AATCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGGACAGGACAATGCCATAATGTTAGCACGGTACAATGTACACATGGGATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAA
ATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTACATGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGACATCATAGGAGAC
ATAAGACAAGCACATTGTAACATTAGTAAGAAAAATTGGACTGAAACTTTACGGAAGGTAAGTAAAAAATTAG
CAGAGCACTTCCCTAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAATTCCAGTTGGA
GTAACAAATCTCAAGAAGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAAGGAAATTGACAATTACAC
AAACACAATATACAAGTTACTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTG
GACAGTTGGAAAAATCTATGGAGTTGGTTTAACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATA



CTCACCTTTGTCGTTTATTATTAGTCTGTTTGATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGACATAGTACAAAGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAACAG
CTTTGCAATAA 
>KF835495 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGAAGCAAAAGCTACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAATTAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCGCTCTGCG
TCACTTTAGAATGTAGAAATGTTAGCAGAAATGCTAGCAATAATGGCAATGAGACCTACAATGGGAACAAGGA
GGAGATGAAAAATTGCTCTTTCAATGCAACCACATTATTAAAAGATAAGAAGGACAAAGTGTATGCACTTTTT
TATAGACTTGATATAGTACCACTTAATGATGATAAGAACTCTAGTAAGAACTCTAGTGAGTATTATAGGTTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTG
CACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGGACCGGACCATGCCATAATGTT
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATAAATC
TGTAAAAATTGTATGTACAAGACCCAACAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGATATCATAGGAGACATAAGGCAAGCACATTGTAACATTAGTGCAGATAAATGGAATGAAA
CTTTACAGGAAGTAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAACTTTACATCACCTTCAGG
AGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTA
CTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAGCAAGAGATTTGGGAAAACATGACCTGGATGCA
GTGGGATAAGGAAGTTGGTAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAA
AAAAATGAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAATTGGTTTGGCATATCAAAGTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATTATAAACATAGTACTAGGAATTGGTAGAGCTATCCGCAGCATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF835496 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACCACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAGAATGTAGAAATGTTAGCATTAGAAATGGTAGCAGTAATGGTAATGACAGTGTGACCTACGATGA
AAGCATAAAGGAGATAAAAAATTGCTCTTTCAATGCAACCACAGTAATAAGAGATAAGCAGAATAAAGTGGAT
GCACTTTTTTATAGACTTGATATAGTACCACTTGATGATAGGAACTCTAGTAACTCTAGTGAGTATTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGATCGATTTTGATCCAATTCCTATACACTA
TTGTTCTCCAGCTGGTTATGCACTTCTAAAATGTAATGATAAGACATTCAATGGGACAGGACAATGCAGTAAT
GTTAGCACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAACACTGTCAAAACAATAATAGTACATCTTAATGA
ATCTGTACAAATTGTATGTGCAAGACCCAACAATAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAGCAGGAGACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGAACAATGGAATA
AAACTTTACATATGGTAAGTAAAAAATTATCAGAACACTTCCCTAACAAAACAATACAATTTGCAAATGCCTC
AGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTACAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCTACCAGAGATTTGGGATAACATGACCTGGAT
ACAGTGGGATAAGGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGAGTCGCAAAACCAGCAG
GAAAATAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAGCATATCAAAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCCATTAGTCTAGTTGATACCATAGCA
ATAACAGTAGGTGAAGGAACAGATAGGATTCTAAACATAGTACAAAGAATTTGTAGAGCTATCCGCAACACAC
CTAGAAGAATAAGACAGGGCTTTGAAGCATCTTTACTGTAA 
>KF835497 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTAATTATAACAGTAATGGTACCCACAATGTTTCCCAAAATGAACCCTACAATGAGAG
CGAGCGGGAGATAAAAAATTGCACTTTCAATACAACCACAGAAGTAAATGATAAGAAGGAGAAAGTGCGTGCA
CTTTTTTATAGACTTGATATAGTACCACTTAATGAGAAAAACTCTAGTAACTCCAGTACTAGTGAGTCTTATA
GATTAATAAATTGTAATACCTCAGCCATGACACAAGCCTGCCCAAAGGTCAGTTTTGATCCAATTCCCATACA



CTATTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAAATTCAATGGGACAGGACCATGCCAT
AATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCC
TAGCGGAAGGAGAGATAATAATTAGCTCTGAAAATCTGACAAATAATGCCAAAACAATAATAGTACATCTTAA
TGAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCGGGACAA
ACATTCTATGCAACAGGAGACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAAGTAATTGGA
CTAAAACTTTACAGAAGGTAAAAGGAAAATTAGAAAAACACTTCCCTAATAAAACACTAATATTTAACTCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGA
GTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCGTCT
GCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTAAAACAGAGATCTGGGATAACATGACCTG
GATGCAGTGGGATAAGGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAAGACTCGCAAATCCAG
CAGGAAAATAATGAAAAAGATTTATTAGCATTGGACAAGTGGAACAATCTATGGAGTTGGTTTAACATAACAA
ATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTATTAGTCTGTTTGATACCCTA
GCAATAACAGTAGCTGAAGGAACAGATAGGATTATAAACATAATACAGGGAATTTGTAGAGCTATCCGCAACA
TACCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KF835501 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAGCTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGAAGAATGTAACAGAAAATTTTACCATGTGGAATAATGATATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTACCTACAATGGGACTTCCAATGAGATAAAAAATTGCTCTTTCAATGCAAC
CACATTATTAAGAGATAAGCAGCAGAAAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAT
AAGGGCTCTGGTAAGAACTCTAGTGAGTCTAGTGAGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAGTGTAATAATAATAAGACATTCAATGGGACAGGACCATGCCAAAATGTTAGCTCTGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAAGGA
TAATAATCAAATCTAAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAAT
TGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGATATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAAATAACTGGACTGAAACTTTACATA
GGGTAAGTAAAAAATTAGAAGAATACTTCCCTAATAGAACAATAAAATTTGCACCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAGGGACCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTAC
CTTGGAACTCCAGTTGGAGCAACAAATCTCAAGAAGAGATTTGGCAAAACATGACCTGGCTGGAATGGGATAA
GGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAGAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAATCTCTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATT
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTTGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCT
GAAGGAACAGATAGGATTATATACCTAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAA
GACAAGGCTTAGAAGCAGCTTTGCAATAA 
>KF835506 
ATGGAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAGGCTACTCTATTCT
GTGCGTCAGATGCTAAGGCATATGATGCAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAGACTTTTAACATGTGGAATAATAATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAGATGCTAACAGTACTGGGCGTGGTCCCTACAATAGTACCAATGAGATGAAAAATAC
CAATGAGATGAAAAATTGCTCTTTCAATGCAACCACAGTATTAAAAGATAGGAAGGAGAAAGTGTATGCACTT
TTTTATAGACTTGATATAGTACCCCTTGAGAGATCTGGTAAGAATTCTAGTTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGG
TTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACAATGCCATAATGTTAGCACGGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGACATAA
TAATTAAATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTAT
ATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAGAATAAATGGAATGAAACTTTACAGAGGG
TAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAAACATAAAATTTACATCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAATCTCAACAAGAGATTTGGGATAACATGACCTGGCTGCAGTGGGATAGGGA
AATTAGTAATTACACAAACACAATATACAGGCTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG



AGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGAATTATAAGCATAGTACAAGGATTTTGTATAGCTATCTACAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KF835508 
ATGGAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGAACTGTAAAGATGTAAAATGTAAAAATGTTAGTCGTAATAGTACTGATGTTAGCTGTAATAGTAC
TGTTATCCACAATGAGACCTATACTGAGATGAAAAATTGCTCTTTCAATACAACCACATTATTAAGAGATAAG
AAGAAGACAGTGTATGCACTTTTTTATAGACTTGATATAGTACCCCTTAAGGATGAGAACTCTGGTAATAACT
CTAGTGAGAACTCTGGTAACAACTCTAGTAAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACA
AGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAG
TGTAATGATAAAATATTCAATGGGACAGGACCATGCCATAATGTTAGCACGGTACAATGTACACATGGAATTA
AGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAGATAATAATTAAATCTGAAAATCT
GACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCAACAAT
AATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCTACAGGAGAAATTATAGGAGACATAA
GACAAGCATATTGTAATATTAATCAAAGTATATGGAATGACACTTTACAGAGAGTAGGTAAAAAATTATTAGA
ACACTTCCCTAATAGAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTT
AATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGC
TCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAA
CAAAACTCAAAAAGAGATTTGGGAAAACATGACCTGGATACAGTGGGATAAGGAAATTAGTAATTACACAAAC
ACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAGCAATGAAAAAGATTTATTAGCATTGGACA
GTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTTGTAATGATAGT
AGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCGTTTACTATTAGACTGGTTGATACCCTAGCAATAGCAGTAGGTGAAGGAACAGATAGGATTATAA
ACATAGTACAAGGAATTGGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTT
GCAATAA 
>KF835512 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGACGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAGAGCATATGATAAAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAACATTTTAACATGTGGAATAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTAGCAATGTTAGCAGTAATAGTAGCAATAGTAATGTTACCCCCAATGCTGA
TGAGATAAAAAATTGCTCTTTCAATGCAACCACATTATTAAGAGATAAGCAAAAGAAGGAGTATGCACTTTTT
TATAGGCTTGACATAGTACCACTTGAGGGTGGAAACTCTAGTGAGTATAGGTTAATAAATTGTAATTCCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGGTATGC
GATTATAAAGTGTAATAATAAGACATTCAATGGGAAAGGACAATGCCATAATGTTAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTA
GATCTGAAAATATAACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTAC
AAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATC
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGAGAAATGGAATGAAACTTTACAGATGGTAGGTA
AAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTAAAGCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACT
CCAGTTGGAGCAACAAATCTATATCAGAGATTTGGGAAAACATGACCTGGATGCAGTGGGATAAGGAAATTAA
TAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAAAAAAATGAACAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAGATGGCTGTGGTATATAAAAATAT
TCATAATGATAATAGGGGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGATTATAAGCATAGTACAAGGAATTTGTAGAGCTATACGCAACATACCTAGAAGACTAAGACAGGGCT
TTGAATTAGCTTTGCAATAA 
>KF835529 
GTGAGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAGGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTCTAAAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTGACCCCACTCTGTG
TCACTTTAGAATGTAGAGATGGTACCTACAATAAGACCTACTACAATGGGACCTTTTACAATGAGACGATCTA
CAATGAGATAAAAAATTGCTCTTTCAATACAACCACAGTAGTAAGAGATAAGAAGGAGAAAGTGAATGCACTT
TTTTATAGAATTGATATAGTACCACTTGATAATGAGACTTCTAGTAAGAATGGTAGTGAGTATTATAGATTAA



TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACAATGCCATAATGTT
AGCACGGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATCAATC
TGTAGAAATTGTGTGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAAAAGCCATTATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGATGGCATAACACTTTAC
GGATGGTAAGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAACTTTACATCACCCGCAGGGGGGGA
CTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTG
TACCTTGGAACTCCAGTTGGAGTAACAAAACTCAAACAGAGATTTGGGACAACATGACCTGGATGCAGTGGGA
TAAGGAAGTTAGTAATTACACAAACACAATATTTAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAAT
GAAAAGGATCTATTAGCATTGGACAGTTGGAAAAACCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAAACAGAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KF835530 
GGGGGAGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTCTGCAAAATGTAACAGAAAATTTTAATATGTGGAAGAATGATATGGTGGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAACGTTAGCTTAAATAGAACAGATGTTAACAATAGTAGTGCCTACAATGTGAGCAT
GGAGGAGAGCATGGAGGTGATGAAAAATTGCTCTTTCAATACAACCACAATATTAAGAGATAAGAAGAAGACA
GAGTTTGCACTCTTTTATAGAAGTGATATAGTACCACTTAATGATAAGAACTCTAGTAAGAACTCTAGTGAGG
ATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCC
TATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAATGTAATGATAAGACATTCAATGGGACAGGACCA
TGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATG
GGAGCCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACA
TCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCCACAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGAAGTCATAGGAAACATAAGACAAGCACATTGTAACATTAGTGCAGAGC
ACTGGAATAAAACTTTACAGAGGGTAGGTAGTAAATTAGCAGAACACTTCCCTAATAAAACAATAATATTTGC
ACCATCCTCAGGAGGGGACCTAGAAATTACGATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAC
TCATCTGCCCTACTACTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCTAAATGAGATTTGGGATAACAT
GACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACACAAACACAATATACGAATTGCTTGCAGACTCGCAA
ATCCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAATCTCTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGACTATTAGTCTGTTTGAT
ACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAACATAGTACAAGGAGTTTGTAGAGCTATCC
GCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGCAACTTTGCAATAA 
>KF835531 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAGAATGATATGGTGGAT
CAGATGAATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGAAAATGTTAATGAGAGCAAATATATCAATGAGATCTTCAATCAGAGCAAGGAGGAGAT
AAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAGAGATAGGAAGAATTCAGTGTTTGCACTTTTTTATAGA
CTTGATGTAGTACCACTTGATGGTAAGAACTCTAGTAACTCTAGTTATTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTA
TGCGATTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCCAGAATGTTAGCACGGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGTCTATCAGAAGAAGGGATAATAA
TTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAACTG
TACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGGCAAACATTCTATGCAACAGGAGAA
ATCATAGGAAATATAAGACAAGCATATTGTAACATTAATAAAACTAAGTGGACTGAGACTTTACAGAGGGTCA
GTAAAAAATTAATAGAACACTTCCCTGATAAAAAAATAATAAAATTTAATTCATCATCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTACAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAATCTCAAAATGAGATCTGGGGAAACATGACCTGGATGCAGTGGGATAGGGA
AATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAACAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGATATATCAAATTGGCTGTGGTATATAA



GAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTCGCTGAA
GGAACAGACAGGATTATAGATATAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KF835535 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGACAGACGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATTTATGACAAATGTAACAGAAAATTTTAACATGTGGAATAACGATATGGTGGAT
CAGATGCAGGAAGATGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAGCAGTAAAAATGTTAGCAGTAATAGTACTGGTACTCACAATGGTACCTA
CAACAATGAGATGAAAAATTGCTCTTTCAATGCAACCACAGTATTAAAAGATAGGAAGAAGACAGTGTATGCA
CTTTTTTATAGACTTGATATAGTACCACTTAAGAAGAACTCTAGTAGGAATAGTGGTGAGTATTATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTG
TGCTCCAGCTGGTTATGCGATTATAAAGTGTAATGAAAAGACATTCAATGGGACAGGACAATGCCGTAATGTT
AGCACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACGCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGAGAGATAATGATTAGATCTAAAAATTTGACAGACAGTGTCAAAACAATAATAGTACATCTTAATCAATC
TGTAGAAATTGTATGTACAAGACCCAACAATAAGACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGGGCCATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGATGGAATAAAACTTTCA
AAAAATTAGCAGAACACTTTCCTAATAAGACAATAAAATTTGCATCATCCTCAGGAGGGGACTTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACTAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAAATCTCAAACAGAGATTTGGAATAACATGACCTGGCTGCAGTGGGATAAGGAAATTAG
TAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAGAAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGTTCTCTGTAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGACTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGGTTTATAGACATAGTACAAGGAATTTGTAGGGCTATCCGCAACATACCTACAAGAATAAGACAGGGCT
TGGAAGCAGCTTTGCTATAA 
>KF835541 
GTGAGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTATGGCAAATGTAACAGAGGATTTTAACATGTGGAAGAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAACATGTAAAAATGTTAGTAGTAGAAACTACAGTGACATAGAGAGCGTGAAGGAGATAAAAAATTG
CTCCTTCAATGCAACCACAGTAGTAAAAGATAAGAAAGAGGAAATGTATGCACTTTTTTATAGACTTGATATA
GTACCACTTAATGATAAGAACTCTAGTTTGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGCTTCTAAAGTG
TAATGATGAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAGGAGAGATAATGATTAGATCTGAAAATC
TGACAAACAATGTTAAAACAATAATAGTACATCTTAATCAACCTGTAGAAATTGTATGTACAAGACCCAACAA
TAATACAAGGAAAAGTATAAGGATAGGACCAGGACACTCATTCTATGCAACAGGAGACATCATAGGAGACATA
AGACAAGCACATTGTAACATTAGTGAAAATAGATGGAAGGAAACTTTACAGAATGTAAGTAAAAAATTAGTAG
AACACTTCCATAATAAAACAATAATATTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAACCCATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTA
ACAAATCTCAAGGAGAAATTTGGGAGAATATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACACAAA
CACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAGAAAATGAGAAGGATTTATTAGCATTGGAC
AGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAACAGAGTTAGGCAGGGATACTC
ACCTTTGTTGTTTACTATTAGTTTGGTTGATGTCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATA
AGCATAGTACAAAGAATTTATAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTT
TGCAATAA 
>KF835547 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTACAAATGTTAACAAAAGTGTTAGCAGTACAACTGCTAGCAGTAATGAAATAAAAAATTG
CTCTTTTAATACAACCACATACTTAAAAGATAAGAAGGAGAAAGTGTATGCACTTTTTTATAGGCTTGATATA
GTACCAATTAATGGGAGCTCTAGTAAGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAA



CACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTGCTCCAGCGGGTTATGCGATTCT
ACAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCTCTAATGTTAGCTCAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAAGGATAGTAATTAGATCTG
AAAATCTGGAAGAAAATGCCAAAACAATAATAGTACATCTTAATGAACCTGTAGAAATTGTATGTACAAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATCATAGGA
GACATAAGACAAGCACATTGTAACATTAGTAAAAAGTGGTATGAAACTTTAAAGAATATAAGTAAAGAATTAG
CAGAACGCTACCCTAATAGAACAATAAACTTTACATCATCCTCAGGAGGAGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGA
GTAACAAATCTCAAGAAGACATTTGGGGTAATATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACAC
AGGTTTAATATACAATTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTATCGTTCACTATTAGTCTGATTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAAACATAATACAAGTAATTTGCAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGCAG
CTTTGCTATAA 
>HQ699958 
GGGGGAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGGGACAGAAGTACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGTGATGGAAAATGTAACAGAAAATTTTAATATGTGGAACAATGATATGGTGGAT
CAGATGCATGAGGATGTGATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAATACTACTAAAAATACTACTAAGCATAGTTTCCTCAATGAGACCTACAAGGGGGA
GATAAAAAATTGTTCTTTCAATGCAACCACATTATTAAAAGATAAACAGAAGACAGTGTATGCACTTTTTTAT
AGACTTGATATAGTACCACTGAATGATGATAAGAACTCTAGTGACAACTCTAGTGGGTATTATAGATTGATAA
ATTGTAATACCTCAGCCATTACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCGC
TCCAGCTGGTTATGCGATTCTACAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACACAACTACTGTTAAATGGCAGCCTAGCAGAAG
GAGAGATAGTCATTAGATCTAAAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGT
AGAAATTGTATGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCCACAGGAGACATCATAGGAAACATTAGACTGGCATATTGTAACATTAGTGAAGAGAAGTGGAATAAAACTT
TACAGAGGGTAAGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTAAAGCATCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTG
CTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAACAAGAGATTTGGGAGAACATGACCTGGATGCAGTG
GGATAAGGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAG
AATGAACAAGATTTATTAGCATTGGACAAGTGGGACAATCTATGGAGTTGGTTTAACATAACAAAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAAACTTAGTGCAAGGAATTTGTAGAGCTATCCGCAATATACCTAGAA
GAATAAGACAGGGCTTTGAAGTAGCTTTGTTGCAATAA 
>HQ699966 
ATGGACAAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACACGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATATTAATGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAGATGTGTAAATGTTAGCAGTGATAATAGTACCCATGATAATAGTACCTACAATGACAGTGGGAT
GAAAAATTGCTCTTTCAATACAACCACAGTATTAAGAGATAAGCAAAAGGCAGAGTATGCACTTTTTTATAGA
CTTGATATAGTACCCCTTGATGACTCTAGCAATAACTCTAGTGAGAAATCTAGTGAGTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCC
CGCTGGTTATGTGATTCTAAAGTGTAATGATAAGATGTTCAATGGGACAGGACCATGCCGTAATGTTAGCTCA
GTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
GAATAATAATTAAATCTAAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGA
AATTACATGTACAAGGCCCAACAATAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTTTATGCA
ACAGGAGGAATCATAGGAGACATAAGACAAGCATATTGTAACATTAGCAAAAGTGAATGGGGAAAAGCTTTAT
ATAATGTAAGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTAACTCATCCTCAGGAGGGGA
CCTAGAAATTATAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACTACTGCTG
TACCTTGGAACTCCAGTTGGAGTAACAAAACTCAGGAAGAGATTTGGGATAACATGACCTGGCTGCAGTGGGA
TAAGGAAATTAATAATTACACAACCACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAACAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATATCAAAATGGCTGTGGT



ATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCGGTATGACACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAATCATAGTACAAGAAATTTATAGAGCTATCTGCAACATACCTAGAAGAA
TAAGACAGGGCTTAGAAGCAGCTTTGCAATAA 
>HQ699969 
GTGAAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATATATGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAGTGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAGCATAAATGGTACTAATACAAATAGTACTGGTACAAATGGTACTAGTAT
CCACAATGTGACTTACAATGAGGGCGTGAATGAGATGAAAAATTGCTCTTTCAATACAACCACAGTATTAAGA
GATAAGAAGAAGACAGGGTATGCACTCTTTTATAAACTTGATATAGTACCCCTTAATGATGGTAAGAACTCTA
GTGGGAATAAGAACTCTAGTGGGGATTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCC
AAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTACAGTGTAATGAT
GAAAAATTCAATGGGACAGGACAATGCAGTAACGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGG
TATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAAAAGGAGAGATAATAATTAAGTCTGAAAATCTAACAAA
CAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAAACATTGTATGTGTAAGACCCAACAATAATACA
AGGAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATCATAGGAGACATAAGAAAAG
CATATTGTAACATTAGTAAAGAAGACTGGAATGAAACGTTACAGGAGGTAGGTAAAAAATTAGCAGAACACTT
CCCTAATAAAACAATAGAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGT
AGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAG
GAATTTGGGGTTGCTCTGGAAAACTTATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATC
TCAAACAGAGATTTGGGATAACATGACCTGGATACAGTGGGATAAAGAAATTAGTAATTACACAGACACAATA
TACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGA
ATAATCTATGGAATTGGTTTAACATAACTAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTG
TTGTTTGCTATTAGTCTGTTTGATGCCATAGCAATAACAGTAGCTGAAGGAACAGATAGGATTATAAGCGTAG
CACGAGGAATTTGTAGAGCTATTCACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATA
A 
>HQ699972 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAAAACTACTCTATTCT
GTGCTTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACCCATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAGTTATGGCAAATGTAACAGAAGATTTTAACATGTGGAATAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAGTGATGTTAACAATAGTACCAGTAATAGTACTGATACCTTCAATGGAACCTACATTGC
CTACAATGAGAGCATAAAGGAGCAATTCAAAAATTGCTCTTTCAATACAACCACATTATTAAAAGATAAGAAA
ACGAAAGAGCATGCACTTTTTTATAAACTTGATATAGAACCACTTAATGATAAGAACTCTAGTAAGGACTCTG
ATGGGATTTATACATTAATAAATTGTAATACCTCAACTATAGCACAAGCCTGTCCAAAGATCTCCTTTGATCC
AATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAATACATTCAATGGGACA
GGACCATGCAGTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGT
TAAATGGTAGCCTATCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAAT
AGTACATCTTAATAAATCTGTAGAAATTAATTGTACAAGACCTGGCAATAATACAAGAAGAAGTATAAGGATA
GGACCAGGACAAGCATTCTATGCAACAGACGACATTATAGGAGACATAAGACAAGCACATTGTAGCATTAATG
AAACGAAATGGAATGAAACTTTACAGACGGTAAGCAAAAAATTAGCAGAACACTTCCCTAATAAAGCAATAAA
ATTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAACTGTAGAGGAGAATTCAAGCAG
CTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTTATGGAGAGATTTGGGA
TAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGAC
TCGCAAAACCAGCAGGAACAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGT
TCAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTG
GTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAACTTAGTGCTAAGAATTTGTAGAG
CTATCTGCAGCATACCTAGGAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>HM215417 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATAGTTATGGAAAATGTAACAGAAGATTTTAACATGTGGAATAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTGGAATGCAGAAATGTTAGCAGTAATGGTACCTACAATGAGACCTACAATGAGATAAAAAACTGCTC
TTTCAATGCAACCACATTATTAAGAGATAAGCCGAAGAAAGTGTATGCACTTTTTTATAGACTTGATATAGTA



CCACTTAATGGTGAGAACTCTAGTGGGAAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCT
GTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGTGATTCTAAAGTGTAA
TGATAAGACATTCGATGGGACAGGACAATGCCATAATGTTAGCACGGTACAATGTACACATGGAATCAAGCCA
GTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGA
CAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTATATGTACAAGACCCAACAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATCATAGGAGACATAAGA
CAAGCACATTGTAACATTAGTGAAAGTAGATGGAGTAAAACTTTATACAATGTAAGTAAGAAATTAGCAGAAC
ACTTCCCTAAGAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCACCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACA
AATCTCTATCAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACACAAACAC
AATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAGAAATGAAAAGGATTTATTAGCATTGGACAGT
TGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAAC
GTAGTACAAAGAATTTGTAGGGCTATCTGCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
AATAA 
>KF250368 
ATGGAAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAGGCGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAATTTTAACATGTGGAAGAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAATGTTAGTAGTAATGGTACTAGTATCCACAATGAGACCTACAATGAGATAAGAAA
TTGCTCTTTCAATGCAACCACATTATTAAGAGATAGGAAGAAGAAAGAGTATGCACTTTTTTATAGACTTGAT
ATAGTACCCCTTAATAAAGAGAACTCTGGTAAGAACTCTAGTAACTCTAGTGAGTATTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACG
ATACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAG
AAATAATAATTAAATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGA
AATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGAAATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGATAAATGGAATGAAACTTTAC
AGAGGGTAGGTGAAAAATTAGCAAAACACTTCCCTAATAGAACAATAAGATTTGCACAATCCTCAGGAGGGGA
CCTAAAAATTACAACACATAGCTTTAATTGTAGAGGAAAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGACTTATCTGCACTACTGCTG
TACCTTGAAACTCCAGTTGGAGTAACAAATCTCTTCCTGAGATTTGGGAAAACATGACCTGGATGCAGTGGGA
TAAGGAAATTAGTAATTACACAGACACAATATACAGATTGCTTGAAGACTCGCAGAACCAGCAGGAAAGAAAC
GAAAAAGATTTATTAGCATTGGACAGCTGGAAAAATCTATGGAGTTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCACTATTAGTCTGGTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATACACATAGTACAAAGAATTTATAGAGCTATCTGCAGCATACCTAGAAGAA
TAAGACAGGGCCTTGAAGCAGCTTTGCAATAA 
>AF286229 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACACGAAATGTTTATGGAGAATGTAACAGAAAATTTTAACATGTGGAATAATGATATGGTGAAT
CAGATGCATGAGGGTGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATTTTAGAAATGTTAGCAGTAATGGCACTGAGACCGACAATGAGGAGATAAAAAA
TTGCTCTTTCAATGCAACCACAGTATTAAGAGATAAGGAGAAGAAAGTGTCTGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAATGATAAGAACTCTAGTGAGATCTCGGGTAAGAACTCTAGTGAGTATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACGTTTGATCCAATTCCTATACACTATTGCGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACAATGCAATAATGTTAGC
ACGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
GAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGT
AGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAGAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAATAAATGGAACGAAACTA
TACAGAGGGTAAGTGAAAAATTAGCAGAACACTTCCCTAATAAAACAATAACATTTGCACCATCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTG
CTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAACAAGAGATTTGGGATAACATGACCTGGATGCAGTG
GGATAAGGAAATTAGTAATTACACAAACACAATATACAGGTTACTTGAAGACTCGCAAAACCAGCAGGAAAGA



AATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGCCTGTTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTGTAAACATAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ326142 
GTGGGAGGAAACACGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GCGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCTTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGGTTATAGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAGCAGTAATGATAATAGTACCCACAATAGTAGTACCCACAATGACAATGA
GAGCGAGAGAGAGATAAAAAATTGCTCTTTCAATGCAACCACAGTATTACAGGATAAGAAGACGAAAGTGTAT
GCACTTTTTTATAGACTTGATATAGTACCCCTTGATAAGGACTCTAGTGAGTATATATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGG
TTATGCGATTCTAAAGTGTAATGATAAGATGTTCAATGGGACAGGACCATGCCATAATGTTAGCACGGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAA
TAATTAAATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAGATTGT
ATGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAGGAAAATGGAATGAAACTCTACAGAGGG
TAAGTAAAAAATTAGCAGAAAAATTCCCTAATAAAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTGATCTGCACTACTGCTGTACCTT
GGAACACCAGTTGGAGTAACAAATCTCAAGAAGACATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGA
AATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGGTATATCAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTATAGTGAATAA
AGTTAGGCAGGGATACTCACCTCTGTCGTTTACTATTAGTCTGGTTGATACCATAACAATAGTAGTAGCTGAA
GGAACAGATAGGATTATAAACATAGCACAAGGAATTTGTAGAGATATCCGCAACGTACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ326144 
GTGAAAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTGTTCT
GTGCGTCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATGATATGGTGGAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTCGCAATGTTAATAATACTGGTAAAAATAATAGTAAAAATGCTACTGTTACGACCACACC
CACTCCCACCTCCGACTATGAGATGAAAAATTGCTCTTTCAATACAACCACATTATTAAGAGATAAGAAGGAG
AAAGTGTATGCACTTTTTTATAGACTTGATATAGTACCCCTTGATGATGAGAACTCTGGAAATTCTAGTGGAA
ACTCTAGTGCAAGCTCTAGTGGAAACTATAGTAACTCTGAAAACCCTAGTAAGAATTATAGATTAATAAATTG
TAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCA
GCTGGTTATGTGATTCTAAAGTGTAATGATGAGAACTTCAATGGAACAGGACAATGCAAAAATGTTAGCACGG
TACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGACGA
GATAATAATTAAATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGAA
ATTATGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAA
CAGGAGAAATCATAGGAGACATAAGACAAGCATATTGTAACATTAGTAAACAGCAGTGGAATGAAACTTTACA
GAAAGTAAGTAAAAAATTAGAAGAACACTTCCCTAATAAAATAATAAACTTTACATCATCCTCAGGAGGGGAC
TTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAG
AGAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACTACTGCTGT
ACCTTGGAACTCCAGTTGGAGTAACAGATCTCAAAACGAGATTTGGGATAACATGACCTGGATGCAGTGGGAT
AAGGAAATTAGTAATTACACACACACAATATACAAGTTGCTTGAAGACTCACAGAACCAGCAGGAAAGAAATG
AAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTA
TATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTA
AATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAG
GTGAAGGAACAGATAGGATTATAAACATAGCACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAAT
AAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ326140 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATAGTACAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTATAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAATGTTAGCAGGAATGAGAGCAGTAATGGGACCTACAATGGGACCTACCAGGAGGG



CATGAAGGAGATAAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGAGAAGAAGAAGACAGAGCATGCA
CTTTTTTATAGACTTGATATAGTACCACTTAATACTGAGGACCATGATAAGAACTCTAGTGAGTATAGATTAA
TAAGTTGCAATACCTCAGCCCTAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTG
CACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACAATGCCAAAATGTT
AGCACGGTACAATGTACACATGGAATTAAGCCAGTGGTTTCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGGAGAGATAACAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATCATAGTACATCTTAATAAATC
TATAGACATTGTATGTACAAGGCCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTT
TATGCAACAGGAGATATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGATAAATGGAATGAAA
CTTTACAGATGGTAACAAAAAAATTAGAAGAACACTTCCCTAATAAAACAATACAATTTAACTCATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTA
CTGCTGTGCCTTGGAACTCCAGTTGGAGTAACAAATCTCAACAAGAGATTTGGGGGAACATGACCTGGCTGCA
GTGGGATAAGGAAATTAGTAATTACACAAACACTATATATAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAA
AGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACGAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTC
TGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGGTTGGTTGATACCATAGCAATA
GCAGTAGGTGAAGGGACAGATAGGATTATAATCATAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KU820840 
GGGGGAGAAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAGAGACGCAAAAACTACTCTATTCT
GTGCGTCAGAGGCTAAAGCATATGAGACAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAGTTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTACAGATGTTAAAAATGGTACAAACCAAACTAATAACAGTACTAATAACAGTACTAGTAC
CCACAATTGGATGAAAGATGAGATAAAAAATTGTTCTTTCAATACAACCACAGTAGTAACAGATAGGAAAAAG
AAAGAGTATGCACTTTTTTACAGGCTTGATGTAGTACCACTTAATGATGGAAATTCTAGTAACTCTAGTGAGT
ATAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCC
AATTCCTATACACTATTGCGCTCCCGCTGGTTATGTGATTCTGAAGTGTAATAACAAGACATTCAATGGGACA
GGACAATGCAATAATGTTAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGT
TAAATGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAACCTGACAAACAATGCCAAAACAATAAT
AGTGCATCTTAATGAGTCTGTAGAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGAGATCATAGGAGACATAAGACAAGCATATTGTAACATTAGTG
GTGATCAATGGAATAAAACCTTACAGAGGGTAGCTAAAAAATTAGCAGAACTCTTCAAAACTAAAACAATAGT
ATTTAAACCACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAG
CTACAGACAAGAGTCCTGGCTATAGAGAGATACCTACAGGAACAACAGCTCCTAGGAATTTGGGGCTGCTCTG
GAAAACTCATCTGCACTACTGTTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTTATGATGAAATTTGGAA
AAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACTCAAATACAATATACAGGTTGCTTGAAGAC
TCACAGATCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGATAGTCTATGGAATTGGT
TTAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCATTCGCAATTAGTCTG
ATTGATACAATAGCAATAGCAGTAGGAGAAGGAACAGATAGGATTATAGACATAGTACAAAGAATTTGTAGAG
CTATCTGCAACATACCTGTAAGAATAAGACAAGGCTTGGAAATAATTTTGCAATAA 
>MH909568 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTGCCCGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGGTGTAATCAGTTTATGGGACCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTTCTAATGTTACCCCTAACAATACCACAGCCAATGCCTCTGCGATGAAGGAAAATATGAC
AGAAGAAGTAAGGAATTTGGGAAATAGGACAGATGAAGTAAGGAATTGTACTTTTAATATAACCACAGAACTA
AGAGATAAGCAGAAGAATGTCTATGCACTTTTTTATAAGCTTGATTTAGTACAAATTGAAAGCAATAGTAGTA
AGTATAGGTTAATAAAGTGTAATGCTTCAGTCATCAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCC
TATACATTATTGTACTCCAGCTGGTTATGCGATATTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCA
TGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATG
GCAGTCTAGCAGAAGAAGAAATAATCATCAGATCTGAAAACCTTACAAACAATGCCAAAACCATAATAGTGCA
ACTTAATGAATCTGTAAAGATCAATTGTACCAGACCAGGCAACAATACAAGAACAAGTATACATATAGGACCA
GGACAAGTATTCTATAAAACAGGAGCCATAACAGGAGATATAAGGAGAGCATATTGTGAGGTAAATGAAGCAA
AATGGAATAAAACTTTAAAACAGGTAGCTGACAAATTAAGAGAGCACTTTAATGGGACAATAATCTTTCAGCC
ACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACCTGGAGTAATAAATCTTATGATGAAATTTGGAACAACATGAC



ATGGGTAGAATGGGAGAGAGAAATTAGCAATTACACAACCCAAATATATGGCATACTTACAGAATCGCAGAAC
CAGCAGGATAAAAATGAAAAAGATTTGTTAGAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGCAGGAGGTTTAATAGGTTTAAGAATAATTTTTAC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGAATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTGATGCT
TCAGCAATAGCAGTAGCGGGGTGGACAGATACAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCATTTATCC
ACATACCTAGAAGAATCAGACAAGGCCTAGAAAGATCTTTGCTATAA 
>MH909569 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGACCCAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCATGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTTCTGCTAATGTTACTTTAACCAATAGCACTTACCCAACCAATGCCCCTGAGAAAATAGG
AAATATAACAGAGGAAGTAAGGAATTGTACTTTTAATATGACCACAGAACTAAGAGATAGGGAGAAGAATGTC
TATGCACTTTTTTATAAGCTTGATATAGTAGAAATTGAAGGAAATAGTAGTAAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATCAGGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATGTTAAAGTGTAATGATAAGAATGTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTATTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTTACAAACAATGCCAAAACCATAATAGTGCACCTTAATAGCTCTGTAGAGGT
CAATTGTACCAGACCAGGCAACAATACAAGAACAAGTGTAAGTATAGGACCAGGACAAGTATTCTATAGAACA
GGAGATATAATAGGAGATATAAGGAGAGCATACTGTGAGATTAATGAAACAAAATGGAATGAAAAGTTAAAAC
AGGTAGCTAGCAAATTAAAAGAAAAATTTAATAATAAGACAATAAAGTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCTTCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTAAGGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGC
CTTGGAACTCCACCTGGAGTAATAAATCTTTTGATGAAATTTGGGAAAACATGACATGGATACAATGGGAGAG
AGAAATTAGCAATTACACAAACCAAATATATGGGATACTTACAGAATCGCAGATCCAGCAGGACAAAAATGAA
AAAGAGTTGTTAGAACTGGATAAATGGACAAGTCTGTGGAATTGGTTTAACATATCAAAATGGCTGTGGTATA
TAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTCTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCG
GGGTGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCATTTATCCACATACCTAGAAGAATCA
GACAGGGCCTAGAAAGAGCTTTGCTATAA 
>MH909570 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCAGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACTGA
CCCCAACCCACAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTACATTGTTCTAATGTTACCAAGACCAATGGCACTACCCCAACCAGTCTCCCTGACACCATAGGAAA
GATAACAGATGAAGTAAGGAATTGTACTTTTAATATAACCACAGAAATAAGAGATAAGAAGCAAAATGTATAT
GCACTTTTTTATAAGCTTGATATAGTAAAACTTGACAATAGGAATAATAATAGTAGTAATGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGCTGTTAAAGTGTAATGAGAAGAATTTCACTGGGGAAGGGACATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTGAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCAACTTAATGAACC
TGTAGAGATCAATTGTACCAGACCAGGCAACAATACAAGAACAGGTATACATATAGGACCAGGACAAGTATTT
TATAGAACAGGAGACATAATAGGAGATATAAGGAGAGCATACTGTGAGATTAATGGAACAAAATGGAATGAAA
CTTTAAAACAGGTAGCTAGCAAATTAAAAAAGCACTTTAATAATAAGACAATAATCTTTCAACCACACTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACCTGGAGTAATAAATCTTTTGATGATATTTGGAACAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAACTACACAAACATAATATATGACATACTTACAGAATCACAGAACCAGCAGGAC
AAAAATGAAAAAGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAATTATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTGTTTCTTTGCTTAATACTACAGCAATA
GCAGTAGCAGAGTGGACAGATACAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCATTTATCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MH388438 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTTTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTGAATTGTACCAATGCCAATTTGACCCATCTCAACAGGACCGATGCCCGTCCCAACGGGACCAATAG



CTGGTCTAACCAAATAGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACATTATTAACA
GATAAGAAGCAAAAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATGGTAGTAATAGTAATA
GTACTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAAATTCAATGGGACA
GGGCCATGCAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAATAATGCCAAGACCATAAT
AGTGCAACTTAATAAATCTGTAGAGATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGTATA
GGACCAGGACGAACATTCTATAGAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTACAATTAATG
GAACAAAATGGAATGAAACTTTAAGACAGGTAGTTAGAAAATTAAAAGAGCACTTCAAGAACATGTCAATAAT
ATTCCAGCCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAG
CTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTGAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTA
ACAAAATCATCTGCACCACTGCTGTGCCTTGGAATTCCTCTTGGAGTAATAAATCTCTTGACGAGATTTGGGG
CAACATGACATGGATAGAATGGGAGAGAGAAATTGGCAATTACACAACCCAAATATATGAAATACTTACAAAA
TCGCAGGACCAGCAGGACAAAAATGAAAAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGT
TTGACATAACAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGGAT
AATTTTTGCTATACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTG
TATAATGCTGTAGCAGTAACAGTAGCAGGGTGGACAGATAGAGTTATAGAAGTAGCACAAGGAGCTTGGAGAG
CCTTTCTCCACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>AY371151 
GCTACAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAACGCCACTCTATTTT
GTGCATCTGACGCGAAAGCATATAGTACTGAGAAACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTGAAAAATATAACGGAAGATTTTAACATGTGGAAAAATAGTATGGTAGAC
CAAATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTATGGATGTAAATAATGGCACTAATAGTAGCTCTATGGAAGGCCAAGCAGAAATGAAAAA
CTGTTCTTTCAATATAACCACAGAAATAAAGGATAGGATAAGGAAAGAATACGCTCTTTTCTATAGACTTGAT
ATAGTACCAATTAGTAATAATAGTAATGCAAGTAATTATATGCTAATAAATTGTAATGTCTCAACTGTTAAAC
AGGCTTGCCCAAAGGTAACCTTTGAGCCAATTCCCATCCATTATTGTGCTCCAGCTGGTTATGCAATTCTAAA
GTGTAATGATATTAATTACAATGGAACAGGGCCATGCAAGAATGTCAGCACAGTACAATGCACACATGGAATC
AAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGTTTAGCAGAAGGAAAGGTAATGATTAGATCTGAAA
ACTTCACAGACAATACTAAAAACATAATAGTACAGTTTAACCAGTCTGTAACAATTAATTGTACCAGACCTAA
CAATAATACAAGAAGAGGTATACATATAGGACCAGGACAAGCTTTCTATGCAACAGGTGATATAATAGGGGAT
ATAAGACAAGCACATTGTAATGTCAGCAAAGCACAGTGGAATGGCGCTTTACAAAAAGTAGCTAAACAGTTAA
GAGACATCTATAACAAAACAATAATCTTTACTAACCACTCAGGAGGGGATGTAGAAATTACAACACATAGCTT
TATTTGTGGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAG
CTCCTAGGGATATGGGGATGCTCTGGAAAACTCATCTGCACCACTTCTGTGCCCTGGAACAGTAGTTGGAGTA
ATAAATCTCAGGATGACATCTGGGGAAACATGACCTGGTTACAATGGGAAAGGGAAATTAGCAATTATACACA
AACAATATACACCCTGCTTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTAGAT
AAGTGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAAGTGGCTATGGTATATAAAAATATTTATAATGATAA
TAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAATAAATAGATGTAGGCAGGGATACTC
ACCCTTGTCGTTCGCTGTTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATA
GAATTAGCACAAATAGTTGGTAGAGCTATTCTCCACATACCTAGAAGAATTAGACAGGGTTTCGAAAGGGCTT
TGCTATAA 
>AY371153 
GCTACAAACAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGATGCAAACACCACTCTATTCT
GTGCATCTGATGCTAAAGCATATAGCCCTGAAAAACATAATGTCTGGGCTACACATTCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGCGTAAAACTAACCCCTCTCTGTG
TCACTTTAAACTGTAGCACTGTAAACTGTAATACTTCTAACTGTCAAGAAATGAAAAACTGCTCTTTTAATAT
AACCACAGAAGTGAGAGATAAGCAGACGAAAGAATACGCACTTTTTTATAGACTTGATATAGTACCAATTAAT
AATAATAATAGTAGTACTAATGTAAGTGATTATATGCTAATAAATTGTAATGCCTCAACTGTTAAGCAGGCTT
GTCCTAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAG
GGATAAAGAGTTCGGGGGACTAGGACAATGCGAGAATGTCAGTACAGTACAATGCACACATGGAATCAAGCCA
GTAGTATCAACCCAACTACTGTTAAATGGCAGTCTAGCAGAGGGAAAGATAATGATTAGATCTGCAAACTTAT
CAGACAATTCTAAAACTATAATAGTACAGTTTAACAGTACTGTAAGAATTAACTGTTCCAGACCTGGCAACAA
TACAAGAAAAGGTATACATATAGGACCAGGACAAGCTCTCTATGCAACAGGTAATATAATAGGGGATATAAGA
CAAGCATATTGTAATGTCAGTAAAACAGAATGGAACAACACTTTAAAACAGATAGCTACACAATTAACAGAAG
AATTTAAAAACAAAACAATAATCTTTGAGAGCTCCCCCCCAGGAGGGGATATAGAAATTATAACACATAGCTT
TAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACAGTAGTTGGAGTA
ATAAATCTTATACTGATATTTGGGAGAACATGACCTGGATACAATGGGAAAGGGAAATTGACAATTACACAGC



AACAATATACTCCCTACTTGAAGAATCGCAAACCCAGCAGGAAAAGAATGAACAAGATTTATTGTCATTAGAC
AAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAGGTGGCTATGGTATATAAAAATATTTATAATGATAG
TAGGAGGCATAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTAAATAGATGTAGGCAGGGATACTC
ACCCTTGTCATTTGCTGTTAGTTTGCTTGATGCCATAGCCATAGCAGTAGCTGCAGGAACAGATAGGGTAATA
GAACTAGCACTAAGAATTTTAAGAGGTATCCTCCACATACCTAGAAGAATTAGACAGGGCCTCGAAAGGATTT
TGCTATAA 
>KP718934 
GCTACAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAGATACCACGCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTTTGGGCTACCCATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAGATAGTTCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGTATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTATAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTGATGTAATAAATAGCACTTGGGAAGGCAAAGCAGAAATAAAAAACTGCTCTTTCAC
TGTAACCACAGAAATAAAGGATAAGAAGAAGCAAGAACACGCGCTTTTCTATAGACTTGATGTAGTACCAATT
AATAATGAGAGTAGTAGTAATGATTATAGGCTAATAAATTGTAATGTCTCAGCTGTTAAGCAGGCTTGCCCAA
AGGTAACTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTCAGGATAA
AAGGTTCAATGGAACAGGGCCATGCCACAATGTCAGCACAGTACAATGCACACATGGAATCAAGCCAGTAGTA
TCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGGGGAGGTAATGATTAGATCTAAAAACATCACAGACA
ATACTAAAATCATAATAGTACAGCTTGAGACTCCTGTAAGAATTAATTGTACCAGACCTAACAATAATACAAG
AAGAAGTATACATATAGGACCAGGACAAGCTTTCTATGCAACAGGTGATATAATAGGGAAGATAAGACAAGCA
CATTGTAACGTCAGTAAAGCAGACTGGAATAAAGCTTTACACGAGGTAGCTAAACAATTAAATAAGACCTTTA
ACACAACAAAAATAATCTTTGCTAACAGCTCAGGAGGAGATATAGAAATTACAACACATAGTTTTAATTGTAG
AGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCTTTGGAACAATAGCTGGAGTAAGAGAACTT
ATAATGAAATTTGGAATAACATGACTTGGGTAGAATGGGAAAGGGAAATCGACAATTACACAGACAAACTATA
TAACCTACTTGAAAAATCGCAGAACCAGCAGGAAAAGAATGAACAGGACTTATTGGCATTGGACAAGTGGGCA
AATCTGTGGAATTGGTTTGATATATCAAATTGGCTATGGTATATAAAAATATTTATAATCATAGTAGGAGGCT
TAATAGGGTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGATGTAGGCAGGGATACTCACCCTTGTC
ATTCGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGGTAGCA
CAGAGAGTTTTAAGAGCAATTATCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGAATTTTGCTATAA 
>KP718936 
GCTACAGGCAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAATACTACTTTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCGACCCACAGGAGATACGTCTGGAAAATGTAACAGAAAATTTTACCATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAACTAACCCCTCTCTGTG
TTACTTTAAAATGTACTAATGTCAACAAGGAATGCACTAGGAATAACACTGCGATGAATGAGGAATTGAAAAA
CTGTTCTTTCAATGTAACCACAGAAACAACAGATAGGAAGAAGAAAGAACACGCGCTTTTCTATAGACTTGAT
GTAGTACCAATTAATGAAAATAATAGTAGTGCAAGTGATTATATGCTAATAAATTGTAATGTCTCAACGGTTA
AACAGGCTTGCCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATGAAACTGATTTCAGTGGAACAGGGCCATGCAAAAATGTCACCACAGTACAATGCACACATGGA
ATCAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAAGAGAAGTAGTGCTTAGATCTG
AAAACTTCACAAACAATAATAAAAACATAATAGTACAATTTAACAATCCTGTAAAAATTAATTGTACCAGACC
TAACAACAATACAAGAAAAGGTATACATATAGGACCAGGACAAGCTTTCTATGCAACAGGTGATATAATAGGG
GACATAAGACAAGCACATTGTAATATCAGTGGAACAGAGTGGAATAACACTTTACAAGAGGTAGCTCAACAAT
TAAGAAAGATTTATAACAAAACAATAATCTTTAATGAAAGCTCAGGAGGGGATGTAGAAATTACAACACATAG
CTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTAGAAAGATACCTAAAAGATCAA
CAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCTGCACCACTCGTGTGCCCTGGAATGATAGTTGGA
GTAATAAATCTTTTGATTATATTTGGAAGAACATGACCTGGTTACAATGGGATAGGGAAGTTAGCAATTACAC
ACAAACAATATACACCCTGCTTGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAATTG
GACAAGTGGGCAAGTCTGTGGAATTGGTTTGATATATCAAATTGGCTATGGTATATAAAAATATTTATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGATGTAGGCAGGGATA
CTCACCCTTGTCGTTCGCTATTAGCCTGCTTAATGCCACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATT
ATAGAGATAGCACGTAGAATTGTAAGAGCTTTTCTTAACATACCTAGAAGAATCAGGCAAGGCGCCGAAAGGG
CTTTACTATAA 
>KP718914 
GTTACAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAGCTACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAGTTCTAGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGTATGGTAGAC
CAAATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAACCATGTGTAAAACTAACCCCTCTCTGTG
TTACTTTAAACTGTATTAATGTAACTGTGAATGTGACAGACACTGTGAATGTGACAGAAGCAGCAGACATGAA
AAACTGCTCTTTCAATATAACCACAGAAATAAAAGATAAAAAGAAGAAAGAATACGCACTCTTCTATAGACTT



GATATAGTACCAATTAAAGATAGTAGTAATGATAGTAGTAGTAATATAAGTGAATATAGGTTAATAAATTGTA
ATGTCTCAACTGTCAAACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCTCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAGTGTAATGATAAGGATTTCAATGGAGCAGGGCCGTGCAAGAATGTCAGCACAGTA
CAATGCACACATGGAATCAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGGAGGGG
TAAGGATTAGATCTGAGAACCTCACAAACAATGCTAAAAACATAATAGTACAGCTTGACAGCCCTATAAAAAT
TACTTGTACCAGACCTAACAATAATACAAGAAGAAGTATACGTATAGGACCAGGACAAGTTTTCTATGCAACA
GATGTAATAGGGAATATCAGAAAAGCATACTGTACAGTTAATGAAACAAAATGGAACAACACTTTAAGAAGGG
TAGCTGAACAATTACAGAAAGAGTTGAACAAAACAACAATAATATTTGATGAACCCTCCCCAGGAGGGGATTT
AGAAATTATAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAA
AGATATCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CCTGGAATAATAGTTGGAGTCAGAATAAATCTTATGAGGACATTTGGGATAACATGACCTGGATACAATGGGA
AAGGGAAATTAGCAATTACACACAAACAATATACACTCTGCTTGAAGAATCTCAGAACCAGCAGGAAAAGAAT
GAACAAGACTTATTGGCATTAGACAAATGGGCAAGTTTGTGGAACTGGTTTGACATATCACATTGGCTATGGT
ATATAAAAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGATGTAGGCAGGGATACTCACCCTTGTCTTTTGCTATTAGCTTGTTAAATGCCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATAATAGAAATAGTACAGAGAGCTGTAAGAGCGCTTCTCCATATACCTAGAAGAA
TTAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KP718929 
GTTACAGGAAAATTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGATGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTTTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTCTGGAAAATGTAACAGAGAAGTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGTATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTATAAAGTTAACCCCTCTCTGTG
TTACTTTAAACTGTACTGATGTAAAGAATAGCAGTGCAACTGCGAGGGGCTCAGAAATGAAGAACTGCTCTTT
CAATATAACCACAGAAATAAAAGATAAGAAGAAGAAAGAATACGCGATTTTCTATAAATTAGATATAGTACCA
ATTAATGATAATAGTAATAATAGTAATGTAAGTGAGTATAGGTTAATAAATTGTAATGTCTCAGCCGTTAAAC
AGGCTTGCCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAA
GTGTAATGATAAGGAGTTCAATGGAACAGGGCCGTGCCATAATGTTAGCACGGTACAATGTACACATGGAATC
AAGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAAGGATTAGATCTGAAA
ACATCACAAACAATGCTAAAACCATAATAGTACAGCTTGATGAGACTGTAGAAATTAATTGTACTAGACCTAA
CAACAATACAAGAAAAAGTATACATATAGGACCAGGACAAGCTTTCTTTGCAACAGGTGATATAATAGGGGAT
ATAAGACAAGCACATTGTAACATCAGTAGAGCAAAATGGAATAACACTCTATACAAGGTAGCTAAACAGTTAA
GAGAGAGCTTTAGCAACAAAACAATAATTTTTGCTAACCACTCAGGAGGGGATTTAGAAGTTACAACACATAG
CTTTAATTGTGGGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAA
CAGTTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCATGGAACAATAGTTGGA
GCAATAAATCTTATAATGAGATTTGGGATAACATGACCTGGATAGAATGGGAAAGGGAAATTGAGAATTACAC
ACATACAATATATAACCTGCTTGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTA
GACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAAAAATCTTTATAATGA
TAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAGAAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTGGCTATTAGTTTGCTTAATGCGACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAACTAGCACGAAGAGTTTTAAGAGCTTTACTCCATATACCTAGAAGAATCAGACAAGGCTTAGAAAGAG
CTTTGCTATAA 
>KP109503 
GCTACAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAAACACCACCCTCTTTT
GTGCATCTGATGCAAAGTCATATAGTACTGAAAAACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCGCTGAATGTAACGGAAAATTTTACTATGTGGAAAAATAATATGGTAGAACAG
ATGCATGAGGATGTAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTGTTA
CTTTAAACTGTACTGATCATAATAGCACTGGAAGAAATGTGGGAGACCAAGCAGAAATGAAAAACTGTTCTTT
CAATGTAACCACAGAAGTAAGAGATAAGCAGAAACAGGAATATGCGCTTTTCTATAAACTTGATATAGTACCA
CTTAAGGATAATAGTAGTAGTAGTGATTATATGCTAATAAATTGTAATATCTCAACCGTTAAGCAGGCTTGCC
CAAAGGTAACTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATCA
AAAGAATTTCACTGGAACAGGGCCATGCACGAATGTCAGCACAGTACAATGCACACATGGAATCAAGCCAGTA
GTATCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAAAGGAGGTAATGATTAGATCTGAAAACTTCACAA
ACAATGCTAAAAACATAATAGTACAGTTTAATGAGTCTGTTGAAATTAATTGTACCAGACCTGGCAACAATAC
AAGAAGAAGTATACATGTAGGACCAGGACAAGCTATCTATGCAACAGATCGGGTAGAGGTAGTAGGGGATATA
AGACAAGCACAGTGTAATGTCAGTAGCAAAGCTTGGAGCAAAATTTTAGGAAAGGTAGCTCAAAAATTAAAAG
AAGAATATAACACAACAAAAATAATCTTTAATAGCTCCTCAGGAGGGGATTTAGAAATTACAACACATAGCTT
TAATTGTCAAGGAGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAAGATCAACAG
CTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAGTAGTTGGAGTA
ATAAATCTTATGATGATATTTGGGAATCAAACATGACCTGGTTAGAATGGGAGAGGGAAGTTGGCAATTACAC
AAACACAATATACAGGCTGCTTGAAGAATCGCAGATCCAACAGGAAAAGAATGAACAAGACTTATTGGCATTA



GACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTATGGTATATAAAAATATTTATAATGA
TAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGTTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCATTTGCTGTTTCATTGTTTGATACTACAGCAATAGTAATAGCTGGGTGGACAGATAGGGTT
ATAGAAATAGCACAAAGAGCTGGTAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGA
GTTTGCTATAA 
>AF492624 
GCTACAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAGATACCCCTCTATTTT
GTGCATCTAATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACATCTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTATAAAGTTAACCCCTCTCTGTG
TTACTTTGAACTGTACTAATGTAAAGAAGAACTGTACTAATGTAGAGAAGAATAATACTACTTTAGGGAATAG
CAACTGCACTAGCAATAGCACTGTGGAGGGCCAAGCAGAAATGAAAAATTGCTCTTTCAATATAACCACAGAA
ATAAGAGATAAGCAGAAGCAAGAATATGCGCTTTTCTATAAACTTGATGTAGTACCACTCAATGATAATGATA
ATACAAGTTATAGGCTAATAAATTGTRATGTCTCAACCGTTAAACAGGCTTGCCCAAAAGTAACCTTTGAGCC
AATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAAATTCAATGGAACA
GGGCCATGCACGAATGTCAGCACAGTACAATGTACACATGGAATTCGGCCAGTAGTATCAACTCAATTACTGT
TAAATGGCAGTCTAGCAGAAGGAGAGGTAAGAATTAGATCTAAAAACATCACAGACAATGCTAAAACCATAAT
AGTACAATTTGACAGTCCTGTACACATTAATTGTACCAGACCTAACAACAATACAAGAAAAAGTATACGGATA
GGACCAGGACAAGCTTTCTATGCAACAGGTGCTATAATAGGGGATATAAGACAAGCACATTGTGTAATCAATG
CAACAATATGGAATAACACTTTAAAAAGGGTAGTTGAACAATTAAGGCAAATAGAAATCTTTAATAAAACAAC
AATAATCTTTAATAGCTCCTCAGGAGGGGATTTAGAAACTACAACACATAGCTTTAATTGTGGAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACGTTAGTTGGAGTAATAAATCATATAATGAGAT
TTGGGATAACATGACCTGGATAGAATGGGAAAGGGAAATTAACAATTACACACAAACAATATACAACCTACTT
GAGGAATCACAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTAGACAAGTGGGCAAGTCTGTGGA
CTTGGTTTGACATAACAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTT
AAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGATGTAGGCAGGGATACTCACCCGTGTCATTGGCTATT
AGCCTGCTTAATACCACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAGGTAATACATAGAGYTT
TAAGAGCTGTTCTCCATATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AJ291718 
GCTACAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAACACCACTCTATTTT
GTGCATCTGATGCTCAAGCATATAGTCCTGAAAAACATAATGTCTGGGCTACACATTACTGTGTACCCACAGA
CCCCAACCCACAAGAGATACTTCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TCACTTTAAACTGTGCTGAAGTAACCTCCTACAACACTACAGAAATGAAAAACTGCTCTTTCAATGTAACCAC
AGAACTAATAGATAGGAGGAAGCAAGAATACGCGCTTTTTTATAAACTTGATATAGTACCAATTAATGATAAT
AATAATAGTAGTAATGTAAGTGATTATAGGCTAATAAATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCTA
AGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCAATTCTGAAGTGTAGGGATAA
GGAGTTCAATGGAACAGGACCATGCAAGAATGTCAGCACAGTACAATGCACACATGGAATCAAGCCAGTAGTA
TCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAAAGGTAAAGATTAGATCTGAAAACTTCACAAACA
ATGCTAAAACCATAATAGTACAGTTTAACAATACTGTAAGAATTAATTGTACCAGACCTGGCAACAATACAAG
AAAAAGTATACATTTAGGACCAGGACACGCTTTCTATGCCACAGGTGCTATAATAGGGGATATAAGACAAGCA
CATTGTAAAGTCAGTAAAGCAGAATGGCTCAACACTTTACAACAGGTAGCTACACAATTACGAGGAAAGTTTA
ACAAAACAATAATCTTTGATAACCCCTCCCCAGGAGGGGATATAGAAATTACATCACATAGCTTTAATTGTAG
AGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACATTAGTTGGAGTAATAAATCTT
ATGATGAGATTTGGGACAACATGACCTGGATAGAATGGGAAAGGGAAATTGACAATTACACACAAACAATATA
CACCCTACTTGAAGAATCGCAGACCCAGCAGGAAAAGAATGAACAAGACTTATTGTCATTAGACAAATGGGCA
AGTCTGTGGAGTTGGTTTGACATAACAAATTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGCT
TAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAGATGTAGGCAGGGATACTCACCTTTGTC
GTTCGCTATCAATTTGCTTAATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATAATAGAAATAGTA
CAGAGAGTTTTAAGAGGTATTCTCCACATACCTAGAAGAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AJ291719 
GCTACAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGCGAGATGCAAATACCACTCTATTTT
GTGCATCTGATGCTAAAGCAGTTAGTACTGAAAAACATAATGTCTGGGCTACACACTCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATATTTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTGACCCCTCTTTGTG
TTACTTTAAACTGTACTAATCTAAATGTAACCAACAGCACGGCTGTAGGAGCAGATGTAACCAACAGCATGAT
TGAAGAAAAGGGAGAAATAGAAAACTGCTCTTTCAGGGTAACCACAGAGGTAACATATAAAAATGAGGTAGAA
TACGCGCTTTTCTATAAACATGATGTAGTACCAATTAATGTGAATACTACTTATAGATTAATTCGTTGTAATG



TCTCAGCTGTTAAACAGGCTTGTCCAAAAGTAACCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATGAGGAGTTCAATGGAACAGAGCCATGCAAGAATGTCAGCACAGTACAA
TGCACACATGGAATCAAGCCAATAGTATCAACTCAACTACTGATAAATGGCAGTCTAGCAAAAGGGGAGGTAA
AGATTAGATCTGAAAACTTCACAGACAATGCTAAAACCATAATAGTTCAGCTAAACAGTTCTGTAATGATTAA
TTGTACCAGACCTAACAACAATACAAGAAAAGGGATACAGATAGGACCAGGACGAACTGTCTATGCAACAGGG
GCTATAATAGGGGACATAAGGAAAGCACATTGTAATATCAGTGGATGGAAAAACACGTTAGAACAGGTAGCTA
TGCAATTAAGAAAACAGTTTAACAAAACAAACATAATCTTTAATAGTACCTCAGGAGGGGATATAGAAATTAC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGTTACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACA
TTAGCTGGAGTAAAAATAAATCATATAATGAGATTTGGAATAACATGACCTGGATACAATGGGATAGGGAAAT
TAACAATTACACACAACTAATATACACCCTACTTGAAGAATCGCAGACCCAGCAGGAAAAGAATGAACAAGAA
TTATTGTCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGTTGGCTCTGGTATATAAAAA
TTTTTATAATGGTAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGATG
TAGGCAGGGATACTCACCATTGTCATTTGCTATTAGTTTGTTTAATGCCACAGCAATAGCAGTAGCTGAAGGA
ACAGATAGAATAATAGAAATAGCACATAGAGCCTTAAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGG
GCCTCGAAAGGGCTTTGCTATAA 
>AJ291720 
GCTGCAGGAAACTTATGGGTAACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAAATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCTACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGCCTCTGAAAAATGTAACAGAAGAGTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAAATGTGCTAATGTTACTTCTAATAGTACTGCGGATACAACCGAAGTTGATAGGCAAGACGACAT
GTTAAATGGCACCTTAAGTTTGCCCGAAAGGAAACTGGAAGAAAATACACATGAATATAAACTTTTCAAAGTA
CTTATTAAGGTAAATATTAAGGTAAATGATTATAATATAAATAAATGTAATATCGTAACAATTAATAAGCAGG
GTTCTCCGAAGGTAACCTTTGAGCCAATTCCAATACATTATTGTGCCCCAGCTGGTTTTGCGATTAAAAGGTG
GGGAAAAGGAGACAATGGAACAGGACCGTGCAACAATGTCAGCACAGTACAATGCACACATGGGATTAAACCA
GTAGTATCAACTAAACTACTGCTAAATAATGGCAGTCTAGCAGAAGGAGAGGTAAAGATTAGATCTGACAACT
TCACAGACAATGCTAAAACCATAATAGTACAGCTTAACGAAACTGTAAAAATTAATTGTACCAGACCTAACAA
CAATACAAGAAAAGGTATACATACAGGACCAGGACAAGCTCTCTATACAACAGGTGCTATAATAGGAGATATA
AGACAAGCATATTGTAACATCAGTGGAAAAGCCTGGAATAACACACTAAAACAGGTAGCTACACAATTATGGA
GGAAGTTTAACAAAACAATAGTCTTTACTAACTCCTCAGGAGGGGATTTAGAAATTACAACACATAGCTTTAA
TTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTCTAGAAAGATACCTAAGAGATCGACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGTAATA
AATCTTATGATGAGATTTGGGATAACATGACCTGGATACAATGGGATAGAGAAATTCACAATTACACACAAAC
AATATACACCCTGCTTGAAGAATCGCAGAGCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAG
TGGGCAAGCCTGTGGGATTGGTTTAGCATATCAAATTGGCTATGGTATATAAGAATATTTATAATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGATGTAGGCAGGGATACTCACC
TCTGTCATTTGCTATTAGTTTGTTTAATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAA
ATAGTACAGAGAGTGTTAAGAGCAATTCTCCATATACCTAGAAGAATCAGACAGGGCTTTGAAAGAGCTTTGC
TATAA 
>AF179368 
GCAGAAAAAATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCGGATACCATTCTATTTTGTG
CATCTGATGCTAGAACATATAGTACTGAAAAACATAATGTCTGGGCTACACACTCCTGTGTACCCACAGACCC
CAACCCACGAGAACTAAGTCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATGTAATCAGCTTATGGGATGAAAGCTTAAAACCATGTGTAAAGCTAACCCCTCTCTGTGTTG
CTTTAAATTGTACTGATGCAAGGGATAACGCAACAGACATAAAAAACTGCACTTTCAATATAACCACAGAACT
AGAAGATAAGAAGAAGAACGAAAGAGCGCTTTTCTATAGACTTGATGTAGTACCAATTAATGATAGTAGTAGT
AATATAGGTCAGTATAGGCTAATAAATTGTAATGTCTCAGCAGTCAAACAGGCTTGCTCAAAAGTAACCTTTG
AGCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGCAGGGATAAGGAGTTCAATGG
AACAGGACCATGCAAAAATGTCAGCACAGTACAATGTACACATGGAATCAAGCCAGTAGTATCAACTCAACTA
CTGTTAAATGGCAGTCTAGCAGAAGGAGAGGTAAGGATTAGATCTGAAAACCTCACAAACAATGCTAAAACCA
TAATAGTACAGCTTAACAGTACTGTAAGAATTAATTGTACCAGACCTAACAACAATACAAGAAAGGGTATACA
TATAGGACCAGGACAAGCTTTTTATGCAACAGGTGATATAATAGGGGATATAAAACAAGCACATTGTAACGTC
AGTAGAGCAGACTGGAATAACACTTTACAACAGGTAGCTGAACAATTACATAATAACTTTAACAAAACAATAG
TATTTAATGAGCATTCAGGAGGGGATTTAGAAGTTACAACACATAGTTTTAATTGTGGAGGGGAATTTAAACA
GCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCT
GGAAAACTCATCTGCACCACTAATGTGCCCTGGAATGTTAGTTGGAGTAATAAAACTTATAATGAGATTTGGG
AGAACGAGAACATGACTTGGATAAAATGGGAAAGGGAAATTGACAATTACACACAAACAATATACACCCTGAT
TGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGACTTATTAGCATTGGACAAATGGGCAAGTCTGTGG
AATTGGTTTGACATATCAAATTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTT



TAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGATGTAGGCAGGGCTATTCACCTTTGTCCTTTGCTAT
TAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAGGTAGCACATAGAGCT
TTAAGAGCTATACTCAATATACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>AY037280 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCGGATGCTAAATCATATGAAAGAGAGGCACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
TCCCAGTCCACAAGAAGTAATTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATGCCACTACCACTAGTGGCACTCAAAGTAGCACCCCTCAATATAGCACCCTAAA
GGAAGAGACAGGGGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGCAGATGAAAGTA
CAGGCACTTTTTTATAGACTTGATATAGTACCAATCAATGACACAGATAGCAGACCAAGCAATAACACAAATA
GCAGTAGAATATACAGATTAATACATTGTAATACCTCAACAATTACACAGGCTTGTCCAAAGGTATCTTGGGA
TCCAATTCCCTTACATTATTGTGCTCCAGCTGGTTTTGCAATTCTAAAGTGTAATAATAAAACGTTCAATGGG
ACGGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGT
TGTTAAATGGCAGCCTAGCAGAAGAAGATATAATAATCAGATCTCAAAATATCTCAGATAATACAAAAACTAT
AATAGTACATCTTAATGAATCTGTACAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACAG
ATAGGACCAGGACGAGCATTTTATACAACAGGAGACATAATAGGAGACATCAGAAAGGCACATTGTAACATTA
GTGGAGAACAATGGAATAAAACGATAGGACGGGTAAAGGCAAAGTTACAGTCTCATTTCCCTAATGCAACAAT
AAGATTTAACTCATCCTCAGGAGGGGACCTAGAAGTTACAATGCATAGTTTCAATTGTAGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGCCTTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCAGAATGATATTTG
GGAAAACATGACCTGGATGCAGTGGGAAAAAGAGATTAGCAATTACTCAGATGAAATATACAGGTTAATTGAA
GAATCGCAGACCCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATT
GGTTTGAAATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAG
AATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGC
TTGCTTAATACCATAGCAATAGTAGTAGCTGAGGGGACAGATAGAATTATAGAAGCTTTGCAAAGAGGTGGTA
GAGCTATTCTCAACATACCTAGAAGGATAAGACAGGGCTTGGAAAGGGCTTTATTATAA 
>MF157739 
GCTACAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAAAAAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTAGTTCTGGGAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAGATGTAAGAATGCCATTGCCACCAATGGCACTCAAAATAGCACCCTGAAGGAAGAGCCAGGGGT
AATACAAAACTGTTCTTTCAAAATGACCACAGAGGTAACAGACAAGAAGCGAAAAGTACATGCATTGTTTTAT
AGACTTGATATAGTACCAATCAACAATAGAACTAAAAATAGAACTAAAAACAAGGAAACATACAGGCTAATAA
ATTGTAATACCTCAGCCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGC
TCCAGCTGGTTTTGCAATTCTAAAATGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAG
AAGATATAATAATCAGATCTCAAAATATCTCAGATAATGCAAAAACCATATTAGTACACTTCAATGAATCTAT
ACAAATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATACAGTTAGGACCAGGACGAGCATTTTAT
GCAACAGGAGACATAATAGGGGACATCAGAAAGGCACACTGTAATGTTAGTGGAACACAATGGGGGAAAAAGT
TAGAACAGGTAAGGGCAGAGTTAAAGTCTCATTTCCCTAATACAACAATAAAATTTAACTCATCTTCAGGAGG
GGACCCAGAAATTACAATGCATAGCTTCAATTGTCAAGGAGAATTTAAACAGCTCCGGGCAAGAGTCCTGGCT
GTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCCTGGAACTCTAGTTGGAGTAATAAAACTCAAAAGGAAATTTGGGATAACATGACCTGGATGGAGTG
GGAAAAAGAAATTAGCAATTACTCAAATGAGATATACAGGTTAATTGAAGAATCACAGAACCAGCAGGAAAAG
AATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTGATACTACAGCAATAGTA
GTAGCTGAGGGGACAGATAGAATTATAGAAGCTTTGCAAAGAATAGGTAGAGCTGTTCTCAACATACCTAGAA
GAATAAGACAGGGCTTGGAAAAGCTTTTGCTATAA 
>JN054279 
GCTACAAACAATTTGTGGGTCACAGTCTATTATGGGGTACCCGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAAAGAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCGATCCACAAGAAGTAGTTTTGGACAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTGCCATAAATAGTACTGGTACTCAAGATGGCACCCTGAAAGAAGAAACAGGGGCAAT
ACAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGCAGCTGAAAGTACAGGCACTTTTTTATAGA
TCTGATATAGTGCCAATCAGCAATATCAGTAATAGCAGTGGAACATACAGGCTAATACATTGTAATACCTCAA
CCATTACACAGGCTTGTCCAAAGGTCTCGTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGC



GATTCTAAAGTGTAAAGATAAAGAATTCAATGGACGGGGACCATGCAAGGAGGTCAGCACAGTACAATGTACA
CATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGACATAATAATCA
GATCTCAAAACATCTCAGATAATGCAAAAATCATAATAGTACATTTTAATGAATCTATACACATTAATTGTAC
AAGACCCAACAATAATACAAGAAAAAGTATACAGTTAGGACCAGGACGAGCATTTTATGCAAATGGAGACATA
ATAGGAGATATCAGAAAGGCACATTGTAATGTTAGTGGACCACAATGGAGTAAAAAGTTAAAACAGGTAGAGG
CAAAGTTAAAGTCTCTTTTCAATAATACAACAATAAAATTTAACTCATCCTCAGGAGGGGACCCAGAAATTAC
AATGCATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCGCGAATCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCCTGGAACG
CTAGTTGGAGTAATAAATCTCTGAACGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAGATTAG
CAACTACTCAAATGAAATATACAGGTTAATTGAACAATCACAGAACCAGCAGGAAAAGAATGAACAAGACTTA
TTGGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATTT
TCATAATGGTAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTATCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCATTAGCTGTTAGCTTGTTTAATACCACAGCAATAGTAGTAGCTGAAGGGACA
GATAGAGTTATAGAAGCTTTGCAAAGAGTTGTTACAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCT
TGGAAAGGGCTTTGCTATAA 
>JN054273 
GCTGAAGATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGACAAAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTTCTGGAAAATGTTACAGAAAATTTTAATATGTGGGAAAATAATATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTACTTTGTACTAATGCCAATGCCACCAATGTCACTACCAGCAATGATACCCTGAAGGAAGAGTCAGG
GGCAATACAAAATTGTTCTTTCAATATGACCACAGAAATAAGAGATAAGCAGCTGAAAGTACATGCACTTTTT
TATAGACTTGATATAGTACCAATAGACAAAAGAAGTAGTACATATAGGCTAATAAATTGTAATACCTCAACCA
TTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATGATAAAAGGTTCAATGGGACAGGGCCATGCAGGAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAGACATAGTGATCAGAT
CTCAAAATATCTCAGATAATACAAAAATCATAATAGTACACCTTAATGAATCTATACAAATTAATTGCACAAG
ACCCAACAATAATACAAGGAAAAGTATACAGTTAGGACCAGGACGAGCATTTTATGCAACAGGAGAAATAATA
GGAGATATCAGAAAGGCACATTGTAATGTTAGTAGATCACAATGGAATAAAACATTAAATCAAGTAAAGACAA
AGTTAGGGTCTCATTTTAGAAATAGAACAATAACATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAAT
GCATACTTTTAATTGTAGAGGAGAATTTAAACAACTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGTACCACTACTGTGCCTTGGAATACTA
GTTGGAGTAATAAAACTCAGGAGGAGATTTGGGGGAACATGACTTGGATGGAGTGGGAAAAAGAGATTAGTAA
TTACTCAGAAGAAATATACAGGTTAATTACAGACTCGCGGAACCAGCAAGAAAAGAATGAACAAGAATTATTA
GCATTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAA
GGGATACTCACCTTTGTCATTTGCTATTAGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAGGGGACAGAT
AGAGTTATAGAAGCTTTGCAAAGATTTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAAGACAGGGCGCGG
AAAGGGCTTTGCAATAA 
>MH078556 
GCTACAGATAATTTGTGGGTCACAATTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAAAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
TCCCAATCCACAAGAAGTACCTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTTTGTG
TCACTTTAAAATGTAGTAATGCCAGTGCCACTGTATCACCAACATCAACTGTACCACCAACACCAACTACCAA
AAGTACCACAAGAAATAGCGACCTGATGGAAGAGCCAGGGGCAATACAAAACTGTTCTTTCAATGCATCCACA
ATAGTAAAAGATAAGAAGCGGAAAGATCATGCACTTTTTTATAGCCTGGATATAATACGACTCGAGAGCAGTA
ATGATAGTAGAATATATAGGCTAAGAAATTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGATATCTTG
GGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAAGTTCAAT
GGAATGGGGCCATGCGAGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAAT
TGTTGTTAAATGGCAGTCTAGCAGAAGAAGATATAATAATCAGATCTCAAAATATCTCAGATAATGCAAAAAC
CATAATAGTACACCTTAATGAATCTGTACAAATTAATTGTACAAGACCCAACAATAATATAAGGAAAAGTATA
CGGATAGGACCAGGACAAGTATTTTATGCAACAGGAGAAATAATAGGAGACATCAGAAAGGCATATTGTACAG
TTAATGGAACACAGTGGAGGAAAAAATTAGGACAGGTAGAGACAAAGTTAAAGACTCATACTAATGTTACTGC
AATAACATTTGACTCATCCTCAGGAGGGGACTTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTT
GCTCTGGGAAACTCATCTGTACCACTACTGTGCCTTGGAATACAAGTTGGAGTAATAGATCTCAGGATGACAT
TTGGAAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTAGTAATTACTCAGAGGAAATATACAGGTTAATT
GAACAATCGCAAAACCAGCAGGAACAGAATGAACAAGAATTATTAGCATTGGACAAATGGGCAAGTCTGTGGA
GTTGGTTTGACATAACAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTT



AAGAATAGTTTTTGCTGTGTTTTCTATAGTAAATAGAGTTAGGAAGGGGTACTCACCTTTGTCATTTGCTATT
AGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAGGGGACAGATAGAGTTATAGAAGCTTTGCAAATAATTG
GTAGAGTTATTCTCAATATACCTAGAAGAATAAGACAGGGTTTGGAAAGGGCTTTGCAATAA 
>AF385934 
GCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCTGTG
CATCAGATGCTAAATCATATGAAAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGATCC
CAATCCACAAGAAGTAGAACTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAACAA
ATGCATGCAGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTGTTA
CTTTAAATTGTAGTAATGCCAATGTCAGTGCCACCAATGGCACTCAAAATACCAATGATAGCCTGCAGGAAGA
GTTAGGGGAAATACAAAATTGTACTTTCAATATGACTACAGAAGTAAGAGATAAGCAGAAGAAAGTACAGGCA
CTTTTTTATAAACTTGATATAGTACAAATCAGCAATAACAGTAGTGACAATGGAATATACAGGCTAATAAATT
GTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATGAGAAAAAGTTCAATGGGACGGGGCCATGCAAGAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAACGGCAGCCTAGCAGAAGAAG
ATATAGTAATCAGATCTCAAAATTTCTCAGATAATGCAAAAATCATAATAGTACACCTTAATGACTCTGTACA
GATTAATTGTACAAGGCCCAACAATAATACAAGAAAAGGTATACATATAGGACCAGGACAAGCATTTTATGCA
ACAGGGGACATAATAGGAGACATCAGAAAGGCACATTGTAACGTTAGTGGAGCAAAATGGAATGAAACATTAG
AACGGGTAAAGACAAAATTAAGGTCTTATTTCTCTAATACAACATCAATAACATTTAACTCATCCTCAGGAGG
GGACCCAGAAATTACAATGCATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCAGGATGAGATTTGGAAGAACATGACCTGGATGGAGTG
GGAAAAGGAGATTTACAATTACTCAAATGAAATATACAGGTTAATTGAAGAATCGCAGAACCAGCAGGAAAAG
AATGAACAAGAGTTATTGGCATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGAAGGGATACTCACCTGTGTCATTTGCTGTTAGCTTGCTTAATACCACAGCAATAGTA
GTAGCTGAGGGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGTTGGTAGAGCTGTTCTCAACGCACCTAGAA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>FJ670522 
GCCTCAAATGACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTCTTTTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAACTTGGTAAATGTGACAGAAAACTTTAACATGTGGGAAAATAACATGGTAGAC
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAAATGCACTGATTTTAATGGGACTAATACTAATAATACTGATGTTAATAAGACTAATACTAATAA
TGATATAATAGGAGGGATGGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATCAGCACAGCCCTAAGAGAT
AAAATAAAGAAAGAATATGCACTTTTTTATAGCCTTGATATAACACAAATGGACAATGATAGCTATAGGTTGA
CAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTAACCTTTGAGCCAATTCCAATACATTATTG
TGCCCCGGCTGGTTTTGTGATTCTAAAGTGTAACAATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAAATAGTAATTAGGTCTAAAAACTTCACGGACAATACTAAAACCATAATAGTACAGCTGAAAGACCC
TGTAGAAATTAATTGCACAAGACCCAACAACAATACAAGAAAAAGGATAACTATGGGACCAGGAAGAGTATTG
TATACAACAGGASAAATAATAGGAGATRTAAGAAAAGCACATTGTAACATTAGCAAAGAAAAATGGAATAACA
CTCTAGGACAGATAGTTGAAAAATTAAGAGAACAATTCAAAAATAAAACAATTGTCTTTAATCGTTCCTCAGG
AGGAGACCCGGAAATTGTAATGCACAGTTTCAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATGGAAAGATACCTACAGGATCAACGGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCA
CTAATGTGCCTTGGAACGCTAGTTGGAGTAATAAATCTCTGGAGGATATTTGGAATAACATGACCTGGATGGA
GTGGGAAAGAGAAATTGACAATTACACAGGCTTAATATACACTTTAATTGAACAATCACAGAACCAGCAAGAA
AGGAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAATAAATAGAGTTAGGAAGGGATACTCACCACTATCATTCGCCATTAGTTTGCTTGATACAATAGCAATA
GCAGTAGCTAACTGGACAGATAGAGCTATACWAGTAGTGCAAGGAGTTGGTAGGGCTATTCTCAACGTACCTG
TAAGAATAAGACAAGGCTTGGAAAGA 
>EU885766 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAATTCATAAAACCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAAGTGCACTGACTTAAATGCTACTAATACCAATGCTACTAATACCAATAGTAGCCTAGAGATGGA
GAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCCTAAGAGATAAGCAGAAACAATATGCACTC
TTTTATAACCTTGATGTAGTACAAATGGGCAATGACAATAGTAGCTATAGGTTGACAAGTTGTAACACCTCAG
TCATTACACAGGCTTGTCCAAAAGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGT



GATTCTAAAGTGTAACAATAAGACGTTCAGTGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAAAGATAGTAATTA
GGTCTAAAAACTTCACGGACAATGCTAAAACCATAATAGTACAGCTGACAGACCCTATAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGCATAAATATGGGACCAGGGAGAGTATTGTATACAACAGGAGAAATA
ATAGGAGATATAAGAAAAGCACATTGTAACATTAGCAAAACAAAATGGAATAACACTTTAGGACAGATAGTTG
AAAAATTAAGAGAACAATTCAGGAATAAAACAATAGAATTTAAGCGTCCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAATTTCAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCTGGATGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGA
CAATTACACAGGCTTAATATACACCTTAATTGAACAATCACAGAACCAGCAAGAAAAGAATGAACAAGAATTA
TTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAGTGGCTGTGGTATATAAAAATAT
TTATAATGATAATAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GAAGGGATACTCACCATTGTCATTCGCCATTAATTTGTTTGATACAGTAGCAATAGTAGTAGCTAACTGGACA
GATAGAGCTATAGAAATAGTGCAACTAGTTGGTAGGGCTGTTCTCAACATACCTAGGAGAATAAGACAAGGCT
TGGAAAGAGCTTTATTATAA 
>AF529573 
GCCTCAAACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAGAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGGAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCAATCTGTG
TTACTTTAAATTGCACTAATTTGAAGACCAATAGTACGAGTAGTAATGCTACTAATACCAATAGTACTGCTAC
TAATATAATGGAGGTAGGAGAACTAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTAAAG
GACTATGCACTTTTTTATAAGCTTGATTTAGTACAAATAGATAATGATAATACTAGCTATAGGTTAATAAATT
GTAACACCTCAGTCATTAAACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAGGTTCAAAGGAACAGGGCCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAG
AGGTAGTAATTAGATCTAGCAATTTCACAAACAATGCTAAAGTCATAATAGTACAGCTGAATGAATCAGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACAAGGGAGCACATGGTATGCA
CATGGAGAAATAGTGGGAGATATAAGACAAGCACATTGTAATCTTAGTAGCACAAAATGGAGTAACACTTTAA
AACTGATATCTGAAAAATTAAGAAAACAATTTAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCCCTGAATGAGATTTGGAACAACACGACTTGGATGGAGTGGGAAAG
AGAAATTAGCAATTACACAAGAGAAATATACACCTTAATTGAACAATCGCAGAACCAGCAGGAAAAGAATGAA
TTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGAGCCTTGCTATAA 
>JN248352 
GCCTCAAACAACTTGTGGGTTACAGTGTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGCTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTCTTAAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTACACTGCACTAATGTGAGTAAGGATAATAATACCAGCAGTAATGTTACGGAGGGAGGAGGACTAAA
GATGGGGGGAGAAGAACTAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAGACTAAGGTGCAAGACTAT
GCACTTTTTAATGCACTTGATATAATACCAATAGGGAATGATAATAGGACTAATAGTAGTAGTACCAGCTATA
GGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTACCCCGGCTGGTTTTGCGATTCTACAATGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTT
TAGCAAAAGAAGAGGTAGTACTTAGATCTGAAGATTTCAATAACAATGCTAAAGTCATAATAGTACAGCTAAA
TGAATCTGTAAAAATTGATTGTATAAGACCCCACAACAATACAAGAAAAAGTATACATCTAGGACCAGGGCGA
GCATGGTATGCAACAGAAAATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAACACAAAATGGA
ATAATGCTTTAAAACAGATAGTTGAAAAATTAAGAGAACAATTTAAGAACAAAACAATAATCTTTAATCAATC
CTCAGGAGGGGACCTAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAACTATGAATGAGATTTGGGATAACATGACTTG
GATGCAGTGGGAAAGAGAAATTAGCAATTACACAAAAGAAATATACACTTTAATTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACTAGAGTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
AATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGT



ACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTAGCTTGCTCAACGCCACA
GCTATAGCAGTAGCTGAGTGGACAGATAGGGTCATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTATCCACA
TACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTACTATAA 
>AF530576 
GCCTCAAACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATGCTACGTGGATCAGTGACAACAACACGTCGACCAATGGCAGCATCACAATCAA
CTCTACAGATGAAATGAAAAGCTGTTCTTTTAATATGACCACAGAAGTAGGAGATAGGAAGCAGAATGTCAGT
GCACTTTTTTATAAGCTTGATATAGTACAAATGGAGAATAATAGTAGTAATAGTAGTAGTAATTATAGTGAGT
ATAGATTAATACATTGTAATACTTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCAT
ACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAGTGGAACAGGACCATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTTTAGCAGAAAAAGAGGTGGTAATTAGATCTAGCAATTTCACGGACAATGCTAGAGTCATAATAGTACAGCT
GAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACCAGGG
CACGCATGGCATACAACAAGACAAATAATAGGAGATATAAGAAGAGCACATTGTACCCTTAAAAGCACAAAAT
GGAATAATACTTTAGGACAGATAGTTGAAAAATTAAGAGAACAATTTGGGAATGATAAAACAATAATTTTTAA
GCAATCCTCAGGAGGGGACCCAGAGATTGCAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAGATCTCTAAATGAGATTTGGGATAATAT
GACTTGGATGGATTGGGAAAGAGAAATTGCCAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAG
AACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACA
TAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAAT
GCTACAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTC
TCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ953205 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCATCCACCACTCTATTTT
GTGCATCAGCTGCTAAAGCATATGATGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAATATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAAGATATAGTCAGTTTATGGGATCAAAGCCTAAGGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTCTAAATTGCACTGATTTAAATTACACTGCTACTAGTAACAGTAGTACAATGGAGAAAGGAGAAATAAA
AAACTGCTCTTTCGATATCACCACAAGCATAAGGACTAAGGTGAAAGACTATGCATTTTTTTATAACCTTGAT
ATAGTACAAACAGATAAGGATAAGGATAATGTCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGCCTGGTTTTGTGATTCTAAG
GTGTAACAATAAAAAGTTCAATGGAACAGGACCATGCACGAATGTCAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCA
ATTTCACGGACAATGCTAAAATCATAATAGTACAGCTGAATAAATCTGTAGAAATCACTTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACATCTAGGACTAGGGCGAGCATGGTATACAACAGGACAAATAATAGGAGAT
ATAAGACAAGCATATTGTAACCTTAATAGCACAGAATGGAATAACACTTTAAGACAGATAACTGAAAAATTAA
GAGAACAATTTAACAAAACAATAGTCTTTAATCACTCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTT
TAATTGCGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGACCAACAG
CTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTA
ATAAATCCCTGAATGAGATTTGGGATAATATGACTTGGATGGAGTGGGAAAGAGAAATTGAAAATTACACAAG
TGAAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGAT
AAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAG
TAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTCTGTCTTTCGCTATTTCTTTGATTGATGCTACAGCAATAGCAGCAGCAGGGTGGACAGATAGGGTTATC
GAAGCAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATTAGGCAGGGCTTAGAAAGGACTT
TGCAATAA 
>EU581826 
GTGGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTAGTCCTGGGAAATGTAACAGAAAATTTTGATATGTGGAACAATTACATGGTAGAG
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATGCCACTGCCAGTGTTAATCCCAATCCCACTACCACTGCCACCACCAATAGCCC
TCAAAACAACGTCCTGAAGGAAGAGCCAGATGCAATAAAAAACTGTTCTTTCAATATGACCACAGAAATAAGA
GATAAGCAGCAAAGAGTACATGCACTTTTTTATAAAGTTGATGTAGTACCAATCGGTAATAGCAGTAGGAATG
ACAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGATATCTTGGGA



TCCAATTCCCATACATTATTGCGCTCCAGCTGGTTATGCGATTCTAAAATGTAATGAGAAAAAGTTCAATGGG
ACGGGACCATGCAGGAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACTCAATTAT
TGTTAAATGGCAGCCTAGCAGAAGAAGAGATAATAATCAGATTTAAAAATATCTCAGAGAATACAGACATCAT
AATAGTACACCTTAATGAATCTGTACAGATTAATTGTACAAGACCCAACAATAATACAAGAAAGAGTATACGT
TTTGGACCAGGACAAGCATTTTATGCAACAGGAGATATAATAGGAGACATCAGAAAGGCACATTGTAATGTTA
GTAAATCACAATGGAATAAAACATTAGAACAGGTAAGGGAAAAATTAAAGTCTCATTTCACAAATGCAACAAC
AATAAAATTTAACCCATCCTCAGGAGGGGACCCAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTTATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCAGGAAGAGAT
TTGGGAAAATCTGACCTGGATGCAGTGGGAAAAAGAGATTAACAATTACTCAAGTGAAATATACATGTTACTT
GAAAAGGCGCAGAACCAGCAGGAAAAAAATGAACAAGAACTATTGTCATTGGACAAATGGGCAAGTCTGTGGA
GTTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTT
AAGAATAGTTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTTGCTATC
AACTTGTATAATACCACAGCAATAGTAGTAGCTGAGGGGACAGACAGAGTTCTAGAAGCTTTGCAAAGAATTG
GTAGAGCTGTTCTCAACGTACCTAGAAGAATAAGACAGGGCTTAGAAAGAATTTTGCTATAA 
>EU581828 
GCGACAAAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAMCACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAGTAGTTCTGGAAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATGCCAATGCCACCAAGAGTGCCAGTGCCAAGAATGTCAGTACCACTGCCAGCWC
TGCCAATGACAGTCACCCTGGAGGAGCCAGGGGCAATACTGAACTGTTCATTCAATATGACCACAGAAGTAAG
AGATAAGCAGCTGAAAGTATATTCACTTTTTTACWGACTTGATATAGTACCAATCAGCAATAATGGCAGTGAA
TACAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCATGGGATCCAATTCCCA
TACATTATTGCGCTCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGGACGGGACCATG
CAAGGATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCACTCATTGTTGTTAATGGCAGC
TTAGCAGAAGAAGATATAATAATCAGATCTCAAAATATCTTCGATAATACAAAGACCATAATAGTACATCTTA
ATGAATCTGTACAGATTACTTGTACAAGACCCAACAATAATACAAGAAAAAGTATACGGATAGGAACAGGACA
AGCATTTTATACAACAGGAGRAATAATAGGAGACATCAGAAAGGCACATTGTAATGTTAGTGGAGCACAATGG
AATAAAACATTAGAACAGGTAAAGGCAAAGTTAAAGTCTTATTGGAATACAACAATACAATTTGACTCATCCT
CAGGAGGGGACCTAGAAATTACAACGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCCAGAGT
CCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGC
ACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAATAAAACTCTGGAACAGATTTGGGATAACATGACCT
GGATGGAGTGGGAGAGAGAGATTAGCAATTACTCAAGAGAAATATACAGGTTAATTGAAGAATCACAGAACCA
GCAAGAAAAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCA
AACTGGCTGTGGTACATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTG
TGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTTGCTATTAGCTTGCTTAATACCAC
AGCAATAGTAGTAGCTGAGGGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGTTGGTAGAGCTATCTTCAAC
ATACCTAGAAGAATAAGGCAGGGCCTCGAAAGGATTTTGCAATAA 
>EU581824 
GCAGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTCT
GTGCATCAGATGCGAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAAGCCACAAGAAATAGTTCTGCAAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATAAAGATATAATCAGTTTATGGGATCAAAGCCTACAGCCATGTGTGAAATTAACCCCACTTTGTG
TTACTTTAAACTGTAGTAATTTCACCCCCAATAACACTGGAGGGGACACTGGAAATGGCACCCTGAAAGAAGA
GCCAGGGGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGACAAGCAGCTGAAAGTACATGCA
CTTTTTTATAGACTTGATATAGTACCAGTTAACAGTAATGGCAATGAAACAATTAGCAGCAATGGCAGTGGAG
AATACAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAAGTATCCTGGGATCCAATTCC
CATACATTATTGCGCTCCAGCTGGTTATGCGATTCTAAAATGTAGGGATGAAAGGTTCAATGGGACGGGACCA
TGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATG
GCAGCCTAGCAGAAGGAGAGATAATAATCAGATCTCAAAATATCTCAGATAATACAAAAATCATAATAGTACA
CCTTAATGAATCTATACAGATTAATTGTACAAGACCCACCAATAATACAAGAAAAAGTATACAGTTAGGACCA
GGGCGAGCATTTTATGCAACAGGAGATATAATAGGAGACATCAGAAAGGCACATTGTAATGTTAGTAGAACAA
GATGGAATGACACATTAGAACGGGTAAAGGAAAAGTTAAGGTCTTATTTCACTAATGCAACAACAATAAGATT
TAACTCATCCTCAGGAGGGGACCCAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGCA
AACTCATTTGCACCACTAATGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGCATCAGATTTGGGACAA
CATGACCTGGATAGAGTGGGAAAGAGAGATTAGCAATTACTCAAATGAAATATACAGGTTAATTGAAGAGTCG
CAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTG
ACATATCAAACTGGCTGTGGTATATAAGATTATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGT



TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTC
AACACCACAGCAATAGTAGTGGCAGGGGGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTA
TTCTCAACATACCTAGAAGAATAAGACAGGGACTTGAGAGGGCTTTG 
>EU581823 
GCGGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAATGGTTCTGGAAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAAATAACCCCACTCTGTG
TTACTTTAAATTGTACTAATGCCACTAACCCCAACAACAAAACTGACACCCTGAAGGAAGACTCAGGGGTAAT
ACTAAACTGTACTTTCAATATGACCACAGAAGTAACAGATAAAAAGCAGAAAGTACATGCACTTTTTTATAAA
CTTGATTTAGTACCACTCAACAACAATAACAATAATGGCACTAGTATATACAGGATAATAAGATGTAATACCT
CTACCATTACACAGGCTTGTCCAAAGACCTCTTGGGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTT
TGCAATTCTAAAATGTAATGATAAAAAGTTCAATGGGACGGGACCATGCAGTAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACCCAATTTTTGTTAAATGGCAGCCTAGCAGAAGAAGATATAATAA
TCAGATCTCAAAATATCTCAGATAATGTAAAAACCATAATAGTACACCTTAATGAATCTGTACATATTAATTG
TACAAGACCCAACAATAATACAAGAAAAAGTATACAGTTAGGACCAGGACGGTACTTTCATGCAACAGGAGAC
ATAATAGGAGACATCAGGAAGGCACATTGTAATATTAGTGGAACACAATGGAATAAAACAATAGAACGGGTAA
AGGCAAAGTTAAAGTCTTATTTCCAGAATGCAACAATAAAATTTAACTCATCTGCAGGAGGGGACATAGAAAT
TACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATTC
CTAAAGGATCAACAGCTCCTGGGGCTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAAAACTCAGGAGCAGATTTGGGGCAACATGACCTGGGTAGAATGGGAAAAAGAGAT
TAGCAATTACTCAAATGAAATATACAGGTTAATTGGAGAGTCGCAGATCCAGCAGGAAAAGAATGAAAAAGAA
TTATTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGAAGGGATACTCACCTGTGTCATTAGCTGTTAGCTTGTTCAATACCACAGCAATAGTAGTAGCGGGGGGG
ACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTATTTTCAATATACCTAGAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>AY586545 
GCCTCAAATAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCAAATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAGAGCCATAATGTCTGGGCTACACATGCATGTGTACCTACAGA
CCCCAACCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGAATGAGGACATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATTTATCAGTAAATAGCACTGTCACGTCTAGTGAAGACATAAACATCTGCTCTTT
CTATATAACCACAGAGATAAAGGATAGAAAGAAGCAAGAGTACGCGCTTTTCTATAGACTTGATGTAGTGCCA
ATTAATGATAAGAATAGTAATAATAGTAATAACTATAGTGACTATAGGCTAATAAATTGTAATGTCTCAGCCA
TTAAACAGGCTTGTCCAAAGGTGTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTTTGCAAT
TCTAAAATGTAGGGATAAGGAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGCTTAGCAGAAAAGGAAATAATGATTAGAT
CTGAAAACCTCACAGACAATGCCAAAGTCATAATAGTGCAGCTTAATAAAAGTATAGAAATTAATTGTACCAG
ACCCAACAACAATACAAGAAAGAGTATAGGATTTGGACCAGGACAAGCGTTCTATGCAACAGGTGACATAACA
GGAGATATAAGACAAGCATTTTGTGTGGTTAATAAAACAAAATGGAATGAGATGCTACAGAAGGTAAAAGCAA
AACTAGCTGAAAGCTACAATAAGAACATAACAAACATAAAATTTAGCCCACCCACAGGAGGGGACCTAGAAAT
TACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
CTAAAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGA
ACACTAGTTGGAGTAATAAATCTTATAATGAAATTTGGGACAACATGACCTGGATAGAATGGGAGAGGGAAAT
TAACAATTACACACAACAAATATACACCCTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAC
TTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTAACATATCAAACTGGCTATGGTATATAAAAT
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAATAAATAGAGT
TAGGCAGGGATACTCACCCTTGTCGTTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCTAACTGG
ACAGATAGAATTATAGAAATAGTACAAAGAGGATTTAGAGCTTTTCTGCACATACCTAGAAGGATAAGACAAG
GCTTTGAAAGGGCGCTGCTATAA 
>KT276270 
GCCTCAAAACCTTTGTGGGTTACAGTCTATTATGGAGTACCTGTGTGGGAAGATGCAGATACCACTTTATTYT
GTGCATCTGATGCTAAAGCATACAGTACTGAGAAACATAATGTCTGGGCCACACATGCGTGTGTACCTACAGA
CCCTAACCCACAAGAATTACCTCTGAAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGACATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTAYTWCGCCAAACAATAGCTGCACAAAAAATTCAGAAAATTCCACTTTGATCAACTGTGA
AGACATAAGAAACTGCTCTTTCAATATAACCACAGAGTTACAGGATAAAAAGAAGCAAGAATACGCGMTTTTC
CATAGACTTGATGTAGTGCCAATGGGTAATGAGAATGGTAGTGACTATAGACTAATAAATTGTAATGTCTCAA
CCATCAAACAGGCTTGTCCAAAGGTGTCTTTTGATCCAATTCCCATACACTATTGTGCTCCAGCTGGGTTTGC



AATTCTAATATGTAAGGATGAGGAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACYCAATTACTGCTGAAYGGCAGCTTAGCAGGAAAGGAARTAATGATTA
GATCTGAAAACCTCACAGACAATGCCAAAGTCATAATAGTACAGTTTAATAAAAGTATAGAAATTAAGTGTAC
CAGACCCAACAATAATACAAGAAGGAGTATAACAATTGGACCAGGACGATCGTTMTATACAAATAACATAATA
GGAGATATAAGACAAGCATATTGTGAGATTAATGGAACARCATGGAATGAGACGCTAGAGATGGTAAGAGCAA
AACTAGCTAAAAGCTACAACAAGAACATAACAGACATAAMATTTGGACCACCCACAGGAGGGGACCTAGAAAT
TACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTC
CTAAAGGACCAACAGCTCCTAGGGCTGTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTACAATGGA
ACACTAGTTGGAGTAATAAATCTTTARRTGAAATTTGGAACAGCACGACCTGGATAGAATGGGAGAGAGAAAT
TAACAATTACACACAACAAATATACACCCTAATTGAGGAAGCACAGACCCAGCAGGAAAAGAATGAACAAGAA
TTATTGTCATTGGACAAATGGGCAAGCCTGTGGACCTGGTTTGACATATCAAATTGGCTATGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTAATTTCTATAATAAATAGAGT
TAGGCAGGGATACTCACCCTTGTCGTTCGCTATTAATTTGTTTGACACAGTAGCGATAGCAGTAGCTAACTGG
ACAGATAGAATTATAGAAATAATACAAAGAGGATTTAGAGCTATTTGGCACATACCTAGAAGRATAAGACAAG
GCTTTGAAAGGGCGCTGCTGCCATAA 
>FJ866128 
GCTGCAGACAATCTGTGGGTCACAGTTTATTATGGAGTGCCTGTATGGAAGGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAATATCTGGGCCACACATGCTTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGACCTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATAAAGGGAGGAACAACGACACTATAGAGGAGGGAGAAAAGATAAAAAACTGCTC
TTTTAATATAACCACAGTAGTAAGGGATAAGAGGAAGCAAGTACATGCACTTTTTTATAGACTTGATGTAGTA
CCAATAGACAATGCTAATAGAACTAATTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAGGCTTGTC
CAAAGATAACTTTTGAACCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAAAGA
TCCGAACTTCAATGGAACAGGGCCATGCAGAAATGTTAGCTCAGTACAATGTACACATGGAATTAGGCCAGTA
GCATCAACTCAATTGCTGTTGAATGGCAGTTTAGCAGAAGGAGGGGAAATAATGATTAGATCTGAAAATATTA
CAGATAATACAAAAAACATAATAGTACAGTTTACTGAGCCTGTACAAATTAATTGCAGCAGACCCAACAACAA
TACAAGAAGAAGTATACACATTGGACCAGGACAAGCCTTCTATACAAATGATATAATAGGGGACATAAGAAAA
GCATTTTGTAAGATCAACAAAACAGCATGGAATAATACTTTACAAAAGATAGCTATAAAATTAGGACACCTTC
TTAACAAGACAACAATAAATTTTAGTCCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGTTTTAATTG
TGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTTTTGGCTGTGGAAAAGTACCTACAGGATCAACAGCTCCTA
GGAATTTGGGGTTGCTCTGGAAAACATATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGCAATAGAT
CTCTAGATAACATTTGGCAGAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTACACAAGCTTAAT
ATATAGCTTAATTGAAGAATCGCAGACCCAGCAAGAAAAGAATGAAAAAGAATTATTGGAATTGGACAAGTGG
GCAAGTTTGTGGAACTGGTTTAATATATCGCAATGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAG
GCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTCT
GCCATTTGCTAGTAGCTTACTTGATACCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAACTA
GTACAAAGAACTTGCAGAGCTATTTGCAACATACCTAGAAGAATCAGACAGGGTGCCGAAAGGGCTTTACAAT
AA 
>AY945737 
GCTACAGATAATCTGTGGGTTACAGTTTATTATGGGGTGCCTGTATGGAGGGAAGCAAACGCCTCTCTATTTT
GTGCATCAGATGCTAAAGCATATACAAAAGAGGCACATAATATCTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGAACTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGTGCTGGGAGCACCACTTCATCAGTGAACAGCACCAATTCATCAGTGAGCACCAATAGCAC
TAGCGAGCTAGAGGCGGCAGGGATGCAAAACTGCTCTTTCAATGTAACCACAGTAGTAAGAGATAAACAGAAA
CAAGAATATGCACTGTTTTATAGACCTGATATAGTACCAATAGACAATAATGATAATAGTAGTTATAGGTTAA
TAAATTGTAATACCTCAGCCATTACACAGGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTG
TGCCCCAGCTGGTTTTGCGATTCTAAAATGTAGAGATAAGCAGTTCAATGGAACAGGCCCATGCAAAAATGTC
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTGCTGTTGAATGGCAGTTTAGCAG
AGGAAGAGATCATAATTAGAACTGAAAATATCAGCAGGAATGAAAAAAGCATAATAGTACAGCTTAATGAGTC
TGTAACAATTAATTGTACAAGGCCCAATAACAATACAAGAAGAGGTATACATATAGGACCAGGGCAAGCAATA
TATGCAACCGGTAAGATAATAGGAAACATAAGACAAGCACATTGTAATATTAGTGAAGCAGATTGGAATAAAA
CTTTAAAAGGGGTGGCTATAAAATTAGGAGACCTTTTTAACACAACAAAAATAAATTTTAAACCATCCTCAGG
AGGGGACCCAGAAATTACAAAACACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTTTTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGTCCCA
CTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAAACTCTAAATAACATTTGGCAGAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGAGAAATACACAGGTACAATATATAGCTTAATTGAAGAATCGCAGATCCAGCAAGAA
AACAATGAAAAGGAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGC
TGTGGTATATAAGAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC



TTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTTTGCTTAATGCCACAGCAATA
GCAGTAGCCGAAGGGACAGATAGGGTTCTAGAAATATTACAAAGGGCTGGCAGAGCTTTCCTCAACATACCTA
GAAGAATCAGACAGGGCTTCGAAAGGGCTTTACTATAA 
>AF457051 
GCTGCAGGCAATCTGTGGGTCACAGTTTATTATGGGGTGCCTGTATGGAAGGAAGCAAACACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATTCAACAGAGAAGCATAATATCTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATGGAACTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCAATGATCAAGTGAGGAACAGCGAAGGGAGTACCCAAAACATTAACCAGACAGTGGATAT
GAAAAACTGCTCTTTCAATATAACCACAGTGGTAAGAGATAAGAGGAAGCAAGTATATGCACTTTTTTATAAA
CTTGATATAGTACCAATAAACAATGATGATAATACCACTAGTACCTATAGGTTAATAAATTGTAATACCTCAG
CCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGC
GATTCTAAAGTGTAGAGATAAGAGGTTCAATGGAACAGGCCCATGCACAAATGTCAGCACAGTACAGTGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTGAATGGCAGTTTAGCAGAAGAAGAGATCATAATTA
GATCTGAAAATCTTACAGACAATGCTAAAACCATAATAGTACAGCTTAATGAATCTGTAGTAATTAATTGTAC
AAGGCCCGGTAACAATACAAGACAAGGTATACATATAGGACCAGGGCAAGCACTTTATACAACCAAGATAATA
GGAGACATAAGGCAAGCACATTGTAATATCAGTGGAGCAGAATGGAATAAAACTTTACAAAGGGTAGCTATAA
AATTAAGAAGACTTTTTAACAACAAAACAATAACTTTTAATCACTCCTCAGGAGGGGATCCAGAAATTGTAAC
ACACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTTTTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATGTGGGGTTGCTCTGGAAAACACATTTGTACCACTGATGTGCCCTGGAACTCTA
GTTGGAGTAATAAATCTCTAGATGACATTTGGCAGAACATGACCTGGATGCAGTGGGAAAGGGAAATTGACAA
TTACACAGGCAAAATATATAGCTTACTTGAAGAATCGCAGATCCAGCAAGACAAGAATGAAAAAGAATTATTA
GAATTGGACCAGTGGGCAAGTTTGTGGAATTGGTTTAACATATCACAATGGCTGTGGTACATAAGAATATTCA
TAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTCTCTTTAGTGAATAGAGTTAGGCA
GGGATACTCACCTCTGTCATTTGCTAATAGCTTGTATAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAATAGTACGAAGAGCTTGCAGAGCTATTCTCAACATACCTAGAAGAATCAGACAGGGCTTCG
AAAGGGCTTTACTATAA 
>AY900572 
GCCTCAAGTAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCAGATACCCCCCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAACCTGTACTAATGCAACCAACAATTGCACTAAAGGAGTCAATAGCACTGTGGACAACTGTGAAGA
CATAAAAAACTGCTCTTTCAATGTAACCACAGAGATACAGGATAAAAAGAAGCAAGAACACGCGCTCTTCTAT
AGACTTGATATAGTGCCAATTAATGATCAGAGAAATAATAGTGCTAACTATAGTGACTATAGGCTAATAAATT
GTAATGTCTCAGCCCTTAAACAGGCTTGTCCAAAGGTGTCTTTTGATCCAATTCCCATACATTATTGTGCTCC
AGCTGGGTTTGCGATTCTAAAATGTAGGGATACGGAGTTCAATGGAACAGGACCATGTAAAAATGTTAGTACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGCTTAGCAGAAAAAG
AAATAATGATTAGATCTGAAAACCTCACAAACAATGCCAAAGTCATAATAGTGCAGCTTAATAAAAGTATAGA
AATAAATTGTACCAGACCCAACAACAATACAAGAAAGAGTATAAGAATTGGACCAGGACAAGCGTTCTATGCA
ACAGGTGAAATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATAGAACAGAATGGGATGAGATGATAC
TGAAGGTAAGAGCAAAACTAGCTGAAAGCTACAACAAAAACATAACAAGCATAACATTTCAACCACCCACAGG
AGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAGAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTATCATGAAATTTGGGACAACATGACCTGGGTAGA
ATGGGAAAGGGAAATTAACAATTACACAGGTCACATATACAACCTACTTGAACAATCGCAGAACCAGCAGGAA
AAGAATGAGCAAGACTTATTGGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTAACATAACACACTGGC
TATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTC
CATAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAATTTGCTTGATACAATAGCAATA
GCAACAGCTAATTGGACAGATAGGATTATAGAAATAGTACAAGGAGGATTTAGAGCTTTCCTGCGCATACCTA
GAAGGATAAGACAAGGCCTTGAAAGGGCGCTGCTATAA 
>AY900574 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCCACACATGCGTGTGTGCCCACAGA
CCCCAACCCACAAGAAATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGACATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTACTTTAAACAGTAATCAAACCAAAAATTGCACTGAAGAAAGCAACAGCACTGTGAT
AAACTGTAAAGAAATAAAAAACTGCTCTTTCAATATAACCACAGAGCTACAGGACAAAAAGAAGCAAGAATAT
GCGCTTTTCTATAAAATTGATATAGTGCCAATTAATAATAGTAGTAGTAATAACAACTATAGTGACTATAGAC
TAATAAATTGTAATGTCTCAGCCATTAAACAGGCTTGCCCAAAGGTGTCTTTTGATCCAATTCCCATACATTA



TTGTGCTCCAGCTGGGTATGCAATTCTAAAATGTAGGGATGAGGAGTTCAATGGAAAAGGACCATGTAGAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGCTTAG
CAGACAAGGGAATAATGATTAGATCTGAAAACCTCACAAACAATGCCAAAGTCATAATAGTGCAGTTTAATAA
AAGTATAGATATTAATTGTACCAGACCTGGCAACAATACAAGAAAGAGTATAAGATTTGGACCAGGACAAGCG
TTCTATGCAACAGGTGCCATAATAGGCGATATAAGACAAGCATATTGTGAGGTTAATAGAACAAAATGGGAGG
AAATGATACAGCAGGTAAAAGCAGAACTAGCTGAAAGCTACAACAAGAGCATAGCAAACATAACATTTAGCCC
ACCCACAGGAGGGGACCTAGAAATCACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTAGAAAGATTCCTAAAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTGWTAATGAAATTTGGAACAACATGAC
CTGGATAGAATGGGAGAGGGAAATTGACAATTACACACAACAAATATATACCCTGCTTGAAGAATCGCAGACC
CAGCAAGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATAA
CAAAATGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTAC
TGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTCGCTATTAATTTGCTTGATACA
GTAGCAATAGCAGTAGCTAACGGGACAGATAGGATTATAGAAATAGTACAAAGAGTATTTAGAGCTTTTCTGC
ACATACCTAGAAGGATAAGACAAGGCCTTGAAAGGTTACTGCTATAA 
>AY900575 
GCCTCAAGTAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCATATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATGTTGCTGAGAGCCATAATGTTTGGGCTACACATGCGTGTGTGCCCACAGA
CCCCAACCCACACGAGATACCTCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGAATGAGGACATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAGTGTAGACTGTAATACCAGAAATTGCACTGAAGGAATCAACAGGACTACAAACTA
TGAAGACATAAAAAACTGCTCTTTCAATGCAACCACAGAAATAAAGGATAGACAGAAGCAAGAATACGCGCTT
TTCTATAAGCTTGATGTAGTGCAAATTAATGATAAGGATAATAGTAGTAATAATAATAACTATAGTGACTATA
GGCTAATAAATTGTAACGTCTCAACCATTAAACAGGCTTGCCCAAAGGTGTCTTTTGATCCAATTCCCATACA
TTATTGTGCTCCAGCTGGGTTTGCAATTCTAAAATGTAGGGATGCGGAGTTCAATGGAACAGGACCATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGCT
TAGCAGAAAAGGAAGTAATGATTAGATCTGAAAACCTCACAAACAATGCCAAAGTCATAATAGTGCAGTTTAA
TAAAAGTATAAAAATTAATTGTACTAGACCCAACAACAATACAAGAAGGAGTGTAGGAATTGGACCAGGACAA
GTGTTCTATGCAACAGGTGACATAATAGGAGATATAAGACAAGCATATTGTGTGGTTAATAGAACAGAATGGA
ATGACATGATACAAAAGGTAAAAGTAAAACTAGCTGAAAGCTACAACAAGACCACAGAAAACATAACATTTAG
CACACCCACAGGAGGGGACCTAGAAATCACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTTTTAATGAAATTTGGGACAACAT
GACCTGGATAGAATGGGAAAGGGAAATTAATAATTACACAACACACATATACACCCTAATTGAAGAATCACAG
AACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCCTGTGGACTTGGTTTGACA
TTTCAAATTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTGAGAATAGTTTT
TGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTCGCTATTAATTTGTTTGAT
ACAGTAGCAATAGCAGTAGCTAACGGGACAGATAGGATTATAGAAATAGTACAAAGAGGATTTAGAGCTTTTC
TGCACATACCTAGAAGGATAAGACAAGGCTTTGAAAGGGCGCTGCTATA 
>FJ670526 
GCCTCAGATAACTTATGGGTCACAATCTATTATGGGGTACCTGTGTGGGAAGATGCAGATGCCCCCCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAGAGCCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAGATATCTCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGACATAATTAGTTTATGGGATGAAAGTCTAAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAGCTGTACTAATGTAAACAGTACCAGAAATAATCATGTAAACAGTGCCGGAGATGGMACTGTAAG
AATTGACAGCAATGTGACAGATGATATGACWWACTGCTCTTTCAMTATGACCACRGACTTACAGGATAAACAR
AAGAAAGAATACKCGCTTTTCTATAAACTTGATATARTGCCWATTAGTGATAATAGTAATAATAATACCWATA
GTAACTATAGACTAATARATTGYAATGTCTCCACCATTARACAGGCTTGCCCWWAGGTGACTTTTGATCCAMT
TCCCATACACTATTGTGCTCCACCTGGKTTTGCAATTCTAAAATGTAAGGATGAAGAGTTCAATGSAACAGGG
CCWTGTAGAAATGTCAGTACAGTACATTGTACWCATGSAATTAAGCCAGTGSTATCAACTCAATTACTGCTGA
ATGGCAGCTTAGCAGAAAAGAAAGTAATGATTAGATCTGAAAACTTCGCAAACAATGCCAAAGTCATAATAGT
GCAGCTTAATGAAAGTATAGTAATTAATTGTACCAGACCCGGCAACAATACAAGAAGGAGTRTAGGAATTGGA
CCAGGACGAGCGTTCTATACAACAGGTGATATAATAGGAGATATAAGACAAGCACACTGTATAGTTAATGGAA
CAAAATGGGGGGAGATGATAAATAAGGTAAAAGCAGAACTATCTAAAAAATACAACACAACCACAGCGAACAT
AACATTTAGCCCACACTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAACGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTTTTAATGCAATTTG
GGACAACATGACCTGGATAGAATGGGAGAGGGAAATTAACAATTACACACAACATATATACAGCCTGATTGAA
GAATCACAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCCTGTGGACTT
GGTTTGACATATCAAACTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAG



AATAGTTTTTACTGTGATTTCTTTAATAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAAT
TTGTATGATACAGTAGCAATAGCAGTAGCTAACGGGACAGATAGGATTATAGAAATAGTACAAAGGGGATTTA
GAGCTTTTCTGCACATACCTAGAAGGATAAGACAAGGCTTTGAAAGGGCGCTGCTATAA 
>AY371169 
GCCTCAGACAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGATGCAAAGACCACTCTGTTTT
GTGCATCTGATGCTAAAGCATATAAAACTGAAGCCCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGATATAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTACAGCTAACCCCTCTTTGTG
TTACTTTAAACTGTAGTAATATAAACATCAATAGCACAGGAAATACAACAAACAACAATAGCACTGTAAATAA
CAGAGAAGAAATAAAAAACTGTTCTTTCAATGTAACCACAGAATTAAGAGATAAGAAGAAAAAGGAATACGCG
CTTTTCTATAAACTTGATATAGTACCACTTGATGATGATAATAGTTCATATAGGTTACTAAGCTGTAATACCT
CAACCATTAAACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAGTGTAAGGATAAGAATTTCAATGGAGCAGGGCCATGTACAAATGTCAGTACAGTGCAATGC
ACACATGGAATCAGACCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAGATAGTAA
TTAGATCTGAAAATATTACAAACAATGCTAAAAACATACTAGTGCATCTTAATGAATCTGTAATGATTAATTG
TACCAGACCTAACAACAATACAAGAAAAAGTATACATATAGGACCAGGACAAGCATTCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTAGATCCCAATGGAACAAGACTTTACAAGGAGTAG
TTGCACAATTAAGAAAACACTTTAAGAACACAATAACAATATCATTTAACAGTTCCTCAGGAGGAGATTTAGA
AGTTACAACACACATTTTTAATTGTGGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTTTCAATGAGATTTGGGATAACATGACCTGGATAGAATGGGAGAGGGA
AATTGACAATTATACACAGCAAATATATAACCTAATTGAACTATCGCAGAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGCATTGGACAAGTGGGCAAGCCTGTGGAGTTGGTTTAGCATATCAAACTGGCTATGGTATATAA
GAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGATTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAACAGCTGAC
TGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTGGTAGAGCTATTCTTAACGTACCTGTAAGAATAAGAC
AGGGCTTAGAAAGAGCTTTGCTATAA 
>AJ404325 
GCTAAAGAAGACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCCTCAGATGCTAAAGCACATACGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATAATTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACTCCACTATGTG
TTACTCTAAATTGTACTAATGCAAATGCAACAAATAATCATACCACTATCAATGACAACATGAAAGGGGAACT
AAAAAATTGTTCTTTCAATGTGACTACAGCAATAAAAGATAAGCAGCAGAAAGTACATGCACTTTTTTATAAA
CTTGATGTAGTACAAATTGGTAATGATACTAATACTACTGGGGCTGAGTATAGGCTGATCAATTGTAATACCT
CAGTCATTAAACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTTTAAAGTGTAATAATAAGACTTTCAATGGAACAGGGCCATGCACAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTATCAGAAGAAGAGGTAATAG
TTAGATTTGAAAATCTCACAAACAATGCCAAAACCATAATAGTACACCTTAATAAATCTGTAATAATTAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTGTAAGTATAGGACCAGGACAAGTATTATTCTATAGAGCAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAATATTAATGAAACACAGTGGGAGGACACTTTATATAAGG
TAGCTGCACAACTAAGAAAACACCTGAACAAGAGCAGCTCAATATTCAAACCATCCTCAGGAGGGGACATAGA
AGTTACAACACATACTTTTAATTGTATGGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAGCAGTTCCTAGGAATTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTT
GGAACTCTAGTTGGAGTAATAAATCTTATGAGGAAATTTGGAACAACCTGACCTGGATAGAATGGGATAAAGA
AATTAGCAATTACACAAGCCAAATATATGAGCTACTTGTAAAATCGCAGGACCAGCAGGAAAAGAATGAAAAA
GATTTGTTAGCATTGGACAAGTGGGCAAGCCTGTGGAATTGGTTTGACATATCAAATTGGCTATGGTATATAA
AAATATTTATAATGATAGTAGGAGGGTTGATAGGTTTAAGAATAGTTTGTGCTGTGTGTTCTATAATAAATAG
AGTTAGGCAGGGATACTCACCTGTGTCATTTGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCTAAC
TGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGGATAAGAC
AAGGCTTTGAAATAGCTTTGCTATAA 
>JF804809 
ATTGCTGCTGCAGATCAATTGTGGGTCACAGTTTACTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTC
TCTTTTGTGCATCAGATGCTAAAGCAGTTGAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCTAAACCACAAGAGGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAACCATGTGTAAAATTAACCCCAC
TCTGTGTCACTTTAAATTGCACTGATTGGAATGCAACTATCACTGGAAATTATACTTGGGTCCGTAATAGTAG
TTTAAAAATTAGGGAGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCGCAGGCATAAGAAATAAGATGTAT
AAAGAATATGCACTTTTTCATAAACTTGATGTAGTACAAACAGAGAATAATACCACAAGCTATACACTGATAA
ATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTCAACCAATTCCCATACATTATTGTGC



CCCGGCTGGTTTTGCGATTCTTAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAAAATTTCACGAACAATGTTAAGACCATAATAGTACAGCTGAACGAAACTGT
ACTAATTAATTGTTCAAGACCCAACAACAATACAAGAAAAGCTATACGTATAGGACCAGGGAGAACAATTTAT
GCAGCAAGAAAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAAAAAAATGGGAAGACACTT
TAAAGCAAGTAGCTACAAAACTAGGAAAACAATATAACAAATCAGTAGCCTTTAATCACTCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGTTACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAAATCTTACAGTGAAATTTGGGATAACATGACCTGGATGCAGTGGGA
CAAAGAAATTAACAATTACACAGGATTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAAT
GAACAAGAATTATTGCAGTTGGATAAATGGGCAAGTTTATGGAATTGGTTTGACATATCAAACTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTGTTAGTTTGCTTAACTTCATAGCTATAGCAGTA
GCTGAGGGAACAGATAGGATTATAGAAGCAGTACAAACAATTGGTAGAGCTATTATCAACATACCTAGAAGAA
TAAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>DQ085873 
GCTACAAACCAATCATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAACGCAGTTAAAACAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTATCCCACAGGAAGTAGTATTGAAAAATGTCACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAGAGCATAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATAATGTGACTGTTACTAATATGAATGCTACTAATACCACTGGTAATAGTAGTGT
GGAAGCGATGGAGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCACAAGCATAGGAGATAAGATGCAGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAGCTAATGATAATGCAAGCTATACGCTGATAAATT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGCTTCTAAAGTGTAATAATAAGACATTTAATGGAACAGGACCGTGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTCCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATTAGATCTGAAAATCTCACAGACAATGCTAAAATCATAATAGTGCAGCTGAATGAAACTGTAGA
AATTAATTGTACAAGGCCCAACAACAATAGAAACAAACGTATACATCTAGGACGGGGGAGAATAATGTATGTA
ACAGAACGAATACAAGGAGGTATAAGACAAGCACATTGCAACATTAGTAGAGAAAAATGGGAAAACACTTTAA
GACAGGTAGTTACAAAATTAGAAGAACAATTTACAAAATTAGGAGAACAATTTAAAGATTTTAAAAATAGAAC
AATAGCCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTGATGCACACTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCGAGAATCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATTCTAGTTGGAGTAATAAATCTCTGGAGCAGAT
TTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAGACATGATATACACCTTAATT
GAAAAAGCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGCAATTGGATACGTGGGCAAGCTTGTGGA
ATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTT
AAGAATAGTTTGTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTT
AGCTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAATATTACAAAGAATTT
GTAGAGCTATTCGCAACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ085874 
GCTGCAGAACAATCGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGGAAAGAAGCATCCACCACCTTATTTT
GTGCATCAGATGCTAGCGCAGTTGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGGAATACTACTAATAAGTTGAATGCTACTGATACCAATAGTAGTAGAATAGA
GGAAGAAATGAAGGAAGAAATGAAAAACTGCTCTTTCAATGTCACCTCAAGCATAGGAAATAAGATGCAGAAA
GAATATGCACTTTTTTATAAACTTGATGTAGTACCAATAAATAATGATAGTACAAGCTATACACTGATAAATT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTACCCC
AGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AAATAGTGATTAGATCTGAAAATTTCTCGAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTAGA
AATTACTTGTGAAAGACCCAACAACAATACAAGAAAAGGTATACATCTAGGATTTGGGAGAGCATTGTATGCA
ACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGTAACCTTAATAGAACAAAATGGGAAAACACTTTAA
AACGGATAGTTACAAAATTAGGAGAACAATTTAAAAATCAAAATAAAACAATAACCTTCGATCTCTCCTCAGG
AGGGGACCCAGAAATTATGCTGCACAGTTTCAGTTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTAGATGAAATTTGGAACAACATGACCTGGATGCA
GTGGGAAAAAGAAATTGACAATTACACAGGCGTAATATACAATTTAATTGAAGAAGCGCAAAACCAACAAGAA
AAGAATGAACAAGAATTATTGCAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTCTC



TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATA
GCAGTAGCTGAGGGAACAGATAGGATTATAGAAATAGTACAAATAATTTGTAGAGCTATTCTCCACATACCTA
GACGAATAAGACAGGGCTTAGAAAGAGCTTTGCAATAA 
>DQ085876 
GCTACAGAGCAATTGTGGGTCACAGTATACTATGGGGTGCCTGTGTGGAAAGAAGCATCCACCACCCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAATTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAAGTGCATTAATCTGAATGCTACTAATTTGAATGATGCTAGCACCCAAGCTCCTACTACCAAGAG
TAATAGTAGTTGGATAAATGAGGAGGGAGAGATGAAAAACTGCTCTTTCAATGTTACCACAAGCAGAAAAGAT
AAGATGAAAAAAGAATATGCGCTTTTTCATACACTTGATATAGTATCAACAGGGGAAGGGGATAATACAAGCT
ATATACTGATAACTTGTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAACCAATTCCCAT
ACATTATTGTACCCCGGCTGGTTTTGCGCTTCTAAAATGCAATGATAAGAAATTCAATGGAACAGGAACATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGCTAAATGGCA
GTCTAGCAGAAGAAGACATAGTAATTAAATCTGAAAATTTTACGGACAATGCTAAAACCATAATAGTGCAACT
GAACGAAACTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGG
AGAGCATTTTATGCAGCAGGAGAGGTAATAGGAAAGATAAGACAAGCACATTGTAGCCTTAGTGAATCAAAAT
GGAAAAGGACTTTAGAACAGATAGCTACAAAATTAGGAGAACAGTTTAAAATCAATGAAACAATAGCCTTTGA
TCAACCTCCCCCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAACTGTGGAGGGGAATTTAAGCAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAA
AACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAAGTCAGAGTGAGATTTGGGATAA
CATGACCTGGATGGAGTGGGAAAGAGAAATTGGCAATCACACACGCTTCATATACTCATTGCTTGAAGAATCG
CAACACCAGCAAGAAAAGAATGAACAAGAATTATTGCAATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTG
ACATAACAAAATGGCTGTGGTACATAAGACTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGT
TTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGCTT
AATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGGAGAGCTA
TTCTCCATATACCCACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AY771590 
GCTGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTTGTG
CATCAAATGCTAAAGCATATGATACAGAGGCACATAATGTGTGGGCCACACATGCCTGTGTACCCACAGACCC
CGACCCACAAGAAATACCATTGAAGAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCATCAAGATATAATTAGTTTATGGGATCAAAGCCTACAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGTAGTGATTTAGGGAATAATACTAACACCAATAGTAGTGACTGGGGAAGAATGGAGAAAGGAGA
AATGAAAAATTGCTCTTTCAATATCACCACAGACCTAAGAGATAAGAAGCAGAAAGAATATGCAGTTTTTTAT
AAACTTGATGTGACACCAATAGGAAATGATAATACTAGCTATAGATTGATAAGCTGTAACACTTCAGTCCTTA
CACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGCTTTGCGATTCT
GAAGTGTAATGATAAGAAATTCAATGGAAGTGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTG
AGAATATCACGGACAATGTTAAAGTCATAATAGTACAGCTGAATCAATCTGTAGAAATTAATTGTACAAGGCC
CAACAACAATACAAGAAAAAGTATACATATGGGATGGGGGAGAGCATTTTACACAACAGGAGAAATAATAGAT
GATATAAGAAAAGCACATTGTAACATTAGTAAAGCAAAATGGGACAACACTTTAAAACAGATAGCTAACAAAT
TAAAAGAACAATTTAATAAAACAATAGTTTTTAATCAATCCTCAGGAGGGGACCTAGAAATTGTAATGCACAG
GTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGA
GTAATAAATCCCTAGATCAGATTTGGAACAACATGACCTGGAGGGAGTGGGAAAGAGAAATTGACAACTACAC
AGGCTTAATATACACCTTACTTGAAAACTCGCAGAACCAACAAGAAAAAAATGAACAGGAATTATTGGAATTG
GATAAGTGGGCAAATTTATGGAATTGGTTTGACATAACACACTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGAAGGGGTA
CTCACCATTATCATTCGCTGTTAGTTTGCTTAATACCATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTG
ATAGAAGCAGGACAAAGAGTTGGCAGAGCTGTTCTTCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCAATAA 
>JF804806 
GCTGGAAAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGGAAAGAAGCAAATACCACCCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAGGAAGTACTATTGGAAAATGTGACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAATAACCCCACTCTGTG
TCACCTTAAATTGCACTAAGTTGATTACTAATACCACTAATAATAATAATACTGCGGAGGGGGTGGAAGAAAT
GACAAACTGCTCTTTCGATGTCACAAACATGGGAAAGAAGCATAAAGAATATGCAATTTTTTATAAAACTGAT
GTAGTATCAATAGAGAAGAATACTTCAAACTATATACTGATACATTGTAACACCTCAACCATTACACAAGCCT
GTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGCGCCCCAGCTGGTTTTGCGCTTCTAAAGTGTAA



TGATAAGAAATTCAATGGAACAGGACCATGTGAAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCA
GTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAGAATTTCA
CGGACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTGTGCAAATTAATTGTACAAGACCCGGCAACAA
TACAATAAAAAGTATAAAAGTAGGATCGGGGAGAATAATCTATGCAAAAGGAAGAATAATAGGAGATATAAGA
AAAGCACAGTGTAACCTTAATAGAACAGAATGGGAAAAAACTTTAAAACAGATAGTTACAAAATTAGGGGAAC
AATTTAAAAATACAACACGAATAACCTTTAAGAACTCCTCAGGAGGGGACCCAGAAATTGAAATGCACAGTTT
TAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAACA
ATAGAACTTATGATGACATTTGGAACAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGA
ATTAATATACACTTTAATTGAAGAAGCGCAAAACCAACAAGAAAAGAATGAACAAGATTTATTGCAATTGGAT
TCATGGGCAAGTTTGTGGAGTTGGTTCAGCATATCAAACTGGCTGTGGTACATAAAAATATTTATAATGATAG
TAGCAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTC
ACCATTATCGTTCGCTGTTAATTTGCTTAATACCACTGCTATAGTAGTAGCTGAGGGAACAGATAGGGTTATA
GAAGTAGTACAAAGAGCTTGTAGAGCTATCCTCAACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTT
TGCTATAA 
>JF804814 
GCTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCATCCACCACCCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCTACAGA
TCCTAATCCACAGGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATGTGAATGCTACCGATACCAATGTGAACGCTACCAATAACAATGATACTAGTAA
TTGGAAAAATATGGAAGGAGAAATAAAAAGCTGCTCTTTCGATGTCACCACAAGAATAGGAAATAAGTTGCAG
AAAGAATATGCACTTTTTTATAAACTTGATGTAGTACCATTAAATAATGATAGTACAAGCTATACATTGATAA
ATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCAGCTGGTTTTGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGAACAGGATTATGTAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAAGTAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAAATGAATGAAACTGT
AGAAATTAATTGTACAAGACCCAGCAACAATACCAGAAAAAGTATACATCTAGGATGGGGGAGAGCATTTTAT
GCTACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTACCCTTAATGGAACAAAATGGAAAAAGACAT
TAGAACACATAGTTGCAAAATTAGGAGAACAATTTAACAGTACAAAAATAGCCTTTAATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
ATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTGGATGTTATTTGGAATAACATGACCTGGATGCAGTG
GGAGAAAGAAATTGACAATTACACAGGCTTAATATACACTTTAATTGAAGAAGCGCAAAACCAACAAGAAAAG
AATGAACAAGACTTATTACAATTGGATGCATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTGGGTCTTAGAATAGTTTTTGCTGTACTTTCTGT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCA
GTAGCTGAGGGGACAGATAGAGTTATAGAAGTATTACAAAGAATTGGTAGAGCTATTCTCCACATACCTACAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ085871 
GCTGAAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCACAGACCACCCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGTCCACAAGAAATAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAGCCATGTGTAAGATTAACCCCACTTTGTG
TTACCTTAAATTGCACTAATTTGGATAATACCACAAATAGTACTACTAACAGTAGTAGTAATGGGATGAAGGG
AGATATGAAAAACTGCACTTTCAATGTTACCACAATCAGAAGAGATAAGATAGAGAAACAATATGCACTTTTT
GATAAACTTGATATAGTACCAGTAGAAAATGATACTGAAAGCTATACGCTGATAAATTGTAACACCTCAGTCA
TTACACAAGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTACCCCGGCCGGTTTTGCGCT
CCTAAAGTGTAATGATAAGCAATTCAATGGAACAGGACCATGTAAAAATGTCAGCTCAGTACAATGTACACAT
GGAATTAGGCCAGTAGTGTCAACACAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGATATAGTAATTAGAT
CTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGTTGAACGAAACTGTACGAATTAATTGTACAAG
ACCCAACAATAATACAAGAAGAAGTATGCATCTAGGACCAGGGAGAGCATTATTTCATGCAACAGATATAATA
GGAGATATAAGACAAGCACATTGTAACCTTAGTGGGGAAGATTGGGAAAACACTTTAAAACAAATAGTTACAA
AATTAGGAGAACAATTTGGAAATATTACAAAAATAACCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTGT
AATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAAGTACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTCAGGATGAAATTTGGAACAACATGACCTGGATGCAGTGGGAGAAAGAAATTGA
CAATTACACAGGCTTAATATACACTTTAATTGAAGGAGCGCAATACCAACAAGAAAAGAATGAACAAGAATTA
TTACAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATAAGAATAT
TCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTGAATAGAGTTAG



GCAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGCTTAACGCAACAGCTATAGCAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAATACAAAGAACTTGTAGAGCTATCCTCCATATACCTACAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>AY535660 
GCCTCAAAGGACCTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGGGAAGATGCAGATACTATTTTATTTT
GTGCATCTGATGCTAAAGCACATAGTACTGAAAGGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACATTTGAAAAATGTAATAGAAAATTTTAACATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAAAAAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTACACTGTAAGAATGCAACCTTTAAGAATGCAACCATTAATGGTACTAGTGAGGGAACCAAGAATAT
CACTGTGAATAACAAAGAAGAAATGACAAACTGCTCTTTCAATGTAACCACAGAAATAGAAGATAAGAAAAAG
ACAGAATACGCGCTTTTCTATAAACTTGATGTAATACCAATTGAGGGTAAAAATAATAATGGTAATAGTAGTG
CTTATATATTAATAAATTGTAATGCCACAAACATTGAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATCCC
CATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGAGATAAGAATTTCAATGGAACAGGACCA
TGTAAAAATGTCAGTACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACTCAATTACTGCTAAATG
GCAGTTTAGCAGGAGAAAGTATAATAATTAGATCTGAAAACATCACAGACAATACCAAAACCATAATAGTGCA
GCTTAATCAATCTGTAGACATTATATGTACCAGACCCTATAATAATACAAGAAGAAGTATACACATTGGACCA
GGGCAAGCGTTTTTTGCAACAGGTGACATAATAGGAGATATAAGACAAGCTCATTGTAACATTAGTGGAGCAA
AATGGAATGAGATGTTACATAAGGTGATAGCAAAATTAAAGGAATCCTTTCCTGGTAAGAACATAACCTTTAA
TTCATCGGCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCGTTGGARAGATACGTAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCACTGGAAAAC
TCATCTGCCCCACTAATGTGCCCTGGAATGATAGTTGGAGTAATAAAACTTTTGAAGAAATTTGGAATAACAT
GACCTGGATAGAATGGGAAAGAGAAATTAACAATTACACATCACATATATACACCCTAATTGAAGAATCGCAA
AATCAGCAGGAAAAGAATGAACAAGAATTACTAGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACA
TATCAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTATAGTCAATAGAGTTAGGCAGGGATACTCACCTGTGTCATTGGCTATAAATTTGATTGAT
ACAATAGCAATAGCAGTAGCTGACTGGACAGATAGAGTTATAGAAGTAGGACAAAGAGTTTTTAGAGCTTTTC
TTAATATACCTAGAAGAATAAGACAAGGATTAGAAATAGCTTTGCTATAA 
>KM606632 
GCCTCAAGGGACCTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGGGAAGATGCAGATACCATTTTATTTT
GTGCATCTGATGCTAAAGCACATAGTACTGAAAAGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGGAAAATGTAACAGAAAAATTTAACATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAAAAAGTTTATGGGATGAAAGCCTAAAGCCATGTGTACAGCTAACTCCTCTCTGTG
TTACATTACACTGTACGAATGCAACCTTGAATATCACTGTGAGTAACAAGGAAGAAATAACAAACTGCTCTTT
CAATGTAACCACAGAAATAAGAGATAAGAAAAAGAAAGAGTATGCACTTTTCTATAAGCTTGATGTAATGCCA
ATTAAGGGAGAACATAATAATAGTAATAGTAGTGATTATATATTAGTAAATTGTAATGCCACAACCATTAAAC
AGGCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTATAAA
GTGTAGAGATAAAAATTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATC
AAGCCAGTGGTGTCAACTCAATTACTGTTAAATGGCAGTTTAGCAGAAGAAAGTATAATAATTAGATCTGAGA
ACATCACAGACAATGCCAAAACCATAATAGCGCAGCTTAATAAATCTATAGAAATTACATGTACCAGACCCTA
TAGTAATACAAGAAGAAGTATACACATTGGACCAGGGAAAGCGTTTTTTGCAACAGGTGATATAATAGGAGAT
ATAAGACAAGCTCATTGTAACATTAGTGGAGGAAATTGGAGTGAGATGTTAAAGGAGGTGAGAACAAAACTAG
GGGAATCCTTTCCTAATAAGAACATAACATTTAATTCATCGGCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACGTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATGATAGTTGGA
GTAATAAAACTTTTGAAGACATTTGGAATAACATGACCTGGATAGAATGGGAAAGAGAAATTAACAATTACAC
AGCATATATATACACCCTAATTGAAGAATCGCAAAATCAGCAGGAAAAGAATGAACAAGAATTACTAGCATTG
GACAAGTGGGCAAGTTTGTGGGATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAGATTATTTATAATAA
TAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTCAATAGAGTTAGGCAGGGATA
CTCACCTGTGTCATTGGCTATAAATTTATTTGATACAATAGCAATAGCAGTAGCTAACTGGACAGATAGAGTT
ATAGAATTAGGACAAAGAGTCTTTAGAGCTTTTCTTAATATACCTAGAAGAATAAGACAAGGATTAGAAAGAG
CTTTGCTATAA 
>AB547463 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGAGAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTGCCTATGCTAATTTGACCAAAAGCAATAACACAGTCAATGTCTCTAGTGAAATAGCAAA
TTTAGGAAATATAACAGAGGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAACTGAGAGATAAGAAGGAG
AAGGCCTATGCACTTTTTTATAAGCTTGATATAGTACAGCTTGGAAATAGTAATAGTAGTAAATACAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG



TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAAYTGCTGTTAAATGGTAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
CGTAGTAATCAATTGTACAAGACCTTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGTATTC
TATAGAAGAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGGTTAATGAAACAAATTGGTATAAAG
TTTTAAAACAGGTGACTGAAAAATTAAAAGAACACTTTAATAATACAATAGTCTTTGAACCATCCTCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTG
CTGTGCCTTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAACATGACATGGACAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAAG
AATGAAAAAGATTTGTTGGAATTGGATAAATGGACAAGTCTGTGGAGTTGGTTTAACATATCAAACTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGSTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTGATAGAAGTAATACAAATAGTTTGGAGAGCTATCCTCCACATACCTAGAA
GAATCAGACAGGGCTTTGAAAGGTCTTTGCTATAA 
>DQ366659 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACACGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATATAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTACAGTTAACTCCTCTCTGCG
TTATTCTACATTGTACCAATGCTAATTTGACCAATGTCACTAGACAAACCAATGCCCCTAGCATACTAGAAAA
TGTAACAGAGGAAATAAGCAACTGTTCTTTTAATACAACCACAGAACTAAGAGATAAGAAGCAGAAGGTCTAT
GCACTTTTTTATAAGCTTGATATAGTATCAATTGGAGGTAATAAGAGTAATAGTAGTGAGTACAGGTTAATAA
ATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGCAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAG
AAGAGATAATGATCAGATCTGAAAATCTCACAGATAATACCAAAAACATAATAGTGCACCTTAATAAATCTGT
AGAAATCAATTGTACAAGACCCTCCAACAGTATAAGAACAAGTATGACTATAGGACCAGGACACGTATTCTAT
AGAACAGGAGACATAGTAGGAGATATAAGACAGGCATATTGTGAGGTTAATGGAACGAAATGGAATAAAGTTT
TAAAACAGGTGTCTGAAAAATTAAAAGAGCACTTTAAAAATAAGACAATAGTCTTTCGGCCACCCCCAGGAGG
AGATCTAGAAATTACAAGGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
CTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTA
CTGTGCCCTGGAATTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATG
GGAGAGAGAAATTAACAATTACACAAGCCAAATATTTGATTTACTTATAGAATCGCAAAACCAGCAGGAAAGG
AATGAAAAGGATTTGTTAGAATTGGATAAGTGGACAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGCTAT
GGTATATAAGAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCCACAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAA
GAATCAGACAGGGTTTAGAAAGGTCTTTGCTATAA 
>DQ366660 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCAGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGACAGAAGCGCACAACATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTACCAACGCTAATTTGACCAATGTAAGTAACAAAGGCAATGTCCCTGGCATAGGAAATAT
AACAGATGACATAAAAAACTGTTCTTTTAATATAACCACAGAACTAAGAGATAAGAAGCAGAGGGTCCATGCA
CTTTTTTATAGGCTTGATATAGTACCAATGGAAGGTAATAATAATACAGAGTACAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCGTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTTTGAAGTGTAATGATAAGAATTTCAGTGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATATCACAAACAATGCCGAAATCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGTACTAGACCCTCCAACAATACAAGAACAAGTGTACATATAGGACCAGGACAAGTATTCTATAGAACAGGA
GACATAATAGGAGATATAAGACAAGCATATTGTAACATTAATGGAACAGAATGGAATAAAGTTCTAAAACAGG
TAACTGAAGAATTAAAAAAGCATGTTAATAATACAACAATAAAATTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACAAAACTTGGAGTAATAGATCTTATGAAGAAATTTGGAACAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGGACCAGCAGGACAGGAATGAAAAG
GATCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATATAA
AAATATTTATAATAATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG



AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGGGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGTCTTTGCTATAA 
>DQ366661 
GCCTCAAACAACCTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAAAGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCACCTGGTAAATGTAACAGAATATTTTAACGTGTGGAAAAATACAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTATCGGGGCTAATTTCACCAATGTCAATATCACGAATGAATTGACCAATGTCACTATAGG
AAATCTAACAGATGAAGTAAAAAACTGCTCTTTTAATATGACCACAGAAATAAAAGATAAGAAGCAGAAAACC
TATGCACTTTTTTATAAGCTTGATGTAGTACCAATTACAGAGGATGAGAAGAAGAGTAATGAGCACAGGTACA
GGCTAATAAATTGTAATTCTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGATAGGGTTATGTAAT
AATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTGATATCAACTCAATTGCTGTTAAATGGTAGCC
TAGCAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCATCTTAA
TAAGTCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAA
GTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTAAGATTAATGGAACAAAGTGGA
ATCAAGTTTTAAAACAGGTAGCTAAAAAATTAGAAAAGCACTTTAATAAGACAACAGACTTTCAACCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATC
CTGGCTGTGGAAAGATACCTACAAGATCAAAAGGTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCATCTGCA
CCACTGCTGTGCCCTGGAATTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGATAACATGACATGGAT
ACAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGATATACTTACAGAATCGCAGAACCAGCAG
GAGAGGAATGAAAAGGATTTATTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAGCATATCAAAGT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGTTTGATGCCACAGCA
ATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAGGTAGTACAAAGAGCTTGGAGAGCCATTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>EF165539 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCAGGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTACTTTGACCAATGTAAATATAACCAATGGCCCTAACCTAGGAAATATAGA
AAATATAACAGAAGAAATAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAGGTC
TATGCACTTTTTTATAAACTTGATCTAGTACAAATTAATGGTAATGGTGGTAAATATAGGTTGATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTCTCAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATATCACAGACAATGCAAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATATAAGAACAAGTGTACATATAGGACCAGGACAAGCATTCTATAAAACA
GGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAAC
AGGTAGCTGGAAAATTAAGAGAGCACTTTAATAAGACAATAAGCTTTAAACCACCCTCAGGAGGAGATCTAGA
AATTACAATGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCATTTGGAGCAATAGATCTTATGAAGAAATTTGGAGCAACATGACATGGATAGAATGGGAGAGAGA
AATTAGCAATTACACAGGCCAAATATATCGGATACTTACAGAATCACAGAACCAGCAGGACAAGAATGAACGG
GATTTGTTAGAATTGGATAAATGGACAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAG
GGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTAGTATAA 
>JN235962 
GCTGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGATCC
CAATCCACAAGAAATAGTTCTGGAAAATGTAACAGAAAAATTTGATATGTGGAAAAATTACATGGTAGAACAA
ATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTGTTA
CTCTACATTGTAAGAATGTCACTGCCACTAACAGTCAAAATAGCACCCTGAAGGAAGAGCAAGGGGCAATACA
AAACTGTTCTTTCAATATGACCACAGAAGTAAGAGACAAGCAGCAACAAGTACAAGCACTTTTTTATAAACTT
GATATAGTACCAATCAGTAATGGTAATGACAGTAAATACAGGCTAATAAATTGTAATACTTCAACCATTACAC
AGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAA



ATGTAATGATAAAAAGTTCAATGGGACGGGACCATGCACTAATGTCAGCACAGTACAATGTACACATGGAATT
AAACCAGTAGTATCAACTCAATTGTTATTAAATGGCAGCCTAGCAGAAGAAGATATAGTAATCAGATCTCAAA
ATATCTCAGATAATGTAAAAGTCATAATAGTACACCTTAATGAATCTGTACAGATTAATTGTACAAGACCCAA
CAATAATACAAGAAAAAGTATATCGATAGGACCAGGGCGAGCATTTTATGCAACAGGAGAAATAATAGGAGAC
ATCCGAAAAGCACATTGTAACGTTAGTGGAACACAATGGAATAAAACAGTAGAACAGGTAAAGGCAAAGTTAA
AGCCTTATTTCCTTAATGCAACAATAAAACTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAATGCATAG
TTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTACCTTGGAATAATAGTTGGA
GTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGGAATGGGAAAAAGAGATTAGCAATTACTC
AAGTGAAATATACAGGTTAATTGAGGAGTCGCAAAGACAGCAGGAAAAGAATGAACAAGAATTATTGGCATTG
GACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTATGGTACATAAAAATATTCATAATAA
TAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTCAGGCAGGGATA
CTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCCGAGGGGACAGATAGAGTT
ATAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAAGAG
CTTTGCTATAA 
>FJ213782 
GCTGCTGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAATTAGTTCTGGAAAATGTAACAGAAAATTTTGATATGTGGAAAAATTATATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGCG
TTACTCTAAATTGTAGTAATGCCAAAAACAGCACCCTGAACAGCACCCTGCTGAAGGAAGAGACAGGGGCAAT
ACAAAACTGTTCTTTCAATATGACCACAGAAATAAGAGACAAGCAGAAAAAAGTACATGCACTTTTTTATAAA
CTTGATATAGTACCAATCAGTGATGACAGTGGCAGTAATAGTACTGGCAGTGGAATATACAGGCTAATACATT
GTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGGACGGGACCATGCTTTAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTATTAAATGGCAGYCTAGCAGAAGGAG
ATATAATAATCAGATCYCAAAATATCTCAAATAATGCAAAAACCATAATAGTACACCTTAATGAATCTGTACA
GATTAATTGTACAAGACCCAACAATGCTACAAGAAAAGGTATATCGATAGGACCAGGGCGAACATTTTATGCA
ACAGAAAAAATAATAGGAGACATCAGAAAGGCACATTGTAACATTAGTAGAACACAATGGAATAAAACAGTAG
AACGGGTAAAGGCAAAGTTAAAGACTTATTTCCCTAATGGAACAATAATAAAATTTAACTCATCCTCAGGAGG
GGACCTAGAAATTACAACACATAGTTTTAACTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTGGGAATTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTG
CTGTACCTTGGAACAATAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACCTGGATGCAATG
GGAAAAAGAGATTAGCAATTACTCAAATGAAATATACAGGTTAATTGGGGAATCGCAGATACAGCAGGAAAAG
AATGAAAAAGAATTATTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGCTGGCTGT
GGTATATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGCAAATAGATGCAGGCAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTA
GTAGCTGAGGGGACAGATAGAGTTATAGAATTTTTGCAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAA
GAATAAGACAGGGCTTCGAAAGAGCTTTGCTATAA 
>EU735534 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGACGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
TCCCAATCCACAAGAAGTAGAGCTGAAAAATGTAACAGAAAATTTTGATATGTGGAAAAACAACATGGTAGAG
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACCCCCCTCTGTG
TTACTTTAAATTGTAGTAATGTTAATGTTACTAATGACTCTCAAAACAGCACCCTGAAGGAAGAGGCAGGGGC
ACTACAAAACTGTTCTTTCAATATGACCACAGAAATAAGAGATAAGCAGCAGAAAGTACATGCACTTTTTTAT
AGGCTTGATATAGTACCAATCAGCGATAATAGCAATGGCAGCAATGGCAGTGGAAAATACAGGCTAATACATT
GTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCC
AGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGGACGGGGCCATGCAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAGAAGAAA
GTATAATAATCAGATCTCAAAATATATCAGATAATACAAAAACCATAATAGTACACCTTAATGAACCTGTACA
GATTAATTGTACAAGACCAAACAGCAATACAAGAAAAGGCATACATTTAGGACCAGGACGAGCATTTTATACA
ACAGGAGAAATAATAGGAGACATCAGAAAGGCACATTGTAATGTTAGTGGAGCACAATGGAATAAAACGATAG
AACAGGTAAAGAGAAAGTTAAAATCTCATTTCCCTAATGCCACAATAAAGTTTAACTCATCCTCAGGAGGGGA
CCTAGAAGTTACAATGCATAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATG
TGCCATGGAATTCTAGCTGGAGTAATAAATCTCAGCAGGAGATCTGGGAGAACATGACATGGATGGAGTGGGA
AAGAGAGATTAGCAACTACTCAAATGAAATATACAGGTTAATTGAAATATCGCAAATCCAGCAGGAAAAGAAT
GAACAAGAATTATTGGCATTTGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAGCTGGCTGTGGT
ATATAAGATTATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTTCTGTGCTTTCTATAGT



AAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACCATAGCAATAGTAGTA
GCTGAGGGGACAGATAGAGTTATAGAAGCTTTGCAAAGATTTGGTAGAGGTATCCTCCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>EU735536 
GCTAATGAAACCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGACGCTAAAGCATATGACAGAGAAGTACATAATGTATGGGCTACACATGCCTGTGTTCCCACAGA
TCCCAGTCCACAAGAAGTAGTTCTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAG
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTATTAATGCCACTGGTACTAATGCCATCAATGGCACTAACACCACCAATGGCACTCAAAA
CAGCGCCCTAAGAGAAGATCCAGGGGCAGTACAAAACTGTTCTTTCAATATGACCACAGAAATAAGAGATAGG
CAGCAGAGAGTGCGGGCACTTTTTTATAAGCTTGATCTAGTACCAATCAACAGTGGCCAGAATAACAGTACAA
ATTGCAATTCCTCAACCATTACACAGGCCTGTCCAAAGGTATCTTGGGATCCAATTCCCATACACTATTGTGC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGATGAAAAGTTCAACGGGACGGGGCCATGCACGAATGTCAGC
ACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGTCTAGCAAAAG
AAACTATAATAATCAGATCTCAAAATATATCAGATAATGCAAAAACCATAATAGTACACCTTAATGAATCTGT
ACAGATTAATTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAATATAGGACCAGGACGAGCATTTTAT
GCAACAGAACAAATAATAGGAGACATCAGAAAAGCACATTGTAACGTTAATGGAACACACTGGAATGAAACGT
TAGAACGGGTAAAAGCAGAGCTAAACTCTTACTTCCCTAATAAGACAATAATATTTAATTCATCTTCAGGAGG
GGACCTAGAAATCACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
CTGTGCCCTGGAACTCTACATGGAGTAATAAATCTGAACAGGAGATCTGGGGAAACATGACATGGATGGAGTG
GGAAAAAGAGATTAGCAATTACACACAAGGAATATACAGATTGCTTGAGGCATCGCAAAACCAGCAGGAAAAG
AATGAACAAGAATTACTGGCATTGGACCAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACACTGGCTGT
GGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCTTTAGCTATTAGCTTGCTTAATACCACAGCAATAGTA
GTAGCTGAGGGGACAGATAGAGCTCTAGAAGCTTTGCAAACAATTGGTAGAGGTATCCTCCACATACCTAGAA
GAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EU735540 
ACCATGGGACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAATGGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTTTGTG
TTACTTTAAATTGTACTACCTTCAATGGCACTCGAACTCAAAACAGCACCCTAGAGCAAAACAGCACTCTGAA
GGAAGAGCCAGGGGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGCAGCAGAAAGTA
CATGCACTCTTTTATAGACTTGATATAACACCAATCAACAATAATAACAGTAATGACAGTGCATACAGGCTAA
TAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAAAGTTCAATGGAACGGGGCCATGCAAGAATGTT
AGCACCGTACAATGCACACATGGGATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAG
AAGAAGATATAATAATCAGGTCTCAAAATATCTCAGATAATGCAAAAATCATAATAGTACACCTTAATGAATC
TGTACAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGCATAGGACCAGGACGAGCATTT
TATACAACAGGAGAAATAATAGGAGACATCAGAAAGGCATATTGTAACGTTAGTAGAACACAATGGCATAAAA
AATTAAACCAGGTAAGAGCAGAGTTAAAGCATCATTTCCCTAATAAAACAATAAACTTTACTTCATCCTCAGG
AGGGGATCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAAGCAAGAGTCCTA
GCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGGGCTGCTCTGGGAAACTCATCTGCACCA
CTAATGTGCCTTGGAATAATAGTTGGAGTAATAAATCTCTGGAAAAAATTTGGGATAACATGACCTGGATGGA
ATGGGAGAGGGAAATTGACAATTACACAAGCATAATATATAATTTAATTGAAGAATCGCAGAACCAACAAGAA
AAAAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTACCATAACAAATTGGC
TTTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGTACTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTACTGAATGCTTTAGCTATA
GCAGTAGGTGAGGGAACAGATAGGGTCATAGAAGCAGCACAAGTAATTGGTAGGGGTATCCTCCACATACCTA
GAAGAATAAGACAAGGGCTTGAAAGGGCTTTGCTATAA 
>EU735539 
ACCATGGAAAATACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAGCCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAATGGTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTGCCTTCAATGGCACTCAAAACAAGCATCAAAACAACACTCTAAAGGACACCCAGCA
AAACAACACTCTAGAGGAAGAGTCAGGGGCAATACAAAACTGTTCTTTCAATGTGACTACAGAAGTAAGAGAT
AAGCCGCAGGAAGTACATGCACTCTTTTATAAACTTGATATACTACCAATCAGCGGTAATGATAATAAAAGTG
AAAAATTCAGGCTAATACATTGTAATACCTCAACCATCACACAGGCTTGTCCAAAGGTATCTTGGGATCCAAT



TCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGGACGGGG
CCATGCAAGAATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAA
ATGGCAGCCTAGCAGAAGAAGATATAATAATCAGGTCTCAAAATATCTCAGATAATGCAAAAATCATAATAGT
ACACCTTAATGAATCTGTACAAATTAATTGCTCAAGACCCAACAACAATACAAGAAAGGGTATACCTATAGGA
CCAGGAAGAGCATTTTATACAACAGGAGAAATAATAGGAGACATCAGAAAGGCACATTGTAACATTAGTGGAA
CACAATGGCATAAAAAATTAGAACAGGTAAAGGCAGAGTTAAAGTCTCAGTTCCCTAATACAACAACAATACA
ATTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCCAGAGTCCTTGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGCAATAAAACTTTAGACAAAATTTGGAA
TAACATGACCTGGATGGAGTGGGAGAGAGAAGTTGACAATTACACAGGCTTAATATACTCCTTACTTGAAGAA
TCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTATCATTAGATACATGGGCAAGTCTGTGGAGTTGGT
TTACCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAAT
AGTTTTTACTGTAATTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTACTAGCTTG
CTTAACACTATAGCTATAACAGTAGCTGAGGGAACAGATAGGGTTATAGAAGCAGCACAAAAAATTGATAGAG
GTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>EU697905 
GCCTCAAATAACTTGTGGGTCACAGTATATTATGGGGTACCAGTGTGGGAAGATGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAGTCCACAAGAAATAACTCTGGTAAATATAACAGAAACCTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGATGCTAACCCCTCTCTGTG
TTACCTTAAACTGTAGCAATGTCAATGTCACTTGTCCTAGTCAGGGGAATAAGACTAACGATGCTATGTGTGA
AGAACAAGGAAACTTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGGAAGACAGAATAT
GCGCTTTTCTATAGATTTGATGTGGTACCAATTGGTCACCCTAGTAATGACTCAGGTGATTATAGGCTAATAA
ATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATTCCCATACATTATTGTGC
TCCAGCTGGGTTTGCGATCTTAAAGTGTAATGATAAGAATTTCACTGGGAAAGGACAATGTAAAAATGTCAGT
TCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTACTAAATGGTAGTTTAGCAGAAG
AAGAAATAGTAATTAGATCTGAAAACATCACAGACAATACCAAAATTATAATAGTGCAGCTTAATAAATCTGT
AGAAATTAATTGTACCAGACCCAACAACAATACAAGAAAAAGTATAAGAATCGGTCCTGGACAAGCGTTCTAC
GCAACAGGTGACATAATAGGAGATATAAGACAAGCACATTGTAATGTAAGTGGAAAAGCATGGAATGAAATGT
TGCGGAATGTAGCGGCACAACTAAAAAAGGTCTTCACTAACAATAGTACTATTATTTTTAACTCATCCACAGG
AGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACCA
CTAATGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGGACAATATGACCTGGATAGA
ATGGGAGAGGGAAGTCAGCAATTACACACTACAAATATACAGCCTAATTGAAGAATCGCAAATCCAGCAGGAA
AAAAATGAACAAGACTTATTGGCACTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATATCAAACTGGC
TATGGTATATAAGAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGAAGGGATACTCACCCTTGTCATTTGCTATTAATTTGTTTGATACAATAGCAATA
GCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTATTTTCAATATACCTA
GAAGGATAAGACAAGGCTTAGAAAGAGCTTTGCARTAA 
>EU697909 
ACCTCAAATCAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGACGCAGATACCCCTCTATTTT
GTGCATCTGACGCTAAAGCATATAGTACTGAAAAGCATAATGTCTGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATATCCCTGAAAAATATAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAAATGTACTAATATCACTTGTCCTAATGGGGACAGTACTGGGGACAACGCTACGTGTGCAGAAGC
AGGAAACTTAACAAACTGCACTTTCAATATAACCACAGAAATAAGAGATAAGAGGAAGGCAGAATATGCTCTT
TTCTATAGACTTGACGTGGTACCAATTGATGGTGCTAATGGGTCAAGGGATTATAGGCTAATAAATTGTAATG
TCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGG
GTTTGCGATTTTAAAGTGTAGAGAAGGAAATTTCAGTGGAAAAGGAGAATGTAAAAATGTCAGTTCAGTACAA
TGTACACATGGAATTAAACCAGTGGTGTCAACTCAATTACTATTAAATGGTAGTTTAGCAGAAGGAGAAATAG
TAATTAGATCTGAAAATATCACAAACAATGCCAAAAACATAATAGTGCAGCTTAATGAATCTATAGCAATTAA
TTGTACCAGACCCAACAACAATACAAGAAAAAGTATAAGAATCGGTCCTGGACAAGCGTTCTACGCAACAGGT
GGCATAATAGGAAATATAAGACAAGCATATTGTAATATAAGTAGAACAAAATGGAAGGAGGTGTTACAGAATG
TAAGGGCACAACTAGGAAAGATCTATAATAACACAAATATAACAAATATAATCTTTAAACCACACGCAGGAGG
GGACCTAGAAATTACAACTCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGGACAACATGACCTGGATACAATG
GGAAAGGGAAGTCAGCAATTATACACAAGAAATATACAGGCTAATTGAAGAATCGCAGACCCAGCAAGAAAAA
AATGAGCAAGACTTATTGGCACTAGACAAGTGGRCAAGTTTGTGGAGCTGGTTTGACATAACAAACTGGCTAT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT



AGTAAATAGAGTTAGGAAGGGATACTCACCCTTGTCATTCGCTATTAATTTGATTGATACAATAGCAATAGCA
GTAGCTAACTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTATTTTCAACATACCTAGAA
GGATAAGACAAGGCCTTGAAAGAGCTTTGCAATAA 
>MH078557 
GCTGCAGACAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAGACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGAAAAGGAAGCACATAATGTCTGGGCCACACATGCCTGTGTACCCAC
AGATCCTAATCCACAAGAAATAAATCTGACAAATATAACAGAAAATTTTAATATGTGGAAAAATGACATGGTA
GAACAAATGCATACAGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTGAAGTTAACCCCACTCT
GTGTTACTTTAAACTGTACTGATGCCAACAGCACCAGGGCTAATACCACTGCCAATGACAAACTGAAGGAAGA
TCAAGGGGTAATAAAAAACTGTACCTTCAATATGACCACAGTAGTAAGAGATGAGCAGAAGAAAGTAAATGCA
CTTTTTTATAAACTTGACATAGTACAAATTGGCAATACAAGTAATACATACAGGCTAATAAATTGTAATACCT
CAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTA
TGCAATTCTAAAATGTAAAGATACAGAGTTCAATGGGACGGGACCATGCAAGAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAATTATTGTTAAATGGCAGCTTAGCAGAAGGAAAAATAATAA
TCAGATCACAAAATCTCTCAGATAATGCAAAAACCATAATAGTACACCTTAATGAATCTGTACAGATTAATTG
TACAAGACCTAATAATAACACAAGAAAAAGTATACCTGTAGGACCAGGACGAGCATTTTTTGCAACAGGAGAC
ATAATAGGAGATATTAGAAAGGCACACTGTAATGTTAGTAGAACACAATGGAATGACACAATAAAAAGAGTAA
AAGAAGAATTAAAGTCTCTCTTTAATAAAACAATACAATTTGACCAACCCTCAGGAGGGGACCTAGAAATTAC
AATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTAGAAAGATACCTA
CAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACT
CTAGTTGGAGTAATAAGTCTCAGGACGAGATTTGGGGGAACATGACCTGGATGGAGTGGGAAAGAGAGATTAG
CAATTATTCAGAAACAATATACAAGTTAATTGGAGAATCGCAGAGCCAGCAGGAAAAGAATGAACAAGACTTA
TTGGAATTGAACCAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAAGTGGATGTGGTATATAAGAATAT
TCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTACTGTGCTTTCTATAGTTAATAGAGTTAG
GAAGGGATACTCACCTTTGTCATTGGCTATTAGCTTGTTTAACACCACAGCAATAGTAGTAGCTGAGGGGACA
GATAGAATTATAGAAGTGTTGCAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGAG
CGGAAAGGCTTTTGCTATAA 
>HM026457 
GCTGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTCTGGAGAGAGGCAACCACTAATCTATTCTGTG
CATCAGATGCTAAATCATATGAAAAGGAGGTACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGATCC
CAGTCCACAAGAAATAGAATTGAAAGGTGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAACAA
ATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTGTTA
CTTTAATCTGTACTAATGCCACTAACAATGGTACTAATGCCACTCTTAGTGGTCTTCAAGACAGCGCCCTGAA
GGAAGAGCCAGGGGCAATACAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGCAGCTGAACGTA
AGTGCACTTTTTTATAAGCTTGATATAGTACCAATCAGCAGTAGCACTAAAGGTAGTAGTGGAAAATACAGGC
TCCTAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTACTAACAAAAGGTTCAATGGGACGGGGCCATGCCAGAAT
GTCAGCACAGTACAATGTACACATGGAATTAGACCAGTGGTATCAACTCAACTATTGTTAAATGGCAGCCTAG
CAGAAGAAGGTATAATAGTTAGATCTCAAAATATCTCAGATAATACAAAAACCATAATAGTACACCTTAATAA
AGCTGTATACATTAATTGTACAAGACCCAACAACAATACCAGAAAAAGCATACAAATGGGACCAGGACGAGCA
TTTTACACAACAGGAGAAATACTAGGAAACATCAGAAAGGCCTATTGTCTTGTTAATGGACCACAATGGAATG
AAACGCTAAGAGGGGTGAAGGTAGCATTAGAGTCTCATTTCCCTAATAAAACAATAGAATTTAGCCCATCCGC
AGGAGGGGACCTAGAAGTTACAATGCATAATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGACTC
CTGGCTGTGGAAAGATACCTAAGAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCC
CCACTAATGTGCCCTGGAACTCTAGTGGAGTAATAAATCTCAGCAGGAGATTTGGAACAAGCATGACCTGGAT
GCAGTGGGAAAAAGAGATTAGCAATTACTCAAATGAAATATATAGGTTAATTGAAGAATCACAGAACCAGCAG
GAAAAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAGCT
GGTTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTCTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTGGCTATCAGCTTGTTTAATACCACCGCA
ATAGTAGTAGCTGAGTGGACAGATAGAGTTCTAGAAGTTTTGCAAAGAGTGGGTAGAGCTATTCTTCACATAC
CTAGAAGAATAAGACAGGGCGCAGAAAGGGCTTTAATATAA 
>GQ372987 
GCTGAAAAGTCTGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTC
TATTTTGTGCATCAGATGCTAAGGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATGTTATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAACATG
GTAGATCAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCAC
TTTGTGTTACCTTAAATTGCAATAATACTGTCACCACTAATGCTAGCATGAATAATAGTGGAGAAATGAAAAA
TTGCTCTTTCAATATCACCACCCAAACGAGAGGGAGAAAGAGAGAATATGCACTTTTTTATAACCTTGATGTA
GTGCAATTAGAATCAGACAAAACTAGTACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGG
CTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTG



TAATGATAAGCAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGG
CCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGCCTAGCAGAAGAAGATATAATAATCAGGTCTCAAAATA
TCTCAGATAATGCAAAAAGCATAATAGTACAGTTGAATGAATCTATAAGCATTAATTGTATAAGACCCGGCAA
TAATACAAGAAAAAGTATACATATGGGACCAGGCAAGGTATTTTATGCAACAGGAGATATAATAGGAAATATA
AGACAAGCACATTGTAACATTAGTAAAGCAAAATGGAATAACACTTTAAGACAGATAGCCAGAAAATTAGGAG
AACAATTTAACAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCATACTTT
TAACTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
ATCATGGGGATTTGGGGTTGCTCTGGAAAATACATCTGCACCACTGCTGTGCCTTGGAATACTAGCTGGAGTA
ATAAATCTTATGATCAGATTTGGAAGAACATGACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAG
TGAAATATACAGCTTAATTGCACTATCGCAAGACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTGGAC
AAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTAGTAGGATTAAGAATAGTTTTTGCAATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCATTGTCATTCGCCATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGGACAGATAGAATTATA
GAAGCTTTGCAAAGTGCTGGTAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTT
TACTATAA 
>FJ670529 
GCTGAAAAGTCTGAAACTTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATAATACAGAGGCCCATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATGGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGATCAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACACCAC
TTTGTGTTACCTTAAATTGCAGTGATGTTGCTAGCATCAACAATAATACTGCTAGCATCAATAACAATAGCAG
CAGTAATAGTAGTGGGAAGGGAACAATAGAAGGAGGAGAGATGAAAAATTGTTCTTTCAATATCACCACCCAA
ACGGAGGAGAGAAGGAAAGAATATGCACTTTTTTATAAACTTGATGTAATGCAATCAGGATTAGGCAATACTA
GCTATAGGTTGATAAATTGTAACACCTCAGTCATCACACAGGCCTGTCCAAAGACATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGCAGTTCAATGGAACAGGACCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATG
GCAGCCTAGCAGAAGAAGATATAATAATCAGGTCTCAAAATATCTCAGATAATGCAAAAAGCATAATAGTACA
GTTAAATGAATCTATAAGCATTACTTGTACAAGACCCGGAAATAATACAAGAAGAGGTATACATATGGGACCA
GGTCGGGTATTATATGCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAAACAA
AATGGAATAACACTTTAGGACAGATAGCCAGAAAATTAAAAGAACAATTTCCCAATAAAACAATAGTCTTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTGTGATGCATACTTTTAACTGTGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGATTATGGGGATTTGGGGTTGCTCTGGAAAAC
TTATCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTTATAATGAGATTTGGGACAACAT
GACCTGGATGCAGTGGGAAAAAGAAATTGATAATTACACAAATGAAATATACGGCTTAATTACACTATCGCAA
AGCCAGCAAGAAAGGAATGAACAAGAATTATTGGCATTGGACAAATGGACAAGTTTGTGGAGTTGGTTTGACA
TATCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTCTT
TACAGTACTTTCCATAGTGAATAGAGTTAGGAAGGGATACTCACCATTATCGTTCGCCATTAGCTTGCTTAAT
ACCACAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTTTAGAAGCTTTGCAAAGTGCTGGTAGAGCTGTTA
TCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGACTTTGCTATAA 
>GQ175881 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAAATGCCAAAGCACATGAGACAGAAGTGCACAATGTATGGGCCACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAGATATACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAG
CAGATGCAGGAGGATGTAAGCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAACGTTAACTCCTCTTCCCG
TTACTGTTATTTGTAGTAGAAGTATTGTTAATTTTAGTAGAGTAGGCAGTATCACTACAAATAGAAGCAGAGA
TTGTAACGCAGTAACCAATTCTATCACAGTAAACAATACAATAGCAGATGAAGTAAGAAACTGTTCTTTTAAT
ATGACTACAGAACTAAGAGATAAGAAGCATAAGGTCTATGCACTTTTTTATAAGCTTGATATAGTACAAATGG
GAAATAATAACAATAGTAGTGATAGTGGTGAGTACAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGC
TTGTCCAAAGGTATCATTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGT
AATGATAAGAATTTCACTGGGATAGGGCCATGTAAAAATGTCAGCTCAGTGCAATGCACACATGGAATCACCC
CCGCCGGGTCAATTCATTCGTTGTTAAATGGTAGTCTAGCAGAAGAAGAGATGATAATCAGATCTGAAAATGT
CACAGACAATGCGAAAAACATAATAGTGCACCTTAATAAATCAGTAGAAATCAATTGTACTAGACCCTCCAAC
AACACAAGAAAAGGTATAACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAAGTAATAGGAGATATAA
GAAGAGCATTTTGTGAGGTTAATGGAACAACATGGAGTAAAGTTCTAAAACAAGTAGCTGGAAAACTAAAAGA
GCACTTTAAGAAAAACATAACCTTTGAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAAT
TGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCC
TAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGCAACTCCACTTGGAGTAATAG
ATCCTTTGAAGAGATTTGGGAAAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTATACAAACCAA
ATATATGAGTTACTTACAAAATCGCAGGACCAGCAGGACAGGAATGAAAAGGATCTGTTAGCATTGGATGAAT
GGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGG



AGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCT
TTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAATAGCGGGGTGGACAGATAGGGTTATAGAGG
TAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGCTTTTGCT
ATAA 
>GQ175882 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAAATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACAGGAGGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTGCTTTAAATTGTAGCTACAATTTTACTTGGGGCAACATAACAAAGAAGGATCCCAAAATAGGGAATTTTAC
AGATGACGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGCAGGTCTATGCACTT
TTTTATAAGCTTGATATAGTACCAATTGAAAATAATGACAATAGTAGTGACAATAGTAGTAGTGACAATAGTA
GGGAGTACAGGTTAATAAATTGTAATAACTCAGTCATTAAGCAGGCTTGTCCAAAGGTGTCCTTTGATCCAAT
TCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAGATGTAATGAGAAGAATTTCAATGGGACAGGG
CCATGTAGCAATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGATGTCAACTCAATTGCTGTTAA
ATGGTAGTCTAGCAGAAGATGAGATAATAATCAGATCTGAAAATCTCACAGACAATATGAAAAACATAATAGT
GCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAAGACAAGAACACGTTTACATATAGGA
CCAGGACGGGCATTCCTTAGAACAAGAGGAATAATAGGAGATATAAGAAGAGCATATTGTGAGGTTAATGGAA
CAACATGGAATAAAGTTCTAAAACAAGTAGAAGGAAAACTAAAAGAGCACTTTCAGAATAGAAATATAACCTT
TCAACCACCCTCAGGAGGAGATCTAGAAGTCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCAGTTGGAGTAATAAATCTTATGAAGATATTTGGAATAA
CATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTATACAAACCAAATATATGCATTACTTACAAAATCG
CAGGACCAGCAGGACAGGAATGAAAAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTA
ACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGT
TTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT
AATACTACAGCAATAGTAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAGCAGCTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>HQ385479 
GGTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACCACTTTATTTT
GTGCATCTGATGCTAAAGCATATAGCAAGGAAGCCCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCACACCCACGAGAAGTAAAACTGGAAAATGTAACAGAAAATTTTAATGTATGGAAAAATGATATGGTAGAG
CAGATGCATGAGGATATAATTAGTGTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTTAAAACCAATAACTCCACAGCCAATAACACCAATGACACCACACCCACTAG
CCCAACAGCCACTAGCTCTCCTATAGAGATGAAAAACTGTTCTTTCAATATAACTACAGGAGATAAGAAGAAG
AAAGAATACGCGTTTTTCTATAAAACAGATATAAGACCAATTGATAATAATTCTACTGATTATATTCTAGTAC
ATTGTAATACCACAGTCATTAAACAGGCGTGTCCAAAGGTGTCCTTTCAACCAATTCCCATACACTATTGTGC
TCCAGCTGGTTTTGCGATTCTACAATGTAATGATATAATGTTTAATGGGACAGGACCATGCGAAAATGTCAGT
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGATACTAAATGGTAGTATAGCAGAAA
AAGGAATAATAATTAGATCTGAAAATATCTCAGATAATACTAAGAACATAATAGTACAACTTGATAAACCTGT
AACAATTAAGTGTATCAGACCCGCCAACAATACAAGAAAGGGTATACACTTAGGACCAGGGCAAGTGCTCTAT
GCAACAGGTGCAGTTGTAGGACAGATAAGACAAGCACATTGTAACATCAGTGAATCAGACTGGAATAACACTC
TAAGTAAGGTAGCTATAAAACTAAGAGAATACTTTAATGAGACAACAACAATAAAATTTGAGTCAGCAACTCC
AGGAGACATAGAGATTACGACACATACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTT
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAATTCATCTGCACCA
CTTCAGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTTATGAGGAAATTTGGGAGAACATGACATGGAGGGA
ATGGGAGAAGGAAATTGACAATTATACAGGACTAATATACACTCTAATTGGAGAAGCACAAAACCAGCAGGAT
AAGAATGAACAAGACTTATTGTCTTTGGATAAGTGGACAAACCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTGC
TATAATAAATAGAGTTAGGCAGGGATACTCACCTGTGTCGTTGGCTATTAGTTTGTTTGATGCCATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGATCATAGAAGTAGCACGAAGAGCTTTTAGGGCGCTTCTTAACATACCTA
GAAGAACAAGACAGGGGCTTGAAAGGGCTTTGCTATAA 
>HQ385478 
GCTACAGAAGACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAGGCAAAAACCACTTTATTTT
GCGCATCTGATGCTAATTCATATAGTACTGAAGGCCATAATGTCTGGGCTACACATGCTTGTGTGCCCACAGA
CCCAAACCCACAAGAGATAAATCTGGAAAATGTAACAGAAAATTTTAATGTATGGGAAAATGATATGGTAGAA
CAGATGCATGAGGATATAATCAGTGTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGCAACTTCAGCTAATGCTTCTAATATAACTAAGGTAGAGAGAAAAAACTGTTC
TTTCAATATAAATACAAGAGGCAAGATGAGGATAGACTACGCGCTTTTCTATGAAGCAGACATAGTACCAATT
AATAATAGTTCTAATGAATATATTTTAGTAAACTGTAATACCTCAGTCATTAAACAGGCATGTCCAAAAGTGT



CTTTTCAACCAATCCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACAATGTAATGATAAAAAGTT
CAATGGGACAGGGCTATGTAAAAATGTCAGTACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACT
CAACTGCTGCTAAATGGTAGTATAGCAGAGGAAGAAGTAATAATTAGATCTAAAAATATCACAGATAATACTA
AGACCATAATAGTACAACTTAATCACACTGTAGAAATTAAGTGTGTCAGACCCGCCAACAATACAAGGAAAGG
TATACACATAGGACCAGGGCAAGTGCTCTATGCAACAGGGGAAGTAATAGGAAATATAAGACAAGCACATTGT
AATATTAGTGGAACACAATGGAACAACACTCTAAGAAAGGTAGTTGCAAAACTAAGAGGATACTTTAAGAATA
AAATAATAGAATTTCAACCAGCGTCAGGGGGGGACCTAGAACTTATGACACATACTTTTAATTGTGGAGGAGA
ATTTAAGCACCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGG
GGCTGCTCTGGAAAACTCATCTGCACCACTGCAGTGCCCTGGAACGTTAGTTGGAGTAATAAATCTTATGATC
AGATTTGGGGGAACATGACATGGAAGGAATGGGAGAATGAAATTGACAATTATACAGAAATAATATACACTCT
AATTGGAGAAGCACAAAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCTTTGGATAAATGGGCAAGTCTG
TGGAACTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTAATAG
GTTTAAGAATAATTTTTGCTGTGCTTGCTGTAGTAAAAAGAGTTAGGCAGGGGTACTCACCTTTATCATTGGC
TATTAGTTTGCTTGATGTCACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATCATAGAAGTAGCACGAAGA
ATTCTTAGGGCGATTCTTAACATACCTACAAGAATAAGACAGGGGCTTGAAAGGGCTTTGCTATAA 
>HQ385443 
GTTACAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCGAAGACCACTTTATTTT
GCGCCTCTGATGCTAAATCATATAGTACTGAAAGCCATAATATCTGGGCTACACATGCTTGTGTTCCCACAGA
CCCAAACCCACAAGAGATAAATCTGAAAAATGTAACAGAAAAGTTTAACATATGGAACAATGACATGGTAGAA
CAGATGTATGAGGATATAATCAGTGTATGGGATGAAAGCTTAAAGCCATGTGTAAAATTAACCCCTCTCTGTG
TTACTTTAAACTGTACAAATTTAAATAGTACAACAAACTGTACAGATTCAAATACAAATTCAACTAGTGCAAC
AAACTGTACAAATTTAGATAATACAACAGCCACTAGTTCTGCTGAAGAGATGAAAAACTGTTCTTTCAATATG
ACTACAGGAGGCCAGAAGAAGAAAGAGTATGCGATCTTCTATAAAGCAGATGTAGTATCAAGTAATAATAATT
CTAGTGAGTATATTCTAGTACATTGTAATACCACAGTCATTAAACAGGCGTGTCCAAAGGTGTCTTTTGAACC
AATCCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTACAATGTAATGATAAAAAGTTCAATGGGACA
GGACTATGCCTCAAATGTTCACTACAGCACAATGTACACATGGAATTAACCCAGCGGTATCCAACTCAACTGC
TGCTAAATGGTAGTATAGCAAAAGAACAAGTAATAATTAGATCTCCAAATACCACAAACAATGCTAAGACCAT
AATAGTACAACTTAATGAGACTGTACCAATTAATTGTATCAGACTCGCCAACAATACAAGAAAAGGTATACAC
TTAGGACCAGGGCAAGTGCTCTATGCAACAGGTGCCGTAATAGGAAACATAAGAAAAGCATATTGTACCATTA
ATGGAACAACATGGAACAACACTCTAAATAAGGTAGCTGCAAAACTAAGGGAATACTTTAATAAAACAATACA
CTTTAAACCACCAAACGAAGGGGGGGATCTAGAAATGATACAACATACTTTTAATTGTGGAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCT
CTGGAAAATTCATCTGCACCACTGCAGTGCCTTGGAACTCTAGCTGGAGTAATAAATCTTATGAGGAGATTTG
GGAGAACATGACCTGGAGGCAATGGGAAAGCGAAATTGACAATTATACAGAAATAATATACTCTCTAATTGGA
GAAGCACAAAGCCAGCAGGATAAGAATGAACACGACTTATTGGCTTTGGGTAAATGGGCAAGCCTGTGGAATT
GGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAATTTTTGCTGTGATTGCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTATTAGT
TTGCTTAATGCCACAGCAATAACAATAGCTGAAGGAACAGATAGGATCATAGGAGTAACACAAAGAGCTTGTA
GGGCAATTCTTAACATACCCAGAAGAATAAGACAGGGGCTTGAAAGGGCTTTGCTATAA 
>JN029801 
GCAGAAAAATTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTTGTG
CCTCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTACCCCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTACATGGCAGAACAG
ATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCGTTA
CTTTAAATTGTACCACTGCTAAATTCGAGACAAATAGCACAACCTATAGCAATGTCTCTGGCATAGGAAATAT
AACAGATGAAGTAAGAAACTGCACTTTTAATACGACCACAGAAATAAGAGATAAGCAGAAGAAGAGCCATGCA
CTTTTTTATAGGCTTGATATAGTACCAATTGGAACTCAGAGTAATACTAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGC
TGGGTATGCGATTTTAAAATGTAATGATAAAAAGTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTGTCTACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCTTCAACTATACAAGGACAAGTACACGTATAGGGCCAGGACAAGTATTCTTTCAAACA
GGAGACATAATAGGAGATATAAGAAAAGCTTATTGTGAGATTAATGGAACAAAATGGAATGAGACTTTAAGAC
AGGTAACAAGAAAATTAAGAGAACACTTTAATAAGACAATAATCTTTCGACCACCCTTAGGAGGAGATCTAGA
AATTGTAATGCATCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTT
GGAATGCTAGTTGGAGTAATAAAACTCTGGATTATATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAGGA
AATTGACAATTACACAGGCCTAATATACTCCTTACTTGAAAAATCGCAGAACCAGCAAGAAAAAAATGAACAA
GAATTATTGGAATTGGATAAGTGGGCAAATCTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCCTGATAGGTTTAAGAATAGTTTTTACTGTGCTTAATATAATAAATAG



AGTTAGGCAGGGATACTCACCATTGTCATTTGCTGTCAGCTTGTTCAATGCCACAGCAGTAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGTTTGGAGAGCTTTTCTTCACATACCTAGACGAATAAGAC
AAGGCTTAGAAAGAAGTTTACTATAA 
>AY945734 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAATGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAGATTGCACCAATGCTAATTTGACCAAGGGCGGGAACACAACCGATGTCCCTAAAGTAGGAGGAAA
TTTAACAGATGAAGTAAAAAATTGTTCTTTTAATGTGACCACAGAACTGAATGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATAGGCTTGATATAGTACACATGGAAGATAATAAGGATAATAGTAGTGAGAAATATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAACCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATC
TGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATGACTATAGGACCAGGGCGAGTATTC
TATAGAACAGGAGACATAGTAGGAGATATAAGGAAAGCATATTGTGAGATTAATCAAACAAATTGGTATAAAG
TTTTAAGACAGGTAACTAAAAAGTTAGAAGAGCACTTTAATAAGACAGTAGTCTTTCAACCACCCTCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTACCTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGGTAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATATGCGATACTCACAGAATCGCAAAACCAACAGGACAGA
AATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTAGCTTGCTCAATACTACAGCTATAGCA
GTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAAGAACTTATAGAGCTATTCTTCACATACCTACAA
GAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>DQ366663 
GCCTCAGACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCCAAGCTACTGTGACCAAAAACAATAGCACAACCAATGGCTCTAACAGAATAGGAAA
TATAACAGATGAAATAATAGGAAATATAACAGATGAAATAAGAAACTGCTCTTTTAATGTAACCACAGAACTA
AGAGATAAGACGCAGAAGGTCAATGCACTTTTTTATAGGCTTGATATAGTACCAATTGATAACAGTAATAACA
ATAGTAGTTATTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGA
TCCAATTCCTATACATTATTGTACGCCAGCTGGTTRTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGG
ACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TGTTAAATGGTAGTCTAGCAGAAGAAGAAATAATAATCAGATCTGAARATCTCACAAACAATGCCAAAACCAT
AATAGTGCACCTTAATAAATCTGTAAMAATCAATTGTTTCAGACCCTCCAACAATACAAGAACAAGTATATCT
ATAGGACCAGGACAAGTATTCTATAGAACAGGAGAMATAATAGGAGATATAAGAAAAGCATATTGTCAGATTA
ATGGAAYAGAATGGTATAAAACTTTARAACAGGTAACTAAAAAATTAGAAGAGAACTTTAATAGGACAATAAG
CTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAACACATCATTTTAAYTGTAGAGGGGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGACGTTCCTAGGACTTTGGGGCTGCTCTG
GAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAA
CAACATGACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAA
TCGCAGAACCAGCAGGACAAAAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGT
TTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTG
CTTGATGCTGTAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCCTGGAGAG
CCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGTCTTTGCAATAA 
>JX390610 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCYAAAGCACATGAGACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTRATATGTGGAAAAATAAAATGGCAGAG
CAAATGCAAGAGGATGTAATCGATTTATGGGATCAAAGTCTTAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAACTTGTACCAATGCGAATCTAACCAATATAAACACAACCATGAATAACACAACTGCTAGCATAGG
AAATATAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGCATTAAAAGATAAGAMGCAGAAGGCC
TATGCACTTTTTTATAAGCTTGATATAGTAGAAATTAATAAGAATAGTAATAGTAGTAATAGCAGTAGTAGTR
AATACATGTTAAKAAATTGTRATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCC



TATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGACTA
TGTAGAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAATTGCTGTTAAATG
GTAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCA
ACTTAATAAATCTGTAGAAATCAACTGTACCAGACCAGGCAACAATACAAGAACAAGTTTAACTATAGGACCA
GGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTGAGATGAATGGAACAG
AATGGAAGGAAGTTTTAGAACAGGTAACTAACAAATTAAAAGAGCACTTTAATAATCACACAATATCCTTTCA
ACCACCCTCAGGAGGGGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAAGCCTTTGGGGCTGCTCTGGGAAAA
TCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGGAACAT
GACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAACCACATATATGAGATACTTACAGAATCGCAG
AACCAGCAGGACAGAAATGAAAAGGAGTTGTTAGAATTGGATAAATGGACAAATCTATGGAATTGGTTTGAYA
TATCAAAYTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGAT
GCTGCAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCCATTC
TCCACATACCTAGAAGAATTAGACAGGGTTTAGAAAGGGCTTTGCAGTAA 
>EU031915 
GCCTCAGACAATTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGGAGAGATGCAAATACCACCCTCTTTT
GTGCATCAGATGCCAAAGCGCATGAAACAGAGGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTGAATTGTAATAAGGTCCAAGTCATTAATTTCACTGTCGAGAACACAACTAAGATAGGAAATATAAC
AGATGAAATAAGTAACTGTACTTTTAATATAACCACAGAGCTAAAAGATAAGAAGCAGAAGGTCTATGCACTT
TTTTATAAGCTTGATATAGTACCAATTAATAACAATGATAACAATAGTAGTGAATATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAATGTAATGATAAGAACTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
TAGTTGTACCAGACCCTCCCGCAATACAAGAACAAGTATACATATAGGACCAGGACAAGTATTCTATAGAACA
GGAGAGATAACAGGAGATATAAGAAAAGCATATTGTGTGATTAATGGAACAAAATGGAATGAAACTTTAAAAC
AGGTATCTAAAAAATTAAAAGAGCATTTTAAAAATAAGACAATAAGCTTTCAACCACCTTCAGGAGGAGATCT
AGAAGTTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTCCTGTGC
CCTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGAATAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAA
AAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGTCTTGGTTCGACATAACAAAATGGCTGTGGTATA
TAAGAATATTTATAATGGTAGTAGGGGGTTTAATAGGTTTAAGGATAATTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCT
AGGTGGACAGATAGAGTTATAGAAGCAATACAAAGAGCCTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCAGTAA 
>JX390977 
GCCTCAAACAATTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCGTATGAGAAAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAATTATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGAATGGCAGAG
CAGATGCAGGAGGATGTAGTCAGTTTATGGGATCAAAGTCTAAAGCCMTGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTGGAGTGTAATAATTCGGTCAATGTCGTCAATGACACGGCCCCCCTTAACAAAACCAATGGCATAGG
AAAAATAACAGAGGAAATAAAAAACTGTACTTTTAATATGACCACAGAGATAACAGATAAGAGGCAGAAGGTC
TATGCACTTTTTTATGAGCTTGATATAGTACCAATTAATAACAATAGTAGTGAGTATAGGTTAGTAAATTGTA
ATACTTCAGTTATTAAGCAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGCACTCCAGC
TGGTTATGCGATATTAAAATGTAATGATAAGAACTTCAATGGAACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAATAGTATCAACTCAATTGCTGTTAAACGGTAGTCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAAACATAATAGTGCACCTTAATAAATCTGTAGAAAT
TAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTACATATAGGACCAGGACAAGTATTCTATAGAACA
GGAGCGATAATAGGAGACATAAGAAAAGCATATTGTGAGATTAATGAAACAAAATGGAATGAAACTTTAAGGC
AGGTAGCTAAAAAATTAAAAGAGCACTTTAATAATAAGACAATAATCTTTCAACAACCACCTTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAGAATCATCTGCACCACTGCTG
TGCCTTGGAACTCCACTTGGAGTAATAGATCTTATGAAGAGATTTGGAATAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAAACCAAATATATGGAATACTCACAGAATCGCAAAACCAGCAGGACAGAAAT
GAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGTCTTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAGAATATTTATAATGGTAGTAGGGGGTTTAATAGGTTTAAGGATAATTTTTGCTGTACTTTCTATAGT



GAATAGAGTTAGGCAGGGATACTCACYTTTGCCTTTCGCTATTTCTTTGCTTGATGCTTCAGCAATAGCAATA
GCTGGGTGGACAGATAGAGTTATAGAAGTAATACAAAGAGCCTGGAGAGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCAGTAA 
>JX390976 
GCCTCAAACAATTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGGAGAGATGCAGAGACCACCCTCTTTT
GTGCATCAGATGCCAAAGCGCATGAGACAGAAATGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAC
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTGCATTGTGCTTCGGCCAATGTCACTGGCAAGAACATAACCACTGACACAACCAAAGTCATAGGAAA
TATAACAGATGAAGTAAAAAATTGTACTTTTAATATGACCACAGTGCTACAAGATAAGAAGCAGAAGGTCCAG
GCACTTTTTTATAAGATTGATATAGTACCAATTGATAACAATAATAATAATAATAGTAGTGACTATAGATTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCATTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAAAAATTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAG
AAGAAGACATAATAATCAGATCTGAAAATCTCACAAACAATGCCAGAAACATAATAGTGCACCTTAATGAATC
TGTAGAAATTAAGTGTACCAGACCCTCCAACAATACAAGAAAAAGTATACATATAGGACCAGGACGAGTGTTC
TATAGATCAGGAGATATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAA
CTTTAAATCAGGTATCTAAAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCACCCACCTTCAGGAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATCTGGGATAAAATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAGACCAAATATATGACATACTTACACAATCACAGAACCAGCAGGACAAA
AATGAAAAGGATTTGTTGGAATTGGATAAATGGACAAGTCTGTGGTCTTGGTTTAACATATCAAATTGGCTGT
GGTATATAAGAATATTTATAATGGTAGTAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCA
GTAGCTGGGTGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCAATTCTCCACATACCTAGAA
GAATCAGACAGGGCTTAGAAAGGGCTTTGCAGTAA 
>JF340054 
ACCTCAGACAGCTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCCTCAGATGCCAAAGCACATGTGACAGAAATACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACATCTGGAAAATGTAACAGAAAATTTTAAGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTGTTA
CTTTAAATTGTACCGATGCTCATTTCCAAAATACAACCGAAGGATCTAAAGGAAAAAATATAACAGATGGTGT
AAATATAGGAAATTTAACAGATGAAGTGAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAG
CATAAGGTCCATGCACTTTTTTATAGGCTTGATATAGTATCAATTGGGAATGAAAGTAATAAGGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTA
TTGTACTCCAGCTGGTTATGCGATTCTCAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGCAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTTACAGACAATGCCAAAACCATAATAGTGCACCTTAATGA
ATCTGTGCAAATCAATTGTACCAGACCCGCCAACAATACAAGAACAGGTATAACTATAGGACCAGGACAAGTA
TTCTATAGAACAGGAGATATAATAGGAGATATAAGGAAAGCATTTTGTGAAGTCAATAAAACAGAATGGAAGG
AAGTTTTAAAACAAGTAACTACAAAATTAAAAGAGCACTTTAATACTACGAAAATAATCCTTCAACCACCCTC
AGGAGGAGATTTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGGAAAACATGACATGGAC
AGAATGGGAAAGAGAAATTAGCAATTACACAAACACAATATATGATCTACTTACGGAATCGCAGAACCAACAG
GACAAAAATGAACAGAAGTTGTTAGAGTTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTATAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAAAGTTAGGCAGGGATACTCACCATTGTCTTTCGCTATCTCTTTGCTTAATACTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCTATTCTCCACATAC
CTAGAAGAATCAGGCAGGGCTTCGAAAGGGCTTTGCTATAA 
>JX574661 
ACCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACTCTATTTT
GTGCTTCAGATGCCAAAGCACATGTGACAGAAATGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCGCAAGAAATATATCTGGAAAATGTAACAGAAAATTTTAAGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGAGCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCGTTA
CTTTAAAGTGTACCAATGCTAAGTTCAACAATACAACTGGAGGACCTGACACACCAAATATAACAGATGAAGT
GAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAGCAGCAGGTCCATGCACTTTTTTATAGG
CTTGATATAGTATCAATTGGGAATGAAAATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTA
AGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCT



CAAGTGTAATGATAAGAATTTTAATGGGACAGGGCCATGCAAAAATGTCAGCTCAATACAATGCACACATGGA
ATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTG
AGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAACTCTGTAACAATCAATTGTACCAGACC
CGCCAACAATACAAGAACAGGTATAACTATAGGACCAGGACAAGTATTCTACAGAACAGGAGATATAATAGGA
GATATAAGAAAAGCATTTTGTGAAATTAATAGAACAGAATGGAAGGAAGTTTTAAAACAAGTAACTTCAAAAT
TAAAAGGGCACTTTAATACTGAGAAAATAATCCTTCAACCACCCTCAGGAGGAGATGTAGAAATTACAATGCA
TCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTAAAAGAT
CAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTT
GGAGTAATAAATCTTTTGAAGAGATTTGGCAAAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTA
CACAAACACAATATATGATCTACTTATGGAATCGCAGAACCAACAGGACAAGAATGAACAGGAGTTGTTAGAA
TTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTTATAA
TGATAGTAGGAGGTATAATAGGTTTAAGAATAATTCTTGCTGTGCTTTCTATAGTGAATAAAGTTAGGCAGGG
ATACTCACCATTGTCTTTCGCTATTGCTTTGCTTAATACTATAGCAATAGTAGTAGCGGGGTGGACAGATAGG
GTTATAGAAGCAGCACAAGGAGCTGGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAA
GGTCTTTGCTATAA 
>JX574662 
ACCTCAGACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCTTCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCGCAAGAAATATATCTGGAAAATGTAACAGAAAATTTTAAGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCGTTA
CTTTAAATTGTAGCGATGCTAACTTCCAAAATACAACCAAAGCATCTACAACCCAAAATATAACAGATGATGA
AAATATAGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAATGTGACCACAGAGATAAGAGATAAGCAG
CATCGGGTCCAGGCACTGTTTTATAAGCTTGATATAGTACCAATGGGGAATAAAAATAGTAGTGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTA
TTGTACTCCAGCTGGTTATGCGATTCTCAAGTGTAATGATAAGAATTTCAATGGGACAGGTCCATGCAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAGAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGT
CTCTGTAAAAATCAATTGTACCAGACCCGCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTA
TTCTATAGAACAGGAGATATAATAGGAGATATAAGGAAAGCATTTTGTCAAATTAATGAAACAGAATGGAAGG
GAGCTTTAAAACAAGTAACTGCAAAATTAAAAGAGCACTTTAATATTACAAAAATGATCTTTCAACCACCCTC
AGGAGGAGATTTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTCTGGGGCTGCTCTGGAAAAGTCATCTGCA
CCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGGAAAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAAGCATAATATATGATATACTTACAGAATCACAGAACCAACAG
GACCAGAATGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAGCATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGTATAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAAAGTTAGGCAGGGATACTCACCATTGTCTTTCGCTATTTCTTTGTTTGATACTGCAGCA
ATAGTAATAGCGGGGTGGACAGATAGGGTTGTAGAAGCAGCACAAGCAGCTTGGAGAGCTATTCTCCACATAC
CTAGAAGAATCAGGCAGGGCTTAGAAAGAACTTTGGTATAA 
>HM776939 
GTGGGAGGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAATAGAAAAATTTAACATGTGGGAAAATGAAATGGTGAAT
CAGATGCATGAGGATGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAAGATGTGAGGATGTTCCGTTTAATAAGAGTGAGACGGAAATAAGAAATTGCTCTTTCAACGCAAC
CACAGAAATAAGAGATAGGAAGCAGAAAGAGCATGCTCTTTTTTATAGACTTGATACAGTGTCACTTGGTGAG
AACTCTAGTAATTATATATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGATCACTTTTG
ATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAATGCAATGATAAGACATTCAATGG
GACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTA
CTGTTAAATGGTAGCCTAGCAGAAGGAGGAATAAGAATTAGATCTGAAAATCTGACAGATCATTTCAAAACAA
TAATAGTACATCTTAATGAATCTGTAGCTATTGAATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAG
GATAGGACCAGGACAAACATTCTATGCAACAGGACAAATAATAGGGGACATAAGACAAGCATATTGTAACATT
AATAAAGAGACATGGACTAAAACTTTACAAAGGGTAAGTGAAAAGTTAAAAGAACACTTCCCTAATAAAACAA
TACGATTTGCATCATCCTCTGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAA
GCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGC
TCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGATCTCTAGACGAGATTT
GGAGTAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTACTTATACAAACACAATATACAGATTGCTTGA
AGACTCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGT
TGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAA
GAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTACTAG



TCTGCTTGATAGCATAGCCATAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTATGCCGCATTTGT
AGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAATAGCTTTGCAATAA 
>KF250400 
AAAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAAACAGAGGTACRTAATGTCTGGGCTACACATGCCTGTGTACCTACAGACCC
CAATCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTATAACATGTGGAAAAATGAAATGGTGAATCAG
ATGCATGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAGACTGTAATGATGATGTTAGTACTAATAAGACCTTTAATAATGGGCATGAAATGAAAAATTGCTCTTT
CAATGCAACCACAGAAATAAGAGATAAGAAGCAGACATTGTATGCACTTTTTTATAAACTTGATATAGTGCCA
CTTAGTAACTCTAGTAACAACTCTAATGGGCTTTATAGATTAATAAATTGTAATACCTCAGTCATAACACAAG
CCTGTCCAAAGATCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGTG
TAATAATAAGACATTTAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGTTGAATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATC
TGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAACTGTACAAGACCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCACAAGGAGACATAGTAGGGGACATA
AGACAAGCACATTGTAATATTAGTAAAACTAAATGGGAAGAAACTTTACGCAGGGTAAGTAAAAAATTAGAAG
AACACTTCCCTAACAAAACAATAAAATTTAACTCATCATCAGGAGGGGACCTAGAAATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTAGCTTGGAACTCCAGTTGGAGTA
ACAAGTCTCTAAATGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAATTACACAAA
CACAATATACAACTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAACGAAAAGGATTTATTAGCATTGGAC
AGTTGGAAAAATCTATGGAATTGGTTTAACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAA
TAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAATAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCATTTGCTATTAATCTGCTTGATACCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATA
GAATTAGTGTGCAGCATTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGACAGGGCTTTGAAATAGCTT
TGCAATAA 
>KC522031 
GCTTTAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGACGCTAAAGCATATGATGAAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACGAGAAGTAGTAATGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAAGGCTAATTTTGTCAAGGACAATACCACAACCAATAGCCCTAACAATACCACAAC
CGCTAGCCCCTTAGGAAATATAACTTTAGGAAATATAACAGATGAAGTAAAAAACTGTTCTTTTAATATAACC
ACAGAAATAAGAGATAAGAAGCAGAAGGTCTATGCACTTTTTTATAGGGTTGATATAATACCAATTGAAAATA
ATAATAAGAGTAGTGAGTATATGTTAATAAACTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATC
CTTTGATCCAATTCCTATACATTATTGKACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTC
ACTGGGACAGGGCCATGTAAAAAGGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTC
AATTGCTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAA
AACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTGCCAGACCCTCCGACAATACAAGAACAAGT
GTACGTATAGGACCAGGACAAGTATTTTATAGAACAGGAGACATAACTGGAGATATAAGACAAGCATATTGTG
AGATTAATGGAACAGTATGGAATGATACTTTACAACAGGTATCTGAAAAATTAAAAGAGCACTTTAATAAGAC
AATAGAATTTCAACCACACTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATCGTAGAGGGGAGTTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGCCAT
TTGGGATAATATGACTTGGATAGAGTGGGAGAGAGAAATTAGCAATTACACAAAAGAAATATACACCTTAATT
GAAGAATCGCAGAACCAACAAGAAAAGAACGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGA
ATTGGTTTGACATAACAAAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGCTTGATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGAGTTATAGAAGTAGTACAAAGCATCT
GGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC522035 
GCTCTAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGACGCTAAAGCATATGATGAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGATAAGATCATAGTCAAGAACATAACCAATGGCAATAGCAGCTTAKGAAATATAAC
AGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAGGGTCCATGCACTT
TTTTATAGGCTTGATATAGTACCAATTGAAGATAATGACAACAGTAGTGAATATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGCCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAGARTTTCARTGGGACAGGGCCATGTAAAAATGTTAGYTCAGTACAA



TGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGTAATCAA
TTGTACCAGACCCTCCAACAATACCAGAACAAGTATACATATAGGACCAGGACAAGTATTCTATCAGACAGGA
GAAATAATAGGAGATATAAGAAGAGCATATTGTGAGATTAATGGAACAGCATGGAATGAAACTTTAAAACAGG
TATCTGAAAAATTAAGAGAGCACTTTAATGATACTGATAAAATAATATTTCAGCCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATGCCATATGGAATAATATGACTTGGATAGAGTGGGAGAG
AGAAATTAGCAATTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CTAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTACA
TAAAGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGGGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTGCAGCAMWAACAGTAGCG
GGGTGGACAGATAGGGTAATAGAAGTAGTACAAAGAGCCTGGAGAGCCCTTCTCCACATACCTAGAAGAATCA
GACAGGGCTTTG 
>KC522033 
GCTTTAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAAATACCACCTTATTTT
GTGCATCAGACGCTAAAGCATATGAGGAAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAAATTGAATGTCACTAACATAAATGATAGCTTAGGAAATTTCACAGATGA
AGTAAAAAACTGTTCTTTTAATATAACCACAGAACTAAGAGATAAGAAGCAGAAGGTCTATGCACTTTTTTAT
AAGCTTGATATAGTACCAATGGAAGAAAATAGTGAGTACAGGTTAATAAATTGCAATACTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAA
GTGTAATGAAARGAATTTCACTGGGACAGGGCCATGTAAAAATGTTAGCTCAGTACAATGCACACATGGAATT
AAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAAAAGAAGAGATAATAATCAGATCTGAAA
ATCTCAGCGACAGTGACAAAAACATAATAGTGCACCTTAATAAATCCGTAGTAATCAGTTGTACTAGACCCTC
CAACAATATAAGAACAAGTATACGTATAGGACCAGGGCAAGTATTCTATAGAACAGGAGACATAACAGGAAAT
ATACGAAAAGCATATTGTGAGATTAATGGGAAAGCATGGAATGAAACTTTGCAACAGGTATCTGAAAAATTAA
AAGAGCACTTTAATAAGACAATAATCTTTCAACCATCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTT
TAATTGTAAAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTRGAAAGATACMTAAGGGATCAGCAG
CTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTA
ATAAATCTCATGATGACATTTGGGATAATATGACTTGGATASAGTGGGAGARAGAAATTAGCAATTACACAGA
AGAAATATATGCCTTAATTGAAAAATCGCASAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGAT
AAGTGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTACATAAAAATATTCATAATGATAG
TAGGAGGCTTGRTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATARTAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTAGCGGGGTGGACAGATAGAGTTATA
GAAGCAGTACAAAGAGCCTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTT
TGCTATAA 
>KC522032 
GCTTCAAATAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTCT
GTGCATCAGACGCTAAAGCATATGATGAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGGCATGGCAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TCACTTTAACGTGTACCAATGTCAGTTTGACCAAGGTCAACATAACYRATGWCAAYTTAAGAAATACAGAAAT
AGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGCAG
GTCAATGCACTTTTTTATAGGCTTGATATAGTACCAATTAAAGGGARTAGCAATAGTARTGAGTATAGGTTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATAACCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGRATTTCGATGGGAAAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAATAATGCTAAAACCATAATAGTGCACTTGAATAGATC
TGTAGTGATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAAGTATAGGACCAGGACAAGTATTT
TATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAGCATGGAATGAAA
CTTTAAAACAGGTATCTAAAAAATTAAAAGAGCACTTTAAGAATAAGACAATAAAATTTCAACCACCCTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATTCCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTCTGGATACCATTTGGCATAATATGACTTGGATAGA
GTGGGAGAGAGAAATTAGCAATTACACAAGAGAAATATATGACTTAATTGAAGAATCGCAGAACCAGCAGGAA
AAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTGCAGCAATA



GCAGTAGCAGGGTGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>KF011494 
ACTGCAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCCTCAGATGCTAAAGCATATGAGACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAGAAATGATATGGTGGAA
CAGATGCAGGAGGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTGAATTGCACTAAGTATAAGAGGACCGAGAATATGACAATGGAGGAAGGAAAAATGAAGAACTGCTC
TTTCAATATAACCTCAAGTATAAAAGATAAGATAAAGAAAGAATATGCACTTTTTTATGCAGCTGATATTGTG
CCAATAAATAATGATAGTGCCAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTCAAGTGTAATGATAA
GAAGTTCAATGGATCAGGACCATGTGCAAATGTCAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTG
TCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAATAGTTAGATCAAAAAATTTCACAGACA
ATGCTAAAATCATAATAGTACAGTTAAATGAATCTGTAGTAATTAATTGCACAAGACCCAACAACAATACAAG
GAAAAGTATAAATATGGGACCAGGGAGAGCATTTTTTGCACACGGAGAGATAATAGGAGATATAAGACAAGCA
CATTGTAACCTTAGTAGAGAACAATGGAATAACACTTTAAAAAGGATAGTTATAAAATTACAAGAACAATTTG
GGAATAAGACAATAATCTTTAATCAATCCGCAGGAGGGGACTCAGAAGTTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTTCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGG
ATTTGGGGTTGCTCTGGAAAAATCATTTGCAACACTGCTGTGCCTTGGAACATGAGTTGGAGTAATAGATCTC
TAGAGGAGATTTGGGAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGGTAATTACACAAACCAAATATA
CTACCTACTTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACAAGAATTATTGGAATTAGATAAGTGGGCA
AGTTTGTGGAATTGGTTTGATATAACAAAATGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
TTTTGCTATCTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAATAGTA
CAAAGAGTTGGGAGGGCCATTATCCACATACCTAGGAGAATCAGACAGGGTTTAGAAAGGGCTTTGCAATAA 
>JX960635 
ACTGCAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGGAAAATGATATGGTGGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACGTTGAATTGCACTAATTATAATAATACCAAGAATGTGATGAAGGATACCATGAATATGACAATGGAGAA
AGGAGAAATAAAGAACTGCTCTTTCAATATAACCTCAAGCATAAAAGATAAGATAAGGAAAGAATATGCACTT
TTTTATAAAGTTGATATTGTGCCAATAGATAATGATACTACCAGCTATACGTTGATAAGTTGTAATACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTTTCAAGTGTAATGATAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATCAGGCCAGTAGTGTCAACTCAGCTACTGTTAAATGGCAGCTTAGCAGAAGAAGAGGTAATAGTTA
GATCTAGAAATTTCACAAACAATGCTAAAAACATAATAGTACAGTTGAATGAATCTGTAGTAATTAATTGCAC
AAGACCCAACAACAATACAAGGAAAAGTATACATATGGGACCAGGGAGAACATTTTTTGCACACGGAGAGATA
ATAGGAGATATAAGAAAAGCATATTGTAACCTTAGTGAAGAACAATGGAATAACACTCTAAAAAGGATAGCCA
TAAAATTACAAGAACAATTTGAGAATAAGACAATAAGATTTAATCGATCTGCAGGAGGGGACTCAGAAGTTGT
AATGCACAGTTTTACTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTTCTGGCTCTGGAAAGATACCTA
AGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAATCATTTGCACCACTGCTGTGCCTTGGAACA
TTAGTTGGAGTAATAAATCTCTAGAGGAGATTTGGGATAACATGACCTGGACGCAGTGGGAAAAAGAAATTGG
TAATTACACATACAAAATATACAGCCTACTTGAAGAATCGCAGATCCAACAAGAAAGAAATGAACAAGAATTA
TTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATACTTTAGCAATAGCAGTAGCGGGGTGGACA
GATAGGGTTATAGAATTAGCACAAAGAGCTTGGAGGGCCCTTCTCCACGTACCTAGAAGAATCAGACAGGGTT
TAGAAAGGGCTTTGCAATAA 
>KJ484433 
GCTGCAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTGTTTT
GTGCATCAGATGCAAAAGCATATGAGACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAAAATGTAACAGAACATTTTAACATGTGGCAAAATGATATGGTGAAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTACTTATCATAATGATCATAATGTAACGGATGATCATAATGTAACGGATGATCATAA
TGTAACGGAGGAAGTACAGGAAATGAAAAACTGCTCTTTCAATATAACCTCAAGCATAAGAGATAAAATAAAG
AAAGAACATGCAATTTTTTATAAAGTTGATCTTGTGTCCATAGATAATGATAATACCAGCTATAGGTTGATAA
GTTGTAATACCTCAGTCATTACACAGACCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGTTTTGCGATTCTCAAGTGTAATGATAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGC
ACAGTACAATGTACACATGGAATCAGGCCAGTGGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAG



AAGAGGTAATAGTTAGATCTAAAAATTTCACAGACAATGTTAAAACCATCATAGTACAGTTGAATGAATCTGT
AGTAATTAATTGCACAAGACCCTACAACAATACAAGGAAAAGTATACATATGGGACCAGGGAGAGCATTTTTT
GCACACGGAGATATAATAGGAAAGATAAGACAGGCACATTGTAACCTTAATGAAGAACAATGGAACAACACGT
TAAAAAGGATAGTTATAAAATTACGAGAACAATTTGGGAATAAGACAATAATCTTTAATCAATCCGCAGGAGG
GGACTCAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTTCTGGCT
CTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAATCATTTGCAACACTG
CTGTGCCTTGGAACACTAGTTGGAGTAATAAATCTCTAGAGGAGATTTGGGGAAACATGACCTGGATGCAGTG
GGAAAAAGAAATTGGTAATTACACAAACCAAATATACCACCTACTTGAAAATTCGCAAAACCAACAAGAAAAA
AATGAACAAGAATTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTGTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGCCGTTTGCTATCTCTTTGCTTAATACTATAGCAATAGCA
GTAGCGGGGTGGACAGATAGGGTTATAGAAATAGCACAAATAGCTGGGAGGGCCATTATCCACATCCCTAGGA
GAATCAGACAGGGCTTAGAGCGGGCTTTGCAATAA 
>KJ484434 
GCTGCAGACCAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAGAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGCAAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTGGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAGAACTAACCCCACTCTGTG
TTACTCTGAATTGCACTAATTATAATAGGACCAACAATATGACAGTGGATAGGACCAACAATATGACAATGGG
GGAAGGAGAAATGAAGAACTGCTCTTTCAATATAACCTCAGGCATAAAAGATAAGATAAGGAGAGAATATGCA
CTTTTTTATAAAACTGATATTATGCCAATAGATAATAACAGCTATAGTTTGATAAGTTGTAATACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGTGAT
TCTCAAGTGTAATGACAAGAAGTTCAATGGATCAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT
GGAATCAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAATAGTGAGAT
CAAAGAATTTCACAGACAATACTAAGATCATAATAATACAGTTGAATGAATCTGTAGTAATTAATTGCGCAAG
ACCCAACAACAATACAAGGAAAAGTATACATATGGGACCAGGGAGAACATTTTTTGCACACGGGGACATAATA
GGAAACATAAGACAAGCACATTGTAACCTTAGTGAAGAACAATGGAATAACACTTTAAAAAGGATAGCCATAA
AATTACAAGAACAATTTAAGAATAAGACAATAGTCTTTAATCAATCTGCAGGAGGGGACTCAGAAGTTGTAAT
GCACAGTTTTACTTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTTCTGGCTCTGGAAAGATACCTAAGG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTGCTGTACCTTGGAACACTA
GTTGGAGTAATAAAACTCTAGGGGAGATTTGGGAAAACATGACCTGGATGCAGTGGGAAAAAGAAATTGGTAA
TTACACAAACAAAATATACAGCCTACTTGAAGAATCGCAGTACCAACAAGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGATATAACACAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTTGCTATCTCTTTGCTTGATACTATAGCAATAGCAGTAGCGGGGTGGACAGAT
AGGGTTATAGAATTAGCACGAAGAGCTTGGAGGGCCCTTTGCCACATACCTAGGAGAATCAGACAGGGTGCAG
AAAGGGCTTTGCAATAA 
>KC990124 
GGGGGAAAAGGCTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAGAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTGAAGAATAGCAGCAAGGGTCAGGAAATGAAAGAGTGCTCTTTCAATACAAC
CACAGTATTGAGAGATAAGAAGCAGACAGGGTATGCACTTTTTTATAGAATCGATCTAGTACCTCTTGGTGAG
AACTCTAGCGAGTCTTACAGATTGAACTCTAGCAAGTTTTACAGATTGATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCT
ACAATGTAATAATAAGACATTCAATGGGACAGGACCATGCAACAATGTTAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTAGATCTG
AAAATCTGGCAGACAATGTCAAAACAATAATAGTACAGCTTAATCAATCTGTAGAAATTGTATGTACAAGACC
CAACAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGGCATAACAGGA
AACATAAGACAAGCATATTGTAACATTAGTAAAGAGGGATGGAAGGAAGCTTTAGACAGGGTAGAGAGAAAAT
TAACAGAACACTTCCCTAATAAAACAATAGAATTTGCACCATCCTCAGGAGGGGACTTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACACCAGTT
GGAGTAACAAATCTCAAGAAGAGATTTGGCAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTA
CTCAAATACAATATACAGATTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAGGTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGGTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTATCGTTTACTATTAGCTTGTATGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGG



ATTATAGAATTAGTACAAAGACTTTATAGAGCTATCCGCAACGTACCTACAAGAATAAGACAGGGCTTTGAAA
GGGCTTTGCTATAA 
>KC870034 
GCTGCAGAAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAAGCACCACTCTGTTTT
GTGCCTCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAACTGTTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGAAG
CAAATGCATGAGGATGTAATCAGTTTATGGGAGCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTGATGTTAGCAATAACACCAATGTGACCTACGAAGAGAGGCAAGAAATAAAAAAATG
CTCTTTCAATACAACCACAGAAATAAGGGATAAGCAGAAAAAAGAATATGCACTTTTTTATAGACTTGATATA
GTACCACTTAATGATAAGAATTCTAGTGATAAGAATTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAGTCCTACGTTCAATGGGACGGGACCATGTAATAATGTTAGCACAGTACAATGTACA
CATGGGATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTA
GCTCTGAAAATCTGACAGACAATGCCAAAACAATCATAGTACATCTTAATAAATCTGTAGTAATTGAATGTAC
AAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTGCAAATGATTGGAATGAAGCTTTAAGAAATGTAAGTA
AAAAATTAGCAGAACTCTTTCCTAATAAAACAATAAACTTTGCACCACCAGTAGAAGGAGGAGACCTAGAAGT
TATAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACGAGAGTCCTGGCTATCGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCCCTACTGCGGTACCTTGGA
ACATCAGTTGGAGTAACAAATCTCGAGAAGAAATTTGGGAGAACATGACTTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAAACACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAAAAATGAAAAAGAT
TTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGTATATCAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATTTTTGCTGTGCTATCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTTGCTATTAATCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAAACAATACAAAGAGCTTATAGAGCTATCTGCAACATACCTAGGAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>KC870042 
GTGGGAGGAAACTTGTGGGTCACGGTCTATTATGGGGTGCCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATAAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTATATGGGATCAAAGCCTAAAACCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGACTGTCAAGATTATAATGGTACAGCTGGTAATTATACCAGCACGGATAATGGTACCATGGAGGA
TAATGCTAACGTGAAGAGTTGCTCTTTCAATATAACCACAGTAGTAAGAGATAAGAAGCAGAAAGTGAATGCA
CTTTTTTATAAACTTGATATAGTACCACTTAATGAGAGCAGCAGTAAGAGGGAGTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCCATAATGTTAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGA
TAATAATTAGATCTAAAAATCTGACAGACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGTATGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GAAAAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAGAAACTGGACTGAAACTTTACAAA
AGGTAGGTAAAAAATTAGCAAAACTCTATAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGA
GATTACAACACATAGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAAAATCTAACAGACATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGA
AATTAGTAATTACACAGAGACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAACTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTATCGTTGGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTTGTAGAGCCATTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAGTAA 
>KC870032 
GGAGGAGGAAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACATAGTACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCAGGAGGATGTAATCAGTATATGGGATCAAAGTCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGACTGTACAAATAATGTTACTATTAATGGTACCACGTATGATAATGGTACCATGACAAATTGCTC
TTTCAATGCAACCACAGTAGTAAGAGATAAGAAGCAGAGAGTGTATGCACTTTTTTATAAACTTGATGTAGTA
CCACTTAATGAGAAGAACTCTAGTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCT
GTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGTGTAA
TAATAAGACATTTAATGGGACAGGACCATGCCATAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCA



GTGGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGAAGGGATAATAATTAGATCTAAAAATCTGA
CAGACAATGCCAAAATAATAATAGTACATCTTAATGAACCTGTAGAAATTGTATGTACAAGACCCCACAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGA
CAAGCATATTGTAACATTGATAGAGGAAAATGGAATAGAACTTTACAAAGGGTAGGTGAAAAATTAGCAGGAA
TCTATAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAGATTACAACACATAGCTTTAATTG
TAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGAA
ATCTAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAACTACACAGAAACAAT
ATACAGATTGCTTGAAGATTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
AACAATCTATGGAACTGGTTTGGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
ATCGTTGGCTATTAGTTTGTTTGATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGCA
ATACAAAGAGCTTGTAGAGCCATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAGT
AA 
>KC870036 
GGGGGAGGAAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCTCATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAT
CARATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TTACTTTAGAATGTAATGATACCAACAATAGTACTGGTACCTACAAGGAGAACATGAGGAATTGCTCTTTCAA
TGCAACCACAGTATTAACAGATAAGAAGCAGAAAGTGTTTGCACTTTTTTATAAAATTGATATAGTAGCACTT
GATGAGAATRAAGCTAGTAAGAGTAACGCTAGTAAGAGGTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTTAATGGGACAGGACCATGCTATAATGTTAGTACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGARATAATAATTAGATCTA
AAAATTTGACAGACAATGCCAAAACAATAATAGTACAKCTTAATCAATCTGTAGAAATTGTATGTACAAGACC
CAACAATAATAAAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGA
GACATAAGAGAAGCACAGTGTAACATTAACAGTAGTAGATGGAAAGAAACTTTACAAAGGGTAGGTGAAAAGT
TAGTAAAACACTTCCCTAATAAAACAATAAGATTTGCACAATCCTCAGGAGGGGACCTAGAGATTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTT
GGAGTAACAAAAATCAAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAATGC
CACAAGAACAATATACGAGTTGCTTGAAGAATCGCAAAACCAGCAGGAGAGAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAATAATCTATGGACTTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTGTTCTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGTAATACAAAGAGCTTGTAGAGCTATTCTTCACATACCTACAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>KC870040 
GGGGGAGGAAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCACAGGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAGTCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTACCAACAATAATGTTACTGATACCAACAAGGAGAGCATGAAGAATTGCTC
TTTCAATGCAACCACAGCAGTAAAAGATAAGAAGCAGAAAGTGTATGCATTTTTTTATGAACTTGATATAGTA
CCACTTGATAAGAAGAACTCTAGTGATGAGAAGTATAGATTAATAACTTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTG
TAATGATAAGGAATTTAATGGGACAGGACCATGCAAGAATGTTAGTACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTAAGAATC
TGACAAACAATGCCAAAATAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTACGAGACCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATA
AGACAAGCATATTGTAACATTAGTAGGCAGAAATGGAACGAAACTTTACAAAGAGTAAGTAAGAAATTAACAG
AACTCTTCCCTAATAAAACAATAAAATTTAAACCATCCTCAGGAGGGGACCTAGAGATTACAACACATAGCTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCTAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTACCTTGGAACTGCAGTTGGAGTA
ACAAAAATGAAACAGAGATTTGGGGTAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAG
TACAATATACAAGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAACAAGATTTAAGTTGGAAAAAT
CTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT



GGCTATTAGTCTGCTTGATACCATAGCCATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAAATACTACAA
AGAGTTTGTAGAGCTGTTCTCCACATACCTACAAGAATAAGACAGGGCTTTGAAGCGGCTTTGCAATAA 
>KC870027 
ACCTCAGACAACTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGGAAAGATGCAAGTACCACCCTATTTT
GTGCATCAGAGGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAAATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCAAGAAGATGTAATTAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTGGAAATGTCACTGTCAGAAAGTACAATGAGAGTGTAAATGTCAGTAATGAGAGTGTAGC
CAAGGTCAGTAATGAGAGTGTAGAACATATGAAAAATTGCTCTTTCAATGTAACCACAATAGTAAGAGATAGG
CAGCAGACAGCTTTTGCACTCTTTTATAGAAGTGATATAGTGCCACTTGAGGGGAACTCTAATAACTCTAGTA
ACTCTAGTGGGGCTTATAGATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGCCCAAAGGTCAATTT
TGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAATGTAATAATAAGACATTCAAT
GGGACAGGACCATGCAATAATGTTAGTTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAAT
TACTGTTAAATGGTAGCCTAGCAGAAGAAGACATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAAC
AATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCCACAATAATACAAGAAAAAGTATA
AGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCATATTGTAACA
TTAGTAAAGCTAAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCAGGATACTTCTCTGGAAAACC
AATAATATTTGCACCATCATCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTT
AAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGCTTTGGGGCT
GCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTCAGTTGGAGTAATAAAACACAGAAGCAGAT
TTGGCAAAATATGACTTGGATAGAGTGGGAGAGAGAAATTGACAATTACACAGGAGAAATATACAGATTAATT
GAAGAATCGCAGAACCAACAAGAAAAAAATGAACTAGATTTAATGGAATTGGACAGATGGGCAAGTTTGTGGA
ACTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGCTTGATGCTACAGCAGTAACAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTT
GGAGAGCTATTCTCCACGTACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC870028 
GCCTCAGACAACTTATGGGTTACAGTTTACTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACGGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACGAGAAATAATTATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCAAGAGGATGTAATTAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGCCACTGTCAGTAATGCCACTGCCAGTAATGCCAATAATTCCTGTAATGAGAG
TTTAGAATTAGAATCTATGAAAAATTGCTCTTTCAATGTAACCCCAATAGTAAGAGATAAGAAGCAGACAGCG
TTTGCACTCTTTTATAAAATTGATATAGTGCCACTTAAGGGGAACTATAAGAACTCTAGTAACTCTAGTAACT
CTGGTAACTCTAGTGAGTATTATAGATTAATAAATTGCAATACCTCAACCATAACACAAGCCTGCCCAAAGGT
CAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTACAGTGTAATAATAAGACA
TTCAATGGGACAGGACCGTGCAATAATGTTAGTACCGTACAATGTACCCATGGAATTAAGCCAGTGGTATCAA
CTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAGACATAATAATTAGATCTGAAAATCTGACAAACAATGT
CAAAACAATAATAGTACATCTTAATGAGTCTGTACAAATTGTATGTACAAGACCCAGCAATAATACAAGAAAA
AGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCAGTAATAGGAGACATAAGACAAGCACATT
GCAACATTAGTGAAGCTAAATGGAATAAAACTCTACAAAGGGTAAGTAAAAAATTAGCAGGACACTTCTCTAA
TAAAACAATAATATTTGCACCATCCGCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGGA
GAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTT
GGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACCAGTTGGAGTAATAAAACTCAGGA
GGAGATTTGGCAAAATATGACTTGGATAGAGTGGGAAAGAGAAATTAACAAGTACACAGGAGAGATATACAGC
TTAATTGAAATATCGCAGAACCAACAAGAAAAAAATGAACTAGAATTACTGGAATTGGACAAGTGGGCAAGTT
TGTGGAACTGGTTTGACATAACAAGTTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAACTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCCTTC
GCTATTTCTTTGCTTGATACTACAGCAATAATAGTAGCAGAGTGGACAGATAGGGTTATAGAAGTAGCACAAG
GAACTTGGAGAGCTATTCTCCACATACCTAGACGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KC183778 
GCCTCAGACAATTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGGAGAGATGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTARAATGTAAAAATGTCAGTATCAGTAAAAATGGCAGTAGTATCAATGAGAGTGTAGTACCTATGAA
AAATTGCTCTTTCAATGTAACCACAATAGTAAGAGATAAGAAGCAGACAGTGTCTGCACTCTTTTATAGACTT
GATGTAGTGCCACTTGACTCTAGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGCCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGTACAGTACAATGTACACATGGA



ATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGCCTAGCAGAAGGAGGGATAATAATTAGATCTG
AAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTGTAAGACC
CAGCAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAGTAATAGGA
GACATAAGGCAAGCACATTGTAACATTAGTCAAGCTAAGTGGAATAGAACTTTACAAAGGGTAAGTAAAGAAT
TAACAAAACTCTATAATGCAACAATAAAATTTGCACCATCCTCAGGAGGGGACTTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATGTGGGGCTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACCAGTTGGA
GTAATAAAACTCAGGAGGAAATTTGGAAAAATATGACTTGGTTAGAGTGGGAAAGAGAAATTAACAAATACAC
AGGAGAAATATACAGCTTAATTGAAAAATCGCAGAACCAACAAGAAACAAATGAACTAGAGTTATTGGAATTG
GACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCTTCCGCTATTTCTTTGCTTGATACTACAGCAATAGTAGTAGCGGGGTGGACAGATAGGGTT
ATAGAAGTAGTACAAGGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>MH051841 
GCCTCAAACAATTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTGAAT
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAGAGGTCAATAGCAGTAGTATCAATAATACAAGTGCCAGTATCAATGGGAGTGTAGA
TCTTGGGAGTGTAGATCTTATGACAAATTGCTCTTTCAATGTAACCACAATAGTAAGAGATAGGAAGCAGACA
GCGTTTGCACTCTTTTATAAACTTGATGTAGTGCCACTTGAGAAGAACTCTAGTTATAGATTAATAAATTGTA
ATACCTCAACCATAACACAGGCTTGCCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGC
TGGTTATGCGATTATAAAGTGTAATAATAAGACATTCAAGGGGACAGGACCATGCAATAATGTTAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGCCTAGCAGAAGGAGGAA
TAATAATTAGATCTGAAAATCTGACAAACAATGCTAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TGTATGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGAAGTAATAGGAGACATAAGACAAGCACATTGTAACATTAGTCAAGCTAAATGGAATATGACTTTACAAA
AGGTAAGTAAAGAATTAACAAAACTCTTCCCTAATAGAACAATAATATTTGCACCATCCTCAGGAGGGGACTT
AGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTGGGGCTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATACCAGTTGGAGTAACAAAACTCAGGAGGAAATTTGGGGAAATATGACTTGGTTAGAGTGGGAAAG
AGAAATTAACAAATACACAGGAGACATATACAAATTAATTGAAAAATCGCAGAACCAACAGGAAAAAAATGAA
CTAGAGTTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAGTGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTCCCGCTATTTCTTTGTTTGATGCTACAGCAATAGTAATAGCA
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCTATTCTCCACATACCTAGACGAATTA
GACAGGGTTTAGAAAGGGCTTTAGTATAA 
>JN251902 
GGTGAAAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCTACCACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATGAAATTGCCAAATGTAACAGAATATTTTAATATGTGGAAAAATAACATGGTAGAACAA
ATGCATACAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACTCCACTCTGTGTTA
CTTTAAATTGTACTAATTATAATGCCACAGCCATTAACTCTAATAAGTCCACTGACTCCCTCCTACAGGAAGA
GCAAGGGGCAATACAAAACTGTTCTTTCAAGATGACCACAGAAGTTAGAGATAAGCAGATGAAAGTACACGCA
CTTTTTTATAGGCTTGATATAGTACCAATTAATAATAGCAATAGCAATACTAATGGAGAATACAGGCTAATAA
ATTGTAATACCTCAACCATTACCCAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTAC
TCCAGCTGGTTATGCGATTCTAAAGTGTAAGGATAAAGAGTTCAATGGGACAGGGCCATGCAAAAATGTCAGC
ACAGTACAATGCACACATGGAATAAAACCAGTGGTATCAACTCAACTGTTGTTAAATGGCAGCCTAGCAGAAA
AGAGTATACTAATCAAATCTCAAAATATCTCAGATAATGTAAAAAACATAATAGTACACCTTAATGAATCTGT
ACAGATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATAAGCATAGGACCAGGACGAGCATTTTAT
GCAACAGGAGACATAATAGGAGATATCAGAAAGGCACATTGTAACGTTAGTAGAGAACAATGGTTTAACATGT
TAAGAAAGGTAAAAGAAGAGTTAAAGTCTCATTTCCCTAATAAAACAATAAACTTTAACTCATCCTCAGGAGG
GGACTTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCGAGAGTCCTGGCT
ATCGAAAGATACCTACAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCAGAATGATATTTGGAATAACATGACCTGGATGGAGTG
GGAAAGAGAAATTAGCAATTACTCAGAGGAAATATACAGATTAATTGAAAAATCGCAGAACCAGCAGGAAAAG
AATGAACATGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTAATGTCTAT
AGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTCGCTGTTAGCTTGCTTAATACTACAGCCATAGCA



GTAGCTGAGGGAACTGATAGAATTATAGAAATAGCACAAAGAATTTTTAGAGCTATTCTCAACATACCTACTA
GAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>LC027100 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAAAACCACCTTATTTT
GTGCATCAGATGCTAAAGCACAGGAGGCAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCA
TTTCTTTACATTGTAAAAATGCTATCCTTAATGGAAACGTTTCTGACAATGGCCCTAAAGAAATTGGAAATAT
GACAGAGGAAGTAAAAAACTGTTCTTTTAATATAGCCACAGAATTAAGAGATAAGAAGCAGCAGGCCTATGCA
CTTTTTTATAAGCTTGATATAGTACCAATAAGAGATGATAACAATAGTAGTGATAACAATAGTAGTGCTAGTA
AGGAGTATATGTTAATAAATTGTANTACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTTAAAATGTAATGATAAAAATTTTAATGGGACAGGG
CCATGTAAAAATGTTAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAA
ATGGCAGTCTAGCAGAAGGAGAGATAATAATCAGATCTAAAAATATCACTAACAATGCCAAAACTATAATAGT
GCACCTTAATAAATCTGTAGCAATCAATTGTACCAGACCCTTCAAAACTATAAGAAGAAGAACAGCTATAGGA
CAAGGACAGGTATTCTCTAGAACAGGAAAAATAATAGGAGATATAAGACAAGCATATTGTCAGATTAACAGAA
CACAATGGAATGGAGTTTTAAAACAGGTAACTGAAAAATTAAAAGAGCACTTTAAAAATAAGACAATAGAATT
TCAACAACACTCAGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGGA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATAAGGAAATTTGGGACAA
CATGACATGGATAGAATGGGAGAGAGAAATTAGTAATTACACATACCAAATATATGATATACTTACAGAATCG
CAGAACCAGCAGGAAAAGAATGAAAAGGATTTGCTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTG
ACATAACAAGTTGGCTGTGGTATATAAAAATATTTATAATNATAGTAGGAGGTTTAATAGGTTTAAGAATAAT
TTTTGCTATGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTACTTCTTTGTTT
GATGCTGTAGCAGTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGGGCTTGGAGAGCCG
TTCTCCATATACCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>AB845348 
GCCTCACAAAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGCGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTCATGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGTG
TCACTTTAAATTGTACCGAGGTAAATATCGCCAATTCAACTAAAGTAATCTCCTCTCCCACAATTGAAAATGG
GACAGATGAACAAAGAAACTGTTCTTTTTATATAACTACAGAATTAAGAGATAAGAAGCATAAGCTCTCTGCA
CTTTTTTATAAGCTTGATATAGTACCAATGAAAAATAGCAGTAGTAGCAATAGTAGTTTTAATGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAATGAGAAAAATTTTAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAG
CAGAAAAAGAGATAGTAATCAGATCTGAAAATCTCACTAACAATGCCAAAACTATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCAATGTCAATACAAGAAGAAGTATACCTATAGGACCAGGACAGAGG
TTCATCTATAGATCAGGAGACATAATAAAAGATATAAGAAAAGCATATTGTGAGATTAACGGAACACAATGGA
ATAAAGTTTTAACACAGGTACATGGAAAGTTAAAAGAGCACTTTACTAATAAGACAATAAAATTTCAACCACC
CTCAGGAGGGGACCCAGAAATTACAATGCATCATTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCCGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAAACTTATGAGGATATTTGGGACAACATGACATG
GATAGAATGGGACAGAGAAATTAGTAATTACACAAGCCAAATATATGCAATACTTACAGAATCGCAGAACCAG
CAGGACAAGAATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAATCTGTGGAATTGGTTTAACATATCAA
ATTGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATTATTTTTACTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAGCAGTTCTCCATA
TACCTAGAAGAATCAGACAAGGTTTAGAAAGGGCTTTGCTATAA 
>KJ849775 
GCTGCAGCAGGAAATTTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATRATACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAAGATTGGCCAATGTGACAGAAAATTTTAATATGTGGAAGAATAACATGGTA
GACCAGATGCATGAGGATATAATTAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCT
GTGTTATTTTAAATTGCACTAATGTGAATGTTACCACTAATGTGAATGCTACCATTAATGGGAATAGCATGGA
AGGAGAACTAAAAAATTGCTCTTTCAATATCACCACAGACATAAAAGATATGGTGAAAGGATATGGAATTTTT
AATAAACTTGATGTAGCACCACTAGATAATACTAATASTAGCTATAGGTTGAGAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TTTAAAGTGTAATGATAAGAAATTCAATGGAACAGGACAATGTAAAAATGTCAGCACAGTACAATGTACACAT



GGAATCAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGCCTAGCAGRAGAAGAGGTAGTAATTAGAT
CTGAAAATTTCTCGAACAATGCTAAAACTATAATAGTACATCTGAATGAATCTGTAGAAATCAATTGTACAAG
GCCCAATAACAATACAATACAAAGTATACATATGGGACCAGGGAGAGCATTTTATACAACAGGACAAATAGTA
GGAGACATAAGACAAGCACATTGTAACATTAGTAGAACAAAATGGAATAATGCTTTAAAGGAAACAGTTAAAA
AATTAAGAGAACAATTCAGGGATAACAAGACAATAGTCTTTAGCAGATCCTCAGGAGGGGACCCAGAAATTGA
AATGCTCAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATTCCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGAATG
CTAGTTGGAGTAATAAATCTATGGATGAGATTTGGGGGAACATGACCTGGATGGAGTGGGAAAAAGAAATTGA
TAATTACACAGAAATAATATATAACCTAATTGAACAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTA
CTGGCATTAGATAAATGGGCAAGTTTGTGGACTTGGTTTGATATATCAAACTGGCCGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGGTATTCACCATTATCGTTGGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAGGGAACA
GATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTTTTCTTCACATACCTAGAAGAATAAGACAGGGCG
TGGAAAGGGCTTTGCTATAA 
>KJ849759 
GCCACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTGAAATTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATAGTAGAA
CAGATGCATGATGATATAATTAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGGGGAACACTACTAGCAACAATAGTAGTGAAGGAAAAATGGAGAGAGGAGA
AATGAAAAATTGCTCTTTCAATGTCCACACCGACATGAGAAATAAGGAACAGAAAGAATATGCATTGTTTTAT
AAACTTGATGTAACACAAATAAAAGAAGATAATAATGCTAGCAATAGTAGCTATAGGTTAATAAGTTGTAACA
CCTCAGTCGTTACACAGGCCTGCCCAAAGGTATCCTTTGAACCAATCCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTGGAAATAAAAAATTCAAAGGAACAGGAAAATGTAACAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCACAGACAACGCTAAAAATATAATAGTACAGTTGAAAAAATCTGTAAAAATTAA
TTGTACAAGGCCCAGCAACAATACAAGAAGAAGTATACATATAGGACCAGGTAAAGCATTTTGGGCAACAGGA
GGAATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAACAGAATGGAATAACACTTTAAAACAGA
TAGTTATAAAACTAAGAGCACAATTTAATAATAAAACAATAATTTTTAATCAATCTTCAGGGAGAGACCCGGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGGGTCCTGGCTGTGGAGAGA
TACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATACCAGTTGGAGTAATAAATCTCAGGGGCAGATTTGGGAAAACATGACCTGGATGGAATGGGAAAAGGA
AATTGATAATTACACAGACTTAATATATACCTTACTTGAAGAATCGCAAAACCAACAGGAAAAGAATGAACAA
GATTTATTGGCATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGGCATAACCAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGTGGCTTGGTAGGTTTAAGAATAGTTTTTGTTGTGCTTTCTATAATAAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGCTTGCTCAACACCACAGCAATAGTAGTAGCTGAA
GGGACAGATAGAGTCATAGGAGCTTTGCAAAGCATTGGTAGAGCTTTTCTTCACATACCTAGAAGGATAAGAC
AGGGCTTGGAAAGGGCTTTGCTGTAA 
>KJ849762 
ATTACAGGGAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCTACACATGCATGTGTACCCACAGA
CCCCAGCCCACAAGAAATACAATTGGAAAATGTGACAGAAAAGTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAACTGCACAGATGCTACTAACAGTACTGCTACTAACAGTACTGGGAATAATAAGACAATGGAGGG
AGGAATAGAAATGAAAAATTGCTCTTTCAATATCACCACAGACATGAACAAAAAGAAGCAGGAACGTGCATTG
TTTTATAATCTTGATATAGTACAAGAGAATAATAGTAGCTATAGGTTGAGAAGTTGTAACACCTCAAAGGTTA
CACAAGCCTGTCCAAAGATAAACTTTGATCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCT
AAAGTGTAATGATAAGAAATTCAATGGAACAGGAATATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTAGGTCTG
CCAATCTTACAGACAATGCTAAAGTTATAATAGTGCAGTTGAATCAAACTGTAAAAATTAATTGTACAAGACC
CAATAACAATACAAGAAAAAGTATACATATGGGACCAGGCAAAGCATTTTGGGCAACAGGAGACATAATAGGA
AATATAAGACAAGCACATTGCAACATTAGTGAAGGAAAATGGAAGAACACTTTAAGGCAAATAGCTATAAAAT
TAAAAGAACAATTTAATAGCACAATAATCTTTAATCCATCCTCAGGAGGGGACCCAGAAATTACAATGCACAG
CTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAA
CAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGA
GTAATAAATCTCAGAACTATATTTGGGAGAACATGACCTGGAGGGAGTGGGAAAAAGAAATTGAGAATTACAC
AGGCTTAATATACAACTTAATAGAGGAATCGCAAATCCAACAAGAAAAGAATGAACAGGAATTACTGGCATTA
GATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATATAAGAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGGATTAGGCAGGGCTA
CTCACCATTATCGTTCGCTGTTAACTTGCTCAATACCACAGCAATAGTAGTAGCTGAGGGGACAGATAGAATT



ATAGAAGCTTTGCAAAGAGCTGGTAGAGCTTTTATCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCTTTAA 
>KJ849770 
GCTAAAGAARAAGAAGASAAATTGTRGGTCACAGTCTATTATRGGGTACCTGTGTGGAAGGAAGCGTCCACCA
CTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTRGGCCACACATGCTTGTGT
ACCCACAGACCCCAACCCACAAGAAGTAAAAATGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGAC
ATGGTAGAACAGATGCATGAGGATATAATTAGTTTATRGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTAAATTGTGCTGATGTGAGGAATAGTACTCACACCAATAGTACTAATAGTACTACTGA
AGAGAGTATAATGGTAGGAGAAATAAAGAATTGCTCTTTCAATGTCACCTCAAGCATAAATGATAAGCCACAG
AAAGAAAATGCACTTTTTTATAAGCTTGATATAGTACCAATAAATGATGATAATACTAGCTATAGGTTGATAA
GTTGCAACACCTCAGTCGTTACACAGGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATACGAAGTTCAATGGAACAGGACCATGTTCAAATGTTAGT
ACAGTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGGTAGTAATTAAATCTGAAAATATCTCGGACAATACTAAAGTCATAATAGTACAGCTGAATGAAACTCT
AAAAATTAATTGTACAAGACCCAACAATAATACCAGGAAAAGTATACATATGGGACCAGGCCAGGCATATTGG
GCAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAATGAGATAAAATGGAATAACACTT
TAATACAAATAGTTAAAAAATTAAGAGAACAATTTAAGGATAAAAAAATAATCTTTGATCAATCCTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGTTCTGGAAAACTCATCTGCACCACTA
ACGTGCCTTGGAATAKTAGTTGGAGTAAGAGTTGGAATAGATCTTTGGATGATATTTGGGATAACATGACCTG
GATGGAGTGGGAAAAGGAAATTGATAATTACACATACACAATATACAACTTACTTGAAGCATCGCAAAACCAR
CAAGAAAAGAATGAACAAGAATTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAAGAGAGTCAGGCAGGGATACTCACCCTTATCGTTAGCTGTTAGCTTGCTCAATACCAMA
GCAATAGTAGKAGCTGAAGGGACAGATAGAATTCTAGAAGCTTTGCAAAGRGCTGGTAGAGSTGTTCTMAACA
TACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGATATA 
>KJ849771 
GCTAAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCATTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGATACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAATTTGGGAAATGTGACAGAAAATTTTAATATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTATATGGGATCAGAGCCTAAAGCCATGTGTAGAACTAACCCCACTCTGTG
TTACTTTACATTGCACTAATGTAAGCATTACTAATGGCAACAGTAATAATAGCACCCAAACTACTAGCACCCC
GACTAATAGCACCAGTAGACCGGTGGAAGAAGAAATGAAAAATTGCTCTTTCAATAGCACCACAGCCTTAAAA
GATAAGGTGCAGAAACAATATGCAGTTTTTTATACACTTGATATAGAGGAAATAGATAATAGTAGTTATAGGT
TAAGAAGTTGTAATACCTCAGTCATTAAACAAGCCTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAACAATGAGACGTTCAATGGTACAGGACCATGTAAAAAT
GTCAGCACAGTACAGTGTACACATGGAATTAGGCCAGTAATATCAACTCAGTTGCTGTTAAATGGCAGTCTAT
CAAAACAAGGGGTAAAGCTTAGGTCCGCCAATTTCTCGAACAATGCTAAAAACATACTAGTACAGCTAGATCA
AACTGTAGTAATTAATTGTACAAGACCCAATAACAATACAAGAAAAGGTATACATATGGGACCAGGCAGAGTA
TTTTATACAACAGGTGAGATAATAGGAGATATAAGACAAGCACACTGTAATATTAGTGGAAAAGAGTGGAAGA
ACACTTTATCAAAAATAGTTAAGAAGTTAAGAGAACAATTTGAAAATAAGACAATAGCCTTTAAGCAACCTTC
AGGAGGGGACCCAGAAATTATAATGCACACCTTTAATTGTGCAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAACTCATCTGCA
CCACCTCTGTGCCTTGGAATTCCAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGAT
GGAGTGGGAAAGAGAAATTGAAAATTACACTGGATTAATATATAGTTTAATTGAAGAATCGCAAAACCAACAA
GAAAAGAATGAACTAGAGCTATTGGAATTAGATAAATGGGCAAATTTGTGGAGTTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTACTGTGCT
TTCTATAGTAAACAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTATTAGCTTGCTCAATACCACAGCA
ATAGTAGTAGCTGAGGGGACAGATAGAATTATAGAAGCTTTGCAAAGATTTGGTAGGGCTATTCTCAACATAC
CTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCAATAA 
>KJ849773 
ACTGCAGGGAACTTGTGGGTAACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATGATACAGAGGCACATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAAATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGATGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TTACTTTAAATTGCAGGAATGCCAGTATTAGCACCACTAATAGTAGTAACACCAATAGTAGTAACCAGGGACC
AATGGGGGGAGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAGACATAAATGATAAAAAAAGGAAGGAA
AATGCACTTTTTTATAAGCTTGATCTAGTACAACTAGATGATAATGATACCTATAGGTTGATAAGTTGTAACA
CCTCAGTAGTTACACAGGCCTGTCCAAAGATAAGCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGAGACGGCGTTCAATGGATCAGGAGTGTGCAACAATGTCAGCACAGTACAA



TGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTTTTGTTGAATGGCAGTCTAGCAGAAAAAGAGGTAA
TAATTAGATCCAAGAATTTCTCGAACAGTGCTCAAGTCATAATAGTACAGCTGAATGAAACTGTAAAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATGGGACTAGGCAGAGTATTTTGGGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGGGCAATGGAATAACACTTTAAAACAAA
TAGCTATAAAATTAGGAGAACAATTTAAGAATAAAACAATAATCTTTGATAAAAACTCAGGAGGGGACCTAGA
AGTTGCAATGCACAGCTTTAATTGCAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTTGGGATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTACAGTGCCTT
GGAATAATAGTTGGAGTAAGAATACAAGTCTAGATAACATTTGGGGCAACATGACCTGGAAGCAATGGGAAAG
AGAAATTGATAATTACACAGATTTAATATACACCTTACTAGAAAACTCGCAAAACCAACAAGAAAAGAATGAA
CAAGAATTACTGGAATTAGATAAATGGGCAAGTTTATGGAATTGGTTTGACATAACAAATTGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTATACTTTCTGTAGTGCA
TAGAGTTAGGCAGGGCTATTCACCACTATCGTTCGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCT
GAAGGAACAGATAGGGTTATAGAAGCCTTGCAAAGAGCGGGTGGAGCTATTCTTAACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATA 
>KJ849776 
GCTGCAGAACAACTGTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGAGAATGTGACAGAACCATTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAACTGCACTGAATTAAAGAGGAACACCACTAGTGGTGACGGAAGAAGAGTATTGGAGAAAGGAGA
AATGAAAAATTGCTCTTTCAATTTCACCACAGGCATGGGTAGGATAAAGAAACAAAACGCACTTTTTAATGAC
CTTGATATAATACCAATAAATGCTAAAGCTAGTGATAATACCAGCTATAAGTTGATAAGTTGTAATACCTCAA
GAGTTACACAGGCCTGTCCAAAGATAGCCTTTGAGCCAATTCCCATACACTATTGCGCCCCGGCTGGGTTTGC
GATTCTAAAATGTAATGATAAGAATTTCAATGGAACAGGAGTGTGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTA
GATCAGAAAATTTCTCAGACAATGTTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAACAGGTATAAATATGGGACCAGGCAGAGCATTTTGGGCAACAGGAGACATA
ATAGGAAATATAAGACAAGCACATTGTAACATTAGTAAGGAAAAATGGAATAACACTTTAAAAAGAATAGCTA
TAAAATTAAGAGAACAATTTAATAAAACAATAGTTTTTACTCATTCCTCAGGAGGGGACCCAGAAATTATAAT
GCACACCTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAT
GACCAACGGCTCCTGGGGCTTTGGGGATGCTCTGGAAAACACATCTGCACCACTACTGTGCCTTGGAATGCTA
GTTGGAGTAATAAAACTCTAAGTCAAATTTGGGAAAACATGACCTGGATGCAGTGGGAGAAAGAAATTGATAA
TTACACAGGCTTAATATACAACTTAATTGAAGAATCACAAGTCCAACAAGAAAAAAATGAACAAGATTTATTA
GCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTATACTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTCGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAGGGGACAGAT
AGAGCTATAGAAGCTTTGCAAAGAGTTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTG
AAAGGGCTTTGCAATA 
>KJ849777 
ACTGCAGGAGGCCCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAAATTGGAAAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTACATTGCAATAATGCCACTAATACTAATACTAATGCCACTAGCAACGAGACAGAAAAAGTAGGGGG
AGGAGAAATGAAAAATTGCTCTTTCAATATCACCACAAACATGAATATTAAGAGGAAGGAACATGCAATTTTT
TCTAATCTAGACATAGTACATCTGAGCAATAATAGTTATAGATTGATAAGTTGTAATACCTCAGTCGTTACAC
AGGCCTGTCCAAAAATAAATTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAA
GTGTAATGATAAAAAATTCAATGGAACAGGAACATGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATC
AGGCCAGTAGTATCAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAAGTCTGCCA
ATCTCACAGACAATGCTAAAAACATAATAGTACAGTTGAATCAAGCTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATAAATATGGGACCAGGCAGAGTATTTTGGGCAACAGGAGATATAATAGGAGAT
ATAAGACAAGCACATTGCAACATTAGTAGAGAAAAATGGAATGAGACTTTAAAACAAATAGCAATAAAATTAA
AAGCACAATTTAATAATAAAACAATAATCTTTAAACAAGCCTCAGGAGGGGACCCAGAAATTATAATGCACAG
CTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAGGATCAA
CAGCTCCTTGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAATAGTTGGA
GTAATAAATCTCTGAGTCAAATTTGGGGGAATATGACCTGGCAAGAATGGGAAAGAGAAATTGATAATTACAC
AGGCATAATATATAACTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTG
GATCAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAGGATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGTTATACTTTCTATAGCAAATAGAGTTAGGCAGGGTTA
CTCACCATTGTCGTTCGCTATTAGCTTGCTCAACACCACAGCAATAGTAGTAGCTGAAGGGACAGATAGAATT



ATAGAAGCTTTGCAAAGATTTGGTAGAGCTATTCTCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAAGGG
CTTTGCAATAA 
>KJ849778 
GCTACAGAGGAAGAGGAATCGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACTACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCCCATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAGCCCACAAGAAATAGAAATGAAAAATGTGATAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGATGATATAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTACTTTAAATTGCTCTAATAGGACCCTACAGAATATTACAATGGTGGGAGAACTAAAGAATTGCTC
TTTCAATATCACCTCAAGTATAAAAGATAAGGTACAGAAAGGACATGCATTTTTTAATACACTTGATGTAACA
CCAATGGAAGAGGAAGAGAATAATAAGTCTAACTGTACTGGTGTTAGTACTACTACTGCTGCTAGTCCTAGAA
ACAGAAATAAGAACTATAGGAACTATAGGTTGATAAGTTGTAACACCTCAGTAGTTACACAGGCCTGTCCAAA
GATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAAAGATAAG
AAGTTCAATGGAAAAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACACGGAATTAGGCCAGTAGTAT
CCACTCAACTGCTGTTAAATGGCAGTCTATCAGAAGAAGAGGTAGTAATTAGATCTGAGAATTTCACGGACAA
TGCTAAAGTCATAATAGTACAGCTGAATCAATCTGTAGAAATTAATTGTACAAGACCAAGCAACAATACAAGA
ACAGGTATACATATGGGACCAGGCAGAGCATATTGGGCAACAGGAAATATAATAGGAGATATAAGACAAGCAC
ATTGTAACATTAGTGAAGCAAAATGGAATAACACTTTAAGACAAATAGCTGAGAAATTAAGAGAACAATTTAA
TAAAACAATAATCTTTAATCCATCCTCAGGAGGGGATCTAGAAATTGTAACACACAGTTTTAATTGTGGAGGG
GAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAACTACCTAAAGGACCAACAGCTCCTGGGAATTT
GGGGATGCTCTGGAAAACTCATTTGCACCACCACTGTGCCTTGGAATAAGACCTGGAGTAATAGAAATCTGAG
TGAACTTTGGGGTAGTAACAGTAGCCTAACCTGGCAGCAATGGGAAAAAGAAATTGATAATTACACAAGCTTA
ATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTGGCATTAGATAAAT
GGGCAAGTTTGTGGAATTGGTTTGAAATATCAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGG
AGGCTTGATAGGTTTAAGGATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCC
TTATCGTTAGCTGTTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAAGGGACAGATAGAATTATAGAAG
GGTTGCAAAGAGTTGGTAGAGCTGTTCTCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAAGGGCTTTGCT
ATAA 
>KT427816 
GTTACAGGGGACGGGGGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAACACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAACGTTTGGGCCACACATGCATGTGTACC
CACAGACCCCAGCCCACAAGAAGTAAAATTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGACCAGATGCATGAGGATATAAGTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCAC
TCTGTGTCACTTTAAACTGCATTGATGCTAACACCACTAGAGCCAACACCACTAGGGGAGCCAATAGAACAGA
GGAGGGAATAGGAATGAAAAATTGCTCTTTCAATATCACCACAGACATGGGAGATAAGAAAAAAGGAGTGTAT
GCATATTTTTATAATCTTGATGTAGTACAACTAGAAGAGAATACTACTAACTATAGGTTGATAAGTTGTAACA
CCTCAAAAGTTACACAAGCCTGCCCAAAGATAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAGATGTAACAATAAGACGTTCAATGGAAAAGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAGAGGTAG
TAATTAGATCTGACAATTTCTCGGACAATGTTAAAGTCATAATAGTACAGCTGAATCAATCTGTAGCAATTAA
TTGTACAAGACCCAGCAACAATACAAGAAAAAGTATAAATATGGGACCAGGCAGAGCATTTTGGGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAAAAGATTGGAATAACACTTTAATAAAAA
TAGCTATAAAATTAAAAGAACAATATAATAAAACAATAATCTTTCAGCCATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCGAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCATGGGGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGA
ATACTAGTTGGAGTAATAGATCTCTGGATTATATTTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAAT
TGATAATTACACAAGCTTAATATACACCTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAGCAAGAA
CTATTGGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAATTGGCTATGGTATATAAAAA
TATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTCTTTGTTATACTTTCTATAGTGAATAGAGT
TAGGCAGGGTTACTCACCATTATCGTTCGCTGTTAGCTTACTCAATACCACAGCAATAGTAGTAGCTGAGGGG
ACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTCTTCTCCACGTACCTAGAAGAATAAGACAAG
GCTTTGAAAGGGCTCTGCTATAG 
>KJ671534 
GCTACAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAGTTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAA
CAAATGCATGCAGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTAGTAATCATGGCAATGCCACTCAAAGCAACAACACCCTGGGGGAGGAGCCAGGGGCAAT
AAAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGCAGCGGAAAGTACATGCACTTTTTTATAAA
CTTGATATAGTACCAATTAATAATAATGAGAACAACAATAGTGATAATAACAGCAGTGGAGAATATAGGTTAA
TAAATTGTAATACCTCAACAATTACACAGACTTGTCCAAAAATATCTTGGGATCCAATTCCCATACATTATTG



TGCTCCAGCTGGTTATGCAATCCTAAAATGTAATAACAAAACGTTCAGTGGGACGGGGCCATGCAACAATGTC
AGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAGTTGTTGCTAAATGGCAGCCTAGCAG
AAGAAGAGATAATAATCAGATCTCAAAATATCTCAGATAATGCAAAAACTATAATAGTACACCTTAATGAATC
TGTACAGATTAATTGTACAAGACCCAACAACAATACAAGACAAGGTATACATATAGGACCAGGACAAGCATTT
TATGCAATGGGAGACATAATAGGAGACATCAGGAAAGCACATTGTAATGTTAGTGGAATGCAATGGAATAAAA
CATTAGAAGGGGTAAAAGGAAAATTAAGATCTCTTTTCCCTAATAAGACAATAAATTTTAACTCATCCTCAGG
AGGAGACCTAGAAATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTTTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGATGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCCTGGAACTCTAGTTGGAGTAATCTATCTCATGATCAAATTTGGGGGAACATGACCTGGAAGAA
GTGGGAAGAAGAGATTAGCAATTACTCAAGTGAAATATACATGTTAATTGAAGAGTCGCAGTTCCAGCAGGAA
AAGAATGAAAAGGAATTATTGGAATTGGACAAATGGGCAAGTCTGTGGAGTTGGTTTGACATATCAAATTGGC
TGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTACTTTC
TATAGTAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTCGCTGTTAGCTTGCTCAATACCATTGCAATA
GTAGTAGCTGAAGGGACAGATAGAGTTTTAGAAGCTTTGCAAACGCTTGGTAGGGCTATCATCCACATACCTA
GAAGAATAAGACAGGGCTTGGAAAGGGCTTTACAATAA 
>KJ671536 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATACAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATTACAATGCAACCAATGCAACCACCCTGGATACAAACAGCACCCTGAATGAGGA
TCTAGGGACAATAAAGAACTGTTCTTTCAATATGACTACAGCAATAAGAGATAAGCAGCAGAAGGTACAGGCA
CTTTTTTATAGACTTGACATAGTACCAATCAGCAATGACAGTGATGGCAGCGGCAGCTACAGGCTAATAAATT
GTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCC
AGCTGGTTATGCAATCTTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAGGAATGTCAGCACA
GTACAATGTACACATGGGATTAAACCAGTGGTATCAACTCAATTGTTGCTAAATGGCAGCTTAGCAGAAGGAG
AGATAATAATCAGCTCTCAAAATATCACAGATAATACAAAAACCATAATAGTACACTTTAATGAATCTATACA
GATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAATTGGGACCAGGACGAGCATTTTATACA
ACAGGGGAAATAATAGGAGACATCAGAAGAGCACATTGTAATGTTAGTAGAGAACAGTGGAGTAACATGTTAA
GAAAGGTAAAGGAAAAGTTAAAGCCTTATTTCCAGAATAATGCAACAATACAATTTAACTCATCCTCAGGAGG
AGACCTAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
GTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCAGGATGACATTTGGGGGAACATGACCTGGATGCAGTG
GGAAAAAGAGATTGGCAATTACTCAAAAGAAATATACAGGTTAATTGAAGAGTCGCAGAACCAGCAGGAAAAG
AATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGT
GGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTAT
AGTAAAAAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCTGTTAGCTTGCTCAATACTACAGCAATAGTA
GTAGCTGGGGGGACAGATAGAGTTATAGAAGCTTTGCAAAGAATTGGTAGAGCTCTTCTCAACATACCTAGAA
GAATAAGACAGGGCTTCGAAAGAGCTTTGGTATA 
>AY882421 
GCTGTAGAACAACTGTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCGCTAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TTACTTTAGATTGCACTAATTTGAATGAGACTGAGAGTGGTAATAGTACTACTAATAGTAGTAGCTGGGGAGA
AATGAAAAACTGCTCTTTCAATGTCACCTCAATCACAAGAGATAAGGTACAGAAGCAATATGCATATTTTTAT
AATCTTGATATAGTACAAATAGATAGCGAAAGTAATAGTACCAAATATAGGTTAATAAGTTGTAACACCTCAA
TCATTACACAGGCCTGCCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGTCCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAATAATTA
GGTCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTAAATAAATCTGTAGTAATTAATTGYTC
AAGACCCAACAACAATACAAGAAAAAGTATACCTATAGGACCAGGGAGAGCATTTTATGCAACAGGACAAATA
ATAGGAGACATAAGACAAGCACATTGTAACCTTAGCAAAGCACAATGGGATAAAACCTTAAGACAAGTAGCTG
GCGAATTAAGAAAACAATTTGAGGAAGATAAAACAATAAGCTTTAACAAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGGATGACATTTGGAATAACATGACCTGGATGGARTGGGAAAAAGAAAT
TGACAATTACACAGGCTTAATATACAATTTAATTGAACAATCACAGAACCAGCAGGAAAGGAATGAACAAGAA
TTATTGGAATTGGATAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAATTGGCTRTGGTATATAAGAA
TATTTATAATGATAATAGGAGGTKTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCKATAATAAATAGAGT



TAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGTTTGATATAATAGCAATAGCAGTAGCTAACTGG
ACAGATRGAGCTATAGAAATAGTGCAAAGAATTGGTAGGGCTTTTCTCAACATACCTACAAGAATAAGACAAG
GCTTGGAARGAKCTTTKCTATAA 
>KR019770 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGAGAGAAGTGCACAATGTCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGACCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTTCCCATAATGTGAGCATAATCAATGCCACCCAGGTCTCTAACATCACCAATGGCCCTAA
ACCTAAAGACATAGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACTACAGAACTAAGAGAT
AAGACACAGAAGATCAATGCACTTTTTTATAGGCTTGATATAGTGCCAATTGATAGTAATGATAATAGTAGTA
AGGAATATAGGCTAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGATCCAAT
CCCTATACATTATTGTACTCCAGCGGGTTATGCGATTCTAAAATGTAATGAKAAGAATTTCAATGGGACAGGG
CCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGTAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGT
GCACTTTAATAAATCTGTAGTGATCAATTGTACCAGACCCTCCAACAATACAAGAGCAAGTATAAATATAGGA
CCAGGACGAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCCTATTGTGAGGTTAATACAA
CAGAATGGAAGGAAGTTTTAAAACAGGTAGCTGGAAAACTAAATGAACACTTTAATAATACAATAGTCTTTCA
ACAACCACCCCCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTCAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAGTCATCTGCACCACTTCTGTGCCCTGGAACTCCTCTTGGAGTAATAGATCTTATGAAGAGATTTGGAACAA
CATGACATGGATAGAATGGGAGAGAGAAATTGGCAATTACACAGACCAGATATTTCAGATACTTACAGAATCG
CAGAACCAGCAGGACAAGAATGAAAAGGATTTGTTGGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTG
ACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGGCTAATAGGTTTAAGAATAAT
TTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT
GATGCTATAGCAATAACAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAGGAGCTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTACAATAA 
>KR019771 
GCCTCAAACAACTTGTGGGTCACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACCTTAAATTGTACCAACGTAACCAACGTCTTTAATGCAACCATCTTTAATACAACCAAGGACCTTGACAA
AATAGGAAATATAACAGATGAAATAAAAAACTGTACTTTTAATATGACCACAGAACTAAGAGATAAAAAGCAG
CAGGTCTATGCACTTTTTTATAAGCTTGATATAGTGCCAATTAATGTGACTAGTAATAATAGTGGGGAGTATA
GGCTAATAAATTGCAATACTTCAGTCATTACGCAGGCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTWTGCGATKYTAAAATGTARWGATRAGAAKTTCAATGGGACAGGGCCATGTAGC
AATGTTAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGTAGTC
TAGCAGAAGGAGAGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TGAATCTGTAAAGATCAATTGTACCAGACCCTCCAACAATACAAGAAAAAGTATAGGTATAGGACCAGGACAA
GTATTCTATAGACCAGGAGACGTAATAGCAGATATAAGAGCAGCATATTGTGAGATTAATGGAACAAAATGGA
ATGAAACTTTAACACAGGTAGCTAAAAAATTAAAAAAGCACTTTAACAATAAGACAATCTACTTTCAACCACA
CTCAGGAGGAGATCTAGAAATTACAATGCACCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAATAGAACTTGGAGTGATAAATCTCTTGAAGAGATTTGGGACAACATGACATG
GACACAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAGCCAG
CAGGACAGGAATGAAAAGGATCTGTTAGAATTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTAACATAACAA
ACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGGTTAAGAATAATTTTTGCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTCCAAAGAGCCTGGAGAGCCATTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KR019772 
GCCTCAAACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAAGAACAACATAACCTATGTCTCTAACAACATAACCAATGTCTCTAACAACATAACCAA
TGTCTCTAACACAACCAATGACCTTAACAGCATAGGAAATATAACAGATGAAGTAAAAAACTGTACTTTTAAT
ATAACCACAGAACTAAAAGATAAGAGGCAGAAGGTTAGTGCACTTTTTTATAAGCTTGATATAGTACCAATTG
ATAATAATAAAAATAATGGTAGTGAGGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTG



TCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAATGTAAT
GATAAGAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAG
TGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATCAC
AAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAAT
ACAAGAACAAGTCTAACTATAGGACCAGGACAAATATTCTATAGAACAGGAGACATAATAGGAGATATAAGAA
AAGCATATTGTGAGGTTAATGGAACGGAATGGCATAAAGTTTTAACACAGGTAGCTGAAAAATTAAAAAAGCA
TGTTAATGGGACAATAAACTTTCGACCACCCTCAGGAGGAGATTTAGAAATTACAATGCATCATTTTAATTGT
AGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAG
GACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATC
TTTTGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATA
TATCAGATACTTACAGAATCGCAGAACCAACAGGACAGAAATGAAAAGGAATTGTTGGAGTTGGATAAGTGGG
CAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGG
GCTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTG
TCTTTCGCTATTTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAG
TCCAAAGAGCCTGGAGAGYTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATA
A 
>MN187303 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGAAAAATGTAATAGAGAATTTTAACATGTGGAAAAATAATATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACCATGAATTGTACTAATGCTAGTTTCATTAATGCTACTTCCAATAATAGCTCTATAGAAATAGGAAATAT
AACAGATGAAGTAAGAAACTGTTCTTTTCATGTGACCACAGAAATAAGAGATAAGAAGCGGAAAAGCTATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTAGTGATAATAACAATAATAGGAGTGAGTATAGGATAATAAATT
GTAATAGTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCACTTTTAAAGTGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAGAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATG
AGATAGTAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGG
AATCAATTGTACCAGACCCAGCAACAATACAAGAACAGGTGTAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAGAATGGGGGGAAGTTTTAA
CACAGGTAAAGAAAAAATTAGAAAAGCACTTTAACAATAAGACAATAGTCTTTCAACCACAACCACCCTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAAAGAGAAATTAGCAATTACACAGGCCAAATTTATGCAATACTTACAGAAGCGCAGGACCAGCAGGAC
AGAAATGAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACAAATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATATTCACCACTATCATTGGCTGTTTCTTTGCTTGATGCTACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGCAGGAGCACAAATAGCTTGGAGAGCTTTTATTCACATACCTG
TAAGAATAAGACAAGGCTTAGAAAGGGCTTTGCTGTAA 
>MN187302 
GCTTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGAAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGAATTGTACTAATGTTACTCTCACTAATGCTAATTTCACTACTGCTACTTCCAATAATAGCTCTAT
AAATATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAAATAAGAGATAGGAAG
CGGGAGAGCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTAGTGGTAATGACAGTAATGGGAGTGAGT
ATATGATAATAAATTGTAATAGTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCAATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGT
AGTAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCA
GTCTAGCAGAAGATGAGATAGTAGTTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCCAGCAACAATACAAGAACAAGTGTACCTATAGGACCAGGA
CAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAGAAT
GGGGGGAAGTTTTAACACAGGTAAAGAAAAAATTAGAAAAGCACTTTAACAATAAGACAATAGTCTTTCAACC
ACCACCCTCAGGAGGAGATCTAGAAGTTACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAG
GCAAGAGTCCTGGCTCTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAA
TCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGACGAGATTTGGGGAAACAT
GACATGGATACAATGGGAAAGAGAAATTAGCAATTACACAGGCCAAATTTATGCAATACTTACAGAAGCGCAG
GACCAGCAGGACAGAAATGAAAAGGATCTGTTAGCATTGGATCAATGGGCAAGTCTGTGGAATTGGTTTAGCA



TAACACAATGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCACTATCATTAGCTGTTTCTTTGCTTGAT
ACTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGCAGGAGCACAAAGAGCTTGGAGAGCTTTTA
TTCACATACCTGTAAGGATAAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>KX673820 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGTTACCACCCTATTTT
GTGCATCAGATGCCAAAGCACACATTACAGAAGTGCACAATGTTTGGGCCACGTATGCCTGTGTACCCCCAGA
TCCCAATCCACAAGAAATATTCCTGGGAAATGTAACAGAAAATTTTAACATATGGGAAAACAGAATGGTAGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACTGATAAGATCAATGTGGCCAATGCTACTTTTACCAATAACACAATAGGAAATATAAC
AGATGACGTAAGAAACTGCTCTTTTAATATGACCACAGAAATAAGAGATAAACATCAGAAGGCCTATGCTCTT
TTTTATAAGCTTGATACAATACCAATTGAAGAAAATAGTAAGAATAGTACTTATAGGGAATATAGGTTAATAA
ATTGTAATGCTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTCTCAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGTCTAGCAGAAG
AAGAGATAGTAATCCGATCAAAAAATATCTCAAACAATGTCAATACCATAATAGTGCACCTTAATAAATCTGT
AGAAATCAATTGTACCAGGCCCTCCAACAATATAAGAACAAGTATACATCTAGGACCAGGACATGCATTCCAT
AGACTAAGAGGCATAACAGGAGATATAAGGAGAGCACACTGTGAGATTAATGGAACAGTATGGAATGAAACTT
TAAAACAGGTAGTTGGAAAATTAAGAGAGCACTTTAACAAGACAATAGTCTTTAAACCACCCTCAGGAGGAGA
TCTAGAAGTTACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTG
GAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCCTATGATGAGATTTGGAACAACCTGACATGGACAGAATGGGA
GAGAGAAATTAGTAATTTCACAAGCATAATATTTAGCATACTTACAGAATCGCAGGACCAACAGGACAAGAAT
GAAAAAGATTTGTTAGAGCTGGATAAATGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTGATGCTACAGCAATAACAGTA
GGGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTTGGAGAGCAATTCTCCATATACCCACACGAA
TCAGACAGGGCTTTGAAATAGCTTTGCAATAA 
>KU161143 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTCTTTT
GTGCATCAGATGCCAAAGCACATTCAACAGAAGTGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTAAAAAATGTAACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAA
CAGATGCAGGAGGATGTGATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCAATAAGGTTGAGCCCCACAATACCACTTTCAACAACACAGAAAATAGACTAATAGG
AAATATAACAGAAGACCTAAAGAACTGCTCTTTTAATATGACCACAGAAGTAAGAGATAAGAAGAAGAATGTC
TATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATGAGAAGAAGGATAATAATAGTTATAGGTTAATAA
ATTGCAATACTTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAAAATTTCAATGGGACAGGGCCATGTAAGAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTTTAGCAGAAG
ATGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGT
AGCAATCAACTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAGGCATTCTAT
CCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGCAATATTAGTGAAACAGAATGGGCTGAAGCTT
TAGAACAGGTAGCTGAAAAATTAAGAAAGCACTTTGATAATGCAACAATCAACTTTAAACCACACTCAGGAGG
AGATGTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCGAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACCT
CTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTATGATGACATTTGGGAAAATATGACATGGACAGAATG
GGAGAGAGAAATTAGCAATTACACAAACCAGATATACCAGATACTTACAGAATCGCAGAACCAGCAGGACAAG
AATGAAAAAGATTTGTTAGCATTAGATAAATGGACAAATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGT
GGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTGCTAT
AGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATACTACAGCAGTAGCA
GCAGCGGAGTGGACAGATAGGGTTATAGAAGTAGTACAAGTAGTTTGGAGAGCTGTTCTCCACATACCTAGAA
GAATTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KU161144 
GCCTCAGACAACTTGTGGGTGACAGTATATTATGGGGTTCCTGTGTGGAGAGATGCAGACACCACCCTCTTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAGAGTTTAAAGCCATGTATAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCGAGGTCCAGAACAATGACTCTGGGGTGGTCCAGAACAATACCTCTAGCGAAGTAGG
AAATGTGGAAATAGGAAATATAACAGATGAAGTAAGGAACTGCTCTTTTAATATGACCACAGAACTAAAAGAT
AAGAGGCAGAAAGTCTATGCACTTTTCTATATGCTTGATATAGTACAGATTGATAATAATAATAGGACTTATA



GGTTAATAAATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAG
AATGTCAGCTCAGTACAATGCACACATGGGATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTT
TAGCAGAAGACAAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAGCTGTACCAGACCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAA
GCATTCTATAGAACAGGAGACATAACAGGAGATATAAGGAAAGCATATTGCAAAATTAATGGAGCAACATGGA
CTAAAGTTTTTGAACAGGTAAAAGAAGAATTAAAAAAGCACTTTCCTAAAAAGACAATAAAATTTCAACCACC
CTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTATTTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTGCTGTGCCCTGGAACTCCACTTGGAGCAATAGATCTTATGAAGAGATTTGGGACAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGCGATACTTACAGAATCGCAGAACCAG
CAGGACAAGAATGAAAAGGATTTGTTAGAATTAGATAAATGGACAAATCTGTGGAATTGGTTTGGCATATCAA
GATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
ACTTTCTATAGTAAAAAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCCTTGCTTGATACTACA
GCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCTGCACAAGTAGTTGGGAGAGCTATTCTCCACA
TACCTAGAAGAATTAGGCAGGGCTTAGAAAGGATTTTGCTATAA 
>MH986016 
GTGAGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCGGTGTGGAAAGAAGCAAAAACAACYCTATTTT
GTGCCTCAGACGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGAGGTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAYAATGACATGGTAGAG
CAGATGCAGCAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAACTGCACAAAGGCAAAGGTTACCAGCAGTAACAGCACTGCTGTTAACAGTACTGAGGAAATGAA
AAATTGTACTTTCAATATAACCACAGAAGTAAGAGATAAGAAAAAGAAGGTACATGCACTTTTTTATAGGCTT
GATATAGTACCACTGGGTAACACTTCTAATAGTGAATATAGGTTAATAAATTGTAATACCTCAGCCATAACAC
AAGCATGTCCAAAAGTCACTTTTGAGCCAATTCCTATACATTATTGTGCTCCAGCAGGTTATGCAATTTTAAA
GTGTAATAATGAGACATTCAATGGAACAGGGCCATGCGATAATGTCAGTACAGTACAATGTACACATGGAATC
AGGCCAGTGGTATCAACTCAACTACTGTTGAATGGTAGTCTAGCAGAGAAAGAGATAATAATTAGATCTAAAA
ATCTAGCARACAATGTCCAAACAATAATAGTACAGCTTAAGGAACCTGTACAAATTAATTGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAGCAGGAGACATAATAGGAAAT
ATAAGAGAAGCACATTGTAACATTAGTGGAACAGCATGGAATAGGACTTTACAAAAAATAGGTGAAAAATTAG
CACAGCACTTCCCTAATAAAACAATAAGATTTGCAGAACACTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTATGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAGTGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCTAGTTGGA
GCAATAGATCTCTAGAGGACATTTGGGAAAACATGACCTGGATGCAATGGGAAAAAGAAATTGACAATTACAC
AGGCTTCATATACACCTTACTTGAAACAGCGCAAAACCAACAAGAAAAAAATGAACAAGACTTATTACAATTA
GATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGGATATTCATAATGA
TAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCATTGTCATTCGCTATTAGTTTGCTTAATGCCATAGCTATAGCAGTAGCTGAAGGGACAGATAGGATT
ATAGAAATACTACAAGGAATTTGGAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>MH986017 
GTGAGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCGGTGTGGAAAGAAGCAAAAACAACCCTATTTT
GTGCCTCAGACGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGTCCACAAGAAATAAAGTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTAGAG
CAGATGCAGCAGGATATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGCACAAATGCTAACAGAAATGTTACCAGTACTATCAGGGAGAACGACTTTACCATGAAGGG
AGAAATAAAAAATTGTTCTTTCAATATGACCACAGAACTAAGAGATAAGCAAACGAAGGTAAATGCACTTTTT
TATAAGCTTGATATAGTACCACTGAATGACAATTCTAGTTATGATTCTAAGAGCAATTATAGTGAATATAGGT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATCCCTATACATTA
TTGTGCTCCAGCAGGTTATGCAATTTTAAAGTGTAATAATAAGGCATTCAATGGAACAGGGCCATGTAATAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAG
CAGAAAAGGAGATAATAATTAGATCTAAAAATCTAACAGACAATACCAAAACAATAATAGTACAGCTTACGAA
ACCTGTACAAATTACTTGTATAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAGCAGGAGACATAATAGGAGATATAAGAGAAGCACAATGTAACATTAGTAACGCAAAATGGAATG
AGACTTTACAAGCAATAGGTGAAAAATTAGCACAGTACTTCCCTAATAAAACAATAAACTTTACACAACACTC
AGGAGGGGACCCAGAAATTACAACACATAGCTTTAATTGTATGGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTCTAGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAGACTCATCTGCA
CCACTACTGTGCCTTGGAACTCTAGTTGGAGCAATAGATCTGTAGATGAAATTTGGCAAAACATGACCTGGAT
GCAATGGGAAAAAGAAATTGACAATTACACAGACWTCATATACCAATTACTTGAAACATCGCAAAACCAACAA
GAAAAGAATGAACAAGAATTATTGCAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATATCAAATT



GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTACT
TTCTATAATAAATAGAGTTAGGCAGGGATACTCACCACTGTCATTAGCTATTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAATACAAAGAACTTGGAGAGCTATTCTCCACATAC
CTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KU820825 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGTAAAAACCACCCTATTTT
GTGCATCAGATGCTAAGGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTATGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGCCTGAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTACATTGTACAAATGTTAGCAGTAGCAGTACTGACACTGAGATGAGAAATTGCTCTTTCAATACAAC
CACAGTATTAAAAGATAGGAAGCAGTCAGTGTATGCACTTTTTTATAAACTTGATATAGTACCACTTAATGAG
AATAAGACCTCTAATGAGAGATATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGGTATGCGATTCTAAAGTGTAATAATAAAAC
GTTCAATGGGACAGGACCATGTCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCA
ACTCAACTATTGTTAAATGGAAGCCTAGCAGAAGGAGATATAATAATTAGATCTGAAAATATGAGCGACAATG
TCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAAATGTACAAGACCCAATAATAATACAAGAAA
AAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACAT
TGTAACATTAGTAGAAATAACTGGAATAAAACTTTACAAGGGGTAGGTGAAAAATTAGCAAAATACTTCCCTA
ATAAAATAATAAAATTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGG
AGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT
TGGGGTTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTGAAA
GAGAGATTTGGGATAACATGACCTGGATGGAATGGGAAAGAGAAATTAGTAATTACACAGATACAATATTCAA
TTTGCTTGAAGAATCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAAT
CTATGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATT
GGCTGTTAGCTTGCTTAATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAA
GGAGCTTGTAGAGCTATTCGCCGCATACCTACAAGAATAAGACAAGGCTTAGAAAGATCTTTGCTATAA 
>KU820829 
GCCCTAGACAAATTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAAATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGCGCACAACGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATCAGGATGTAATCAGYTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TAACTTTAMAMTGTGGGAATGTTACATCCAACAATATAACTAGGTACTCTACCAAAGACAATGACATAATAGG
AAATATAACGGATGAAATGAGAAATTGTTCTTTTAATATGACCACAGAATTAAGAGATAAAAAGAAGCAGGTC
CATGCACTTTTTTATAGGCTTGATTTAGTACCAATTGAAAATAATAGTAATAAGAGTGAGTATATGTTAATAA
ATTGTAATACTTCAGCCATTAGGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCCATACATTACTGTAC
TCCAGCTGGTTATGCGCTTTTAAAGTGTAATGAGAGCAATTTCAATGGGACAGGGTCATGTAAAAATGTCAGT
TCAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAA
AAGAAATAATAATTAAATCTGAAAATATCACAGACAATGCCAAAAATATAATAGTGCATCTTAATGAATCTGT
ACAGATCAATTGTACCAGACCTGCCAACAATACAAGAGAAAGTATGACTGTAGGACCAGGACAAGTAATCTAT
AGAATGGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAGTAAAATGGTATAAAGTCT
TAAAAGGAGTAACTAAAAAATTAAAAGAGCAATTTGGGAATAAGAACGTAAGCTTTCAACCATCCTCAGGAGG
AGATCTAGAAGTTACAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTG
CTGTGCCTTGGAACTCCACTTGGAGTAATAAAACTTATGAATATATTTGGAACAACATGACATGGGCAGAATG
GGAGAGAGAAATTAGTAATTACACAAACATAATATATGATATACTTACAGAATCGCAGAACCAGCAGGACATA
AATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATCATTTTTGCTGTGCTCTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGCCGTTTGCTATTTCTTTGCTTGATTCCACAGCAATAGCA
GTAGCGGGATGGACAGATAGAGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCATTTCTCCACATACCTAGAA
GAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>MF373153 
GCCACAGAAGACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAATCATATAAAACAGAAGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAACTAGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAAATGCATGAGGATATAATCAGCTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAACTGTGTTACCAATGTCACTAATAATATCACTGAGATAGGGATGACAAACTGCACTTTCAATGT
AACCACTGAATTAAAAGATAAGAAGAAACAAGAATATGCACTTTTTTATAAGACTGATGTGGTAAAAATAGAT
GGTAATAATAATAGCTATAGACTAATAAACTGTAATACCTCAGCCATTACACGGGCGTGTCCAAAGATAACCT
TTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCGATTCTAAAATGTAATGATAATGAGTTCAA



TGGGACGGGCCCATGCAAAAATGTCAGCACAGTACAATGTACACATGGGATTAGGCCAGTAGTGTCAACTCAA
TTGTTGTTGAATGGAAGTCTAGCAGAAGGAAAGGTAATAATCAGATCTGAAAATATCACAAACAATGCTAAAA
ACATAATAATACAACTTGACAAACCTGTACAAATTAATTGTACCAGACCTAACAATAATACAAGAAAAGGTGT
ACCTATAGGACCAGGACAAGCACTCTATGCAACAGGAGCCATAATAGGGGATATAAGACAAGCTCATTGTAAT
GTCAGTAAATCAGAATGGAATAAAACTTTACGAGAGGTAGCCAACCAATTAAGAACATACTTTAACACAACAA
TAATCTTTAATAGCTCCTCAGGAGGGGATCTAGAAATAACAACACATAGTTTCAATTGTGGAGGAGAATTTAA
ACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGGTGC
TCTGGAAGACATATTTGCGCCACCAATGTGCCTTGGAACTCTAGCTGGAGTAATAAATCTCTAGATAAGATTT
GGCAGAACATGACCTGGATGGAGTGGGAAAGAGAAATTGCTAATTACACAGGGTTAATATACAACTTAATTGA
AGAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAACTATTGGAATTGGACAAATGGGACAGTTTGTGGAGT
TGGTTTAGCATAACAAAATGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAA
GAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCATTTGCTATTGA
TTTGTTTGATACCACAGCAATAGCAGTAGCTGGGTGGACAGATAGGGTTATAGGAATAGGACAAAACCTTTGT
AGAAGAGCTTAGAAAGGGCTTTGCTATAA 
>KU992936 
GCTGGGAAAAACTTATGGGTCACAGTCTATTATGGGGTACCAGTATGGAAAGAGGTAAACGTCCCTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAAAGCTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTATATGGGATCAAAGTTTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGTTAGCAGTAGTAGTAATAGTACCCCCCAGGGGGAAATGGAAATGAAAAATTG
CTCTTTCAATGCAACCACAGTAGTAAAAGATAGGAAGCGGAAAGTGAATGCACTTTTTTATAAACTTGATATA
GTACCACTTAAGGAGAAGAACTCTAGTGATTATTATAGGTTAATAAACTGTAATACCTCAACCATAACACAAG
CCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCGCTTCTAATGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAG
CCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCTTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATC
TGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATCATAGGAGACATA
AGACAAGCACATTGTAACGTTAGTGTTAGTAAATGGAATGAAACTTTACAGAGGGTAAAGAGTAAATTAGGAG
AACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTT
TAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAG
CTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACTCCAGTTGGAGTA
ACAAATCTCAAGCAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTGATTACACATC
CACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCGTTGAAC
AGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTGTTGTTTGCTATTAGTCTGTTTAATACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATA
GAGTGCATACAAAGAATTTATAGAGGTATCTGCAACACACCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTT
TGCAATAA 
>KU992928 
GCTGGAGAAAACTTATGGGTCACAGTCTATTATGGGGTACCGGTATGGAAAGAGGCAAACGCCCCTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACCGA
CCCCAACCCACAAGAAAAGTTCTTGGGAAATGTAACAGAAAAGTTTAACATGTGGAAAAATAGTATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTGAAGCCGTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGCAATGTTAACAGTACTGGTAATGGTACAAATGTTAGCAATGGTACAATGGAAATGAA
AAATTGCTCTTTCAATGCAACCACAATAGTAAAAGATAGGCAGCAGAAAGTGTGGTCACTTTTTTATAGACTT
GATATAGTACCACTTAATGAGAAGAATTCTAGTGGAAACTCTAGTGAGTATTACAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGG
TTATGCGCTTCTTAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAA
TGTACACATGGGATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGGGATAA
TAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGT
ATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCGGGACAAACATTCTATGCAACAGGA
GAGATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAATGGAATGAAACTTTACAGAAGGTAGGTA
GAAAATTAGCAGAACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTAC
AACATTTAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACT
CCAGTTGGAGTAACAAATCTCAAGAAGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAAGGAAATTAA
TAATTACACAAATATAATATACAACTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTA
TTAGCATTAGACAGTTGGAAAAATTTATGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAATAT
TCATAATGTTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCCATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTTGTTTGCTATTAGTCTGTTTGATACCACAGCAATAGCAGTAGCTGAAGGAACA



GATAGAATTATAGAAAGCATACAAAGAATTTTTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCT
TAGAAGCAGCTTTGCAATAA 
>KU992929 
GTTGGAGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAGGCAAAAGCCCCTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGTTACCAGTAATAGTAGTACTGTTACCCCCACAATTGTTAGCAATAGTATTAA
TGGTACCCTAAAGGAACAAATGAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAAAGATAGGAAGCAGAAA
GTGTATGCACTTTTTTATAAACTTGATATAGTACCACTTGATGAAAAGAACTCTAGTGGGAACCATAGTGAGT
ATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCC
TATACACTATTGCACTCCAGCTGGTTTTGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCA
TGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATG
GTAGCTTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACA
TCTTAATCAATCTGTAGAAATTGCATGTACAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGCCCA
GGACAAGCATTCTATGCAACAGGAGACATCATAGGAGACATAAGACAAGCACATTGTAATGTTAGTACTAGTG
CATGGAAGGAAATGTTACAGAATGTAAGTAGAAAATTAGCAGAATACTTCCCTAATAACACAATAAAATTTGA
ACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGC
TCATCTGCACTACTGCTGTCCCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGCAGAGATTTGGAAGAACAT
GACCTGGATGCAGTGGGATAAGGAAATTAATAATTACACAACCATAATATACAATTTGCTTGAAGAGTCGCAA
AACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGGAAAATCTATGGAATTGGTTTAGCA
TAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTATTAGTCTGCTTGAT
ACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAAGCATACAAAGAATTTGTAGAGCTATCT
GCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KU992931 
GCTGGAAAAAACTTATGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGTCAATTATAATGGTACCCGTAATAGTACCCAAAACATTACTGGTACCCAAGAAATGGA
AATGAAAAATTGCTCTTTCAATGTAACCACAGAACTAAGAGATAAGAAGCAGAAAGTGACTGCACTTTTTTAT
AAACTTGATATAGTACCACTTAAGAACTCTAGTAGGCATTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCT
AAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGG
ATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCTTAGCAGAAGGAGATATAAGAATTAGATCTG
AAAATCTGACAAATAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACC
CAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGGGAAATCATAGGA
GACATAAGACAAGCACATTGTAATATTAGTAGAGGTAACTGGAGTGAAACTTTAAAGAGGGTAGCTATAAAAT
TAAGAGAACACTTCCCTAATAAAACAATAATAAAATTTAATTCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGAACTCCA
GTTGGAGTAACAAATCTCAAGACGAGATTTGGAAGAACATGACCTGGATGCAGTGGGATAAGGAAATTAATAA
TTACACACACACAATATACAGTTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTG
GCGTTGGACAGTTGGAAAAATCTATGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAAGAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGTAGTAGCTGAAGGAACAGAT
AGGATTATAGAACGCATACAAAGAATTTGTAGAGCTATTGGCAACATACCTAGAAGAATAAGACAGGGCTTGG
AAGCAGCTTTGCAATAA 
>KU992932 
GCTGGGAACAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAAAAGCCCCTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCTTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGTTACAATTAATAGTACAAATGTTACTAATACAAATGGTAGCAGTAGTGGTAA
TGGTACCCACAATGAAGAAATGGGAATGAAAAATTGCTCTTTCAATGTAACCACAGAAGTAAAAGATAGGCAG
AAGAAAGTGAATGCACTTTTTTATAGACTTGATATAGTACCACTTGAAGAGAATAACTCTAGTGGGAACTCTA
GTGAGCATTATAGATTAATAAATTGTAATACTTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCC
AATTCCTATACACTATTGCACTCCAGCTGGTTATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGGACA



GGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAGCTACTGT
TAAATGGTAGCTTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAAT
AGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGATATCATAGGAAACATAAGACAAGCACATTGTAACGTTAGTA
AATGGGATGAAACTTTACAGAAGGTAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAGAATTTAA
ACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGC
TCATCTGCACTACTGCCGTCCCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGAAGAGATTTGGAGTAACAT
GACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACACAAACACCATATACAGGTTACTTGAGGACTCGCAA
AACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTGGCA
TAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTTGTTTGCTATTAGTCTGTTTGAT
ACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAACTCATACAAAGAATTTGTAGAGCTATCT
GCAACATACCTAGAAGAATAAGACAGGGATTTGAAGCAGCTTTGCTATAA 
>KU992934 
GCTGTAGAAAACTTATGGGTCACAGTGTATTATGGGGTACCTGTATGGAAAGAGGCAAACGCCCCTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTGTGAAAGATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCTTGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAATGTACAAATGTTAGCAGAAGTACAAATGTTAGCAGTAGTGATAATAGTATCCCCAAAGAAGA
AATAATGAAAAATTGCTCTTTCAATGCAACTACAGTAGTAAAAGATAGGAAGACAAAAGTGACTGCACTTTTT
TATAGACTTGATATAGTACCACTTAATGAGAAAAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTA
TGCGCTTCTAAAGTGTAATAATAAGACATTCAGTGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGT
ACACATGGGATTAAGCCAGTGGTAACAACTCAGCTACTGTTAAATGGTAGCTTAGCAGAAGAAGAAATAATAA
TTAGATCTGAAAATCTGACAAATAATGTCAAAACAATAATAGTACATCTTAATCAAGCTGTAGAAATTGTATG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAGTAAATGGAATGAAACTTTACAGAAGGTGG
GTAAAAAATTAGCAGATCTCTTCCCTAATAAAACAATAGAATTCAAACCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAGCTCATCTGCACTACTGCTGTCCCTTGGA
ACTCCAGTTGGAGTAACAAAAATCAAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAAT
TAGTAATTACACAAACACAATATATGAGTTGCTTGAAAAAGCGCAAAACCAGCAGGAAAAAAATGAAGAAGAA
TTATTAGCGTTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAGTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTTGTTTGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGAATTATAGAACTCATACAAAGAATTTATAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGG
GCTTAGAAGTAGCTTTGCAATAA 
>KX582250 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTCCCTGTGTGGAAAGAAGCAAAAACTGCATTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTCAAATTAAAATGTAGAAATGATAGCAATAGTAATGTTAGCAATAGGAATTG
TACTGTTACTGTTAGCAATAGTACTGCTAGCATTAATGGCACCCAAGATGATACCTCATATGAGGACTACAAG
GAAATAAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAAACGGCAAGTGTATGCACTTTTTT
ATAGAGTTGATTTAGTGCCACTTAAGGGGGAGGGGAACTCTAACGTGTCTTATAGATTAATAAATTGTAATAC
CTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGT
TATGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGAAAAGGACCATGCAATAATGTTAGCACAGTACAAT
GTACACATGGAATTAAGCCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAAT
AATTAGATCTGAGAATCTGACAAACAATGTCAAAACAATAATAGCACATCTTAATGAATCTGTAGAAATCACT
TGTATAAGACCCGGCAATAATACAAGAAGAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAC
AAATAATAGGAGACATAAGAAAAGCATATTGTAACATTAGTGAAGGAAAATGGAATCAAACTTTACAAAGAGT
AGGTAAAAAATTAGCAGAACACTTCCCTAATAAGACAATAATATTTAACTCATCCTCAGGAGGAGACCTAGAA
ATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGAT
ACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTG
GAACTCCAGTTGGAGTAACAAATCTAAAGAAGAAATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAA
ATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAAG
ATTTATTGGCATTGGACAAGTGGAACAATCTATGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAG
AATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTGAATAGA



GTTAGGCAGGGATACTCACCTTTGCCGTTTGCTGTTAGCTTGCTCAATGCCACTGCTATAACAGTAGCTGAGG
GGACAGATAGGATCATAGAAGTAGCACAAAGAGCTTACAGAGCTATCATCCACATACCTACAAGAATAAGACA
GGGCTTTGAAGCAGCTTTACAATAA 
>KX582251 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACGCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATATGGAAAAATGACATGGTGGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTACAGATTATAATGGCACTAGTAATGGTACCTATAATGGTACCTATAATGGTGCCTACAA
TGAGACCTACAAGGAGGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAAGTAAGAGATAAGAAACAGAAA
GTGTCTGCACTTTTTTATAGACTTGATATAGTACCACTTAATGATAACTCTAGTTATAGGTTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTATCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCCATAATGTTAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAACAGGGA
TAATAATTAAATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAAT
TATATGTACAAGACCCAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGAAATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGAAGCAAAATGGAACAAAACTTTACGAA
GGGTAGGTGAAAAATTAGCAGAACAATTCCCTAACAAAACAATAAAATTTAATGCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTCTAGAA
AGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTAC
CTTGGAACTCCAGTTGGAGTAACAAATCTAAAGAAGCAATTTGGGAGAACATGACCTGGATGCAGTGGGATAG
AGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAA
AAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATA
TAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTCTAAGAATAATTTTTGTTGTACTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTTAACTTGTTCAATGTCACGGCTATAGCAGTAGCT
GAGGGGACAGATAGGATCATAGAAGTAGTACAAAGAGCTTATAGAGCTATCCTCCACATACCTACAAGAATAA
GACAGGGCTTTGAAGTAGCTTTGCAATAA 
>KC898992 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGAATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTTACCTACAATAGTACCCACAATGAAATGAAAAATTGCTCTTTCAATGCAAC
CACAGAATTAAAAGATAAGAAGCAGACAGTGCATGCACTTTTTTATAGACTTGATATAGTACCACTTGGTAAT
GATAGTACCTCTAATGGGACTGGGACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTC
CAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTTTGCGCTTCTAAAGTGTAATGA
CAAGACATTCAATGGGACAGGACCATGCAACAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAAATAGTAATTAGATCTGAAAATCTGACAA
ACAATGCTAAAACAATAATAGTACAGCTTAATCAATCTGTAGAAATTGTATGTACAAGACCTAACAATAATAC
AAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAACATAAGACAA
GCATATTGTAACATTAGTGAAAATAATTGGACTGAAATTATGCAGAGGGTAAGTAGAAAGTTAGCAGAACACT
TCCCTAATAAAACAATAAACTTTACAGCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTGCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAAT
CTCAAGGCGAGATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAAAACAAT
ATACAGTTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAAAAAGACTTATTAGCATTGGACAGTTGG
AAAAATCTATGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATACAAATATTCATAATGATAGTAGGAG
GCTTGATAGGCTTAAGAATAATTTTTGCTGTGATCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTT
GTTGTTTGCTATTTCTGTGCTTGATACTACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATACACTTA
GTACAAAGAATTTGTAGAGCTATCTGCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>KF250408 
GTGGGAGAAGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTCTTTGGGAAATGTAACAGAAAATTTTAATGTGTGGAAAAATAGAATGGTGGAT
CAGATGCATAAGGATGTAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGATTGTAGAAATGTAACTGCTGCATACCATGGTACCTACAATGGTACCCAGGAAATGAAAAATTG
CTCTTTCAATGTCACCACAGAATTAAAAGATAAGAAAAAGAACGAGTTTGCACTTTTTTATAGACTTGATATA
GTACCACTTGATAATAATAAGACTGGGCAGTATAATGAGACTAGGCCTTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTT



TGCGCTTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGAACATGCAATAATGTTAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCTTATCAGAAGGAGAAATAGTAG
TTAGATCTGAAAATCTGACAGACAATGCTAAAACAATAATAGTACAGCTTAATCGATCTGTAGAAATTGTATG
TACAAGACCTAACAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAC
ATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGAAAAGTGGAATGAAACTTTACAGTGGGTAG
GTAAAAAGTTAGCGGAACATTTCCCTAATAGAACAATAAACTTTAACGCATCCTCAGGAGGGGACCTAGAAGT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTGCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGA
ACTCTAGTTGGAGTAACAAATCTCAAGACGAGATTTGGAACAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAAAGAC
TTATTAGAATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTCTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTTGTTTGCTATTTCTTTGCTTAATACTACAGCAATAGTAGTAGCTGAAGGA
ACAGATAGGGTTATACACGTAGTACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>KC898979 
GGGGGAGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAATGTTAGCAATGATACCAACAGTAATAGTACCAGCTATAGGACCTACAATGGTAC
CGATAAGGAGGCCTACAAGGAGATAAAAAATTGCTCTTTCAATGCAACCACAGAATTAAAAGATAAGCAGAAG
TCAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGATAGTAAGCCACTTAATGAGAGTAAGC
CACGTAATGATAGTAACCATAGTAGTGAGCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGC
CTGTCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGTGT
AATGATAAGAAATTCAATGGGACAGGACCATGCTCTAATGTTAGCTCAGTACAGTGTACACATGGAATTAAGC
CAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAGGAAGACATAATAATTAGATCTGAGAATCT
GACAAACAATGTCAAAACAATAATAGTACATTTTAATCAATCTGTAGACATTGTATGTACAAGACCCAACAAT
AATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAA
GAAAAGCACATTGTAACATTAGTGGATGGAATGAAACTTTACGTAGGGTCTCTAAAACATTACAAGAACACTT
CCCTAATAAGACAATAAAATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGT
GGAGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAG
GGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATC
TCAAGATGAGATTTGGGGAAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTACTTACACAAACACAATA
TACGGTTTGCTTGAAGAATCGCAACACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGA
ACAATCTATGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTAATAGGTTTAAGAATAATTTTTGCTGTGCTATCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTG
TCGTTGGCTGTTGATTTGTTCAATACCACAGCTATAGTAGTAGCTGAAGGGACAGATAGGATTATAGAAATAG
TACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCCTTGAATTAGCTTTGCAATA
A 
>KY628216 
GCTGCAGAGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAACAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAGTTGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAATTGGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCAGTGATGTGATGCCTAATAATACTGATATTAATGGTAATACTAGTAAGGGGGAAGAAAT
GAAAGGAGAAATGAAAAACTGCTCTTTCAATATTACCACAAGCATAGGAAACAAGATGCAAAAAGAATCTGCA
CTTTTTTATAAACTTGATGTAGCACCAATAGGTAATGATAATAGAAGCTATGCATTGAAAAGTTGTAACACCT
CAACCCTCACGCAGGCCTGCCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAGAAGTTCAATGGAACAGGACCATGCAACAATGTCAGCACAGTACAGTGT
ACACATGGAATTAAGCCAGTAGTGACAACTCAGCTGCTGGTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAA
TTAGATCTGCCAATCTCTCGGACAATGCTAAAAGCATAATAGTGCAGCTGAAGGACCCTGTAGAAATTACTTG
TATAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGCTGGGGGAGGGCATTTTATGCAACAGGAGAA
ATAATAGGAAACATAAGACAAGCATATTGTAACCTTAGTGAGGCAAAATGGAACAACACTCTAATACAAGTAG
TTGAAAAATTAAGAGAATACTTTAATAGAACAATAGCCTTTAATCAATCCTCAGGAGGAGACCCAGAAATTGT
AATGTACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGCTTTGGGGTTGTACTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATA
CTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAAAGAAATTGA
CAATTACACAAGGTACATATACACTTTACTTGAAGAATCGCAGTTCCAACAGGACAAGAATGAACAAGAATTA
TTGGCATTGGATAAATGGGCAAACTTGTGGAGTTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATAT



TCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GAAGGGATACTCACCATTGTCATTGGCTGTTAGCTTGCTTAACTTCACAGCAATAGCAGTAGGTGAAGGGACA
GATAGGATTATAGAAATAGCACAAACAATCTTTAGAGCTATCCGCAATATACCTGTAAGAATAAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KY628219 
GCTACAGATAATTTGTGGGTCACTGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAGTTGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAATAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGATATGGTAGAC
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATATTATTAATAATAATACTAATAATAGTAGTCAAGGGGGAGAGATGGAGGGAAA
AATGAAGGGAGAAATGAAAAACTGCTCTTTCAATATTACCACAAGCATAAGAAATAAGATGCAGAAAGAATAT
GCACTTTTTTATAAACTTGATGTAGTACCAATAGATAATGATACTACAAGCTATACATTGATAAGTTGTAACA
CCTCAGTCATTACGCAGGCTTGCCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACTCCAGCTGG
TTTTGCGATTCTAAAGTGTAACGATAAGAAGTTCAATGGTACAGGGCCATGTAGAAATGTCAGCACAGTACAG
TGTACACATGGAATTAGGCCAGTAGTGACAACTCAGCTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TACTTAGATCTGCCAATTTCTCGGACAATACTAAAAACATACTAGTACAGCTGAACACATCTGTAGAAATTAA
TTGTACAAGGCCCCACAACAATACAAGAAAAAGTATACATATGGGATGGGGAAGAGCATTTTATGTAACAGGA
GAGATAATAGGAGACATAAGACAAGCACATTGCAACATTAGTGGGGAAAAATGGAACAACACTTTAAGACAAA
TAACTGAAAAATTAAAAGAACAATTTAATAAAAATAAAACAATAGTATTTAGTCAATCCTCAGGAGGAGACCC
AGAAATTACAATGCACAGTTTTATTTGTGGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGC
CTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTCAGATTTGGGATAGCCTAACCTGGATGGAGTGGGAGAA
AGAAATTGACAATTACACAGAATTAATATACACCTTACTTGAAGATTCGCAGACCCAGCAGGAAAAGAATGAA
CAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAATTCTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGAAGGGATACTCACCCTTGTCGTTCGCTGTCAACTTGCTTAATACCATCGCCATAGCAGTAGCT
GAGGGGACAGATAGGGTTATAGAAGTAGTACAAATAACCTGTAGAGCTATCCTCCACATACCTGCAAGAATAA
GACAAGGCTTGGAAAGGCTTTTGCTATAA 
>HQ912711 
GTTGTGGGGAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGACAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAGGTGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAACTGTGATAATGTAAATCTAACCAGGGGAAATGGAACCCATAACAACAGCACTATCAGTCCGAC
GATGGGGACAGGAGAAATGCAAAACTGCTCTTTCAATGTAACCACAGAAATAAGGGACAGAAAAAGGAAAGTA
CATGCACTTTTTTATAGACTTGATATGATACCAATTGATAGTAAGAATGATAGTAATAGTAGTAATCATCAGT
ATAGGCTAATAAATTGTAATACCTCAGCCATGACACAAGCCTGTCCAAAGGTCTCCTTTGAGCCAATTCCTAT
ACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCA
GCCTAGCAGAAAAAGAGATAATAATTAGATCCAAGAATCTGACAGACAATGCTAAAATAATAATAGTACAGCT
CAATGAATCTGTAAGAATTGAGTGTAGGAGACCTAACAACAATACAAGAGAAAGTATACGTATAGGACCAGGA
CAAGCATTCTATGCAACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTCAAATTAATAGAAGTAAAT
GGGAAAACACTTTACAAAAGGTAGCTGGAAAGTTAAGAGAACATTTCAAGAATAAGACAATAAAGTTTGAGCC
ACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTATGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAACAGTGGTTGGAGTAATAAATCTCAAGATGATATTTGGAATAACATGAC
CTGGATGGAGTGGGATAGAGAAATTAACAACTACACAAAAACAATATACCAGTTGCTTGAGGAAGCGCAGAAC
CAGCAGGAGAAAAATGAACAAGAATTATTGGCATTGGACAGTTGGGCAGATTTGTGGAATTGGTTTGACATAA
CAAAATGGCTGTGGTATATAAAGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGC
TGTAATTTCTGTAGTAAAGAGAGTTAGGCAGGGATATTCACCTTTGTCATTTGCTATTAGTCTGTTTGATACC
ATAGCAATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAGTAGTACAAAGAGGTTTTAGAAGAATAAGAC
AGGGCTTGGAAAGAGCTTTGCTATAA 
>KY392767 
GTTGCAGGGAACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGAGAGGCAAAGACTACTCTATTTT
GTGCATCAGATGCTAAAGCACATACAACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAGGTAGTTTTAGCAAATGTAACAGAAAATTTTAACATGTGGGAAAATAACATGGTGGAT
CAGATGCATGAGGATATAAAAAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTTGTG
TTACTTTAAACTGCAAGAATGCGATGGAGCCAGGAGAGCTGAAAAACTGTTCTTTCAATATAACCACAGAAAT
AAGGGACAAAATAAAGAAAGTACATGCACTTTTTTATAGACTTGATGTAGTACCAATTGATAATAATAATGAT
AATAGTAGTTATAGGCTAATAAATTGTAATACCTCAGCCATGACACAAGCTTGTCCAAAGGTCACCTTTGAGC



CAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTAAAATGTAATAATAAGACATTCAGTGGGAC
AGGACCATGCGCAAATGTCAGCACAGTGCAATGCACACATGGAATTAAACCAGTGGTGTCAACTCAGCTACTG
TTAAATGGCAGCCTAGCAGAAAAAGAGATAATAATTAGGTCTAAGAATCTGACAAACAATGCTAATACAATAA
TAGTACAGCTCAATGAATCTGTAAGTATTAATTGTACAAGACCTAACAACAATACAAGAAAAGGTATACATAT
AGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGAAAAGCATATTGTCAAATTAAT
GGCAGCAAATGGGACAGCACTTTGCAAAAGGTAGCTGAAAAGTTACAAGAACATTTCAAGAATAAGACAATAA
GGTTTGAATCAAGCTCAGGAGGGGACTTAGAAATTACAACACATATGTTTAATTGTCAAGGAGAATTCAAGCA
GCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGCTGCTCT
GGAAAACTCATCTGCCCCACTACTGTGCCTTGGAACACTAGTTGGAGTAATAGATCTCTCCCGGATATTTGGG
AGAACATGACCTGGATGGAGTGGGATAGAGAAATTGACAATTACACACAAACAATATACCAGTTGCTTGAAGA
AGCGCAGAGCCAGCAGGAGAAAAATGAACAAGAATTGTTGGCATTGGACAGTTGGGCAAGTTTGTGGAGTTGG
TTTGAAATATCAAGGTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAA
TAGTAGTTGCTGTAATTTCTGTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTATCATTTGCTATTAGCCT
GATTGATACCATAGCAATAGCAGTAGCTGAAGGAACTGATAGGATTATAGAAATAGTGCAAAGATTTTTTAGA
GCTATCATTAATATACCTAGAAGAATAAGACAGGGCCTAGAAATAGCTTTGCTATAA 
>KU168263 
GTTGTGGGGAACAACCTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TTTGTGCATCAGATGCCAAATCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTTCCCAC
AGACCCCAACCCACAAGAGGTGGTTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTG
GATCAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTTT
GTGTTACTTTAAATTGCACTAATGCAGAGATGAATACAAGTCTAACCGGAATAAATAAAACCGGTAACTCTAG
CACGCCGGCACCACCGCCGACGATGGAGCCAGGAGAAATGAAAAACTGTTCTTTCAATGTAACCACAGAAATA
AGGGACAAACACAGGAGAGTACAGGCACTGTTTTATAGATTTGATGTAGTACCACTTAATGATAGTAACAGTA
GTAATGATAAGAATCAGACTGGTGGTAATTATAGTCAGTATGTACTAATACATTGTAATACCTCAACCATGAC
ACAAGCCTGTCCAAAGGTCTCCTTTGACCCAATTCCTATACATTATTGTGCCCCAGCTGGTTATGCGATTCTA
AAGTGTAATAGTAAAACATTCAATGGAACAGGGCCATGCAGGAATGTCAGCACAGTACAATGTACACATGGAA
TTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGCAGCTTAGCAGAAAAAGAGATAATAATTAGATCTGA
GAATCTGACAGACAATGTTAAGACAATAATAGTACACCTCAATGAATCAGTAAGAATTGAGTGTAGAAGACCT
GGCAACAATACAAGAGAAAGTGTACGTATAGGACCAGGACAAACATTCTTTGCAACAGGAGCCATAATAGGAG
ATATAAGGAAAGCATACTGTCTAATTAATAGAACTGAATGGAACAACACTTTACAAAAGGTAAAAGTAAAGCT
ACAAGAACATTTCAATAAGACAATAACGTTTCAACCACACTCAGGAGGGGACCTAGAAATTACAACACATAGC
TTTAATTGTAGGGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTACAGGATCAAC
AGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACAATAGTTGGAG
TAATAAATCTCTACATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTGACAAGCATACA
AAAACAATATACCATTTACTTGAAGAAGCGCAGAACCAGCAGGAGAAAAATGAACAAGACCTATTGTCATTGG
ACAGTTGGGCAAATTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGACTATTCATAATGAT
AGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGATGTCTGTAGTGAATAGAGTTAGGCAGGGATAC
TCACCTTTATCATTTGCCATTAGTCTGCTTGATTACATAGCAATAGCAGTAGCTGAAGGGACAGATAGGGTTA
TAGAAGTAGTACAAAGAGGTTTTAGAGCTATACTCCACATAAATAGAAGAATAAGACAGGGCTTGGAAACGGC
TATAA 
>MG518477 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATGAGACAGAAGTGCACAATGTTTGGGCCACATACGCCTGTGTACCCACAGA
TCCCCACCCGCAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACCTTAAATTGTACCAATGCTAAATTGACCACTAAGATAGCTAATAATAGCAATGACACAAAAGGTATCTC
TATAGTAGGAAATATGACAGATGAAGTAAGAAACTGTTCCTTTAATATGACCACAGAAATAAGAGATAAGATG
CGGAAGGTCCATGCCCTTTTTTATAAGCTTGATATAGTATCACTTAATGGGAATAATAATAATAGTAGTGAAT
ATAGTGAATATATGTTAATAAATTGTAATACTTCAGTCATTAGGCAGGCTTGTCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAATGAGAAGAATTTCACTGGGACT
GGGGAATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGCAGCCTAGCAGAAGAGGAGATAGTAATCAGATCTGAAAATCTCACAGACAATGTCAAAACCATAAT
AGTGCACCTTAATGAATCGGTACAAATCAATTGTATCAGGCCCTCCAACAATACAAGAACAAGTGTACATATA
GGACCAGGACAAGCATTCTATGGAACAGGAGACATGATAGGAGATACAAGAAAAGCATACTGTAAGGTTAGTA
GAACAGAATGGAATAAAGCTTTAGAACAAGTAGTTGGAAAATTAAGAGAGCACTTTAAGAATGAGACAATAAT
CTTTAGACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAACTGTAGAGGGGAGTTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCCGCTCTG
GAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCCTATGAAGAGATTTGGAA
CAACATGACATGGACACAATGGGAGAGAGAAATTAGCAATTACACAGACATAATATATGGTATAATTACGGAA
TCGCAGAACCAGCAGGACAAGAATGAAAAAGATTTGTTGGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGT



TTAGCATATCAAAGTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGACT
AATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTG
CTTGATGCTATAGCAGTAACAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGCAGCTTGGAGAG
CTCTTCTCCACATACCTAGACGAATCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>MH479275 
GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAACTTTAACATGTGGCAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTGACTTTGAAAAAAATGATACTAGTACCAATAATAGTAGTGAGAGAATAGAGAGGGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAGTAGAAGAGGTAAGTTGCAGAAAGAATATGCACTTTTT
TATAAACTTGATGTAGTACCAATAACTGAGGAAAATAATAGTTATAGCTATAGGTTGGTGAGTTGTAACACCT
CAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTA
TGCGATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAGTAATCTCAACTCAACTACTGTTAAATGGCAGTCTGGCAGAAGAAGATGTAGTAA
TTAGATATAAAAATGTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTG
TACAAGACCCAACAACAATACAAGAAGAAGTATACCTATGGGACCAGGGAGAGCAGTTTATGCAACAGGAGAC
ATAATAGGGAATATAAGACAAGCACATTGTAACCTTAATGGAACAAAATGGAAAAACACTTTAAGAAAGGTAG
CTGAAAAATTAAAAGAACAATTTAGGAATAAAACAATAATCTTTAATCAAACCACAGGAGGGGACCCAGAAGT
TGTAATGCACAACTTTAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTGGGAATTTGGGGGTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGGGAAAT
TAGCAATTACACACAAGTAATATACACCTTAATTGAAAATTCGCAGAGCCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAACTGGCTATGGTACATAAAAA
TATTTATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTCAATAGAGT
TAGGCAGGGATACTCACCCTTGTCATTGGCTATTAGTTTACTTAATGCAATAGCAATAGCAGTAGCTAACTGG
ACAGATAGGTTTATAGAAGTAGGACAAAGAGCTTTAAGAGCTTTACTTCACATACCTAGAAGAATAAGACAGG
GGTTGGAAAGAGCTTTGCAATAA 
>MH986014 
GCTAAAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCAGTGTGGAARGAAGCATCCACCCCTCTATTTT
GTGCATCAGATGCTAAAGCAGTTAGCACAGAGGTACATAATGTKTGGGCCACACATGCCTGTGTGCCCACAGA
CCCTAACCCACAGGAAATGATGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTATGAATTGCACTAATGTGAATACTACTAATACCAACAATGCTACTAATAGCAATAATAGTACTGTGGA
AAAAGAGATGGAGGGAGAACTGAAAAACTGCTCTTTCAAGGTCACCACAAACATAGGAAGGAAGATGAAGAAA
GAATATGCACTTTTTTATACACTTGATGTAGTAGCAATAGATAATACAAGCTTTACGCTGATAAATTGTAACA
CCTCAGTCATTACACAAGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACATTATTGTACCCCGGCTGG
TTTTGCGCTTCTAAAATGTAATGATAAGAAATTCAATGGAACAGGACCGTGTAAAAATGTCAGCACAGTACAA
TGCACACATGGGATTAAGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGATCTGAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGCTGAATAAAACTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGGAGAACATTTTTTGCCACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGCAACCTTAGTGGAGAAGCATGGGAAAACACTTTAAAGCAGG
TAGTTACAAAATTAAGAGAACAATTTAAAAATAATATAACAGTCTTTACTCAATCCTCAGGAGGGGACCCAGA
GATTATAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTT
GGAATACTAGTTGGAGTAATAAATCTCAGGATGAAATTTGGAATAACATGACCTGGATGCAGTGGGAGAAAGA
AATTAGCAATTACACAGACCTAATATACACATTGATTGGAGACGCGCAAAACCAACAGGAAAAGAATGAACAA
GATTTATTACAATTGGATAAGTGGGCAAGCTTGTGGAGTTGGTTTAACATATCAAACTGGCTGTGGTACATAA
GAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCGTTCGCTATTAGCTTGCTTAATGCTACAGCTATAACAGTAGCTGAG
GGAACAGATAGAATCATAGAAGTAGTACAAAGATTTTGTAGAGCTATTCTCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTATTGTAA 
>MG989550 
GCCTCAGACAGATTATGGGTTACAGTGTATTATGGGGTTCCTGTGTGGAGAGACGCAGATACCACTCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAAAGCACAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACTCCTCTCTGCG
TTACTTTAAATTGTACCAGGGCTAATTTGACCAATTTTAATAACACAAACATAACCAAGAGCCTTATAGGAAA
TATAACAGATGAAGTAAGAAACTGTTCTTTTAATGTGACCACAGAAATAAAAGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACCAATTGGAAAGAATACTAGTAGTACAGAGTATATGTTAATAAATT



GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGTGATTCTTAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGCAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGACA
AAATAGTAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCAGCTTAATAAATCTGTAGA
AATTAATTGTATCAGACCCTCCAACAACACAAGAACAAGTATACCTATAGGACCAGGACAAGCATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGACAAGCATACTGTACAATTAATGGAACAGAATGGAGTGAAACTTTAA
AACAGGTAGCTGAAAAATTAAACAAGCACTTTAATAAGACAATAATCTTTAAACCAGCCTCAGGAGGAGATCT
AGAAATCACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATAAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAG
AGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCACAGAACCAGCAGGACAAGAATGAA
AAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATAATACAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAATCA
GACAGGGCGCAGAAAGGGCTTTGCTATAA 
>KC990127 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAATTGTTCCAATGCTAAGTTGAATGCTAACTTGACCAATTTCAACAAGAACGCAACCCCTAACGG
AATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACATTACTATCAGATAGGAAGCAG
AAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATAGTAATGAGTCTAAGTCTAGTGGTGAGT
ATAGATTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGT
AAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCA
GTTTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACGAACAATGCCAAAACCATAATAGTGCACCT
TAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATAGGACCAGGA
CAAGCATTCTATAGAACAGGAGAAATAATAGGAGATATAAGACAAGCCTATTGTGAGATTAATGAAACAAAAT
GGAATGAAACTTTGAGACAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGACAATAAAATTCCAGCCACC
CTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCT
GCCCCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATG
GATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAAGACCAG
CAGGACAGAAATGAAAAGAATTTATTAGAACTTGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGT
GTTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTAATGCTGTA
GCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACA
TACCTAGGAGAATCAGACAGGGCTTAGAAAGGGTTTTGGTATAA 
>KC833436 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGAGGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAT
CAAATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACGCCTCTTTGCG
TTACTTTAGATTGTACCAATGCTAAGTTAGACATAAACATAACCACTGTCAACAATAACTATGACATAGGAAA
TATAACAGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAAGTAAGAGATAAGAAGCAGAAGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACAAATGGAAAGAAATAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATATATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGGTCTGAGAATCTCACAGACAATACCAAAACCATAATAGTGCAACTTAATAAATCTGTAAAGATCAA
TTGTACTAGACCTTCCAACAATACAAGAACAAGTCTAAGCATAGGACCAGGCCAAGTGTTCTACAGAACAGGA
GACATAATAGGAGATATAAGAAGAGCATATTGTGAGATTAATGGAACAGAATGGAAGAAAACTTTAGAAAAGG
TAGCTGCAAGATTAAGAGAGCACTATAATAAGACAATAATCTTCCAACCACCCTCAGGAGGAGATCTAGAAGT
TACAATGCATCATTTTATTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAATGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGA
ACTCCACTTGGAGTAATAAATCTCTTGAAGAGATTTGGGACAACATGACATGGGTAGAATGGGAGAGAGAAAT
TAGCAATTACACAAACAAAATCTATGAGCTACTTACAGAATCGCAGAACCAGCAAGACAAAAATGAAAAAGAT
TTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAA



TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTACTGTGTTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTGACTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAAGTAGGACAGAGACTTTGTAGAGCTATCTACAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>KU051564 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAGCCCACAAGAAATATTATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAAAT
CAGATGCATGAAGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAGTATTAATAATGCTACCAATAATGCTACCAACAATGAGGAGGAAATGAAAAATTG
CTCTTTCAATGCAACCTCAGAAGTAAAAGATAGAGAGAAAAAAGTATATGCACTTTTTTATAGACTTGATATA
GTACCACTTTCTGAGAAGAACTCTAGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCTTGTCCAAAGGTCTCTTTTGATCCAATTCCTATCCACTATTGCGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATGATATGAAGTTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACA
CATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGGAAAAGAAATAGTAATTA
GATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTATATGTAC
AAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAGACATAAGACAAGCACACTGTAACATTAGTAGAAATGCATGGACTAACATGTTACAAAGGGTAAGTA
AAAAATTAGAAGTACACTTCCGGAATAAAACAATACGCTTTGCACCATCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAAATCTCAAACAGATATTTGGAATAACTTGACCTGGATGCAATGGGATAAAGAAATTAG
TAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAGAGAATGAAAAAGATCTA
TTAGAATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTATTTGCTGTACTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTTACTATTAGTTTGATTGATACCATAGCAATAGCAGTAGCTGAAGGAACA
GATAGAATTATAGAATTAGTAAGAGGACTTTGTAGAGCTATCTATAACATACCTAGGAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KJ184176 
GCCTCAGACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAGCCCACAAGAAATATTATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTAAAT
CAGATGCATGAAGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAAAAATATTAAAAATGATACCAACAATGGAATGAAAAATTGCTCTTTCAATGCAACCTC
AGAAGTAAAAGATAGAAGGAAGAAAGTATATGCACTTTTTTATAGACTTGATATAGTACCACTTCCTGAGAAG
AACTCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCTTGTC
CAAAGGTCTCTTTTGATCCAATTCCTATCCACTATTGCGCCCCAGCTGGTTATGCGATTCTAAAGTGTAATGA
TATGAAGTTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTG
GTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAGTAATTAGATCTGAAAATCTGACAA
ACAATGCCAAAATAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATAC
AAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAA
GCACACTGTAACATTAGTGAAAAGGCATGGACTAACATGTTACAAAGGGTAAGTAAAAAATTAGAAGAACACT
TCAGGAATAAAACAATACGCTTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAAT
CTCTAACAGATATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTACACAAACACAAT
ATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAGAGAATGAAAAAGATCTATTAGCATTGGACAGTTGG
AAAAATCTATGGAGTTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAG
GCTTGATAGGTTTAAGAATAATATTTGCTGTACTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCT
GTCGTTTGCTATTTCTTTGTTTAATGCTGTAGCAATAGCAGTAGCAGGGTGGACAGATAGAGTTATAGAAGTA
GCACAGAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTAT
AA 
>KJ184180 
GCCTCAGACAACTTGTGGGTTACAGTGTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAACTACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAACTGTACCAATGCTACTTTGACCAATGCTACTTTGACAAATACAACCAATGGCAACTCTAGCAT
AGGAAATACAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGCAGCAGAGG
GTCTATGCACTTTTTTATAGGCTTGATATAGTACCTATGGGACAAAATAATAGTAGTGAATATAGGTTAATAA



ATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGC
TCCAGCTGGTTATACGATTTTTAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
GCAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAGAATATTACAGACAATACCAAAAACATAATAGTGCACCTTAACAAAACTGT
AAAGATCAATTGTACCAGACCCTCCGACAATAGAAGAGAAAGTATAAGAATAGGACCAGGCCAAATGTTCTAT
AGAACAGGAGACATAATAGGAGATATAAGGAGAGCACGTTGTGAGATTAATGGAACAGAATGGAATGAAACTT
TAAAGCAGGTAACTAAAAAATTAAAAGAGCACTTTAATAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGA
TCTAGAAACTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATG
TGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGACGAGATTTGGGGAAACATGACATGGATACAATGGGA
GAAAGAAATTAGCAATTACACAAACAAAATCTATGACCTACTTACGGAATCGCAGAACCAGCAGGAAAGGAAT
GAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGATTGATACCATAGCTATAGCAGTA
GCTGAAGGAACAGATAGAATTATAGAATTAGTAAGAGGACTTGGTAGAGCTATCTATAACATACCTAGAAGAA
TAAGACAGGGCCTTGAAGCAGCTTTGCAATAA 
>KJ778897 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGAATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTACAAATGTTACCAGTAATAGTAATAGTAGTGGTAATAGTAATAGTAGTGGTAATAGTAA
TACCCTTGAGATGCAGGAAATGAAAAATTGCTCTTTCAATATAACCACAGTAGTAAGAGATAAGAAGGAGAAA
GTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTAGTAAGAACTTTACTGAGAATTCTAGTAGTGAGT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAAGTCTCGTTTGACCCAATTCCTAT
ACACTATTGCACTCCTGCTGGTTATGCAATTTTTAAGTGTAATGATAAGAGGTTCAATGGGACAGGACCATGC
CATAATGTTAGTTCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GCCTAGCAGAAGAAGAAATAATAGTTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCT
TAATAAATCTGTAGAAATTGTATGTACAAGACCTGGCAACAATACAAGGAAAAGTATAAGGATAGGACCAGGA
CAAACATTTTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAAAAGATT
GGGAGGAAACTTTACATAATGTAAGTAAAAAATTAGCAGAGCACTTCCAAAATAAAACAATACAATTTGAATC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTACCTTGGAACTCTAGTTGGAGTAACAGATCTCAAAAAGAGATTTGGGAAAACATGAC
CTGGATGCAATGGGATAAAGAAATTAGTAGTTACACAGACACAATATACAGTTTGCTTGAAGTCTCGCAAAAC
CAGCAGGAAAGAAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAA
CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGC
TGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATCTCTTTGTTTAATGCT
GGAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCAATCCGCC
ACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGTTATAA 
>KM974719 
GCCTTAGAAAACTTGTGGGTTACAATTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACACACAACAGAAGTGCACAATGTCTGGGCTACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACAACTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAACTTGTACTAACCTTACCAATGCTAACCTTACTGGAAAGGTCAATGTCAGCAATAGCAATGGCAT
AGGAAATATAACAGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAGCAGAAG
GTCCATGCACTTTTTTATAAGCTTGATATAGTAAAAATGGAAGGGAATAGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATACCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTGGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAACGTTCTATGGA
ACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAGAATGGAACAAAACTTTAA
CACAGGTAGCTGCAAAATTAAAAAAGCACTATAATAAGACAATAAGATTTCAACCACCCTCAGGAGGAGATCT
AGAAATTGTAATGCACCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGTTGCTCTGGAAAAATCATCTGCACCACTAATGTGC
CTTGGAACTCCACTTGGAGTAATAAAACTTTGGAGGAGATTTGGGACAACATGACATGGATAGAATGGGAGAG
AGAAATTAGCAATTACACAAACCAAATCTATGAACTACTTACGGAATCGCAGAACCAGCAGGACAAAAATGAA
AAAGATTTGTTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATA



TAAAAATATTTATAATGATAGTAGGGGGTTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAATAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCG
GGGTGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCTATTATCCACATACCTAGAAGAATCA
GACAGGGCTTGGAAAGGGCTTTGGTATAA 
>KM974720 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACCTGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACTTGGGAAACGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAAAGCTAATTTGACTAACAACACAACCAATGACTACAAAAACATAGGAAATATTAC
AGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAAAGGTAAGCAGCAGAAGGTCCATGCACTT
TTTTATACGCTTGATATAGTACAAATGAGAAAGAATAGTAATGAATATAGGTTAATAAGTTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATTTTCAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGCACA
CATGGGATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCACCTTAATAAATCTGTAACTATCAATTGTAC
CAGACCCTCCAACAATACAATAACAAGTATAAGAATAGGACCAGGCCAACTGTTCTATAGAACAGGAGACATA
AAAGGAGATATAAGGAAAGCTTATTGTGAGGTTAATGGAACAGAATGGAATAAAACTTTAAATCAGGTAATTA
AAAAATTAAAAGAGAACTTTAATAAGAAAATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGAAACTACAAT
GCTTCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAA
GATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
TCACACAAACAAAATCTATGAACTACTTATGAAATCGCAGGACCAACAGGAAAGAAATGAAAAGGATTTGTTA
GAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGTATATAAGGATATTTA
TAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAATAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGGTGGACAGAT
AGGGTTATAGAAGTTGTACAAATAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>MH029899 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACACAGAAGTGCACAATGTTTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAGGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCACTGCCAATTTAATCAATACCAACAACAACACGGCCACTGTCTCTAATGGAATAGG
AAATTTAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACATTACTATCAGATAAGAAGAAGAAGGTC
TATGCACTTTTCTATAAGCTTGATATAGTGCCAATTACAGATAGCAATGGTAGTGAGTATAGGTTAATAAATT
GTAATACATCAGTCATTAAGCAGGCTTGTCCAAAGATAAACTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGCTTCTAAAATGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGTCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATTAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTACCTATGGGACCAGGACGAACATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAAATTAATGGAGCAAAATGGAATGAAACTTTAA
GACAGGTAGCTGAAAAATTAAAAGAGCACTTTAATAATAAGACAATAAAATTCCAGCCACCCTCAGGGGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACTCCTCTTGGAGTAATAAAACTTATGAAGACATCTGGAACAACATGACATGGATAGAATGGGA
GAGAGAAATTAGTAATTACACAGACACAATATACGAGTTGCTTGAAGACTCGCAGAACCAGCAGGACAGAAAT
GAAAAAGATTTGTTAGAATTGGACAAATGGAAAAACCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGTTTGATACCATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAAGTAGGACAAAGAATTTGGAGAGCTATCTGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KT619126 
GCTGCAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGAATGGTAAAT
CAGATGCATGAAGATGTAATCGGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTGACAGTAAAAATGTTAGCAGTAATGGTACCACCAATGATGAAATGAAAAA
TTGCTCTTTCAATGCAACCACAGAATTAAGAGATAGGAATCAGAGAGTGCACGCACTTTTTTATAGACTTGAT
ATAGTACCACTTAACTCTAGTGGGAACTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACAC



AAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTTTGCGATTCTAAA
GTGTAATGATAAGGTGTTCAATGGGACAGGACCATGCCATAATGTTAGTACAGTGCAATGTACACATGGGATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCTTATCAGAAGGAGAAATAATAATTAGATCTGAAA
ATCTAACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGAGTGTACAAGACCTAA
CAATAACACAAGAAAAAGTATAAGGATAGGACCAGGGCAAACATTCTATGCAACAGGAGACATAATAGGAGAC
ATAAGACAAGCACATTGTAACATTAGTGAAAGACAATGGAAGGAAACTTTACAAAGGGTAAGTAAAAAATTAA
AAGAGCACTTCCAGAATAAAACAATAAAATTTGAACCACCCTCAGGAGGGGACCTAGAAATTACAATGCATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTACCTTGGAACTCCAGTTGGA
GTAACAAATCTCTACATGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTACAC
AAACACAATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAGGAATGAAAAAGATCTATTAGCATTG
GACAGTTGGAATAATCTATGGAATTGGTTTGATATAACAAGTTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTCGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCTTTCGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAAGTAGTACAAAGACTTTGTAGAGCTATCTGCAACATACCTAGGAGAATAAGACAGGGCTTTGAAGCAG
TTTTGCAATAA 
>KX434794 
GCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTTTTTTGTG
CATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAGCAG
ATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTGTGCGTTA
CTTTAAATTGTACCAATGCTAATTTAACCAAGGGAAATACAACAGATGGAGCAAACAACTTAGGAAATGTAAC
AGGAGAAGTAAAAAACTGCACTTTTAACATGACCACAGAGATACAAGGTAAGCAACAGAAGGTCCATGCACTT
TTTTATACGCTTGATATAGTACCTATGAATGCTACTACTAAGGAATATAGGTTGATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTTTAAAGTGTAGAGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACA
CATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAAATAATAGTTA
GATCTGAAAATCTGACAAACAATGCCAAAACAATAATAATACATCTTAATAAGCCTGTAGAAATTGTATGTAC
AAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAGGAGATTGGGAGGAAACTTTACATAATGTAAGTA
AAAAATTAGCAGAACACTTCCAAAATAAAACAATAAACTTTACATCACCCTCAGGAGGGGACCTAGAAATTAC
AACACATAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTTCTGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAGCAAAATCTATGGCCTACTTATAGAATCACAGAACCAGCAGGAAAGAAATGAAAAGGATTTG
TTAGAGTTGGACCAATGGGCAAGCCTGTGGAATTGGTTTGACATATCAAAGTGGCTGTGGTATATAAGAATAT
TTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATCATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCGGGGTGGACA
GATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KT592380 
GCTGCAGGAAACTCTTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACAACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGAGGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTACAAATTATGGTAATAGCCGTAATAGTAATAATAGTACCCTTGAGAACGGGCAGGAAAT
AAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAGCAGAAGGTGCATGCATTGTTTTATAGA
CTTGATATAATACCACTTAATGAGAACTCTAGTGAGTATAGACTAATAAATTGTAATACCTCAGCCATAACAC
AAGCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCACTTCTTAA
GTGTAATGATAAGAGCTTCAATGGGACAGGACCATGCCGTAATGTTAGTTCAGTACAATGTACACATGGGATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAGTAATAGTTAGATCTGAAA
ACCTGACGAACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGAAATTGTATGTACAAGACCTAA
CAATAATACAAGAAAAAGTGTAAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGATATAATAGGAGAC
ATAAGACAAGCACATTGTAACATTAGTAGAAGAGATTGGGAGGAAACTATACATAATATAAGTAGCAAATTAG
CAGAACWCTTCCAAAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCCCCACTGCTGTACCTTGGAACTCCAGTTGGA
GTAACAAATCTCAATCAGAGATTTGGGATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAATTACAC
AGACATAATATACAAGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAGGAATGAGAAAGATCTATTAGCATTG
GACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAACTGGCTGTGGTACATAAAAATATTCATAATGA



TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTGGCTGTTTCCTTGATTGATACTTTAGCAATAACAATAGCGGGGTGGACAGATAGGGTC
ATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATTAGACAGGGCTTCGAAAGGG
CTTTGCTATAA 
>KX185086 
GCCTCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACAACGTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTTAAAAGTAATAGCACAAATGTTAACAGTAGTAGTAGCAGTAATGGCAGTGA
TAGTATAGTAACATTACCCATGAGGAAAGGGAAGAACAGAACCTGCTCTGTCACTGCAACTACAGGAGAAAAA
GAGAAGCAACTGCATGCGCTGTCACATATTTTAAGACTAGAACCACTACCTGTGGATACTAACTCTAAGTCTA
GTTTGAATGAATATAGATATTGTAATAGCACAACCACATCCCTAACCGGTCCCTGTGCCCCGGTTGCTCTAGA
TCCTATTCCTCCTCGCTATCGTGCTCCTGCTGCTTTTCTTATTCGTAAGTGTAATGAGAAAGAGGTCACCGGG
ACAGGGACATGTGTAAATGGCGTACCAGGAACACGTGCAATTGAACCAATACCATCAGTGTCATCTCTGTTAC
TGGTAAATGAAGCACAAGAAGAAAAAGAAGTAGATATAGTTAAAACAAACCTGGCAGACAATGCCAAAACCAA
TAATAATACATACATCAAATCTATAGATATTGTATGTACAAGACCTACACCTAACACTAAAACAAGAAAAAGG
ATAAGAACAGGACCAGGACATCAGCTTACTGCAACAGGAGAGATAATAGGAGACAGTAAGAACCAAGCACATT
GTAACATGATTATTGAAAGTGCTGGGGATGGAAATTTAGGAAATGCAAGAACAAAATTAGCAGAACACTACCC
AAATCACAACTACATAAACTTTACCTCATCCTCATTCATCAGGAACGAGACCACAACTACAAGCCACAGCTTT
AATTGTAGAGGGGAATTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGC
TCCTAGGGATGTGGGGTTGCTCTGGAAAAATCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAA
CAGATCTCAAGACGAGATTTGGGATAACTTGACCTGGATGCAATGGGATAAAGAAATTAATAATTACACAGAC
ACAATATACAAGTTGCTTGAGGTCTCGCAAATCCAGCAGGAAAGGAATGAGAAAGATCTATTAGCATTGGACA
GTTGGAAAAATCTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGT
AGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCGTTGGCTATCTCTTTGCTTGATGCTATAGCAATAACAACAGCAGGGTGGACAGATAGGGTTATAG
AAGTTACACAAAGAGCTTGGAGAGCTCTTCTCCACATACCTAGAAGAATCAGACAGGGTTTAGAAAGGGCTTT
GGTATAA 
>KY950610 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGAGAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAGGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTTCCAATGCTAATTTGACCGATGTCAACAAGACCAATGCCGATGTCTTTAAAGAATTAAG
AAATGTAACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACATTACTAACAGATAAGAAGCAGAAGATT
CATGCACTTTTTTATAAGCTTGATATAGTACAAATTGGTAACTCTAGTAGTAGTAGTTATAGGTTAATTAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCCATACATTATTGTACTCC
AGCTGGATTTGCGATTCTAAAGTGTAATGATAAGAAGTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTTTTGTTAAATGGTAGTCTAGCAGAAGACG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTACACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACGAGCATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAGAACAAAATGGAATGAAACTTTAG
AACAGGTAGCTAAAAAATTAAAAGAGCACTTTGCTAATAAGACAATAGAATTCCTGCCACACTCAGGGGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTAACAAAATCATCTGCACCACTAATG
TGCCCTGGAATACCTCTTGGAGTAATAAATCTTATGAAAAGATTTGGAACAACATGACATGGACAGAATGGGA
GAGAGAAATTAGTAATTACACAAGCCAAATATATGAGTTGCTGATAGAATCGCAGAACCAGCAGGACAGAAAT
GAAAAGGATTTGTTAGAACTTGATAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAGTAATTTTTGCTGTGTGCTCTATAGT
GAATAGAGTTAGGCAGGGATATTCACCTTTGTCGTTGGCTATTAGTCTGATTGATACTATAGCAATAGCAGTA
GCTGAAGGAACAGATAGGATTATAGAAGTAGGACAAAGACTTTGTAGAGCTATCTACAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MH715978 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAAGGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGTG
TTACTTTAAATTGCACCGCTGCTAATTTTACAAGAATCAATAGCAACAGTAGCATAGGAAATATAACAGATAA
CATAGGAAATATAACAGGTGAAGTAAAAAACTGTACTTTTAACATGACCACAGAGATACAAGGTAAGCAGCAG



ARGGTCCATGCACTTTTTTATACACTTGATATAGTATCTATAAATAAGAATAATAATAGTGAATATAGGATGA
TAAATTGTAATACTTCAGTCATCAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCGATTTTAAAGTGCAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAATGTT
AGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGGAGAGATAATAATCAGCTCTGAGAATATCACAAACAATGCCAAAAACATAATAGTGCACCTTAATAAATC
TGTAATAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTACAAGAATAGGACCAGGTCAAGTGTTC
TATAGAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTGAGGTTAATAGAACAGCCTGGAATGAAA
CTTTAAGTCAGGTAACTAAAAAATTAAAAGAGTATTTTAATAAGACAATAGACTTTAAACCACCCTCAGGAGG
AGATCTAGAAGCTATAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTA
ATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAAATTTGGAACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAGCAAAATCTATGACCTACTTATGGAATCGCAGAGCCAGCAGGAAAGG
AATGAAAAGGATTTGTTAGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGCTACTCACCTTTGTCGTTAGCTATTAGTCTGTTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGGACAAAGGCTTTGTAGAGCTATCTACAACATACCCAGAA
GAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KY019257 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTATGGAAAGAGGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAACATATAAGACAGAGGTACATAATGTTTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTCTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAACTGTACAAATGTTAACAATAATAGTAGCAGTAATAGCAATAATAGTATTAGTGGTAATAATAA
TAGTACCCTTGAGGACATACAAATGAAAAATTGCTCTTTCAATACAACCACAGTAGTAAGAGATAAGAAGAAG
AAAGAGTATGCACTTTTTTATAAACTTGATATAGTACCACTTGATAACTCTAGTGAGTATAGATTAATAAATT
GTAATACTTCAGCCATAACACAAGCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCGCTCC
TGCTGGTTTTGTAATTCTTAAGTGCAATGATAAAGAGTTCAATGGGACAGGACCATGCCATAATGTTAGTTCA
GTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAAACTACTATTAAATGGTAGCCTAGCAGAAGAA
GAAATAATAGTTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAATACATCTTAATAAATCTGTAG
AAATTGTATGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGAATAGGACCAGGACAAACATTTTATGC
AACAGGAGACATAATAGGAGACATACGACAAGCACATTGTAACATTAGTGAAAGAGATTGGAATGAAACTTTA
CATAAGGTAAGTAAAAAATTAGCAGAACACTTCCCAAATAAAGCAATAAAATTTACATCAGCCTCAGGAGGGG
ACCTAGAAATTACAACACATAGCTTTAATTGTGAAGGGGAATTTAAACAGCTCCAAACAAGAGTCCTGGCTAT
AGAAAGATACCTAAAGGATCAACAGCTTCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCT
GTACCTTGGAACTCCAGTTGGAGTAACAAGTCTCAAATAGAGATTTGGGAGAACATGACCTGGATGCAATGGG
ATAAAGAAATTAGTAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCACAAAACCAGCAGGAAAGGAA
TGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAGCATAACAAATTGGCTGTGG
TATATAAAAATATTCATAATGATAGTAGGAGGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATA
GTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTTCTTTGCTTAATGCTGTAGCAATAGCAG
TAGCAGAGTGGACAGACAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCCTTTCGCCACATACCTAGGAG
AATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX434796 
GCTGCAGAAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAGGAGGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACACAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGGAAATGTAACAGAAAACTTTAACATGTGGACAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTACAAATGTTAATAGTACTAGGAGCAGTAATAGTAGTAGTACTAGTAATAGTACCCTTGG
GAACATGCAGGAAATGAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAAGAAGCAGCGAGCGTAT
GCACTCTTTTATAGACTTGATATAGTACCACTTAACTCTGATATTAACTCTAGTAATATTAATGAGTATAGAT
TAACAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCATTTGATCCAATTCCTATACACTA
TTGCACTCCTGCTGGTTATGCAATTTTTAAGTGTAATGATAAGAGGTTCAATGGAACAGGACCATGCCATAAT
GTTAGTACAGTACAATGTACACATGGGATTAAACCAGTGGTATCAACTCAACTATTGTTGAATGGTAGCCTAG
CAGAAGAAGAAATAATAGTTAGATCTAAAAATCTGACAGACAATGTTAAAACAATAATAGTACATCTTAATAA
ATCTGTAGAAATTGTATGTACAAGACCTAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTTTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAGAAGATTGGAAGA
ATACCTTACATAAAGTAAGCAAAAAATTAGCAGAACACTTCCAAAATAAAACAATAAGATTTAACTCATCCTC
AGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAAACAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCC
CCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAACAGAGATTTGGGAGAATATGACTTGGAT
GCAATGGGATAAAGAAATTGGTAATTACACAGACACAATATACATGTTGCTTGAAATCTCGCAAAAACAGCAG



GAAAGGAATGAGAAAGATCTGTTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTGGCTACCTCTTTGCTTGATACTATAGCA
ATAACAACAGCGGGGTGGACAGATAGGGTTATAGAAGTTACACAAAGAGCTTGGAGAGCTTTTCTCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>MF084205 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TAATTTTAAATTGTACCAATGCTAACCTCGATAATTCAACCTATATTGACAATAGTACAATAGATAAAATAGG
AAATATAACAGATGATGTAAAAAACTGTACTTTCAACATGACCACAGAGATAGTAGATAAGAAGCAGAAGGTC
TATGCACTTTTTTATAAGCTTGATATAGTGCCACTTAATAATAATAGTAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGGATTAAGCCAGTAGTATCAACTCAATTACTATTAAATGGCAGTCTAGCAGAAGAAGATA
TAATAATCAGATCTGAGAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAAACTGTAAAAAT
CAGTTGTATAAGACCCTCCAACAATACAAGAACAAGTACGAGAATAGGACCAGGCCAAGTGTTCTATAGAACA
GGAGACATAATAGGAGATATAAGGCAAGCATATTGTGAGGTTAATGGAACAGAATGGAATGAAACTTTAAAAC
AGGTATCTAAGAAATTAAAAGAGCACTTTTATAATAAGACAATAAAATTCCAGCCACCCTCAGGGGGAAATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAATAACCTGACATGGGCAGAATGGGAGAG
AGAGATTAGCAATTACACAAACCAAATATATGAGCTAATTACAAAATCGCAGGACCAGCAGGACAGAAATGAA
AAAGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGCTTGATGCTGTAGCAGTAGCAGTAGCA
GGGTGGACAGATAGTATTATAGAAGTAGCACAAGTAGCCTGGAGAGCAGTTCTTCACATACCTAGGAGAATCA
GACAGGGCTTAGAAAGGGCATTGCTATAA 
>MF073269 
GCCTCARAAAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGGGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATACAACTGGAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAAGGCTGAATTTACCAGTACCAACATAACCAATGACAACATTAGCATAGGAAATTT
AACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGCGATAAGAGGTAAGCAGCAGAGGGTACATGCA
CTTTTTTATACGCTTGATATAGTACGCCAAGGAAACAGTAGTAATGAATATATATTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGTTA
TACGATTTTAAAGTGTAATGATAGGAAGTTCAATGGGACAGGGCCATGTAACAATGTCAGCACAGTACAATGC
ACACATGGAATTAGACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAATGAATCTGTACCAATCAAGTG
TATCAGACCCTCCAACAATACGAGACAAAGTACAAGAATAGGACCAGGCCAAGTGTTCTATAGAACAGGAGAA
ATAACAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGCATGGAATAACACTTTAAGACAGGTAA
TTGGAAAATTACAAGAGCACTTTAATAAGACAATAGTCTTTAAACCACCATCCCCAGGAGGAGATCTAGAAAC
TACAATGCATCATTTTACCTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATTTGCACCACTAATGTGTCCTGGA
ACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGGGAAACATGACATGGATACAATGGGAGAAAGAAAT
TAACAATTACACAAATACAATCTATGACCTACTTACAGAATCGCAGAGCCAGCAGGAAAGAAATGAAAAGGAT
TTGTTAGAGTTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGTTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTGGCTATCTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGAGTGG
ACAGATAGGGTTATAGAAGTTGCACAAAGAGCTTGTAGAGCCATTCTTCACATACCTAGGAGAATCAGACAGG
GCTTAGAAAGGACTTTGATATAA 
>MH377336 
ATTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAGTGGTCTTGGAAAATGTAACAGAAAAGTTTAACATGTGGGAAAATGACATGGTAAAT
CAAATGCAAGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGCG
TCACTTTAAACTGTATAAATACAAATAGTAGTAGTAATAATAATAGTACCCCTGAGAACATGCAGGAAATGAA
AAATTGCTCTTTCAATATAACCTCAGTAGTAAGAGATAAGAAGCAGAAAGCGTATGCACTTTTTTATAGACTT



GATATAGTACCACTGAATTCTGATGATAACTCCAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAA
CACAAGCCTGTCCAAAGGTCTCATTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTTTGCGATTCT
TAAGTGTAATGATAAGAGGTTCAATGGAACAGGACCATGCCATAATGTTAGTTCAGTACAATGTACACATGGG
ATTAAACCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAATAGTTAGATCTG
AAAATCTGACAAACAATGTCAAAACAATAATAGTAAATCTTAATAAATCTGTAGAAATTGTATGTACAAGACC
TGGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAGCCTTTTATGCAACAGGAGACATAATAGGA
GACATAAGACAAGCACATTGTAACATTAGTGGAAAAGATTGGAAGGAAACTTTATTTAATGTAAGTAAAAAAT
TAGCAGAACACTTCCAAAATAAAACAATACAAGTTGCATCATCTTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGAT
CAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACTCCACTT
GGAGTAATAAATCTGTTGATGACATTTGGGGCAACATGACATGGGTAGAATGGGAGAGAGAAATTAGCAATTA
CACAAGCACAATCTATGATCTACTTACAGAATCACAGAACCAGCAGGACAAAAATGAAAAGGATCTGTTAGCA
TTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAGAATATTCATCA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTCTGTCTTTTGCTATTTCTTTGCTTGATGCTGCAGCAATAGCAACAGCGAGGTGGACAGATAGG
GTTATAGAATTAGCACAAAGAGCTTGGAGAGCTGTTCTCCACATACCTAGAAGAATCAGACAAGGCTTAGAAA
GGACTTTGGTATAA 
>MH801989 
GCCTCAAACGACTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGGAGAGATGCGGACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACCCAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACTACTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTAATTTGAAGGGCAACAAGACGAGCAACGAAACCAGCCATACAGAAATAGG
AAATGTAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACATTATTAGAAGATAAGAAGCAGAAGGTC
TATGCACTTTTTTATAAGCTTGATATAGTACCAATTACAGATAGCAATAATGGTAGTAGTGGGGAGTATAGGT
TAATCAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAATTACTGTTAAATGGTAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATTAATTGTACCAGACCCTCCACCAATGTAAGAACAAGTATACCTATGGGACCAGGAAGAGCA
TTCTATAGAACAGGAGACATAACAGGAGATATAAGAAAAGCATATTGTCAGATTAATGGAACACAATGGAATG
AAACTTTAAGACAGGTAAAGGAAAAATTAAAAGAGCACTTTAATAGGACAATAGAATTCCGGTCACCCTCAGG
GGGAGATCTAGAAATTACAATGCATCATTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTG
GCTGTGGAAAGATACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTAACAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCTCGTGGAGTAATAGATCTGTTGATGAGATTTGGGAGAACATGACCTGGATGCA
ATGGGATAAAGAAATTAATAATTACACAGACATAATATACAGACTGCTTGAAGACTCGCAAAACCAGCAGGAA
AGGAATGAGAAGGATCTATTAGCATTGGACAGGTGGAAAAATCTATGGAACTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATC
TATAGTAAATAGAGTCAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGTTTGATACCATAGCAATA
GCAGTAGCTGAAGGAACAGATAGGGTTATAGAGTTAGTACAAAGACTTTGTAGAGCTATATATCACATACCTA
GAAGAATAAGACAGGGCTTTGAAAGAGCGTTGCAATAA 
>MK634699 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCCTCTTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCATGACAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGCG
TTACGCTAAACTGTTTCAAAGCTAATTTGACGAACACAACCGATGGCAACAGTAGCACAGGAAATATAACAAA
TGAAATAAAAAACTGTACTTTTAACACGACCACAGAGATAACAGGTAAGCAGCAGGGGACCTATGCACTTTTT
TACACGCTTGATATAGTACAGATGGAAGAGAATAATACTAATAATGAATATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGGTGTCCTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTTTAAAGTGTAAGGATAAGAAGTTTAATGGGACAGGACCATGTAAAAATGTTAGCTCAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAAACAATGCCAAAAACATAATAGTGCACTTTAATGAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTATAGAACAGGAGAC
ATAATAGGAGATATAAGGAAAGCACATTGTAATATTAGTAGAACAAAATGGAATGAARCTTTAAATAAGGTAA
CTGAAAAATTAAAAGAGCACTTTAAGAAGACAATAGTCTTTCAACCACCCTCAGGAGGAGATCTAGAAACTAC
AATGTTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGATGAGATTTGGGAAAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAGGCAAAATCTATGACCTACTTATAGAATCGCAAGGCCAGCAGGAAAGAAATGAAAAAGAGTTG



TTAGAATTGGACAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGCTTGATACTATAGCAGTAGTAGTAGCGGGGTGGACA
GACAGGGTTATAGAAGCTGCACAAACAGCTTGGAGAGCTTTTATCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGTCTTTGCTGTAA 
>MH220193 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACACTATTTT
GTGCATCAGATGCCAAAGCACATGCGACAGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGGAGAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACTCCTCTCTGTG
TTACTTTAACATGTACCAATGCTAATCTGACCAATGCTAATGTGACCAATCTCAAAGCGAACGTCTCTAAAGG
ATTAGGAAATATAACAGATGATGTAAGAAACTGCTCTTTTAATATGACCACATTACTATCAGATAAAAAGCAG
AAGGTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTACAGATAGGAATGATAGTGAAAGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTT
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TGAATCTGTAGAAATCAGTTGTACCAGACCCTCCAATAATACAATAACAAGCATAAATATAGGACCAGGACGA
GCATTCTATAGAACAGGAGACATAGTAGGAGATATAAGACAAGCCTTTTGTGAAATTAATGGAGCAAAATGGA
ACAAAACTTTAGGACAGGTAGCTAAAAAATTAAAAGAGCACTTTAATAAGACAATAGAATTCCAGCCGCCCTC
AGGGGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATTTGCA
CCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAT
AGAATGGGAAAGAGAAATTAGCAATCACACAAACCAAATATACCAAATACTTACAGAATCGCAGGACCAGCAG
GACAGAAATGAAAAGGATTTATTAGAACTTGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTGTTGCTGTGTT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCTCTCGCTATTTCTTTGGTTGATGCTATAGCA
ATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTCTCCACATAC
CTAGGAGAATTAGACAAGGCTTAGAAAGGGTTTTGCAATAA 
>MK474158 
GCTGCAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAGGAGGCAACCACAACTTTGTTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGACTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTACAGATGTTACCAGTAATAGTAGCAGTAATAGCAATAGTAGTAGTGATAAGAGTAATAG
TACCCTTGAGAACATGCAGGAAATGAAAAATTGCTCTTTCAATACAACCACAGTATTGAGAGATAAGAAGGAG
AAAGTGCATGCACTTTTTTATAGACTTGATATAGTACCACTTACCTCTAGTGGAAACACTAGTAAGTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTA
TTGCACTCCTGCTGGTTATGCAATTCTTAAGTGTAAAGATAAGAGGTTCAATGGGACAGAACCATGCCAGAAT
GTTAGTTCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAAATAATAGTTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGA
AGCTGTAGAAATTGTATGTACAAGACCTGGCAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACA
TTTTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACACTGTAACATTAGTGAGAAAGATTGGAGCA
GCACTTTATCTAATGTAAGTAAAAAATTATTGGAACACTTCCCAAATAAAACAATACAATTTGCATCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAAGCAAGAGTC
CTGGCTGTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGAAAGTCATCTGCA
CCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTTACACAGAGATTTGGGGTAACATGACCTGGAG
GCAATGGGATGAAGAAATTAGTAATTACACAGACCTAATATACGGGCTGCTTGAAGTCTCGCAAATCCAGCAG
GAAAGGAATGAGAAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATCTCTTTGTGTGATGCTATAGCA
ATAACAATAGCGGGGTGGACAGATAGCGTTATAGAAATTGCACAAAGAGCCTGGAGAGCTTTCACCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MN336526 
GTTGCAGGAAACTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGGACATGAGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACCCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACGCCCCTTTGCG
TTACTCTAAATTGTACCGATAAAATAGCAGTCAATAATGACACAATCAATGGCAACGATACCATAGGAAATAT
AACAGCTGAAGTAAGAAACTGTACCTTTAACATGACCACAGAAATAAGAGATAAGAAACAGAAGGTCTCTGCA



CTGTTTTATAAGCTTGATATAGTAAAAATGGAAGAACAAGAAAATAAGAATAGTAGTGAGTATAGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCCTGTCCAAAGGTATCTTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGCAATGATAAGAAATTCAATGGGACAGGGCCATGTAGA
AATGTCAGCTCAGTGCAGTGCACGCATGGAATTAAACCAGTGGTATCAACCCAATTGCTACTAAATGGCAGTC
TAGCAGAAGAGGAGATAATAGTCAGATCTGAGAATCTCACAAACAATGCTAAAACCATAATAGTGCATCTCAA
TGAATCTGTAGGAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGCATAGGACCAGGACAA
ATGTTCKATAGAACAGGAGAAATAATAGGAGATATAAGGAGGGCATATTGTGAGGTTAATGGAACAAAATGGA
ATGAAACCTTAAAACAGGTAGCTGCAAAATTAAAAGAGCACTTTAATAGGACAATAATCTTTCAACCACATTC
AGGAGGAGATCTAGAAGTTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAGAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTAATGTGCCATGGAACTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGGGAAACATGACATGGAT
AGAATGGGAAAGGGAAATTAGCAATTACTCCAACACAATTTATGAGCTACTTACAGAATCACAAAGCCAGCAG
GACAAAAATGAAAAGGATTTGTTGGAATTGAACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGAT
GGCTGTGGTACATAAAGATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGGTTGATACCATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATCATAGAAGTAGGACGAAGGCTTTGCAGAGCTATCTATAACACAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MK650464 
ACTGAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTGGTCTTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTGAAATGTACAAATGTTAATGTTACCAGTAATAGTAGCAGTAGTAATAGTAGTAATAGCTTTGAAAA
CATGCCGGAAATGAAAAATTGCTCTTTCAATATAACCACAGTAGTAAGAGATAAGAAGCAGCAAGTGTATGCA
CTTTTTTATAGACTTGATGTAGTACCACTTAATAACTCTGAATATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCTCGTTTGACCCAATTCCTATACACTATTGCGCTCCCGCTGGTTATGCACT
TCTTAAGTGTAATGATGAGATGTTCAATGGGACAGGACCATGCCATAATGTTAGTTCAGTACAATGTACACAT
GGGATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAATAATTAGAT
CTGAAAACTTGACAAACAATGCCAAAACAATAATAGTACAGCTTAATAAATCTGTAAAAATTGTATGTACAAG
ACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCAACAGGAGACATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTGAAAAAATTTGGAGGGAAACTTTAAAAAATGTAAGTAAAA
AACTAGCAGAACATTTCCAAAATAAAACAATAAAATTCGACTCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAAACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACTCCA
GTTGGAGTAACAAATCTCAAGCAGACATTTGGAATAACATGACCTGGATGCAATGGGATAAAGAAATTAGTAA
TTACACAGACACAATATACAGGTTGCTTGAGGTCTCGCAAAACCAGCAGGAAAGCAATGAGAAAGATTTATTG
GCATTAGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTGGCTATTTCTTTGCTTGATAATACAGCCATAGCAATAGCGGGGTGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAGCTTGGAGAGCTGTTCTCAACATACCTAGAAGAATCAGACAGGGCTTAG
AAAGGGCTTTACTATAA 
>MH684584 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGATGCAACCACAACTTTATTCT
GTGCATCAGATGCCAAAGCACACAGTACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACTCCTCTTTGCG
TTACTTTAAATTGTACCAATGCTAACCTAACCAATGCTAACCTAACCAATGCTAACCTCAATATAACAGGTGA
AGTAAAAAACTGTACTTTTAACATGACTACAGAGATAAGAGATAAGAATCAGAAGGTCTTTGCACTGTTTTAC
AAGATTGATATAGTACAAATGGAAGGAAATAATGTAAATAATAGTAATAGTAGTAAGTATAGGTTCTATAGGT
TAATAAATTGTAATAATTCAGTCATTAAGCAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTCTAAAGTGCAATGATAAGAAGTTCAATGGGATAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACGCATGGAATTAAACCAGTGGTATCAACCCAGTTGCTGCTAAATGGCAGTCTAG
CAGAAGAGGAAATAATAATCAGATCTGAGAATCTCTCAAACAATGCCAAAAACATAATAGTGCATCTTAATAA
ATCTGTAAGTATTAATTGTACCAGACCCTCCACCAATGTAAGAGTAAGTACAAGAATAGGACCAGGTCAAGTG
TTCTATAGAACAGGATCCATAACAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATG
AAACTTTAAACCAGGTAGCTGCAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACAACCACC
CACAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAAACTTATGATGAGATTTGGAAGAACATGACATG
GATAGAATGGGAGAGGGAAATTAGCAATCACACAAACAAAATTTATGAGCTAATTACAGAATCGCAGAACCAG



CAGGACAGAAATGAAAAGGATTTGTTAGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAA
GCTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGGCTAATAGGTTTAAGGATAATTTTTGCAGT
GCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATCTCTTTGTTTGATACTATA
GCAATAGCAACAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGGGCTTGGAGAGCTATCTACAACA
TACCTAGAAGAATAAGACAGGGCTTTGAAATAGTGTTGCAATAA 
>KF541292 
GCTTCAAACAACAGGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAAAGCTACTCTATTCT
GTGCGTCAAATGCTAAAGGATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTATGGAAAATGTAACAGAAAATTTTAACATATGGGATAATGATATGGTGGAT
CAAATGCAAGAGGATGTAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAACTTATAAGGGCAATGGGACTTTTAATGACACTCTTAATAGTACCCGCAATGGGAA
CTTCAGTGATAACGGGCAGGAGGTAAAAAATTGCTCTTTCAAAGCAACCACATTATTAAGAGATAGGAAGGAG
AAAGTGGCTGCACTTTTTTATAGACTTGATCTAGTACCCCTTAATGATAAGAAAAACTCTAGTAATGGAAACT
CTAGTGAGTATGATAGTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAC
TTTTGATCCAATTCCTATATACTATTGCACTCCAGCTGGTTATGTGATTCTAAAGTGTAATAATAAGACATTC
AATGGGACAGGACCATGCAATAATGTTAGCTCGGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTC
AACTTCTGTTAAATGGTAGCCTAGCAGAAAGAGAGATAATAATCAAATCTAAAAATCTGACAGACAATACCAA
AACAATAATAGTACATCTTAATGCTAATACATCTGTAAAAATTGTATGTACAAGACCCAACAATAATACAAGA
AAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCCATCATAGGAAACATAAGACAGGCAC
ATTGCAGCATTAATAAACAGGCCTGGAATAAAACTTTAGAGATGGTAAGTAAAAAATTAGCAGAACACTTCCC
TAATAAGACAATAAAATTTAACAATGCCTCAGGAGGGGACCTAGAAGTTACAACACATAGCTTTAATTGTAGA
GGAGAATTTAAGCAGCTACAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGA
TTTGGGGATGCTCTGGAAAACTTATCTGTACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTGA
CACAGACATTTGGAATAGTAGCATGACCTGGAATCAGTGGGATAAGGAAATCAGTAATTACACTGACACAATA
TACAGGTTGATTGAAATCTCACAAAACCAGCAGGAGAAAAATGAGCAAGATTTATTAGCATTGGACAGTTGGC
AAAATCTATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTG
TCGTTTGCTATTTCTTTGCTTAATGCTACAGCAATAACAGTAGCAGAGTGGACAGATAGGGTTATTGAAGCAG
CACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATA
A 
>AY371170 
GCAGCAGATAATTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGACGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTACACAATGTTTGGGCTACACATGCTTGTGTACCCACAGA
CCCTGACCCACAAGAAATATACATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTACAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCCTGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAAAGCTAATTTCACCAAGGCTAATCTCACCAACGCTAATGAAACAATAGAAATGGA
AAAAGCAGTAAGAAACTGTTCTTTTAAGATAAACACAGAATTAAGAGATAAGCGGCAGAAGGTCCATGCACTT
TTTTATAATGATGATATAGTGTCACTTGGTGGAAATAATACTTATAGATTAATAAGTTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGAT
TTTAAAGTGTAATAATAAGACTTTCAATGGAACAGGGCCATGCAACAACGTCAGCTCAGTACAATGCACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTTTAGCAGAAGAAGGGATAATAATCAGAT
CTGAGAATCTCACAAACAATGCAAAAATCATAATGGTGCACCTTAATGAATCTGTAAAAATCACTTGTATCAG
ACCCTCCAACAATACAAGAACAAGTGTAAGAATAGGACCAGGACAAGTATTCTATAAAACAGGAGACATAATA
GGAAATATAAGGAAAGCATATTGTGAGATTAATGAAACAAAATGGAATGAAACTTTAAAACAGGTAGCTAACA
AATTAAGAGATCACTTTAAGAATAAGACAATAATCTTTCAACCATCCTCAGGAGGAGATCCAGAAATTACAAT
GCATAGTTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCCTCTGCACCACTAATGTGCCTTGGAATATCA
GTTGGAGTAACAAATCGTATGAAGAAATTTGGAACAATATGACATGGATAGAATGGGATAGAGAAATTAACAA
TTATACAAACCAAATATATGAGCTACTTACAAAATCGCAGGACCAGCAGGAAAGGAATGAAAAGGACTTGTTA
GCATTGGATCATTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAGTGGTTATGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTACTCAATATAATAAATAGAGTTAGGCA
GGGATACTCACCTCTATCGTTCGCTATTAGTTTGCTTAACACCACAGCAATAGCAGTAGCTGAGGGGACAGAT
AGGATTATATACATAGTACAAAGAGCTTGTAGAGCTGTTCTTAATATACCCAGAAGAATAAGACAGGGTTTAG
AAAGGGCTTTGCTATAA 
>KF835546 
GCCTCAAAACAAGAACAATTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGAAACCACCC
TCTTTTGTGCATCGGATGCCAAAGCACATGTGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATG
GCAGAGCAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACTCCTC
TCTGCGTTACTTTGGATTGTAGTCACCAGGTCAATATCACTGATGTCACTAAATCGGCCCATGGCAATGACTC



TCACATAGGAAATCTAACAGAGGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAGCAG
AAGCAGTTCCATGCACTTTTTTATAAGCTTGATATAGTAGACATGGGAAACAATAAGAGTGAGTATAGATTAA
TCAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTACAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAG
AAGGAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATC
TGTAGAAATTAGTTGTATCAGACCCTCCAACAATACAAGAACAAGTATACCTATAGGGCCAGGACAAGTATTC
TATCAAACAGGAGAAATAATAGGAGATATAAGGAAAGCATATTGTGAGGTTAATGGAAAAAAGTGGAATGAAA
CTTTAAGACAGGTAACTGAAAAATTAAAAGAGCACTTTATTAATAAGACAATATCCTTTGAACCACCCTCAGG
AGGAGATCTAGAAATTACAACGCATCATTTTAATTGCAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTGCTGTGCCCTGGAACTCCACTTGGAGTAACAAATCACATGACGAGATTTGGAACAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATACAATACTTACAGAATCACAGAACCAGCAGGAT
AGAAATGAACAGGAGTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTTGCTATTTCTTTGTTTGATGCTATAGCAGTA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCTA
GAAGAATCAGACAGGGCCTAGAAAGAGCTTTGCTATAA 
>KF859773 
GCCTCAAACAATTTGTGGGTTACAGTTTATTATGGAGTCCCTGTGTGGAGAGATGCAAACACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACCCAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAACGACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAAATGTGTCACTGCTAATTTGACCAATATCAACACGACCACTGTCTCTAACAGAATAGGAAATGT
AACAGATGATGTAAGAAACTGTTCTTTTAATATGACCACATTACTGACAGATAAGAAGAAGCAGGTCTATGCA
CTTTTTTATAAGCTTGATATAGTACAAATTACAGATAGCAATGATAGTAGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGTACACATGGAATCAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAGTAATCAGGTCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTATAGA
AATTAATTGTACCAGACCATCCAACAATACAAGAACAAGTATAAGGATAGGACCAGGACAAACATTCTACAGA
ACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGAACAAAATGGAATAACACTTTAA
GACAGGTAACTAAAAAATTAAAAGAGCACTTTAATAATAAGACAATAAATTTCCAGCCACATTCAGGGGGAGA
TTTAGAAGTTGTAATGCATCATTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTAGCAAAATCATCTGCACCACTGCTG
TGCCCTGGAACACCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAAGCCAAATATATGAAATACTTACAGAATCGCAGAACCAGCAGGACAGAAAT
GAAAAGGATCTGTTAGAATTAGATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTCTGTCTTTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTA
GCTGAGGGAACAGATAGAGGCATAGAGGCAGCACAAAGAATTGGTAGAGCTGTTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KU501256 
GCCTCTTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTAT
TTTGTGCATCAGATGCCAAAGCACAGGAGGCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCAC
CGACCCCAACCCGCAAGAAGTACTCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCA
GAGCAAATGCAGGAAGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACGCCTCTTT
GCGTTACTTTAAATTGTATCAATGCTCAGTTGAACACAACCACTGTCAACAATACCCATAACATAGAAAATAT
ATCAGATGAAGTAAGAAACTGTACTTTTAACATGACAACAGAGGTAAGAGATAAGAAGCAGCAGGTTCATGCA
CTTTTTTATAAGCTTGATATAGTAGAAATGGGAAAAAATAGTAGTGAGTATAGATTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCAATTCTTAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAACAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTAACAAACAATGCTAAAACCATAATAGTGCAACTTAATAAATCTGCAGAGATCAATTG
TACCAGACCTTCCAACAATACAAGAACAAGTATACGAATAGGACCAGGCCAAGTGTTCTATAGAACAGGAGAC
ATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAAGGAAACTTTAAAACAGGTAA
GGGCAAAATTAAAAGAGCAATTTAATAGGACAATAATCTTTCAACCACCCTCAGGAGGAGACCTAGAAATTAC
AACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACG
ACACTTGGAGTAATAAATCTTTTGAGGAGATCTGGCACAACATGACTTGGGTAGAATGGGAGAGAGAAATTAG



CAATTACACAAATAAAATCTATGAGCTACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAGGATTTG
CTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATAT
TTATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTATCTTTCGCTATTTCCTTGGTTGATACTATAGCAATAACAGTAGCGGGGTGGACA
GATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>MK158946 
GCCTCAGACCAATTATGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCACACAATGTATGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAAGTTTAACATGTGGAAAAATGGCATGACAGTG
CAGACGCAGGAGGATGTAATCAGTGTATGGGATCCAAGCCTAAATACATGTGTAAATCTTACTAATATCAGCG
TCGCCTTCAATAGTAGCAACACTGTCAATAACTTGACCTTCGTCAATGTCTCTGCATCACTCTATGTCTCTGT
ATCACTAATAACTATAGCAGAGGAACTAAGAACCTGTACTTTTAACACGGACACAGAAATTAGGGATAAGAAA
CAGCAGGTCCATGCTCTTTGTCATAAGCTTGATGTAGTAGAAATAAAAGATAGTAATGGTAATAGTAGTACTA
ATGGTAGTAATAGTGCTGAGTATATATTAGTCAATTGCAATACCTCAGTCATTAAGCAGGCTTGTCCAAAAGT
ATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCACTTTTAAAATGTAATGAGAAGAAT
TTCAATGGGACAGGGCAATGTAAAAATGTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGACAAGATAATAATCAAATCTGAAAATCTCACAGACAATAC
CAAAACCATAATAGTGCACCTTAATAAATCTGTAGTAATCAATTGTACCAGACCCTCCAACAATACAAGAGAA
AGTGTACATATAGGGCCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGGGATATAAGGCAAGCATTTT
GTGAGATTAATGGGACAGTATGGAATAACACTTTAGAACAGGTAGCTGGAGAATTAAAAGAGCACTTTAATAA
TAAGAGTATATACTTTGGACCACACTCAGGTGGAGATCTAGAAATTACGACACATCATTTTAATTGTAGAGGG
GAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTT
GGGGCTGCTCTGGAAGAATCATTTGCACCACTGCCGTGCCTTGGAACTCCACTTGGAGTAACAAATCATTTGA
GGAGATTTGGGACAACATGACATGGACAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGCA
ATACTCACAGAATCACAGAGCCAGCAGGACAAAAATGAAAAGGAGTTGATGGAATTGGATAAATGGGCAAGTC
TGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAAT
AGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTC
GCTATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGAGTGGACAGATAGGGTTATAGAAGCAGCACAAA
GAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTGGAAAGAGCTTTGATATAA 
>MH615836 
GCTACAAACAATTTGTGGGTCACGGTCTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAGGAGCCAGAAATGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCATGGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAACATGGCAGAA
CAGATGCAGGAAGATGTAGTCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACGCCCCTTTGCG
TTACTTTAAATTGTTCCACTGCTAAATTGAATAACACATTGAATAGCACAGACACTGTCAATGATACCCTGAA
CATAGGAAATATGAAAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAGATAAGAGATAAAAAGGAG
CAGGTTCATGCACTCTTTTATAAGCTTGATATAGTAGAAATGGGAAACAATACTAGTAACTATAGGCTAATAA
ATTGTAATACTTCATTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTAC
TCCACCTGGTTATGTGATTTTAAAGTGTAATGATGAGAACTTTAATGGTACAGGGCCATGTAAAAATGTCAGC
TCAKYACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGTAGTCTAGCAGAAG
GAGAGATAATAATCAGATCTGAGAATATCACAAATAATGCCAAAAACATAATAGTGCACCTTAATAAATCTGT
AGAAATCAATTGTACCAGACCCTTCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCCAT
GGAACAGGACAAATAATAGGAGATATAAGAAAAGCATATTGTAAGATTAATGGAACAGAATGGAGTGAAACTA
TAAAACAGGTAACTGCAAAATTAAAGGAGCACTTTAATAAGACAATACTCTTTCAACCACCCTCAGGAGGAGA
TTTAGAAATTACAATGCATCATTTCAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAACG
TGCCCTGGAACAACACTTGGAGTAATAAGTCTTATGACGATATTTGGAACAACATGACATGGACAGAATGGGA
GAGAGAAATTAGTAATTACACAAACCAAATCTATGAGCTACTTTTGATATCGCAGAACCAGCAGGACAAAAAT
GAAAAGGATTTATTAGAGTTGGACAAATGGACAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGYTTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCATTGGCTATTACCTTGCTCAACGCCACAGCCATAGCAGTA
GCTGAAGGGACAGATAGGATTATAGAAATAGCACAAAGAGCTTATAGAGCTGTTATTAACATTCCTACAAGAA
TTAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MK850457 
ACCTCAGACAATTTGTGGGTTACAATTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCTTCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTATATCTAAAAAATGTAACAGAACATTTTAAGTGGAAAAATAACATGGTAGATCAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTGTTA
CTTTAAATTGTACCGATGCTAATTTTAACCAAACTATGATTAATAACCAAACTATAGCTAAAAACCAAACTAT



AGCAGATGAAATGAGAAACTGTACTTTTAACATGACCACAGAAATAAGAGATAAGAAGCAGCAGGTCCATGCA
CTTTTTTATAGGCTTGATATAGTACAAATTAAAGGGGAATAGTACAAATAATAGTGAGTATAGGTTAATAAAT
TGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTC
CAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTC
ATTACAATGCACACATGGAATTAGACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAA
GAGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAG
AAATCAATTGCACCAGACCTGCCAACAATACAAGAACAGGTATAACCATAGGACCAGGACAAGTATTCTATAG
AACAGGAGATATAATAGGAGATATAAGGAAAGCATTTTGTGAAATTAATCAAACAGCATGGAAGGGAGTTTTA
AAACAAGTAACTAAAAAATTAAAAGAGCAATTTAATGCTACGGAAATAATTGTTCAACCACCCTCAGGAGGAG
ATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGACTCCTAGCTGT
GGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCT
GTGCCCTGGAACTCCTCTTGGAGTAATAGATCTCTTGAAGAGATTTGGAATAACATGACATGGATAGAATGGG
AGAGAGAAATTAGCAATTACACAAAAACAATCTATGATCTAATTACGGAATCGCAGAACCAACAGGACCAAAA
TGAAAAGGAGTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAACATAACAAAATGGCTGTGG
TATATAAAAATATTTATAATAATAGTAGGGGGTATAATAGGTTTAAGAATAATTGTTGCTGTGTTATCTTTAG
TAAATAGAGTCAGGCAGGGATACTCACCATTGTCTTTCGCTATATCTTTGCTTGATATTACAGCAATAGCAAT
AGCGGGGTGGACAGATAGAATTATAGAAGTAGCACAAGGAGCTTGGAGAGCAATTCTCCACATACTTAGAAGA
ATCAGACAGGGGTTAGAAAGGGCTTTGCTATAA 
>MN654104 
GCCTTAGAAAATTTGTGGGTTACCGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAAACAGAAAAGCACAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAAATGCAGGAAGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACGCCTCTTTGCG
TTACTTTAACTTGTAGCAATGCTAAGCTCAATGACACAACCAATAACAATACAACCCCTGTCGACCATACCAT
AGGAAATCTAACAGATGAAGTAAAAAACTGTACTTTTAACATGACCACAGAATTTAAAGACAAAAAGCAGAAG
GTCTATGCACTATTTTATAAGCTTGATATAATACAAATGGAGGGAGACAATAGTAGTAGTATGTATAGATTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGCAATTTTAAAGTGTAATGATAAGACGTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAACAAATC
TGTAGAAATCAACTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTC
TATAGAACAGGAGCCATAACAGGAGATATAAGAAAAGCATTTTGTCAGATTAATGGTACAGAGTGGAATGAAA
CTTTAAAACAGGTTACTGCAAAATTAAAAGGGCACTTTAATAATAGGACAATAATCTTTAAACCCCCCTCAGG
AGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAGTGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAGGAAATTTGGGGCAACATGACATGGGTAGA
ATGGGAAAGAGAAATTAGCAATTACACAAGCAAAATTTATGAACTACTTACCGAATCGCAAAACCAGCAGGAC
AGAAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGGATTAGGGAGGGGTACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTACAGCAGTA
GYAATAGCGGGGTGGACAGATAGGGTTATAGAAGCAGTACAAGCAGCTGGAAGAGCTATCCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>MN124512 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGCGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCACACAATATCTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAACGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGAGGCCAATTTGACCAACGTCAATGACACCAATGTCTCTGTAGGAAATATAACAGT
AGGAAATATAACAAATGAAATAAGAAACTGTTCTTTTAATATGACCACAATACTAACCGATAAGATGCAGAAG
GTCCATGCACTTTTTTATAGGATAGATCTAGTAGAAATAGACAACAAAAATAAAAATAATACTAGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCAATGATAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCGGAAAATCTCACAGACAATGCCAAAATTATAATAGTGCACCTTAA
TAAATCTGTAGAAATCAATTGTACCAGACCCTCCGGTAGAAGAAAAACAAAAGTAACTTTCGGACCAGGAAAA
GTATACTATCAAACAGGAGAAATAATAGGAAACATAAAAGCAGCATATTGTATGATTAATGGAACAAAATGGA
ATGAAACTTTAACACAGGTAGCTGGAAAATTAAAAGAGCACTTTAATAAAACAATAATCTTTCAACCACCCTC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTGGGACTTTGGGGATGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAATATGACATGGAT



AGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAAATACTTACAGAATCACAGGACCAGCAG
GACAGGAATGAAAAGGATCTATTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATACTTTTTGCTGTGAT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTCTATCTTTCGCTATTTCTTTGCTTGATACTACAGCA
GTAGCAACAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTGGGAGAGCTATTCTCCACATAC
CTAGAAGAATTAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>MN654106 
GCCTTAGAAAATTTGTGGGTTACCGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAAAAGCACAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAA
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACGCCTCTTTGCG
TTACTTTAAATTGTACTAATGTTRAGTTCAATAGCACAACCTCTAACAAGACACCCACTGTCAACAATACCAT
AGGAAATCTAACAGATGAAGTAAGAAACTGTACTTTTAACAYAACCACAGAATTAAAAGACAAAAAGAAGCAG
GCCTATGCACTATTTTATAAGCTTGATATAGTACAAATAGGGGGAGGCAATAGTAGTTATAGATTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAGTATCCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGCTTTGCGATTTTAAAGTGTAATGATAGGATGTTCAATGGAACAGGGCCATGTAAAAATGTTAGCTCA
GTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTRCTGTTAAATGGTAGTCTAGCAGAAGAAG
AGATAATAATCAGATCTGAAAATCTCACAGACAATACCAAAAACATAATAGTGCACCTTAACAAATCTGTAGG
AATCAGATGTATCAGACCCTCCAACAATACAAGAACAAGTATAAGAATAGGACCAGGCCAAATGTTCTATAGA
ACAGGAGAAATAACAGGAGATATAAGAAAAGCATTTTGTGAGATTAATGGTACAGAATGGAATGAAACTTTAA
RACAGGTAACTGCAAAATTAAGAGGGTACTATAATAAGACAATAATCTTTGAACCCCCCTCAGGAGGAGATCT
AGAAATTACAACGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTATGAGGATATTTGGAACAACATGACATGGGTAGAATGGGAAAG
AGAAATTAGCAATTACACAAGCAAAATTTATGACCTACTTACCGAATCGCAAGACCAGCAGGACAGAAATGAA
AAGGATCTGTTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAA
GAGGGTTAGGGAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTATTTGATACTACAGCAATAGTAATAGCG
GGGTGGACAGATAGGGTTATAGAAGCAGCACAAGCAGCTGGAAGAGCTATTCTCCACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGGGCTTTAAATTAA 
>MN654107 
GCAAATTTGTGGGTTACTGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTTGTGCAT
CAGATGCCAAAGCATATGAAACAGAAAAGCACAATGTTTGGGCCACACATGCTTGTGTACCCACAGACCCCAA
CCCACAAGAAATATTCCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAACAAATG
CAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACGCCTCTTTGCGTTACTT
TAAATTGTAGCAATAAAGTTGAGTTCAAGAACAACACCATTAACAATACAACCACTGTCAAATCTACCATAGA
CCCTACCATAGGAAATCTAACAGATACCATAGGAAATCTAACAGAAGAAGTAAAAAACTGTACTTTTAACATA
ACCACAGAATTACAAGACAAAAAGAAGCAGGTCTATGCACTATTTTATAAGCTTGATATAGTACCAATGGAGG
GAAGCAACAGTAGTAAGTATATATTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATC
CTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAATGATAAGATGTTC
AATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTC
AATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATATCACAAACAATGCCAA
AACCATAATAGTACACCTTAACAAATCTGTAGCAATCAGCTGTATCAGACCCTCCAACAATACAAGAACAAGT
ATAAGCATAGGACCAGGCCGAATGTTCTATAGAACAGGAGACATAATAGGAAGTATAAGAAAAGCATTTTGTC
AGATTAATGGTACAGAATGGAATGAAACTTTAAAACAGGTAATTACAAAATTAAAAGGGCACTTTACTAACAA
GACAATAAACTTTAAACAACCCCCATCAGGAGGAGATCTAGAAATTACAATGCTTCATTTTAATTGTAGAGGG
GAATTTAAACAGCTCCAGGCAAGAGTTCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTT
GGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTCTTGA
GGAAATTTGGAACAACATGACATGGGTAGAATGGGAAAGAGAAATTAGCAATTACACAAGCCAAATTTATGAA
CTACTTACCGAATCGCAAAACCAGCAGGACAGAAATGAAAAGGATCTGTTAGAGTTGGACAAATGGGCAAGTC
TGTGGAATTGGTTTGACATAACAAGCTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAAT
AGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAAGAGGGTTAGGGAGGGATACTCACCTTTGTCTTTC
GCTATTTCTTTGATTGATACTACAGCAATAGTAGTAGCGGGGTGGACAGATAGGATTATAGAAGCAGCACAGG
GAGCTGGAAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGATATAA 
>AB859012 
GCCTCAGACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACTCCTCTCTGCG
TTACTTTACATTGTACCAATGTCTCTTTAAATAGTACCAATGCAAATTATACCAGTGACTCTAAAGGAATCGG



AAATATAACAGATGAAGCAAGAAACTGTTCTTTTAATATAACCACAGAATTAATAGATAAGAAGCAGAAAGTT
TATGCACTTTTTTATAAGCTTGATATAGTACAAATGGGAGATAATAATAGTAGTGAGTATAGATTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGATATCAACTCAATTACTGCTAAATGGCAGCCTAGCAGAAGAAG
AGATAGTAATCAGATCTGAAAATCTCACTAACAATGCCAAAACTATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATACAAGAACAGGTATAACTATAGGACCAGGACGGATATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAACGGAACACAATGGAATGGAGTTTTAA
AACAGGTAGCTGGAAAATTAGAAGAGCACTTTAATAATACAATAAACTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACCGCTGTGC
CCTGGAACTCCACTTGGAGTAATAGATCTTTTGAGGAGATTTGGAACAACATGACATGGATAGAATGGGAGAG
AGAAACTAGTAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGGCAGGAATGAA
AAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATA
TAAAAATAGCTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATACTGCAGCAATAGCAGTAGCG
GGGTGGACAGATAGGGTTGTAGAAGTAGCACAAGGAGCTTGGAGAGCCGTTCTCCACATACCTAGAAGAATCA
GACAGGGTTTAGAAAGGGCTTTGCTATAA 
>MN187301 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAGGTACATAATGTCTGGGCCACGCATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTGAAAAATGTAATAGAGAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGAATTGTACTAATGCTGTTTTCACTAATGTTACTTCCAATAATAGTTCTATAAAAATAGGAAATAT
AACAGATGAAGTAAGAAACTGTTCTTTTCATACGACCACAGAAATAAGAGATAAGAAGCAGAAGAGCTATGCA
CTTTTTTATAGGCTTGATATAGTACCAATTAGTGATAATGACAATAATAGGAGTGAGTATAGGATAATAAATT
GTAATAGTTCAGTCATTAAGCAGGCTTGTCCAAAGATAACCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTTTGCACTTTTAAAGTGTAATGATAAGAATTACAATGGGACAGGGCCATGTAGAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATG
AGATAGTAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCAGCAACAATACAAGAACAAGTGTAACTATAGGACCAGGACAAGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTAAGATTAATGGAACAGAATGGGGGAAAGTTTTAA
CACAGGTAAAGAAAAAATTAGAAAAGCACTTTAACAATAAGACAATAATCTTTCAACCACAACCACCCTCAGG
AGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTCTGGAAAGATACCAAAGGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCA
CTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGATAGA
ATGGGAAAGAGAAATTAGCAATTACACAGGCCAAATTTATGCAATACTTACAGAAGCGCAGGACCAGCAGGAC
AGAAATGAAAAGGATCTGTTAGCATTGGATCAATGGACAAGTCTGTGGAATTGGTTTAGCATAACACATTGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATATTCACCACTATCATTGGCTGTTTCTTTGCTTGATGCTACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGCAGGAGCACAAAGAGCTTGGAGAGCTTTTATTCACATACCTG
TAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTGTAA 
>AB646691 
GCAGCAGAAGAAACATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACATTATTTT
GTGCATCAGATGCTAAAGCCTATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTACTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCGTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCTCTGATGTAAATGTCACTACTGGAACCAATAATAATACTGAAGCCAGTAATAATACTAG
TTTAAGGATGGAACAAGGAGAACTAAAAAACTGCTCTTTCAATATCACCACAAACATAAAAAAGCAGGTGCGG
AAAGAATATGCGCTTTTTGATAGAAATGATGTAGTACTAATAGATTCAGATAATACAAGCTATATGTTGGTAA
GTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGC
CCCAGCTGGTTTTGCGATTATAAAATGTAATGATAAGAAATTCAATGGAACAGGACCATGTAGAAATGTCAGC
ACAGTACAGTGTACACATGGAATTAGGCCGGTAGTGTCAACACAACTGTTGTTAAATGGCAGCCTAGCAGAAG
AAGAGGTAATACTTAGCTCTGACAATATCACGAACAATGCTAAAACCATAATAGTGCATCTAAATGAATCTGT
AGAAATTACTTGTATAAGACCTAACAACAATACAAGAAAAAGCATACCTATAGGACCAGGGAGAGCATTTTAT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCCTATTGTAATATTAGTGGAGAAAACTGGAATAACGCTT
TAAGAAAGATAGTTACAAAATTAAGAGAACAATTTGGGAATAATAAAACAATAAACTTTAGTCAACCAATCCC
AGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTT
CTGGCTGTGGAAAGATACCTAAAGGATCAACAACTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGCTAGCATTTGGGATAACATGACCTGGAT



GGAATGGGAGAGAGAAATTGGCAATTACACAAACACAATATATACCTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACAAGACTTATTGGCATTGGATGAGTGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAAT
GGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCT
TTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCATTGTCGTTCGCTGTTAGTTTGCTTAATGCCACAGCT
ATAGCAGTAGCTGAGGGGACCGATAGGATTATAGAAGTAGTACAAAGAACCTGTAGAGCTATTCTCCACATAC
CAAGAAGACTAAGACAGAGCTTAGAGCAAAGGCTTTTAA 
>MK577481 
GCTGCAGAAAAATCGTGGGTCACCGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCATAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTGAATTGTAGTAATGTGAGGAATAATACTACTACCAGTAGGAATAATACTACTACCAGTAATAGTAG
TGGGGGAGTGATGGAGGAAGGAGAAATGAAAAACTGCTCTTTCAATGTTACCACAAACATAAGGAATAAGGTG
CAGAAAGAATATGCTCTTTTTTATAAACTTGATGTAGTACAAATAGATAATACAAGCTATACGTTGATAAATT
GTAACTCCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACGTTATTGTACCCC
GGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAAAAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTGCAGCTGAACGCATCTGTAGA
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATAAGTTTAGGACCAGGGGGAACATTTTATGCA
ACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGAACAACACTTTAA
AACAGCTAGTTATAAAATTAAAAGAACAATTTGGGAATAAAACAATAGCCTTTAAGCAATCCTCAGGAGGGGA
CCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTA
GAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTAATG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGATATCTGGAATAACATGACCTGGATGGAGTGGGA
CAGGGAAGTTAACAATTACACAAGCTTAATATACACTTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCACGATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAATTTTTTCTGTACTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAATATTACAAAGAGCTTATAGAGCTATCCTCCACATACCTACAAGAA
TAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AB097865 
GCTGCAAACAACTTGTGGGTCACAGTCTATTATGGAGTACCTGTATGGAAAGATGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAAGTGCACAATGTCTGGGCCGCACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAACTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAACTGTACCACTGCTAACTTGACCAATGGCACTACCACAGCCGATGTCTCTGACGGAATAGGAAA
TATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACTACAGAGATAAGAGATAAGACGAAGAAGGTCCAT
GCACTTTTCTATAAGCTTGACATAGTACAAATGGGAGATAATAAGAGTAGTAATGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCGAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTTTGCGATCCTTAAATGTAATGATAAGAATTTCAATGGAACAGGGCCGTGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTAATATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAA
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAATCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCTCCAACAATATAAGAACACGTATGACTATAGGACCAGGACATGTATTCTATAGA
ACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTGAAATCAATGGAACAAAATGGAGTGAAGCTTTAA
CACAGGTAGAGAAAAAATTAAAAGAGCACTTTAATAAGACAATAACCTTTCAACCACCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTACTTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGAAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTACTGTGC
CTTGGAATACTAGTTGGAGTAATAGATCTATAGATGACATTTGGAATAATATGACTTGGATAGAGTGGGAAAG
AGAAATTGACAATTACACAAAAGAAATATACACCTTAATTGAACAATCGCAGAACCAACAAGAAAAAAATGAA
CAAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATATCAAACTGGCTATGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCAGTACTTTCAATAGTAAA
TAGAGTTAGGCAGGGGTACTCACCTGTGTCATTAGCTATTAGCTTGCTCAATACCACAGCAGTAACAGTAGCT
GAGGGGACAAATAGGATTATAGAAATAGTACAAAGATTTTGTAGAGCTATTCTCCACATACCTACAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>KU820835 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATTCACCAGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAATCTGAAAAATGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCAGGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAACTGTACCAATGCTACTTTGACCAATTCGACCAATGTCAATGACACCAGTGTCCCTACCAGTGT



CCCTAAAATAGGAGATGAAGTAAAAAACTGCTCTTTTAATATGACTACAGTAATAAAAGATAAGAAGCAGAAG
GTCTATGCACTTTTTTATAAGCTTGATATAGTACCAATAGGCAATATTACTAGTGAGAGTAATTATAGTGATT
ATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATCTTAAAGTGTAATGATAAGAATTTCACGGGGATAGGGAAATGT
AAAAATGTCAGCTCAATACAATGCACACATGGAATTAGGCCAGTGGTATCAACCCAATTACTGTTAAATGGCA
GTTTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATTTCACAGATAATGTCAAAACCATAATAGTACACCT
TAATGAATCTGTAAAAATCAATTGTACCAGGCCCTCTAACAATACAAGAAAAAGTGTAACTATAGGACCAGGA
CAAGTATTCTATAGAACAGGAGACATAATAGGAAATATAAGACAAGCATATTGTGAGGTTAATAAAACAAAAT
GGAATGAAACTTTACAGCAGGTAGCCAGAAAATTAAAAGAGCACTATAATAAGACAACAATAATCTTTGCACC
ACACTCAGGAGGAGACCTAGAGATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCA
AGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAAACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAGTCA
TCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAGATCTCATGATGAGATTTGGGGCAACCTGAC
ATGGGCACAATGGGAGAAAGAAATTAGCAATTACACAAACCACATATATGGGATACTTACAGAATCGCAGAAC
CAACAGGACAGAAATGAAAAAAGTTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGACTTGGTTTGACATAA
CAAACTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGC
TGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTCCGCCATTTCTCTGCTTGATGCT
GTAGCAGTAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCTGTCATCC
ACATACCCAGAAGAATCAGACAGGGATTAGAAAGGGCTTTGCTATAA 
>DQ366666 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTATGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCAATGCTTTGCTCAGGAACAATAGCACAACCAATGTCTCTAGCATAACAGGAAATAT
CACAGATGAAGTAGGAAACTTAGGAAATATATCAGAGGAAGTAAGAAACTGTTCTTTTAATATAACCACAATA
CTAACTGATAAGAAGCAGAAAGTCCATGCACTTTTTTATAAGCTTGATATAGTACAAATTGGAAAAAATGATA
ATAATAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCC
AATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGTAGTCTAGCAGAAGAAGGGATAATAATCAGCTCTGAAAATCTCACAGACAATGCCAAAACCATAAT
AGTGCACCTTAATGAATCTGTAGAAATCAATTGTACCAGACCCTCTAACAATACAAGAACAAGTATAACTATA
GGACCAGGACAAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGTGATTAATG
GGACAAAATGGAATAGAACCTTAGAACAGGTAACTAAGAAATTAAAAGAGTACTTTAATAAAACAATAATCTT
TCAACCACCCTCAGGAGGAGATCCAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGAAGAA
CATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAACCAGATATATGACATACTTACAGAATCG
CAGAATCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAGT
TTTTGCTGTGCTTGCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTT
GATACTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGTACAAGTAGTTTGGAGAGCCA
TTCTCCACATACCTAGAAGAATCAGACAAGGCTTAGAAAGGTCTTTGCTATA 
>EF495062 
GCTGCAGACCACTTGTGGGTCACAGTTTATTATGAGGTCCTGGTGTGGAAAGATGCACAATACCCCCCATTTT
GTGGCTCAGACGCTAGAGCTTATGATGAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGGTATTGGTAAATGTGACGGAAAACTTTAACATGTGGAAAAATAACATAGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATCAGATGAAAGTTTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTGTAAATTGTACCCAATTTGTACCCAATGCTAGTTCGACCAATGTCAATGACACAGTCAATGTCTCTAG
CATAATAGGAAATATAACAGATGAAGTGAAGAACTGTTCTTTTAATGTAACCACAGAAATAAGAGATAAGCAG
CAGAAGGTCCGTGCACTTTATTATAAGCTTGATATAATACCAATTAGAAATAATAGCAGTAATAGCAATAGTG
GTGAGTATAGGTTAATAAATTGTAATGCTTCAGTCATTAAGCAGGCTTGCCCAAAGGTAACCTTTGATCCAAT
TCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGG
CCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAA
ATGGTAGTCTAGCAGAAGAAGGGATAATAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGT
GCACCTTAATAAATCTGTAGTAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATACGTATAGGA
CCAGGACAAGCCTTCTATAGAACAGGAGGCATAATAGGAGATATAACGAAAGCATATTGTGAGATTAATGGAA
CAGCATGGAATGAAACTTTAAAACAGGTATCTAGAAAATTAAGAGAGCACTATAATAAGACAATAAACTTTCA
GCCACCATCAGGAGGAGATCTTGAAGTTACAACGCATCATCTTAATAGTAGAGGGGAATTTAAGCAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAAC
TCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCGGGAGGACATTTGGAAGAATAT



GACTTGGATGGAGTGGGAGAGAGAAATTAGCAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAG
AACCAACAAGAAAAGAATGAACTAGAATTATTGAAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACA
TAACAAATTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATA
GCAGTGGCAGGGTGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCCTGGAGAGCCTTTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EU031914 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACTCACAGA
CCCCAACCCACAAGAGATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAGATTGTGCCAATGCTACTTTTACCGAAAACGATAACTACACTAAAATCGAGGGACTAGAGGGAAA
TATAACAGATGAAATAAGGAACTGTTCTTTTAATATGACCACAGAGATAAGAGATAGGAAGCAGAAGATCTAT
GCACTCTTTTATAGGATTGATACAGTACAAATTGACAATAGTAGTACTGAGTATAGGTTGATAAATTGTAATA
CTTCAGAAATCAGGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTCTTAAGTGTAATGATAAGAAGTTTAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTGAACGGCAGTCTAGCAGAAGAAGAGATAA
TAATCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAA
TTGCACCAGACCCTTCAACAATACAAGAACAAGTTTCAGGATAGGACCAGGACGAGCATTCCATAGAACAGGA
ACCATAACAGGAGATATAAAGACAGCATATTGTGAGGTTAATAGAACAAAATGGAATGAAACATTAAAACAGG
TGGCTAAAAAATTAAAAGAGCACTTTAATAGTAGTACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTGCAATGCATCATTTTACTTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTT
GGAATAGTAGTTGGAGTAATAAATCTTATGATGAAATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGA
AATTGATAATTACACAAGCGAAATATACACCTTAATTGAAGAGTCACAGAACCAACAAGAAAAGAATGAACTA
GAATTATTGGAATTGGACAAGTGGTCAAATTTGTGGAATTGGTTTTCAATATCAAACTGGCTGTGGTACATAA
GAATATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTGTAATAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTGGCAGGG
TGGACAGATAGAGTTATAGCAGTAGCACAAGGAGCTGGGAGAGCTATTCTTCACATACCCAGAAGAATCAGAC
AGGGCTTAGAAAGGACTTTGCTATAA 
>KJ206289 
GCTTCAACAAACAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAAATTTTAATATGTGGGACAATCCCATGGTA
CAACAGATGCATGACGATGTCATCAGTTTATGGGATCAAAGCCTGAAGCCCTGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAACTGTACTAATTGGACTGCTAATTCGACTACTAATAATTCGACTGGTACTAATGTGACTAC
TGCAAAGCCCCCTACGACTGCTACTCCTAATACGATAGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACC
ACAAGCATACAAACTAAGGTGGCAGACCATGCACTTTTTCATAAGATTGATATAGTACCAATAGATGATGGTA
ATACTACCAAATATAGGTTGCTACAATGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGA
GCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGATTCTWAAGTGTAACAATAAAACGTTCAGTGGA
AARGGACCATGTAAAAATGTCAGTACAGTACAAWGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGC
TGTTAAATGGCAGTTTAGCAGAAAAAGAGGTAGTAATTAGATCTAGCAATTTCTCGGACAATGCTAAGATCAT
AATAGTACAGCTGAATGAAACTGTAAAAATTAATTGTTCAAGACCCAACAACAATACAAGAAAAGGTATACAT
TTAGGACTAGGACGAGCATGGTATGCAACAGAACGAATAACAGGAGATATAAGAAAAGCACATTGTAACATTA
GTACATCAGAATGGAACAACGCTTTAAAAAAGATAGTTAAAAAATTAAGAGAACAATTTGGGAACAAAACAAT
AGTCTTTAATCAACCCTCAGGAGGGGACCCAGAGATAGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTGAGTGCGATTTG
GGACACCATGACTTGGATGGAGTGGGAAAAAGAAATTGGCAATTACACACAAGAAATATACACCTTACTTGAA
GAATCGCAGAWCCAACAAGAAAAAAATGAACTAGACTTATTAAAATTGGATAAGTGGGCAAGCTTGTGGAATT
GGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATCTTCATAATGATAATAGGAGGCTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTAGC
TTGCTTAATTTYACAGCCATAGCAGTAGCTGAGGGGACAGATAGGATYATAGAAGTAGTGCAAAGAGCTGGTA
GAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAAGGGCTTTGGTATAA 
>MH327744 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACATAATGTCTGGGCCACGCATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTAGAAAATGTAACAGAGAATTTTAACATGTGGAAAAACAAAATGGCAGAG
CAGATGCAGGAGGATATAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGAATTGTACTAATGCTAATATCAATAATACTTCTTTCAATAATAGCTCTATAAGAATAGGAAATAT



AAGTGATGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAAATAAGAGATAAGAAGCAGAAGATCTACGCA
CTTTTTTATAAGCTTGATATAGTACCAATTAGTGATAATAACAATAATGGGAGTGAGTATAGGATAATAAATT
GTAATAGTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCACTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTCAGTTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATG
AGATAGTAATTAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGA
AATCAATTGTACCAGACCCAGCAACAATACAAGAACAAGTGTAACTATAGGACCAGGACAAGTATTCTATAGA
GTAGGAGACATAATAGGAGATACAAGAAAAGCATATTGTGAGGTTAATAAAACAAAATGGGGGGAAGTTTTTA
CACAGGTAAAGAAAAAATTACAAGAGCACTTTAATAAGACAATAGTCTTTGAACCACCCTCAGGAGGGGATCT
AGAAATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAA
AGATACCTAAAGGATCAACAGCTTCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAATGTGC
CCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAG
AGAAATTAGAAATTACACAGGCCAAATTTATGAGATACTTACAGAAGCGCAGGACCAGCAGGACAGAAATGAA
AAGGATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATTATTGTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAATAGTAGCG
GGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCGTTCTCCACATCCCAACTAGAATCA
GACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KY658692 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTACATAATGTCTGGGCCACGCATGCCTGTGTACCTACAGA
CCCTAACCCACAAGAAATACACCTAGAAAATGTAACAGAGAATTTTAACATGTGGAAAAACAAAATGGCAGAG
CAGATGCAGGAGGATATAATCAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTATGAATTGTACTGATGCTAAAATCACTAATGCTTCTTATAGTAGCTCTATAGAAATAGGAAATATAAC
AGATGAAATAAGAAACTGTTCTTTTAATATAACCACAGAAATAAGAGATAAAAAGCAGAAGATCTACGCACTT
TTTTATAAGCTTGATATAGTACCAATTAGTGATAATAACAATAATGGGAGTGAGTATAGGATAATAAATTGTA
ATAGTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCACTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAGAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGA
TAGTAATTAGATCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAAT
CAATTGTACCAGACCCAGCAACAATACAAGAACAAGTGTAACTATAGGACCAGGACAAGTATTCTATAGAGTA
GGAGACATAATAGGAGATCCAAGAAAAGCATATTGTGAGGTTAATGAAACAAAATGGGGGGAAGTTTTTACAC
AGGTAAAGAAAAAATTACAAGAGCACTTTAATAAGACAATAGTCTTTGAACCACCCTCAGGAGGGGATCTAGA
AATTACAATGCTTCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTCTGGAAAGA
TACCTAAAGGATCAACAGCTTCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAAAGAGA
AATTAGAAATTACACAGGCCAAATTTATGAGATACTTACAGAAGCGCAGGACCAGCAGGACAGAAATGAAAAG
GATCTGTTAGCATTGGATAAATGGACAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATTATTGTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCAATAGTAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCGTTCTCCACATCCCAACTAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>MH078564 
GCCTCAGACAACTTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAAAGAAGCAAAGACCACCCTATTTT
GCGCATCAGATGCCAAAGCACAGGAGTCAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTTCTATGACTTGTAGTAATGTTAATGTCAATAATGCTTCTATAGTAGGAAATATAGGAAATATAACAGATGA
TATAAGAAACTGTTCTTTTAATATGACCACAGAAATAATAGACAAGAAGCAGCAGGTCTATGCACTTTTTTAT
AAGCTTGATACGATGTCAATCAACAATGGAACTGAATATACATTAATAAATTGTAATTCTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCTGCTGGTTATGCACTTTTAAA
GTGTAATGATAAAAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATT
AAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGATGAGATAATAATTAGGTCTGAAA
ATCTCACAAACAATGCCAAAATCATAATAGTGCACCTTAATAAATCGGTAGAAATCAATTGTACCAGACCCAA
CAACAATACAAGAATACGTGTAACCACGGGACCAGGACGCGTATACTATAGAACAGGAGAAATAATAGGAGAT
ATAAGAAGAGCATATTGTGAGGTTAATGCAACAAAATGGAAGGCAGTTTTAGAACAGGTAAACAAAACATTAT
CAAAGCACTTTGTTAATAAGACAATAGAATATAAACCACCATCAGGAGGAGACCTAGAAATTACAATGCATCA
TTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAAGATCAA
CAACTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATATGCACCACTAATGTGCCCTGGAACTCCACTTGGA
GTAATAAATCCCTTGATGAGATTTGGAACAAAATGACATGGATACAGTGGGAAAGAGAAATTAGCAATTACAC



AGGCCAAATTTATGACATACTTACAGAAGCGCAGAACCAGCAGGACAGGAATGAAAAGGATCTGTTAGAATTG
GATAAATGGACAAGTCTGTGGAGTTGGTTCAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTAGTAGGTTTAAGAATAATTTTTGCTGTGATTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATACTATAGCAATAGCAGTAGCAGGGTGGACAGATAGGATT
ATAGAAGTAGCACAAAGAGCTTGTAGAGCTATTCTTAATATACCTAGAAGAATTAGACAGGGCTTGGAAAGGG
CTTTGCTATAA 
>AY358073 
GCTGCAGAAGACTTGTGGGTTACAGTCTATTATGGGGTTCCTGTGTGGAGGGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACAGGAGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGTYTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACGTTAAATTGTACCAATGCTACGTCGACCCAGGGAATTAACTCAACTGGAGGAGTAAATGAAACAGATGA
AGTAAAAAACTGTACTTTTAATATGACCACAGAACTAAAAGATAAGAAGCAGAAGGTCTATGCACTTTTTTAT
AAGCTTGATATAGTACAAATTGATAAGAATAGTACTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGACCATGTAAAAATGTCAGCTCAGTACAATGCACA
CATGGAATTAAGCCAGTGGTATCAACCCACTTGTTATTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAACAATGCAAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTAC
CAGACCCAACAACAATACAAGAACAAGTTTAACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAAATA
ATAGGAGATATAAGAAGAGCGTATTGTGAGATTAATAAGACAAAATGGCATGAAACTTTAAAACAGGTAACTG
AAAAATTAAAAGAACACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAA
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCA
CTTGGAGTAATAGATCTTTGGAAGAAATTTGGCACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAA
TTACACAAACCAAATATATGAAATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTGTTA
GAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCATTAGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTAATACAAAGAGCTTATAGAGCTATTCTCAACATACCTACAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCTATAA 
>AY358072 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCCACATATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGACATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAGGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTATTAATGCTAATTTGACCAAGTTCAATAACACAACCGATGTCCCTGACAAAATAGGAAA
TATAACAGATGAAATAAGTAACTGTACTTTTAATATGACCACAGAAATAAGAGATAAAAAGCAAAGGGTCCAT
GCACTTTTTTATAAGCTTGATATAGTACCAATTGGAAATAGTAGTAGTGGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACACTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGTAAGGATAAGAATTTCAATGGGACAGGGTTATGTGAAAGTGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGATGAGA
TAATAATCAGCTCTGAAAATATCACAGACAATGTCAAAACCATAATAGTGCGCCTTAATAACTCTGTAGAAAT
CAATTGTACCAGACCCTCCAACAATAAAAGAACAAGTATGACTATAGGACCAGGACAAGTATTCTATAGAACA
GGAGACATAATAGGAAATATAAGGCAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAGTTTTAAAAC
AGGTATCTGGAAAATTAAGAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAACGCATCATTTTAATTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCT
GGAACTCCACTTGGAGTAATAGAACTTTTGATGAGATTTGGAAAAACGACAACATGACATGGATAAAATGGGA
GAGAGAAATTAGCAATTACACAAACCAAATATATGAGTTACTTACAGAATCGCAGAACCAGCAGGACAGGAAT
GAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGGCATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAA
TCAGGCAGGGCTTAGAAAGGGCTCTGCTATAA 
>JN248319 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGTACTGACGAGGCCAATAGTACAATGAAAAATTGCTCTTTCAATATCTCTACAAGAATAAA



AACTAAGGTGAAAGACCGTGCACTTTTTTATAGCCTTGATGTAATACCAATAGATAATACTAGCTATAGGTTA
AGACATTGCAACACCTCAGTCATTACACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATT
GTACCCCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCCTGTACAAATGT
CAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCA
GAAGAAGGGGTAGTACTTAGATCTAGCAATTTCACAAACAATGCTAGAGTCATAATAGTACAGCTGAAGGAAT
CTGTAGAAATTAATTGTATAAGACCCAACAACAATACAAGAAAAAGTATACCTCTAGGACCAGGGCAAGCATG
GTATACAACAGGAGAAATAATAGGAGAGATAAGACAAGCACATTGTAACCTTAGTAGCGCAAAATGGAATAAC
ACTTTAAAACAAATAACCGAAAAATTAAGAGAACAATTTGGGAACAAGACAATAATCTTTAATCAATCCTCAG
GAGGGGACCTAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCT
GGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACC
ACTGCTGTACCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATGAAATTTGGGATAATATGACTTGGATGG
AGTGGGAAAGAGAAATTAGTAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGA
AAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAACTGG
CTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTT
CTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTATCTTTCGCTACTTCTTTGGTAGATGCTATAGCAAT
AGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCT
AGAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>JN248322 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAGACCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAG
CAGATGCAGGAGGATGTAATCGGTTTATGGGATCAAAGTCTGAAGCCATGTGTAAAGTTAACTCCCCTTTGCG
TTACCTTAAATTGTACCAATGCTAATTTTACCAATGCTAATTTTATCAATGCTGTCAAAGTCAATGGCACAGG
CAATGTCCTGAGAAATATGACAGATGAAGTAAGGAACTGTACTTTTAATATGACCACAGAAATAAGGGATAAG
CAGCAGAAGGTCCATGCACTTTTTTATAAGCTTGATATAGTAAAAATTGGAAGTCCAAATAATGGTAGTGATA
GTGGTGAATATAGACTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCC
AATTCCTATACATTATTGTGCTCCAGCTGGTTATGTGATTTTAAAGTGTAAAGATAAGAATTTCAATGGGACA
GGGCCATGTAAAAATGTCAGCTCAGTGCAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGT
TAAATGGAAGTCTAGCAGAAGATGAGATAGTAATCAGGTCTGAAAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCGGCAACAATACAAGAACAAGTATAAGAATA
GGACCAGGACAAGTATTCTATAAAACAGGAGACATAGTAGGAGATATAAGGCAAGCATATTGTGAGATTAATC
AAACAACATGGAATGAAACTTTAAGACAGGTAGCTAAGAAATTACAAGAGCACTTTCCTAATAAGACAATAGT
CTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGGGGGGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTG
GAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAAATTTGGAA
CAACATGACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAACCAAATATATGATATACTTACAGAA
TCACAGAACCAGCAGGAAAAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGT
TTAGCATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTG
CTTAATGCTGTAGCAATAGCAGTAGCAGGGTGGACAGATAGGGTTATAGAAGTAGCACAAACAGCTTGGAGAG
CCATTCTCCACATACCTAGGAGAATCAGACAAGGCTTAGAAAGGGCTTTGCTATAA 
>JN248323 
GCCTCGGACAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGACGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAATACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTTCATGGTAGAG
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACTCCTCTTTGTG
TTACTTTAAACTGTACCAAGGCTAATTTAATCAATAACAGTACCAATAACAGTACCGAGGGCCCTAACATAGG
AAATATAACAGAGGAAGTAAGCAACTGTACTTTTAATATAACCACAGAACTAAGAGATAGGAAGCAGAAGGTC
CATGCACTTTTTTATAAGATTGATCTAGTACAAATTAAAGATAATGATAATAGTAGTAGTGAATTATATAGGT
TAATAAATTGTAATACTTCAGTCATTAAACAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTA
TTGTGCTCCAGCTGGTTATGCGATTTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAGAAT
GTCAGCTCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAATAATGCCAAAACCATAATAGTACACCTTAATGA
ATCTGTAGAAATTGATTGTACCAGACCCCCCAACAATACAAGAACAAGTATACCTATAGGACCAGGACAAGCA
TTCTATAGAACAGGAGACATAATAGGAGATATAAGGAARGCATATTGTATAATTAATGGAACAAAATGGAATA
AAACTTTAGAACAGGTAGCTGAAAAATTAAAAAAGCACTTTAATAATAAGACAATAAGGTTTCAACCACCCTC
AGGAGGAGACCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTYTGGAAAAATCATCTGCA
CCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAGATCTTTAGAAGAGATTTGGAACAACATGACATGGAC
AGAATGGGAGAGAGAAATTAACAATTACACAAACCAAATATATGAGCTACTTACAGAATCGCAGGACCAGCAG



GACAGAAATGAAAAGGATTTGTTAGCATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACACATT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAACGCCACCGCC
ATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAATAGTGATAAGAGTTTCTAGAGCTATTCTCCACATTC
CTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>JN248326 
GCTTCAGACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAACCACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATGTTCCAGAGGCACATAATGCTTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAAGACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACTTTAAATTGTACTGATGCGAAGAATACTACTAATACCACTGTTATAGACAAAGGAGAAATAAAAAACTG
CTCTTTCAATATTACCACAAACATAAGAACTAAGGTAAAAGATTTTGCACTTTTTAATAGATTTGATGTAGTA
CCAATAGATAATAGCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATCACACAAGCTTGTCCAAAGATAT
CCTTTGAGCCAATTCCTATACATTATTGTACCCCAGCTGGTTTTGCGATTATAAAGTGTAACAAGAAAGGGTT
CAATGGAACAGGGTCATGTACAAATGTCAGTACAGTACAGTGTACACATGGAATTAGGCCAGTAATATCAACT
CAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTACTTAGATCTAGAAATTTCACAGACAATACTA
AAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAACAACAATAAAAGAAAAAG
TATACCTCTAGGACCAGGGAAAGCATGGTTTGCAACAGGAGACATAATAGGAAATATAAGACAAGCACATTGT
AACCTTAGTAGCACAAAATGGAATAACACTTTAAAACAGATAACTGAAAAATTAAGAGAAATTGAACAATTTA
GGAACAAAACAATAGTCTTTGAGCAACCCTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATCTGGGGTTGCTCTGGAAAAATCATCTGCCCCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTC
TAAGTGAGATTTGGGATAACATGACTTGGATAGAGTGGGAAAGAGAAATTGACAATTACACACAAGAAATATA
CACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCA
AGCTTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCT
TGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTC
TTTCGCTATCTCTTTGTTTGATGCTGCAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATTGAAATAGTA
CAAGTAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>JN248332 
GCCTCAGACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTGCCAATGCTAATTTGACCAATGTCACTATAACCAATGACCCTAAAATAGGAAATATAAC
AGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGCAGCAGAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTACAAATGGAAAATAATAATAGTGAATATAGATTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATTTTAAAGTGTAATGATAAGAATTTCACTGGGACAGGGGCATGTAAAAATGTCAGCTCAGTACAATGCACA
CATGAAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTATAGCAGAAGAAGAGATAATAATCA
GATCTGAAAATCTCACAAACAATGCTAAAATCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTAC
CAGACCCTCCAACAATACAAGAACAGGTATAACTATAGGACCAGGACAGGTATTCTATAAAACAGGAGACATA
ATAGGAGATATAAGAAAAGCATATTGTGAGGTTAATGGAACAAAATGGAATAAGGTTTTAAAACAGGTAACTG
AAAAATTAAAAGAACACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGAAGATCTAGAAATTACAAT
GCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAG
GATCAGACGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCT
CTTGGAGTAATAAATCTTTTGACGAGATTTGGAACAACATGACCTGGACAGAATGGGAGAGAGAAATTAGCAA
TTACACAAACCAAATATATGGGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGATTTATTA
AAATTGAAAAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAATAGGAGGATTAATAGGCTTAAGAATAATTTTTGCTGTGATTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTATCCACATACCTACAAGAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>JN248340 
GCCGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCGGTATGGAAAGACGCAACCACTACTTTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAAA
CCCCAATCCACAAGAAGTAGTATTAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAACAG
ATGCATGAAGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTCAGATTAACCCCATCCTGTGTTG
TTTTAAATTGCACTGATTATACTCCTAATGCTACTAAGACTAATAATACCAGTAGAGAGAGTAACAGTACGGT
GGAGGACAAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAAAGACTAT
GCATTGTTTAATAAAGTTGATGTAGTACCAATAGAAAATGATACTACCAGCTATAGGTTAAACTATTGTAACA



CCTCAGTCATTACACAAACTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACACTATTGTACCCCGGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCTCAGTACAA
TGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAAGTAG
TAATTAGATCTAGCAATTTCACGAACAATGCTAGAGTCATAATAGTACAGCTGAATAAATCTGTAGAAATCAA
TTGTACAAGACCCAACAATAATACAATAAAAAGTATACCGCTAGGACAAGGGCGAGCATGGTATACAACAGAT
CAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGCAAAGATTGGAATAACACTTTAAGACAGA
TAGCTGAAAAATTAAGAGAACAATTTGGGGGGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCC
AGAGATTACAGTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGC
CTTGGAATAGTAGTTGGAGTAATAAAACTCATGATGATATTTGGAATAATTTGACTTGGATGGAGTGGGAAAG
AGAAATTGAAAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCGATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTGATACTGTAGCAATAGCAGTAGCA
GGGTGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTTGGAGAGCCATTCTCCACATACCCAGAAGAATCA
GACAGGGCTTAGAAAGGTTTTTGCTATAA 
>JN248350 
GCTGAAAACCACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACGCTATTTT
GTGCCTCAGATGCTAAAGCATATGACCCAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGCATTGACAAATGTGACAGAAAAGTTTAACATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATATCATTAACAGTACTAGCACTAACGGGAGCGAGGAAATAGGGGAGATGAGAGA
AGAAATGAGAAACTGCTCTTTCAATATCACAACAAGCATAAGGGATAAGGTGCGGAAAGACTACGCGCTTTTT
TATAAACTTGATGTAGTACCAATAGATAATGATAATACTAGTTATAGGTTGATAAGTTGTAACACCTCAGTCA
TTACACAGGCCTGTCCAAAGGTATCCTTTCAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGCT
TCTAAAGTGTAACGATAAGCAGTTCAATGGATCAGGAACATGCAAAAATGTCAGCACAGTACAATGCACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAATAATTAGAT
CTGAAAATTTCACAGACAATGCTAAAATCATAATAGTACAACTGAATGAAAATGTAGAAATTAATTGTACAAG
ACCCGGCAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTATACAATGGGAGATATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGAATAACACTTTAAAACAGATAGCTAGAA
AATTAAGTAGACAATTTAATAATAAAACAATAGCTTTTAACCACTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGGG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTA
GTTGGAGTAATAAAAATCTGAGTGCTATCTGGGATAAAATGACCTGGATGCAGTGGGAAAAAGAAATTGAAAA
TCACACAAGTACAATATATACCTTACTTTTAGAATCGCAGAACCAACAAGAAAAGAATGAAAAAGAGTTATTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTATCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTGTCGTTGGCTATTAGCTTGCTCAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGAT
AGGATTATAGAAGTAGCACAAAGAATTTTTAGAGCTATTCTCCACATACCTACTAGAATAAGACAGGGCTTTG
AAAGGGCTTTGTTATAA 
>JX448016 
GCCTCAGAGAATTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACAAGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAAGATGTAATCAATTTGTGGGATCAAAGTTTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTAAATTGTACTAATTATATTAATAGAGGTCAAGGAAATATAACAGATAGCGTAGAAGTAGGAGGTAG
AAAAGTAAACATAGGAAATTTAACAGATGAAGTAAAAAACTGTACTTTTAATATGACCACAGAACTAACAGAT
AAAAAGCAGAAGGTCCATGCACTTTTCTATAAGCTTGATATAGTACCAATTGGTAATAATAATCAGGATAATC
AGAGTAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGA
TCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGACAAGAAATTCAATGGG
ACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGC
TATTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAGACAATGTCAAGACCAT
AATAGTGCACCTTAATCAATCTGTAGAAATCAATTGTACCAGACCCGCCAACAATACAAGAACAAGTACATCT
ATGGGACCAGGACGAGTATTCTATAGAACAGGAGACATAATAGGAGATATAAGGAAAGCATATTGTCTCATTA
ATGGAACAAAATGGAATGAAACTTTAAGACAGGTAGCTGGAAAATTAAAAGAGCACTTTAATAAGACAATAAT
CTTTCAACCACCCTCAGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTG
GAAAAATCATCTGCACCACTGCTGTGCCCTGGAACAGCTCTTGGAGTAATAAATCTTATGAAGACATTTGGGA
GAGCAACATGACATGGACACAATGGGAGAGAGAAATCAGCAATTACACAGACCAAATATATGATATACTTACA
GAATCGCAGAACCAGCAGGACAAGAATGAAAAGGATTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATT



GGTTTGACATAACAAAGTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGTTTAATAGCTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTCCGCTATTTCT
TTGCTTGATGCTATAGCAGTAACAGTAGCAGGGTGGACAGATAGGGTCATTGAAGTAGCACAAAGAGCTTGGA
GAGCCATAATCAACATACCTAGAAGAATCAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>EU743762 
GCCTCAAACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAGTAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAACTGCAGTGAGGTGAATACCAATACTACTAAAAATATTAGTAGCTGGGAAGGGAATGGAGAAAT
AAAAAACTGCTCTTTCAATGTCACAACAAGCCTAAGAGATAAAGTGCGAGGATACGCGCTTTTTGATACACTT
GATGTAATAAAAATAAATAATACTAGCTATAGGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTC
CAAAGATATCCTTTCAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTGCAATGCAATGA
TAAGAAGTTCAATGGATCAGGATCATGTACAAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTA
GTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAGTAATAATTAGATCTGAAAATCTCACAG
ACAATGCCAAAATCATAATAGTACAGTTGAATGACTCTGTAGAAATTAATTGCACAAGACCCAATAATAATAC
AAGAAGAGGCATACATGTAGGACCAGGGAAAGCATTATATACAACAGACATAATAGGAGACATAAGACAAGCA
CATTGTAACCTTAGTAGAGCAAAATGGGAGGAAACTTTAAAACAGGTAGCTAGAAAATTAAGTGAGCAATTTA
ATAGTACAAAAATAGTTTTTAATCAATCCTCAGGAGGGGACCTAGAAGTTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACTTAAAGGATCAACAGCTCCTGGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAAAGTC
TGGATGAGATTTGGGGTAACATGACCTGGATGCAGTGGGAAAGAGAAATTAACAATTACACAGGCATAATATA
TTCTTTAATTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACTAGAATTATTAAAATTAGATAACTGGGCA
AGTCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTT
TAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGGT
TTTCGCTATATCTTTGTTTGATGCTGTAGCAATAGCAATAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCA
CAAATAGCGTGGAGAGCCATTCTTCACATACCTAGGAGAATCAGACAGGGCTTAGAAAGGGCTTTGGTATAA 
>JX446927 
GCCTCAGACAAATTGTGGGTTACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACAACTACCTTATTTT
GTGCATCAGATGCTAAAGCACATAAAACAGAGGTACATAATGTTTGGGCCACATATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAGTAGTTTTAGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAAGTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATATAAAGAATGAGACTAAGACCAATAGTACAATGAAGGAAGAAGGAGATACTAA
GACAATGGAGGGAAGAGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAACAATGAGAACTAAGGCGAAA
GACTATGCACTTTTTTATAAACTTGATCTAGTACAAATAGATGATAATAATAATAATAGCTATAGGTTGATAA
GTTGTAACACCTCAGTCATTACACAAGCGTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGAATAGGACCATGTACAAATGTCAGT
ACAGTACAATGTACACATGGAATTAGGCCAGTAGCATCAACTCAGCTGCTGTTAAATGGCAGTTTAGCAGAAG
AAGAGGTAATAATTAGATCTAGCAATTTCACGAGCAATGTAAGAAACATAATAGTACAGCTGAATGAATCTGT
AGAAATTACTTGTGAAAGACCCAACAACAATACAAGAAAAAGTATACATCTAGGACAAGGGCGAGCATGGTAT
ACAACAGGACAAATAATAGGAGATATAAGGAAAGCATATTGTAGCCTTAATGCCACAAAATGGAATAACACTT
TAAGACAGGTAGCTGAAAAATTAAGAGAACAATTTGGGAATAAGACAATAGTCTTTGAGAAATCCTCAGGAGG
GGACCCAGAGATTGTAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAGACTCATCTGCACCACTG
CTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGAGATTTGGGATAATATGRCTTGGATGCAGTG
GGAAAAAGAAATTAACAATTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAG
AATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGT
GGTATATTAAAATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AATAAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTATTTCTTTGCTTAATGCTATAGCAATAACA
GTAGCGGGGTGGACAGACAGGGTTATCGAAGTAGCACAAACAGCTTGGAGAGCCTTTCTCCATATACCTAGAA
GAATCAGACAGGGTTTAGAAAGGGCTCTGCTATAA 
>JX447000 
GCCTCAAACAACTTGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACAGGAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGGAAACGTAACAGAAAATTTTAACATGTGGAAGAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTCTATGGGAGCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTAACACGTGGACCTATAACAAAACAGGGAATGTGACAGATAATGTAGATATAGGAAATTT
AACAGGTGAAGTAAAAAACTGTTCTTTTAATATAACCACAGAAATAAGAGATAAGAAGCAGAAGGCCTATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTGATAATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA



TGCGATCTTAAAGTGTAATGATAAGAATTTCAATGGAACAGGGCCATGTAAAAATGTTAGCTCAGTACAGTGC
ACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTTACAGACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCGCCAACAATACAAGAACAAGTGTACCTATAGGACCAGGACAAGTATTCTATAAAAGAGGAGAA
GTAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAGATGGTATAAAGTTTTAAAACAGGTAA
AAGATAAATTACACAAGCACTTTGGTAATAATACAATAAGCTTTCAACCACCCTCAGGAGGAGATCTGGAAAT
TACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCRCCACTGCTGTGCCCTGGA
ACTCCAATTGGAGTAATAAATCTTATGACCAGATTTGGGAAAATATGACATGGATACAATGGGAGAGAGAAAT
TGGCAATTACACAGACCAAATATATGCTATACTTACAGAATCGCAGAACCAGCAGGATAGAAATGAACAAGAT
TTGTTAGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAAAAGTAGCGGGGTGG
ACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTCGAAAGGGCTTTGCTATAA 
>JX447668 
GCTTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGGACATGAGACAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTGGAAAATGTAACAGAATATTTTAATGTGTGGACAAGTAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTACCGAGGCTAAGTTGAACAAGACCGAGGGCGACAACAACATAGCAGATGAAGTAAGAAA
CTGTTCTTTTAATATGAACACAGAACTAAGGGATAAGAAGCAGCAGGTCCATGCACTTTTTTATAGGCTTGAT
ATAGTACAAACTGGAAGTGATAATAGCAGTTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTT
GTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATGTTAAAGTGTAA
TGATAAGAATTTCACTGGGAAAGGGCTATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCG
GTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCA
CAGACAATACCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATCAATTGTACCAGACCCTCCAACAA
TACAAGAACAAGTATCACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAAATAATAGGAGATACAAGG
AAAGCATATTGTGAGATTAATGGAACAAACTGGAATAAAGTTTTAAAACAGGTAGCTGAAAAATTAAAAGAGC
ACTTTAATAGGACAATAATCTTTCGACCACCCTCAGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTG
TAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTGAGTGATCAAAAGTTCCTA
GGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAAT
CTTTTGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACACAAGCCAAAT
ATATGATATACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAAGATTTATTAGAATTGGATAAATGG
ACAAGTCTGTGGAATTGGTTCAACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAG
GTTTAATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGAGTGGACAGATAGGGTCATAGAAGCA
GCACAAAGAACTTGGAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTTTGGTAT
AA 
>JN860762 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAGGCACATGATACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATACCTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAAGAGGATGTGATCAGTTTGTGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGCG
TTACTTTAAATTGTGTGAACGCCAATATCTCTAACACAGTAGGAAATATGTCAGATAACACAGTAGGAAATAT
GTCAAATGAGGTAAGAAACTGTTCTTTTAATATGACCACAGAAATAAGGGATAGGAAGCAACAGGTCTATGCA
CTTTTTTATAAGCTTGATACAGTACAAATTAATAATAATAGTAATGAGTACATGTTGATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAAAATTTCACTGGGACAGGGCTATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATCTCACAGACAATGCCAAAACCATAATAATACATCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTCCAACAATACAAGAACAAGTGTACCTATAGGACCAGGACAAGTATTCTATAAAACAGGAGAC
ATAATTGGAGATATAAGAAAGGCATATTGTGAGGTTAATGGAACAAACTGGTATAAAGTTTTAAAACAGGTAA
CTGGAAAATTAAGCGAGCACTTTGGAAAGAACAGAACCATAATCTTTGCACCACCCTCAGGAGGAGATATAGA
AATTACAATGCATCACTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTAACGTGCCCT
GGAACTCCTCTTGGAGTAATAAATCTTATGAACAGATTTGGAACAACATGACATGGACACAATGGGAAAAAGA
AATTAGCAATTACACAGACCAAATATATGGAATACTAACAGAATCGCAAAACCAGCAGGACAGGAATGAAAAG
GAGTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAGATGGCTATGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGTTGTGCTTTCTATAGTGAATAG



AGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTGTTAGCTTGCTCAACACCACTGCCATAGTAGTAGCTGAA
GGGACAGACAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGGGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTCGAAAGGGCTTTGGTATAA 
>GQ916570 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGTTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCACCCCAATAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTATGAATTGCACTGATTTGAATGTTACTAAAACCAATAACAGTAGTATAGATGGAGGACGGATACATGA
AATGAAAAACTGCTCTTTCAATATCACCACAAGCATAGGAAATAAGGTGAAAGACTATGCATTTTTTTATAAC
CTTGATATAGTAAAAATAAAGGAGGATAATGTCAGCTATAGGTTGATAAATTGTAACACCACAGTCATTAAAC
AAGCTTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTATAAA
GTGTAACAATAAAAAGTTCAATGGGACAGGACTATGTACAAATGTTAGTACAGTACAATGTACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGGGGTAGTAATTAGATATAAAA
ATATCTCGAAAAATGATGACGTCATAATAGTACAGCTGAATGAATCTGTACAAATTAATTGTACAAGACCCAA
CAATAATACAAGAAGGAGTGTACATCTAGGACCAGGGCAAGCATTGTATACAACAGAAATAATAGGAGACATA
AGACGAGCATATTGTACCCTTAATAGCACAAAATGGAATAACACTTTAAAATTGATAACTGACAAACTAAGAG
AACAATTTAACAAAACTATAATCTTTACTCAACACTCAGGAGGGGACCCAGAGGTTACAATGCACAACTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACAAGTTGGAGTAATA
AATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAAAGAGATTGCTAATTACACAAAAGA
AATATACACCTTAATTGAACAATCGCAGAGCCAACAGGAGAACAATGAACTAGAATTATTAAAATTGGATAAG
TGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAG
GAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACC
TTTGTCTTTCGCTATTTCTTTGCTTAATGCCACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAA
GTAGCACAGAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGACTCAGACAAGGCTTAGAAAGGGCTTTGT
TATAA 
>MG989586 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATAAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAATAAGATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCGGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCAGTGAAAATTGGAAGATTAATTCTACCAATAACAGCACGCATCCTACTACTAATCATAG
CAGCATAAACGAAATAGAGAAAGGAGAAGTAAAAAATTGCTCTTTCAATATTACCACAAATATAAGAGATAAG
GTGAAGCAACAACATGCACTTTTCTATTCACTTGATGTAGTACCAATAGATAATAGCAATACTAGCTATACAT
TGATAAGTTGTAACACCTCAGTCATTAAACAGGCCTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTA
TTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAGTGGAAAAGGACCATGTACAAAT
GTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTGAATGGCAGTCTAG
CTGAAGAAGAGATAGTGGTTAGATCTGAAAATTTCTCGGACAATACTAAAACTATAATAGTACATCTGAATGA
ATCTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACGTTTCGGACCAGGGGCAGCA
TTTTATGCAACAGGAGCAATAACAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAGCAAAATGGTACC
AGACTCTAACAAGCGTAAGGGAAAAATTAAAGGAAGAATATAAGAACAAAACTATAAAATTTAATCACTCCTC
AGGAGGGGACCCAGAAATTGTAATGCACAATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCGAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCATGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAAATCTAAGTCAGATTTGGGATAACATGACCTGGAT
GCAGTGGGAAAAAGAAATTGACAATTACACAGACATAATATACAATTTACTTGAAGAATCGCAGAACCAGCAA
GAAAAGAATGAGCAAGAATTATTGGAACTAGATAAATGGGCAAATTTGTGGAATTGGTTTAACATAACACAAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTGAATAGAGTCAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCATAGCC
ATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAAGTAATACAAAGAGCTGGTAGAGCTATACTCCACATAC
CTAGAAGAATAAGACAGGGTTTGGAAAGGACTTTGGTATAA 
>MG989493 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTCT
GTGCATCAGATGCCAAAGCATATGAGACAGAAGTACACAATGTCTGGGCCACACATGCATGTGTACCCACGGA
CCCCAACCCACAAGAAATATTCATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTCTAAATTGTACCAATGTCGATTTGACCAATGGCTCTATGCCCAGTGGCACTGGAATAGGAAATATAAC
AGATGAAATAAAAAACTGTACTTTTGCTGTGACCACAGAAATAAGAGATAAGAAGCAGAAGGTCTCTGCACTT
TTTTATAAGCTTGATATAGTGCAAATGGAAAATAATAATAATAGTAATAGTACTGACTATGCTGAGTATAGAT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA



TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAGAATCTCGCAAACAATGCCAAAACCATAATAGTGCACCTTAATGA
ATCTGTAATAATCAATTGCACCAGACCCTCCAACAATACAAGAAGAAGTATAACTATAGGACCAGGACAAGTG
TTCTATAGAACAGGAGACATAACAGGAGATATAAGAAAAGCATATTGTGAAATTAATGGAACAACTTGGTATA
AAGTGTTAACAAAGGTAAAAGAAAAATTAAACGAGCACTTTAATAAAAGTATAAGCTTTCAATCACCCACAGG
AGGAGATCTGGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGATGCTCTGGAAAAATCATCTGCACCA
CTCCTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGGTAGA
AYGGGAGAGAGAAATTAGCAATTACACAAATATAATATATGGGCTACTTACAGAATCGCAGAACCAGCAGGAC
AAGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTTCTTTGCTTGATACTATAGCAATA
GTAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCTTGGAGAGCCTTTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>MG989598 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCATATGAGACAGAAGTGCACAATGTATGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATACCCCTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGTAGAG
CAGATGCAGGAAGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACGCCTCTCTGCG
TTACTTTAAACTGTACAAAGGCTAATTTGAACAGCAGTGCAACCGGTGACCTAGGAAATATAACAGATGAAGT
AAAAAACTGTTCATTTTATATGACCACAGAAATAAAAGATAAGAAGCAGAAGGCATATGCACTTTTTTATAAG
CTTGATATAGTACAAATGAGTAGCAATGGTAATGTAAGTAAATATAGGTTAATAAATTGTAATACCTCAGTCA
TTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCT
TTTAAAATGTAATGATAAGAATTTCAATGGGACAGGGCRATGTAAAAATGTCAGTTCAGTACAATGCACACAT
GGGATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTATAGCAGAAGAAGAGATAATAATCAGAT
CTGAAAATCTCACAAACAATGCCAAAACTATAATAGTGCACCTTAATAAATCTGTAGAAATTAATTGTACCAG
ACCCTTCAACAATACAAGAAGCAGTGTGCATATAGGACCAGGACAAGTGTTCTATAGAACAGGGGACATAATA
GGAGATATAAGAAAAGCATATTGTGAGATTAATGAAACAAAATGGAATGAAACTATACAACAGGTATCTAGAA
AATTAAAAGAGCACTTTAATAAATCAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGAAATTACAATGCA
TCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCTCCACTGCTGTGCCCTGGAACTCCACGT
GGAGTAATAAGTCTTATGAGGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTA
CACAGACCAAATATATGACATACTTACAGAAGCGCAGAACCAGCAAGATAAAAATGAAAAGGATTTGTTGGAA
TTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGATGGCTGTGGTATATAAAAATATTTATAA
TAATAGTAGGAGGCTTGATAGGTTTAAGAATAGCTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTGGCTGTTAGTTTGCTCAATACCACAGCTATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAAATAGTACAAAGATTTTATAGAGCTGTTCTCCACATACCTAGAAGAATAAGACAGGGCCTCGAAA
GGGCTTTGCTATAA 
>MG989491 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACTACCCTATTTT
GTGCATCAGATGCCAGAGCACATAAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTACATGGTAGAG
CAGATGCAAGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTGAAGTTAACTCCTCTCTGTG
TTACTTTAAACTGTACCAATGCTAATTTTACAGCTAATAGAACCAATATAACAGAAAACAATATAACAGATAG
CAATATAACAAATGAAGTGGAAGTAAGCAACTGTACTTTTAATGTAACCACAGATCTAAGAGATAAGAAGCAG
AAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACAAATTGAAAATGGTAATAATAGTAATAGTGGTAAGT
ATATGCTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTAT
ACATTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGC
AAGAATGTCAGCTCAGTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCA
GTCTAGCAGAAGGAGACATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTACACCT
TAATGAATCTATACAAATTAATTGTACCAGACCCTCCAATAATACAAGAACAAGTGTACATATAGGACCAGGA
CAAGCATTCTTTAAAACAGGAGATATAATAGGAGATATAAGAAAAGCATTCTGTAAAATTAATGGAACAAAAT
GGAATGAAACGTTACAACAGGTAAAGGCAAAATTACAAGAGCACTTTAATAAGACAATAATCTTTCAACCACA
CTCAGGAGGAGACCTAGAAATTACAACACATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACCAATGTGCCCTGGAACTCCTCTTGGAGTAATAGATCCTTTGATGAAATTTGGAGCAACATGACATG
GACACAATGGGAGAGAGAAATTAGCAATTACACAGACCAAATATATGATTTACTTACAGAATCGCAGAACCAG
CAGGACAGAAATGAAAAGGATTTGTTAGCATTAGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT



ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTGTGTCTTTCGCTGTTAGCTTGCTTAACGCCACC
GCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAGTACAAAGAACCTTTAGAGCTATTCTCCACA
TTCCTACTAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG989533 
GCCTCAGACAACTTGTGGGTTACTGTTTATTATGGGGTCCCTGTGTGGAGAGATGCTGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTGTGGGATCAAAGCCTACAACCATGTGTAAAATTAACCCCACTTTGTG
TTGCGTTAAATTGCACTGATGAGTTGAAAAATGTTACTTGGCAGAATGATACTCTAAGTAATGATACTTACAT
GGAGCAAGGAGAAATAAAAAACTGCTCTTTCAACATGACCACCGAACTGAGAAATAAGAAGCAGCAGGTCTAT
GCACTTTTCTATAAGCTTGATCTAATACAAATAGATAAACATAATAATAAAACTAATAGTAGTAAGTATAGGT
TAATAAATTGTAATACCTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCAATTTTAAAGTGTAATGCTAAGAATTTTAATGGGACAGGGCCATGTAAAAAT
GTTAGTTCAGTACAATGCACACATGGAATTAAGCCAGTAATATCAACTCAATTGCTGCTAAATGGCAGTCTAG
CAGAAGAAGAGATAGTAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATTAACTGTACCAGACCCACCAACAATACAAGAACAAGTGTACGTATAGGACCAGGACAAGCA
TTCTATAGAACAGGTGAAATAATAGGGGAGACAAGGAGAGCATATTGTGAGATTAATGGAACAATATGGAATA
AAACTTTAAAACAGGTAACTGAAAAATTAAGAGAGCACTTTAAGAATAAGACAATAAAATTTCAACCACCCTC
AGGAGGAGATCCAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTAATGTGCCCTGGAACTCCTCTTGGAGTAATAAATCATATGAAGAGATATGGGAAAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGTAATTACACAAGCCAAATATTTAACATACTTTTAGAATCGCAAAACCAGCAA
GACAAGAATGAAAAAGATCTATTAGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACACATT
GGCTGTGGTATATAAGACTATTTGTAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGATTGATACTGCAGCA
ATAGCAGTAGCTGAGTGGACAGATAGGGTTATAGAAGCATTACAAAGAGCTGGTAGAGCTATTCTTCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGAATTTTGCAATAA 
>MG989555 
GCTGCAGAAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTATGGAAAGAAGCAAACACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAAGTAGTTTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAATTTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTATTTTAAATTGCACTGATTATGTTGGAAATACCATTGAGACCAATAGGACAGTGGCGGGAGGAGAAATGAA
AAACTGCTCTTTCAATACCACCACAAGCATAAAAACTAGAGTGAAGGATCATGCACTTTTTTATAGCCTTGAT
GTAGTACCAATAGATAATAGTAATACTAGTTATATGTTGAGATATTGTAACACCTCAGTAATTACACAAGCTT
GTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
TGATAAAAAGTTCAATGGAACAGGACTATGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCA
GTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCA
CGAACAATGCTAAAATCATAATAGTACAGCTGAAGGACTCAGTAGAAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGCATATCGATAGGACCAGGGAGAGCATGGTTTGCAACAGGAGAAATAATAGGAGATATCAGA
CAAGCACATTGTAACCTGAGTAGCACAAAATGGAATAACACTTTAAAACAGGTAACTGAAAAATTAAGAGAAC
AATTTGGGAACAAAACAATAGTCTTTAATCAATCCTCAGGAGGAGACTTAGAGATTGTAATGCACAGTTTTAA
TTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATA
GATCTCATGATGACATTTGGAACAATATGACTTGGATGCAGTGGGAAAAAGAAATTGACAATTACACAAGGGA
AATATACACTTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTAGAATTGGATAAG
TGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAG
GAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TCTGTCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAATAGTAGCGGGGTGGACAGATAGGGTTATCGAA
GTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGAAGAATCAGACAGGGCTTCGAGAGGGCTTTGC
TATAA 
>MG989576 
GCTGCAGAACAAACGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGAGAGAGAGGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACGGA
CCCTAACCCACAAGAAATATTCATGGAAAATGTAACAGAAAATTTTAACATGTGGAGGAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAGGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAATTGTACCAATGCTAACTTTAATAATTCGACCAAGGTCAATAACAACACTGAAATAGGAAATTT
AACAGAGGAAATGAGAAACTGTTCTTTTAATATAACCACAGAAATAAGAGATAAGCAGCGGAACGTCCACGCA
CTCTTTTATAAGCTTGATATAGTACCAATTGGAGAGAAAAATAATAGTGATGAATATAGGTTAATAAATTGTA
ATACTTCAGTCATTAGGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGCACTCCAGC



TGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGATAGGACCATGTAAAAATGTCAGCTCAGTA
CAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGCAGCCTAGCAGAAGAAGAGA
TAATAATCAGATCTGAGAATATTACAGACAATGCAAAAACCATAATAGTGCACCTTAATGAATCAGTAGAGAT
CAATTGTACCAGACCCTCCAACAATACAAGAACGAGTATACCTATAGGACCAGGACAAGTGTTCTATAGAACA
GGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGATGTTTTAACAC
AAGTAGCTAAAAAGTTAAGAGGGCACTTTAATAAGACAATAGTCTTTCAACCACCATCAGGAGGAGATCTAGA
AATTATGACGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTT
GGAACTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGGGAAACATGACATGGATAGAATGGGAGAGAGA
AATTGGCAATTACTCAAGTCAAATATATGACATACTTACAGAATCGCAAAACCAGCAGGACAAAAATGAAAAA
GAATTATTAGAATTAGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTACATAA
GAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTAAATAG
AGTTAGGCAGGGATACTCACCCTTATCGTTTGCTGTTAGCTTGACCAACGCCATCGCTATAGCAGTAGCTGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAGGAGCAGGGAGGGCCATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGATTTTTGCAATAA 
>MG989585 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATTCGAGAGAAGCACACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTCCACATGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAACCCTGTGTAAAGTTAACTCCTCTTTGCG
TTACTTTAAATTGTACTAATGTAACCACGGTAAACAATGGCACCGATGGAAACCATGTCACTAACATAACAGA
GGACATGATAAATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAGGGTT
TATGCACTTTTTTATAGGCTTGATTTAGCACATATGGGAGATAACAATAGTAGTGAGTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATGTCTTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGTGATTTTAAAGTGTAATGAGAACAATTTTAATGGGACAGGGCCATGTAAAAATGTCAGTTCA
GTACAATGCACGCATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAG
AGATAACAATCAGTTCTGAAAATATCACAGACAATGCCAAAACCATAATAGTGCGCCTTAATACATCTGTAGA
AATCAATTGTACCAGACCAAACAACAATACAAGAACAAGTGTAAGAATAGCACCAGGACAAGCATTCTATAAA
ACAGGAGACATAATAGGAGATATAAGACAAGCATATTGTGAGATTAATGGCACAAAATGGAATAAAACTCTAA
AACAGGTAGTTGAAAAATTAAGAGAGCACTTTAATACTACAATAGTCTTTCAACCACCAGCCTCAGGAGGAGA
TTTAGAAATTACAATGCATCATTTTACTTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTACAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTG
TGCCCTGGAACGGCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGGCAGAATGGGA
GAGAGAAATTAGTAATTACACAAACCAAATATATGATATACTCACAGAATCACAAACCCAGCAGGACAAAAAT
GAAAAGGATTTGTTGGAATTGGATAAATGGACAAATCTGTGGAATTGGTTTAGTATATCAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTGGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTA
GCGGGGTGGACAGATAGGGTTATAGAAATAATACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGTTTAGAAAGGGCTTTGCTATAA 
>MG989526 
GCTGCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCGGTGTGGAGAGATGCAGATACTACCCTATTCT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTACACCTGGAAAATGTAACAGAAAAGTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAGAGTGTATCCAGGCTGAGTTGACCAATGTCAGTAACTATGACATAACAGGAAATATAAGAAATAT
AACAGATGAAGTAAAAAACTGTTCTTTTAATATGACTACAGAATTAAGAGATAGGCGGCAGAGGGTCCATGCT
CTTTTTTATAGGCTTGATATAACACCAATTGATAGTAGTAATCATAGTAAGTATAGGTTAATAAATTGCAATA
CTTCAGTCATTAGGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGCTTTTAAAGTGTAATGATAAGAACTTCAATGGGACAGGGCCATGTAACAATGTTAGCTCAGTACAA
TGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAAAGATAA
TAATCAGATCTGAAAATCTCACAAACAATGCCAAAATCATAATAGTGCAACTTAATAAATCTGTAGAGATCAA
TTGTACCAGACCCTTCAGCAATACAAGAGAAAGTATACATATAGGACCGGGACAAGCATTCTATAAAATGGGA
GACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAAAACTTTAGGACAGG
TAGCTGAAAAATTGAAAGAGCACTTTAATAGATCAATAATCTTTCAACCACCCTCAGGAGGAGATTTAGAAAT
TACAATGCATCATTTTAATTGCAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGGAAAATCATCTGCACCACTGCTGTGCCCTGGA
ACTCCACTTGGAGTAATAGATCTTATGACGAGATTTGGGGCAACAGCAACATGACATGGATAAAATGGGAGAG
AGAAATTAGCAATTACACAAACCAAATATATGAGATACTTACAGAATCGCAGAACCAGCAGGACAGGAATGAA
AAAGAATTGTTAGAATTGGATAAGTGGACAAGCCTGTGGAATTGGTTTGACATAACAAATTGGCTATGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTGAGAATAATTTTTGCTGTGCTTTCTATAGTAAA



TAGAGCTAGGCAGGGCTACTCACCTTTGTCTTTCGCTATCTCTTTGCTTAATGCCACAGCAATAGCAGTAGCA
GGGTGGACAGATAGGGTCATAGAAGTAGCACAAGGAGCTTGGAGAGCAATTCGCCATATACCTAGGAGAATCA
GACAAGGCTTAGAAAAGGCTTTGCTATAA 
>MG989540 
GCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTTGTG
CATCAGATGCCAAAGCACAGCAACCAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAAATACTCCTGGAAAATGTAACAGAGAATTTTGACATGTGGAAAAATTACATGGTAGAACAG
ATGCAAGAGGATGTAATCAATTTATGGGATCAAAGTCTAAAACCATGTGTAAAGTTAACTCCTCTTTGCGTCA
CTTTAAACTGTACCGAAGCTATATTCAATAATGTGACAGAGGACAACAACAATACCATAGGAAATATAACAGA
TGAAGTAAAAAACTGTACTTTTAATATGACCACAGAAGTAAGAGATAAAAAGCAGCAGGTCCATGCACTGTTT
TATAGGCTTGATATAGTACAAATTAATAATAGTAGTAGTAATGAGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATTTTAAAGTGTAATGAGAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACG
CATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCA
GATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACACCTTAATAAATCTGTAGAAATTAATTGTAC
CAGACCATCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGCATTCTATCAAACAGGAGACATA
ATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAGAACAGGTAACTA
AAAAATTACAAGAGCACTTTATTAATAAGTCAATAAGCTTCCAACCACCTTCAGGAGGAGACCTAGAAATTAC
AATGCATCATTTTAATTGTAGAGGGGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTTTAATGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTAG
CAATTACACAAACCAAATATATGAGTTACTTACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAGGATTTG
TTAGCATTAGATAAATGGGCAAATCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGATTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGGTACTCACCTTTGTCGTTCGCTGTTAGCTTGCTTAACGCCACCGCCATAGCAGTAGCTGAAGGGACA
GATAGGATTATAGAAATAGTACAAAGAGCCTATAGAGCTGTTCTCAACATCCCTACTAGAATAAGACAGGGCT
TAGAAAGGGCGTTGCTATAA 
>MG989605 
GCCGCTGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCGTCAGATGCTAAAGCATATATTCCAGAGGCACATAATATTTGGGCCACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATACAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAATTGCACTGACGCCCATGCCACTAATAGTAGTAATGGGAATGATACCTTGTTCTCTAATATGAA
AAATTGTTCTTTCAATGTTACCACAAGCATAAGGGATAAGGTGAAGAAAGAAGGTGCACTTTTTTATAGACTT
GATATAGTACCAATAGATGATGATAAGAATAGTAATAGTACTCCTAACTATACTAAATATAGGTTGATAAATT
GTAACACCTCAACCATTACACAAGCCTGTCCAAAAGTATCTTTTGAGCCCATTCCTATACATTACTGTGCCCC
GGCTGGTTTTGCGATTATAAAGTGCAATGACAAGAAGTTTAATGGAACAGGTCCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTATTATTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGAGCTAAGAATATCTCAGAAAATGATGAAATTATAATAGTACATCTAAATAAATCTGTACA
AATTAATTGTACAAGACCTAGCAACAATACAAGAAAAAGTATAACTATAGGACCAGGAAGAGCATTCTATGCA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTGGAACAGAATGGAATGACACTTTAA
CAAAGGTAGTTAGCAAATTAAAGGAGCAATTTAAAAATAAAACAATAGTCTTTAATACATCCTCAGGAGGGGA
CCCAGAAATTGTAATGCACAGTTTTATTTGTGGAGGGGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATG
TACCTTGGAATGCTAGTTGGAGTAATAAATCTCAAGATCAAATTTGGAATAACATGACATGGATGCAGTGGGA
AAGAGAAATTGATAATTATACAGAAACAATATACTCCTTGCTTGAAAAATCGCAGACCCAACAAGAACAGAAT
GAAAAAGACTTATTGGAATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAATTGGCTATGGT
ATATAAAGATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTTCTGTGCTTTCTATAGT
AAATAGAGTCAGGCAGGGATACTCACCTCTGTCTTTCGCTATTTCTTTGCTTAATACTACAGCAATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAGTAGCTTGGAGAGCCATTCTCCACATACCCAGAAGAA
TCAGACAGGGCTTAGAAAGAATTCTAATATAA 
>MG989557 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAAGGAAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATTTCATGGTAGAG
CAGATGCAAGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TCACTTTAAACTGTACCAAACCTGATTTTACTAATTTGACTAAAGCTAATTCTACTGTGAATACCACTGCCTA
TCCAACTGGGAATCTAAAAGGGAATCTAACAGAGGAAATGAGCAACTGTACTTTTAATATGACCACAAATCTA
AGAGATAAGCAGCAGAAGGTCCATGCACTTTTTTATAAGCTTGATATAGTACCAATTAATGTTAGTGAGTATA
GGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAAATATCCTTTGATCCAATTCCTATACA



TTATTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAAAGGTTCAATGGGACAGGGCCATGTAAT
AATGTCAGCTCAGTACAATGCACACATGGGATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATTATAGTGCACCTTAA
TGAATCTGTAATAATCAATTGTACCAGACCCTCCAACAATATAAGAACAAGTGTACGTATAGGACCAGGACAA
ACATTCTATAGAACAGGAGAAATAGTAGGAAATATAAGAAGAGCATTTTGTCTAATTAATGAAACACAATGGA
ATAAAACTTTAGAACAGGTAACTAGAAAATTAAGAGAGCAATTTAATAATAAGACAATAATCTTTRGACCACC
CTCAGGAGGAGATCTAGAGATTATAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAAGATCAGACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCT
GCACCACTACTGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGATGAGATTTGGGACAACATGACATG
GAATGACTGGGAGAGAGAAATTAGCAATTACACAAACCAAATATATGGGCTACTTACAGAATCGCAAAACCAG
CAGGACAGAAATGAACAAGATTTGTTAGCATTAGATAAATGGACAAGTCTGTGGAGTTGGTTTGACATATCAA
ATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT
ATTTTCTATAGTGAATAGGGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGCTTAACGCCACC
GCCATAGCAGTAGCTGAAGGGACAGATAGGATTATAGAAATAATACAAAGAGCCTATAGAGCTATTCTCCACA
TTCCTACTAGRATAAGACAGGGCTTGGAAAGGGCTTTGCTGTAA 
>MG989560 
GCCTCAGAAAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCCAAGCACATAAGACAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATACCTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCACTCCTAATTGGGCCAATAACTCTAGAATAGTAGAAAATATAACAATAGGAAATCT
AGGAAATCTAACAGAGGAAATAAGAAACTGTTCTTTTAATACGACCACAGAAATAAAAGATAAGAAGCAGGGG
ACATATGCACTTTTTTATAAGATTGATCTAGTAGAAATTAAACCAAATGATAACAACAATACTGGAAAGTATA
GGTTAATAAATTGTAACACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCGATACA
TTATTGTACTCCAGCTGGTTATGCGATTCTAAARTGTAATGATAAGAATTTTAATGGGACAGGGCCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTT
TAGCAGAAGAAAAAATAATAATCAGGTCTGAGAATCTCACAAACAATGCCAAAATCATAATAGTGCACCTTAA
TAAATCTGTAGATATCAATTGTACCAGGCCTTCCAATAATATAAGAACAGGTATACATATAGGACCAGGACAA
GTATTCTATAGAACAGGAGAAATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATAGGACAGAATGGC
ATAAAGTTTTAAAACAAGTAGCTGAAACATTAAAAGAGCACTTTAATAAAAACATAACCTTCCAGCCACCCTC
AGGAGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATATCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCCTATGAACAGATTTGGAACAACATGACATGGAC
AGAATGGGAAAGAGAAATTAGCAACTACACAAGTCAAATATATAGTATACTCACAGAATCGCAGAACCAACAG
GACAAAAATGAAAAAGACTTGTTAGAGTTGGATAAATGGGCAAGCCTGTGGAATTGGTTTAACATATCAAATT
GGTTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATARTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATGCTGCAGCA
ATAGCAGTAGCAGGGTGGACAGATAGAGTTATAGAGGTAGCACAAGCAGCTTGGAAAGCCCTTATCCACATAC
CTAGAAGAATCAGACAGGGCTTAGAAAGAGCTTTGCAATAA 
>MG989618 
GCTGTAAAAGAAAAAACGTGGGTCACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGACACCACCCTAT
TTTGTGCATCAGATGCTAAGGCACATGTGACAGAAGTACACAATATTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GRGCAGATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCT
GCGTTACCTTAAATTGTACCGATGCTACACTGAGCGGAGGCACTTTCAATGACACCAAAGGCATAGGAAATGT
AACAGATGAAATAAAAAACTGTACTTTTAATATGACTACAGAGATAAGAGATAAAAAGAATAAGGTCCAGGCA
CTCTTTTATAGGCTTGATATAGTGCAAATTGGTAATGGCAATAGTAGTGAGTATAGGTTAATAAATTGTAATA
CTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTCTTAAGTGTAAGGATAAAAAATTCAATGGAACAGGGCCATGTAAAAATGTCAGCTCAGTACAA
TGCACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAGATCAGTAGAAATCAA
TTGTACCAGACCCTCCAACAATACAAGAACAAGTATAGGTATAGGACCAGGACAGGTATTCTATAAAACAGGA
GACATAATTGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACAAAATGGAAGGAAGTTTTAGGACAGG
TAGCTGCAAAATTGAAAGAACACTTTAATAAGACAATAGTCTTTAAACCACCCTCAGGAGGAGATCTAGAAAT
TACAACGCATCATTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCTTGGA
ATGATAGTTGGAGTAATAAATCTTATGATAACATTTGGGGTAACATGACATGGATGCAGTGGGAAAAAGAAAT
TAACAATTACACAGGCTTAATATACAGCTTACTAGAAGAATCACAAAACCAGCAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAGTGGGCAAGTTTGTGGACTTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTCTAGTGAATAGAGT



TAGGCAGGGATACTCACCATTGTCATTTGCTGTTAGCTTGCTTAATACCGTAGCTGTAGTAGTAGCTGAGGGA
ACAGATAGGATTATAGAATTAGCACAAAGAACCTTTAGGGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGGTATAA 
>MG989512 
GCCTCAGAAAAATTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATACTCCTGAAGAATGTAACAGAAGATTTTAATATGTGGAAAAATAACATGGCAGAT
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTACAGCCATGTGTAAAGTTAACCCCTCTCTGCA
TTACCTTAAATTGTACCAATGTTACCTTGGCCAATGTCACTAAAATAGATAATACAATAGGAAATATAACAGA
TGAAATAAGTAATTGTACTTTTAATATGACCGCAGAATTAAGAGATAAGAAGCAGCAGGTCTCTGCACTTTTT
TACAAGCTTGATCTAGTACCAATTGGTAATAAGAATAATAAGAATAATAGTGATAAGTATATGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTGCTCC
AGCTGGTTATGCGATTTTAAAGTGTAATAATAAGAATTTCAATGGGACAGGGCCATGTAACAATGTAAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCATTTGCTGTTAAATGGCAGTCTAGCAGAAGGTG
AGATAATAATCAGGTCTGAGAATCTCACAGATAATGCTAAATCCATAATAGTACACCTTAATAAATCTGTAGA
AATTAATTGTACCAGACCCTCCAACAATACAAGAACAGGTGTACATATGGGACCAGGACAAATATTATATAAG
ACAGGAGACATAATAGGAGATATAAGAAGAGCATATTGTGTAATTAATGGAACAAAATGGAATGAAACCTTAG
AACAGGTAAAAAGAAAATTAAAAGAGCACTTTAATAAGACAGTAACCTTTGGACCATCCTCAGGAGGAGATCT
AGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAAAGGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGC
CTTGGAACTCCACTTGGAGTAATAAAACTTATGATGACATTTGGGGAAACATGACATGGACACAATGGGAGAG
AGAAATTAGCAATTGCACAGGTCAAATATATGATATACTTACAGAATCGCAGAACCAGCAGGAAAAGAATGAA
AAGGAGCTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAACTGGTTTGACATAACAAACTGGCTGTGGTATA
TAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTCTATCTTTCGCTGTTAGCTTATTTAATACTACAGCTATTGTAGTAGCT
GAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAGCGGGGAGAGCCATTCTCAACATACCTAGAAGAATCA
GACAGGGCTTAGAAAGAATTTTGCTATAA 
>MG989545 
GCCTCAGAAAAGTTGTGGGTTACGGTTCATTATGGGGTTCCTGTGTGGAAAGATGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCTAACCCACAAGAAATAGTACTGAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATGACTTGAGAAATACTACTAAAACAAATAGTGGTAATGGGCTAGAGATAGAGCA
AGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCACAAAAGAAAAGAAGAGCGCATATTCACTTTTT
TATAAACTTGATGTAGTACCAATGGACAATGAAAATAATGGTACAAATGGGACCTATAACAGGTATAGGTTGT
TAAAGTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCTATACATTACTG
CGCCCCGGCTGGTTTTGCGATTCTACAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGCACGGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGCTGTTAAATGGAAGTCTAGCAG
AAGAGGAGATAATAATTAGATCTGAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTGAAAGAAAC
TGTAATAATTAATTGTACAAGACCCAACAACAATACAAGGAAAAGTATACATATGGGGCCAGGAAAAGTATTT
TATACAGGAGACATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAAAGCAGCTTGGGAAAACACTT
TAAAAAGGGTAGCTAAAAAACTTATGGAGAAATGGAATACAACAATAGTCTTTAACAGCTCCTCAGGAGGGGA
CCCAGAAATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAGGGACCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCAACACTGCTG
TGCCTTGGAATAGTAGTTGGAGTAATAAATCTCTGAGTTTCATTTGGAATAACATGACATGGATGGAGTGGGA
GAGAGAAATTGACAATTATACAGACACAATATACAAATTGATTGAGGAATCGCAGAACCAGCAGGAAATAAAT
GAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGT
ATATAAAACTGTTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAATTTTTGCTGTTATTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCCATTTCTTTGCTTGATGCTACAGCAGTAACAGTA
GCGGGGTGGACAGATAGGATTATAGAAGTAGCGCAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGAAGAA
TCAGACAGGGATTAGAAAGGATTTTGTTATAA 
>MG989616 
GCCTCAAACAACTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCAAATACCA
CCCTATTTTGTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCATAATGTCTGGGCCACACATGCCTGTGT
ACCCACAGATCCCAACCCACAAGAAATATACCTGAAAAATGTGACAGAAGATTTTAACGTATGGAAAAATAAC
ATGGTAGAACAGATGCAGGAGGATGTGATCAGTTTGTGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACTC
CTCTCTGTGTTACTTTAAATTGTGCCCATAATGTCACTCTGAATAACACTGTAAATAATAACACAGTAGCAGA
TGAGGTAAGAAATTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAACAGGTTTATGCACTTTTT
TATAAGCTTGATACAGTACAAATTAAAAAAAATGAGTATATGTTAATAAACTGTAATACTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCGATACATTATTGTACTCCAGCTGGTTATGCGATTTTAAA



GTGTAATGATAAAAATTTCACTGGGAAAGGGCAATGTAGAAATGTTAGCTCAGTACAGTGCACACATGGAATT
AAGCCAGTGATATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAAATAATAATCAGATCTGAAA
ATCTCACAGACAATGCCAAAACCATAATAGTACATCTTAATAATTCTGTAGAAATCAATTGTACCAGACCCTC
CAACAATACAAGAACAAGTGTAAACATAGGACCAGGACAAGTATTCTATAAAACAGGAGACATAGTAGGAGAT
ATAAGAAAGGCATATTGTGAGATTAATGGAACAAACTGGACTAAGGTTTTAAAACAGGTAGCTGGAAAATTAC
AAGAGCACTTTAATAAGACCACAACCTTTGGACCACCAGCAGGAGGAGATCTAGAAATTACAACGCATCACTT
TAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGTGATCAGAGG
CTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAACACCACTTGGAGTA
ATAAATCTTATGAACAGATATGGGACAACATGACATGGACACAATGGGAAAGAGAAATTAGCAAGTACACAGA
CCAAATATTTGGGGTACTTACAGAATCGCAAAACCAGCAGGACAGGAATGAAAAGGATTTGTTAGAATTGGAT
AAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAG
TAGGAGGATTAATAGGTTTAAGAATAATTGTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTC
ACCTTTGTCTTTCGCTATCTCTTTGTTTGATGCTATAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATA
GAATTAGCACAAAGAGCTTGGAGGGCCATCCTCCATATACCTAGAAGAATCAGACAGGGCTTCGAAAGGGCTT
TGATATAA 
>AY167123 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTAATGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGGAATGCTACTAATACCAGTAGTACGATGGAGGGAGGAGAAATAAAAAA
CTGCTCTTTCAATATCACCACAAGCATAAGAACTAAGGTGAAAGACTATGCACTTTTTTATAAACTTGATGTA
GTACCAATAGATAATGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTC
CAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGCACCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGA
TAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTA
GTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGAAAATTTCACGG
ACAATGTTAAAACCATAATAGTACAGCTGAATGCATCTGTACAAATTAATTGTACAAGACCCAACAACAAAAA
AAGAAAAAGGATAACTAAGGGACCAGGGAGAGTAATTTATGCAACAGGACAAATAATAGGAGATATAAGAAAA
GCACATTGTAACCTTAGTAGAGCACAATGGGATAACACTTTAAAACAGATAGTTACAAAATTAAGAGAACAAT
TTGACAATAAAACAATAGTCTTTGCTCCATCCTCAGGAGGGGACCCAGAAATTGTACTTCACAGTTTTAATTG
TGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTA
GGAATTTGGGGATGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAAT
CTCTGAATATGATTTGGAATAACATGACCTGGATACAGTGGGAAAGAGAAATTGACAATTACACAGGCTTAAT
ATACACCTTACTTGAAGAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGG
GCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATT
ATCGTTTGCTGTTAGCTTGCTCAATGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTA
GTACAAGGAGCTTGTAGAGCTATTCGCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGATTTTGCTAT
AA 
>DQ354121 
GCCTCAAACAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCATGAAGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGAATTGAGGAATGCTAATAATACCAGTAGTAATAATACCAGTAGTAATAATACCAG
TAGTGCTAATACCACTAGTACTAATACCAGTAGTATAATAGAGGGAGGAGAAATGACAAACTGCTCTTTTAAT
ATCACCACAGACATGAGAACTACGGTGAAAGACTATGCACTTTTTTATAAACTTGATGTAATGTCAATAAATA
ATGATAGTACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGTGTAACGATAAAAAGTTCAAT
GGAACAGGACCATGTACAAATGTCAGTACAGTGCAGTGTACACATGGAATTAGGCCAGTAGTATCAACTCAAC
TGCTATTAAATGGCAGTTTAGCAGAAGAGGAGGTAGTAATTAGATCTAGCAATTTCTCGAACAATGCTAGAGT
CATAATAGTACAGCTGAATGAATCTGTAGTAATTAATTGTACAAGGCCCAACAACAATACAAGAAAAAGTATA
TCTCTAGGACCAGGGCGAGCATGGTATACAACAGGACAAATAGTAGGAAATATAAGACAAGCATATTGTAACC
TTAGTAGCACAGAATGGAATAACACCTTAGAACAGATAACTAAAAAATTAAAAGAACAATTTGGGAACAAAAC
AATAGTCTTTAGTCCATCCTCAGGAGGGGACCCAGAGATTGCAATGCACAGTTTTAACTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTT
GCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAATAAATCCCTGAATGAGAT
TTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAATTCACAATTACACAAGAGATATATACACCTTAATT
GAACAATCGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTAGATAAATGGGCAAGCTTGTGGA
ATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTT



AAGAATAATTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTATT
AGCTTGCTTAATTCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTT
ATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>AY358042 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGAGGCTAAAGCACATGAAAGAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATATACCTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTCTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACGTTAAATTGTACCAATGCTAATGTGACCAATGCCACTTACCCAGCCAATGTCTCTAGTATAATAGGAAA
TATAACAGATGAAGTAAAGAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGCAGAAGGTCTAT
GCACTTTTTTATAAGCTTGATATAGTACCAATAGATAGTAGTAACAATAGTAGTGAGCATAGTGAGTATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCTATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAAT
GTCAGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACACAATTGCTGTTAAATGGCAGTCTAG
CAGAAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAA
ATCTGTAGAAATCAATTGTACCAGACCCGGCAACAATACAAGAACAGGTGTAACTATAGGACCAGGACAAATA
TTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATG
AAGTTTTAACACAGGTAGCTAAAAAATTAAAAGAGCAATTTAATAATAAGACAATAATCTTTCAACCACCATC
AGGAGGAGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTTGCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAC
AGAATGGGAGAGAGAAATAAGCAATTACACAAATCAAATATATGAGATACTTACGGAATCGCAGAACCAGCAG
GACAGGAATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAGAT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTAATACTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAGGTAGCACAAGGAGCTTGGAGAGCTGTTCTCCACATAC
CTAGAAGAGTCAGACAGGGATTAGAAAGGGCTTTGCTATAA 
>DQ354123 
GCCTCAGACAACTTGTGGGTTACAGTTTACTATGGAGTTCCTGTGTGGAAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCCAGAGCACATGATACAGAAGTACACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TCACTTTAAATTGTACCAGTGCTATTTTGAGGACTAATTTGACCACAAACAGAACCGATGACGGTATAAACAT
AGGAAATATGACAGATGAAGTAAGAAACTGTTCTTTTAATATGACCACAGAACTAAGAGATAAGAGTAAGAAG
GTCTATGCACTTTTTTATAAACTTGATGTAATACAAATAGATAGTGATAATACCAGTTATAGGTTAATAAATT
GTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCTATACATTATTGTACTCC
AGCTGGTTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCA
GTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAGGAAG
AGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATGAATCTGTAGA
AATTAATTGTACCAGACCCTTCAACAATACAAGAACAAGTGTAACTATAGGACCAGGACAAGTATTCTATAAA
ACAGGAGACATAATAGGAGATATCAGAAAAGCATATTGTAAGATTAATGGAACAAAATGGAATGAAGTTTTAA
AACAGGTAACTAAAAAATTAAGAGAGCACATTGGAAATAAGACAATAAGATTTCAACCACCCTCAGGAGGAGA
TCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCCCCACTGCTG
TGCCCTGGAACTCCACTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGA
GAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACTTACAGAATCGCAAGACCAGCAGGACAGAAAT
GAAAAAGAATTGTTAGAATTGGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGACTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTGTTAGTTTGCTCAATACCATAGCTATAGCAGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTGTAGAGCTATTCTCCACATACCTAGAAGAA
TCAGACAGGGCTTCGAAAGGTCTTTGCTATAA 
>MK867585 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAAA
CCCCAACCCACAAGAACTAGTTTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAATCTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAGTGGAAATACCACTGGGACCAATAGGACAGTGGAGGGAGGAGAAATGAA
AAACTGCTCTTTCAATATCACCACCACAAGCATGAAAAGGAAAGTGAGGGATCATGCACTTTTTTATAGCCTT
GATGTAGTACCAATAGAAGATGATAGGAGTAATACTAGCTATAGGTTGAGATATTGTAACTCCTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT



AAAGTGTAATGATAAAAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGATCTA
GCAATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAAGGAAGCAGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAAAAGCATACCGATGACACCAGGGAAAGCATGGTATGCAACAGGAGAAATAATAGGA
GATATAAGACAAGCACATTGTAACCTTAGTAGAATAAAATGGAATAACACTTTAGGACAGGTAGCTAACAAAT
TAAGAGAACAATTTGGGAACAAAAAAATAGTCTTTAATCAATCCTCAGGAGGAGACCTAGAGATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTT
GGAGTAATAGATCTCATGATGACATTTGGAACAATATGACTTGGATGCAGTGGGAAAAAGAAATTGACAATTA
CACAAAAGAAATATACACTTTAATTGGAGAATCGCAGAGCCAACAAGAAAAGAATGAACTAGAATTACTGGAA
TTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCATTGTCATTGGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAAATAGTACAAAGATTTTGTAGAGCTGTTCTTCACATACCTAGAAGAATAAGACAGGGCCTTGAAA
GGGCTTTGCTATAA 
>AY444812 
GCCTCAGATAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGTGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATATATCTGGAAAATGTAACAGAAAATTTTAAGTGGAAAAATAACATGGTAGAGCAG
ATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAACGTTGACTCCTCTCTGCGTTA
CTTTAAATTGTACCAATGCTCATCTGACCAATGTCGCTAACATAACCAATGTCACTAACATAGGAAATATAAC
AGATGAAGTAAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAAAAGCATAAGGTCCATGCACTT
TTTTATAAGCTTGATATAGTACAAATTGAAGATAATAATAGTAGTGAGTATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTCTCAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAGATAATAA
TCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAACAGTGCACCTTAATAAATCTGTAGAAATCAATTG
TACCAGACCCTTCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAACATTCTATAGAACAGGAGAC
ATAATAGGAGATATAAGGAAAGCATATTGTGAGATTAATGGAACACAATGGCAGGAAGTTTTACAACAGGTAA
CTGTAAAATTAAAAGAGTACTTTAATAAGACAATAGTCTTTCGACCACCCTCAGGAGGAGATCTAGAAATTAC
AATGCACCAATTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTA
AAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACT
CCACTTGGAGTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAGATTAG
CAATTACACAAACAAAATCTATGAGCTACTTACAGAATCGCAGGACCAGCAGGACAGAAATGAAAAGGATTTG
TTAGAGTTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGATATAACAAAATGGCTGTGGTATATAAAAATAT
TTATAATAATAGTAGGAGGTTTAATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGCTTGATGCTACAGCAATAGCAACAGCGGGGTGGACA
GATAGGGTCATAGAAGTAGCACAAGGAGTTTGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>KF835517 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACTCTATTTT
GTGCATCAGATGCCAAAGCACATGATCCAGAAGTACACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
TCCCAACCCGCAAGAAATATACCTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTTGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTACTTTTAACAATATCAAGAACAACACCAGTGGCCCTAGAATAGGAAATAT
AAAAGATGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAAATAAGAGATAGGCATCAGAAGGTTTATGCC
CTTTTTTATAAGCTTGATATAGTGCAAATTAATGGGGATAGTAAAAATAGTAGTAAAAATAGTGAAGAATATA
TGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACA
TTATTGTACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAAAATTTCAATGGGACAGGACCATGTAAA
AATGTCAGCTCAGTACAATGCACACATGGAATAAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTC
TAGCAGAAGAGGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAA
TAAATCTGTAGAAATCATTTGTACCAGGCCTTCCAACAATACAAGAACAAGTACACGTATAGGACCAGGACAA
ACATTCTATAGAACAGGAGACATAATAGGAGATATAAGAAAAGCATACTGTCAGATCAATGGAACAAAATGGA
ATGAAACCTTAAAACAGGTAGCTGGAAAATTAAGAGAGCACTTTAATAAGACAATAATCTTTAAACCACACTC
AGGAGGAGATCTAGAAATTACAATGCACCATTTTAACTGTAGAGGAGAGTTTAAACAGCTCCAGGCAAGAGTC
CTGGCTCTGGAAAGATACCTGAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCA
CCACTGCTGTGCCCTGGAATTCCACTTGGAGTAATAAATCCTTTGAACAGATTTGGGACAACATGACATGGAT
AGAATGGGAGAGAGAAATTAGCAATTACACAAACACAATATTTGAGATACTTACGGAATCGCAGAACCAGCAG
GACAAGAATGAACAAGCTTTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAGTTGGTTTGACATAACAAATT
GGCTGTGGTATATAAAAATCTTTATAATGATAGTAGGAGGTTTAATAGGGTTAAGAATAATTTTTGCTGTGCT



TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTTCTTTGCTTGATACTACAGCA
ATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAGGTAGTACAAAGAATTGGTAGAGCTATCAGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF835520 
GCCTCAGACAACTTGTGGGTGACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATAAAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAACTACACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTATAAAATTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTATTTTCAATAATACAACCAATGTCAATAACACAATAGGAAATATAACAGA
TGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAATTAAGAGATAGGAAGCAGAAGGGCTATGCACTTTTT
TATAAGCTTGATCTAGTACCAATTGAAAATAATAGTGAGTATAGGTTAATAAATTGTAATACTTCAGTCATTA
AGCAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTT
AAAGTGTAATGATAAGAGTTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGA
ATTAAGCCAGTGGTATCTACTCAATTACTGTTAAATGGTAGTCTAGCAGAAAAAGAGATAATAATTAGATCTG
AAAATCTCACAAACAATGCCAAAACCATAATAGTACATCTTAATGAATCTGTAGAAATCAATTGTACCAGACC
CTCCAACAATACAAGAACAAGTATAACTATAGGACCAGGACAAGTATTCTATAGAACAGGAGAAATAATAGGA
GATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAGCTAGAAAAT
TAAGAAAGCACTTTAATAAGACAATAATCTTTCAACCACACTCAGGAGGAGATCTAGAGGTTACAATGCATCA
TTTTAACTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATGGAAAGATACCTAAAAGATCAA
AAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGA
GTAATAGATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAATTAGCAATTACAC
TAACCAAATATATCAGATACTTACAGAATCGCAGGACCAGCAGGACAGGAATGAAAAAGATTTGTTAGAATTA
GATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACACGATGGCTGTGGTATATAAAAATATTTATAATGA
TAGTAGGAGGTTTAATAGGTCTGAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCTCTCGCTATTTCTTTGTTTGATGCTATAGCAATAACAGTAGCGGGGTGGACAGATAGGGTT
ATAGAAGTAATACAAAGAGCTGGGAGGGCTGTTATCCACATACCCAGAAGAATCAGACAGGGCTTAGAAAGGG
CTTTGCTATAA 
>KF835537 
GCCTCAAACAACTTGTGGGTTACAGTGTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATCTTTCAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACACCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATAGTAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAACTTGTACCGATGCTACTTGGAACAAGACCAAGACAAATGGTACTACTACAACCACTACCCCTAG
CACAACCAATGTCCCTAACATAGGAAATATAACAGATGAAGTAAGAAACTGTTCTTTTAATATAACCACAGAA
CTAATAGATAAACAGAAGCAAGAATATGCACTTTTTTATAGGCTTGATATAGTACCAATTGGAAATAATAATA
ATAATGATAATAGTAAGTATAGGTTAATAAATTGTAATGCTTCAGTCATTAAGCAGGCTTGCCCAAAGGTAAC
CTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGCTTTTAAAATGTAATGATAAGAGATTC
AATGGGACAGGGCCATGTAGAAATGTCAGTTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTC
AATTGCTGTTAAATGGTAGTCTAGCAGAAGGAGAAATAATAATCAGATCTGAAAATCTCACAAACAATGCCAA
AACCATAATAGTACACCTTAATGAATCTGTAGTAATCAATTGTACCAGACCCTACAAAAATATAAGAATAAGT
ACAAGGATAGGACCAGGACGAGTATTCTATAAAACAGGGGACATGATAGGAAATACAAGAAAAGCATATTGTC
AGATTAATGGAACAAAATGGAATAAAACTTTAGAACAGGTAGCTAGAAAATTAAAGGAGCACTTTAACAATAA
AACAATAATCTTTAAACCACCCTCAGGAGGAGATCTAGAGATTACAATGCATCATTTTATCTGTAGAGGGGAA
TTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAAGATCAACAGTTCCTAGGACTTTGGG
GCTGCTCTAATAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGA
AATTTGGAACAACATGACATGGATAGAATGGGAAAGAGAAATTAGCAATTACACAAACACAATATATGAAATA
CTTACAAAATCACAGGACCAGCAGGACAGGAATGAAAAAGATTTGTTAGAATTGGATCACTGGGCAAGTCTGT
GGAATTGGTTTAGCATATCAAATTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGG
TTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCTCTCGCT
ATTTCTTTGCTTGACGCTGTAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGTAATACAAAGAG
CTTGGAGGGCTGTTATCCACATACCCAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KF803580 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGGGATGCTGATACCACCTTATTTT
GTGCATCAGACGCCAAAGCACATGAGAGGGAAGTGCACAATGTCTGGGCCACATATGCCTGTGTACCCACAGA
CCCCAACCCACAGGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAAATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAATTTGTTCCAGCAATATCACAACCCAGGCTAATAACATAACCAATGTCACTTACATAGGAAACCT
AGAAAATATAACAGAGGAAGTACGAAACTGTTCTTTTAATGTAACCACAGAAATCAGAGATAAGAAGCAGAAG
ATCCGTGCACTTTTTTATAAGCTTGATTTAGTACAAATGGGGGAAAATGGGAGCAGTGAATATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTAACATTTGATCCAATTCCTATACATTATTGTAC



TCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAAAAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTCAATAAGTCTGT
AGAAATCAATTGTACTAGACCCTCCAACAATACAAGAACAGGTGTAACTATAGGACCAGGACAAGTATTCTAT
AGAACAGGAGACATAATAGGGGATATAAGACAAGCATATTGTGAGATTAATGGAAAAAATTGGAATGAAGTAT
TAATACAAGTAGTTGGAAAATTAAAAGAGCACTTTAATAATAATACAATAAAATTTCAACCACCCTCGGGAGG
AGATCTAGAAATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCCTGGAACTCCTCTTGGAGTAATAGATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATG
GGAGAGAGAAATTAGCAATTACACAAGCCAAATATATGAGATACCTACAGAATCACAGAACCAGCAGGACAGA
AATGAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCAGCGGAATTGGTTTGACATAACAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAAGTTTAATAGGTTTAAGAATAATTTTTGCTGTGTTCTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTGTAGCAATAACA
GTAGCGGGGTGGACAGATAGGGTTATCGAAGTAGCACAAAGAGCTTGGAGAGCCTTTCTCCACATACCTAGGA
GAATCAGACAGGGCTTAGAAGGGGCTTTGCTATAA 
>KJ184177 
GCCTCAAACAATTTGTGGGTTACAGTATATTATGGAGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACGGAAGTGCACAATGTCTGGGCCACATACGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACATTTGAAAAATGTAACAGAAAGTTTTAACATGTGGAAAAACAACATGGTGGAG
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAACGCTACTTCGGTCAATACGGTCAATACCACAATCGGGGTCAATACCACAGATGA
GATAAAAAACTGTTCTTTTAATATGAGCACAGAACTAGAAGATAAGAAGCAGAAGGTCCATGCCCTTTTTTAT
AAGCTTGATGTAGTACAAATTAACAATAGTAATGAATATAGGTTAATGAGTTGTAATACTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCGATACATTATTGTGCTCCAGCTGGTTATGCAATTTTAAA
GTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTCAGCTCAGTACAATGCACACATGGAATT
AAGCCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTATAGCAGAAGGGGACATAATAATCAGATCTGAAA
ATATCACAAACAATGTCAAAACAATAATAGTACATCTTAATCAACCTGTAGAAATTGAATGTATAAGACCCAA
CAATAATACAAGAAGAAGTATAAGAATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGAC
ATAAGGCAAGCACATTGTAACATTAGTAAGGAAAAATGGACTGAAACTTTACAAAGGGTAAGTAAAAAATTAA
AAGAACACTTCCCTAATAAAACAATAAACTTTACATCAGCCTCAGGGGGGGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGGTACCTAAAGGATCAA
AAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGA
GCAATAAATCCTTTGAAGAGATTTGGGACAACATGACATGGATACAATGGGAGAGAGAAATTAGCAATTACAC
AAACACAATATTTCAGATACTTACGGAGTCACAGAACCAGCAGGACAAAAATGAGAAAGATTTGTTGGAATTG
GATAAATGGGCAAGTCTATGGAATTGGTTTGACATAACAAGGTGGCTGTGGTATATAAAAATATTTATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCTTTTGCTATTTCTTTGCTTAATGCTACAGCAATAGCAGTAGCAGAGTGGACAGATAGAGTT
ATAGAAGTAGCACAAAGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAATAAGACAAGGCTTCGAAAGGG
CTTTGCTATAA 
>KF250407 
GTGGGAGGAAACTTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAACAATTACATGGTGGAT
CAGATGCAAGAGGATGTAATCAGTCTATGGGACCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTG
TTACTTTAAATTGTAGCAATAAAGTTAATGTGAACAATGCAACTTACCTAACCAATAACCATAGCATAATAGG
AAATGTAACAGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGTAATAAGAGATAAGCAACAGAGTGTC
TATGCACTCTTTTATAAGCTGGATATAGTACCAATTGAAGAAAATAAAAATAATAATAGTGAGTATAGATTAA
TAAATTGTAATACCTCAGCCGTCACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTG
TGCTCCAGCTGGTTATGTGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAATGTT
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGCAGTCTAGCAG
AAGAAGATATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATC
TGTAAAAATTGTATGTACAAGGCCAAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGACATAAGACAGGCACATTGTAACATTAGTGAAGCTAGATGGACTGAAA
CTTTACAAAGGGTAGGTAAAAAATTGGCAGAAAAATTCCCTAATAAAACAATAAACTTTACACCATCCTCAGG
AGGGGACCTAGAAATCACAACCCATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTATGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAATTCATCTGCACTA
CTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGAAGAGATTTGGAATAACATGACATGGATGCA
GTGGGATAAAGAAATTACTAATTACACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAC
CAGAATGAGAAGGATCTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC



TATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGTTTGATACCATAGCAATA
GTAGTAGCTGAAGGAACAGATAGGATCATAGAATTGTTACAAGGAATTGGCAGAGCTATCCGCAATATACCTA
GAAGAATAAGACAAGGCTTTGAAGCAGCTTTGCAGTAA 
>KU501257 
GCTGCACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAACAACTACCACTCTATTCTGTG
CATCAGATGCTAAGGCATATGAGACAGAGGTACATAATGTTTGGGCTACATATGCCTGTGTACCTACAGACCC
CAACCCACAAGAAATAATCTTGGGAAATGTGACAGAAAACTTTAATATGTGGACAAATGACATGGCAGACCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTGATTTGAAAACTAATAATACCAGTAATAATAACAGTGTTACAACAGAGGGAGGAGAAAT
GAAAAACTGCTCTTTCAATGTCACCACAAACACAGAAGATAAGGTAAAAGATTATGCACTTTTTTATAAACTT
GATATAATACCAATAAATAACAGTGGTAACAGCAATAGCAGTAGTAACAGCTATAGGTTGATAAATTGTAATA
CCTCAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACATTATTGTACCCCGGCTGG
TTTTGCGCTTTTAAAGTGTAACAATGAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGGAGAGGTAA
TGATTAGATCTAGCAATTTCACAGACAATGCTAAAGTCATAATAGTGCAGCTGAATGAATCTGTAGTAATTAA
TTGTACAAGACCTAACAACAATACAAGAAAAGGTATACATCTAGGACCAGGGAGAACATGGTTTACAACAGGA
GAAATAATAGGAGATATAAGACAGGCACATTGTAACCTTAGTAGTATACAATGGAATAACACTTTAACACAGA
TAAGTGAAAAATTAAGAAAACAATTTGGGAACAACAAAACAATAATCTTTAATTCATCTGCAGGAGGGGACCT
AGAGATTGTAATGCACACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTACTGTGC
CTTGGAATGCTAGTTGGAGTAATAAAAGTCTGAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAG
AGAAATTAACAATTACACAGAAGAAATATACACCTTGATTGAACAATCGCAAAACCAACAAGAACAGAATGAA
CTAGAACTATTGAAATTGGATCAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATA
TCAAAATATTCATAATGATAGTGGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCTATACTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTATTAGCTTGCTTAACGCTACAGCCATAGCAGTAGCT
GAGGGGACAGATAGGATTATCGAAGTAGTACAAAGAATTTATAGGGCTATTCTCAACATACCTACAAGAATCA
GACAAGGCTTCGAACGGGCTTTAGTATAA 
>KP170487 
GCCTCAGGCAACTTGTGGGTTGCAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAGAGTCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGCATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACGCCTCTTTGCG
TTACTCTAGATTGTACCAATAACATAACAGTCAAAACAGTCAAAAACAATACCATTGGCAACAATACCAATGA
CATAGGAAATATAATAGATGAAATAAGAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAGGAAGCAG
AAGGTCTTTGCACCGTTTTATAAGCTTGATACAGTACAAATGGAAGGAAATGAGGGGAATAGTAGTAATAGTA
CTAGATTCTATAGGTTAATAAATTGTAATACTTCAGTCATTAAGCAGGCCTGTCCAAAGGTATCCTTTGATCC
AATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTCAAGTGTAATGATAAGAATTTCAATGGGACA
GGGCCATGCAAAAATGTCAGCTCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGT
TAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGATCTGAGAATCTCACAAACAATGCCAAAACCATAAT
AGTGCACCTTAATGAATCTGTAAAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAGAATA
GGACCAGGCCAAATGTTCTATAGAACAGGAGAAGTAACAGGAGATATAAGAAAAGCATATTGTGAGGTTAATG
GAACAGCATGGAATGAAACTTTAAAACAGGTAGCTATAGAATTAAAAAAGCACTTTAATAATAAGACAATAAT
CTTTCAACCACAACCACCCTCAGGAGGAGATCTAGAAATTACAACGCATCATTTTAATTGTAGAGGGGAATTT
AAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGTTCCTAGGACTTTGGGGCT
GCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTTATGATGAGAT
TTGGGAAAACATGACATGGATAGAATGGGAGTGGGAAATTAGCAAGTACACAAACAACATTTTTGAGCTACTT
ACAGAATCGCAGAACCAGCAGGACAGAAATGAAAAAGATTTATTAGAATTAGACAAATGGGCAAGTCTGTGGA
ATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTT
AAGAATAATTTTTGCAGTGCTTTCTATAGTAAAAAGAGTTAGGGAGGGATACTCACCTTTGTCTTTCGCTATT
TCTTTGCTTGATACTGCAGCAATAGCAACAGCGGGATGGACAGATAGGGTTATAGAAATAGCACAAGGAGCTG
GGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX378999 
ACCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAGACCACTCTGTTTT
GTGCATCAGATGCCAAAGCACATAAGACAGAAGTACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGAAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGAGCAAAGTCTAAAGCCATGTGTAACGTTAACTCCTCTCTGCG
TTACTTTAAACTGTTTCAATGCTGTGTTCAACAATACAAAAAGATCTAACGCATCTAGCACAACAAATATAAC
AGAGGAAAATATAAAAGATGAAGTGAAAAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAGCAG
CAGGTCCATGCACTTTTTTATAGGCTTGATATAGTATCAATGGATACAAATGGAAGTGAGTATAGGTTAATAA
ATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTAC



TCCAGCTGGCTATGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGCAAAAATGTCAGC
TCAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAGATAGTAATCAGATCGGAGAATCTCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGT
AACAATCAATTGTACCAGACCCTCTAACAATACAAGGGTAAGTACAAGAATAGGACCAGGACAAACATTTTAT
GCAACAGGAGACATAATAGGGGACATAAGACAAGCACATTGTAACATTAGTAGAGGAGATTGGAAGGAAACTT
TACATAAGGTAAGTAAAAAATTAGCAGAACACTTCCAAAATAAAACAATACACTTTACATCAGCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTAGCT
GTGGAAAGATACCTAAAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTA
ATGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGAAGACATTTGGGGCAACATGACATGGATACAATG
GGAGAAAGAGATTAGCAATTACACAAACACAATCTATGACCTACTTGTGGAATCGCAGAACCAGCAGGAAAGA
AATGAAAAGGAATTATTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAGTGGCTGT
GGTATATAAGAATATTTATAATGATAGTAGGAGGATTAATAGGTTTAAGGATAATTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTATATGATACCATAGCAATAGCA
GTAGCGAGGGGGACAGATAGGGTTATAGAAGCAGCACAAGGAGCTGGGAGAGCAATTCTCAACATACCCAGAA
GAATCAGACAGGGCTTAGAAAGGTCTTTGCTATAA 
>KX379000 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAAATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACAGGAGACCGAAGTGCACAATGTCTGGGCCACATATGCTTGTGTACCCACAGA
TCCCAACCCACAAGAAATACACATGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATGTGATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCCCTCTGTG
TTACTTTAAATTGTGCCAATGCTAATTTGACCAATATCAACAAGACCACTGCCTCTAACGGAATAGGAAATAT
AACAGAGGATGTAAAAAACTGTTCTTTTAATATGACCACATTACTATCAGATAAGAAGCAGAGGGTCTATGCA
CTTTTTTATAAGCTTGATATAGTACCAATTATAGAGAGCCAGAATGATAATACTAGTAGTGAGTATAGGCTAA
TAAATTGTAATACTTCAGTCATTAAGCAGGCTTGCCCAAAGATATCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGTGATTCTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAATGTC
AGCTCAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTAAATGGCAGTTTAGCAG
AAGAAGAGATAATAATCAGATCTGAAAATCTCACAAACAATGCCAAAACCATAATAGTGCAACTTAATAAAAC
TGTAGAAATCAATTGTACCAGACCCTCCAACAATACAAGAACAAGTATAAATATAGGACCAGGACAAACATTC
TATAGAACAGGAGACATAATAGGAGATATAAGACAAGCCTATTGTGAGATTAATGGAACAAAATGGAATGAAA
CTTTAAGACAGGTAGCAAAAAAATTAAAAGAGCACTTTAAGAATAAGACAATAAAATTCCAGCCGCCCTCAGG
GGGAGATCTAGAGATTACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGCAAAATCATCTGCACCA
CCGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGACGAGATTTGGAACAACATGACATGGACAGA
ATGGGAGAGAGAAATTAGCAATCACACAACCCAAATATATGAGATACTTACAGCATCGCAGGACCAGCAGGAC
AGAAATGAAAAGGATTTATTAGAACTTGATAAATGGGCAAGCCTGTGGAATTGGTTTGACATAACAAATTGGC
TGTGGTATATAAGAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGTTTTC
TATAGTAAGTAGAGTTAGGCAGGGATACTCACCTTTATCTTTCGCTATTTCTTTGTGTAATGCTGTAGCAATA
GCAGTAGCAGGGTGGACAGATAGGATTATAGAAGTAGCACAAGGAGCTGGGAGAGCCATTCTCCACATACCTA
GGAGAATCAGACAGGGCTTAGAAAGGGCTTTGCAATAA 
>KP668994 
GTTACAGGAAACCTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGCAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGTAGCAATGCTAGGTTCCAAAAGGCAAACTCAACCGTAGAAAATATAACAGATGAAGTGAA
AAACTGTACTTTTAACATGACCACAGAGATAAGAGATAAGAAGCAGCAGGTCCATGCACTTTTTTATAAGCTT
GATGTAGTACCAATGGGGAATGAAAATAGTAATGAGTATAGATTAATAAATTGTAATACTTCAGTCATTAAGC
AGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCACTTCTTAA
GTGTAATGATAAGAGGTTCAATGGGACAGGACCATGCCATAATGTTAGTTCAGTACAATGCACACATGGGATT
AGGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAATAGTTAGATCTGAAA
ATCTGACAGACAATGTCAAAACAATAATAGTACAGCTTAATAAATCTGTGGAAATTGTATGTACAAGACCTGG
CAATAATACAAGAAAAGTATAAGGATAGGAYCAGGGCAAACATTTTATGCAACAGGAGACATAGTAGGAGACA
TAAGACAAGCACATTGTAACATTAGTAAAAAAGATTGGGAGAAAACTTTACATGATGTAAGTAAAAAATTAGC
AGAACACTTCCAGAATAAAACAATAAACTTTACATCAGCCTCAGGAGGGGACCTAGAAATTACAACACATAGC
TTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTAGCTGTGGAAAGATACCTACAAGATCAAA
AGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTGCTGTGCCCTGGAACTCCACTTGGAG
TAATAAATCTTATGAAGAGATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAATTGGCAATTACACA
AACACAATATATGAGCTACTTCTGAAATCGCAGAACCAACAGGACGAGAATGAAAAGCAGTTGTTAGAATTGG
ATAAATGGGCAGGCCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGAT
AGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATAC



TCACCATTGTCTCTCGCTATTTCTTTGTTTAATGCTACAGCAATAGCAGTAGCGGGGTGGACAGATAGGGTTA
TAGAGGCAGCACAAAGAGCTGGGAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGGGC
TTTGCTATAA 
>MF379808 
GCCTCAGGCAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAACACACCTGAAAAACGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAAGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGCTAACTCCTCTATGCG
TTATTTTAACTTGTACCGATGCTAAATTTAACATAACCAATAACAACAATAGCATAGGAAATATAACAAATGA
AGTAAAAAACTGTACTTTTAACATGACCACAGAGATAAAAGGTAAGCAGCAGACGGTCCATGCATTGTTTTAT
ACACTTGATATAGTACGTATGGGAGGGAATAAGAGTGAGCAGTATAGGTTAATAACTTGTAATACTTCAGTCA
TTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTATTGTTCTCCAGCTGGTTATGCGAT
TTTAAAGTGTAATGATACAAAGTTCAATGGGACAGGGCCATGTAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATCAGAT
CTGAAAATCTGACAAACAATGCCAAAACAATAATAGTRCATCTTAATRAACCTGTAGAAATTGCATGTACAAG
ACCTGGCAATAATACCAGACAAAGTATAAGGATAGGACCAGGACAAAMATTTTATGCRACAGGAGAAACAATA
GGAGACATCAGACGAGCACATTGTAACATTAGTGGAGGAGATTGGAATAACACCTTATATACTGTAAGTAAAA
AATTAGCAGAATACTTCCAAAATAAAACAATACGATTTACATCGTCCTCAGGAGGGGACCTGGAAATTACAAC
ACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTTAAG
GATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCTGGAACTCCA
CTTGGAGTAATAAATCTTATGAAGAGATCTGGGACAACATGACATGGATAGAATGGGAGAAAGAAATTAGCAA
TTACACAAACAAAATCTATGACCTACTTACAGAATCACAGAACCAGCAGGAAAGAAATGAAAAGGATTTGTTA
GAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGGTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGGTACTCACCTTTGTCTTTCGCTATCTCTTTGCTTGATGCTACAGCAATAATAATAGCAGGGGGGACAGAT
AGGGTTATAGAAGTTGCACAAAGAGCTTGGAGAGCTTTTCTCCACATACCTAGAAGAATCAGGCAGGGCCTTG
AAGCAGCTTTGCAATAA 
>KX010453 
ACCTCAGACAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTATGGAAAGATGCAACCACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAAATGCATGAAGATGTAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTAACAATAATAGTAGCAGTAATAGCAGTAATAGTAGTGGTAATAGTAGTAG
TACCTTGGAGAAAATGCAGGAAATGAAAAATTGCTCTTTCAATACAACCACAGTAGTAAGAGATAAGAAGGAG
AAAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGGAGGTAATAACTCTAATGAGTATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCGTTTGATCCAATCCCTATACACTATTG
CACTCCTGCTGGTTATGCAATTCTTAAGTGTAATGATAAGATGTTCAATGGGACAGGACCATGCCATAATGTT
AGTTCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAG
AAGAAGAAATAATAGTTAGATCTGAAAATCTGACAAAGAATGCTAAAACGATAATAGTACATCTTAATAATTC
TGTAGAAATTGTATGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTT
TATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAAGAGAGTGGGAGCAAA
CTTTACATAATGTAGGTAAAAAATTAGCAGAACACTTTGGAAATAAAACAATAAACTTTACAACATCCTCAGG
AGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAACAGAAATCTGGGATAACATGACCTGGAGGCA
ATGGGATGAAGAAATTAGTAATTACACAGATACAATATACAGGTTGCTTGAAGTCTCACAGAACCAGCAGGAA
AGGAATGAGCAAGATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAATATAACAAATTGGC
TGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTTCTTTGCTTGATACTATAGCAGTA
GTAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGTACAAAGAGCTGGGAGAGCTATTCTCCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGACTTTGCTATAA 
>MG064457 
ACCTCAGGCAACTTGTGGGTTACAGTTTATTATGGAGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAGAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACTGA
CCCCAACCCACAAGAACTGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAATTCCTAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TCACTTTAAATTGTACAAATGTTAATGGTAGCACTAATGGTAACTTTAGTATGGAAAATTGTAGTGATATGAA
AAATTGCATGAAAAATTGCTCTTTCAATGTAACCACAATCATAAGAGATAAGACAAAGGTAGAGCATGCACTT
TTTTATAGACTTGATATAGTACCACTTGATAATGAATCTAATACAAGCAATTATAGATTAATAAATTGTAATA
CCTCAACCTTAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGG



TTATGCACTTCTAAAATGTAATAATAAGACATTCAATGGGACAGGACCATGCTCTAATGTTAGCACAGTACAA
TGTACACATGGGATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAA
TAATCAGATCTGAGAATCTCACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGT
ATGTTCAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGTCCAGGACAAACATTCTATGCAACAGGA
GATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAGTAAATGGAATGAAACTTTACAAAGGG
TAGGAAAAAAGTTAGAACATCACTTCCCGAATAAAACAATAAAATTTACATCAGCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTACCTT
GGAACTCCAGTTGGAGCAACAAATCTCAAACAGAGATTTGGAATAACATGACATGGATGCAGTGGGATAAAGA
AATTAATAATTACACAAACACAATATACAGTTTGCTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAGAAA
GATCTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAGCATAACAAATTGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGTTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTATCGTTGACTATTTCTTTGCTTAATACTATAGCAATAGCAGTAGCAGGG
TGGACAGATAGCCTTATAGAAGCAGCACAAGGAGCTGGGAGAGCTATTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>MH051842 
GCCTCAGACAAATTGTGGGTTACAGTTCATTATGGGGTTCCTGTGTGGAAAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACATGAGACAGAAGTGCACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACCCCTGGTAAATGTAACAGAAAATTTTAATATGTGGAAAAATAAAATGGCAGAG
CAAATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTAACACCTCTTTGTG
TTACTCTAAGTTGTACCAATAACATAACAGTCAATAACACAGTCATTGGCAACAATAACAATAATATAGGAAA
TATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGAGATAAGAGATAAGAATCAGAAGGTCTCT
GCACTGTTTTATAAGCTTGATATAGTACAAATGGGAGGGAGTAATAGTAGTGAGTATAGGTTAATAAATTGTA
ATACTTCAGTCATTAAGCAGGCCTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGC
TGGTTATGCGATTTTAAAGTGCAATGATAAGAAGTTCAATGGGACAGGGCTATGTAAAAATGTCAGCTCAGTA
CAATGCACGCATGGAATTAAACCAGTGGTATCAACCCAATTGCTGCTAAATGGCAGTCTAGCAGAAGAGGAGA
TAATAATCAGATCTGAGAATCTCACAAACAATGCTAAAACCATAATAGTGCACCTTAATGAATCTATAGAAAT
CAATTGTACCAGACCCTCCAACAATACAAGAACAAGTGTAAGAATAGGACCAGGCCAAATGTTCTATAGAACA
GGAGAAATAATAGGAGATATAAGAAAGGCATATTGTGAGGTTGATGGAACAAAATGGAATGAAACTTTAAAAC
AGGTAGCTGCAAAATTAAAAGAGCACTTTAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATCTAGA
AATTACAACGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGCAATAAATCTTATGATGACATTTGGTATATAAAAATATTTATAATGATAGTAGGAGG
TTTAATAGGTTTAAGAATAGTTTTTGCAGTGTTTTCTATAGTAAAAAGAGTTAGGGAGGGATACTCACCTTTG
TCTTTCGCTATTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGAACAGATAGAATCATAGAGGCAA
CACAAAGCATTGGTAGAGCTATTCTCCGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KP455640 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAGAGATGCAGAGACCACCCTATTTC
GTGCATCAGATGCCAAAGCACAGGAGGCAGAAGTGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCACCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGCAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTGAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTACCAATGCTAATGTTACAAATGCTAATTCGACCACAGTAAATACAACAGATGAAGTAAG
AAACTGCTCTTTTAATATGACCACAGAACTAAGAGATAAGAAGGAGAAGGTCTATGCACTTTTCTATAAGCTT
GATATAATACAAATGAATGATGGGAATAATGCTAGTAATTATAATGATTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGATT
TGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAA
TTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACGGGAGAC
ATAATAGGAGGCATAAGAAAAGCACATTGTAACATTAGTAGAGAGACATGGAATAAGACTTTACAAATGGTAA
GTAAAAGATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTACATCATCCTCAGGAGGGGACCCAGAAAT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATAC
CTAAAGGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATTTGCACCACTAATGTGCCCTGGA
ACTCCAGTTGGAGTAATAAATCTTATGATGAAATTTGGGACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACAAGCCAGATATATGACATACTTATAGAATCTCAGAACCAGCAGGAAAGAAATGAAAAAGAT
TTGTTAGAATTGGATAAATGGTCAAGTCTATGGAATTGGTTTGACATATCAAGATGGCCGTGGTATATAAAAA
TATTTATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAAGGG
ACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGGGCTGTTCTACACATACCTAGAAGAATCAGACAGG
GCTTCGAAAGGGCTTTATTATAA 



>KU820827 
GCCCTAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAAAKACCACCTTATTTT
GTGCATCAGATGCCAAAGCACAWGAGACAGAAGCGCACAACGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGAAAAACGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATCAAGATGTAATCAGCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TAACTTTAAAATGTAGGGATGCTGCATTCAACAGTACAACTAAAAACAATGACACAATAGGAAATGTAACAGG
TGAAATAAAGAAATGTTCTTTTAATATGACCACAGAATTAAGAGATAAAAAGAAGCAGGTCTATGCACTTTTT
TATAAGCTTGATTTAGTACCAATTGGAAATAATAATAATAATAATAGTGAGTATATGTTAATGAATTGCAATA
CTTCAGCCATTAGGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGCTTTTAAAGTGTAATGATAACAACTTCAATGGGACAGGGTCATGTAAAAATGTCAGTTCAGTACAA
TGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAGAAGAAATAA
TAATTAAATCTGAAAATATCACAGACAATGCCAAAAATATAATAGTGCATCTTAATGAATCTGTACAGATCAA
TTGTACCAGACCTGCCAACAATACAAGAAAAAGTATGACTGTAGGACCAGGACAAGTAATCTATAGAATGGGA
AACATAATAGGAGATATAAGAAAAGCACATTGTAATATTAGTAAAGAAAAATGGAATAAAGTCTTAAAAGGGG
TAACTGAAAAATTAAGAGAGCACTTTAAGAAGAACATAAGCTTTCAACCATCCTCAGGAGGAGATCTAGAAGT
TACAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTTGGA
ACTCCACTTGGAGTAATAAAACTTATGAATATATTTGGAACAACATGACATGGGCGGAGTGGGAGAGAGAAAT
TAGTAATTACACAAACACAATATATGATATACTTACAGAATCGCAGAACCAGCAGGAAATAAATGAAAAAGAT
TTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATCATTTTTGCTGTGCTTTCTATAGTGAAAAGAGT
TAGGGAGGGATACTCACCTTTGTCATTCGCTATTTCTTTGCTTGATTTCGTAGCAGTAGCAGTAGCAGGGTGG
ACAGATAGGGTTATAGAAACAGCACAAAGAGCTTGGAGAGCATTTCTCCACATACCTAGAAGAATCAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>KU820830 
GCCCTAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGATGCAAATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATAGTACAGAAGGGCACAACGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCCCTGGAAAACGTAACAGAATATTTTAACATGTGGAAAAATAACATGGTGGAG
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCATCTCTGTG
TTACTTTAAACTGTACTGATAATGTTAGATTTAACAATACAACCAATGACAATACTAYAATAGGAAATATAAC
AGRTGAAATAAGAAACTGTTCTTTTAAGATGACCACAGAAATAAGAGATAAAAAGAAGCAGGCCCATGCACTT
TTTTATAGGCTTGATTTAGTACCAATTGGAAATAATAATGGAAATAATAGTAGTTATAGTGAGTATATGTTAA
TAAATTGTAATACTTCAGCCACTAGGCAGGCTTGTCCAAAAATGTCCTTTGATCCAATTCCTATACATTATTG
TACTCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTAAAAACGTC
AGTTCAGTACAATGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAG
AAAAAGAAATAATAATTAAATCTGAAAATATCACAGACAATGCCAAAAATATAATAGTGCATCTTAATGAATC
TGTGCAGATCAATTGTACCAGACCTGCCAACAATACAAGAGAAAGTATGACTGTAGGACCAGGACAAGTACTC
TTTAAAATGGGAGACATAATAGGAGATATAAGAAAAGCACATTGTAATATTAGTAGAACAGAATGGCATAAAG
TCTTAAAAAGGGTAACTAAAAAATTAAAAGAGCACTTTGAGAATAAGAACATAAGCTTTCAACCATCCTCAGG
AGGAGATCTGGAAGTTACAATGCATCATTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTGTGGGGCTGCTCGGGAAAAATCATCTGCACCA
CTGCTGTGCCTTGGAACTCCACTTGGAGTAATAAATCTTATGACTCTATTTGGAACAACATGACATGGGCAGA
ATGGGAGAGAGAAATTAGCAATTACACAAACATAATATATGATATACTTACAGAATCGCAGAACCAGCAGGAA
ATAAATAAAAAGGATTTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTTCTTTGCTTGATTCCACAGCAATA
GCAGTAGCGGGGTGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGAGCATTTCTTCACATACCTA
GAAGAATCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KU820841 
GCCCTAGACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAAAGATGCAAATACCACCTTATTTT
GTGCATCAGATGCCAAAGCACATGAGACAGAAGCGCACAATGTCTGGGCAACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATCCCTGCAAAACGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATCAGGATGTAATCRRCTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TAACTTTAAACTGTACGGATGTTGCATTCAACAATGCAACTATGAACCCTGCCAAAGACAATGACACAATAGG
AAATATAACAGGTGAAATAAAAAATTGTTCTTTTAATATGACCACAGAATTAAGAGATAAAGAGAAGAAGGTC
AATGCACTTTTTTATAAGCTTGATTTAGTACCAATTAATAATAGGAGTGAGTATATGTTAATAAATTGTAATA
CTTCAGCCATTAGGCAGGCTTGTCCAAAGATGTCCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGG
TTATGCGATTTTAAAATGTAATGATACCAATTTCAATGGGACAGGGTCATGTAAGAATGTCAGTTCAGTACAA
TGCACACATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGCTAAATGGCAGTCTAGCAGAAAAAGAAATAA
TAATTAAATCTGAAAATATCACAGACAATGCCAAAAATATAATAGTGCATCTTAATGAATCTGTACAGATCAA



TTGTACCAGACCTGCCAACAATACAAGAGAAAGTATGACTGTAGGACCAGGACAAGTAATCTATAAAATGGGA
GACATAATAGGAGATATAAGAAAAGCACATTGTAATATTAGTAGAGAAAAATGGAATAAAGTCTTAAAAGGGG
TAACTGAAAAATTAAGAGAGCACTTTGAGAATAAGAGCATAAGCTTTCAACCATCCTCAGGAGGAGATCCAGA
AGTTATAATGCATCATTTTAATTGTAAAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAGAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTGCTGTGCCTT
GGAACACCACTTGGAGTAATAGAACTTATGACTATATTTGGAAAAACATGACATGGATAGAATGGGAGAGAGA
AATTAGTAATTACACAAACATAATATATGATATACTTACAGAATCGCAGAACCAGCAGGAAAGAAATGAAAAG
GATTTATTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATCATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCCTTGTCATTCGCTATTTCTTTGCTTGATTCCACAGCAATAGCAGTAGCGGGG
TGGACAGATAGGGTTATAGAAGCAGCACAAAGAGCTTGGAGGGCATTTCTCCACATACCTAGAAGAATCAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>AB097868 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGATACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACATCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAG
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGCG
TTACTTTAAATTGCACCAATGCTAATTTGACCAGTATCAATGCCACAACCAGTGACCCTAGAATAGGAAACAT
AACAGAAGAAGTAAAAAACTGTACTTTTAATATGACCACAGAATTAAGAGATAAGAAGCAGAAGGTCCATGCC
CTTTTTTATAAGCTTGATATAGTACCAATTGAAAAGAATAGTAGTGAATATAGGTTAATAAATTGTAATACTT
CAGTCATTAAGCAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTA
TGCGATTTTAAAGTGTAATGATAAGAATTTCAATGGGATAGGGCAATGTAAAAATGTCAGCTCAGTACAATGC
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAGGAGATAATAA
TCAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATCAATTG
TACTAGGCCCTCCAACAATACAAGAACAAGTATACATATAGGACCAGGACAAGCATTCTATAGAACAGGAGAC
ATAACAGGGGATATAAGGAAAGCATACTGTCAGATTAATGGAACAAAATGGAATGAAACTTTAAAACAGGTAA
CTGGAAAATTAAGAGAGCACTTTAAGAATAAGACAATAATCTTTAGACCACCCTCAGGAGGAGATCTAGAAAT
TACAATGCATCATTTTAACTGTAGAGGGGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAAAAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAAACTATCTGCACCACTGCTGTGCCCTGGA
ACTCCTCTTGGAGTAATAAATCTTTTGAAGAGATTTGGAACAACATGACATGGATAGAATGGGAGAGAGAAAT
TAGCAATTACACGAGCCAAATATATGAGATACTTATGGAATCGCAGAACCAGCAGGACAGGAATGAAAAGGAT
CTGTTAGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAA
TATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGAATACTCACCTTTGTCTTTCGCTGTTAGCTTGCTCAATGTCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGGTTATAGAAGTAGTGCAAAGAGCTTATAGAGCCATTCTCCACATACCTAGAAGAATCAGACAGG
GCTTGGAAAGGACTTTGCTATAA 
>MG989536 
GCCTCAAACTTGTGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTTGTG
CATCAGATGCCAAAGCACATGAAACAGAAGTGCACAATATTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTGCACTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGCAGAGCAG
ATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTTTCTGCGTTA
CTTTAAATTGTTCCAATGCAACAGCAACAAATAATACAATAGAGGAACCAAAAGATGAAGTAAAAAACTGTTC
TTTTAATACAACCACAGAACTAATAGATAAGAAGCAGAAGGTCCAGGCACTTTTTTATAAGATTGATCTAGTA
CAAATGGAGAATAATAGCAATGATAGCAATAGTAACTTTGGTGAGTATAGGTTAATAAATTGTAATACTTCAG
TCATTAAGCAGGCTTGTCCAAAGGTAACCTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGC
GATTTTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGGCCTTGTAGAAATGTCAGCTCAGTACAATGCACA
CATGGAATTAAGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAATAATTA
GATCTGAAAATATCACAAACAATGCCAAAACCATAATAGTGCACCTTAATAAATCTGTAGAAATTAATTGCAC
CAGACCCAACAACAATACAAGAACAAGTGTACGCATAGGACCAGGACAAATATTCTATAGACCAGGAGAGATA
ATAGGAAACATAAGGAAAGCATATTGTGAGATTAATGGAACAGAATGGAATGAAACTTTAAATCAGGTAACTA
GCAAATTAAAAGAGCACTTTAATAATAAGACAATAATCTTTCAACCACCCTCAGGAGGAGATATAGAAATTAC
AACGCATCATTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTA
AAAGATCAAAGGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAACCATCTGCACCACTAATGTGCCCTGGAACT
CCACTTGGAGTAATAAATCTTATGAATACATTTGGAACAACATGACATGGATAGAATGGGAGAAAGAAATTAG
CAATTACACAAACAAAATCTATGAACTACTTACGGAATCGCAGAACCAGCAGGAAAGAAATGAAAAGGATTTG
TTAGAGTTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATAT
TTATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTGGCTATCTCCTTGCTTGATACTATAGCAATAGCAGTAGCAGGGTGGACA
GATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCATTCTCCACATACCTAGGAGAATCAGACAGGGCT
TAGAAAGAGCTTTGCAATAA 



>HM138656 
GCCTCAAACAACTTGTGGGTTACAGTTTACTATGGGGTTCCTGTGTGGAGAGATGCAGATACCACCCTATTTT
GTGCATCAGATGCTAAAGCACAAAGTCCAGAAGCGCACAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATACTCCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCAGGAGGATATAATCAGTTTATGGGATCAAAGTTTACAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTTCCAATGCTGAGTGGACCAATGTCAATATCACAACCAATGGCAATAATAGCATAGGAAA
TATAACAGATGAAGTAAGAAACTGTACTTTTAATATGACCACAGACCTAAAAGATAAGCAGCAGACGGTCCAT
GCACTCTTCTATAAGCTTGATATAGTAAACATGGGAAATAATAGAAATAATAGAAGTGAGTATAGGTTAATAA
ATTGTAACACCTCAGTCATTAAGCAGGCTTGCCCAAAGATAACCTTTGATCCAATTCCAATACATTATTGTAC
TCCAGCTGGTTATGCGCTTTTAAAGTGTAATGATAAGAAGTTCAATGGGAAGGGACCATGTAACAATGTCAGC
TCAGTACAATGCACTCATGGAATTAAGCCAGTAGTATCAACTCAGTTGCTGTTAAATGGTAGTCTAGCAGAAG
AAGAAATAATAATCAGATCTGAAAATCTCACAAACAATATCAAAACCATAATAGTACACCTTAATGAATCTGT
AGAAATCAATTGTACCAGACCCTTTAAAAGTATAGGAAGAAGAACAAGTATAGGACAAGGACAAGTACTCTAT
AGAACAGAAACCATAATAGGAGATATAAGAAAAGCATATTGTGAGATTAATGGAACAAAATGGAATAACACTT
TAAAACGGGTAGCTGAAAAATTAAGAGAGCACTTTAAGAATAAGACAATAATCTTTAAACCACATTCAGGAGG
AGATCTAGAGATCACAATGCATCATTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAAGATCAAACGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATCATCTGCACCACTA
ATGTGCCCTGGAACTCCACTTGGAGTAATAAATCTCTTGAAGAGATTTGGGACAACATGACATGGACACAATG
GGAGAGAGAAATTAGCAATTACACAAACCAAATATATGAAATACTTATGGAATCGCAGAACCAGCAGGACAAG
AATGAAAAGGAATTGTTGGAATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAATTGGCTGT
GGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTGTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGCTTGATGCTATAGCAATAACA
GTAGCAGGGTGGACAGATAGGATTATAGAAGCAGCACAAAGAGTTGGGAGGGCTTTTATCCATATACCCAGAA
GAATCAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>KJ778895 
GCCTCAAACAACTTGTGGGTTACAGTTTATTATGGAGTTCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGACCCAGAAGTGCACAACGTCTGGGCCACGTATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAATACCCCTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACTCCACTCTGTG
TCACTTTAAAATGTACAAATATTACCAGTAATAATAGCAGTAATAGCAGTAATAGTAGTAGTAATAGTAATGG
TACCCTTGAAGACATGAAGGAAATGAAGAATTGCTCTTTCAATACAACCTCATTAGTAACAGATAAGAAGGAG
AAGGTCTATGCACTTTTTTATAGGCTTGATATAGTACCAATTAAAGATGACAATGATAGTAGTGAATATAGGT
TAATAAATTGTAATACTTCAGTCATTAAGCAGGCTTGTCCAAAGATATCCTTTGATCCAATTCCTATACATTA
TTGTACTCCAGCTGGTTATGCGATTCTAAGGTGTAATGATAAGAATTTCAATGGGACAGGGCCATGTACAAAT
GTCAGCTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGCAGTCTAG
CAGAAGAAGAAATAATAGTTAGATCTGAAAATATGACAAACAATGCCAAAACAATAATAGTACATCTCAATGA
ATCTGTAGAAATTACATGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTTTTTGCAACAGGAGCCATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTTTCAGTAATTGGAACA
AAACTTTACATAATGTAAGTAAAAAATTAGCAGAATACTTCCCAAATAAAACAATACAATTTACATCATCCTC
AGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTAACAAAATCATCTGCA
CCACTGCTGTGCCCTGGAACTCCTCTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGAC
AGAATGGGAGAGAGAAATTAGCAATTACACAGGCCAAATATTTGCAATACTTACAGAATCGCAGAACCAGCAG
GACAGAAATGAAAAGGATTTGTTAGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAGAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTTCTTTGGTTGATGCTGTAGCA
ATAGCAGTAGCAGGGTGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGGGAGCCCTTCTTCACATAC
CTAGGAGAATCAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT321211 
GTGGGAGGAAACTTGTGGGTTACAGTTTATTATGGGGTCCCTGTGTGGCAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGACACAGAAGTGCATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGCAATAGAGCTGGTAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCTTGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAAGTGTGCCAACGTTAATCTAACCAATGCTAATATAACCCAAGACAACACAACTAGTGCCCTTGA
AATAGAAAATGTAAAAAATGAAGTAAAAAATTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGCAACAG
AAGGCCTATGCACTTTTTTATAAGCTTGATATAGTACCAATTGAAGATGATGTTAGTAATAGTAGTAGTCCTA
ATGTTAGTAATAGTAGTAGTACTGATGTTAGTAATAGTAGTAGTAATAGTAAGGATTATATATTAATAAATTG
TAATACTTCAGTCATTAAACAGGCTTGTCCAAAGATATCTTTTGATCCAATTCCTATACACTATTGCACTCCA
GCTGGTTATGCGCTTCTAAAATGTAACAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAG
TACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGA



GATAATAATTAGATCTGAAAATATAACAAACAATGCCAAAACAATAATAGTACATCTTAAGGAACCTGTAGAA
ATTAACTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAA
CAGGAGATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAGTAAATGGAACAAAACTTTACA
CGAAGTAAGTAAAAAGTTAGCAAGTTACTTTCCTAATAAAACAATAAATTTTAATTCATCCTCAGGAGGGGAT
CTAGAAATTACCACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTGTAG
AAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCGCTGT
ACCTTGGAACTCCAGTTGGAGTAACAAATCTGAGCATGAAATTTGGGATAACATGACCTGGATGCAGTGGGAT
AGAGAAATTAGTGATTACACAGACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAGCAAAATG
AAAAAGATTTACTAGCATTGGACAAGTGGACAAATCTATGGAATTGGTTTAGCATAACACACTGGCTGTGGTA
TATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTG
AATAGAGTTAGGCAGGGATACTCACCTTTATCGTTGGCTATCTCTTTGCTTGATGCTACAGCAATAGCAGTAG
GGGGGTGGACAGATAGGGTTATAGAAGTAGCACAACGAGCTTGGAGAGCTATTCTCCACATACCTAGAAGAAT
CAGACAAGGCTTAGAAAGAACTTTGCAATAA 
>KY200516 
GCCTCAGACAACTTGTGGGTTACAGTTTATTATGGGGTGCCTGTGTGGAGAGATGCAGAAACCACCCTATTTT
GTGCATCAGATGCCAAAGCACATGAAACAGAAGTGCACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCAAGAAATACTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCCCTCTGTG
TCACTTTAACCTGTACAAATGTTAGCAGCAATAGTAATACTAGTAGTAATAATAGTACCCCTGAGAACTGGCA
GGAAATGAAAAATTGCTCTTTCAATACAACCACAGAAGTAAGAGATAAGAAGCAGAAAGTGTATGCACTTTTT
TATAGGCTTGATATAGTACCACTTAGTAGTGATAACTCTAGCTCTAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCGTTTGATCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGGACAGGACCCTGCCATAATGTTAGTTCAGTACAA
TGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAGGAAATAA
TAGTTAGATCTGAAAATCTGACAGACAATGTCAAAACAATCATAATACATCTTAATAAATCTGTGGAAATTGT
ATGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTTTGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACACTGTAACATTAGTAAAAGAGATTGGGAGGAAACTTTACATAGTG
TAAGTGAAAAATTAGCAGAACACTTCCAGAATAAAACAATAAAATTTAACGCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAAGATCAAAAGTTCCTAGGACTTTGGGGCTGCTCTGGAAAAATTATCTGCACCACTAATGTGCCCT
GGAACTCCACTTGGAGTAATAAATCTTATGAAGAGATTTGGAACAACATGACATGGACAGAATGGGAGAGAGA
AATTAGCAATTACACAAACAAAATCTATGAGCTACTTACAGAATCGCAGAACCAGCAGGACAAAAATGAAAAG
GATTTGTTAGCGTTGGACAAATGGGACAGCCTGTTGAATTGGTTTAACATAACAAGATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTTCTTTGTTTGATACTATAGCAATAGCAGTAGCRGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTTTTCTGCACATACCTAGAAGAATCAGAC
AAGGTTTAGAAAGAGCTTTGCAATAA 
>MK371104 
GCCTTAAATAACAACTTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACAACTTTAT
TCTGTGCATCAGATGCTAAAGCATATGATACAGAGATACATAATGTTTGGGCTACACATGCTTGTGTACCCAC
AGACCCCAACCCACAAGAAGTGGCCTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGAAATGGTA
AATCAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCT
GTGTCACGTTGAACTGTACAAATGTTGCCAGTAATAGTAGCAGTAGCAGCAATAATAGTAGTGTTAATGGTAA
TAGTAGCCTTGAGACGCAGGAAATGAAAAATTGCTCTTTCAATACAACCACAGTAGTAAGAGATAAGAATCAG
CAAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGAGAACTCTAGTGAATATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCGTTTGATCCAATTCCTATACACTATTGCACTCC
TGCTGGTTATGCACTTCTTAAGTGTAATGATAAGGGGTTCAATGGGACAGGACCATGCCATAATGTTAGTTCA
GTACAATGTACACATGGGATCAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAG
AAATAATAGTTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACAGCTTAATAAATCTGTAGA
AATTGTATGTACAAGACCTGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTTTATGCA
ACAGGAGCCATAATAGGAAACATAAGACAAGCATATTGTAACATTAGTGGAAAAGATTGGAATGACACTTTAT
ATAATGTAAGGAACAAACTAGCAGGATACTTCCCAAATACAACAATAAAATTTGCACCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGGGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TACCTTGGAACTCCAGTTGGAGCAACAAATCTCAAAATGAAATTTGGAATAACATGACTTGGATGCAATGGGA
TAAAGAAATTAATAATTACACAGAAACAATATACACGTTGCTTGAGGTCGCGCAAAACCAGCAGGAAAGGAAT
GAGAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAGATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
AAAGAGAGTTAGGCAGGGATACTCACCTTTGTCTTTTGCTATTTCTTTGCTTGATGCTATAGCAATATCAGTA



GCGGGGTGGACAGATAGGATTATAGAAGTAGCACAAAGAGCTTGGAGAGCTTTTTGCCACATACCCAGAAGAA
TCAGACAGGGTTTAGAAAGAGCTTTGCAATAA 
>KU820822 
GCCTCAAACAATTTATGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAAATGCTAAAGCATATGAGAAAGAAGTGCACAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCGACCCGCAAGAAATGAAATTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACTCCACTCTGTG
TCACCTTAACCTGTACAAATGTTACTAATAACCAGACCTCCATTGGGAACCTGACCTACAATGGGGAGGAAAT
AAAAAATTGCTCTTTCAATGTAACCACAGAAGTAAAAGATAAGAAAAAAAGAGTGCATGCGCTTTTTTATAGA
CTTGATATAGTACCACTTGATGACCTTAGTAGGAATAGTAATGACTCTAGTACAAATAGTGAGTATAGATTAA
TAAATTGTAATACCTCAGCCATAACACAGGCTTGTCCAAAGGTTAATTTTGATCCAATTCCTATATACTACTG
CACTCCTGCTGGTTATGCGCTTCTAAAGTGTAATGATGAGACATTCAGTGGGAAAGGACCATGCAATAATGTT
AGCACAGTACAATGTGCACATGGAATTAAGCCAGTGATATCAACTCAACTACTGTTAAATGGTAGCCTAGCAA
AGGGAGAGATAGTAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTCCATCTTAATGAATC
TGTAGAAATTAACCGTACAAGACCCAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGCGAAAAATGGAATGAAA
TTTTACAAAGGGTAGGTAAAAAATTAGCAGAACTCTTCCCTAATAGTAGTGCAATAAAATTTGCACCGCACTC
AGGAGGGGACCTAGAAGTTACAACACACAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTC
CTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCA
CTACTGATGTACCTTGGAACACCAGTTGGAGTAACAAAACTCAAAATGAAATTTGGGAGAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAATAATTACACAGACATAATATACTACTTGCTTGAGGACTCGCAAAACCAGCAG
GACAGGAATGAACAGGAGTTGTTAAAATTGGATAAATGGGCAAATCTGTGGAATTGGTTTGATATAACACGCT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCTCCTTCGTCTTTCGCTGTTTCTTTGCTTGATGCTACAGCA
ATAGCAGTAGCGGGGTGGACAGATAGGGTTATAGAAATAGCACAAAGAGCTTGGAGAGCTTTTCTTCACATAC
CTAGAAGAATCAGACAGGGTTTAGAAAGAGCTTTGCAATAA 
>AY262830 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACGCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTGTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGCAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTAACTCCTCTCTGTG
TTACTTTAAATTGTATCAATGCTAATTTGACCAATGGCAATAACACAACCAATGGCTCTAACATAAACAGAAT
AGGGATTGATGAAGTAAAAAACTGTTCTTTTAATATGACCACAGAAATAAGAGATAAGAAGCAGAAGGTCTAT
GCACTTTTTTATAAGCCTGATGTAGTACAAATTGAAAAGAATACTAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGG
TTATGCGATTCTAAAGTGTAATGATAAGACATTTAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGTGAGATAA
TAATTAGATCTGAAAATCTGACTGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGT
ATGTACAAGACCCCACAATAATACAAGAAAAAGTATAAGGATAGGACCGGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGACATAAGAGAAGCACATTGTAACATTAGTGAAGATAAATGGAATGAAACTTTACAAAGGG
TAGGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTCTAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACATCTCTCAAGAAAAGATTTGGAATAACATGACCTGGATGCAATGGGATAGAGA
AATTAGTAATTACACAAACACAATATACAGGTTACTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAA
GATTTATTAGCATTGGATAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTTCTTTGTTTGATGCTACAGCAATAGTAATAGCGGGG
TGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCCCTTCTCCACATACCTAGGAGAATCAGAC
AGGGCTTAGAAAGGGCCTTGCTATAA 
>KU168268 
GCTTCAATTAACAATAACCTGTGGGTAACAGTCTATTATGGAGTGCCTGTGTGGGAAGAAGCAGATACCATTC
TATTTTGTGCATCTGATGCTAAAGCATATGCTACTGAAAAGCATAATGTTTGGGCCACACATGCTTGTGTACC
CACAGACCCCAACCCACAAGAAATACCCCTGGAAAATGTAACAGAAACTTTTAATATGTGGAAAAATAACATG
GTAGAACAGATGCAGGAGGATATAATCAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGCTAACCCCTC
TCTGTGTTACTTTAAATTGTACTAATGTAACCTCTAGCAATAGCACTTTAAGAGAAGACAATAGCACTTTAAG
AGAAAGCAATAGCACTTTAAAAGAAGAAATGAGAAACTGCTCTTTTGATATAACCACAGAAATAAGAGATAAG
AAAAAGAAAGAATACGCGCTTTTCTATAAACTTGATGTAGTACCAATTAATACAAATAGTACTAATAGTAGTG
AGTATATATTAATAAATTGTAATGCCTCAACCATTAAACAGGCTTGTCCAAAGGTGAGTTTTGAACCAATCCC
CATACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGAAAAGAATTTCAATGGAACAGGACCA



TGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAATTACTGCTGAATG
GCAGTTTGGCAGAAGAAGAAATAATCATAAAATCTGAAAACCTCACAAACAATGCCAAAATCATAATAGTGCA
GCTTAATGAATCTGTAGAAATTAACTGTACCAGACCCGGTAACAATACAAGAAAAAGTATATCCCTTGGACCA
GGGCAAGCGTTCTATGCAACAGGTGACATAATAGGAAACATAAGAAATGCTCATTGTAATGTTAGTAAACAAG
TTTGGAATTCTACATTACAGAAGGTGATTGCAAAACTAAAAGGACTCTTTACGAGGAACATAACCTTTAATGG
ATCTACAGGGGGGGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAGTTTAAACAGCTCCAGGCA
AGAGTCCTGGCGTTAGAAAGATACCTAATGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCA
TCTGCCCCACTAATGTGCCCTGGAACGCTAGTTGGAGTAATAAAACTCTTAATGAAATTTGGGACAACTTGAC
CTGGGCAGAATGGGATAGGGAAATTAACAATTACACACGACAAATATACACTCTGCTTGAAGAATCGCAAAAT
CAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAGTGGACAAGTTTGTGGAGTTGGTTTGACATCT
CACACTGGCTATGGTACATAAGAATATTTATAATGATAATAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGC
TGTGCTTTCTATAGTCAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTGGCTATTAATTTAGTTGATACA
GTAGCAATAGCAGTAGCTAACGGGACAGATAGGGTTATAGAAGTAGCACAAGGAATCTTTAGAGCTTTTCTTC
ATATACCTAGAAGAATAAGACAAGGCTTAGAAAGAGCTTTACTATAA 
>KU168301 
GCCTCAAATAACATGTGGGTCACAGTCTATTATGGGGTGCCTGCGTGGGAAGATGCAGAGACCATCCTATTTT
GTGCATCTGATGCCAAAGCATATAGTACTGAAAAGCATAATGTCTGGGCCACACATGCTTGTGTACCCACAGA
CCCCGACCCACAAGAAATAAGACTGGCAAATGTAACAGAAAATTTTAATATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAACTGACCCCTCTCTGTG
TTACTTTACGTTGTACTAATGTCAACAGTACTGCTGCAAGCAACCATACAACTGGAAATGCAACTGTAATAGA
TAAAACAGAAATGAAAAACTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAAAAGGAAGAATACGCG
CTTTTCTATAAACCTGATATAGTACAAACTGGTAACAACAACACATATACATTAGTAAATTGTAATGTCTCAA
CCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAGACTTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAGTGTACA
CATGGAATCAAGCCAGTAGTATCAACTCAATTACTGCTGAATGGCAGTTTAGCAGAAGAGGAAATAATAATTA
AATCTGAAGACATCACAGATAATACCAAAACCATAATAGTGCAGCTTAATGAGTCTGTAACAATTATATGTAC
CAGACCCAATAACAATACAAGAAAAAGTATACACATAGCACCAGGACAAGCGTTCTATGCAACAGGTGCCATA
ATAGGAGATATAAGACAAGCTCATTGTAATGTTAGTAAACAAGATTGGAATAATACATTAAACAAAGTGACTG
CAAAACTACAAAAGCTCTTTAATAAGACCATAGAATTTGGGCCACATACAGGAGGGGACCTAGAAATTACAAC
GCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACCTGAGG
GATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACACTA
GTTGGAGTAATAAAACTTATGAGGAAATTTGGGATAATATGACTTGGATACAATGGGATAGGGAAATTGACAA
TTATACACAACAAATATACAGCCTAATTGAGCAATCGCAAATCCAGCAGGAAAAGAATGAACAAGACTTATTG
GCATTGGACCAGTGGACAAGTTTGTGGAGTTGGTTTAGCATATCAAATTGGCTATGGTACATAAGAATCTTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGTTTTCTATAATCAATAGAGTTAGGCA
GGGATACTCACCCCTATCGTTGGCTATTAACTTAGCTGATGCAACAGCAATAACAGTAGCTAATTGGACAGAT
AGGGTTATAGAAGCAGTACAAAGATTTTTTAGAGGTCTTCTTCACGTACCTAGAAGAATAAGACAGGGCTTAG
AAAGAGCTTTGCTATAA 
>AB286853 
GCCTCAGAGCAACTGTGGGTCACAGTCCATTATGGGGTGCCTGCGTGGGAAGATGCAGACACCATTCTATTTT
GTGCCTCTGATGCTAAAGCATACAGTACTGAAAAGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACGAGAAATACCTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATCAGATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTGTGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAAATGTACTAATGTAACTGTCAATAATACTAATGTAAATGTAAGCAACAATACTACTATCAACAA
TACTACTACTGCATCCCCTAATAGCCTCCAAGAAATGAGAAATTGCTCTTTCAATATAACCACAGAAATAAGG
GATAAGAAAAAGACAGAATACGCGCTTTTCTATAAACTTGATGTAGTATCAACTGGGGATGATAATACTACTT
ATACATTAATAAATTGTAATGCCTCAACCATTAAACAGGCTTGCCCAAAGGTGACTTTTGAACCAATCCCAAT
ACATTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGAGAAGAATTTCAATGGAACAGGACCATGT
AAAAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCA
GTTTAGCAGAAGAAAGAATAGTAATTAGATCTGAAAACCTCACAAACAATGCCAAAATCATTATAGTACAGCT
TAATAAGTCTGTAGAAATTATGTGTACTAGACCCAGTAACAATACAAGAAAAAGTATACCCATTGGACCAGGG
CAAGCGTTCTATGCAACAGGTGAAATAATAGGAAATATAAGACAAGCTCATTGTAATGTTAGTAAGAAAGAGT
GGCATAAACTATTACAGAATGTGACTGCAGCACTACAAGAACACTTTCATAAGAACATAACTTTTAATTCATC
TTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCGTTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCT
GCCCCACTAATGTGCCCTGGAACACTAGTTGGAGTAATAAGACTTTTAATGAAATTTGGGATAACATGACCTG
GATAGAATGGGATAGGGAAATTAACAATTATACACAACACATATACAACCTACTTGAAGAATCGCAAACTCAG
CAGGAAAAGAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGAAATATCAA
ACTGGCTATGGTACATAAGAATCTTTATAATGATAGTAGGAGGCCTAATAGGTTTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTCAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTGGCTATAAGTTTAACTGATACAATA



GCAATAGAAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAATACAAAGAGCTATTAGAGCTTTTCTTAACA
TACCTAGAAGAATAAGACAAGGATTAGAAAGAGCTTTGCTATAA 
>AJ508596 
GCCTCAAATAACATGTGGGTCACTGTCTATTATGGGGTGCCTGCGTGGGAAGAGGCAGATACCATTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAAGCATAATGTCTGGGCTACACATGCTTGTGTACCCACGGA
CCCCAACCCACAAGAAATATCTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTGTTAACATCACTAATAATACTGCTGTGGATGGCACACAAAATATGACAAGCTGCTCTTT
CGATATCACCACAGAAATAAGAGATAAGACAAAGGCAGAATACGCGCTTTTCTATAAACTTGATGTACTCCAA
ATGAATAGTAATGATAATAATAGTACTTTTAGGCTAATAAATTGTAACTCCTCAAACATTAGACAAGCTTGCC
CAAAGGTGACTTTTGACCCAATTCCCATTCATTATTGTGCTCCAGCTGGTTTTGCGATCTTAAAGTGTAGGGA
TAAGAATTTCAATGGAACAGGACCATGTAGAAATGTCAGTACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAATTACTGCTAAATGGCAGTTTAGCAGAAGAAGACATAATAATTAAATCTGAAAACATCTCAA
ACAATGCCAAAACCATAATAGTGCAGTTTAATAAATCTGTAGAAATTATATGTACCAGACCCAGTAACAATAC
AAGGAGAGGTATACACTTGGGACCAGGGCAAACGTTCTATGCAACAGGTGCTATAATAGGAAATATAAGACAA
GCTCATTGTAATGTTAGTAGAACAGACTGGAATTATGCATTACAGAATGTGACTGCAAAACTAAAACAACTTA
TTAATAAAACCATAACCTTTAATTCATCTGCAGGAGGGGACTTAGAAATTACAACACATAGTTTTATTTGTGG
AGGAGAATTTAAACAGCTCCAGGCAACAGTCCTGGCGTTGGAGAGATACCTAAGGGATCAACAGCTCCTAGGA
ATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTAACGTGCCCTGGAACGCTAGTTGGAGTAATAAAACTT
ATGATGAAATTTGGTATAATATGACCTGGATAGAATGGGATAGGGAAATTGACAATTACACACAACAAATATA
CAACCTAATTGAACAATCGCAAAATCAGCAGGAAAAGAATGAACAAGATTTATTGGCATTGGACAAGTGGGCA
AGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTATGGTACATAAGAATATTTATAATGATAGTAGGAGGCT
TAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTCAGGAGAGTTAGGCAGGGATACTCACCTTTATC
GTTGGCTATTAGTTTAGTTGATACAATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTTTAGAAGTAGTA
CAAAGAGCTATTAGAGCTTTTCTTAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGAGCTTTGCTATAA 
>MN486004 
GCCTCAAATAACTTGTGGGTCACAGTATATTATGGGGTACCAGTGTGGGAAGATGCAGATACCCCTCTATTTT
GTGCATCTGATGCCAGAGCATATAGAACAGAAAAACATAATGTTTGGGTCACACATGCCTGTGTACTCACCAA
CCCTGACCCACAAGAGATATTTTTGGTAAATGTAACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGCTTGTGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTAGTACTTTAACTTTAAACTGTAGTGCTTTAAACTGTAGTACTAGCGATAACACAACTAT
GAAAAACTGCTCTTTCCATACGACCACAGAATTAAAAGATAAGACGAAAAAGGAATATGCACTTTTCTATAGA
TCTGATGTGGTACCACTGGATGGTAATAGTAATAATAGTAGTAATAATAGTAGTTTTTATAGGCTAATAAATT
GTAATGTCTCAGCCATTAAACAAGCTTGTCCAAAGGTATCTTTTGAGCCAATACCCATACATTATTGTGCCCC
AGCTGGTTTTGCAATTYTAAAGTGTAATGATGAGGAGTTCAATGGAACAGGAAAATGTGGAAATGTCAGTTCA
ATACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAATTAATACTAAATGGCAGTCTGGCAGAAAAAA
AGATAATAATTAGATCTGAAAATATCACAGACAATGCTAAAACTATAATAGTACAATTAAACGAGACTGTAAT
GATTAATTGCACCAGACCTGACAACAATACAAGAAAAAGCATACGTATAGGGCCAGGGCAAACATTCTATGCA
TATGGTGAAATAATAGGGAATATAAGACAAGCATATTGTAATGTCAGTAAAAGGGACTGGAAAAAAACTTTAG
AAAGGGTATCTATAGAATTAGGGAAGCTCTTTAACAAAACCATAATCTTTACTAATTCCTCGGGAGGGGATTT
AGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTCAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAA
AGATACCTAAAAGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACCAATGTGC
CCTGGAACAGTAGTTGGAGTAATAAATCTTATAAGGAAATTTGGGACAACATGACCTGGATGGAATGGGAAAG
GGAAGTCAGCAATTACACACAAACAATATACAGCCTAATTGAAGAATCGCAGAACCAGCAGGAGAAAAATGAA
CAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTATGGAGTTGGTTTGACATATCAAAATGGCTATGGTATA
TAAGAATATTTATAATGATAATAGGAGGCTTAATAGGTTTAAGGATAGTTTTTGCTGTACTTTCTATAATAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTAATTTGCTTGATACAATAGCAATAGCAGTAGCT
AACTGGACAGATAGAGTTATAGAAATAACACAAAGAGCTGGTAGAGCTTTTCTCAACATACCTAGAAGAATCA
GACAAGGCTTAGAAAGGACTTTGCTATAA 
>JN882654 
GCTGACGAACAAGGGTGGGTYACAGTCTATTATGGGGTGCCGGTRTGGAAAGAAACAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAATACAGAAGCACACAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGGTATTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGCATATGGGATCAAAGCYTAAAACCATGYGTAAAATTAACCCCACTCTGTG
TTACCTTAAACTGTACTAATTTGAATGATAAAAATAATGTCACTAATGCCACTGGTAGTGAAGAGGAAAGGAC
AGTGAAAGAAGAAATGAAAAACTGCACTTTCAATGTCACCACAAGCATAAGAGATAAGAGACAGCAGGAATAT
GCAATTTTTTATAAGTATGATATAGTACCAATAGATAGAGATAATAATAACAGCAATAGTAATACCAACTATA
CCAACTATAGGTTGACAAAGTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAAGTATCCTTTGAGCCAAT
TCCCATACATTATTGTACCCCGGCTGGTTTTGCACTTCTAAAGTGTAACAATAAGACATTCAAKGGAAAAGGA
CCATGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAA



ATGGCAGTCTAGCAGAAGAAGAGGTAGTCATTAGGTCTGAAGATTTCACGGACAATGCTAAAACCATAATAGT
ACAGCTGAAAGACCCTGTAAACATTACTTGTACAAGACTCTACAACAATACAAGAAAAAGCATACATGTAGGA
CATACAGGACCAGGGAGAGCAATTTATACAACAGGAGGCATAATAGGAAATCTAAGACAAGCACATTGTAACC
TTAGTAGAGCAGACTGGAATAGCACCTTAGAAAAGCTAGTTGCCAAATTAGGAGAACAATTTAATAAAACAGA
AATAGTCTTTAATCGCTCCTCAGGAGGGGACCTAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTT
GCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTATGAATGAGAT
TTGGGATAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAGCATAATATACAACTTACTT
ACAAATTCGCAGCTCCAACAAGAAAAAAATGAACAAGAGTTGTTGGCATTAGATAAATGGGCAAGTTTGTGGA
GTTGGTTTAGCATAACACACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTGTT
AGCTTGCTCAACACCACAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATATTACAAAGTGCTT
TTAGAGCTATTCTCAACATACCTACAAGAATAAGACAGGGCGCAGAAAGGGCTTTTCTATAA 
>KU168303 
GCAGCAGATCAGTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAAAAGCCACTCTATTTT
GTGCATCAGATGCTAAAGCAACTAAAGCAGAAGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAATCCTCAAGAAATAGAATTGAAAAATGTCACAGAAAACTTTAACATGTGGGACAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCAGTGAGGTGACAATGAACAACAGCAGCTTAGGAAACAACAGCAGCTTAGGAAACAACAG
CAGCTTAGGAAACAGCAGCAGCTTAGGAGATRTGAAAGAGCGAGATATGAAAAACTGCTCTTTCAATATAACC
ACAATGTTAAGAGATAAGAAGAAGCAAGAATATGCACTTTTTTATAGACTTGATATAGTAGAAATAGGTAATC
AGGCTAATAATACTTATAGGTTAATAAATTGTAATACCTCAACCATTACACAAGCTTGTCCAAAGATAAGCTT
TGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAACAGTTCAAT
GGAACAGGCCCATGCACAAATGTTAGTTCAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCAACTCAAC
TTCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATCATAATTAGATCTGAAGATCTCACAAACAATATTAAAAA
CATAATAGTGCAGTTTAATGAATCTGTAACCATTACCTGTGTAAGGAACAACAACAATACAAGAAGAAGCATA
CATATAGGACCAGGGCAGGCACTCTATGCAACAAACAACATAATAGGAAACATAAAAGAAGCACATTGTAATA
TTAGTGGAAAATGGAATAACACTCTACGACAAGTAGCAAAAAAATTAGGAACACTGCTTAACAAGACAAAAAT
AATTTTTAAACCATCCTCAGGGGGAGACCTAGAAATTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAA
CAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCT
CTGGAAAACACATTTGCACCACTAGTGTACCCTGGAACTCTAGTTGGAGTAATAGATCTCTAGACTATATTTG
GCAGAACATGACCTGGATGCAATGGGAGAGAGAAATTGACAATTACACAGGTTTAATATACAACTTAATTGAA
GACTCACAACTCCAGCAAGAAAAAAATGAAAAAGAATTATTAGAATTGGACAAATGGGCAAGTTTGTGGAATT
GGTTTGACATAACTAAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAG
AATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTCTATCATTCGCTATTAGC
TTGCTTAACGCCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGGTTATAATAGTAGTACAAAGAGCTTATA
GAGCTGTTCTTCACATACCCAGAAGAATAAGACAGGGTTGCGAAAGGGCTTTGCTATAA 
>AJ276596 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCAGATACCACTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CTCCAACCCACAAGAGATACCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAT
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAACCTGTACTAATGTAAACTGTACTAATAATAGTACCAGGGAAATCAGAGGGAAAAACTGCTCTTT
AGACACAGAAGTAGGAGAACTGAAAAACTGCTCTTTCAATATAACCACAGAGTTAAGAGATAAGAAAAAGACA
GAACATGCGCTTTTTTATAGACCTGATGTAGTACCAATTAATAATGATAATAGTTCTTATATGCTAATAAATT
GTAATAGCTCAACAATTAAACAGGCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCTCC
AGCTGGTTTTGCGATTCTAAGGTGTAGGGATAAGAAGTTCAATGGAACAGAACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTGCTGTTGAATGGCAGTTTAGCAGAAGAAG
AAATAATAGTTAGATCTGAAAATTTCACAAACAATGCCAAAGTCATAATAGTGCAACTTAAAGAACCTATAGA
AATTAATTGTACCAGACCCAACAACAATACAAGGAAAAGTATAGGGCTCGGGCCAGGACAAGCGTTCTATGCA
ACAGGTGACATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTGGAAAAGACTGGGGTAAGATGTTAC
AAGAGGTAAGTAGACAACTGAAAAAATTCTTTAATAATAAGACCATATTCTTTAACTCATCTGCAGGAGGGGA
CCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCGAGAGTCCTGGCTGTA
GAAAGATTCCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCCTGGAATGTTAGTTGGAGTAATAAATCTTATAATGATATTTGGAATAACATGACCTGGATAGAATGGGA
AAGAGAGATCAGCAATTACACACAACAAATATACAACCTACTTGAGGAATCGCAGAACCAGCAGGAAAAGAAT
GAACAAGACTTATTGTCATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAGCAAACTGGCTATGGT
ATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAGTAGTTTTTGCTGTGCTTAATGTAAT
AAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTA



GCTAACTGGACAGACAGGGTTATAGAAATAGGACAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAA
TCAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KX389632 
GCTTCAACTAACTTGTGGGTTACAGTCTATTATGGGGTACCAGTATGGGAAGAAGCAGATACCCCTTTATTTT
GTGCATCTGATGCTAAGGCTTATAGTACTGAAAAACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATACCTCTAGAAAATGTAACAGAACCGTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCGTGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGCACTGATGTCCCTACTTGTAAGAATGGGAGTGATGCTGAGAACGACAATAGTACTGTGAA
CAACATTACGTGTGTCTCAAAAGACGCACAAGGCTTAAAAAACTGCTCTTTCAATATAACCACAGAAATAATA
GATAGAAGGAAAAAAGAACATGCACTTTTCTATAAACTTGATGTAGTACCAATTGATAATGATAGTACTAATA
CTACAAAGGAGTATAGGCTAATAAATTGTAATATCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGA
TCCAATTCCTATGCATTATTGTGCTCCAGCTGGGTTTGCAATTTTAAAGTGTAAGGATAAAAAGTTCAATGGA
ACAGGACCATGTAAAAATGTCAGTTCAGTACAATGTACGCATGGAATTAAGCCAGTGGTATCAACTCAATTAC
TGCTAAATGGTAGTTTAGCAGAAGAAGACATAGTAATTAGAACTGAAAACATCTCAGACAATGCCAAAATCAT
AATAGTACAGCTTAATGAAACTATAGAAATTAATTGTACCAGACCTGGCAACAATACAAGGAAAAGTATAAGA
ATTGGACCTGGACAATCGTTCTATGCAACAGGGGACATAATAGGAGATATAAGACAAGCACATTGTAATATAA
GTGGAGAAAAATGGAGTGAGATGTTAAAAAAGGTAAAAATACAACTAAGAAGGGCCTTTAATATAAGCCATGA
AAAAAACATAACCTTTGACTCATCCACAGGAGGAGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGA
GAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTTTAGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTT
GGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACAGTAGTTGGAGTAATAAATCTTATGA
TCATATCTGGAGTAACATGACCTGGATAGAGTGGGACAGGGAAATCGACAATTACACACAACAAATATACACC
CTCATTGAAGAAGCGCAAACCCAGCAGGAAAAGAATGAACAAGACTTATTGTCATTGGACCAGTGGGCAAGTT
TGTGGAACTGGTTTGACATATCACGTTGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAAT
AGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCATTC
GCTATTAATTTGCTTAATACAACAGCAATAGCAGGAGCCAACTGGACAGATAGGGTTATAGAAGTAACACAAA
CAGCTTGTAGAGCTATTCTCAACGTACCTAGAAGAATAAGACAAGGCTTTGAAAGAGCTTTGCTATAA 
>KX389627 
GCCTCAGAAAACTTGTGGGCCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAACTACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTCCTGAAAAACATAATGTATGGGCCACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAGATAAGTCTGGAAAATATAACAGAAAATTTTAACATGTGGAGAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTTTGCG
TTACTTTAGACTGTAGTAATGTAACAAGAAGTAATATAGGGAATAGCACTGGGAATAATAATACTGTAAGGAA
TAGCACTGTGAATAATAACCAAGAAATGAAAAACTGCTCTTTTAATATAACCACAGAATTAAGAGATAAGACG
AAGAAAGAATACGCGCTTTTCTATAAACTTGATATAGTACCACTTAATAGTAGTAATAATAATGACAGTAGTT
ATAGGCTAATAAATTGCAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAGCCAATTCCTAT
ACACTATTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGGGATAAGAATTTCAAGGGAACAGGAGCATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTACTGAATGGCA
GTTTAGCAGAGGGAGAAATAATGATTAGATCTGAAAACATCACAGACAATACCAAAATCATAATAGTGCAGCT
TAATAAATCTATAGAAATTAACTGTACCAGACCTGGTAACAATACAAGAAGAAGCATAAGAATCGGACCAGGA
CAGTCGTTCTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCACATTGTACTGTAAATAAAAGAAACT
GGACTGAAATGTTACAGGGGGTAAGAACACAGCTAAAGGATTTACTAGAGAACAAAAATATAAGCTTTAACTC
ATCCACAGGAGGGGACCTAGAAATCACAACACATAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCA
AGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTA
TCTGCACCACCAATGTGCCCTGGAACACTAGTTGGAGTAATAAATCTTTTGAGGAGATTTGGGATAACATGAC
CTGGATACAATGGGACAGGGAAGTCAGCAAATACACACAAGAAATATACAACCTGATTGAAGAATCACAAAAC
CAGCAGGAAAGGAATGAACAAGACTTATTGGCATTGGACAAGTGGGCAAGCTTGTGGAGTTGGTTTAGCATAT
CAAACTGGCTATGGTATATAAGAATATTCATAATGGTAGTAGGAGGGTTAATAGGTTTAAGAATAGTTTTTGC
TGTGTTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATTTGCTTGATACA
ATAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTGTTCTCA
ACGTACCTACAAGGATAAGACAAGGCTTTGAAAGGGCTTTGCTATAA 
>KX389623 
GCCTCAAAGGACTTGTGGGTCACAGTCTATTATGGAGTACCAGTATGGGAAGATGCAAATACCCCTCTGTTTT
GTGCATCTGATGCCAAAGCATATAGCCATGAAGTACATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCTAACCCACAAGAAATACCTTTAGAAAATGTAACAGAACCTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCTCTCTGTG
TTACCTTAAATTGTACTGAGGTCACCTGTAGTAACAGTACTAAGAATAGCACTGCTGGGAACGATACATGTGA
AGGAAAAGATAACTTTAGAAATTGTTCTTTCAATATAACCACAGAAATAAAAGATAGGAAAAAGACAGAGTAT
GCGCTCTTCTATAAACTTGATGTGGTACAAATTAATGCTACTGATGCTGATAATTCTAGTTATAGGCTAATAA
ATTGTAATGTCTCAACCATTAAACAAGCTTGTCCAAAAGTGTCTTTTGAACCAATTCCCATACATTACTGTGC
TCCAGCTGGGTTTGCGATTTTAAAGTGTAGGGATAAGAATTTCACTGGAACAGGAGACTGTAAAAATGTCAGT



TCAGTGCAGTGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTATTACTAAATGGTAGTTTAGCAGAAG
AGGAAATAGTAATTAGAACTGAAAACACCACAGACAATGCCAAAATCATAATAGTGCATTTTAATGAAACTAT
AGAAATTAATTGCACCAGACCCAACAACAATACAAGAAAAAGTATAAGGATCGGACCTGGACAAACGTTCTAT
GCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAATGTAAGTAGAACAAAATGGAGCAATATGT
TAGAGAAGGTAAAGCAACAACTAAGAAAGGTCTTTAATATTACTAATAACAGAAGCATAACATTTAACTCATC
CACAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTGAACAGCTCCAGGCAAGA
GTCCTGGCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCT
GCACCACTAATGTACCCTGGAACACTAGTTGGAGTAATAAATCTTATGAAGACATTTGGGATAACATGACCTG
GCTAGCATGGGATAGGGAAGTCAGCAATTACACACAACAAATATACACCCTGATTGAAGAATCGCAGACCCAG
CAGGAAAAAAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTAATATATCAA
ATTGGCTATGGTATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTTTTTTCTGT
GCTCTCTTTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATCTGCTTGATACAACA
GCAATAGCAGTAGCTAACTGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGGAGAGCTGTTCTTCACA
TACCTAGAAGGATAAGACAAGGCTTAGAAATAGCTCTGCAATAA 
>U88825 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGACGCAGATACCCCTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAACTCTGGAAAATGTAACAGAAACTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACCTTAAACTGTACTAATGTCAATTGTAACAGTAATGTGACCAGCACTGGGAACAGTGCTGGGACCAACGC
TACGTGTAACATAGAAGAAGCAAACAACTTAAAAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAG
AAAAAGACAGAATATGCGCTTTTCTATAGACTTGATGTGGTACCAATCGATGGTAATAATAATGTCTCAAATA
ACTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAAGCTTGTCCAAAGGTGTCTTTTGACCCACTTCC
CATACATTATTGTGCTCCAGCTGGGTTTGCGATTTTAAAGTGTAGGGGTAAGAATTTCACTGGAACAGGACAA
TGTAAAAATGTCAGTTCAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTACTACTAAATG
GTAGTCTAGCAGAAGGAGAAATAGTAATTAGATCTGAAAACCTCACAGACAATGCCAAAGTCATAATAGTACA
GCTTAATAAAACTATAGGAATTAATTGTACCAGACCCAACAACAATACAAGAAAAAGTATAAGAATCGGACCT
GGACAAGCGTTCTATGCAACAGGTGAAATAATAGGACAAGAATGGCAGGAGATGTTACAGAAGGTACAGGCAC
AACTAGAACAGGTCTTTAACAAAAGTATAACCTTTAACTCATCCGCAGGAGGGGACCTAGAAATTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACACTAGTT
GGAGTAATAAATCTTATGAGGAGATTTGGGATAACATGACCTGGATACAATGGGAAAGGGAAGTCAGCAATTA
CACACAACAAATATACAGCCTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCA
TTGGACAAGTGGGCAAGTTTGTGGAACTGGTTTGACATAACAAAATGGCTATGGTATATAAAAATATTTATAA
TGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCATTCGCTATTAATTTGATTGATACAATAGCAATAGCAGTAGCTAACTGGACAGATAGG
GTTATAGAAGTAGCACAAGGAGCTTGTAGAGCTATTCTCAACATACCTAGAAGGATAAGACAAGGCTTGGAAA
GAGCTTTGCTATAA 
>AJ293865 
GCCTCAGATAACATGTGGGTCACGGTCTATTATGGGGTGCCTGCGTGGGAAGATGCAGACACCATTCTATTTT
GTGCATCTGATGCTAAAGCATATACTCCTGAAGTGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATACAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTATTCTGTACTAACATAACCAAAAGTGCTACTCAGGAAAACAGAACTGGCACTGTAGAGGGTGGGGA
AGAAATAAAAAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGACTAAGAACGAATACGCACTTTTC
TACAAGCTTGATATAGTATCAATTAGTAATGATAGTACTTATACATTAATAAATTGTAATGCCTCAACCATTA
AACAGGCTTGCCCAAAGGTGACTTTTGAACCAATCCCCATACATTATTGTGCTCCGGCTGGTTTTGCGATTTT
AAAGTGTAGGGATAAGAATTTCAATGGAACAGGACCATGTAAGAATGTCAGTACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGAAATAATAATTAAATCTG
AAAACCTCACAAACAATGCCAAAATCATAATAGTGCAGCTTAATAAGTCTGTAGAAATTACGTGTACCAGACC
CAATAACAACACAAGAAAAGGTATACATATTGGACCAGGACAAGCGTTCTATGCAACAGGTGACATAATAGGA
GATATAAGACAAGCTCATTGTAATGTTTCTAGAGCAGATTGGCAGGAGATGTTACGGAATGTGACTGCAAAAC
TAAAAGGACTCTTTAATAATAAAAGCATAACCTTTAGTTCGGCTGCAGGAGGGGACCTAGAAGTTACAACACA
TAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCGAGCAAGAGTCCTGGCTGTGGAAAGATTCCTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGTCCCACTAATGTGCCCTGGAACGCTAGTT
GGAGTAATAAAACTTATAGTGAAATTTGGGAAAACATGACCTGGATAGAATGGGATAGGGAAATTAACAATTA
CACACAACAAATATACAGCCTAATTGAAGAATCGCAATATCAGCAGGAAAAGAATGAACAAGAATTATTGGCA
TTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGTTATGGTATATAAAAATATTTATAA
TGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTGTTTTCTATAGTCAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTAGCTGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGGGTGGACAGATAGG



GTCATAGAAACAGGACAAAGAATTTGGAGAGCTATTCTCCACATACCTAGAAGGATTAGACAGGGCTTCGAAA
GAGCTTTGCTATAA 
>KR425429 
GCATCAGAGAACATGTGGGTCACAGTCTATTATGGGGTACCTGCGTGGGAAGATGCAGATACCATTCTATTTT
GTGCATCTGATGCTAAAGCATATAGTGAGGAAAAGCATAATGTCTGGGCTACACATGCTTGTGTACCCATAGA
CCCCAACCCACAAGAAATACCTTTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATCGTATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAGCTTAGACAATACTCAGGGAAATGCTACTCAGGGAAACAACACTGGCACTGTGAA
TGAAGGCGGGAAATTAATGACAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAGGCAAAAGGCAGAA
TACGCGCTTTTCTATAAACATGATGTAATACAGGTTAATGATAATAGTAGTACTTATAGATTAATAAATTGTA
ATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTCTAAAGTGTAGGGATAAGGGATTCAATGGAACAGGGCCATGCAAGAATGTCAGCACGGTA
CAATGCACACATGGAATCAAGCCAGTAGTATCAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAAGGAAATA
TAACAATTAGATCTGAAAATCTCACAAACAATGTCAAAACCATAATAGTGCAGCTTGATAAGCCTGTACAGAT
TAATTGTACCAGGCCCAGTAACAATACAAGAAAAAGTATAAGTTTTGGACCAGGACAAACACTCTATGCAACA
GGAGACATAATAGGGGATATAAGACAAGCACATTGTAATGTCAGTAGAAGATTATGGAGGGACACTTTAAACA
AGGTAGCTGAACAATTAGGAAAACACTTTAACAACAAAACAATAAACTTCACTAACCCCTCAGGAGGGGATTT
AGAAATTACAACCCATAGCTTTAATTGTCGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAA
AGATACCTAAGGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGAAAACTCATCTGCCCCACTAACGTGC
CCTGGAACAGCAGTTGGAGTAATAAAACTTTTGAACAAATTTGGGAGAATATGACCTGGATAGAATGGGAGAG
GGAAATTAACAATTACACTCACCAAATATACAGCCTACTTGAAGAATCGCAAAATCAGCAGGAAAAGAATGAA
CAAGACTTATTGGCATTGGACAAGTGGGAAAGTTTGTGGAGTTGGTTTAGCATATCAAGCTGGCTATGGTACA
TAAGGATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTCAA
AAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATAAGTTTAGTTAATGCAATAGCAATAGCAGTAGCT
AACTGGACAGATAGGGTTATAGCAGTAGGACAAAGAGCTTGTAGAGCTTTTCTTAACATACCTAGAAGAATAA
GACAAGGCGCAGAAAGAGCTTTGCTATAA 
>GU481608 
GCCTCAAGGGAACTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGGGAAGATGCAGATACCATTTTATTTT
GTGCATCTGATGCTAAAGCACATAGTACTGAAAAGCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAATAAGTTTATGGGATGAAAGCTTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTCTAAACTGTACGAATGCACCCATTAATAGTACTCTGCAGAGAGACAATATCACTGAAACAACAAACTG
CTCTTTCGATGTAACCACAGAAATAAGAGATAAGACAAAGAAAGAATACGCGCTTTTCTATAAACTTGATGTA
ACACCAATTGAGGGTAAAAATAATAATAGTAATAGTAGTGCTTATATGTTAATAAATTGTAATGCCACAACCA
TTAAACAGGCTTGTCCAAAGGTGACTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TTTAAAGTGTAGAGACAAGAATTTCACTGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACAT
GGAATCAAGCCAGTGGTCACAACTCAATTGCTGCTAAATGGCAGTTTAGCAGAAGAAAGTATAATAATTAGAT
CTGAAAACATCACAGACAATACCAAAACCATAATAGTGCAGCTTAATCAAGCTGTAAACATTACATGTACCAG
ACCCTATAACAATACAAGAAAAAGTATACACATTGGACCAGGACAATCGTTTTATGCAACAGGTGCCATAATA
GGAGATATAAGACAAGCTCATTGTAACATTAGTGGAGAAAGATGGAATGAGACGATACATAAGGTGACAGAAA
AACTAAAGGAATCCTTTCCTAATAGGACCATAACCTTTGAGTCACCGGCAGGAGGGGACCTAGAAATTACAAC
ACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACATAAAG
GATCAACAGCTCCTAGGAATTTGGGGATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATGATA
GTTGGAGTAATAAAACTTTTGAAGAAATTTGGGATAACATGACCTGGATAGAATGGGAAAGAGAAATTAACAA
TTACACAGCACATATATACACCCTAATTGAAGAATCGCAAAATCAGCAGGAAAAGAATGAACAAGAATTACTA
GCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAAATGGCTGTGGTATATAAGAATCTTTA
TAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTGTCTATAATAAATAGAGTTAGGCA
GGGATACTCACCTTTGTCATTGGCTATTAATCTGATAGATACCATAGCAATAGCAGTAGCTGGGTGGACAGAT
AGGGTCATAGAAATAGGACAAAGATTTGGTAGAGCTATTTGTAACATACCTAGGAGAATCAGACAGGGCGCAG
AAAAGGCTTTGCAATAA 
>AP005207 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAGCAGTAGTGGTAATGGTACCTACAATAAGACCTACAATGAGAGCGTGAA
GGAAATGAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAGGAAGCAGACAGTGTATGCACTTTTT
TATAGCCTTGATATAGTGCCATTTACTGAGAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCATTTCCTATACACTATTGCGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCTCTAATGTTAGCACAGTACAATGT



ACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATCATAA
TTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAC
ATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAGATAAATGGAATGAAACTTTACAGAGGGTAA
GTAAAAAATTAGAAGAACACTTCCCTAACAAAACAATAGAATTTGCATCACCCTCCCCAGGAGGGGACCTAGA
AATTATAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAATCTCAACAAGAGATTTGGGATAACATGACCTGGATACAGTGGGATAAGGA
AATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGGAAGAAATGAAAAG
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTGACTATTAGCCTGGTCGATACCATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTATAAACTTAGTACAAGGAATTTGTAGAGCTATCCTCAACATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCGGCTTTGCAATAA 
>AY371168 
GCCTCAAAATTATGGGTTACAGTTTATTATGGGGTTCCTGTGTGGAAAGAAGCAGATACCACACTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAAAATTGGCCAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAGCAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAAATGCACTGATGTTTACAACACAGTTAACTGCACTAACAGCACAGTTAACGACACACAAGGTAACTG
CACAGAAAGTAATCTGACCAACAGCAGCACAGACGTGAGCACAGACATGAAAAACTGCTCTTTCAATATAACC
ACAATATTAAGAGATAAGCAGAAGAAAGAATATGCGCTTTTTTATAGACTTGATGTAGTAGAAATAGATAATA
GTAGTACGTATAGGTTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGATAGACTTTGAGCC
AATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAACAGTTCAATGGAACA
GGCCCATGCACAAATGTTAGTTCAGTACAATGTACACATGGAATCAAGCCAGTGGTGTCAACTCAATTGCTGT
TGAATGGCAGTCTAGCAGAAGAAGAAATCATAATTAGATCTGAAAATCTCACAGACAATATCAAAAATATAAT
AGTGCAGTTTAATGAGACTGTAAACATTACTTGTGTGAGGCCCAACAACAATACAAGACCAAGTACACATATA
GGACCAGGGCAGGCACTCTATACTACAAAAATAATAGGAGACATAAGAGCAGCACATTGTAATGTTAGTACAA
AATGGAATAACACTCTACGACAGGTAGCAGCAGAATTAGGAAAGCTTCTTAACAAAACAGAAATAATTTTTAA
TCCATCTTCAGGGGGGGACACAGAACTTACAACACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATGTGGGGTTGCTATGGAAAAC
ACATTTGCACCACTAGTGTACCCTGGAACTCTAGTTGGAGTAATAGATCTCTAGATGATATTTGGCAGAACAT
GACCTGGATGCAATGGGAGAGAGAAATTGACAATTATACAGGGATAATATACAGCTTAATTGAAGACTCGCAA
TTCCAGCAAGAAAAAAATGAAAAGGAATTATTAGAATTGGACAAGTGGGCAAGCTTGTGGAATTGGTTTAGCA
TATCTAAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTCTT
TGCTGTGCTGTCTATGGTAAATAGAGTTAGGCAGGGATACTCACCCCTATCATTCGCTATTAGCTTGCTTGAC
GCCACAGCAATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACTAAGAGCTTTTAGAGCTGTTC
TTCACATACCCACAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTATAA 
>KM606631 
GCCTCAACGAATCTGTGGGTCACAGTTTATTATGGGGTGCCTGCGTGGGAAGAGGCAGATACCATTTTATTTT
GTGCATCTGATGCTAAAGCACATAGTACTGAAAGTCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATCACATGGTAGAA
CAGATGCATGAGGATATAATAAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTCTACACTGTAAGAATATAACTAATAATGGTACTAGTGAGGAAACCAATTCCACTGTGAGTAACAAAGA
AGAAATGACAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAAAAGAAAGAATACGCGATTTTC
TATAAACTTGATGTAATGCCAATCAATAAGAGTAGTCATGCTTATATATTAATAAATTGTAATGCCACAACCA
TTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TATAAAATGTAGAGATAAGAATTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACAT
GGAATCAAGCCAGTGGTATCAACTCAATTACTGCTAAATGGCAGTTTAGCAGAAGAAAATATAATAATTAGAT
CTGAAAACATCACAGACAATACCAAAACCATAATAGTGCAGCCTAATAAATCTATAGAAATTATATGTACCAG
ACCCAATAATAATAAAAGAAAAAGTATACGCATTGGACCAGGGCAAGCGTTTTTTGCAACAGATGAAATAATA
GGAGATATAAAACAAGCTAATTGTAAAATTAACAAAACACAATGGAATGAGATGTTAGGTAATGTGAAAGCAA
AACTAAATGAATCCTTTCCTGGTAAGAGCATAACCTTTAATCCATCGGCAGGAGGGGACCTAGAAATTACAAC
ACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACGTAAAG
GATCAACAGCTCCTAGGAATTTGGGGATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCCTGGAATAGTA
GTTGGAGTAATAAATCTCTTGAAGAAATTTGGGATAACATGACCTGGATAGAATGGGAAAGAGAAATTAACAA
TTACACATCATATATATACACACTAATTGAAGAATCGCAAAATCAGCAGGAAAAGAATGAACAAGACTTACTA
GCATTGGACAAGTGGGAAAGTCTGTGGAGTTGGTTTAAAATCTCAAATTGGTTGTGGTATATAAAAATCTTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTCAATAGAGTTAGGCA
GGGATACTCACCTATGTCATTGGCTATAAATTTACTTGATACAATAGCAATAGCAACAGCTGACTGGACAGAT



AGAGTTATAGAAGTAGGACAAAGAGTTTTTAGAGCTATTCTTAATATACCTAGAAGAATAAGACAAGGATTAG
AAAGACTTTTGCTATAA 
>KM606637 
GCCTCAAAGGGCCTGTGGGTCACAGTTTACTATGGGGTACCTGTGTGGAGAGATGCAGAGACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAGTACACAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
ACCTAACCCGCAAGAAATAATTTTGGAAAATGTGACAGAAGAATTTGACATGTGGAAAAATAACATGGTAGAA
CAAATGCAAACAGATATAATCAGTCTCTGGGACCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TTACTTTAAATTGTGCTGAACCCTCTAGCTCTAACAACAGTAGTGTTAACAGCAATAATAGCTTGTTTAAAGA
AATGAAAAACTGCTCTTTCAACATGACCACAGAACTAAGAGATAAAAAGAAAACTGTACAGTCACTTTTTTAT
AAACTTGATATAGTATCAATTGATAGTAATGGTAGTGGGCAGTATAGACTAATAAATTGTAATACATCAACCA
TGACCCAGGCCTGTCCTAAGGTAACTTTTGAGCCAATTCCTATATATTATTGTACCCCAGCTGGTTTTGCGAT
TCTAAAGTGCAAGGATACAAACTTTACTGGAACAGGGCCATGCAAGAATGTCAGCTCAGTACAATGCACACAT
GGAATCAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAATGATTAGAT
CTAAAAATATTACAGACAATGGCAAAATCATAATAGTGCAGCTTACTGAGCCTGTAAACATCACTTGTATCAG
ACCATATAATAATACAAGAAAAAGTATACACATTGGACCAGGGAAAGCGTTTTTTGCAACAGGTGACATAATA
GGAGATCCAAGACAAGCTCATTGTAACATTAGTGGAGCACAATGGAATAAGACGTTAGAGAAGGTGAGGGCAA
AACTAAAGGAATACTTTCATAATAAGACAATAACCTTTAATTCATCGGCAGGAGGGGACTTAGAAATTACAAC
ACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCGTTGGAAAGATACGTAAAG
GATCAACAGCTCCTAGGAATTTGGGGATGCACTGGAAAACTCATCTGCCCCACTAATGTGCCTTGGAATGCTA
GTTGGAGTAATAAAACTTTTGAAGAAATTTGGGATAACATGACCTGGATAGAATGGGAAAGAGAAATTAACAA
TTACACATCACATATATACACCCTAATTGAAGAATCGCAAATTCAGCAGGAAAAGAATGAACAAGAATTACTA
GCATTAGACAAGTGGGCAAGTTTGTGGGATTGGTTTAAAATATCAAACTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTCAATAGAGTTAGGCA
GGGATATTCACCTGTGTCATTAGCTATAAATTTATTTGATACCATAGCAATAGCAGTAGCTGACTGGACAGAT
AGAGTTATAGAAGTAGGACAAAGAGTTTTTAGAGCTTTTCTTAATATACCTAGAAGAATAAGACAAGGATTAG
AAAGAGCTTTGCTATAA 
>KM606635 
GCCTCAAAGAACCTGTGGGTCACAGTTTATTATGGGGTACCTGCGTGGGAAGATGCAGATACCATTTTATTTT
GTGCATCTGATGCTAAAGCACATAGTCCTGAAAGTCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAACCCACAAGAAATACCTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATCACATGGTAGAA
CAAATGCATGAGGATATAAAAAGTTTATGGGATGAAAGCCTAAAGCCATGTGTACAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACAAATATAACCACCACTAATAATACTAGTAGAGAAGCCAACGTCACTAAAGAAGAAAT
GACAAACTGCTCTTTCGATATAACCACAGAAATAAGAGACAAGAAAAAGAAAGAATACGCGCTTTTCTATAAA
CTTGATGTAATGCCAATTAAGGATAAAAATAATAATAGTAATAGAAATGATAATAATAGTAATGCTTATATAT
TAATAAATTGTAATGCCACAACCATTAAACAGGCTTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTA
TTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGAGATAAGAATTTCAATGGAACAGGACCATGTAAAAAT
GTCAGTACAGTACAATGTACACATGGAATCAAGCCAGTGGTATCAACTCAATTACTGCTAAATGGCAGTTTAG
CAGAAGAAAGTATAATAATTAGATCTGAAAACATCACAGACAGTACCAAAACCATAATAGTGCAGCTTAATAA
ATCTGTAGAAATTATATGTACCAGACCCTCTAATAATACAAGAAAAAGTATACACATTGCACCAGGGCAAGCG
TTTTTTGCAACAGGTGAAATAATAGGAAATATAAGACAAGCTCATTGTAACATTAGTGGAAAAAATTGGAGTG
ATGTGTTACATGAGGTGAAAGCAAAACTAAAGGAATCCTTTGGTCAGAACATAACCTTTAATTCATCGGCAGG
AGGGGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCGTTGGAAAGATACATAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCACTGGAAAACTCATCTGCCCCA
CTAATGTGCCCTGGAATGATAGTTGGAGTAATAAAACTTTTGAAGAAATTTGGAATAACATGACCTGGATAGA
ATGGGAAAGAGAAATTAACAATTACACAACACATATATACACCCTAATTGAAGAATCGCAAAATCAGCAGGAA
AAGAATGAACAAGAATTACTAGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCATACTGGC
TGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TATAGTCAAGAGAGTTAGGCAGGGATACTCACCTGTGTCATTGGCTATAAATCTATTTGATACAATAGCAATA
GCAGTAGCTGACTGGACAGATAGAGTAATAGAAGTAGGACAAAGAATTTTTAGAGCTTTTCTTAATATACCTA
GAAGAATAAGACAAGGATTAGAAAGAGCTTTGCTATAA 
>JF683774 
GCTGCAGGAAATCTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAGGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAGGCATATGACACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAATTTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATACAGATATAATCAGCCTATGGGACCAAAGCCTCAAGCCATGTGTTAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTAGTGACTTTGTCAGCAATAGCACCAATAGCACCATCCCCAATGAAATGAAAGGAGAAAT
AAAAAATTGCTCTTACAACATAACCACAGAACTAAGGGATAGGAAACAGAAAGTATATTCACTTTTTTATAGA
CTTGATATAGTACAAAATAATGATAGTGATAATAATAGCGGTTATAGATTAATAAATTGTAATACCTCAACCG
TGACACAGGCTTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGAT
TTTAAAGTGTAATGATAAGGATTTCAATGGAACAGGACTATGCAAGAATGTCAGCACAGTACAATGTACACAT



GGAATCAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAATAGGACAATGATTAGGT
CTCAAAATATCACAGACAATACTAAAAACATAATAGTACAACTTGTCAAGCCGGTAAACATTACTTGTATCAG
ACCTAGCAACAATACAAGAAAAAGTGTACGTATAGGACCAGGACAAGCATTCTATGCAACAGGTGACATAACA
GGGGATATAAGACAAGCACATTGTAATGTCAGTAAAGCAGCATGGAATGACACTTTACAAAAAGTAGTCACAC
AATTAAGAACATACTGGAACAAAACAATAATCTTTAATAGCTCCTCAGGAGGGGATTTAGAAATTACAACACA
TAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATACTTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTT
GGAGTAATAAATCTTTAGATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAAAGAAATTGACAATTA
CACAGGCTTAATATACAGCCTAATTGAAAAATCGCAAAACCAGCAAGAAAAGAATGAGCTAGAATTATTGGAA
TTGGATAAGTGGAACAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAACAAGGTTAGGCAGGG
ATACTTACCACTGTCATTCGCTGTTAGTTTGTTTAATGCTATAGCTATAGCAGTAGCTGAGGGAACAGATAGG
ATTATAGAAGTAACACAAAGAATTTGGAGAGCTATTCGCCATATACCTACCAGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>JF683800 
GCTGCAGAAAAGCTGTGGGTCACAGTCTATTATGGAGTGCCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGACACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAAATAAATTTGGAAAATGTGACAGAAGAGTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGAATACAGATATAATCAGTCTATGGGACCAAAGCCTCAAGCCATGCGTTAAGTTAACCCCTCTCTGTG
TTACTTTAAATTGTATAGACTATGTCAACAATAGCACCAATAGCACCACCAATAACTCCACTGAAATGAAAGG
AGAAATAAAAAATTGCACTTACAACATAACCACAGAACTAAGGGATAGGCAACAGAAAGTATCTTCACTTTTT
TATAGACTTGATATAGTACGAAATAATGATAGTAATAGTAATAGCAGTTATAGATTAATAAATTGTAATACCT
CAGCCGTGACACAGGCTTGTCCAAAAGTATCTTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTT
TGCGATTTTAAAGTGTAATGATAAGGATTTCAATGGAACAGGACTATGCAGGAATGTCAGCACAGTACAATGT
ACACATGGAATCAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAAATAGGACAATGA
TTAGGTCTCAAAATATCACAAACAATGCCAAAAACATACTAGTACAACTTGCCAAGGCGGTAAACATTACTTG
TATCAGACCTAACAACAATACAAGAAAAAGTGTACGTATAGGACCAGGACAAGCATTCTATGCAACAGGTGAA
ATAATAGGGAATATAAGACAAGCACATTGTAATGTCAGTAAAGAAGAATGGAATAACACTTTGAAAGAAATAG
TCACACAATTAGGAACATACTTTAAGAACAAAACAATAATCTTTAATAGCTCCTCAGGAGGGGATTTAGAAAT
TACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGATAC
TTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCCCCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTTTCAATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGAAAT
TGACAATTACACAAACTTAATATACAACCTAATTGAAATATCGCAAGACCAGCAAGAAAAGAATGAGCAAGAG
TTATTGGAATTGGATAAGTGGAACAATCTGTGGAATTGGTTTAGCATATCAAACTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAAGGT
TAGGCAGGGATACTTACCATTGTCATTCGCTGTTAGTTTGTTTAATGCTATAGCTATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAAGTAGTACAAAGAATTTGTAGAGCTATTCGCCATATACCTGCAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>KC113007 
GCTACAGACAATAAGTGGGTCACAGTCTATTATGGGGTACCTGTTTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAATTGGAAAATGTGACAGAAGACTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATAAGGAAACTAATACAACTGAGAATGCTAATACAACTGAGAATGCTACAAT
GCTTGAGAATATTACAAGGATGGCAAAAAACTGCTCTTTCAATACTACCACAGGCATAAGAGATAAGATACAG
AGAGAATATGCAATCTTTTATAAGGATGATTTGGTAACAATAGATAGTAGTAATAATACCAATAATTTTACTA
ACTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAACAATAAGAAGTTCAATGGAACAGGACCA
TGTAACAATGTTAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGCTAAATG
GCAGTCTAGCARAARAAGAGGTAGTAATTAGGTCTGCAAATTTCACGAACAATGCTAAAATCATAATAGTACA
GCTAAATGAATCTATAGAAATTAATTGTACAAGGCCCAACAATAACACAAGAAAAAGTATACATATAGGACCA
GGAAGAGCATTTTATGCAACAGGAGAAATAACAGGAAATATAAGACAAGCACATTGTAACATCAGTGGAGAAA
AATGGAATAATACTTTAAGACAGATAGTGGAAAAATTAAGAAAGCAATTTGGAGACAATAAAACAATAGTCTT
TAATCGATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTC
CRGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAA
AGCTCATCTGCACCACTAATGTGCCTTGGAATGAAAGTTGGAGTAGTAAATCTCTAGATGATATTTGGAATAA
CATGACATGGATGGAGTGGGAAAGAGAAATTGACAACTACACAGACGTAATATACACCTTACTTCAAGAATCG
CAAAACCAGCAAGAAAATAATGAAAAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTA
ACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTACTGTATTGTCTATAATAAATAGAGTTAGGCAGGGATATTCACCATTGTCGTTTGCTATTAGCTTGCTC



AACGCCACAGCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTCTTACAAAGAATTAGTAGAGCTA
TTATACACATACCTACAAGAATCAGACAAGGCTTGGAAAGGGCTTTAGTATAA 
>KC911635 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCTGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATGTTTTTAAAAAATGTAATAGAAAATTTTAACATGTGGGAAAATGATATGGTAGAC
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTACACTGTAGTAATATTACCACTAATGAGACTACCAGTAATATTACCATTAAAAATACTGATGAAAT
GAAAAATTGTTCTTTTAATGTAACCACATTATTAAGAGATAAGCAGGAGCAAACGTGGGCACTTTTTTATAGA
CTTGATATAGTACCACTTGATAGTAATAATAGTAGCAAGAACAACTCTAGTAGTGATGAGAACAACCCTAGTA
ATTATGTATTAATAAATTGTAATTCCTCAACTGTAGCACAAGCCTGTCCAAAGGTCAGTTTCGATCCAATTCC
TATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAACAATAAGACATTCAATGGGACAGGACCA
TGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAAAAGAGATAATAATTAGCTCTAAAAATCTGACAGACAATACCAAGACAATAATAGTGCA
TCTTAATGAATCTGTAGACATTTTGTGTGTAAGACCCAACAATAATACAAGAAGAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGAAATAACAGGAGACATAAGACAAGCACATTGTAACATTAGTAATACTA
ATTGGACTAAAACTTTACAAGAGGTAAGTAAAAAATTAGCAGAATACTTCCCTAATAAAAATATAAGCTTTAG
ACCATCCTCAGGGGGAGACCTAGAAATTACAATGCATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAG
ACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAC
TCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGATCTCAAGAATATATTTGGAAAAACAT
GACCTGGATGCAATGGGATAGAGAAATTAATAATTACTCAGACACAATATATAGGTTGCTTGAAGACTCGCAA
AACCAGCAGGAAAAGAATGAACAAGACTTACTGGCATTGGACAAATGGGCAAATCTGTGGAATTGGTTTAGCA
TAGCAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTGTGCTCTCTGTAATAAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTCGCTATTAGTCTGCTTGAT
ACCATAGCAATAGTAGTAGCTGGCTGGACAGATAGAATTATAGAAATAGCAGTAGGAATTGGTAGAGGTATTC
TCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGCGCTTTGCTATAA 
>KT175211 
GGGGGAGAAAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCACAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATATAATCAATTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCATTCTAGAATGTAATAAGACCAGAGTGGTTAATGGGACCAAAGATGGGAGTAATGTTACCTACAAAGGGGA
AGACATAAGAAATTGCTCTTTCAATGCAACCACAGAAATAAAAGATAAGACACAGAAAGTGACTGCACTTTTT
TATAGACTTGATATAGTACCACTTGATAATGAGAATGAGAACAACTCTAGTAACTCTAGTGTGCCTTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTA
TTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCCATAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGGAGGGATAATAATTAGATCTGAAAATCTGACAGACAATGCCAAAACAATAATAGTACAATTTAATGA
ATCTGTAGGAATTGTGTGTACAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGGCAAACA
TTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCTGACTGGAATA
GAACTTTACAAGAGGTAGGTAAAAAATTAGCAGAACTTTTCCCTAATAAAACAATAAACTTTACATCAGCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTACCTTGGAATGACAGTTGGAGTAACAGATCTCTAACAGATATTTGGGATAACATGACCTGGAT
GCAGTGGGATAAAGAAGTTAGTAATTACACAATCACAATCTACAGGTTGCTTGAAGAATCGCAGAACCAGCAG
GAAAGAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAAAATCTGTGGAGTTGGTTTGACATAACAAAAT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAATTTTTGCTGTGCT
CTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGTTATTAGTCTGTTTGATACTATAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGCATTGGTAGAGCTATCTGCAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KY580534 
GTAATGGGGAACTTGTGGGTCACGGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACAACTCTGTTTT
GTGCATCAGATGCCAAAGCATATGATACAGAAGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCGCATGAAATGGAATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGACCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTATTTTACACTGTAGTAATGTTACTGCCCACAACAGTACCCACACTAATGTTACCTACAATAACACCATGGG
AGAAGAAATAAAAAATTGTACTTTCAATATGACCACAGAAATAAGAGATAGAAAAAAGAACGTACATGCACTT
TTTTATAGGGTTGACATAGTTCCACTTAAAGAGAAGGATGATAGTAGCTATAGATTAATAAATTGTAATACCT
CAGCCTTAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCAGGATA
TGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGT



ACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAAAACAAGAGATAATAA
TTAGATCTGAAAATATAACAGATAATGTCAAAACAATAATAGTGCAGCTTAAGACATCTGTACCAATTAATTG
CACAAGACCTAACAATAATACAAGAAAAAGTATAGGGATAGGACCAGGACAAGTGTTCTATGCAACAGGAGAC
ATAATAGGAGATATAAGACAAGCATATTGTACCATTAGTAAGGAAAAGTGGAACGCAACTTTACAAGGAATAA
GTAAAAAGTTAGCAAAACACTTCCCTAATAAAACAATAAAATTTGAACAAGCCTCAGGAGGAGACCTAGAAAT
TACAACACACAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATAC
TTAAAGGATCAACAGCTCCTGGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGA
ACGCTAGTTGGAGTAATAAAACTAAAGAGGAGATTTGGGAAAACATGACCTGGATGCAATGGGATAAAGAAAT
TAGTAATTACACAGACATAATATACACGTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAGAAAGAT
TTACTAGCATTGGACAAGTGGAGCAATTTGTGGAGTTGGTTTAACATAACAAACTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGGATAGTTTTTGCTGTGCTTGCTGTAATAAATAGAAG
TAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAATTTGATAGATACTATAGCAATAGTAGTAGCTGGCTGG
ACAGATAGGATTATAGAACTAGGACAAAGAATTGGTAGGGCTATTATCAACATACCTAGAAGAATCAGGCAGG
GATTAGAAAGAGCTTTGCTATAA 
>MF373194 
GGAGAGGACTCGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGATGCAAAAGCCCCTCTATTCTGTG
CATCAGATGCTAAAGCATATGCTAAAGAAGTGCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGACCC
CAACCCACAAGAATTGTTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAGAAATGACATGGTGGATCAA
ATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTCTAGAATGTAATGATGTCACTATTAATAATACTATTGGCAAGAATACTGGTGTTACTGCCACTCCTGCTAG
TAATAAGAATAGTACTTACAATGATAATAATGTTGTAATGAAAAATTGCTCTTTCAATGCAACCACAGAATTA
AATGATAAGAAGAACAAAGTACGTGCACTTTTTTATAAACTTGATGTAGTACCACTTAAGAATGGGAATAACA
ACAGTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACGGGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACA
GGACCTTGTAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGT
TAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAGATCTGAATAACAATGCCAAAACAATAAT
AGTACATCTTAATGAACCTATAAAAATTATATGTACAAGACCCAACAATAATACAATGAAAAGTATAAGAATA
GGACCAGGACAATCGTTCCATGCAACAGGCGCCATAATAGGAGACATAAGACAAGCATACTGTAACATTAGTG
AAAAGGCCTGGAACAAAACTTTACAAATGGTAAAAATAAAATTAGAAAAATACTTCCATAACAAGAACATAAG
CTTTGCAATACACTCAGGAGGAGACCCAGAAATTACAGCACATAGCTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTACTGTGCCTTGGAACACCAGTTGGAGTAATAAATCTGTAGCAGATATTTGGGC
TAACATGACCTGGATGGAGTGGGAGAGAGAAATTGATAATTACACAAGCACAATATACACATTGCTTGAGGAA
TCGCAAACCCAGCAGGAACAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAGAGTCTGTGGAGTTGGT
TTGAAATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTATCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAGTCTG
CTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGAATTATAGAATTAATACAAGCATTTTGGAGAG
CTATCTGCAACATACCTAGGAGACTCAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MF373195 
GTGGGGGGGAATGGGAACAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTA
CTCTATTTTGTGCATCAGATGCTAAAGGATATGACAGAGAGGTGCATAATGTCTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAC
ATGGTGGAGCAGATGCATGAGGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAATTGACCC
CACTCTGTGTCACTTTAAACTGTAGTCATAATATTACTAGAAAAGTTAATAATGGTACTACCAATAAAAGTGA
GGAACTGTACAAGGAAATAAGAAACTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGAAGCAGAAAGTA
CATTCACTCTTTTATAAACTTGATGTATTACCAATAGATAAAGCTAATAATAATAGTGGGTATAGATTAATAA
ATTGTAATACCTCAGCCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGC
CCCGGCTGGTTTTGCGATTCTGAAGTGTAATGACAAGAATTTCAGTGGAAAAGGGGAATGCAGAAATGTCAGC
ACAGTACAATGCACACATGGGATCAAACCAGTAGTATCAACTCAACTGTTACTAAATGGCAGTTTAGCAGAAG
AAGAGATAATGATTAAATCTGAAAATCTCACAAGCAATAGTAAAAACATAATAGTACAGCTAAATGAATCTGT
AACAATTACCTGTATCAGACCTGGCAATAATACAAGAACAAGTGTACGTATAGGACCAGGACAAACATTCTAT
ACAAATGATATAATAGGGGATATAAGAAAAGCGCATTGTACTGTCAGTACAGGAGACTGGAACAGCATGTTAC
AAGGGGTAGCTAGACAATTAAGGCAGCACTTTAACAAAACAATATCCTTTGAGGAACACTCAGGAGGGGATAT
AGAAGTTACAACACATAGTTTTAATTGTGGAGGAGAGTTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CTTGGAACTCTAGTTGGAGTAATAAATCTCAAGAGGATATTTGGGAGAACATGACTTGGATGCAATGGGATAG
AGAAATTGATAATTACACAGGCATAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAGAAAAATGAA
CAAGATTTACTAGCATTGGACAAATGGCAAGGTCTGTGGAGTTGGTTTGACATAACACAATGGCTGTGGTATA
TAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGTAAA
CAGAGTTAGGCAGGGATACTCACCATTATCATTTGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCT



AACGGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGGAGAATTCTCCTTGAGATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAGTAA 
>KX907369 
GCTACAGAAAAGTTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGGAGGGAAGCAAAAGCTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTTCCCACAGA
CCCCAACCCACAAGAAATAATTTTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAGATGTGACAGTTAATGGTACTATTGTGAAAGTTAATAGTACTGGAATGAAAAACTG
CTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAAAAAGAAAGTGCACTTTTTTATAGACTTGATATA
GTACCACTTGATGAGAGTAGTGACAGCTCTAGCAACTATAGTGAGTATAGATTAATAAGTTGTAATACCTCAA
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGACCCGATTCCTATACATTATTGTGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGATTAGGACCATGCAATAATGTCAGCACAGTGCAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGCCTAGCAGAAGAAGAAATAATAATTA
GATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATGACTCTGTACCAATTACGTGTAC
AAGACCCAACAATAATACAAGAAAAAGCATGAGGATAGGACCAGGACAAACGTTCTATGCAACAGGAGAAATA
ATAGGAGATATAAGACAGGCACATTGTAACATTACTAGAAATAAGTGGAATGAAACCTTAGAAAGAATAAAGA
GAAAATTAAGAGAACACTTCCCTAATAAAACAATARAATTTAAACCATCCTCAGGAGGGGATCCAGAAATTAC
AACACATAGTTTTAATTGTAATGGAGAATTTAAACAGCTTCAGACAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACTACTGTGCCTTGGAACT
CTAGTTGGAGTAATAAAACTCAAAATGATATTTGGGATAACATGACCTGGATGCAGTGGGATAGGGAAATTAA
TAATTACACAAACACAATATACAGGTTGCTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAACAAGACTTA
TTGGCATTAGACAAATGGGACAATTTGTGGAGTTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCTTTATCGTTTGCTATTAGTCTGTTTGATACCATAGCAATACACGTAGCTGAGGGAACA
GATAGGATTATAGAATTAGTACAAGGAATTTGTAGAGCTATCTACAACATACCTGTAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KX907427 
GGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAGAGAAGCAAGTCCCCCTCTATTTTGTGCAT
CAGATGCTAAAGCAGTTAAGACAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGACCCCAA
CCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGATCAGATG
CATCAGGATATAATTAGTTTATGGAGTCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTGTTACTT
TGGAGTGTAGTGAGCCTATCATTATTAGTAATGCTATCACTAGTACTACCAGTAGTAGTACTACCATAAATAA
AGAAATAAAGGAAGAAGTAAAAAATTGTTCTTTCAATATGACCACAGAGGTAAGAGATAAGAAAAATAAGGTA
CATGCACTTTTTTATAGACTTGATATAACACCACTTAATGAGGATAATAGTAGTAAGGAATATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGCCTAAAGGTCTCTTTTGAACCAATTCCTCTATATTTTTGTGC
TCCTGCGGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGAACAGGACCATGCACTAATGTCAGC
ACAGTACAATGTACTCATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAG
ACATAATAATTAGATCTGAAAATATCAGCAGCCAGTTTAAAAACATAATAGTACAACTTAACAAGTCTGTAGA
AATTGATTGTATAAGACCCAATAACAATACAAGAAAAAGCATAAGGATAGGACCAGGACAAACATTTTTTGCA
ACAGGAGCCATAATAGGAAATATAAGAAAGGCACAGTGTACTGTCAATGGAACAGAATGGAAAACAACTTTAA
AAAAGGTAGCTAAGAAATTATTAAAGCACTTCCCTAATAGGACAATAACATTTGCACCATCCGCAGGAGGGGA
CTTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCTCTA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATG
TGCCTTGGAACTCTAGTTGGAGTAACAAATCTCAAACGGATATATGGGATAACATGACCTGGATGCAGTGGGA
TAAAGAAATTAGTAATCACACAAGCATAATATACCAGCTACTTGAAGACTCGCAAATCCAGCAGGAGCGAAAT
GAAAAGGATTTATTAGCATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGATATATCACATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATCTTTGCTGTGCTTTCTGTAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTATTAACTTGCTTGATACCACAGCAATAGCAGCA
GCTGAAGGAACTGATAGGATTATAGAAGTCACACAAAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAG
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX907360 
GTAGATGGAAACCGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTAGAAAATGTAACAGAAAACTTTGACATATGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATTGAATTATGGGACCAAAGTCTAAAGCCATGTGTAACATTGACCCCACTCTGTG
TTACGCTAAATTGTACGGAGGTTACTAACAGTACAGGAACTAATAACAGAACAGTAAGGGTAGACATGAGGGA
AGAAATAAAAAATTGTTCTTTCAATATAACCACAGAACTAAGAGATAAGGAAAAGAAAATGCATGCACTTTTT
TATAGACTTGATATAGTACCACTTAGTCCACCTAGTGGGAAGGACAGTAAGAATAGTAATTATAGTGAGTATA
GGTTAATAAATTGTAATACCTCAGCCATAGCACGAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAAT



AATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGTTAAATGGTAGCC
TAGCAGAAAAAGATATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAA
TAAGCCTGTAGAAATTACGTGTACAAGACCCAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAG
ACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATATTAGCAAAAATAACTGGA
ATCACACTTTACAAATGGTAGGCAAAAAATTAGCAGAACGCTTTAATAGAACAATAACATTTAACAGTTCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGCGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTATAGAAAGATACCTGAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTAATAAACTCATCTGCA
CCACTACTTTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAGAAGATATCTGGGAGAACATGACCTGGAT
GCAGTGGGATAGAGAAATTAGTAATTACACAGGAATAATATACAGATTGCTTGAAGACTCGCAAATCCAGCAG
GACAAAAATGAAAAAGATTTGTTAGCATTGGACAGTTGGAACAGTCTGTGGACCTGGTTTGATATATCAAATT
GGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCA
ATAACAGTAGCTGAAGGAACAGATAGGATTATAGAAATAATACAAAGAATTTGTAGAGCTATCTACAACATAC
CTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HQ615973 
ACTACAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAGACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATACTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTAGTGATCAGATCAGTAATACCTACAATGCAACAGAGAGAATCAGTTCCAACAATACAGC
AATGAGAAATTGCTCTTTCAATGCAACCACAGAAATAAAGGGTAAAAAACGAACAAGGTATTCACTTTTTTAT
AAACTAGACCTAGTAGGACTTGATAACAGCAACAACAGTAGTGAATATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTTTCTTTTAACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGC
GATTCTAAAGTGTAATGATAAAGAATTCAAGGGGAAAGGACTATGCAGTAATGTCAGCCCAGTACAATGTACA
CATGGAATTAAGCCCGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATGATCA
GATCTGAAGATCTGAAAGACAATACCAAAACCATAATAGTACAACTTAACGAATCTGTGGAAATCAATTGTAC
CAGACCTAACAACAATACAAGAACGAGTGTGCGTATAGGACCAGGACAAACATTCTTTGCAACAGGTGACATA
ATAGGAAATATAAGACAAGCATATTGTACTGTCAATAGAACAGAATGGAATAACACCTTACAAAAGGTAAGGG
TACAATTAGGAAAACACTTCTTTAACAAATCAATAAATTTTGCTGGCCCCTCAGGAGGGGATCTAGAAATCAC
AACACATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAGAGATACCTA
AGGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACT
CTAGCTGGAGTAATAAATCTTACAGCGAGATATGGAACAACATGACCTGGCTGCAGTGGGATAAGGAAATTGA
CAATTACACACAAGTAATATATAGCCTAATTGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGATTTA
TTAGCATTGGACAAATGGGCAAATCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGGGGCTTAATAGGATTAAGAATAGTTTTTACTGTGCTTTCTATAATAAATAGAGTTAG
GCAGGGCTACTCACCTTTGTCTTTCGCTATTAGCCTGCTTGATACCATAGCAATAGTAGTAGCTGGCTGGACA
GATAGGGTTATAGAAATAGGACAAGGAATTGGCAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCT
TAGAAAGGGCTTTGCTATAA 
>AF361878 
GTGGGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGGATATGAGAAAGAAGTACATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
CCTCAACCCACACGAATTTGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGGAAAATGACATGGTAGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAGTGTACAAATGTTAACAGGACAGATAATGATACGAAGGGAGAAATAAAAAAGTGCTCTTTCAA
TGCAACCACAGAAATAAAAGATAGGAAACAGAATGTGTCTGCACTCTTTTATGCCCTTGATATAGTACAACTT
GGAGGGAAAAACAACAACACCTATAGATTAATAAATTGTAATACCTCAGTCATAACACAAGCCTGTCCAAAGG
TCTCTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTTAATGGGACAGGACCATGCAATAATGTGAGCACAGTACAATGTACACATGGAATTAAACCAGTGATATCA
ACTCAACTACTGTTAAATGGAAGCTTAGCAGAAAAAGAGATAGTAATTAGATCTAAAAATCTGACAGACAATG
TCAAAACAATAATAGTACATCTTAATGAGTCTGTGGAAATTACGTGTACAAGACCTAACAATAATACAAGGAA
AAGTATAAGGATAGGACCAGGACAAGCATTCTATGCTACAGGTGACATAATAGGAAATATAAGACAAGCACAT
TGTAACATTAGTGCAGATAAATGGAATAGAACTTTACAGATGGTAGGAGAAAAATTAGGAAAATTCTTCCCTA
ATAAAACAATAAGATTTGAACCAGCCTCAGGAGGGGATTTAGAAATCACAACACATAGCTTTAATTGCAGAGG
AGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAACTCCAGTTGGAGTAATAAATCTCAAG
AAGAAATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAGTTAGTAATTACACAGGCACAATATATAG
GTTGCTTGAAGACTCGCAAATCCGGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGACAAAT
CTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT



TGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTCTAGAAGTGATACAA
AGAATTTGTAGAGCTATTCGCAACATACCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KT022397 
GCTACAGAAGATTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGAAAGATGCAGAGACCACCTTATTTT
GTGCCTCAGATGCTAAAGCATATAAGACAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGCATTTAGAAAATGTCACAGAAAGCTTTAACATGTGGAAAAATCCCATGGTGGAG
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCAGTGCCCCTAATGTCACCACCATTAATGGCACCACCATTAATAGCACTGGGGGCCCAGA
AATGAAAAACTGCTCTTTCAATATAACCACAGAAATAAAAGATAAGAAAAAACAAGCGTATGCACTTTTTTAT
AGACTTGATATAGTACCAATAGATGATGATAGTAGTACTAATACCAGCTATAGATTAATAAATTGTAATACCT
CAGCCATTACACAGGCGTGTCCAAAGGTAAGCTTTGAGCCAATTCCCATTCATTATTGTGCCCCAGCTGGATT
TGCAATTCTAAAATGTAATGATAAGAGGTTCAATGGAACAGGTCCATGCAAAAATGTCAGCACAGTACAGTGT
ACACATGGGATTAAGCCAGTAGTGTCAACTCATTTGTTGCTGAATGGCAGTCTCGCAGAAGAAGAGATAATAA
TCAGATCTGAAAATATCACAAACAATGCCAAAACTATACTGGTACATCTTAACAAGACTGTAAAAATTAATTG
TACCAGGCCTAGCAACAATACACGAACAAGTGTGCCTATAGGACCAGGACGAGCATTCTATGCAACAGGTGCC
ATAACAGGGAATATAAGACAAGCACATTGTAATGTCAACAGATCAGAATGGAATATAACTTTACGAAAGGTAG
CTGAACAATTAAGAAAACACTTTGGGAATAAAACAGTCAGATTTGCTAAACCCTCAGGAGGGGATCTAGAAAT
CACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGAGTTTGGGGTTGCTCTGGAAGACACATTTGCACCACTACTGTGCACTGGA
ACTCTAGCTGGAGTAATAAATCTCTAGATGAGATTTGGGGTAATATGACCTGGATGGAGTGGGAAAGAGAAAT
TGACAATTACACAAGTTTAATATATAACTTAATTGAAGAATCGCAAACCCAGCAAGAAAAAAATGAAAAAGAA
CTATTGGAATTGGACAAATGGGCAAGTTTGTGGACTTGGTTTGACATAACACAATGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGCAAATAGAGT
TAGGCAGGGATACTCACCCCTATCATTTGCTATTAGCTTGTTTAATACCACAGCAATAGCAGTAGCTGAGGGG
ACAGATAGGATATTAGAAATAATACAAGGAGTTGGTAGAGCTTTTCTCCACATACCTAGAAGAATCCGACAGG
GCTTGGAAATAGCTTTGCTATAA 
>KT022398 
GCTGCAGACAATCTGTGGGTAACAGTGTATTATGGAGTACCTGTGTGGAAAGAAGCATCACCTCCTCTATTTT
GTGCATCAGATGCTAAGGCATATAGTACAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACCATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TAACTTTAAACTGTACTGATAGAATAGGGACCAATAACACCATAGGGACCAATAACACCATAGGAATAAAAAA
TTGTACTTTCAATATGACCACAGAATTAAGAGATAAGATGAAGAAAATATGGGCACTTTTTTATAAACTTGAT
GTAGTGCAAATAGATGGTAATAATAATACTAATAGTACTAATGCCAACTATACCAACTATAGATTAATAAATT
GTAATACCTCAACAGTAACACAAGCCTGTCCAAAGATCTCTTGGGAACCAATTCCGATATATTATTGTGCTCC
AGCGGGTTTTGCGATTCTAAAGTGTAATAACAAGACATTCAATGGAAAAGGACCATGCAATAATGTCAGCACA
GTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAG
AGATAATAATTAGATCTGAAAATATCACAGATAATGTAAAAACCATAATAGTACACCTTAATGAGTCTGTAAC
AATTATTTGCACAAGGCCCAACAATAATACAAGAAAAGGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGCGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTACTAAAGCACAATGGAATAAAACTTTAA
AAGGGGTAAGTGACAAATTAGCAAAGCACTTCCCTAACAAAACAATACAATTTGGACCACCATCCCCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAGCTTCAGACGAGAGTCCTGGCT
CTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGGAAACTCATCTGCACCACCA
CTGTGCCTTGGAACTCTAGTTGGAGTAATAGATCTTTCAATGACATTTGGGGAAATATGACCTGGATGGAGTG
GGAAAGAGAAATTGATAATTACACAGACTTAATATATGACTTAATTGAAAAATCGCAAAACCAGCAGGAAAAG
AATGAACAGGAGTTACTAGCATTGGACACGTGGTCAAGTTTGTGGAATTGGTTCAACATAACACAATGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCAGTAGTTTCTGT
AGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATCAGCTTGCTTAACACCACAGCAATAGTA
GTAGCTGAGGGAACAGATAGGATTATAGAAATAGGACAAAGAATTGGCAGGGCTATCCTCCACATACCTAGAA
GAATCAGGCAGGGCTTTGAAAGGGCTTTAATATAA 
>KT022415 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACAACTTTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGATTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAGAGTTTAAAGCCATGTGTAAAGTTGACCCCACTTTGTG
TTACTTTAAACTGTACAGATGCGGGTGCTACTAATGCTACTAATGCTACTATTACACCTGAAGAAATAAAAAA
TTGTACTTTCAATATGACCACAGAAATAAGAGATAAGAAAAAGAAGGTATCGGCACTTTTTTATAGGCTTGAT
ATAGTACCACTTGATAATAACAGTACTTATAGATTGATAAATTGTAATACCTCAGTCATAACACAAGCCTGTC
CAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATGA
TAATAAATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTG



GTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAAATGAGACACTCATTAAAGCTGAAAATATAACAG
ACAATGTTAAAACAATAATAGTACATCTTAAGGACCCTGTAGAAATTAACTGTACGAGACCCAACAATAATAC
AAGTAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGAAAGAATAATAGGAGATATAAGACAA
GCACATTGTAACATTAGTGGAGGCAAATGGAATAAAACTATAAACGAAGTAAAGGAAAAATTAAGAAATCACT
TCCCTAATAAAACAATAAAATTTAACTCATCTGCAGGAGGGGACCTAGAAGTTACAACACATAGTTTTAATTG
TAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAGGGATCAACAGCTCCTA
GGAATTTGGGGCTGCTCTGGAAAACTCATCTGTACCACTGCCGTGCCTTGGAACAATAGTTGGAGTAATAAAT
CTCAAGGGGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTACACAAACACAAT
CTACCAGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAGAATGAACAGGATTTATTAGCATTGGACAAGTGG
CAAAATTTGTGGACTTGGTTTGACATAACACATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGGTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCCTT
GTCGTTTGCTATTAATCTGCTTAATAGTACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTA
ATACAAAGAATTTGGAGAGCTATCTACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTAT
AA 
>DQ208443 
GTGATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCCGTGTGGAAAGAAGCAAACCCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAGTACAGAAATGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGTAAGAATGCTAATACTACCTACAATAATACCATGGAGGGAGAAATAAAAAATTGTTCTTT
CAATATGACCACAGAATTAAGAGATAAGAGAAAGAAGGTACATGCACTTTTTTATAGACTTGATATAGTACCA
CTTAATGAGGGGAATAACAACTCTAATGAGAGTAACCATTCTGTTGACTATAGATTAATAAATTGTAATACCT
CAGCCGTAACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATATATTATTGTGCTCCAGCGGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTCTCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAAAGATAATAA
TTAGATCTGAAAATCTGACAAACAGTGGTAAAACAATAATAGTACATCTTAAGACTCCTGTAAAAATTAATTG
TACGAGACCCAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAC
ATAATAGGAGACATAAGACAGGCACATTGCAACATTAGTGGAACAGAATGGAATAAAACTTTACAAGATGTGG
GTAAAGAATTAGCAAAGCACTTCCTTAATAAAACAATACAATTTAACCAATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGA
ACTCCAGTTGGAGTAATAAATCTCAGGATGAAATATGGGGGAACATGACCTGGATGCAATGGGATAAAGAAAT
TAGCAATTACTCACAAATAATATATAACCTACTTGAAGAATCGCAGTACCAGCAGGAAAAGAATGAACAAGAC
TTATTGGCATTAGACAAGTGGGCAAATCTGTGGAATTGGTTTAACATATCAAATTGGCTGTGGTATATAAAGC
TATTTATAATGATAGTAGGAGGCTTAATAGGAGTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGAGT
TAGGCAGGGGTACTCACCTTTGTCGTTTGCTATTAGCTTGCTTGATACCATAGCAATAGCAGTAGCTGGGGGG
ACAGATAGGGCTATAGAAATAGTACAAAGAGCTGTTAGAGCTGTTCTTAACATACCCACACGAATAAGACAGG
GCTTGGAAAGGGCTTTACTATAA 
>KX907404 
GTAATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAATCCTACTCCTACTC
TATTTTGTGCATCAGATGCTAAAGCATATGATACAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACC
CACGGACCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATG
GTGGACCAGATGCATGAGGATGTAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTCACTTTAAAATGTGTGAATATTACTAATGGTAATGTTACTGCTAATGGTACTACTGTTAAGGGTAC
TAATGGTAATGTTACCGATAATGGAGCAATGAAAAATTGCTCTTTCAATATAACCACAGAACTAAGAGATAAG
AAAAGGATGGTACATGCACTGTTTTATAGACTTGATATAGTGTCACTTGGTGAGAAGAATTCTAATGATAGCT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAGTTTTGACCCAATTCCTAT
ACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAAACATTTAATGGAACAGGACCATGC
ACTAATGTCAGCACAGTAACATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTA
GTCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATAAAAAACAATGCTAAAATAATAATGGTACATCT
TAATGACTCTGTAGAAATTAACTGTACGAGACCCAATAATAATACAAGAAAAAGTATAAGAATAGGACCAGGA
CAAACATTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGCAATATTAATGGAACAAAAT
GGAATAGTACTTTACAAAAGGTAAAGGAAGAATTAAAAAAGCATTTCCCTGATAAAGAGATAAAATTTGCACA
ACCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCA
AGAGTCCTTGCTCTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACCTCAGTGCCTTGGAACTCTAGTTGGAGTAATAGATCTCAAGAGGAGATCTGGAAAAACATGAC
CTGGATGCAATGGGAAAAAGAAATTGATAATTACACAGACACAATATATAAGTTGCTTGAAGTCTCGCAAAAC
CAGCAGGAACAAAATGAAAAAGATTTACTAGAATTGGACAAATGGCAAAATCTGTGGAGTTGGTTTGATATAA
CAAATTGGTTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGGATAATCTTTGC
TGTGCTTTCTGTAGTAAATAGAGTCAGGCAGGGATACTCACCCTTATCGTTGGCTATTAGCTTGCTTAACGCC



ACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTAATACAAAGACTTGGTAGGGGTATTCTCA
ATATACCTAGAAGAATCAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KX907402 
ACTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAATGCATAATATCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAAGGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGTTTATGGGATGATGCTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAATTGCACTGATAATAAAAATCTCACTGCGGCAGGAATGACAAACTGCACTTTCAAGATAACCCT
GAATAGAAGAGATAAGAAAAAGTCACAGTATGCACTTTTTAATAGACTTGATATAGAACCAATGGATGCTAAT
AACCAGAGTAGATTAATAAATTGTAATACCTCAGTCATTACACAGGCGTGTCCAAAGGTAACCTTTGAGCCAA
TTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAACGATAAGACTTTTAATGGGAAGGG
TCCATGCAAAAATGTTAGCACAGTACAGTGTACACATGGGATTAGGCCAGTAGTGTCAACTCAACTATTGTTG
AATGGCAGTCTAGCAGAAGAGGAAGTAATGATTAGATCTGAAAACTTCTCAAATAATGCTAAAATCATAATAG
TACAGCTTAATGAGTCTGTAGCAATTAATTGCATAAGGCCCTCCAATAATACAAGACAAAGTACACATCTGGG
ACCAGGGCGAGCACTCTATACAACAAACATAATAGGAGATATAAGGAAAGCATATTGTAATATTAGTGGAGAA
GAATGGAATAAAACTTTACAACAGGTAGCTAAGAAATTAGGAGACTTTTTTAACCTGACAGAAATAAATTTTA
AACCCTCCTCGGGAGGGGACCCAGAAATTACGCATCATAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCA
GGCAAGAGTCCTAGCTGTGGAAAGCTACCTAAGAGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAA
CACATTTGCACCACTAATGTGCCTTGGAATTCTAGCTGGAGTAATAAATCTCTAGACAAGATTTGGGATAACA
TGACCTGGATGGAGTGGGAAAAAGAAATAGACAATTACACAGGTTTAATATACAGCTTAATAGAAGAATCGCA
AATCCAGCAAGAAAGGAATGAAAAAGACCTATTGGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTAGC
ATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTT
TTGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGCCTGCTTGA
CTTTGTAGCAATAGCAGTAGCTGAGGGAACAGATAGAATCATAGAATTCATACAAAGAATTTGCAGAGCTATT
CGCAACGTACCTAGCAGAATAAGACAGGGTTTTGAAGCAGCTTTGCTATAA 
>KU168311 
GCAACAGATAATTTGTGGGTTACAATATATTATGGGGTGCCTGTATGGAAAGAAGCAAGTACCACTCTATTTT
GTGCATCAGATGCTAAATCATATGAACCAGAGGCGCATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAATCCACAAGAAATAGAACTAAAGAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGACCAGAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TCACTTTAAACTGCAAGAATACTACATGGAACAGCAACATTAGTGAAGAAATGAGAAACTGCTCTTTCAATAT
AACCACAGTAGTAAGGGATAGGAAAAAGCAAGAACATGCACTTTTTTATAGACTTGATACAGTAGGAATAGAT
GAATCTAAGAATACTTATAGGTTAATAAATTGTAATACCTCAGTCATTACACAGGCTTGTCCAAAGGTATCCT
TTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAATGATAAGAAGTTCAA
TGGAACAGGCCAATGCTCAAATGTTAGCACAGTACAATGTACACATGGAATCAGGCCAGTAGTGTCAACTCAA
TTACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATCATGATTAGATCTGAAAATTTCAAAGTCAATACTAAAA
ACATAATAGTGCAATTTAACAAATCTGTAGAAATTAAGTGTATAAGGCTTGGCAACAATACAAGAAAAAGTAT
ACATTTTGGACCAGGGCAGGCACTCTATGCAAATCACATAATAGGAAACATAAGAAAAGCATATTGTGAGATC
AATGGAACCTGGAATGACACTCTACAAAAAGTAGCTAAAAAATTAGAAAAACTCTATAACAAAAGCATAGTTT
TTGAACCAGCCTCAGGAGGGGACCCAGAAATTACAACACATAGTTTTAATTGTGGAGGGGAATTTAAACAGCT
CCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGG
AAACACATTTGCACCACCACTGTACCCTGGAACTCTAGTTGGAGTAGTAGATCTCTAGATGATATTTGGCAGA
ACATGACCTGGATGCAATGGGAGAAAGAAATTGAAAATTACACAGGTGTAATATACACCTTAATTGAAGAATC
ACAAATCCAGCAAGAAAAAAATGAAAAGGAATTATTAGAATTGGACAAATGGGCAAGTTTGTGGAATTGGTTT
GACATAACTAAATGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGTTTAATAGGTTTAAGAATAG
TTTTTGCTGTGCTTTCTATGGTAAATAGAGTTAGGCAGGGGTACTCACCTCTGTCATTTGCTGTTAGTTTGTA
TAACGCCATAGCAATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAAATAGCACAAAGAGTTTGTAGGGCT
ATTCTTAATATACCCAGAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTATAA 
>DQ912823 
GCTGCAGACAACTTGTGGGTTACTGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAKATGCTAAAGCATATAAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACGAGAAATACAACTAGAAAATGTTACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATGTAATTAGTCTATGGGACCAAAGTCTAAAGCCATGTGTAAAGTTAACCCCTCTCTGCG
TTACCTTAGAATGTTCTAATGTCAGAAATRACACCGTCAAAAATGGCACCGTTGACAGGGACATGCAAGGAGA
AATAAAAAACTGCTCTTTCAATATGACCACAGAAATARAGGATAAGAAACAGAAAATACATGCATTGTTTTAT
AAACTTGATGTGGTACAAATAGATGATATTAATAATACTAGTTCTAATACTACTAGCAGCTATAGATTAATAA
ATTGTAATACCTCAGCCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGC
CCCAGCTGGATTTGCAATTCTAAAATGTAATAATAAGACATTCAATGGGACGGGTCCATGCAGAAACGTCAGC
ACAGTACAGTGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAG
AAGAGATAATGATTAGATCTGAAAACCTCACAAACAATGCTAAAATCATAATAGTACAGCTTACGGAGGCTGT



GACAATTAATTGTACCAGACCTGGCAACAATACAAGAAAAGGTATACATATGGGACCAGGAAAAGTATTCTAT
GCAGCAGATGACATAGTAGGGGATATAAGACAAGCACATTGTAATATTAGTGAAGCAAAATGGAATGCAACTT
TACAACAGGTAGCTAAAAAATTAGGAGAACACTTTACCAATGCAACAATAATTTTTAAACCSTCCTCGGGAGG
GGACCCAGAAATTACAACACACAGCTTTAATTGTGGGGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCT
GTGGAAAGCTACCTAAAGGATCAACATCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTG
CTGTGCCCTGGAACTCTACCTGGAGTAATAAATCTTABGAGGAGATWTGGAATAACATGACCTGGATGGAGTG
GGAAAGGGAAATTGACAATTACACAGGGATAATATACAGCTTAATTGAAGGAGCGCAAACCCAGCAGGAAAAG
AATGAAMAAGAATTATTGGAATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTAGCATAACAAAATGGCTGT
GGTACATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCTGTGCTTTCTAT
AGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTGTTAGCTTGTTTAACGCCACAGCAATAGCA
GTAGCTGAGGGGACAGATAGGATTATAGAGTTAATACAAAGAGCTATTAGAGCTATTCTTCACATACCCACAC
GAATAAGACAGGGCTTAGAAAGGCTTTTGCTATAA 
>KT022404 
GCTGCAAACAATTTGTGGGTTACTGTTTATTATGGGGTACCTGTGTGGAAAGATGCAGAGACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAAATGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATATTTGGAAAATGTGACAGAACAGTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATACCGATGTAATCAGTCTATGGGACCAAAGCCTAAAACCATGTGTAGAACTAACCCCTCTCTGCG
TCACTTTAAATTGTAGCAACAAGGTCAATGTCAATGGCACTGTCATTGATACGAATGGCACAGAGAGCAACAT
GAGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATATAAAGAAGCAAGAATATGCACTTTTTTATAGA
CTTGATATAGTACCAATTAATAATAATAGCAATGAGTATATATTAATAAATTGTAATACCTCAGCCATTAAAC
AAGCATGCCCAAAGGTATCCTTTGAACCAATTCCTATACATTATTGTGTCCCAGCTGGATTTGCAATTCTAAA
ATGTAATGATAAGAGGTTCAATGGGACAGGTCCATGTAAAAATGTCAGCACAGTACAGTGTACACATGGAATT
AAGCCAGTAGTGTCAACTCAATTGTTGTTGAATGGCAGTCTAGCAGAAGAAGAAATAATAATTAGATCTGAAA
ATCTCACAAATAATGCAAAAACCATAATAGTACAGCTTAATCAGTCTGTAGCAATTAATTGTACCAGACCTAG
CAACAATACAAGAAAAAGTATACATATAGGACCAGGACGAGCATTCTATACAACAGGAGAAATTATAGGAGAT
ATAAGACAAGCACATTGTAATATCAGTAGATCAGATTGGAATAGAACTTTAAAAGAGGTAAGAGAACAATTAA
GAAAAGCTTTTAATAACAAAACAATATACTTTAATAGCTCCTCAGGAGGGGATCCAGAAATCACAACACATAG
TTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGAGTTTGGGGTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCTTGGAACGCTAGCTGGA
ATAATAAATCTCTAGATTATATTTGGCATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACAC
AAGTTTAATATACAACTTAATTGAAGAATCGCAAACCCAGCAGGAAAAGAATGAAAAAGAATTATTGGAATTG
GACAAATGGACAAATTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATGA
TAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTGATTTCTGTAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTATCGTTTGCTATCAATTTGCTTGATACCATAGCAATAGTAGTAGCTGGCTGGACAGATAGGGTC
ATAGAAATAGGACAAACAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATCAGACAGGGCTTAGAAAGAG
CTTTGCTATAA 
>KT022405 
GTTACAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAGGAAGCAAATGCCACTCTATTCT
GTGCATCAGATGCTAAATCATATAGCACAGAGGCACACAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGAACTAAATGTGACAGAAGACTTTAACATGTGGAAAAACAATATGGTGGACCAA
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAACTGCAGTGACCCTGTTAATGCTACCAATATTACTAGTATCAATAATGAAACTATTGTTGGTGGTAC
CGATAGTGACATAAAAAACTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGCAGAAGAAAGTATATGCA
CTTTTTTATAGACTTGATGTGGTACAAATAGATGGTTCTAATAGTTCTAATAGTTCTAATAGTTCTAGCTATA
GATTAATAAATTGTAATACCTCAGCCATTACACAGGCATGTCCAAAGATAACTTTTGAGCCAATTCCCATACA
TTATTGTGCCCCAGCTGGATATGCGATTCTAAAGTGTAGAGATAATAAGTTCAATGGAACAGGCCCATGCAAA
AATGTCAGCATAGTACAATGTACACATGGAATTAGACCAGTGGTGTCAACTCAACTGTTATTAAATGGCAGTC
TAGCAGAAGAAGAGATAATGATTAGATCTGAAAATCTCACAAATAATGCAAAAACCATAATAGTACACCTTAA
TAAGTCTGTAGAAATTAATTGCACAAGGCCCAACAATAATACAAGAAAAGGTGTACACATGGGACCAGGGCAA
GCACTTTATGCAACAAACGTAGTAGGAGACATAAGAAGAGCATATTGTACTATTAATAAAACAGAATGGAATA
AAACTCTACAACAGGTAGCTATAAAATTAGGAACCCTTTTTAACAAAACAATAATAAAATTTAACTCATCCGC
AGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGCTACCTAAGGGACCAACAGCTCCTAGGAGCCTGGGGTTGCTCTGGAAGACACATTTGCA
CCACTAATGTGCCCTGGAACACTAGCTGGAGTGGTAGATGGAGAAATAAAAATTTAAATGACATTTGGACTAA
CATGACATGGATGCAGTGGGAAAAAGAAATTGAAAATTACACAGGTCTAATATACACTTTAATTGAAGAATCG
CAAGTCCAGCAAGAAGACAGTGAGAAAAAACTATTGCAATTGGACCAATGGGACAGCTTGTGGAATTGGTTTG
ACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTCAATAGAGTTAGGCAGGGATATTCACCTCTGTCATTTGCTGTTAGCTTGTTT
GATACCATAGCAATAGCAGTAGCTGAGGGAACAGACAGGATTATAGCACTAGGACAAAGATTTGGTAGAGCTA
TTCTTAACATACCTAGAAGAATCAGGCAGGGCGCTGAAAGGGCTTTAGTATAA 



>KT022416 
GTGGCAGAAAAACCAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACTACCA
CTCTATTTTGTGCCTCAGATGCCAAAGCATATGAACCAGAGGCACATAATATATGGGCTACACATGCTTGTGT
ACCAACAGACCCCAACCCACAAGAAATGGAACTGAAAAATGTTACAGAAAATTTTAACATGTGGAAAAATAGC
ATGGTGGATCAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCC
CACTCTGTGTCACGTTAAACTGCACCGACTATAGCAACAACAGTACAAGTAATAGTACTAAAATAAAGGAAGA
AGAAAAAATGAAAAACTGTTCTTTTAATGTAACCACAACAGCAAGAGATCAGCTTAAGAAAGAACATGCACTT
TTTTATAGACTTGATGTGGAACCGTTAGGTAATAATAATACCAGTAATGATAGTAACAGTTATATATTAATAA
ATTGCAATACCTCAACCATTACACAGGCTTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGC
CCCAGCTGGATTTGCGATCCTAAAGTGTAGGGATAAAGAGTTCAATGGAACAGGGCCATGTAAGAATGTTAGC
ACAGTACAATGCACACATGGAATCAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGATGTAATAATTAGATCTGAAAATATCACAAACAATGCCAAAAACATAATAGTACAATTTAACAAGAGTGT
AAACATTAGTTGTATCAGACCTAACAACAATACAAGGAAAAGTGTACGTATAGGACCAGGACAAGCATACCAG
TTCTATGGTGAAATAATAGGGAATATAAGACAAGCATATTGTAACATTAGTAGAACAGACTGGAATACCACTT
TACAGCAGATAGCTAAAAAATTAGGAAACCTTTTTGAGAATAAGACAATAGTTTTTAATTCATCCTCAGGAGG
GGACCCAGAAATTACAACACACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGGGTCCTGGCT
GTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACCT
CTGTGCCCTGGAATATTAGTTGGAGTAATAAGTCCTTCAATGAAATCTGGAATGTAATGACCTGGATACAGTG
GGAAAAAGAAATTGACAATTACACAGGGGAAATATACAGATTAATTGAGGAATCACAAATCCAGCAAGACAAA
AATGAAAAAGAACTTTTAGAACTGGACAAATGGACAAGCTTGTGGAGTTGGTTTAGCATAACAAACTGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTTT
AGTAAATAGAGTTAGGCAGGGATATTCACCCCTATCATTTGCTGTTAGTTTGTTTGATACCCTAGCAATAGTA
ATAACTGGCTGGACAGATAGGGCTATAGAGATAGGACGAGGAATTGGTAGAGCTATCCTCAACATACCTAGAA
GAATCAGACAGGGCCTCGAAAGGTCTTTACTATAA 
>KT022417 
GTGGCAGAACATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGAAGGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGTACATAATATCTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAATAGGACTGGAAAATGTGACAGAAAACTTCAACATGTGGAAAAATAACATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCTTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGACTGCACTCATAGCATCACAGTTAACAACACTCATAACATCACAGTTAGCTCTAACAACACAGA
TAACCCGGAGGAAGGGGAGAGGAAAAACTGCTCTTTCAATATAACCACAGAGGTAATAGATAAGAAGAAGCAA
GTATATGCACTTTTTTACAAACCTGATATAGTACCAATAGACAATAATAATAGCAATAGCAATTATAGGTTAA
TAAATTGTAATACCTCAACCATTACACAAGCTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTG
TGCCCCAGCTGGTTATGCAATTCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGCCCATGCAAAAATGTC
AGCACGGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACACAACTGCTGTTGAATGGCAGTTTAGCAG
AAAAAGAGATCATAATTAGATCCGAAAATCTCACAAACAATGCTAAAATCATAATAGTACAGCTTAATGAATC
GGTGGCAATTAATTGTACAAGGCCCTACCGCAAGATAATACAAAAGACACCAATAGGATCAGGGCAAGCACTT
TTTACAGCCAGAAGAATAGTAGGAGACATAAGACAAGCACATTGTACCATTAGTGAAGCAGACTGGAAAGCCA
CTTTACAAAGGGTAGCTATAAAATTAGGAAACCTTCTTAATAAAACAATAATAGAGTTTCAACCATCCTCAGG
AGGGGACCTAGAAATTACAACACACAGTTTTAACTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAATCCTG
GCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCA
CTACCGTGCCCTGGAATTCTAGCTGGAGTAATAGGTCTCTAGATGATATTTGGCAGAACATGACTTGGATGGA
GTGGGAAAGGGAAATTGACAATTACACAGGCTTAATATATAGCTTAATTGAAGAATCGCAAATCCAGCAAGAA
AAAAATGAACAAGAGTTGTTGCAATTGGACAAGTGGGCAAGCTTGTGGAACTGGTTTAGCATAACAAAGTGGC
TGTGGTATATAAAGATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TTTAGTCAATAGAGTTAGGCAGGGATACTCACCTCTGTCATTAGCTATTAGTTTGCTTGATACCATAGCAATA
GCAATAGCTAGCTGGACAGATAGGGTTATAGAAATAGGACAAGAAATTGGTAGGGGTATCCTCCACATACCTA
GAAGAATCAGACAGGGTTTGGAAAGAGCTTTGCTATAA 
>KF716468 
GTTGCAGAGTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAAGCACCACTCTATTTTGTG
CATCAGATGCTAAAGCACATAAAGCAGAGGCTCATAATATCTGGGCTACACATGCCTGTGTACCAACAGATCC
CAATCCACAAGAAATAGAATTGGAAAATGTTACAGAAAACTTTAATATGTGGAAAAATAACATGGTGGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CATTAGACTGCACTGATGTTGTACCTGGAAATGGTACTGACCAACTGCAGGGAGAAATGAAAAATTGCTCTTT
CAACATGACCACAGTATTAAGAGATAAGCGACAGAAAGTACAGGCACTTTTTTATAGACTTGATGTAGTACAA
ATAGATAATAGTACTAATAATAATAGTAGGCATTATAGATTAATAAATTGCAATACCTCAGTCATTACACAGG
CTTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTG
TAGAGATAAGAGGTTTAATGGAACAGGCCCATGCAAAAATGTCAGCACAGTACAGTGTACGCATGGGATTAGG
CCAGTAGTATCAACTCAATTGCTGTTGAATGGCAGTTTAGCAGAAGAGGAGATAATAATTAGATCTGAAAATC
TCACAAAAAATACTAGAAACATAATAGTACAGCTTAAGGAGAATGTAACAATTGATTGTATAAGGCCCAACAA



CAATACAAGACAAAGTACACATATAGGACCAGGGCAAGCACTCTATACAACAGAAATAATAGGAAATATAAGA
CAAGCATATTGTAACATTAGTAAAAACAGCTGGGATAATACTTTACGAGAGGTAGCTACAAAATTAGGAAACC
TTCTTAAACTGGGAACAGTAAGATTTGAACCACCACCCCCAGGAGGGGACCCAGAAGTTACGACACATAGTTT
TAATTGCAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTAGAAAGCTACCTAAAGGATCAACAG
CTCCTAGGAGTCTGGGGTTGCTCTGGAAAACACATTTGCACCACCAATGTGCCCTGGAACTCTAGTTGGAGCA
ATAGGTCTCTAGAGGAGATTTGGGATAACATGACCTGGAGGGAGTGGGAAAGAGAGATTGACAATTACACAAG
CTTAATATACAGCTTAATTGAAGAATCGCAAACCCAGCAAGAAAAGAATGAACAAGAACTATTGAAATTGGAC
CAATGGGCAAGTTTGTGGAATTGGTTTAGTATAACAAAATGGCTGTGGTATATAAAAATATTCATAATAATAG
TAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTC
ACCTCTGTCATTTGCTATTAGTTTGCTTGATACCATCGCAATAGTAGTAGCTGGCTGGACAGATAGGATTATA
GAAATAGGACAAAGAATTGGTAGAGCTATCCTCCACATACCTAGAAGAGTCAGACAGGGCTTTGAAAGAGCTT
TGCTATAA 
>KU921748 
ACTGCAGAAAACTTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGAAAAGATGCAGAGACCACCTTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGG
CCCCAACCCACAAGAAATACGTTTGGGAAATGTGACAGAAGAGTTTAATATGTGGAAAAATAACATGGTAGAG
CAGATGCATACRGATGTAATTAGTCTATGGGACCAAAGCCTAAAGCCCTGTGTAAAGTTAACCCCTCTCTGTG
TTACTTTGAATTGTACCAATGCCCGTGTCAATGTCACGAGCAACTTCACGGGGGAATTGGAAAAGGGAGAAAA
CATAAAAAACTGCTCTTTCAATATGACCACAGAGCGAAGAGATAAAACAAGGAAAATATATTCACTTTTTTAT
AGACTTGATCTAGTACAAATTAGTGACAGTAGTACAAATAACAGTAGTGACAATAAGACAAAGGAGTATGAGA
AGTATGTATTAATAAATTGTAATACCTCAGCCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCTGCTGGTTTTGCGATCCTAAAGTGTAAGGAGAGCAATTACACTGGAACAGGGCCA
TGCAGAAATGTCAGCTCAGTCCAATGCACACATGGAATCAAGCCAGTAGTATCAACTCAACTGCTGTTGAATG
GCAGTCTAGCAGAAAAAGAGATAATGATTAGATCTGAAAATATCACAAACAATGCCAAAAATATATTAGTACA
ATTTGTAAATCCTGTGGAAATTAATTGTACCAGACCTAATAACAATACAAGACAAGGTGTACATATGGGACCA
GGACGAACATTCTTTACAAGTAACATAATAGGGGACATAAGGAAAGCATATTGTAATGTCAGTAGATCACAAT
GGAATGAAACTTTATCCCAGGTAGCTGTACAGTTAAGAAGACACTTTAAGAACGAAACAACAATAATATTTAC
TAGCTCCGCAGGAGAGAATCTAGAACTCACAACACACAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAG
GCGAGAATCCTGGCTGTGGAAAATTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAGAC
ACATTTGCACCACTAATGTGCCCTGAAATTCTAGCTGGAGTAATAAATCTCTAGAAGAGATTTGGGGTAACAT
GACCTGGCAACAATGGGAAAAAGAAATTGGCAATTACACAGAATTAATATACAGTTTAATTGAAGCATCGCAA
ACCCAGCAGGAAAAGAATGAAAAAGACTTATTAGAATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGATA
TAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTATAATAAATAGAGTTAGGCAGAGATACTCACCTTTGTCGTTCGCTATTAATCTACTTGAT
ACCATAGCAATAGCAACAGCTGAGGGGACAGATAGGGCTATAGAAATAGTACAAAGAATTGGTAGAGCTATTC
TTAATATACCCAGACGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>FJ866126 
GTTACAGGACAGTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTGCCAACAGA
TCCCAACCCACAAGAAATAAAACTAGGAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATGTAATCAATTTATGGGATCAAAGCTTAAAGCCATGTGTGAAATTAACCCCACTCTGTG
TCACTTTACACTGCACTAACTGGAATAGCACTGAAGGGAGGAATTGCACTGAAGGGAGGAATTGCACTGGACA
GAATTACACTATACAGGGGAATGATGACTTAGGAATGAAAAACTGCTCTTTCAATATAACTACAGAGATAAAA
GATAAGAAGAAGCAAGAATATGCACTTTTTTATAGGCTTGATGTGGTACCAATAGGTGATAATAATAGTAATA
ATAGCTATAGATTAATAAATTGTAATACCTCAGTCATTACACAGGCGTGTCCAAAGGTAACCTTTGAGCCAAT
TCCCATACATTATTGTGTCCCAGCTGGTTTTGCAATTCTAAAGTGTAATGATAAGACGTTCAATGGAACAGGG
CCATGCACGAATGTCAGCTCAGTACAATGCACACATGGAATCATGCCAGTAGTATCAACTCAACTGCTGTTAA
ATGGCAGTCTAGCAGAAGGCAATAAGGCAATGATTAGATCTGAAAATCTCACAGACAATGCCAAAAACATAAT
AGTACAATTTGCCAAGCCCGTACAAATTAATTGTACCAGGCCTAGCAACAATACAAGCAAAAGTGTACATATG
GGACCAGGACGAGCATTCTATGCAACAGATAAAATAACAGGGGATATAAGAAAAGCATATTGTACTGTTAAGG
AAACAGAATGGAATAACACTTTGCAAGAGGTAGCCCAACAATTAAGACAACACTTTGGAAACAAAACAATAAT
CTTTGCTAACTCCTCAGGAGGGGATTTAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCCGTGGAAAGCTACCTCAAGGATCAACAGCTCCTAGGAATATGGGGTTGCTCTG
GAAAACACATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGAGTAATAAATCTCTAGAGAAAATTTGGAA
TAACATGACCTGGAGGGAATGGGAAAGAGAAATTGACAATTACACAGGTTTAATATACAGTTTAATTGAAGAA
TCGCAAACCCAGCAAGAAAAAAATGAACAAAAACTATTGGAATTGGATCAATGGGCAAGTTTGTGGAATTGGT
TTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAAAAT
AGTTTTTGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGGTATTCACCTCTGTCGTTTGCTATTAGCTTA
CTTGATACCATAGCAATAGTAGTAGCTGACTGGACAGATAGGGTTATAGAATTAGGACAAACAATTTGTAGAG
CTATTCTCAACATACCTAGAAGGATTAGACAGGGCTTTGAAAGGGCTTTGCTATAA 



>HQ698035 
GCTCAAGAAAAATTGTGGGTTACTGTCTACTATGGGGTACCTGTGTGGAAAGATGCAGAGACCACCTTATTTT
GTGCATCAGATGCGAAAGCATATAAAACAGAAGTGCATAATATTTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAATAAAACTAGAAAATGTTACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTAGTGATGTCAATACCAATGTCAAGGTCAATGCCACTGTCGCTGACAACAGCACAGAAAT
GAAAAACTGCTCTTTCAATATGACCACAGAATTAAGGGATAAGAGAAAGCAAGTGTATTCACTTTTTTATAGA
CTTGATATAGTACAAATGGATACAGATAATAGTAGTCAGTATAGATTAATAAATTGTAATACCTCAACCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCT
AAAGTGTAACGATAAGGAATTCAATGGAACAGGGCCATGCAAAAATGTCAGCACAGTACAATGCACACATGGA
ATCAAGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAAATAATAGTTAGATCTG
AAAATATCACAAATAATGCTAAAGTCATAATAGTACAGCTTAATGAGTCTGTAGCAATTAATTGTACAAGGCC
CAACAACAATACAAGAAAAAGTATGCGTATAGGACCAGGACAAACATTCTATGCAATGGGTGACATAATAGGA
GATATAAGACAAGCATATTGTAATATTAGTGGAATAAGCTGGAATAAAACTTTACAACAGATAGCTAAAAAAT
TAGGAACCCTTTTGAATAAGACAACAATAATTTTTAGACCATCCTCGGGAGGGGACCCAGAAATTACAACACA
TACTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCT
GGAGTAATAAATCTCTAGAGGATATTTGGGATAACATGACCTGGATACAGTGGGAAAGAGAAATTGACAATTA
CACAAGTGTAATATATAGCTTACTTGAAGAATCGCAAACCCAGCAAGAAAAGAATGAACAAGAACTATTGCAA
TTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGGATAGTTTTTGCTGTGCTTTCTGTAGTGAATAGAGTCAGGCAGGG
ATACTCACCTTTGTCATTCGCTATTAGCTTGCTTGATACCATAGCAATAACAGTAGCTGGCTGGACAGATAGG
GTTATAGAACTAGGACAGAGACTTGGTAGAGCTCTTTTACACATACCTAGAAGAATTAGACAGGGCTTCGAAA
GGGCACTATTATAA 
>KF716481 
GTTACAGGAAAGCTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTTTATTTT
GTGCATCAGATGCTAAATCATATAACCCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAACAGA
CCCCAACCCACAAGAAGTAGAACTAAAAAATGTCACAGAATACTTTAACATGTGGAAAAATAACATGGTGGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTAATGTCACTGTCACTAATGCTACTACCACTGATAGGGACACAGGGATGACAAACTG
CTCTTTCAAAGTAACCACAGAACTAAGAGATAAGCAGAAAAAAGTACATGCACTTTTTTATAAACTTGATGTG
GTACAAATAAATGATAATGATAGTAACAGCTATAGACTAATAAATTGTAATACCTCAACCATTACACAGGCGT
GTCCAAAAGTAAACTTTGAACCAATTCCTATACATTACTGTGCCCCGGCTGGATTTGCAATTCTAAAATGTAA
TAATGAGACGTTCAATGGAATGGGCCCATGCAACAATGTCAGCACAGTACAGTGTACACATGGGATTAGGCCA
GTGGTGTCAACTCAGTTGTTGTTGAATGGCAGTCTAGCAGAAAAAGACATAATAATTAGTTCTGAAAATCTCA
CAAATAATGCTAAAAACATAATAGTAAAGTTTAATAAGGCTGTAACAATTGAATGCATAAGGCCCGCCAACAA
TACAAGACAAGGTATACACATAGGGCCAGGGCGAGCGTTCTTTACAGAAAAAATAATAGGAGATATAAGACAA
GCACATTGTAATGTGAGTAAAAGAGACTGGAGGAACATTTTAGGGCAGGTAAAGAAAGAATTAGACAAACTTC
TTAACAAAACAGTAGAATTTAATCAATCCTCGGGAGGGGACCTAGAAATTACAACACACAGCTTTAATTGTGG
AGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGA
GCTTGGGGATGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTG
TAGAGGAGATTTGGGAGAACATGACCTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAAGTCTAATATA
CACCTTAATTGAAGAATCGCAACTCCAGCAAGACAAAAATGAAAAAGACCTATTGCAATTGGACAGTTGGGCA
AGTTTGTGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTATC
ATTTGCTATTAGCTTGTTAAATACCATAGCAATAGCAGTAGCTGGGTGGACAGATAGGGTTATAGAATTAGGG
CAAAGACTTGGCAGAGCTATTCTCCACATACCTAGAAGAATTAGACAGGGCGCCGAAAGGGCTTTACTATAA 
>EF575459 
GGTGCAGAAAAGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGAAACTGAGGCACATAATATCTGGGCTACACATGCCTGTGTGCCAACAGACCC
CAACCCACAAGAAATAGAACTGCAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAGCAG
ATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTGTCA
CTTTAAACTGCACTGATTATAAGATGAATGAAACTAGCAATAATAATGTCACTAATGATAATGTCACTGATCC
GATGAAGATGGACAAAGGAGAAGTAAAAAACTGCTCTTTCAATGTAACCACAGTAATAAGAGATAAGCAGACG
AAAGTACATGCACTTTTTTATAAACTTGATGTGGTACAGATAAATAATGATAATAATAGTAAGGACAATACCA
GTTATAGATTAATAAATTGCAATACCTCAGCCATTACACAGGCTTGTCCAAAGGTAACCTTTGAGCCAATTCC
AATACATTATTGTGCCCCAGCTGGTTTTGCGATCCTAAAGTGTAGAGATAAGAAGTTCAATGGAACAGGGCCA
TGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAATTTCTGTTGAATG
GCAGTCTAGCAGAAGAAGACATCATAATTAGATCTGAAAATCTCACAAACAATGCTAAAACCATAATAGTACA
TCTTAATAAGCCTGTAGAAATTAGGTGTATAAGGCCCAGCAACAATACAAGACAAGGTACACATTTAGGACCA



GGGCAAGCACTCTTTACAACAGCAAAGATAATAGGAGACATAAGAAAAGCACATTGTAATATTAGTAGAACAG
ACTGGAATAACACTTTAAAAAAGGTAGCTGAAAAATTAGGAGACCTTTTCAACAACAAGACAATAATTTTTAA
TCAATCCTCAGGAGGGGACCCAGAAATTACAACACACAGCTTTAATTGCGGAGGGGAATTTAAGCAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAAGTTGGGGTTGCTCTGGAAAAC
ACATTTGCACCACCACTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTAGATGAGATTTGGAGCAACAT
GACCTGGATGGAGTGGGAAAGAGAAATAAACAATTACACAGGTTTAATATACAACTTGATTGAGGAATCGCAA
ACCCAGCAAGAAAAGAATGAACAGGAACTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCA
TAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGTTTT
TGCTGTGCTTTCATTAGTAAATAGAGTTAGGCAGGGATACTCACCCCTGTCGTTTGCTGTTAGCTTACTTGAT
GCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGATTTTGTAGAGCTATTC
TTAACATACCCAGACGAATAAGACAGGGCTTTGAAAGGGCTTTACTATAA 
>KC473845 
ACTGCAGATAATAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAGACCACTCTAT
TTTGTGCATCAGATGCTAAATCATATAGCACAGAGGCACATAATGTCTGGGCTACACATGCTTGTGTACCCAC
GGACCCCTATCCACAAGAATTAGAACTAAAAAATGTTACAGAAAACTTTAACATGTGGAAAAATGACATGGTG
GATCAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACACCACTCT
GTGTCACTTTAGACTGCAGTAATGTTACTGTTACTAATGGTACTGTTACTAATGGTACTACAGTGAGTAACAA
CAGCTTAGAATACTTAAGAGATGACATGAAAAACTGCTCTTTCAATGTAACCACAATACTAAGGGATAAGAAA
AAGCTAGAATATGCACTTTTTTATAGACTTGATATAGTAGAAATAGATAAGAATAGTAGTAATAAGAATAGTA
GTAATTATAGGTTAATAAATTGTAATACCACGACCATTACACAGGCTTGTCCAAAGGTATCTTTTGAGCCAAT
TCCCATACATTATTGCGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAAAAAGTTCAATGGAACAGGC
CTATGCAGAAATGTCAGCACAGTACAATGTACTCATGGGATCAAGCCAGTGGTGACAACTCAATTGCTGTTGA
ATGGCAGTCTAGCAGAAGAAAAAATCATGATTAGATCTGAAAATATTTCAGACAACATTAAAACCATAATAGT
ACAGCTTAATGAAACTATAAACATCACTTGTGTGAGGCCTGGCAACAATACAAGAAGAGGGATACATATGGGA
CCAGGGCAGGCACTTTATGCAACAGGCAAAATAATAGGAAACATAAGACAAGCACATTGTAATATTAGTAGAT
CAGCATGGAATAACACTTTGAGAAAGGTAGCTAAAGAATTAGAAAAATTGATTGGGAACGGAACAACAATAAA
TTTTAAACCATCATCAGGAGGGGATCCAGAAATTACAACACACAGTTTTAATTGTGGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTG
GAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAAACGCTAGAGGATATTTGGCA
AAACATGACCTGGATGCAATGGGAGAGAGAAATTGACAATTACACAGGTTTAATATACAACTTAATTGAAGAA
TCGCAACTCCAGCAAGAACAAAATGAAAAAGAACTATTAGAATTGGATAAATGGGCAAGTTTGTGGAATTGGT
TTAGCATAAGTAACTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAATAGGATTAAGAAT
AGTTTTTGCTGTGTTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCTCTATCATTTGCTATTAATTTG
CTTGATACAATAGCAATAGCAGTAGCTAATTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCCTTTAGAG
CTATTCTCCACGTACCTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTATAA 
>KU168306 
GCCTCAAATGACTTGTGGGTCACAGTCTATTATGGGGTACCTGCGTGGGAAGATGCAGATACTACTCTATTTT
GTGCATCTGAGGCTAAAGCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATACTCCTAAAAAATGTAACAGAAAATTTTAACATGTGGAAAAACAACATGGTAGAA
CAGATGAATGAGGATATAATCAGTTTATGGGATGAAAGCCTCAAACCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACARATATAACTAGTAGTGGAGGAAATACTASTAGTGGAGGAAATACTACTGTAAGCCC
TGAAGRAGAACAACTAAAAAACTGCTCTTTCAATGTAACCACAGAAATAAGGGATAGAAAAAGCAAAGAATAC
GCGCTTTTCTATAAACTTGATATAGTACAAATGRRTGAGRRTAGTAAKRATAGTACAARTAATTATAGGCTAA
TAAACTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTACTG
TGCCCCAGCTGGTTTTGCGCTTCTAAAGTGTAATGATACAAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTCTAGCAG
CAAAAGAAATAATGATTAGATCTGAAAACATCAGTGACAATGCCAAAACCATAATAGTACAACTTAACCAGTC
TGTAGCAATTAATTGTACCAGACCTAACAACAATACAAGGAAAAGTATACCCATAGGACCAGGACAAGCGATC
TATGCAACAGGTGAAATAATAGGCAACATAAGACAAGCACATTGTAATGTCAGTAGAGCAGATTGGAAGAAGA
CTTTACAAGAAGTACGCACACAACTAGGAAAACATTTTAAGAACAAAGCAATATACTTTAATAGCTCCTCAGG
AGGGGATATAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTGGAAAGGTACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCCTGGAATGCTAGTTGGAGTAATAAAACTTATAATGAGATTTGGAATAACATGACCTGGATACA
ATGGGAAAGGGAAATTAGCAATTACACACAACAAATATACGATCTGCTTGAAGAATCGCAAAACCAACAGGAG
AGAAATGAACAAGACTTATTGGCATTGGACAAATGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAATTGGC
TATGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTCGCTGTTAATTTACTTGATACCATAGCAATA
GTAATAGCTGGCTGGACAGATAGGGTCATAGAAATAGGACAGAGAATTTGTAGAGCTATTATCAACATACCTA
GAAGGATAAGACAAGGATTTGAAAGAGCTTTGCTATAA 
>EU513190 



GCCTCCTCGAACTTGTGGGTCACAGTATATTATGGAGTACCTGTGTGGGAAGATGCAAATACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATAGTACAGAAAGACATAACGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGCTATCTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGCTGACCCCTCTCTGTG
TTACTTTATCCTGTGCTACAGTAAATAGCACTAAAACCAACAATACCAGTGGGAATATAACAGGATCAGAACA
AATGAGAAACTGCTCTTTCAATATGACCACAGAAGTAAGCGATAGGAAGAAACAGGAATATGCACTTTTTTAT
AAACTTGATATAGTAAAAATGGATGATAAAAGTAATGATAGTTTGTATAGGATGATAAATTGTAATGTCTCAA
CCATAAAACAGGCTTGTCCAAAGGTGTCTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGC
GATTCTACAGTGTGAGGATGCGGAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAATTACTGCTGAATGGCAGTTTGGCAGAAGGAGAGATAATGATTA
GATCTGAAAACATCACAGACAACACCAAAACCATAGTAGTGCAGTTAATGAAGCCTGTACATATTACTTGTAT
CAGACCTAGCAATAATACAAGAAGAAGTATAAGTTCGGGACCAGGACAAGTGTTCTATACAACAGGTGAAATA
ATAGGAGGACGAGTAAGACAAGCACATTGTAATATTACAAAAAAGGACTGGGATAGTATGATAAAAAATGTAA
CTGCAAAACTAAATGAAACACTAGGAGGAAACTATACGAACATAACCTTTCAGCCACACTCAGGAGGGGACCT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTAGCTGTGGAA
AGATACCTGAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CCTGGAATGCTAGTTGGAGTAATAAATCTTATGAGGACATTTGGGAGAACATGACCTGGATAGAATGGGAAAG
AGAAATTAGCAATTATACACAGCAAATATACAGCCTAATTGAACAATCACAAAACCAGCAGGAAAAGAATGAA
CAAGAATTATTGGCATTGGACAAATGGGCAAGTTTGTGGAATTGGTTTGACATATCAAAATGGCTATGGTATA
TAAGAATATTTATAATGATAGTAGGAGGTCTAATAGGTTTAAGAATAGTTTTTACTGTGCTTAATATAATAAA
TAGAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTATTAATTTGGTTGATACAGTAGCAGTAGCAGTAGCT
AATTGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGGGCTTTTCTCAACGTACCTAGAAGGATAA
GACAAGGCTTCGAAAGAGCATTGCTATAA 
>GQ862780 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGACGCAGATACCTCTCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAGAGCCATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCTAGTCCACAAGAGATACATCTGGCAAATGTAACAGAAAATTTCAATGTGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAGGTTAACCCCTCTCTGTG
TTACTTTAACCTGCACTAATGTAAATGTAACTAATGCAACCAACAGTAGTCCTAACAATGACACTGTGCAAAA
CCCAGGAGGAGAAATAAAAAACTGCTCTTTCAATGTAACCACAGAGATAAGAGATAAAAGGAAGCAAGAATAC
GCGCTTTTCTATAGACTTGATATAGTGCCAATTAAGGATGGTAGTAATAAGAGTTATAGGCTAATAAATTGTA
ATGTCTCAGCCATTAAACAAGCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTGCTCCAGC
TGGTTTTGCGATTTTAAAATGTAATGATAAAAAATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACACAATTACTGCTGAATGGCAGTTTAGCAGAAGAAGAAA
TAGTGATTAGATCTGAAAACTTCACAAACAATGCTAGAACCATAATAGTGCAGCTTAATGAAACTATAAAGAT
TAATTGTACCAGACCCAACAACAATACAAGGAAAAGTATAAGAATTGGACCAGGACAAGCGTTCTATGCAACA
GGTGACATAATAGGAGATATAAGACAAGCAGAGTGTGAGGTTAATAGAACAGAATGGAAGAGGATAATACTTA
ATGTAAAAGAAAAACTAAAACAAAAGCTAAAAGAACAATACCCAGAGAAAAACATAACCTCTATGAACATAAC
CTTTATGCCACCCGCAGGAGGAGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAAATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTG
GAAAGCTCATCTGTACCACTAATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTTATAATGAAATTTGGGA
CAACATGACCTGGATAGAATGGGAGAGAGAAATTGACAATTACACAAAGCAAATATATAGCCTAATTGAAGAA
TCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTACTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGT
TTGACATAACAAGATGGCTATGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAAT
AGTGTTTACTGTATTTTCTCTAATAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTATTAATTTG
GTTGATACAGCAGCAATAGCAGTAGCTAACTGGACAGATAGGGTTATAGAAATAATACAAAGAACTTGTAGGG
CTTTTCTCAACGTACCTAGAAGGATAAGACAAGGCTTCGAAAGAGCATTGCTATAA 
>AF076474 
GCCAAAGAAAACTTGTGGATCACAGTATATTATGGGGTACCTGTGTGGAGAGACGCAAAAACCTCTCTATTTT
GTGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATAAATCTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATACAGATATAATCAGTCTATGGGATCAAAGTCTAAAACCATGTGTACAGATAACCCCACTCTGTG
TTACTCTAGAGTGTAGTAAGATAAATATAACCAATAACAGTACAGATAAGGCAAATGTAACCAATAATGATGC
AGAGATGAGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAGGAAAAAGAAAGAATATGCACTTTTT
TATAAACATGATTTAGTGCCAATTACCAATGAAACCAAAACCTTTATACTAATACATTGCAATACCTCAACCA
TTACACAGGCTTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGAT
TCTAAAATGTAAGGATAAAGCGTTCAATGGGACAGGGCCATGCAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAGACCAGTGGTAACAACTCAACTGCTGCTAAATGGCAGTCTAGCAGAGGGAGAGATAATAATTAGGT
CTGAAAATATCACAGAGAATACAAAAAACATAATAGTACAGCTTAATGAAACTGTAGAAATTAATTGTACAAG
GCCAAACAACAATACAAGGAAAGGTATACGTATAGGACCAGGAAGAGTGATTTATGCAACAAGTGCCATAACA



GGAGACATAAGACAGGCACATTGTAACATCAGTAAAGAACAATGGAATAGGACTTTAGAAAGGGTAAAGGAAA
AATTAGGAAGACACTTTAAGAATAAAACAATAACATTTAAACCAGCCTCAGGAGGGGACCCAGAAGTTACAAT
GCATATTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATATGGGGCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCCTGGAATTCTA
GCTGGAGTAATAAATCTCAGGAGGACATTTGGAGCAACATGACCTGGATGCAGTGGGAAAAAGAGATTAGCAA
TTACACAAACACAATATACTGGTTACTTGAAGAATCACAAAACCAGCAGGAAAAGAATGAACAAGAATTATTG
GCATTGGACAAGTGGGCGAGTCTGTGGAGTTGGTTTGACATATCAAAATGGCTATGGTATATAAGAATATTTA
TAATGATAGTAGGAGGTTTGATAGGCTTAAGAATATTTTTTGCTGTTCTTTCTATGGTAAATAGAGTTAGGCA
GGGATACTCACCTTTATCTTTTGCTATTAGTTTGCTTGATGCAGTAGCAATAGCAGTAGCTAACTGGACAGAT
AGGGTTATAGAAGTAGTACAAAGAGTTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGGCTTTGATTTAA 
>KP718933 
GTTGCAGGACAATTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGGAAAGATGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAGGCATATAAGACAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGGTCCTGGAAAATGTAACAGAGAACTTTAATATGTGGGAAAATGACATGGTAGAT
CAGATGCATACAGACATAATCAGTTTATGGGATCAAAGCTTACAGCCATGTGTAAAACTAACCCCACTCTGTG
TTACTTTAAAATGTACAAACGCTACTAGTACCAACAGTAGCAACGTGGAGAACATAGGAGAAATAAAAAACTG
CTCTTTCAATATAACTACAGAAATAAGAGATAAGAGACAGAAAGAATACGCGCTTTTCTATAAACTTGATATA
GTACCACTTAATGAAAATGATGGTACAGAATATAGGCTAATACACTGTAATACCTCGGTCATTACGCAAGCTT
GCCCAAAGATAGACTTTGAACCCATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGCAA
CAATAAAACATTTAATGGAACAGGACCATGCAGGAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCA
GTGATATCAACTCAACTACTGCTAAATGGAAGTCTAGCACAAGGACAGGTCATAATTAGATCTAAAAACATCA
CAGACAATACTAAAAACATAATAGTACAGCTTAATGAGACTGTAGAAATTAACTGTACCAGGCCTAATAATAA
TACGAGAACAGGTGTACATATAGGACCAGGACGAGCATTCTATGCAACAAGTGACATCATAGGAGACATAAGA
CAAGCACATTGTAGCATTAGTAAAACAGCATGGAACAAGACTTTAGGCCTTGTAGTTGAACAATTAAGAAAAC
ATTTTGGCCAGGATAAAACAATCATTTTTAATCCATCCTCAGGAGGGGATATAGAAATTACAACACATAGTTT
TAATTGTAGAGGAGAATTTAAACAGCTCCAGGCACGAATCCTAGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTGGGGATTTGGGGATGCTCGGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCCAGCTGGAGTA
ATAAATCTTACGATGACATTTGGAACAACATGACTTGGATGGAATGGGAAAGACAAATTGACAATTACACAGA
GGTAATATACAATTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTGAGC
AAATGGGACAGTCTATGGAGTTGGTTTAGTATAACAAACTGGCTGTGGTATATTAAAATATTCATAATGATAG
TAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTCTGTCGTTTGCTATCTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTGGGTGGACAGATAGGGTTATA
GAAATAGGACAAAGAGTTCTTAGGGGTATTCTCCACGTACCTAGAAGAATTAGACAAGGCCTAGAAAATTTTT
TGCTATAG 
>MN486016 
GCTGCAGACAAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCAGCAGATGCTAAAGCATATGATACCGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAAAACTACTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTGAAACCATGTGTAAAATTAAYCCCACTATGTG
TTRCYTYAAATTGTACTGATKRGAGAAGAARTAATACTAATGTCACTTATAATACTAATGTCACTGGTACGAT
AGAAAATGGAGAAATAAAAAACTGCTCCTTCAATGTCACCACAGATGTAAGAGATAAGGTAAAGAAAGAATAT
GCACTTTTTAATAAACTTGATGTAGTACCAATTGATAATAGTAGTGAGTATAGATTAATACATTGTAATACCT
CAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAGACGTTCAGTGGAACAGGACCATGTACAAATGTCAGCACAGTACAGTGT
ACACATGGAATTAAGCCAGTAGTGTCGACCCAACTGTTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAGTAA
TTAGATCTGAAAATATCACAAATAATATAAAAAACATAATAGTACAACTGAACAACTCTGTACAAATTAATTG
TACAAGACCCRGTAACAATACAAGAAAAGGTATACATATAGGGCCAGGGAGAGCATTTTATGCAACAACAGAC
ATAATAGGAGATATAAGAAAAGCACATTGTAATATTAGTAGATCTGCATGGAATAAAACTTTAAACCAGGTAG
TTGCAAAACTACAGGAACACTTTAAGAATAAAACAATATTTTTTCAGCCATCTTCAGGAGGGGATCCAGAAAT
TACTACTCATAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTCTGGAAAGATAT
CTAAGGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTACCGTGCCCTGGA
ATGTTAGTTGGAGCAATAATAAATCTTACGATGACATCTGGAATAATATGACCTGGATGGAGTGGGAAAGAGA
AATTGACAATTACACAGACTTAATATACAACTTGCTTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAA
GATTTATTGGCATTGGATAAGTGGGACAGTTTGTGGAATTGGTTTARCATAACAAAATGGCTGTGGTATATAA
AAATATTTATAATGATAGTAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCTGTGCTTACTGTAATAAAGAG
AGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTACTAGTTTGCTTGATACCCTAGCAATAGTAATAGCTGGC
TGGACAGACAGGGTTATAGAAATAGGCCAAAGAATTTGGAGAGCTATTTGCAACATACCTAGAAGAATCAGAC
AAGGTTTAGAAGGGGCTTTGTTATAA 
>MH746256 



GTCATAGGAGAATCGTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACTACTCTAT
TTTGTGCATCAGATGCTAAATCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCAAC
AGACCCCAACCCACAAGAGATACTTCTAGAAAATGTCACAGAAAACTTTAACATGTGGAAAAATAACATGGTG
GAACAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAACCATGTGTAAAAATAACCCCACTCT
GTGTCACTTTACACTGCACTAACGTGACAAATACCACTAATGCCACTAATGCCACTGCTAAGGGAGAAATAGG
AATGACAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAGCAAGCATATGCACTTTTTTAT
AAACTTGATGTGGTCCAAATAGATAAGGAGGATAATACCTATAGATTAATAAATTGTAATACCTCAGCCATTA
CACAGGCATGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCT
AAAATGTAATGATAACAAGTTCAATGGGACGGGTCCATGCAAAAACGTCAGCACAGTACAGTGTACGCATGGA
ATTAAGCCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAAAAGAAGACATAATAATTAGATCTG
AAAATCTCACAAAGAATGATAAAATCATAATAGTACAGCTTAATGAGTCTGTAACAATTAATTGCACAAGACC
CCATAACAATACAAGACAGGGTATACATATGGGACCAGGGAGGGCACTCTTCACAACAGATATAGTAGGAGAT
ATAAGAAAAGCACATTGTAACATTAGTGGAATAAGTTGGAATAGAACCTTACAACGAGTAGCTAAAAAATTAA
GAGACCTTCTTAACAAGACAACAATAAATTTTAAACCATCTTCGGGAGGGGACCTAGAAATTACAACACACAG
CTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAACTACCTAAAGGATCAA
CAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCTTGGAACTCTAGCTGGA
GTAATAAATCTATAGAGCAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGAGAAATCGACAATTACAC
AGGATTAATATATAGCTTAATTGAAGAATCGCAAACCCAGCAAGAAAGGAATGAACAAGAACTATTGCAATTG
GACAAATGGGCAAGTTTGTGGAATTGGTTTAACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTCTGCTGTACTTTCTTTAGTAAATAGAGTTAGGCAGGGATA
TTCACCTCTCTCGTTTGCTATTAGCTTGCTTAATGCCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTT
ATAGAAATAGCACAAAGAGCTGTTAGAGCTGTTCTTAACATACCCAGACGAATAAGACAGGGCGCAGAAAGGG
CTTTAGTATAA 
>AY371166 
GCCTCAAATAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGGAAGATGCAGATACCACTCTATTTT
GTGCCTCTGATGCTAAAGCATATAGCACTGAAAGTCATAATGTTTGGGCCACACATGCATGTGTACCTACAGA
CCCCAACCCACGAGAATTGACTCTGCCAAATGTAACAGAAACTTTTGATATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGACATAATCAGCTTATGGGATGAAAGTCTAAAACCATGTGTAAAGCTCACCCCTCTCTGTG
TTACTTTAACGTGTAAGGATCTAAATGTAACCAGCAGTAGCAATACCAGCAATAATACTAGTACTGTGGTGGA
AAAACAAGAAATAAAAAACTGCTCTTTCAATATAACCACAGAAGTAAGAGATAAGCGTAGGCAAGAATACGCG
CTTTTCTATAAACTTGATATGGTACAAATTAATGATGATAATAATACTAGTACTTATAGGTTAATAAATTGTA
ATGTCTCAACCATTAAACAGGCTTGCCCAAAGGTGTCTTTTGAACCAATTCCCATACACTATTGTGCTCCAGC
TGGTTTTGCAATTCTAAAGTGCAACGATCCCGAGTTTAATGGAACAGGGCCATGCACAAATGTCAGCACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGTTGTTAAATGGAAGTCTAGCAACAAATCAGA
CAATGATCAGATTTCAAAATATCTCAGACAATGCCAAAAGCATAATAGTACAGCTTAAAGAGCCTGTAAAAAT
CAACTGTAGCAGACCAGGCAATAATACAAGAAAAAGTATACGTATAGGACCAGGACAAGCATTCTATGCAACA
GGTGATATAATAGGAGATATAAGACAAGCACATTGTAATATTAGTGCAGCAGAATGGACTAAAACTTTAGATG
AGGTAGCTGAACAATTAAGAGAACACCTAAACAAAAGCGCAATAAATTTTGAACCAGCTTCAGGAGGAGACAT
GGAAATTACAACACACATGTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAAGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGTCCCACTAATGTGC
CTTGGAACGCTAGTTGGAGTAACAAATCCTTTAGTGAAATTTGGGATAACATGACTTGGATAGAATGGGAAAG
GGAAATTAACAATTACACAAACCACATATACAGCCTAATTGAAGAGTCACAAAACCAGCAGGAAAAGAATGAA
CAAGACTTATTGGCGTTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCACATTGGCTATGGTATA
TAAAAATATTTATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAATTTGCTTGATACAGTAGCAATAGCAGTAGCT
GAGTGGACAGATAGAGTTATAGAAGTAGTACAAAGAGCAGGAAGAGCTGTCCTCCACATACCTAGAAGAATCA
GACAGGGCTTTGAAAGGGCTTTGCTGTAA 
>MH705159 
GCTACAGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAGACCACTTTATTTT
GCGCATCTGATGCTAAATCATATAGTACTGAAAGCCATAATGTCTGGGCTACACATGCTTGTGTACCCACAGA
CCCAAACCCACAAGAGATAACACTGGAAAATGTAACAGAAAACTTTAATATGTGGGAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATCAGTGTATGGGATGAAAGCTTAAAACCATGTGTAAAATTGACCCCTCTCTGTG
TTACTCTAAATTGTACTGATGCAATATCCAGTAATAATAGCAACAATTCTAATAGTTCTGCTAACTCTCCTGT
TGAGATGAAAAACTGCTCTTTCAATATAACCACAGAAATAAGGGATAAGAGGAAGAAAGAATACGCGATGTTC
TATAGACAAGATGTAGTACCAATTAATAGTAATAATAGTGCTACTGATTATATTCTAATAAATTGTAATACCT
CAGTCATTAAACAGGCTTGTCCAAAGGTGTCTTTTCAACCAATTCCCATACATTATTGCGCCCCAGCTGGTTT
TGCGATTCTAAAATGTAATGACAGGGAGTTCAATGGAACAGGACCATGCAAAAATGTCAGTACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTACTACTAAATGGCAGTACAGCAGAAGGAGAAATAATAA
TTAGATCTAAAAATATCTCAGACAATGCTAAAACCATAATAGTACAATTTAATAAAACTGTAGGAATTAATTG
TAGCAGACCTGGCAATAATACAAGAAAAGGTATACACTTAGGACCAGGACAAGTGCTCTATGCAACAGGGGAA



ATAATAGGAAATATAAGACAAGCTCATTGTAACATTAGTAAAACAGACTGGAATAACACTCTAAGTAAGGTAG
TTGCAAAACTAAGAGAATACTTTAATACAACAATAGAATTTCGACCATCCTCAGGAGGAGACCAAGAAATTAT
GACACATAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGATACCTA
CAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACT
CTAGTTGGAGTAATAAATCTTATGATGAGATTTGGGAAAACATGACCTGGGTAGAATGGGAGAGAGAAATTGA
CAATTACACAGGAATAATATACAATCTAATTGAAGAAGCACAAAACCAGCAGGAAAAGAATGAACATGACTTA
TTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTGCTGTAGTAAATAGAGTTAG
GCAGGGATACTCACCTTTATCATTGGCTATTTCTTTGCTTGATGCTACAGCAATAGCAGTAGCTGGGTGGACA
GATAGGGTTATAGAAATAGGAAGAGCTTTTCTACACATACCTAGAAGAATCAGACAGGGCTTTGAAAGAGCTT
TGCTATAA 
>GQ365652 
GTAAGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACATTAAACTGCAGTAATGCTAACAGAACTAGTACCCACAGTACCTCCCTTACTAACGGAACTAGTAACCA
CAGTATCGACAATGGTGCCATGGAAGAAATAAAAAATTGCTCTTTCAATATGACCACAGTACTACAAGATAAG
AGACAGAAGGTACATGCACTTTTTTATAAAATTGATGTAGTGCCACTTGATGATGAGACTTCTGGTAATGAAA
CTTTTGGTAATTATAGATTAATAAATTGTAATACCTCAGCCGTAACACAAGCCTGTCCAAAGGTCTCTTTTGA
CCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTTAGTGGA
AAAGGACCATGCAATAATGTCAGCACAGTACAGTGTACACATGGGATTAAGCCAGTAGTGTCAACCCAACTAC
TGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATTAGATCTAAAAATATAACAGACAATGCTAAAACAAT
AATAGTACATCTTAATGAATCTGTAACAATTACTTGTACAAGACCCAACAATAATACAAGAACAAGTATAAGG
ATAGGACCAGGACAAACATTCTTTGCAACAGGAGACATAATAGGAGATATAAGAAAAGCATATTGTAACATTA
ATAGAACAGCATGGAATAACACTTTACAAAGGGTAAAGGATAAATTAAAAGAACACTTCCCTAATAAAACTAT
AACCTTTACAAGTCACTCAGGAGGGGACTTAGAAGTTACAACACATAGCTTCAATTGTAGAGGAGAATTTAAG
CAGCTTCAGACAAGAGTCCTGGCTATARAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAGGTCTGAAGAAGATATTTG
GAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAGATTGCTTGAA
GCCTCGCAAAACCAGCAGGAAAAAAATGAACAAGATTTATTAGCATTAGACAAATGGAAAAATCTGTGGTCTT
GGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGTTTAAG
AATAATTTTTGCTGTGCTCTCTGTAGTGAATAGAATTAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGT
CTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAAGAATTTGGA
GAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAGTAA 
>GQ365650 
GTAATGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGACGCTAAAGCATATGATACAGAAGTGCATAATGTTTGGGCCACACATGCATGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTCTTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATGGCATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAACCTGCACTGATTTGAAGAATGCTACTAACACCACTAGTACTAGGGCACAGGGGAGAGAGGAGAA
AATGAAAAGTGAAATGAAAAATTGCTCTTTCAATATTACCACAGACCTAAGAGATAAGGTAAAGAAAGAATAT
GCATTGCTTTATAAACTTGATATAACACCAATAGACAAAGATAGTAATAGTACTAGCTATAGGTTGATAAGTT
GTAACACCTCAGTCATTACACAAGCCTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAACAATAAGACATTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGCACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTGATTAGATCCGCCAATTTCACGGACAATGCTAAAATCATAATAGTACATCTAAATGAATCTGTAGA
AATCAATTGCACCAGACCCAACAACAATACAAGAAGAAGTATATCTATAGGACCTGGCAGAGCATTTTATGCA
ACAGGAGGCATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAACAAAATGGGATAACACTTTAA
GACAGATAGTGGAAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTATTTAATCAGTCCTCAGGAGGGGA
TCCAGAAATTGTAAAGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTTCAG
TACCTTGGAACTCTAGTTGGAGTAATAAATCTCTAGAGGATATTTGGGATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTAGTAATTACACAGATACAATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAACAAT
GAACAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGT
GAATAGAGTTAGGAAGGGATACTCACCCTTGTCGTTGGCTATTAGTCTGCTTGATACTTTAGCAATAGCAGTA
GGTGAAGGAACAGATAGAATTATAGGAGTAATACAAAGAATTTGTAGAGGTATCTGCAACATACCTAGAAGAA
TAAGACAAGGCTTGGAGGCAGCTTTGCAATAA 
>JN692478 



GTAAGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAATCCACAAGAAATGGTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAACCTGTAGTAACGCGAATACCACTGGTGCTACTAAGAATGTCACTAGTGGTACTAATAGTACTAG
TTGGGAAAAGATGGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGTATAGGAAAAAAGGTAAAG
AAAGAATATGCATTGTTTAATAGACTTGATGTAGTACAAGTAGATGATGATAATACAAGCTATATGTTGATAA
GTTGTAACACCTCAGTCCTTACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATACATTATTGTGC
CCCGGCTGGTTTTGCGATTCTAAAGTGCAATGATAAGAAATTCAATGGATCAGGACCATGTACAAATGTCAGC
ACGGTACAATGCACACATGGAATTAGGCCGGTAGTGTCAACTCAACTACTGCTAAATGGCAGTTTGGCAGAAG
AAGAGGTAGTAGTTAGGTCAAAAAATTTCTCGGACAATGCTAAAACCATAATAGTACAGTTGAATGAAACTGT
AGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGATGGGGGAGAGCATTTTAT
GCAACAGGAGAAATAATAGGAAATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAATAACACTT
TAAAACAGATAGTTGAAAAATTAAGAGAACACTATGGGAATGGAACAATAGTCTTTAATAAATCTTCAGGAGG
GGACCCAGAAATTGTAATGCACAGTTTCAATTGTGGAGGGGAATTTAAGCAGCTTCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCGTGGAACGAAAGTTGGAGTAATAAATCTCTTAAGGATATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAATAAGTACACAACCACAATATACCAGTTGCTTGAAGACTCGCAAAACCAGCAAGAAAAA
AATGAACAGGATTTATTAGCATTGGACAAGTGGCAAGATCTATGGAATTGGTTTAGCATAACAAATTGGCTGT
GGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGT
AGTAAATAGAGTCAGGCAGGGATACTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCA
GTAGCTGAGGGAACAGATAGGATTATAGAAGTAGCACAAGGAATCGGGAGAGCTATCTACAACATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC596068 
GCTGAAGAAAACAAATTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTAT
TTTGTGCATCAGATGCTAAAGCATATAAAACAGAGGCACATAATGTTTGGGCCACGCATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAAGTAGAATTGGAAAATGTGACAGAACCATTTAATATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATGTCATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAACTAACCCCACTCT
GTGTCACTTTAAACTGCAGTAATTGGAAGAACAATAGTACAAATACCAATGGTACTACTAATAATAATAATAG
TAGTTTGAGAATGATGGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGTATAGGGAAAAAGGGG
GTGCGGAGGGAACATGCACTTTTTAATAAACTTGATGTAGTACCAATAGAAGATGATAATAGTAGTTATATGT
TGGTAAGTTGTAACACCTCAGTCATTACAAGTGCCTGCCCAAAGGCATCCTTTGAACCAATTCCCATACATTA
TTGTGCCCCGGCTGGTTTTGCGATTCTATTATGTAAGGATAAGAAATTCAATGGAACAGAAATATGTAAAAAT
GTCAGCACAGTGCAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTGAATGGCAGTTTAG
CAGAAGGAGAGGTAATGGTTAGATCTGAAAATTTCTCGCAGAATCATAAAATCATAATAGTACAGTTGAACGA
AACTGTAGAAATTAATTGTACAAGACCCGGCAACAATACAAGGAAAGGGATACATCTGGCATGGGGAAGAACA
TTTTATGCAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGGAGCAAAATGGAACA
AAACTTTAAAACAGATAGCTATGAAATTAGGAGGACAATTTAATAATAAAACAATAATCTTTGAGCCCTCATC
AGGAGGGGACCCAGAAATTGCGATGTACAGTTTTAATTGTGGAGGGGAATTCAAACAACTCCAGGCAAGAGTC
CTAGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCA
CCACCTCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGAAATCTGGGATAACATGACCTGGAT
AGAGTGGGAAAGACAAATTGACAATTACACAGTAGAGATATATAACTTACTTGAAAAATCGCAAAACCAACAG
GAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGACTTGGTTTAACATAACAAATT
GGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGTTTGATAGGTTTAAGAATAATTTTTGCTATAAT
CTCTATAGTAAGAAGGGTTAGGCAGGGATACTCACCCTTGTCATTTGCCATTAGTCTGCTTGATACTACAGCA
ATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAGTAATACAAGGAATTTGGAGGGCTATCTGCAACATAC
CTACCAGAATAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KJ849795 
GCTGCAGACAATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAGCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGACATAATCAGTTTATGGGATCAAAGCCTAAGGCCATGTGTACAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATAATCTTTCTAATGCCACTATTAATGCCACTAGAAATTGGAAACTAGAGGAAAA
AGGAGAAATAAAAAACTGCTCTTTCAATGTCACCACAAGCATAACAGATAGGATTCGGAAAGAATATGCACTT
TTTTATAAACTTGATGTAGAACCAATAGATAATAATATTAACAGTACTAACAATTATACCAGCTATAGGTTGA
CAAAGTGTAACACCTCAGTCATAAAACAGGCCTGTCCAAAGGTATCATTTGATCCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAGGGGAAAAGGAGAATGTAACAATGTC
AGCACAGTACAATGCACACATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTGTTAAATGGCAGTCTAGCAG
AAGGAGAGGTAGTAGTCAGATCTAAAAATTTCACGGACAATGCTAAAATCATAATAGTACAGCTAAATGAGAC
TGTAAAAATTAATTGCACAAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTT



TATACAACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAAGAGACTGGAATGACA
CTTTAAAAAAGGTAGTTATAAAATTAAGAGAACAACTTGAGAAGAAGAACACAACAATAGTCTTTAATCATTC
CTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTAGAGGGGAGTTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTTCTGTGCCTTGGAATACCAGTTGGAGTAATAAATCTCTGGATGACATCTGGGGTAACATGACCTG
GATGCAATGGGACAAGGAAATTAACAATTACACAAACTTAATATATAGCTTACTTGAAGAATCGCAGAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTGGATAAATGGGCAAACTTGTGGAATTGGTTTGACATATCAA
ATTGGCTGTGGTATATAAGGATATTCATAATGATAATAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGT
GCTTTCTGTAGTGAAAAAAGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTCAGCTTGCTTAATACCACA
GCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAATAGTACAGGGAGCTTGCAGAGCTGTTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KT427778 
GTGGCGGGGACATTGTGGGTCACAGTATATTATGGAGTGCCTGTGTATAGAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAAGTGCACAATGTTTGGGCTACACATGCTTGTGTACCCACAGA
CCCCAATCCACATGAAATGTTTTTGGAAAATGTAACAGAAAGTTTTAACATGTGGGAAAATGACATGGTGGAG
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACTTTAAACTGCACGGACGCGAATACGACCATGAGTACCAATGATACCATGAAGGGAGAAATAAAAAATTG
TACTTTCAATATGACCACAGAAGTAAGAGATAAGAAAAAGCAGGTACATGCACTTTTTTATAGGCTAGATGTA
GTACCACTTACTGATAATAAGAACACTTCTAGTGAGTATAGATTAATAAATTGTAATACCTCAGCCATAACAC
AGGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCAGGTTATGCGATTCTAAA
GTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTATTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGATCTAAAA
ATATAACARACAATGTCAAAACAATAATAGTRCATCTTAAGGAACCTGTAGAAATTAATTGTACGAGACCCAA
CAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGARCCATAATAGGAGAC
ATAAGACAAGCACATTGTAACATTACTAAAGCAGCATGGAATARAACATTACAAGATGTAGGTAGAAAATTAG
CAAAGTACTTTAGTAATAAAACAATACAATTTMAAGAACACTCAGGAGGAGACTTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTTCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAACGCTAGTTGGA
GTAATAAATCTCAAGAGGAGATTTGGAATAACATGACCTGGATGCAATGGGATAGAGAAATTAATAATTATAC
AGACATGATATACAGGTTGCTTGAAGTCTCGCAAAACCAGCAGGAAAAAAATGAACAGGATTTATTAGCATTG
GACAAATGGCAAGGCCTGTGGAATTGGTTTAACATAACACATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAAAAGAGTTAGGCAGGGATA
CTCACCCTTGTCGTTTGCTACTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAAGTAATACAAACAATTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACGGGGCTTTGAAGCAG
CTTTGCAATAA 
>KT427760 
GCCGAGGAACGATTGTGGGTCACAGTGTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGCCACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAGTAGTAATGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATAAGGATATAATTAGTTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTATGTCAATGGTACCACGAGTAGTAATGCTACTAATACCAATAGTAGTTTGAA
CATAGAGGAGGGAGACATGAAAAACTGCTCTTTCAATACCACAAACATAGTAAATAAGATGAAGGAAGATTAT
GCACTTTTTCATAAACTTGATGTAGTACCCATAGAAGAAAAAGAAAATAATACAAGCTATATGTTGATAAGTT
GTAACACCTCAGTCAGTACACAGGCCTGTCCAAAAGTATCCTTTGAACCAATTCCCATATATTATTGTGCCCC
AGCTGGTTTTGCGATTCTAAAATGTAATGATAAGAAATTCAATGGAACAGGACCATGTACAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAG
AGGTAGTAATTAGATCTGAAAATTTCACGGAGAATGCTAAAAACATAATAGTACAGCTGAATGAATCTGTAGA
AATTACTTGTATAAGGCCCGGCAATAATACAAGAAAAAGTATACATTTAGGACCAGGGAGAGCATTTTATGCA
ACAGGAGATATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGGAAAATGGGAAAACACTTTAC
GAAAGGTAGCTAGGAAATTAGGAGAACAATTTGGCAATACATCAATCATCTTTAATCAATCCTCAGGTGGAGA
TCCAGAGGTTGTAAGCCACATTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATA
GAAAGATACCTAAAAGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTAATG
TACCTTGGAACCTCAGTTGGAGTGAGAGTTGGAATGGGAGAAATCTATCAGATATTTGGGACAATATGACCTG
GATGCAGTGGGATACAGAAATTAATAATTACACACAAACAATATACCGGTTGCTTGAAGAATCGCAAATCCAG
CAGGAGAAAAATGAAAAGGATCTATTAGCACTGGACAGTTGGAATAACTTATGGAATTGGTTTAGCATATCAA
ACTGGCTGTGGTACATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTGCTTGATACTACA
GCAATAGTAGTGGCTGAGGGAACAGATAGAATTATAGAATTAGTACAAAGAATTTATAGAGCTATCTGCAATA
TACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>MG571985 



GCTGCAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAACCACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATGCCACAGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGAATTGGTAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTACAGTTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATCTTAATAATGTTAATGCCACTAGGAATGTCACTAAGAATTTAGAGGAAAAAGG
AGACATAAAAAACTGCTCATTCAATGCCTCCACAAGCATAACAGATAGGGTTCGGAAGGAATATGCATTTTTT
CATACACTTGATATAGAACCAATAGATAATACTAACAGTACCAGTTATAGGTTGACAAAGTGTAACACCTCAG
TCATAAAACAGGCCTGTCCAAAGGTATCATTTGATCCAATTCCCATACATTATGGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAAGGATAAGACATTCAGTGGAAAAGGAGAATGTAACAATGTCAGCACAGTACAATGCACA
CATGGAATTAGGCCAGTAGTGTCAACTCAATTGCTATTAAATGGCAGTCTAGCAGAAGAAGAAATAGTAGTCA
GATCAAAAAATTTCTCGGACAATGCTAAAATCATAATAGTACAGCTGAATGAGACTGTACAAATTAATTGCAC
AAGACCCAACAACAATACAAGAAAAAGTATAACTATAGGACCAGGGAGAGCATTTTATACAACAGGAGAGATA
ATAGGAGATATAAGACAAGCACATTGTAATCTTAGTAGAGAAGCATGGAGTGACACTTTAAAAAGGGTAGCTA
CAAAATTAAAAGAACAACTTAAGAACACCACAACAATAGTCTTTAATCCTTCCTCAGGAGGGGACCCAGAAAT
TGTAATGCACAGTTTTAATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGA
ATACCAGTTGGAGTAATAAATCTTTCAATTACATCTGGGATAACATGACCTGGATGCAGTGGGACAAGGAAAT
TAACAATTACACAGGATTAATATATAAATTACTTGAAGAATCGCAGAACCAACAAGACAAGAATGAACAAGAA
TTATTGGAATTAGATAAGTGGGCAAACTTGTGGAATTGGTTTGATATAACAAATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGTTTTCTATAGTGAATAGAGT
TAGGCAGGGATATTCACCATTATCGTTTGCTGTCAGCTTGCTTAATACCACAGCTGTAGTAGTAGCTGAGGGG
ACAGATAGGATTATAGAAATAGTACAGAGAGCCTACAGAGCTGTCCTCCACGTACCTAGAAGAATAAGACAGG
GCTTAGAAAGGGCTTTGCTATAA 
>HM100716 
GTAATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAGGATATAGTTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTACAATGCTACTAACACTAATAGTAGCATGGGAACCATGGAGRGAGGAGAAAT
AAAAAATTGCTCTTTCAATGTCACCACAAGAATAAGAGATAAGGTGCAGAAAGAATATGCANTTTTTTATAAA
CTTGATGTAACACCAATAAGAAATGATAATACTAGCTATAGGTTGATAAGTTGTAACACCTCAGTCATTACAC
AAGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAA
GTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTGCAATGCACACATGGAATT
AGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCCGCCA
ATTTCACGAACAATGCTAAAATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTACAAGACCCAA
CAACAATACAAGAAAAAGTATACATATAGGACCAGGCAAAGCATTTTATGCAACAGGAGAAATAATAGGAAAT
ATAAGACAAGCATATTGTAACATTAGTAGAACAGCATGGGGAAAAACNCTACGAGAGGTAAGTAGAAAATTAG
CAGAGCACTTCCCTAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGAAATTGTAACGCACAG
TTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAA
CAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGAATTTGAGTTGGA
GTAATAAATCTCAAGAGGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACAC
AAACACAATATACAGGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAAAAATGAACAGGATTTATTAGCATTG
GACAAGTGGCAAAATCTGTGGACTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGA
TAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATA
CTCACCCTTGTCGTTTGCTATTAGTCTGCTTGATACTACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT
ATAGAAGTAATACAAGGAATTTGGAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTGCAATAA 
>AP005206 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAGAT
CAGATGCAGGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAAAATGTGGAAATGTTAGCAGTAATGGTACTGGTACCTACAATGAGACCTACAATGATGAGATAAA
GAATTGCTCTTTCAATGCAACCACATTATTAACAGATAGGAAGAATACAGTGTATGCACTTTTTTATAGACTT
GATATAGTACCCCTGGATGATGAGAACTCTGGTAAGAACTCTAGTAACTCTAGTGAGTATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCAC
TCCAGCTGGGTATGCGCTTCTAAAGTGTAAAGATAAGGCATTCAATGGGACAGGACAATGCCATAATGTTAGC
ACGGTACAATGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
GAGAGGTAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTCATGAATCTGT
AGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGGCAAACATTCTAT



GCAACAGGAGACATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAATAAATGGAATGAAACTT
TACAGAGGGTAGGTAAAAAATTAGCAGAACTCTTCCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCT
ATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTG
CTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAACAAGAGATTTGGGATAACATGACCTGGATGCAGTG
GGATAAGGAAATTAGTAACTACACAGACACAATATACAGTTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGA
AATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTAACATAACAAATTGGCTGT
GGTATATAAGGATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGGTTGATACCATAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAATTAGTACAAAGACTTTGTAGAGCTATCTACAACGTACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC898976 
GCTGAAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCTACCCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGCTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAAATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTAACTGTTAATGTTAGCAATGCAAATGCTAGCAGTGTAAATGTTAGTAATAA
TAGTACTGGTAATGAGACCTACCAGAAGAGCATGGAGGAAATGAAAAATTGCTCTTTCAATACAACCACAGTA
TTAAGAGATAGGAAGCAGACAGAGTATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGAGACTAACT
CTAGTAAAAACGGTAGTGATTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAA
GGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATCCTAAAGTGTAATGATAAG
GCATTCAATGGGACAGGACCATGCCATAATGTTAGTACAGTACAATGTACACATGGGATTAAGCCAGTGGTAT
CAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAAATAATAATTAGGTCTGAAAATCTGACAAACAA
TGCCAAGACAATAATAGTGCATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGA
AAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGGCATAATAGGAGACATAAGACAAGCAC
ATTGTAACATTAGTAAAGATAAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCAGAACACTTCCC
TAATAAAACAATAAAATTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAATGCATAGCTTTAATTGTAGA
GGGGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGA
TTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACGCTGGAACTCCAGTTGGAGTAACAGAACTCA
AAAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAATTACACAAACACAATATAC
GAGTTGCTTGAGGAATCGCAACACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAA
ATCTATGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTT
GATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCG
TTGGCTATTAGTCTGGTTGATACCATAGCAATAGCAGTAGGAGAAGGAACAGATAGGATTATAAACATAGTAC
AAGGACTTTGTAGAGCTATCCGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC898977 
GTGGGAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAAAGTTAACAATAAGGTTGTTACCTACAATGGGACCTACAATGATGGGATCTACAA
TGAGAGTGTGCAGGAAATAAAAAATTGCTCTTTCAATACAACCACAGTATTAAGAGATAGGAAGCAGACAGTG
TATGCGCTTTTCTATAGACTTGATATAGTACCACTTAATGAGAAGAAATCTAGTGACAACTCTAGTGAGTATT
ATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCTTGTCCAAAGGTCACTTTTGATCCAATTCCTAT
ACATTATTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGC
CATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACACAACTACTGTTAAATGGTA
GCCTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATATAACAAACAATGTCAAAACAATAATAGCACATCT
TAAAGAACCTGTAGAGATTATATGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGA
CAAACATTCTATGCAACAGGAGAAATAATAGGAAACATAAGACAAGCACATTGTAACATTAATACAGAGAAGT
GGAATAAAACTTTACAAGGGGTAGAAGACAAATTAAGAAAACACTTCCCTAATAAAACAATAAGATTTGCATC
AGCCTCAGGAGGAGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACA
AGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAGGAGAAATTTGGGATAATATGAC
CTGGATGCAGTGGGATAAAGAAATTAGTAATTACACAAACACAATATACAAGTTGCTTGAAGAATCGCAAAAC
CAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAA
CAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGC
TGTGCTCTCCATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTTTGCTTGATGCC
ACAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAACTTAGTACAAAGAATTTGTAGAGCTATCCTCA
GCATACCTAGAAGAGTAAGACAGGGCTTGGAAGCAGCTTTGCAATAA 
>KC899006 



GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAGATGTTAAAAATGTTGATGTTAAAAATAGTAGCAGTAAAAATGTTAGCAGTAATAG
TAATAGTACCTACAATGAGAACATGGAGGAAATAAAAAATTGCTCTTTCAATGCAACCACAATATTAACAGAT
AGAAAGCAGACAGTGTATGCACTTTTTTATAGACTAGATATAGAACCACTTAATCAGAAGAACTCTAGTGAGA
ATTCTAGTGAGTATGAGTATTATAGATTAATAACTTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGT
CACGTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGATTCTACAGTGTAATGATAAGGCA
TTCAATGGGACAGGACCATGCAATAATGTGAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAGATAGTAATCAGATCTGAAAATCTGACAAACAATGT
CAAAACAATAATAGTACAGCTTAATGAATCTGTAGAAATTGTCTGCACAAGACCCAACAATAATACAAGAAAA
AGTGTAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACATT
GTAACATTAGTAGAGCTAAATGGAATCAAACTTTACAAAGGGTAAGTAACAAATTAGCAAAACACTTCCCTAA
TAAAACAATAAAATTTGCAGCAGCCTCAGGAGGGGATCTAGAAATTACAATGCATAGCTTTAATTGCAGAGGA
GAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATTT
GGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTTACAA
TGAGATTTGGGACAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACAGG
CTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAACAATC
TATGGAATTGGTTTGGCATAACAAAGTGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTGAT
AGGTTTAAGAATAATTTTTGCTGTGCTATCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTT
GCTGTTAGTTTGCTCAATACTACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATAGTACAAA
GAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>KC898978 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGAAT
CAGATGCAGGAGGATGTAATTAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAGCAGGAATAGTACTGGTACCTACAATGAGAATGGGAAGGAAATAAAAAA
TTGCTCTTTCAATGCAACCACAATATTAAGAGATAGGAAGCAGACAGTGTATGCACTTTTTTATGGACTTGAT
ATAGAGCCACTTAATAAGTCTAGTAAGAATTCTAGTGAGTATTATAGATTAATAACTTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCACGTTTGATCCAATTCCTATACATTACTGCGCTCCAGCTGGTTATGTGAT
TCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCCATAATGTTAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGAAATAGTAATCAGAT
CTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACAGCTTAAGGAACCTGTAGGAATTGTGTGTACAAG
ACCCAACAATAATAAAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATA
GGAGACATAAGACAAGCATATTGTAACATTAATGGAAGTAAATGGAATGAAACTTTACAAAAGGTAGGTAAAA
AATTAGCAGAACATTTCCCTAATAAAACAATAAAATTTGCATCATCCTCAGGAGGGGATCTAGAAGTTACAAC
ACATAGCTTTAATTGCAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCA
GTTGGAGTAACAAATCTCAAGATGAGATTTGGGGCAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTG
GCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTTA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTGTAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTGTTAGTTTGCTCAATACCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAATAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTG
AAGTAGCTTTGCAATAA 
>EU363841 
GTGAAAGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATAGAAAATGTAACAGAAAATTTTAACATGTGGAATAATGATATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTGAAAACAATGGGAGCTACACTGAGATAAAAAATTGCTCTTTTAATACAAC
CACATTCTTAAGAGATAGACAGAAGACAATGTATGCACTTTTTTATAGACTTGATATAGTACCCCTTAATGAT
AAGAACTCTAGTGAGAACTCTAGTGAGTATTATAGGTTAATAAATTGTAATACCTCAGCCATAACACAAGCCT
GTCCAAAGGTCACGTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGTGATTCTAAAGTGTAA
TGATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACGGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAGATAATAATTAAATCTGAAAATCTGA
CAAACAATGCCAAAACAATACTGGTACATCTTAATCAGTCTGTAGAAATTGTATGTACAAGACCCAACAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATCATAGGAGACATAAGA



CAAGCACATTGTAACATTAGTAAAGATAAATGGAATGAAGCTTTACAGGGGGTAAGTAAAAAATTAGCAGAAC
ACTTCCCTAATAAAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTTATCTGCACTACTAATGTACCTTGGAACTCCAGTTGGAGTAACA
AATCTCAACATGAGATTTGGGATAACATGACCTGGATGCAGTGGGACAAGGAAATTAGTAATTACACAAACAC
AATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGT
TGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTGACTATTAGTCTGTTTGATACCTTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAAAC
ATAGTACAAGGAATTTGTAGAGCTATCCACAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
TATAA 
>EU363838 
GTGAGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATAGAAAATGTAACAGAAGATTTTAACATGTGGAAAAATAATATGGTAGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTAAATGTTACCCACAATGTAACCCACGACAATGCAACCCACGATGAGATGGA
AGAGATAAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAAGCAGAAGACAGTGTTTGCACTTTTT
TATAGACTTGACATAGTACCACTTAATGATAGTAACTCTAGTAGGTATTATAGATTAATAAATTGTAATACCT
CAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGAAAGGACCATGCAATAATGTTAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGCTAAATGGTAGCCTAGCAGAAGAAGAGATAATAA
TTAGATCAGAGAATCTGACAGACAATGCCAAAACAATAATAGTGCATCTTAATCAATCTGTAGAAATTGTATG
TACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAA
ATCATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAGCTAAATGGAATGAAACTTTACAGAAGGTAA
GTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGA
ACTCCAGTTGGAGTAACAAAACCCAACAAGAGATCTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAAT
TAATAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAATAAATGAAAAGGAG
TTATTAGCATTGGATAGTTGGAAAAATTTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTATTATTAGGCTGATTGATACCCTAGCAATAGCAGTAGGTGAAGGA
ACAGATAGGATTATAAGCATAGGACAAGGAATTTGTAGAGCTATCCGCAACGTACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCATTGCAATAA 
>HQ700003 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGCTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAGTGTAGAAATGTTACCTACAATGAAAGCATGGGGGAAATAAAAAATTGCTCTTTCAATGCAAC
CACAGTATTAAGAGATAGGAAGCAGACAGTGTATGCACCTTTTTATAGACTTGATATAGCACCACTTGATAAG
GAGAACTCTAGTAAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAACCT
GTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAA
GGATGAGACATTCAATGGGACAGGACCATGTCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATATGA
CAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAACAATAA
TACGAGAAAAAGTATAAGGATAGGACCAGGACGAACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGA
CAAGCACATTGTAACATTAGTAAAGACAAATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCAGAAT
ACTTCCCTAATAAAACAATAAAATTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAA
TTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAGACTCATCTGCACCACTGCTGTACCTTGGAACTCCAGTTGGAGTAACA
AAACTAAAGAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACAC
AATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGT
TGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
TTTGTCGTTTGCTGTTAGTTTGCTCAACGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTAGCACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGC
AATAA 
>KF835521 



GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCTTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGGAAAATGACATGGTAAAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGATTAACCCCACTCTGTG
TTACCTTAAATTGCACAAATTTGACTGCTAATAGTACTACCAATAATAAAATAGAGGTAGGAGAGATGAGGAA
CTGCTCTTTCAATATCACCACAACCATAAAAACTAAGGTGAAAGACTATGCATATTTTTATAATCTTGATTTA
GTACAAATAAATAAGAGTGATAATAGTACTTATAGGTTGATAAGTTGTAACACCTCAGTCATTACACAAGCTT
GTCCAAAGGTATCCTTTGAGCCAATCCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
CAATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGACCA
GTAGTGTCAACTCAACTGTTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAGTAATTAGATCTAGCAATTTCA
CAAACAATGCTAAAATCATAATAGTACAGCTGAATAAGTCTGTAGAAATTAATTGTACAAGACCCAACAACAA
TACAAGAAAAAGTATACATCTAGGACAAGGGAAAGCTTGGTATGCAACAGGAGACATAATAGGGGACATAAGA
CAAGCACATTGTAACATTAGTAGAAACAAATGGAATGAAGCTTTACAAAGGGTAAGTAAAAAATTAGCAGAAC
AGTTCCCTAATAAAACAATAAAATTTACATCATCCTCAGGAGGAGATCTAGAAATTACAACACATAGCTTTAC
TTGTGGAGGGGAATTTAAGCAGCTTCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATA
AATCCCTAGATCAGATTTGGAATAATATGACATGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAGA
AATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACTAGACTTATTGGAATTGGATAAG
TGGGCAAGCTTGTGGAATTGGTTTGATATATCAAATTGGCTGTGGTATATAAAAATGTTCATAATAATAGTAG
GAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACC
ACTATCGTTAGCTGTTAGCTTGCTCAATACCACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAA
GTAGTACAAAGAGTTTTTAGAGCTATTCTGCACATACCTACAAGAATAAGACAAGGCTTAGAAAGGGCTTTAC
TATAA 
>KF835525 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAC
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACATTAGAATGTGGAAATGTTAATCAGACCTCCAATAACACTCGGACCTCCAATGAGACCTCCAATAATGT
GACCTACAATGAAATGAAAAATTGCTCTTTCAATGCAACCACAGTATTAAGAGATAGGGAGCAGAAAGTGTAT
GCACTTTTTTATAAACTTGATATAGTACCACTTAATGAAAACTCTGGGGAGAACTCTAGTAACTCTAGTGGGT
ATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCC
TATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACGTTCAATGGAACGGGACCA
TGTACAAATGTCAGTACAGTACAGTGTACGCATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATG
GTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAGACAATACCAAAACAATAATAGTACA
TCTTAAGGAATCTGTAGAAATTGAATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGACATAATAGGAAATATAAGACAAGCATATTGTATCATTAATAAAACTG
AATGGAAGGAAACTTTAGTAAGTAAAAAATTAGCAGAACACTTCCCTAATGCAACAGAAATAGAATTTGCACC
ATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCA
CGAGTGCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCA
TCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCGAGCAGAGATCTGGGATAACATGAC
CTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGGCATAATATATGGGTTGCTTGAAGAATCGCAAAAC
CAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATAT
CAAAATGGCTGTGGTATATACAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTGAATAGGGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGCTTGCTTAATGCC
ACAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCACAAAGAATCTATAGAGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCCTTGAAAGAGCTTTGCTATAA 
>KF835526 
GTGAGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGAGGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAT
CAGATGCATGAAGATGTAATTAATTTATGGGATCAAAGTCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAGAATGTAGAAATGTTAGCAATAATGATACCTATGGGTCCATGAAAAATTGCTCTTTCAATGCAAC
CACAGTAGTAAGAGATAGGAGACAGTCAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTGATAAG
AATTCTAGTGACAACTCTAGTGGATATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAATCCTGTC
CAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCTGCTGGTTATGCGCTTCTAAAGTGTAATGA
TAAGACATTCAATGGAACAGGACCATGCTATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTG
GTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAAGAGAGATAATAATTAGATCTGAAAATCTGACAA
ATAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTGTAAGACCCAACAATAATAC
AAGAAAGAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAGGTAATAGGAGACATAAGACAA



GCATATTGTAACATTAGTGAAGATAAATGGAAGGAAACTTTACAAAGGGTCAGTAAAAAATTAGCAGAACACT
TCCCCAATAAAACAATAAAATTTGCATCAGCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAACTG
TAGAGGAGAATTTAAGCAGCTCCAGACACGAGTGCTGGCCATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAAT
CTCAAGAGGAAATTTGGGGTAACATGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAAACACAAT
ATATAAGTTGCTTGAAGACTCGCAAAGCCAGCAGGAAAGAAATGAAAAAGATTTACTAGCATTGGACAGTTGG
AACAATCTATGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTTGTTTACTATTAGTCTATATGATAGCACAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAATTA
GTACATAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>KF835540 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAAGACAGAAGTGCATAATATCTGGGCTACACATGCTTGTGTGCCCACAGA
CCCCAACCCACAAGAGATAGTTATGGAAAATGTAACAGAAGATTTTAACATGTGGAAGAATGATATGGTGGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAATTCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGCTAATATTACCCACAATGGTACCACCTACAATGAGACCAATGAGGTAAAAAA
TTGCTCTTTCAATACAACCACATTATTAACAGATAGGAAGGAGAAAGTGTATGCACTTTTCTATAGACTTGAT
ATAGTACCACTTAAAGAGAACTCTGGTAAGAACTCTAGTGAGAAGTCTAGTGAGGATTATAGATTAATAAATT
GTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGAAAATGCCATAATGTTAGCACG
GTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAATTACTGTTAAATGGTAGCCTAGCAGAAGGAG
AGATAATAATTAGATCTAAAAATTTGTCAGACAATACCAAAACAATAATAGTACATCTTAATCAATCTGTAGA
AATTGTATGTATAAGACCCGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGGCAAGCATTCTATGCA
ACAGGAGACATCATAGGAGACATAAGACAAGCACATTGCAACATTAGTAGAGAAAAATGGAATGACACTTTAA
AGAGGGTAAGTGAAAAATTAGAAGAGCACTACCCTAATAAAACAATAAAATTTAATTCATCCTCAGGAGGAGA
CCCAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTACAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTG
TACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAACAGAAATTTGGGAAAATATGACCTGGATGCAGTGGGA
TAAGGAAATTAGTAATTACACATACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAACAGGAAGAAAAT
GAAAAGGATTTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTAACATATCAAATTGGCTGTGGT
ATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAGCAGTA
GGTGAAGGAACAGATAGGATTATAGACATAGTACTAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTAATATAA 
>KF835544 
GGGGAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAGGCAAACACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAACTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAATTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATTATACTAGTAATAGTACCCATAAAAATAGTACAAGGGAGATAAAACAGTGCTC
TTTCAATACAACCACATTAGTAAGAGATAAGAAGAAGAAAGAGTCTGCACTTTTTTATAGACTTGATCTAGTA
CCACTTGATGGTAAGAACTCTAGTGGGCATTATACATTAATAAATTGTAATACCTCAGCCATAACACATGCCT
GTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTACTCCAGCTGGTTATGCGCTTCTAAAGTGTAA
TAATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCA
GTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGATGAGATAATAATTAGATCTGAAAATCTGA
CAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTGTATGTACAAGACCCAACAATAA
TACAAGAAAAAGTATAAGGATAGGACCAGGACAAGCATTTTATGCAACAGGAGAAATAATAGGAGATATAAGA
CAAGCACATTGTAACATCAGTAAAGGTAATTGGACTGAAGTTTTACGTAAGGTAAGTAAAAAATTAGCAGAAC
ACTTCCCTAATAAGACAATAAACTTTACATCACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTCAA
TTGTAGAGGAGAATTTAAGCAGCTACAGACCAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTC
CTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACA
AAACTCTAGATGACATTTGGAATAACATGACCTGGATGCAGTGGGATAAGGAAATTAATAATTACACAAACAC
AATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAATAAATGAAAAGGAGTTATTAGCATTGGACAGT
TGGAGTAATCTATGGAATTGGTTTAGCATATCAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGCATAGAGTTAGGCAGGGATACTCACC
TCTGTCGTTAGCTATTAGTCTAGTTGATGCCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAA
TTAGTACAAGGACTTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAGCAGCTTTGC
AATAA 
>KC899007 



GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAACTTTTAACATGTGGAAAAATAGCATGGTAGAA
CAAATGCAAGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGCTAATAATACAAATATTACTGGTCCCAACAATATGACCCACAATGATGACGG
GATGGGAATAAAAAATTGCTCTTTCAATGCGACCACAGAAATGAGAGATAAGAAGCAAAAAGTGTATGCTCTT
TTTTATAGACTTGATATAGTACCACTTAATGAGGAGAACTCCAGTAATTCTAGTGAGTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTTACTTTTGACCCAATTCCTATACACTATTGCGCTCC
AGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTGGCAGAAGGAG
ACATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGA
AATTGTATGCACAAGACCCAACAACAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGCCATAATAGGAAACATAAGACAAGCACATTGTAACATTACTAAATGGAATGAAACTTTACAAAGGG
TAAGTGCAAAATTAAAAGAACACTTCCCTAATAAAACAATAGAATTTAAACCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCATGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTTTGAATGAGATTTGGAATAATATGACTTGGATGGAGTGGGAAAAAGA
AATTGGTAATTACACAAGAGAAATATACAATTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTA
GAATTATTGGAATTGGACAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAG
GGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGCTTGCTCAACGCCACAGCAATAGCAGTAGCTGAG
GGGACAGATAGGGTTATAGAAATAGTACAAAGAGCCTGTAGAGCTATTATCAACATACCTAGAAGAATAAGAC
AGGGCCTTGAAAGGGCTTTGATATAA 
>EU363834 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAGATGGTAAAT
CAAATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAGAATGTAGCAATGTTACCTCCAATGTTACCTCCAATGGTACCTCCAATGAGACGGAAATGAAAAA
TTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAGGCGGCAGACAGTGTATGCACTTTTTTATAAACTTGAT
ATAGTACCACTTCCTGGGAACTCTAGTAAGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGC
GATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACA
CATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAATAATTA
GATCTGAAAATCTGACAAACAATGTCAAAACAACAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTAC
AAGACCCCACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAAACATAAGACAAGCACATTGTAACATTAGTAAAGCTAACTGGACTGAAACTTTACACAAAGTAAGTG
AAAAATTAAAAGAACACTTCCAGAATAAAACAATAATAAAATTTGCACCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGA
ACTCCAGTTGGAGTAACAAATCTCTAGATCATATTTGGAAAAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGCAATTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGGAATGAAGAGGAG
CTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTAACATATCAAATTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCTTTGTCGTTTACTATTAGTCTGGTTGATACTATAGCAATAGCAGTAGCTGAAGGA
ACAGATAGGATTATAGAATTAGTACAAGGAATTTGTAGAGCTATCTATAACATACCTAGAAGAATAAGACAGG
GCTTTGAAGCAGCTTTGCAATAA 
>HM215401 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACCCTATTCT
GTGCGTCAGATGCGAAAGCATATGACACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGATTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAGAATGTAAGGATGCGAATGCTACCAGAAACCATACGATTGCCAATGAGACACAGGGGGAAATAAA
AAATTGCTCTTTCAATGCAACCACAGAAGTAAAAGATAAGAAGCAGAAAGTGTATGCACTTTTTTATAGACTT
GATATAGTACCACTTAATGGCAAATCTGATACGTATACGTATAGATTAATAAACTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAATGTAAAGATAAGACATTCAATGGGATAGGATCATGCCATAATGTTAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGTGAGATAATAATTAGATCTG
AAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAGACC
CAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAATATTCTATGCAACAGGAGACATAATAGGA



GACATAAGACAAGCACATTGTAGCATTAATGCAGGAAAATGGGATGAAACTTTACAAAGGGTAAGTGAAAGGT
TAAAAGAGCACTTCCCTAATAAAACAATAAAATTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTTGCTATAGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTT
GGAGTAACAGATCTCTAAGTGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAGATTAATAATTA
CACAGACACAATATACAGGTTGCTTGAAGTCTCGCAAACCCAGCAGGAGCAAAATGAAAAAGATTTATTAGCA
TTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGGATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTGTAGTGAATAGAGTTAGGCAGGG
ATACTCACCTCTATCGTTGGCTGTTAGCTTGCTCAATACCACAGCTATAGCAGTAGCTGAAGGAACAGATAGG
ATTATAGAGGTAGTACAAGGAATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAG
CTGCTTTGCAATAA 
>HM215404 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTGTTTT
GCGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAACTTTTAACATGTGGAAAAATAGCATGGTAGAA
CAAATGCAAGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAATAATACAAATGTTACTAGTGACGAAATGGGAGTAAAAAATTGCTCTTT
CAATGCGACCACAGCAGTAAGAGATAAGAAGCAAAAAGTGTATGCATTTTTTTATAGACTTGATATAGTACCA
CTTAATAAGGAGTCCAGTAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAG
CTTGTCCAAAGGTTACTTTTGACCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACTCAATTATTGTTAAATGGTAGCCTGGCAGAAGAAGAAATAATAATTAGATCTGAAAATC
TGACAGATAGTGCCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGCACAAGACCCAACAA
CAACACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAACAGGAGACATA
AGACAAGCACATTGTAACATTACTAAATGGAATGAAACTTTACAAAGGGTAAGTGCAAAATTAGAAGAACACT
TCCCTAATAAAACAATACAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTAGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGTTGCTCTGGGAAACTCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAAT
CTCTGAATGAGATTTGGGATAATATGACTTGGATGGAGTGGGAAAAAGAAATTGGTAATTACACAAGAGAAAT
ATACACTTTAATTGAAGAATTGCAGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGACAAGTGG
GCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAG
GCTTGGTAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAATAAATAGGGTTAGGCAGGGATACTCACCATT
GTCATTGGCTGTTAGCTTGCTCAATGTCACAGCGATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAATA
GTACAAAGAGCCTGTAGAGCTATTATCCACATACCTAGAAGAATAAGACAGGGCCTTGAAAGGGCTTTGATAT
AA 
>HM215414 
GCTGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCGCAGA
CCCCAACCCACAAGAAATGCTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTGATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAACTGTACAAATGTTAAAATAAATAGTACCAGCAATGAGACCTGCATTGATAGCGGGAATAATAG
TACCTGCAATGAGACCTACAAGGAAATGAGAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAAGCAG
CAGAAAATGTATGCACTTTTTTATAAACTTGATATAGTACCACTTAACTCTGGCTATAAAAACTCTAGTGATG
AAACATATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAAT
TCCTATACACTATTGCACCCCTGCTGGTTATGCACTTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGA
CCATGCAATAATGTTAGCACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAGAAGAAATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGT
ACATCTTAAGGAACCTGTAAACATTACATGTGAAAGGCCCAACAATAATACTAGAAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAAACATAAGAGAAGCACACTGTAACATTAGTAGAA
GTCAATGGAATAAAACTTTACAGGGGGTAGGTGAAAAATTAGCAGAACTCTTCCCTAATAAAACAATAGTATT
TAAAAATTCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACAACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAACAGAGATTTGGAATAA
CATGACCTGGATGCAGTGGGATAGAGAAATTAATAATTACACAGACATAATATACAGGTTGCTTGAGGAATCG
CAAAACCAGCAGGAGAACAATGAAGAAGATCTATTAGCATTGGACAGTTGGAAAAATTTATGGAATTGGTTTA
ACATAACAAATTGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTACTGTGCTCTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTGCTT
GATACTATAGCAATAGCAGTAGCCGAAGGAACAGATAGAATTATAGAATTAATACAAGGACTTTGTAGAGCTA
TCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>HM215425 



GTGGGAGGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAGAATGTACCAACAATGTAACCTACATTAATGTTACCAGCAATGGGACCTACCATATGAGTGTGAA
TGAGACGGAAATGAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAAAGATAGGAAGCAGGCAATGTATGCA
CTTTTTTATAAACTTGATATAGTACCACTTAATGAGAAAAGCCCTAGTGAGAACTCTAGTGGGTATTATAGAT
TAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTA
TTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCTCTAAT
GTTAGCACAGTACAATGCACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAG
CAGAAGAAGAAATAATAATTAGATCTGAGAATGTGACAAACAATGTCAAAACAATAATAGTGCATCTTAATCA
ATCTGTAGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATACAACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAAAAATAGATGGAATG
AAACTTTACAAAGGGTAAGTAGAAAATTAGCAGAACACTTCCCTAATAGAACAATACAATTTGCACCATCCTC
AGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGAAGAATTCAAGCAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCA
CCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAGAAGATTTGGGATAAAATGACTTGGAT
GGAGTGGGAAAGAGAGATTGACAATTACACAAAAGAAATATACAACTTAATTGAAGAATCGCAGAACCAACAA
GAAAAGAATGAACTAGACTTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACACGAT
GGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACT
TTCTATAGTAAATAGGGTTAGGCAGGGATACTCACCTTTGTCATTGGCTGTTAGCTTGTTCAACGCCACAGCA
ATAGCAGTAGCAGAGGGGACAGATAGGGTTATAGAAGCAGTACAAAGAACCTTTAGAGCTATTATCCACATAC
CTAGAAGAATCAGACAGGGCCTTGAAAGAGCTTTGTTATAA 
>GU362013 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACCACTCTATTCT
GTGCATCAGATGCTAAAGCATATAAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGGAA
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTCAAGCCCTGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAATGTTAGCAATAGTAATGATACCTACAATGGGCCCTACCAGGAAGTAAA
AAATTGCTCTTTCAATATGACCACAGAACTAAGAGATAAGAAGCAGAAAGTGTATGCACTTTTTTATAGACTT
GATATAGTACCACTTGATAATGGGAACTCTAGTAAAAACAGCTCTAGAGAATATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGG
TTTTGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAA
TAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACAGTTTAACCAATCTGTAGAAATTGT
ATGTACAAGACCCCATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GAAATAATAGGAAACATAAGACAAGCACATTGTAACATTAGTAAAGATAAATGGAATGAAACTTTACAAAGGG
TAGGTGAAAAATTAGCAAAACACTTCCCTAATAAAACAATAAACTTTACATCATCCTCAGGAGGGGACCTAGA
AATTATAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAATCTCAAGATGCGATTTGGAATAATATGACCTGGATGCAGTGGGATAGAGA
AATTAGTAACTACACAAACACAATATACAGGTTACTTGAAGACTCACAAAACCAGCAGGAAAGAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGCTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTGTTAGCTTGCTTAATACCACAGCTATAGCAGTTGCTGAA
GGAACAGATAGGATTATAGAAATAATACAAGGAGCTTGTAGAGCTATCTGCAATATACCTAGAAGAATAAGAC
AGGGCTTTGAAGCAGCGCTGCAATAA 
>KC898984 
GTAGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAGAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAAAGGGAAGTGCATAACGTCTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAAACCACAAGAATTAGTTTTGGGAAATGTAACAGAAAATTTTGACATGTGGCATAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCATTTTAAACTGTAGTAAGGCAAATGTAAATGTTACCTACAATGAGACCAACAATGAAATAAAAAATTGCTC
TTTCAATGCAACCACAGAATTAAGGGATAAGAAGCAGAAAGTGTATGCACTTTTTTATAAACTTGATATAGTA
CCACTTGATCATAAAAATTCTAGTGGGAACTTTAGTAATTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGTGATTCT
AAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGTACAGTACAATGTACACATGGA
ATTAGGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAATAGTAATTAGATCTG
AAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATGAATCTGTAGACATTGTATGTACAAGACC
TGGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGG



GACATAAGAGAAGCACATTGTAACATTAGTAAATGGAATGAAACTTTACAAAGGGTAAGTGAAAAATTACAAG
AACAATTCCCTGATAAACCAATATACTTTGCACCAGCTTCAGGAGGAGACCTAGAAATTACAACACATAGCTT
TAACTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAAGATCAACAG
CTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCGGTACCTTGGAACTCCAGTTGGAGTA
ACAAATCTCAAGACGAGATTTGGAAGAAAATGACCTGGATGCAGTGGGACAAAGAAATTAATAATTACACAGA
CATAATATACGGGTTGCTTGTAGAATCACAAGACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTGGAC
AGTTGGAGCAATCTATGGAATTGGTTTAACATATCAAATTGGCTGTGGTACATAAAAATATTCATAATGATAG
TAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTC
ACCTTTATCGTTTGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATA
GAAATAGTACAGAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTT
TGCTATAA 
>KC898986 
GTGGGAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAACTGTAGCAATTACAATTTTAGTAGCAATGTTACCTACAATGAGACCGATGAAGTAAAAAATTG
CACTTTCAATGCAACCACAGAAGTAAAAGATAGAAAGCAGAGAGTGTCTGCACTTTTTCATAGCCTTGATATA
GTACCACTTAAGAATTCTAGTAAGTATAGATTAATAAGTTGTAATACCTCAACCATAGCACAAGCCTGTCCAA
AGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAA
GACATTCAATGGGACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTA
TCAACTCAACTCCTATTAAATGGTAGCCTAGCAGAAAAAGAGATAATAATTAGATCTGAAAATCTGACAAACA
ATGTCAAAACAATAATAGTACATCTTAATAAAGCTGTAGAAATTGTATGTACAAGACCCAGCAATAATACAAG
AAAAAGCATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAACAGGAGACATAAGACGAGCA
CATTGTAACATTAGTAAAGATAAATGGAATGAAACTTTACAGGAGGTAGGTAAAAAATTGGCAGGACACTTCC
CTAATAGAATAATAAGCTTTACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGG
AGGAGAATTTAAGCAACTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTC
AAGAGGAGATTTGGAATAATATGACCTGAATGCAGTGGGATAGAGAAATTAATAATTACACAGACACAATATA
CAGGTTGCTTGAGGACTCGCAAAACCAGCAGGAGAAAAATGAAAAGGATTTATTAGCATTGGACAGTTGGAAA
AACCTATGGAATTGGTTTGGCATAACAAGATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCT
TAATAGGTTTAAGAATAATTTTTGCTGTGCTTGCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTC
GTTTACTGTTAGTCTGTTTGATAGCATAGCCATAACAGTAGCTGAAGGAACAGATAGGATTATAGAATTAGTA
CATAGAATTTGTAGAGCCATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC898987 
GTGGGAGGAAACTTGTGGGTTACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAGGCATATGAAACAGAGGTACATAATGTATGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAGAATGTAGAAATATTACCAGAAATATTACCAGTGGAAACAGTACTAATGGAAATAGTACCATTGG
AAATTTTACCAGTGGAAATGTTACCAACAATGGGCAGGAAATAAAAAATTGCTCTTTCAATGCAACCACAGTA
TTAAACGATAAGAAGGAGAAAATGCAAGCACTTTTCTATAGACTTGATATAGTACCACTTGGTAAGGAAAACT
CTAGTGTGAACTCTAGTTATTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGT
CTCTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATAATAATACA
TTCAATGGGACAGGACCATGCACTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAA
CTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGATATAAAGATTAGATCTGAAAATCTGACAAACAATGC
CAAAACAATAATAGTACATCTTAATCACTCTGTAGAGATTAAATGTGCAAGGCCCAACAATAATACAAGAAAA
AGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGATATAATAGGAGATATAAGACAAGCACATT
GTAACATTAGTAAATGGAATTGGACTAAAACTTTGCAAATGGTAAGTAAAAAATTAAGAGAACACTTCCCTAA
TAAAACAATACAATTTAAACCATCCTCAGGAGGGGACCTAGAAATTGCAACACACAGCTTTAATTGTAGAGGA
GAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTT
GGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGACCTTATGA
TCAGATTTGGGACAACTTGACCTGGATGCAGTGGGATAAAGAAATTAATAATTACACAGACATAATATACAGT
TTGCTTGAAGAATCGCAAAACCAACAGGAAAGAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAATAGTC
TATGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGGTAGTAGGAGGCTTGAT
AGGTTTAAGAATAATTTTTGCTGTGCTTTCAGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTT
GCTATTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGCAATAA
GAGCTTATAGAGCTATTCTCCATATACCTGCAAGAATAAGACAGGGCTTCGAAAGGGCTTTACTATAA 
>KC898989 



GTGGGGGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGAGGCAAAAACTACTCTATTCT
GTGCCTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGTAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTCAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGACTGTAGAAATGTTAGTAAGGAGAATGAAACAACCCACAATGGGACCTACAACAATGATGAGAT
CAAAAATTGCTCTTTCAATGCAACCCCAGAAGTAAAAGATAGGAAGGAGAAAGTGTATGCACTTTTTTATAGA
CTTGATATAGTACCACTTGATAAGAACTCTAGTAACTCTAGTGTATATAGGTTAATAACTTGTGATACCTCAG
CCATAACACAAGCCTGCCCAAAGGTTACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGCTGGTTATGC
GATTCTAAAGTGTAAAGATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGTACGGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGAAGGTATAATAATTA
GATCTCAAAATCTGACAGACAACGCCAAAACAATAATAATACATCTTAATGAACCTGTAGAAATTGTATGTAC
AAGACCCAGTAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATA
ATAGGAGACATAAGACAGGCACATTGTAACATTAGTAAATGGAATGAAACTTTACAAAGGGTAGCTGAAAAAT
TAGCAAAACACTTCCCTAATAAAACAATAAAATTTGCACCACCTGTAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAACTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTACAGGAT
CAACGGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCGTCTGCACTACTGCTGTACCTTGGAACTCCAGTT
GGAGTAACAAATCTCAAGACGAGATTTGGAAAAACATGACCTGGATGCAGTGGGAGAAAGAAATTAGTAATTA
CTCAAACACAATATACTGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTACTAGAA
TTGGACAGTTGGAACAATCTATGGAGTTGGTTTAGCATATCAAATTGGCTGTGGTATATAAGAATATTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTATCGTTTGCTATTAGTCTGTTTGATAGCACAGCCATAGTAGTAGCTGAAGGAACAGATAGG
ATTATAAACTTAGTACTTAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAAGGCTTTGAAG
CAGCGTTGCAATAA 
>KC898993 
GTGGGAGGAAACTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAGAGACGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGATTTGAAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAGGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGCTAATAGAACTGTTCGCAGTATTAATGGCTACAATGAGAGCGTGGAGGAAAT
AAAAAATTGCTCTTTCAATGCAACCACAGAATTAAAAAATAAGAAGCAGAAAGTGCGTGCACTTTTTTATAAA
CTTGATATAGTGCCAATTAATGAGAGCGATAACTCTAGTAAACTTTATAGATTAATAAATTGTAATACCTCAG
CCATAACACAAGCCTGTCCAAAGGTCACATTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGC
GATTCTAAAGTGTAAGAATAAGACATTCAATGGGACAGGACCATGTTCTAATGTTAGCACAGTACAATGTACA
CATGGAATTAAGCCAGTGGTATCAACACAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAATAATTA
GATCTAAAAATATGACAAACCATTTCGAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTAC
AAGACCCAATAATAATACGAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATA
ATAGGAGACATAAGACAAGCACATTGTAACATTAGTGAAAACAAATGGAGGGAAGCTTTACAAAAGGTAAGTA
AAAAATTAGCAGAATACTTCCCTAATAACACAATAGAATTTGCACCATCCTCAGGAGGGGACCCAGAAATTGC
AACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTA
AAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTACCTTGGAACT
CCAGTTGGAGTAACAGGTCTGAAGAATACATTTGGGGTAGCATGACCTGGATGCAGTGGGATGAAGAAATTAG
CAATTACACAGAAACAATATACAAGTTACTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTA
TTAGCATTGGACAGTTGGCAAAATCTGTGGAGTTGGTTTAGCATAACAAATTGGCTGTGGTATATAAAAATAT
TCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCATTGTCGTTGGCTGTTAGTTTGTTCGACGCCACAGCTATAACAGTAGCTGAGGGGACA
GATAGGGTTATAGAAGTAGTACAAAGAGCTTATAGGGCTATTCTCCACATACCTACAAGAATAAGACAGGGCT
TTGAAGCAGCTTTGCAATAA 
>KC899003 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTGTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGAATTGGTCAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTAGAGATGTTAGCAATAATATTAGCACTACTGATGGTGTTAGTACTGATGGTGTCAATGT
TAATGAGACCCGCAATGAGATAAAAAATTGCTCTTTCAATGCAACCACACTATTAAAAGATAAGAAACAGTCA
GTGTATGCACTTTTTTATAGACTGGATATAGTACCACTTAATGAGAATAACAATAACTCTAGTGAGAACTCTA
GTGATTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCC
AATTCCTATACACTATTGCACGCCAGCTGGTTTTGCGCTTCTAAAGTGTAAAGATGAGACATTCAATGGGACA
GGACCATGCAGTAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATACTCACTACTGTTGA
ATGGTAGCCTAGCAAAAGAAGGAATAATAATTAGATCTGAAAATCTGACAAATAATGTCAAAACAATAATAGT
ACATCTTAATCAATCTGTAGAAATTGAATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGA



CCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCATTTTGTAAAGTTAATAAAA
CTGCATGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCAGAACACTTCCCTAACAGCACAATAAAATT
TGAACCACCCTCAGGGGGGGACCTAGAAGTTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAAATGAGATTTGGGAGAA
CATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAACACAATATACAGGTTGCTTGAAGACTCG
CAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGATAGCTGGAACAATCTATGGAATTGGTTTG
GCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTCTGTTT
GATGCCACAGCCATAACAGTAGCTGAAGGGACAGATAGGATTATAAACTTAGTACATAGAATTTGTAGAGCTA
TCTGCAATATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC899015 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATATTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGAGACCCTAAATGGGATGAGAAATTGCTCTTTCAATGCAACCACAGTAGTAAA
AGATAGGAAACAGAAAGTGGATGCACTTTTTTATAGACTTGATATAGTACCCCTTGATAAGAAGAACTCTAGT
AATTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAAGTCACTTTTGATCCAA
TTCCTATATACTATTGCACTCCAGCTGGTTATGCGATTCTAAAATGTAATGATGAGACATTCAATGGGACAGG
ACCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTA
AATGGTAGCCTAGCAAAAGGAGAGATAATAATTAGATCTGCAAATCTGTCAGACAATGCCAAAACAATAATAG
TACATCTTAATGAATCTGTAGAAATTGTATGTATAAGACCCAACAATAATACAAGGAAAAGTATAAGGATAGG
ACCAGGACAAACATTCTATGCACATGGACAAATAATAGGAAACATAAGAGAAGCATATTGTAACATTAGTAAA
AGTCAATGGAATGAGACTTTACAAAAGGTAGGCAAAAAATTAGCAGAACACTCCCCTAATAAAACAATAATAA
GATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCA
GCTCCAGACAAGAGTCCTGGCGATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCT
GGAAAACTCATCTGCACTACTGCTGTGCCTTGGAACTCTAGTTGGAGTAACAAATCTCACAATGAGATTTGGG
AGAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTATACAGATACAATATACAGTTTGCTTGAAGA
CTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGG
TTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAA
TAATTTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTGTTAGCTT
GCTCAATACCACAGCAGTAGTAGTAGCTGAGGGGACAGATAGGATTATAGAAGGATTACAAAGAGCTTATAGA
GCTATTCTTCACATACCTACAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCTATAA 
>KC807942 
GCTGTAGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAAATGCTAAAGCACATGATCCAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAAACCACAGGAAATACTTTTGGCAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACCTTAAAATGTGGAAATGTTAGCAGTCATAGAAATGCTAGCAGTCATAGTAATATTACCAACAATAGTAA
TATTACCAACAATGATATGGAGGAAATGAAAAATTGCTCTTTCAATGCAACTACAGAATTAAGAGATAAGAAG
AAGCAAGAGTATGCACTTTTCTATAGACTTGATATGGTACCGCTTTCTAGGGAGAACGTTAGTCAGAACTTTA
GTGAGTATAGATTAATAAATTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGAGCCAAT
TCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATGAGACATTCAATGGGACAGGA
CCATGCTATAATGTTAGCTCAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAAAAGGAGACATAATAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAAT
ACACCTTAATCAATCTGTAGAAATTACATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGAATAGGA
CCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCATATTGTAACATTACTAGAG
CTAACTGGACTGAAACTTTACAAAGGGTAAGTAAAAAATTAGCAGAACACTTCCCGAATAAAACAATAAACTT
TACATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTCAATTGTGGAGGAGAATTTAAGCAGCTC
CAGACAAGAGTCCTGGCTATAGAGAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAAACTCAAGATGAGATTTGGAACAA
AACGACCTGGATGGAATGGGATAAAGAAATTAGTAATTACACAAACAAAATATACGAGTTGCTTCAAGACTCG
CAAATCCAGCAGGAAAAGAATGAAAAAGATCTATTAGCATTGGACAGTTGGAACAATCTATGGAATTGGTTTA
ACATAACAAACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAAT
TTTTGCTGTACTTTCTGTAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTGGCTATTAGTCTAGTA
GATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATAGAAATAGTACAAAGAATTTGTAGAGCTA
TCTGCAACGTACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC807969 



GCTGCAGAAAAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTATGGAAAGATGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAATCATATGATACAGAGGTACATAATATTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCGACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTTACCACCAATGTTACCGCCAATGGGACCTACAGTAAGGGCGCAGAGGAAAT
GAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAAGAAGCAGAAAGTGTCTGCACTTTTTTATAGA
CTTGATATAGTACCACTTGATAAGGAAAACTCTAGTAGGAACTCTAGTGAGCAGTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGC
TGGTTATGCACTTCTAAAGTGTAATGAGAAAAGATTTAATGGGACAGGACGATGCAATAATGTTAGCACAGTA
CAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGAAGAAA
TAGTAATTAGATCTGAAAATCTGACAAATAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTAGAAAT
TGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGACATAAGACAAGCACATTGCAACATTAGTAAAGGTGAATGGAATGAAACTTTACAAA
ATGTAAGTAAAAAATTAGCAGAACACTTCCCGAATAGAACAATAAAATTTACATCACCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTCAAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCCCTACTGCTGTAC
CTTGGAACGCCAGTTGGAGTAACAAGTCTCAAACAGATATTTGGAATAACATGACCTGGATGCAATGGGATGC
AGAAATTAATAATTACACATACACAATATACAAGTTGCTTGAAGAATCACAAATGCAGCAGGAAAACAATGAA
AAAGATCTATTAGCATTGGACAGTTGGGAAAATCTATGGAATTGGTTTAGCATAACAAAGTGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTCTGCTTGATACCATAGCAATAATAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAGTACGAGCATTTTGTAGAGGTATCTACAACATACCCAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KC807943 
GTGGTAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAGAGAGGCAGTCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGGAAAATAAAATGGTAGAT
CAAATGCATGAAGATATAATCAGTTTATGGGATCAATACCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTACAACTGTTAAAAATACTACTAATGGTACCGATGAAAGCATAAATGAAATAAAAAACTG
CTCTTTCAATGCAACCACAGTACTAAATGATAGGAAGCAGAAAGTGTTTGCACTTTTTTATAGACTAGATATA
GTACCACTTAATGAGGAGAACCCTAGTAAGAACTCTACTGGGAACTCTAGTGAGTTTTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAAGTCACTTTTGATCCAATTCCTATACACTATTGCACCCC
AGCTGGTTATGCGCTTCTAAAGTGTAATGATAAGAATTTCACTGGGATAGGACCATGCTATAATGTTAGCACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGCCTAGCAGAAGAAG
ACATAGTAATTAGATCTGAAAATCTGACAGACAATGTCGGAACAATAATAGTACATCTTAATGAATCTGTAGA
AATTGAATGTATAAGACCCAACAATAATACAAGAAGGAGTATAAGGATAGGACCAGGACAAACATTCTATGCA
ACAGGAGGAATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTAGAGAAAAATGGCATGAGACTTTAC
TAAGGGTAGGTAAAAAATTAGCAAAACACTTTAATAAAACAATAACATTTACAAATTCCTCAGGAGGGGACCT
AGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAAGTCATCTGCACCACTGCTGTAC
CTTGGAACACCAGTTGGAGTAACAAAACTCTAAACGATATTTGGGATAATATGACCTGGATGGAATGGGATAA
AGAAATTAGTAATTACACAAACACAATATACAGTTTGCTTGAAGAATCGCAAATCCAGCAGGAAAAGAATGAA
AAAGATCTATTAGCATTGGACAATTGGAAAAATCTATGGAATTGGTTTAACATATCAAATTGGCTGTGGTATA
TAAAAATATTCATTATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGCCGTTGGCTATTAGTCTGCTTGATACCATAGCAATAACAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGGGCTATCTACAACATACCTAGAAGAATAA
GACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF250397 
GTGAGAGGAAACTTGTGGGTCACAATCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGCAAGAAGTGCATAATGTTTGGGCTACACATGCATGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAGAAATGACATGGTGAAT
CAGATGCAGGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAAATGTAGTAGTGGCAATTTTAGCAGTAATGGTACTGGGGTGACCTACAATGGGACCTACAATGA
AATGAAAAATTGCTCTTTCAATACAACCACAGAAGTAAGAGATAGGAAACGGACAGAGTCTGCCCTTTTTTAT
AGACTTGATATAGTATCAATTGAAAAGAATAACTCTAGTAACAATTCTATTGAGTATTATAGATTAATAAATT
GTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGCGCTCC
AGCTGGTTTTGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGTACA
GTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAGCTACTGTTAAATGGTAGCCTAGCAGAAGAAG
ATATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGA
AATTGTATGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCA



ACAGGAGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTGGAAAAAATTGGAGTGAGACTTTAC
GAAGGGTAAGCATAAAATTAACAAAATACTTCCCTAATAAAACAATAACATTTGCACCATCCTCAGGAGGGGA
CCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATA
GAAAGATACCTAAGGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGGAAACTCATCTGCACTACTGCTG
TACCTTGGAACTCCAGTTGGAGTAACAAATCTCACCAAGAGATTTGGGATAACATGACCTGGATGCAGTGGGA
TAGAGAAATTAGTAACTACACAAACACAATATACAGATTGCTTGAAGACTCGCAAAGCCAGCAGGAAAGAAAT
GAAAAAGATTTATTAGCATTGGACAGTTGGGAAAGTCTATGGAATTGGTTTAACATAACAAAGTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTCTAAGAATAATTTTTGCTGTGCTTTCTATAGT
GAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTTTGCCATTAGTCTGCTTGATACCGTAGCCATAGTAGTA
GCTGAAGGAACAGATAGGATTATAGACTTAGTACTTAGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAACAATTTTACAATAA 
>KF011493 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAAGTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAATGTAAAAATGTTAGCAGAAATGGTACCTACAATGAGGAAATGAAAAATTGCTCTTTCAATGC
AACCACAGTAGTAAGAGATAGGAAGCAAACAGTGTCTGCACTTTTTTATGGACTTGATATAGTACCACTGAAT
GAGAGGAACTCTAGTGAGCATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGG
TCACTTTTGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGAC
ATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTATTGTTAAACGGTAGCCTAGCAGAAGAAGAGATAGTAATTAGATCTGAAAATCTGGAAAACAATG
CTAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTATATGTACAAGACCCAACAATAATATAAGAAA
AAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATAGGAGACATAAGACAAGCACAT
TGTAACATTAAGGGAGATAAATGGAATGAAACTTTACAAAGGGTAGGTAAAAAATTAGCAGAATACTTCCCTA
ATAAAACAATAAAATTTGCAGCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAATTGTAGAGG
AGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATT
TGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAAATCTCAAG
AAGATATTTGGGAGAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTATACAGACACAATATACAG
GTTGCTTGAAGACTCGCAAATCCAGCAGGAGAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAAT
CTATGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
GGTTGTTAGTCTGTTTGATAGCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAAACTTAGTACAC
AGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF250406 
GTAGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGGATATGAGAGAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTTTTAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAGCAG
ATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAGAATGTACAAATGTTACCAGTAATAGTAGTAAAAATGGTAGCAGTAGTGGTACCGACAATGGGACCTA
CGATGAGAGGAAAAATTGCTCTTTCAATACAACCACAGAATTAAGAGATAGGAAGCATAAGGTATCTGCACTT
TTTTATAGACTTGATATAGTACCACTTGAGGGGAACTCTAGTACGAACTCTAGCCAGTATTATAGGTTGATAA
ATTGTAATACCTCAGCCATAACCCAGGCCTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACACTATTGCGC
TCCAGCTGGTTATGCGATTCTAAAATGTAAAGATAAGACATTTAATGGGACAGGACCATGCTATAATGTTAGT
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
AAGATATAATAATTAGATCTAAAAATCTGACAGACAGTGCCAAAATAATAATAGTACATCTTAATAACCCTGT
AGAAATTATATGTACAAGACCCGACAATAATACAAGAAAAAGTATAAGGATAGGGCCAGGACAAACATTCTAT
GCAACAGGAGAAATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAAAGCTGGATGGAATGCAACTT
TACAAAAGGTAGGTAAAAAATTAACAGAACACTTCCCTAATAAAACAATAAATTTTACATCAGCAGTCCCAGG
AGGGGACCTAGAAGTTATAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTA
CTGCTGTACCTTGGAACTCCAGTTGGAGCAACAAATCTCAAACAGACATTTGGGATAACATGACCTGGATGCA
GTGGGATAAAGAAATTAGTAATTACACAGACACAATATACAAGTTGCTTGAAGACTCGCAAAACCAACAGGAA
ATAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAATTGGTTTGACATATCAAATTGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTC
TATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTATCGTTGGCTGTTAGTTTGCTCAATGCCACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTAGTACAAAGAATTTGTAGAGCTATCTGCAATATACCTA
GAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KF250409 



GTGGGAGGAAACTTGTGGGTCACAGTTTATTACGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACTGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGCTTTTGGAAAATGTAACAGAAAATTTTGACATGTGGAAAAATGAAATGGTGGAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAAAGTTAATGTTAACAGTAATGAAACTACTTATAGTAGCAGTAATGTAACTGAGGA
AATGAAAAATTGCTCTTTCAATGTAACCACAGTAGTAAGAGATAAGAAGCAGACAGCGTATGCACTTTTTTAT
AGACTTGATATAGTACCACTTGGTGAGAACTCTAGTTATTATAGATTAATAAATTGTAATACCTCAGCCATAA
CACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGCTTTT
AAAGTGTAATAATGAAACATTCAATGGGACAGGACCATGTTCTAATGTTAGCACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAGCTACTATTAAATGGTAGCCTAGCAGAAAAGGAAATAATAATTAGATCCA
AAAATCTGACAGACAATGCCAAAACAATAATAGTACAGCTTAATCAATCTGTAAAAATTGTATGTACAAGACC
TAACAATAATACACGAAAAAGTATAGGGATAGGACCAGGACAAACATTATATGCAACAGGAGCTATAATAGGA
GACATAAGGCAAGCACATTGTAATATTAGTAAAAGTGAATGGAATGAAACTTTACAAAGGGTAGGTGAAAAGT
TAGCAAAGCACTTCCCTAATAAGAAAATAAAATTTGAAAGTTCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAGGGAT
CAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTT
GGAGTAACAAATCTCATGCAGACATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGCAATTA
CACAGAAACAATATACAAGTTGCTTGAAGACTCGCAAACCCAGCAGGAAAAGAATGAACAAGATTTATTAGCA
TTGGACAGCTGGAAAAATTTATGGAATTGGTTTAATATATCAAATTGGCTGTGGTATATAAGAATCTTCATAA
TGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTGCTATAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTGTCGTTTGCTGTCAGCTTATTTGATGCCACAGCAATAGCAGTAGCTGAGTGGACAGATAGG
GTTATAGAAGTAGTACAAAGAAGTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCAATAA 
>KF250410 
GCTGCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCAAACCCACAAGAAATGTTGTTGGTCAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTAGAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAGTGTAGAGATGTAAATAATGGTACCAATGTGACCTTTTATGATAGCATGGAGAAGGAAATGAA
AAATTGCTCTTTCAACACAACCACAACATTAAGGGATAAAAAGCAGAAAGTTAATGCATATTTCTATAGAGTA
GATATAGTACCACTTAATAATAATGAAGCTAGTAAGAATTTTAGTAAGTATAATTCTAGTAATTGTAGTAAGT
ATAATTTTAGTAATTGTAGTAAGTATAATTCTAGTGAGTATATATTAAGAAATTGTAATACCTCAACCATAAC
ACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACATTATTGTGCTCCAGCTGGTTTTGCGCTTCTA
AAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTTAGCACAGTACAATGTACACATGGAA
TTAAGCCAGTTGTATCAACTCAGCTATTGTTAAATGGTAGCCTAGCAGAAGAAGACATAATAATTAGATTTGA
AAACCTGACAAACAATGCTAAAACAATCATAGTACATCTTAATAAATCTGTAGAAATTGAGTGTATAAGACCC
AACAATAATACAAGAACAAGTGTAAGGATAGGACCAGGACAAACATTCTATGCACCAGGAGAAATAATAGGAG
ACATAAGACAAGCACATTGTAACATTAGGACAGCTAATTGGAGTGAAACTATACAAAATGTAAAAAGAAAATT
AGAAGAACACTTCCCGAATAAAACAATAACATTTAAACCCTCTTCAGGAGGGGACCTAGAAATTACAACACAT
AGCTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATC
AACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTAATGTACCTTGGAACTCCAGTTG
GAGTAATAAATCTCAAGAAGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAGGGAAATTAGTAATTAC
TCAAACACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTGGCAT
TGGACAGCTGGAACAGTCTATGGAGTTGGTTTACAATAACAAATTGGCTGTGGTATATAAAAATATTCATAAT
GATAGTAGGAAGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAGAGTTAGGCAGGGA
TACTCACCTTTGTCATTTACTATTAGGCTGATTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGA
TTATAGAAGTAGTACAAAGACTTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAC
AGCTTTGCAATAA 
>KU886698 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAAATATTTTTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCAAGAAGATGTAATCAGTTTATGGGATCAAGGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCACTTTAGAGTGCAAGCCACTCTGTGTCAATGAGACCAATGTCAATGAGACCAACAGAGAGATGAAAAATTG
CTCTCTCAATGCAACCGCAGAATTGGAGACCTACAAAGAGCAGATGACAAATTGCTCTTTCAATACAACCACA
GAATTAAGAGATAAGAAACAGAAAGTGAATGCACTTTTCTATAAAATTGATATAGTACCACTTGATGAGAAGA
ACTCTAGTAAGAACTCGAACTCTAGTGGGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGC
CTGTCCAAAGGTCTCTTTTGATCCAATTCCTATACATTATTGCACTCCAGCTGGTTATGCGATTCTACAGTGT
AATGAGGAGACATTCAATGGGACAGGACCATGCCGTAATGTTAGTACTGTACAATGTACACATGGAATTAAGC
CAGTAGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAAAGGAGATAATAATTAGATCTGAAAATCT



GACAGACAATGTCAAAACAATAATAGTACAGCTTAATCAATCTGTAGAAATTGTATGTACAAGACCCAGCAAT
AATACAAGAAAAAGTATAAGGATAGGACCGGGACAAGCATTCTATGCAACAGGGGACATAACAGGAGACATAA
GACAAGCACACTGTAATATTAGTAAAAAGAACTGGATTGAAACTTTACATAACATAAGTAAAAAATTAGCAGA
ACACTTCCGGAATAGAACAATAAAGTTTACAGCATCTTCAGGAGGGGACATAGAAATTACAACACATAGCTTT
AATTGTAGAGGAGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGC
TCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAA
TAAATCTCAAACAGAGATTTGGGATAACATGACCTGGATGCAGTGGGATAAGGAAATTAGTAACTACACAAAC
ACAATATACAGTCTGCTTGAAGACTCACAAAAACAGCAGGAAAAAAATGAAAAGGATTTATTAGCATTGGACA
GTTGGAATAATCTATGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAAAATATTCATAATAATAGT
AGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCTTTGTCGTTCGCTAGTAGTCTGTTTGATAGCATAACAATAGCAGTAGCTGAAGGGACAGATAGGATTATAG
AAGTAGTACAAGGATTTTGTAGAGCTATCTACAATATACCTACAAGAATAAGACAGGGCCTTGAAGCAGCTTT
GCAATAA 
>AY967804 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCGAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAACCAGTATATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAGCAATAATGGTAATGTTACCTACAGTAAGACCTACAATGAGAGTGTGAA
GGAAATAAAAAATTGCTCTTTCAATGCAACCACAGAATTAAGAGATAGGAAGCAGACAGTGTATGCACTTTTT
TATAAACTTGATATAGTACCACTTAATGAGAAGAACTCTAGTGAGAACTCTAGTGAGCATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCAC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGC
ACAGTACAGTGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAA
GAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGT
AGAAATTATATGTATAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAGACATAAGACAAGCATATTGTAACATTAGTGAAAATCAATGGAATGAAACTT
TACAAAAGGTAAGTAAAAAATTAGCAGAATACTTCCCTAATAAAACAATAAAATTTGCATCATCCTCAGGAGG
GGACCTAGAAATTACAACACATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTG
CTGTGCCTTGGAATACTACTTGGAGTAATAAATCTCATGATTATATTTGGAATAACATGACTTGGATGGAGTG
GGAAAGAGAAATTGAAAATTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAA
AATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAACTGGCTGT
GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGCTTGCTCACTGCAGTAGCTGAGGGG
ACAGATAGAGTTATAGAAATAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGACAGG
GCTTCGAAAGGGCTTTGCTATAA 
>AY967803 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGAATCACTGGTGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTGTTTTGGAAAATGTCAGAAAATTTTAACATGTGGAAGAATGAAATGGTAAATCAG
ATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTGTCA
CTTTAGAATGTAGAAATGTTAGCAGTAACAGTAATAGTACTTACAATGAGACCTACCATGAGAGCAGGAAGGA
AATGAAAAATTGCTCTTTCAATGCAACCACAGTAGTAAGAGATAAGAAGCAGACAGTGTATGCACTTTTTTAT
AAACTTGATATAGTACCACTTGAGGAAAACCCTAGTAAGAACTCTAGTGGCCATTATAGATTAATAAATTGTA
ATACCTCAGCCATAACACAAGCATGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCGCTCCAGC
TGGTTATGCGATTCTAAAGTGTAATGATAAGAGATTCAATGGGACAGGACCATGCCATAATGTTAAGCACAGT
ACAATGTACACATGGGATTGGCCAGTGGTATCAACTCAACTACTGTTAGATGGTAGCCTAGCAGAAGGAGAAA
TAATAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTATAGAAAT
TGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACA
GGAGACATAATAGGAGACATAAGACAAGCATATTGCAACATTAATAAAGATGCATGGAATAACACTTTACAAA
GGGTAGGTAAAAAATTAGCAGAACACTTCCCGAATAAAACAATAAAATTTGCATCATCCTCAGGAGGGGACCT
AGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGC
CTTGGAATACTAGTTGGAGTAATAAATCTCATGATGAGATTTGGAATAACATGACTTGGATGCAGTGGGAAAG
AGAAATTGACAATTACACAGGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAA
CTAGAATTATTGGAATTGGATAAGTGGCAAGTTTGTGGAATTGGTTTGACATCAAAATGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAG
AGTTAGGCAGGGATATTCACCACTGTCATTAGCTGTTAGCTTGCTCAATGCAGTAGCTGAGGGGACAGATAGG



GTTATAGAAGTAGTACAAAGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTAGAAA
GGGCTTTGCTATAA 
>AY967805 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGTTGTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAGCAGTAATGGTACTGGTGCCTACAATAAGACCTACGATGAGAGCATGAA
GGAAATGACAAATTGCTCTTTCAATACAACCACAGTAGTAAGAGATAGGAAGCAGACAGTGTATGCACTTTTT
TATAGACTTGATATAGTACCACTTAATAAGAAGAACTCTGGTGAGAACTCTAGTGAGTATTATAGATTAATAA
ATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCAC
TCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGGACAGGACCATGCCATAATGTTAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAA
GAGAGATAATAATTAGATCTGAAAATCTGACAAACAACGTCAAAACAATAATAGTACATCTTAATGAATCTGT
AGAAATTGTATGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAAACATAAGACAAGCACATTGTAACATTAGGGAAGATGCATGGAATGAAACTT
TACAAAGGGTAAGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTGCATCAGCCTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTG
CTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGGATAACATGACTTGGATGCAGTG
GGAAAGAGAAATTGACAATTACACAAGAGAAATATACACCTTAATTGAAGAATCACAGAACCAACAAGAAAAG
AATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAACTGGCTGT
GGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGCTTGCT 
>AF268277 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAGCAGTAATGGTACCTACAATGAGACCTACAATGAGATCAAAAATTGCTC
TTTCAATGCAACCACAGTATTAAGAGATAGGAAGCAGACAGTGTATGCACTTTTTTATAGACTTGATATAGTA
CCACTTAATAAGAAGAACTCTAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGAT
TCTAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGCCATAATGTTAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAGATAATAATTAGAT
CTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTACAAG
ACCCAACAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTAAAGATAAATGGAATGAAACTTTACAAAGGGTAGGTAAAA
AATTAGCAGAACACTTCCCTAATAAAACAATAGAATTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACATTGGAACTCCA
GTTGGAGTAACAGATCTCAAGAAGAGATTTGGAATAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAA
TTACACAAACACAATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTACTA
GCATTGGACAATTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCTTTGTCGTTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGTACAAGGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTG
AAGCAGCTTTGCAATAA 
>EU000511 
GTGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACAACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCCTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAGATTAACTCCACTCTGTG
TTACTTTACATTGCACCAATTATACGGGGAATAATACCAATAATAATTATTACCAAATTATAGAAATGAAAAA
CTGCTCTTTCAAAATCACCACAAGCATAAATACTAAGGTGAAAGACCATGCTCTTTTCTATAAAGGTGATATA
GTATCAATGGGTAGGAAGAATATGACTACAATAGATAGGAAGAATATGACTACCAGATATAGGCTGATACATT
GTAACAACTCAGTCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCTCC
GGCTGGTTTTGCGATTCTAAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTAAAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACCCAACTGCTGTTAAATGGCAGTTTAGCAGAAGGGG
GGGTAGTAATTAGATCTAGCAATTTCACAGACAATGCCAAAGTCATAATAGTGCAGCTGAAAGACCCTGTAGA



AATTAAGTGTACAAGACCCGGCAACAATACAAGAAAAGGTATATATATGGGACCAGGGAGAGCATGGTATACA
ACAAGAAGAATAACAGGAGATATAAGACAAGCACATTGTAACCTTAGCAGCACAAAATGGAATAGCACGTTAT
ACCAGATAACTGAAAAATTAAAAGAACAATTTGGGAACAAAACAATAGTCTTTAATCCATCCTCAGGAGGGGA
CCCAGAGATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGTCGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATGACATTTGGGATAACATGACTTGGATGGAGTGGGA
AAGAGAAATTAGCAATTACACAAGAGAAATATACACCTTAATTGAACAATCGCAAAACCAACAGGAAAAGAAT
GAACTAGAATTATTGGAATTGGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGCGCTTTCTATAGT
GAAGAGAGTTAGGCAGGGATACTCACCTTTATCGTTTGCTGTTAGCCTGCTTAATACCACAGCAATAGCAGTA
GCTGAGGGAACAGATAGAATTATAGAGTTAGTACAAAGAATTGGTAGAGCTATCTGCAACATACCTAGAAGAA
TAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>FJ515879 
GGGGGAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAACTGGATTTGGAAAATGTAACAGAATACTTTAACATGTGGGAAAATGGCATGGTGGAG
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAACATTACTAAAAATGTTAGCAGTGATAAAAATGCTAGCAGTGATAATAG
GACCTACAGCGGGGAAATGAAAAATTGCTCTTTTAATGCAACCACAGAAATAAAAGACAGGAAGCGGAACGAG
TATGCACTTTTTTATAGACTTGATATAGTGCCACTTGATGAGAAGAACTCTAGTGGGAACGCTAGTCATTATA
GATTAATAAATTGTAATTCCTCAGCCATAACACAAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCCATACA
CTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAAAATAAGACTTTCAATGGGACAGGACCATGCCAA
AATGTTAGCACAGTACTATGTGCACATGGAATTAAGCCAGTGGTATCCACTCAACTACTGTTAAATGGTAGCC
TATCAGAAGGAGGGATAATAATTAGATCTAAAAATCTGACAGAAAATGCCAACACAATAATAGTACATCTTAA
TGAATCTGTAGAAATTATGTGTACAAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAA
ACATTCTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGCTAATTGGA
CTAAAACTTTACAAAGGGTAAGAGCAAAATTAGAAGAGTACTTCCCTAATAAAACAATAAACTTTACATCATC
CTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGAATCAGATTTGGGATAACATGACTTG
GATGCAGTGGGAAAGAGAAATTGAAAATTACACAGACTTAATATACAACTTAATTGAAGAATCGCAGAACCAG
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTACAATAACAA
ACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTTGCTGTTAACTTGCTTAATGTCACA
GCCATAGCAGTAGCTGAGGGAACAGATAGGGTTATAGAAGTAGTACAAAGAACTTATAGAGCTATTCTCCACA
TACCTAGAAGAATAAGACAGGGCTTGAAAAGGCTTTTGCTATAA 
>HM598635 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTGGATAATGTCTGGGCTACACATGCCTGTGTACCCCCAGA
CCCCAACCCCCAAGAAGTAAAATTGGAAATGTAACAGAAAATTTTAACATGTGGAAAATGACTTGCGAATCAA
ATGCGGGAAGATGTAATCAGTTTATGGATCAAGCCAAAGCCATGGGAAAAGTTGACCCCCCCCCTTTAAAATG
TAAAAATGTTACCTACAATGAGAGTATGCAGGAAATAAAAAATTGCTCTTTCAATGCAACCACAGATTTAAGA
GATAGGAAGCAGACAGTGCAGGCACTCTTTTATAAACTTGATATAGTATCACTTAATGAGAAGAACTCTAGTG
AGTATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAAT
CCCTATACATTATTGTACTCCGGCTGGTTATGCGATTCTAAAGTGTAATGAGCAGACATTCAATGGGACAGGA
CCATGCCATAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAA
ATGGTAGCCTAGCAGAAAGAGAGATAATAATTAGATCTGAAAATTTGACAAACAATGTCAAAACAATAATAGT
ACATCTTAATCAATCTGTAGAAATTGTGTGTACAAGACCCAACAATAATACAAGAAAAAGTATAAGGATAGGA
CCAGGACAAACATTCTATGCAACAGGAGACATAATGGGAGACATAAGACAAGCACATTGTAACATTAGTGCAG
GAAAATGGGATGACACTTTACAAAGGGTAGGTAAAAAATTATCAGAACAAATCCCTAATAAAACAATAAAATT
TGCATCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTT
CAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGGA
AACTCATCTGCCCTACTGCTGTACCTTTGAACTCCCGTGAGTAAATAGAACTATGAAGGAGATTTGGGATAAC
ATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAAAAGAAATATACACCTTAATTGAAGAATCAC
AGAACCAACAAGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGA
CATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGGTAATAGGAGGCTTGGTAGGTTTAAAAATAATT
TTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAAGGTTACTCACCATTGTCATTAGCTGAAAGCTTGCTCAA
CGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAGTACGCAGAGCTTTTAGAGCTATT
CTCCATATACCTACAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>EU000516 



GGGGGAGGAAACTTGTGGGTCACAGTCTATTATGGGCTACCTGTATGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAACATATGAGACAGAGGTACATAACGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCAGGAAGATATAGTCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAATAACCCCACTCTGTG
TTACTTTATATTGCACTAATGTGAGTAATGCTATTAAGAACAATACCAGTAATAGTACTACTAATACCAGTAG
TGTGAGGGAGGGAGGAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCACAGGCGCTAAGGTGACAGAC
TATGCACTTCTTTATAAGCGTGATATATTACCAATAAGTAATAATACTGAGACCAGCTTTAGGTTGATACATT
GTAACACCTCAACCATTACACAAGCTTGTCCAAAGGTATCATTTGAGCCAATTCCCATACATTATTGCGCCCC
GGCTGGTTTTGCGATTCTAAAGTGTAATAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACA
GTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTAAGCAGAAAAAG
AGGTAATGATTAGATCTAGCAACTTCTCAGACAATGCTAAAGTCATAATAGTACAGCTGAGTGAGACTATAGC
AATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGGATAAGTCTAGGACCAGGGCGAGCATGGTATACA
ACAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTATCACAAAATGGAATGACACGTTAG
GAAAGATAGTTGAAAAATTAAGAGAACAATTTGGGAACAAAACAATAGTCTTTAATCGATCCTCAGGAGGGGA
CCCAGAGATTGTAAGACACAGTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTG
TGCCTTGGAATGCTAGTTGGAGTAATAGAACTTATTCAGAGATTTGGAATAACATGGCTTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAAT
GAACTAGACTTATTGGAATTGGATAAGTGGGCAAATTTGTGGAGTTGGTTTGACATAACAAATTGGCTGTGGT
ATATCAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTACTTTCTATAGT
AAATAGAGTTAGGCAGGGATACTCACCATTGTCATTGGCTGTTAGCTTGCTTAACGCCACAGCTATAGCGGTA
GCTGAGGGGACAGATAGGGTTATAGAAGTAGTACACAGAGCTGTTAGAGCTATTCTCAACATACCTACAAGAA
TAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ404010 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCCAAAACTACTCTATTCT
GTGCGTCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAGAATGTGGAAATGTTACCCAAAATGGTACCTACAATGATGAGAGCAATAAGGAAATAACAAATTG
CACTTTCAATACAACCACAGAAATAAGAGGTAGGAAGCAGAAAGTGTATGCACTCTTTTATAAACTTGATATA
GTACCAATTAGTGAGACTAGTAATCAGTCTAGATTAATAAGTTGTAATACCTCAGTCATAACACAAGCCTGTC
CAAAGGTCAGTTTTGATCCAATTCCTATACACTATTGTACTCCGGCTGGTTATGCGATTCTAAAGTGTAATGA
TAAGACATTCAATGGGACAGGACCATGCCGTAATGTTAGCACAGTACAATGTACACATGGAATTAAGCCAGTA
GTATCAACTCAACTACTGTTAAATGGTAGCCTATCAGAAGGAGAGATAATAATTAGATCTGAAAATCTGACAA
ACAATGCAAAAACTATAATAGTACATCTTAATGAATCCATAAAAATTGTATGTACAAGACCCAACAATAACAC
AAGAAAAAGTATAAGGATAGGGCCAGGACAAGCATTCTATGCAACAAACGGCATAATAGGAGACATAAGACAA
GCACATTGTAACATTAGTGAATCTAACTGGACTAAAACTTTACAAGAGGTAGGAAAAAAATTAGCAAAGCACT
TCCCTAATAAAACAATAAGTTTCAACCAATCCTCAGGAGGGGACCTAGAAATTGTAACACATAGCTTTAATTG
TGGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGAT
CTCAACAAGATATTTGGGATAACATGACCTGGATGCAGTGGGATAAAGAAATTAGTAACTACACAGGCACAAT
ATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGG
CAAAATCTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGCG
GCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTT
GTCGTTTGCTGTTAGTTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGGGTTATAGAAGTA
GTACAAGGAGCTTATAGAGCTATTCTCCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAAT
AA 
>KU820852 
GGGGGAAAAGACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGGAAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTATTTTTGAAGAATGTGACAGAAAAGTTTAACATGTGGAAAAATGACATGGTGAAT
CAAATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGCTGACCCCACTCTGTG
TCACTTTAAATTGTAGCAATTATAATGGTACTCTCAATGTTACTAGGACCTACAATATGAGCGTGGAGGAAGT
AAAGAATTGCTCTTTCAATGCAGCCACAGAAGTAAAAGATAGAACGCAAAAAGTGTATGCACTTTTCTATAGC
CTCGATGTAGTACCACTTGATAACTCTAGTGAGTATAGATTAATCAGTTGTAATACCTCAGCCATAACACAAG
CCTGTCCAAAGGTCAATTTTGATCCAATTCCTATCCACTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTG
TAATAATAAGACATTTAATGGGACAGGGCCATGTCATAATGTTAGCACAGTACAATGTACACATGGAATTAAG
CCAGTGGTATCAACCCAACTACTGTTAAATGGTAGCTTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATC
TGACAGACAATGGCAAAATAATAATAGTCCATCTTAATCAATCTGTACGAATTGAATGTACAAGACCCAACAA
TAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATACAACAGGAGAAATGATAGGAGACATA



AGACAAGCACATTGTAACATTACTAACTGGAATGAAACTTTACAAAGGGTAAGTAAAAAATTAGCAGAACACT
TCCCTAATGCAACAATAAACATTACATCATCCGCAGGAGGGGACTTAGAAGTTACAACACATAGCTTTAATTG
TAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTA
GGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGAGTAACAGAA
CAGACATTTGGGATAACATGACCTGGATGCAGTGGGATAGAGAAATTAGTAATTATACAGACATAATATACAC
GTTGCTTGAAGACTCGCAAAACCAGCAGGAAAAAAATGAAAAAGATTTATTAGCATTGGACAGTTGGAAAAAT
CTATGGAGTTGGTTTGATATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGTTTAAGAATAATTTTTGCTGTACTATCCATAGTAAATAGAGTTAGGCAGGGATACTCACCTTTGTCGTT
TGCTGTTAGTCTGTTTGATAGCATAGCCATAGCAGTAGCTGAAGGAACAGATAGGATTATAACATTAGTGCAT
AGAATTTGTAGAGCTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KU820851 
GGGGGAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTCT
GTGCGTCAGATGCTAAGGCATATGATCCAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
ACCCAACCCACAAGAAATGTTTATGGAAAATGTAACAGAAGATTTCGACATGTGGAAAAATGACATGGTAGAC
CAGATGCAAGAGGATGTGATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTCTAGAATGTAAAAATGTTAATGTTAGCAGTAGAAATGATACTAATGTTAGCAGTAGAAATGGTACTAA
TAGTGGCAATAAGACTTACAATGGGGAAGGGGAGGAAATGAAAAATTGCTCTTTCAATATAACCACAGTAGTG
AGGGATAAGAAGAAGCAAGTGCATGCACTGTTTTATAGGCTTGATATAGTATCACTTAATAACTCTATTAACT
CTAGTGAATATAGATTGATAAATTGTAATACCTCAATCATGACACAGGCCTGTCCAAAGGTCTCTTTTGATCC
AATTCCTATACATTATTGCGCTCCAGCTGGTTATGTGATTCTAAAGTGTAATAATAAGACATTCGATGGGACA
GGGCCATGCAATAATGTTAGTACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCATCTACTGT
TAAATGGTAGCCTAGCAGAAGAGGAGATAATAATTAGCTCTGAAAATCTGACAAACAATGCCAAAACAATAAT
AGTACATCTTAATGAATCTGTAGAAATTACATGTATAAGACCCAACAATAATACGAGAAAAAGTATAAGGATA
GGACCAGGACAAACGTTCTATGCAACAGGAGATATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTG
AGGACAAATGGAATAAGACTTTACAAAGGGTAACTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAA
ATTTAATTCATCTTCAGGAGGGGACCTGGAAATCACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTCCAGGCAAGAGTCCTGGTTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACTACTACTGTACCTTGGAACTCCAGTTGGAGTAATAAATCTAAAAAATATATTTGGGA
AAACATGACCTGGATGCAGTGGGATAGAGAAATTGATAATTACACAGACATAATATACAGTTTGCTTGAAGAA
TCGCAAAACCAGCAGGAAAACAATGAAAAGGATTTATTAGCACTGGACAAGTGGAATGATCTATGGAATTGGT
TTAGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGTTTAAGAAT
AATCTTTGCTGTGCTTGCTATAGTGAATAGGGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATCAGTCTG
TTTGATACCCTAGCAATAGCAGTAGCTGAAGGAACAGATAGGATTATACAATTATTACAAGGAATTTGTAGAG
CTATCTGCAGCATACCTAGAAGAATAAGACAGGGCCTTGAAGCAGCTTTGCAATAA 
>AB097869 
GCTGCAGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAGGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGCTCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTGGAAATGTTACCCGCAATGAGACCTACCAGGAGAATGTGAGGGAAATAAAAAATTGCTC
TTTCAATACCACCACAGTAGTAAGAGATAAGAAGAAGAAGGAGTATGCACTTTTTTATAGACTTGATATAGTA
CCACTTGATAAGAATAACTCTGGTGGGAACTCTAGTGGGCATTATAGATTAATAAATTGTAATACCTCAGCCA
TAACACAGGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCTGCTGGTTATGCGAT
TCTAAAGTGTAATAATGAGACATTCAATGGGACAGGACCATGCCATAATGTTAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAACTACTGGTAAATGGTAGCCTAGCAGAAAAAAGAGATATTATTAGAT
CTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGTATGTCCAAG
ACCCAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAATA
GGAGACATAAGACAAGCACATTGTAACATTAGTAAAGATAAATGGGAGGAAACTTTACAAAGGGTAAGTAAAA
AATTAGAAAAACACTTCCTTAATAAAACAATAGAATTTGCATCATCCTCAGGAGGGGACCTAGAAATTACAAC
ACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTGGGAATGCTA
GTTGGAGTAATAAATCTCTAAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAAAGAAATTAGCAA
TTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAGAATGAACAAGAATTATTG
GAGTTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTAAATAGAGTTAGGCA
GGGATACTCACCACTGTCATTAGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACCGAT
AGGGTTATAGAAGTAGTACAAAGAGTTTATAGAGCTATTCTCCATATACCTACAAGAATAAGACAGGGCCTCG
AAAGGGCTTTACTATAA 
>JN235957 



GTAAGGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACTGA
CCCCAATCCACAAGAACTGTTTTTGCAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TCACGTTAACCTGCAGTAATGCTAGCAGTAATGCAGGTAATGCTAGCAGTAATGCTACCAGTCATGATAACAA
AACTTTTGATAGCATGATGGGAGACATGAAAAATTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGAAA
AAGAAGGCATATGCACTTTTTTATAGACTTGATATAGTACCACTTGGGGAGGAGGGTAATAGCACGAATGGTA
CTGAAACTTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCC
AATTCCTATACATTATTGTGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACA
GGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGATATCAACTCAACTACTGT
TAAATGGTAGTCTAGCAGAAGAGGAGATAATAATTAGATCTAAAAATCTAACAGACAATGCCAAAACAATAAT
AGTACATCTTAAGGAACCTGTAGTAATCAATTGTACGAGACCCGGCAACAACACAAGAAAAAGTATAAGGATA
GGACCAGGACAAACATTCTATGCAACAGGAGAGATAATAGGAGATACAAGACAAGCACATTGTAACATTAGTG
GAACAGAATGGGAAAAAATGTTACAAGAGGTAGGCAGAAAATTAGCAGAGCACTTTCCCAATAAAATAATAAA
CTTTACAAAACACTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAG
CTTCAGACAAGAGTCCTGGCTATAGAAAGGTACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTG
GAAAACTCATCTGCACCACTGCCGTGCCTTGGAATTATAGTTGGAGCAATAGATCTCAAGAAGATATTTGGAA
TAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAAGCACAATATACACGTTACTTGAAAAA
TCGCAAAACCAGCAGGAAAAAAATGAACAGGACTTATTAGCATTGGACAAGTGGCAAAGTCTGTGGACTTGGT
TTGATATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTCTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTGTCGTTGGCTATTAGTCTG
CTTGATACCATAGCAATAGCAACAGCTGAAGGAACAGATAGGATCATAGAAGTCATACAAGAGATTTGGAGAG
CTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAGCAGCTTTGCAATAA 
>HM623558 
GGGGTGGGGGACAACTTGTGGGTCACGGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTAT
TCTGTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAATAGCATTGGAAAATGTGACAGAGAATTTTAATATGTGGAAAAATAACATGGTG
GATCAGATGCATGAAGATATAATTAGTCTATGGGATCAAAGCCTAAAGCCCTGTGTAAAATTAACCCCACTCT
GTGTTACTTTAAATTGCACTAATGTCACTAAGAATGATACCAATGCCAACAATACTGCTGAGGGAAAGGAAGA
AAGAAAAAATTGCTCTTTCAATGCAACAACAGAATTAAGAGATAAGAATCGGAAAGTGTATGCCCTTTTTTAT
AAACTTGATATAGTACCACTTAACCCTAGTAACAATAGTAACAGCTCTGGACAGTATAGATTAATAACTTGTA
ATACCTCAGTCATAACACAGGCCTGTCCAAAGATCATTTTTGACCCAATTCCTATACATTATTGTGCTCCGGC
TGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACAGTA
CAATGCACACATGGAATTAAGCCAGTGGTTTCAACTCAACTACTGTTAAATGGTAGCCTGGCAGAAGAAGAAA
TAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATCATAGTACACCTCAATGAATCTGTAATGAT
TAATTGTACAAGACCAGGCAATAACACAAGGAAAAGCATAAGGATAGGACCGGGACAAACATTCTATGCACCA
GGTGACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTATAAATCAGTGGAACAACACGTTACAAA
AGATAGCTAAAAAATTACAAACACGGTTCAATAGACCAATAAAATTTGAACCACATTCAGGAGGGGATCTGGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCTTGGCTATAGAAAGA
TACCTGAAGGATCAACAGCTCCTAGGACTTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAACAAATCTCTGAATATGATCTGGGATAACATGACCTGGATGGAATGGGAAAGAGA
AGTTAGCAATTACACAGACATAATATACAGCTTAATTGAAGAATCGCAGAACCAGCAGGAAATGAATGAAAAA
GAATTGTTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGGTAGTAGGAGGCTTGGTAGGCTTAAGAATAGTTTTTGCCGTACTTTCTATAATAAATAG
AGTTAGGCAGGGATACTCACCTCTGTCATTTGCAATTAGCCTGCTTAATACTATAGCAATAGCAGTAGCTGAA
GGAACAGATAGGATTCTAGAAATCATACAAGGAATTTGTAGAGCTATCCGCAACATACCCAGAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCTATAA 
>KF725902 
GTGATAGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTCTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAC
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TCACTTTAAACTGTACTGAGGTAAAGAGTAATACTAGTACTTTCGATAATGCCACAAGAGAAGAAATAAGAAA
TTGCTCTTTCAATATAACCACAGAACTAAGAGATAAGAAAAAGAATGAATATGCTCTTTTCTATAAACTTGAT
ATAGTACCACTTGATGACAATGACAATAACAAAACATATTATAGATTAATTAATTGTAATACCTCAGCCATGA
CACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAATAATAAGACATTCAATGGAACAGGGCCATGCAATAATGTCAGTACAGTACAATGTACACATGGA
ATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAATAATTAGAACTG
AAAATCTGACAGACAATGCCAAAACAATAATAGTACATCTTAAAGAATCTGTAGAAATTGTGTGTACAAGGCC
CTCCAATAATACAAGGAAAAGTATGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAAATAATAGGA



GATATAAGACAAGCACATTGTAACATTAGTGGAGAGAAATGGAATAAAACTTTACAACAGGTAGGGAGAAAAT
TAGCAACATACTTCCCTAATAAAACAATAATATTTAACCCATCCTCAGGAGGGGACCTAGAAATTACAACACA
TAGCTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATAGTAGTT
GGAGTAATAAATCTCAACAAGAAATTTGGGAGAACATGACCTGGATGGAATGGGAGAGAGAAATTGACAATTA
CACAGGAATAATATACACCTTGCTTGAAGTCTCACAGAACCAGCAGGAGAAAAATGAACAAGATTTATTGGCA
TTGGACAAATGGGCAAATCTATGGAATTGGTTTGACATATCAAAATGGCTGTGGTACATAAAAATATTTATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTACTTTCTTTAGTGAATAGAGTTAGGCAGGG
ATACTCACCTTTATCGTTGGCTATTGGTCTGTTCGATTACATAGCAATAAGAGTAGCTGAAGGAACAGATAGA
ATTTTAGAAATAGTACAAAGGCTTTGCAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAG
CAGCTTTGCTATAA 
>DQ383754 
GCTGCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGGGATGCAATCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAAACTTGACGAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACCTTAAATTGCACTGATGTGACAAATGCTACTAGAACCACTAGCAGTAACACCACTAACAGTAGCACCAA
TAGTAGTATTGAGAAAATGATGGAGGGAGAAATAAAAAATTGCTCTTTCAATATTACCACAAGCATAAGAGAT
AAGGTACAAAAAGAATTTGCACTTTTTTATAAACTTGATATAGTGCCACTTAATGAGGAGAGTAATAACAACA
CTTGTAGTAATAACACTTGTGGTGATTATAGGTTAATAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCC
AAAGATAACTTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAATAAT
AAGGAGTTCAATGGGACAGGAAAGTGCACAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAG
TATCAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGGGATAGTACTTAGATCCAAAAATTTCACAGA
TAATGCTAAAACCATAATAGTGCATCTGAATGATTCTGTAGAAATTACTTGTACAAGACCCAACAACAATACA
AGAAAAAGTATAAATATAGGACCAGGTAGAGCATTTTATGCAACAGGAGAAATAATAGGAGACATAAGACGAG
CACATTGTACCCTTGATGGAACACACTGGAATGACACCTTAAGACAAGTAGTTATAAAATTAAGAGAACAATT
TGGGAATAAAACAATAGTCTTTAAGCAACCCGCAGGAGGGGATCCAGAAATTATAATGCACAGTTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAAGCAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGATTTGGGGATGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATTCTAGTTGGAGTAATAGGAC
TCACGAAGACATTTGGACGAACATGACCTGGATGCAATGGGATAAAGAAATTAACAATTACACAAACACAATA
TACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAAGTGGC
AAAATCTGTGGACATGGTTTAACATATCAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTAATAGGTTTAAGAATAATTTTTACTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTG
TCGTTCGCCATTAGCTTGTTTAATACCATAGCAATAGTAGTAGCTGAGGGGACAGATAGAGTTATAGAAGCTG
TGCAAAGAGCTAATTCTTAACATACCTAAAAGAATAAGACAGGACTTGGAAAGGGCTTTGCTATAA 
>KT427793 
GTTACAGGACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAACGCAGTTAAAGAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAGTAGTGTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAACAGCATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGCGTAAAATTAACCCCACTCTGTG
TGAAGTTAAACTGCACTGATGTGAATATTCCTACCAATAGCAGTAGTACTACCAATAGCACTAGTAGCAACAT
AGAGAACATAGAAAATGGAGAAATAAAAAACTGCTCTTTCAATATCACAAGAATAGGACATAAGAGATATAGA
GAATATGCATTGTTTTATAAACCTGATGTAATGCAAATAGATGGGGATAGTACAAGCTATACATTGATAAATT
GTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTTTTGTGCCCC
GGCTGGTTTTGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTACCAATGTCAGCACA
GTACAGTGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGCTAAATGGCAGTCTAGCAGAAGAAG
ACATAGTAATTAGATCTGAAAATTTCACGAACAATGCTAAAATCATAATAGTGCAACTGAATGAAACTATAGA
AATTAATTGCACAAGACCCAACAACAATACAAGAAGAAGTATACATATAGGGCCAGGCAGAGCATTTTTTGCA
ACAGGAGATATAATAGGAAATATAAGAAAAGCATATTGTGAAATTAATGCAACAAGTTGGAAAAGAGCTTTAA
ACCTGGTAGCTATAAAATTAAAAGAACAGTTTAACAAGACAATAAGCTTCAAAAACTCCTCAGGAGGGGATCC
AGAAATTGTAACGCATAGTTTTAATTGTGGAGGGGAATTTAAGCARCTCCAGGCAAGAGTCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATCTGCACCACTACTGTGC
CTTGGAATAGTAGTTGGAGTAATAAATCTTTGAATGATATTTGGGATAACATGACCTGGATGCAGTGGGACAA
AGAAATTAACAATTACACGAGCATAATATATAACTTAATTGAACAAGCGCAAAACCAACAGGAAAAGAATGAA
CAAGAATTATTGCAATTGGATACGTGGGCAAGTTTGTGGAATTGGTTTGATATATCAAAGTGGCTGTGGTATA
TAAGAATATTCATAATGATAGTGGGAGGCTTAGTAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAA
TAGAGTTAGGCAGGGATACTCACCCTTATCGTTCGCTGTTAGTTTGTTGAATGCCATAGCTATAGCAGTAGCT
GAAGGGACAGATAGGATTATAGAAGTAGGACAAAGACTTGGTAGAGCTATTATCCACATACCTGTAAGAATAA
GACAGGGCTTAGAAAGAGCTTTGCTATAA 
>MH234642 



GCTGCAGAACAGATGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATCTGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTTGAGAAATGATACTAATAGTGGTAATGCCACTAGTAGTAGCTGGGGAAAGAT
GGAGAGAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAGATAAGGTGCAGAAGGAATAT
GCAATTTTTTATAAGCTTGATGTAGTACCAATAGATAATGATAATACCAGCTATAGGTTGATAAGTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGG
TTTTGCGATTCTAAAGTGTAAAGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGGTAG
TAATTAGGTCTGAAAATTTCAGGGACAATGCTAAAACCATAATAGTACAGCTGAAAGAATCTGTAGAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAGAAGTATAAATATAGGACCAGGGAGAGCATTTTATACAACAGGA
GACATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGCAAAATGGAATGACACCTTAAAACAGA
TAGTTGACAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATGCTAGTTGGAGTAATAAATCTCTGGATAAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGA
AATTAACAATTACACAGGCTTAATATACACCTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAA
GACTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAA
AGATATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTATCGTTTGCTGTTAGCTTGTTCAATGCCATAGCCATAGTAGTAGCTGAG
GGGACAGATAGGGTTATAGAAGTATTACAAAGAGCTTATAGAGCTATTCTCCACATACCTACAAGAATAAGAC
AGGGCGCGGAAAGGGCTTTGCTATAA 
>DQ383750 
GCTGAAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTTTTTT
GTRCATCAGATGCTAAAGCATATAGCACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAAA
CCCTGCCCCGCAAGAAGTAGTATTGGAAAATGTAACAGAGAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCACGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACTCCACTCTGTG
TTACTTTAAATTGCACTAATGCTAATAACAATAGTACCAATGCTACTGTTACTGATAAGGAAGAAATAAAAAA
CTGCTCTTTCAATATAACCACAGGCATAGGAAAACAGGTGAGGAGGGAATATGCATTTTTTAATAAGCTTGAT
GTAGTACCAATAAATAATGATAACACAAGCTATATGTTGATAAGTTGTAATACCTCAGTCCTTACACAGGCCT
GTCCAAAGACATCCTTTGAACCAATTCCCATACATTTTTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAA
TGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCA
GTAGTGTCAACTCAACTGCTGTTAAATGGCAGCTTAGCAGAAGGAGAGGTAATAATTAGATCTGAAAATCTCA
CGAACAATGCTAAAACCATAATAGTACAGCTAAATAAAACTGTAGAAATTAATTGTACAAGACCCAATAACAA
TACAAGAAAAAGTATACATATGGGATGGGGAAGAGCATTTTATGCAACAGGAGATATAATAGGAGATATAAGA
CAAGCACATTGTAACCTTAGTAGAGTAGAATGGAACAACACTTTAAAACAAATAGTTATAAAGTTAAGAGAAC
ATTTTAATAAAACAATAATCTTTAATCGATCCTCAGGAGGGGACCCAGAAATTATAATGCATACTTTTAATTG
TGGGGGGGAATTTAAGCAGCTTCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAGTGATCAACGGTTCCTA
GGGATGTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAACAAAT
CTTTAAAAGGAATTTGGGACAACATGACCTGGATGGAGTGGGAGAGAGAAATTGACAATTACACAGACTTAAT
ATACACCTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGACAAGTGG
GCAAATTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAATATTTATAATGATAGTAGGAG
GCTTAGTAGGCTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATT
GTCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAACAGTAGCAGAGGGGACAGATAGGGTGATAGAAGYA
GTACAAAGACTTGGCAGAGCTATTATCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCAAT
AA 
>KY658687 
GGGAAAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATCCAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCTACAGA
TCCCAATCCACAAGAACTAGATCTACCAAATGTAACAGAAAATTTTGATATGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTGAACTTAAGGGCAATACAACTAGCAATCAAAATAGCACCGTGCCGAAAGGTTCAGG
ACCACAAAACTGTTCTTTCAATGTGACCACAGAAATAAGAGATAAGAAGCAAAAAGTATATGCACTTTTTTAT
AGACCTGATATAGTACCAATTGATAACAGTAATGGTAGCAGTAAAACATACAGGCTAATAAATTGTAATACCT
CAACCATTACACAGGCTTGTCCAAAGGTATCCTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTA
TGCGCTTCTAAAGTGTAAGGATAAAAATTTCAATGGGACAGGGCCATGCAAGAATGTCAGCACAGTACAATGT
ACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATGGTAGCCTAGCAGAAGAAGATATAGTAA
TCAGATCTCAAAATCTCTCAAATAATGCAAAAACCATAATAGTACACCTTAATGAATCTGTACAGATTAATTG
TACAAGACACAGTAATAATACAAGAAAAAGTATACACTTTGGACCAGGACAAGCATTTTATGCAACAGGAGAA



ATAATAGGAGACATCAGAAAGGCACATTGTAAGGTTAGTAAAGCACAATGGAATAAAACAGTAGACAGGGTAA
AGGAAAAGTTAAGGTCTCTTTTCAATAGAACAATAAAATTTAATCCATCCTCAGGAGGGGACCTAGAAGTCAC
AATGCATAGTTTCAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAAATACCTA
AAGGATCAACAGCTCCTGGGGCTTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATA
CTAGTTGGAGTAATAAATCTGTGAATGAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGAGATTAG
CAATTACTCAGGGGAAATCTACAGGCTAATTGAAATATCGCATTACCAGCAGGAAAAGAATGAAAAAGAATTA
CTGGAATTAGACTCATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAATAT
TCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAG
GCAGGGTTACTCACCTTTGTCTTTGGCTATTAGTCTGCTTAACACCACAGCAATAGTAGTAGCTGAGGGGACA
GATAGAATTCTAGAAGTTTTGCAAAGAATTGGTAGAGCTGTTTTCCACGTACCTAGAAGAATAAGACAGGGCT
TTGAAAGGGCTTTGCTATAA 
>AF408632 
GCTACAGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAATCATATGAAAGAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATACCATTGGTAAATGTAACAGAAAATTTTAATATGTGGAACAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGATAACCCCACTCTGTG
TTACTTTAAATTGTACTGATTACAAGAATGCCACTGCCACCAATGGCATTCAAGATAGCACCCTGAAGGAAGA
GCCAGGTGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAACAGATAAGCAGCTGAAAGTAAGTGCA
CTTTTTTATAGACTTGATATAGTACCAATCAGCAATAGCAGTAATGGAACATACAGGCTAATAAATTGTAATA
CCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATGATACAAAGTTCAATGGGATGGGGCCATGCAAGAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGATATAA
TAATCAGATCTCAAAATATCTCAGATAATACAAAAACTATAATAGTACACCTTAATGAATCTGTACAAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATCCAGTTAGGACCAGGAAGAGCATTTTATGCAACAGGA
CAAATAATAGGAGACATCAGAAAGGCACATTGTAATGTTAGTGGAATACAATGGAATAAAACATTAGAACGGG
TAAAGGCAAAGTTACAGGCTCATTTCCCTAATGCAACAGCAATAAAATTTAACTCATCCTCAGGAGGGGACCC
AGAAATTACAATGCATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTGGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGC
CCTGGAACTCTACTTGGAGTAATAAATCTCAGGCAGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAA
AGAGATTAGCAATTATTCAAATGAAATATACAGGTTAATTGAGGAATCGCAGAACCAGCAAGAAAAGAATGAA
CAAGAATTATTGGCATTGGATAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATA
TAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCT
GAGGGGACAGATAGAATTATAGAAGCTTTGCAAAGAGTTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAA
GACAGGGCTTGGAAAGGGCTTTGCTATAA 
>AY037277 
GCTACAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTATTGAAGAATGTGACAGAAGATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTTGAGACTAACACCACTAGTTCGAACAATGCTAATATCACCAATAGTACCAA
TAGAGGTAGCTGGGAACCGATGGAGAAAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAGTCATAAGA
GATAAGGTGCAGAAAAAAGAGGCATTGTTCTATAAACTTGATGTAGTACCAATAGAAAATAGTACTAATAGCT
ATAGGTTGATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAGCCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACTATGT
AAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAAGAAGAGGTAGTAATTAGATCTGCCAACTTCACAGACAATGCTAAAAGCATAATAGTACAGCT
GAATGAGTCTGTAAGAATTGAATGTAAAAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGC
AGAGCATTTTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAGGAT
GGAAGAACACTTTAAGACAGATAGCTATAAAATTAAGAGAACAATTTGGGAATAAAACAATAGTCTTCAATCA
ATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAAATCTCTGAATTATATCTGGGATAACATGAC
CTGGATGCAGTGGGAAAGAGAAATTGACAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAAAAC
CAGCAAGAAAAAAATGAACAAGAATTATTGACATTAGATAAATGGGCAAGTCTGTGGAATTGGTTCAGCATAA
CAAATTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGC
TGTGCTATCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACC
ACAACAATAGTAGTAGCTGAGGGGACAGATAGAATTATAGAAGCTTTGCAAAGAATTGGTAGGGCTATTCTCA
ACATACCTAGAAGAATAAGACAGGGCGCGGAAAGGGCTTTGCAATAA 
>DQ085875 



GCTTCACAACAATGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGACACAAAGGCACACAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTGGTATTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATGTAATCAGTCTATGGGAACAAAGCCTAAAGCCATGTGTACAATTAACCCCACTCTGTG
TTACTTTACATTGCACTAATTACAATGGTATTAGTGCCACTGATACCAATGGTAATCATACCAATGCCACTGA
TACCAATGGTACCAATAGTAGTAGTTGGGAAAAGATGGAGGGAGAAATAAAAAACTGCTCTTTCAATATCACC
TCAAGCATAAGAGATAAGGTGAAAAAAGAATATGCACTTTTTAATGCACTTGATGTAGTACCAATAGATAATG
CAAACTATATGTTGGTAAGTTGTAACACCTCAGTCATTACTCAGGCCTGTCCAAAGATATCCTTTGAACCAAT
TCCAATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATAGTAAGACGTTCAATGGAACAGGA
CCCTGTAAAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTATTAA
ATGGCAGTCTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTTCTCGAACAATGCTAAAACCATAATAGT
ACAGCTGAATGAAACTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGCAAAAGTATACATATAGGA
CCTGGGAGAGCAGTTTATGCAACAGATAGAATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAG
CAAAATGGAACACCACTTTAGAACAGATAGTTAAAAAATTAGGAGAACAATTTAATGAAGCAAATACAATAAC
CTTTAAGCAATCCTCAGGAGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCAAGCAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCTCTG
GAAAACTCATTTGCACCACTGCTGTGCCTTGGAATACTAGTTGGAGTAATAGATCTCTGGACAGCATTTGGGA
AAACATGACCTGGATGGAGTGGGAGAGAGAAATTGAGAATTACACAGGCTTAATATACAACTTACTTGAAGAA
TCGCAAAACCAACAAGAAAAGAATGAACAGGAATTATTGGCATTGGATAAGTGGGCAAATTTGTGGAATTGGT
TTGACATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGCAGGCTTAGTAGGTTTAAGAAT
AGTTTTTACTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCCTTATCATTCGCTGTTAGTTTG
CTTAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGATAGAATCATAGAAGTAGCACAAAGATTTGGTAGAG
CTATCCTCCACATACCTATAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>DQ358799 
GCTACAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTCTGTG
CATCAGATGCGAAAGCATATGAATCAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGGAAATGTGACAGAATATTTTAACATGTGGAAAAATGACATGGTGGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTGTTA
CTTTAAATTGCACTAATTTGAATAATGCTACTAGGTTGAGCAATGCTCCTACTACCAATAGTAGTGGTTTGGA
GGAGGGAGACATGAAAAACTGCTCTTTCAATGTCACCACACGCATAGGAAATAAGATGCAGAAAGAATATGCA
CTTTTTTATAAGCTTGATGTAGTACCAATAGATAAGGATAATAAAAGCTATATGTTGATAAATTGTAACACCT
CAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTT
TGCGATTCTAAAGTGTAATGATAAGGAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGT
ACACATGGAATTAGGCCAACAGTATCCACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGGAGAGATAGTAG
TCAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACATTTGAACGAATCTGTAGTAATTAATTG
TACAAGACCCAACAATAATACAAGAAAAGGTATACATTTAGGACCAGGGGGAGCATTTTATGCAACAGGAGAA
ATAGTAGGAGATATAAGACAAGCACATTGTAACCTTAGTAAAACAGAATGGAACAACATTTTAGGACAGATAG
CTGCAAAATTAAAAGAAAAATTTGAAAATAAAACCATATCCTTTAAGAGTGCCTCAGGAGGGGACCCAGAAAT
TGTAACACACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAGCTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAATCTCTGGAAAAGATTTGGGGTAACATGACTTGGATGGAGTGGGAGAGAGAAAT
TGACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACAAGAA
TTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCACGATGGCTGTGGTACATAAAAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAGGGT
TAGGCAGGGATACTCACCATTGTCATTCGCGGTTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGG
ACAGATAGAGTTGTAGAAGTTTTGCAAAGAGCTGGTAGAGCTATCCGCAACGTACCTGTAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>JN692448 
GCTGCAGAACAATTGTGGGTCACAGTCTACTATGGGGTGCCTGTGTGGAAAGAGGCAAACCCCACCTTATTTT
GTGCATCAGATGCTAAAGGAGTTAACACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATGGAATTGAAAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAAAAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATGTGCCGTTAAATGGAACTATAAATGGCACTACTACTGATGGGACTAATATTAA
TGGGACTCATGATTGGGAAAACATGAATGGAGAAATAAAAAACTGCTCTTTCAATGTCACAAGCATAGGAAAT
AAGATGCATAAAGAATATGCACTTTTTTATAAATCTGATGTAGTAACAATAGAGGAGAATAGTACAAGCTATA
CACTGATAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTAACCTTTGAACCAATTCCCATACA
TTATTGTACCCCAGCTGGTTTTGCGATTCTAAAGTGTAAGGATAAGAAATTCAATGGAACAGGACCATGTAAA
AATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACTCGACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGATATAGTAATTAGATCTCAAAATTTCTCAGACAATGCTAAAATCATAATAGTACAGCTGAA
TGAAACTGTAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACATATGGGATGGGGGAGA



ACATTTTATGCAACAGGACAAATAATAGGAAATATAAGACAAGCATATTGTAACATTAGTAGAGCAAAATGGA
ACAAAACGTTAGAACAGGTAGCTAAAAAATTAGTAGAACAACTTAACAAAATAGAACTACTTAACAAAACAAT
AATCTTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTGCTGTGCCCTGGAATACTAGTTGGAGCAATAAATCTTACGACACAATTTG
GAATAACATGACCTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAGGCATAATATATAGCTTAATTGAA
GAATCGCAGAACCAGCAGGAAAAGAATGAACTAGAATTATTGGAATTGGATAAGTGGGCAAATCTGTGGAGTT
GGTTTGACATAACAAATTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAGTAGGTTTAAG
AATAGTTTTTGCTGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGT
TTGCTTAACGCCACAGCTATAGCAGTAGCAGAGGGGACAGATAGGATTATAGAAGTAGTACAAAGAACTGGTA
GAGCTATTCGCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>EF637055 
GCTAAAGATGCTAAAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAACCAACAACCA
CTCTATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAGATGCATAATGTTTGGGCCACACATGCCTGTGT
ACCCACAGACCCCAGCCCACAAGAAGTACAATTGAAAAATGTGACAGAAACGTTTAACATGTGGAAAAATAAC
ATGGTAGAACAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCC
CACTATGTGTCACTTTAAATTGCAATAACATCACTATCACTAACGATACTAGTGGTAACAATACTAGTGGTAA
CGCTACTAATGGTATCGGGGAAATGAAAGAAGAAATGAGAAATTGCTCTTTCAATATCACCACAAACATAAGA
GATAAGGTAAAGACAGAATATGCACTTTTGTATAAACTTGATCTAGTACAAATAGAAGATGAAGATACTAATA
ATACGACTAAAAATATTACTAAATATAGGTTGATAAGTTGTAATACCTCAGTCATTACACAGGCCTGTCCAAA
GGTATCTTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAATGTAATGATAGG
AAGTTCAATGGATCTGGACCATGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTAT
CAACTCAACTGCTATTAAATGGCAGTCTAGCAGAAGAAGATGTAGTAATTAGATCCAGCAATTTCACAGACAA
TACTAAAACCATAATAGTACAGCTGAAAGAATCTGTAAACATTACTTGTGTAAGACCCAACAACAATACAATA
AAAGGCATACATATGGGACCAGGCAAAGCATTCTATACAACAGGACAGATAGTAGGAGATATTAGAAAAGCAT
ACTGTAACATTAGTAGAACAGCATGGAATAACACTTTAAAACAAATAGTTACAAAATTAAAAGAACAGTTTAA
GAATAAAACAATAGTCTTTAGGCAACATTCAGGAGGGGACCCAGAAATTGCAATGCACAGTTTTAATTGTGGA
GGAGAGTTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACATGATCAACAGCTCCTGGGGA
TTTGGGGATGCTCTGGAAAACTCATTTGCACCACTAATGTGCCTTGGAATGCTAGTTGGAGCAATAGATCTCT
AAATGATATTTGGGATAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGTACAATATAC
AGATTAATTGAGGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAACTAGATAAATGGGCAA
GTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTT
GATAGGGTTAAGAATAGTTTTCACTGTGCTTTCTATAATAAATAGAGTTAGGAAGGGATACTCACCATTATCG
TTCGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCAGAGGGGACAGATAGAATTATACAAGCTTTGC
AAAGAACTGGTAGAGCTATCCTTAATATACCTAGAAGAATAAGACAGGGCCTTGAAATTGCTTTGCTATAA 
>JF804805 
GCTACAGATAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAGAGCATATTCCAAAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGGATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTGGAA
CAGATGCATGAGGATATAATTAGTTTATGGGACGAAAGCCTAAAGCCATGTGTAAAAATAACCCCACTCTGTG
TTACTTTAAATTGCACTAAGTTGAGTAATATTACTACTACCGATAATGTCACTAATACCACTGGGAGCAATGC
CACTAATACCACTGGGAGCAAGGGGGAGGAGGGAGAAATGAGAAACTGCTCTTTCAATATCACCACGCAAATA
AAACAAAAGGTGCGAACAGAGTACGCCCTTTTTTATAAGCATGATGTAGTACCAATAGATAGTACAAGTTATA
TGTTGATAAGTTGTAATACCTCTACCATTACACAAGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAGAGATAAAAAGTTCAATGGAATAGGACCATGTACA
AATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTGTCAACTCAACTGTTGTTAAATGGCAGCC
TAGCAGAAGAAGATATAGTAATCAGATCTCAAAATATCTCAGATAATACAAAAACCATAATAGTACATCTAAA
TGAAACTGTAGTAATTAATTGTACAAGACCCAACACCAATACAAGAAAAATACCTATAGGACCAGGCAGAGCA
TTTTATACAATAGGAAGCATAACAAGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGGATA
ACACTTTAAAACAGATAGTTAAAAAATTAAGTGAACAATTTGAGAATACAACAACAATATTCTTTAAGCAAGC
CTCAGGAGGGGACCCAGAAGTTGTAACGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGTTACCTAAGGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTT
GCACCACTAATGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGATCAGATTTGGCAGAACATGACCTG
GGTGGAGTGGGAAAGAGAAATTAATAATTACACAGGTTTAATATACACCTTAATTGAAGAATCGCAAAACCAA
CAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGCTTGTGGAATTGGTTTGACATAACAC
AGTGGCTGTGGTATATAAAAATATTCATAATGATAATAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATACCACA
GCAATAGTAGTAGCTGAGGGGACAGATAGAGTTATAGAAGCTTTGCTAACAGCTGGTAGAGCTGTCCTCAACA
TACCTAGAAGAATAAGACAAGGCTTGGAAAGAGCTTTGCTATAA 
>JF804813 



ATTGCTGCTGCAGATCAATTGTGGGTCACAGTTTACTATGGGGTGCCTGTGTGGAAAGAAGCAACCACCACTC
TCTTTTGTGCATCAGATGCTAAAGCAGTTGAAACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACC
CACAGACCCTAAACCACAAGAGGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAACCATGTGTAAAATTAACCCCAC
TCTGTGTCACTTTAAATTGCACTGATTGGAATGCAACTATCACTGGAAATTATACTTGGGTCCGTAATAGTAG
TTTAAAAATTAGGGAGGGAGAAATGAAAAACTGCTCTTTCAATGTCACCGCAGGCATAAGAAATAAGATGAAA
AAAGAATATGCACTTTTTCATACACTTGATACAGTACCAATAGATGGGGATAATACAAGCTATACACTGATAA
GTTGTAACACCTCAGTCATTACACATGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTAC
CCCGGCTGGTTTTGCGCTTCTAAAGTGTAAGGATAAGAACTTCAATGGAACAGGACCATGTAAAAATGTTAGC
ACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACCCAACTGCTGTTAAATGGCAGTCTAGCAGAAG
AAGAAATAGTAATTAGATCTGAAAATCTCATGGACAGTGTTAAAAACATAATAGTACAACTGCATGAAGCTGT
AGTTATTAATTGTACAAGACCCAACAACTATACAAGAAAAGGTATACATCTAGGAGGAGTAGGGAGAGCATTC
TATGTAAAAGGACAAATAATAGGAGATATAAGACAAGCACATTGTAACGTTAGCAGAGAAAAATGGAAAAGCA
CTTTACAACAGATAGCTACAAAATTAGGAAAACAATTTAAGAACAATACAATAATCTTTAAGCACTCCTCAGG
AGGGGACCCAGAAATTGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTAATGTGCCTTGGAATGCTAGCTGGAGTAATAAATCTTTAGACAAAATTTGGAATAACATGACATGGATGCA
GTGGGAGAAAGAAATTGACAATTACACAGGCTTAATATACACTTTAATTGAAGAAGCGCAAAACCAACAGGAA
AAGAATGAACAAGAGTTATTGCAATTGGATATGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAAATGGC
TGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCTGTATTTTC
TATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTGAGTTTGCTTAATGCTACAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGCACAAAGAATTTGGAGAGCTATTCTCAACATACCTA
CAAGAATAAGACAAGGATTAGAAAGGGCTTTGCTATAA 
>MH938677 
ACTGCAGAAAAGTTGTGGGTCACAGTATATTATGGGGTGCCTGTGTGGAAAGAAGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAAGCAACTAGCGAAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAATAAAATTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATCAGTCTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTGTACGGAAAGTAACAGTCAGTGTAATATCCAGACAAAGCCTACTGTGACAAC
TACTACTTCAACAAATAATAATGCTTCGGCAAAGGATGAGGAAGGAATGAAAAACTGCTCTTTCTATGTATTT
GACAGTATAAGGAATAAGAAAAATAAAAATTATGCACTTTTTTATGCACTTGATTTAAAACAAATAAATGAGA
ATGATACTGCAAACTATACACTGATAAGTTGTAACACCTCAATCATTACACAGGCCTGTCCAAAGGTATCCTT
TGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAATGTAATAATAAAACATTCAAT
GGAAAAGGACCATGTAACAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAAC
TACTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTGAAAATTTCTCAGACAATGCTAAAAC
CATAATAGTACAGCTGAAAGAAGCTGTACAAATCAACTGTACAAGGCCCAACAACAATACAAGAAAAAGTATA
CATATGGGACCGGGGGCGCATTTTATGCAACAGGAGAAATAATAGGAGACATAAGACAAGCACACTGTAAACT
TAATGGAACAGCATGGAATAGCACCTTACAACAGGTAGCTGTAAAATTGGGAGAACAATTTAATAAGACAACA
ATAGTCTTTAATCAGTCCTCAGGAGGAGACCTAGAAGTTGTAATGCACAGTTTTAATTGTGGAGGGGAATTCA
AGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTG
CTCTGGAAAACTCATCTGCAACACTAATGTGCCTTGGAATAATACTTGGAGTAATAAGTCTTATAATCAGATT
TGGGATAATATGACTTGGATGCAGTGGGAGAAAGAAATTGACAATTACACAAATGAAATATACAAATTAATTG
AAATATCGCAAAACCAGCAAGAAATTAATGAGCAAGAATTATTAGCATTAGATAAATGGGCAAGTTTGTGGGA
TTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTA
AAAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTA
GCTTGCTTAATACAACAGCAATAGTAGTAGCTGAGGGGACAGATAGAATTCTAGAAACTTTGCAAATAATTGG
TAGAGCTATTCTCCACATACCTACAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ849793 
ACTGCAGGAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACGAGAAATGCAATTAAAGAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGAGCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTGCTGCCAATGTCACCGGAGTAAATGACACCCTGAAGGAAGAGCAAGGGGCAGTACA
AAATTGTACTTTCAATATGACCACAGAAATAAGAGATAAGCAGAAGAAAGTACAGGCACTTTTTTATAAACTT
GATATAGTACCACTCAGCAATAATGATAATGGTAGCAATACTGAATACAGGCTAGTAAATTGTAATACCTCAA
CCATTACACAGGCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGC
AATTCTAAAGTGTAATGACCAAGAGTTCAATGGGACAGGGAAATGCAACAATGTCAGCACAGTACAATGTACA
CATGGGATTAGACCAGTAGTATCAACTCAATTGTTGCTAAATGGCAGCCTAGCAGAAGGAGATATAAAAATCA
AATCTCAAAATATCTCAGATAATGCAAAAACTATAATAGTACACTTTAATCAATCTGTACAGATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGTATACATATAGGACCAGGACAGGCATTTTATGCAACAGGAGAAATA



ATAGGAGACATCAGAAGGGCACATTGTAATGTTAGTAGAACACAATGGAAGAACATGTTAGACAAGATAAAGG
AAAAGTTAAAATCTCATTTCTCTAATAAAACAATAAACTTTACCTCATCCTCAGGAGGAGATCTAGAAATTAC
AGCACATATGTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTA
AAGGATCAACAGCTCCTAGGAATCTGGGGTTGCTCTGGAAAAGTCATCTGCACCACTAATGTGCCTTGGAACT
CTAGTTGGAGTAATAGGACTTATGATGACATTTGGGCTAACCTGACCTGGAAGCAATGGGAACAAGAGATTAG
CAATTACTCAGATGAAATATATAGGTTACTTGAAGTATCGCAACACCAGCAGGACAAGAATGAAAAAGAATTA
TTGGAATTGGACAAATGGGCAAGCCTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTACATAAGAATAT
TCATAATAATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTTCTGTGCTTTCTATAGTGAATAGAGTTAG
GCAGGGATACTCACCCTTGTCGTTCGCTGTTAGCTTGTTCAATACCACAGCAATAGTAGTAGCTGAGGGGACA
GATAGAGTTCTAGAAGCTTTGCAAGCAGCTGGTAGAGCTTTCCTCAACATACCTAGAAGAATAAGACAGGGCT
TTGAAAGAGCTTTGCTATAA 
>KJ849802 
GCTGACAATTTGTGGGTTACAATCTATTATGGGGTACCTGTGTGGAAGGAAGCAGTCACCACTTTATTCTGTG
CATCAGATGCTAAAGCAGTTAAAACAGAGGCGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAATCCACAAGAACTAGTATTGGAAAATGTGACAGAAGAATTTAACATGTGGAAAAATAACATGGTAGAACAG
ATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGACATTAACCCCGCTCTGTGTTA
CTTTAAATTGCACTGATCATAGGAACGCTAGTACAAATTATACCAGTGAGGATGGGGGCATGAGAGGAGAACT
AAAAAACTGCTCTTTCAATATCACCACAAGCATAAATGATAAAAGGCAGAAACAATATGCAATTTTTAATAAA
CTTGATGTAGTACAAATAGAGGAAAATAACAGTTATAGTTATAGGTTGATAAGTTGTAATACCTCAGTCGTTA
CACAAGCTTGTCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTTTGCGATTCT
AAAATGTAATGAGAAAAATTTCAATGGGACAGGACAATGTAAAAATGTCAGCACAGTACAATGTACACATGGA
ATTAGGCCAGTAGTATCAACTCAACTATTGTTAAATGGCAGTCTAGCAGAAGAGGAGGTAGTAATTAGATCTC
AAAATTTCTCAAACAATGCTAAAGTCATAATAGTACATCTAAATGAATCTGTAGAAATTAATTGTACAAGACC
CAACAACAATACAAGAAGAGGTATACATCTGGGACCAGGAAGATCGTTTTATGTAACAGGAGAAATAATAGGA
GATATAAGAAAAGCATATTGTAACATTAGTAGAACAAAATGGAATACCACCTTAGAAAAGATAGTTACAAAAT
TAAAAGAACAATATGGAAATAAATCAATAGTTTTTAATCAATCTTCAGGAGGGGACCCAGAAATTGTAATGCA
CAGTTTTAATTGTGGAGGGGAATTCAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATACTAGTT
GGAGTAATAAATCTCAGGAGGAGATTTGGGATAACATGACCTGGATGCAGTGGGAGAAAGAAATTGACAATTA
CACAGACCTTATATACATCTTACTTGAAAAATCACAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGAA
TTGGATAAGTGGGCAAGCTTGTGGAATTGGTTTGACATATCAAATTGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGTTTAAGAATAGCTTTTACTGTACTTTCTATGATATATAGAGTTAGGCAGGG
ATATTCACCATTGTCATTCGCTGTTAGCTTACTCAATACCACAGCAATAGTAGTAGCTGAAGGAACAGATAGA
ATTATAGAAGCTTTACAAAGAGGCGGTAGAGCTATTCTCAACATACCTACAAGAATAAGACAAGGCTTAGAAA
GGGCTCTGCTATA 
>KT427668 
GCTGCAGAAAAGCCAGAAAAGTCGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCTACCACCA
CTCTATTTTGTGCATCAGATGCTAAAGCAGTTAACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGT
ACCTACAGACCCTAGTCCAAGGGAAATAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAAC
ATGGTAGAACAGATGCATCAGGATATAATCAGTCTATGGGATCAAAGTCTAAAACCATGTGTAAAATTAACTC
CACTATGTGTTACGTTAGATTGCACTAATATTAATATTACTGTTACTAACAGTTCTGACAGCGCTGATAATGC
TACTGACAGTAATTTGAAAAAGATGGCTGAAGAGATGAGAAACTGCTCTTTCAATGTCACAGGCATAGGAGAT
AAGAAGCATAAGGAGTATGCGCTTTTTTATAAACTTGATGTAGTAGCAATGGATAATGGTACAACAAACTATA
CATTAATAAATTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACA
TTATTGTGCCCCAGCTGGTTTTGCGATTCTACTATGTAAGGATAAGAACTTCAATGGAACAGGACTATGTAAA
AATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTACTGTTAAATGGCAGTC
TAGCAGAAAAAGAGATAGTGATCAAATCTGAAAATTTCACGGACAATGCTAAAACCATAATAGTACAGCTAAA
TGAAACTATAAAAATTAATTGTACAAGACCCGGCAACAATACAAGAAAAAGTATAAATATAGGACCTGGGAGG
GCATGGTATACAACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGCAACATTAGTAGAAAACATTGGG
AAAAAGCTTTGAAACAAATAGCCATAAAATTAAGAGAGCAACTTAGTAACAATAACATAAACTTCACTAATAT
AACCTTTGACAAACCCTCAGGAGGGGACCTAGAAATTCAAATGCACACTTTTAATTGTGGGGGGGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTACAGGATCAACGGCTCCTAGGGATTTGGGGTTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATAATAGTTGGAGTAATAGATCTGTGACTGATATTTG
GAATAACCTGACCTGGATGCAGTGGGAGAGAGAAATTGAAAATTATACAGGCATAATATTTGACTTACTTGAA
GAATCGCAAATCCAACAAGAAAAGAATGAACTAGACTTATTACAATTGGATAAGTGGGCAAGTTTGTGGAATT
GGCTTGGCATATCACAATGGATAAGGTATATCAAAATATTCATAATAGTAGTAGGGGGCTTAATAGGTTTAAA
AATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGGTACTCACCAATATCGTTCGCTGTTAGT
TTGCTTAACGCTACAGCCATAGCAGTAGCTGAAGGGACAGATAGATTTATAGAAGTAGTACAAGGGATTTGCA
GAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KT427746 



ACTGCAGAACAATTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTT
GTGCATCAAATGCTAAAGCATATCACACAGAGGTACATAGTGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAGTAGTATTGGAGAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACACCACTCTGTG
TTACTTTGAATTGCACTGATTATAATGCCACTAGTAACAATCAGACTACTGACAAGGGGATGGTGGGAGAAAT
AAAAAACTGCTCTTTTAATATCACCACAGGTATAGGCAATAAGGTGCAAGAATATGCACTGTTTAGTAGACTT
GATGTAATACCAATAGGTGCATTAGAGGGTAATGAGACAAAATATATGTTGATAAATTGTAACACCTCAGTCA
TCAAACAGGCCTGTCCAAAGGTATCTTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGTACAGTACAATGTACACAT
GGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAGTAATTAGAT
CTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAACGAAACTATAGAAATTAATTGTACAAG
ACCCAACAACAATACAAGAAAAAGTATACATCTAGGATGGGGGCAAACAATTTATGCAACAGGACAAATAATA
GGAGATATAAGACAGGCACATTGTAATCTTAGTACAACAAAATGGAACAACGCTTTAAAACAGATAGTTATAA
AATTAAAAGAACAACTTAATGAAACAGTAAAGAGAATAATCTTTAACCAATCCTCAGGAGGGGACCCAGAAAT
TGTAATGCATACTTTTAATTGTGGAGGGGAATTCAAACAGCTCCAGGCAAGAATCCTAGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGATAGTTGGAGTAATAAAACTCAGAGTAAAATTTGGAATAACATGACATGGATGGAGTGGGAGAGAGAAAT
TAACAATTACACAGGCTTAATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAA
TTATTACAATTGGATAAGTGGGCAAATTTGTGGACTTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTATACTTTCTATAGTGAATAGGGT
TAGGAAGGGATACTCACCCTTATCGTTTGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAAATAGTACAAAGAGCTGGTAGAGCATTTCTCCACATACCTAGAAGAATAAGACAGG
GATTCGAAAGGGCTTTGCTATAA 
>KT427789 
GCTACAGGAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAAGCCACAAGAAGTAGTGCTAAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAG
CAAATGCATACAGATATAGTTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTAGTAATGCTGACAATAGCAATAGCACTCAAAACCAAAACATCAACCTGAGGGAAGAGTT
AGGGGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAGAAACTGAAAGTAAATGCACTT
TTTTATAAACTTGATCTAGTACAAATCAGCAATAACAGTGGCAGCAATAATAGTGAAATATACAGACTAATAA
ATTGTAATACCTCAACCCTTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGC
TCCAGCTGGTTATGCAATTCTAAAGTGTAATGACAAGAAGTTCAATGGGACAGGGCCTTGCAAAAATGTCAGC
ACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGCTAAATGGCAGCCTAGCAGAAA
AAGATATAATAATCAGATCTCAAAATATCTCAGATAATACAAAAACCATCATAGTGCACTTTAATGAATCTGT
ACCAATTACTTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATATAGGACCTGGACAAGCATTTTAT
GCAACAGGAGACATAATAGGAGACATCAGGAAAGCACATTGTAATGTTAGTGCAGCAAACTGGACTAACACGT
TAAGACAGGTAAGGGAGAAATTAAAGTCCCACTTCCCTAATAAAACAATAGAATTTAAATCGCCCTCAGGAGG
AGACCTAGAAATTGTAATGCATATGTTTAATTGTCAAGGAGAATTTAAACAGCTCCAGGCAAGAATCCTGGCT
GTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
GTGTGCCCTGGAACTCTAGTTGGAGTAATAGATCTGAGGATGATATTTGGAACAACATGACCTGGATGCAATG
GGAAAGAGAGATTGGCAATTACTCAGATGAAATATACAGGCTAATTGAAGAATCGCAGAACCAGCAGGAAAAG
AATGAACAAGAATTATTAGCATTTGACCAATGGGCAAGTCTGTGGAATTGGTTTAGCATCTCAAAGTGGCTGT
GGTACATAAGAATATTCATAATGATAGTAGGAGGGCTAATAGGTTTAAGAATAGTTTTTTCTGTGCTTTCACT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGCTTGTTCAATACCACAGCAATAGTA
GTAGCTGAGGGAACAGATAGAATTATAGAAGTTTTGCAAATAGTTGGTAGAGGTATCCTCCACATACCTAGAA
GAATAAGACAGGGGCTTGAAAGGGCTTTGCAATAA 
>KT427782 
GCAGAAAACTTGTGGGTCACAGTATATTATGGGGTACCGGTGTGGAAGGAAGCAACCACCACTTTATTTTGTG
CATCAGATGCTAAAGGATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGATCC
TGATCCACAAGAAATGGAATTGACGAATGTAACAGAAAATTTTGATATGTGGAAAAATAATATGGTAGAACAA
ATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTGAAGTTAACCCCACTCTGTGTTA
CTCTAAACTGTAGCGATGCCACTAATAGTACTGCCAATGTGACTCTGAAGGAAGAGTCAGGGACAATACAAAA
CTGTTCTTTCAATATGACCACAGAAGTGAGAGATAAGCAGCAGAAAGTACGTGCACTCTTTTATAAGCTTGAT
ATAGTACCAATCAACAATGACAACAATAGCGGTAACTATTATAGGTTAATAAATTGTAATACCTCAACCATTA
CACAGGCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCT
AAAGTGTAGGGATAAAAAGTTCAATGGGACGGGGCCATGCAAGAATGTCAGCATAGTACAATGTACACATGGA
ATTAGACCAGTAGTGTCAACTCAATTGTTGTTAAATGGCAGCTTAGCAGAAGAAGATATAATAATCAGATCTC
AAAATATCTCAGATAATGCAAAAACCATAATAGTACACCTTAATGAATCTGTACAGATTAATTGTACAAGACC
CAACAACAATACAAGAACAAGTATACATATAGGGCCAGGACAAGCATTTTATGCAACAGGAGATATAATAGGA



GATATCAGAAAGGCACATTGTAATGTTAGTGCAGCACAATGGAATACAACATTAGAAAGGGTAAAAGCAAAGC
TAAAGCAGCTCATTAATAAGACAATACAATTCAACTCATCCTCAGGAGGGGACCTAGAAATTACAACACATAG
TTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGATTCCTAGCGGATCAA
CAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCAACACTATAGTGCCCTGGAACTCTACTTGGA
GTAATAGAACTTATGACAATATTAGGAACATGACCTGGATGGAATGGGAAAAAGAGATTAGCAATTACTCATT
TGAAATCTATAAGTTAATAGAAGAATCGCAGCAGCAGCAGGAAAGGAATGAACAAGAATTATTGGCACTTGAC
AAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTACATAAGAATATTCATAATGATAG
TAGGAGGTTTAATAGGTTTAAAAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTCAGGCAGGGATACTC
ACCATTATCGTTCGCTATTAGCTTGCTTAATGCCATAGCAATAGTAGTAGCTGAGGGAACAGATAGAATTGTA
GAAGTAGTACAAACAATTGGTAGAGGAATCCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTT
TGCTATAA 
>KT427652 
GCTGCAGATAACTTATGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGACGCAAACACCACTCTATTTT
GTGCCTCAGATGCTAAAGGATATATCCCAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAAGAAATAGAATTGAAAAATGTGACAGAAACTTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCAGACAGACATAATCAGTTTGTGGGATCAAAGCTTAAAGCCATGTGTGAAATTAACCCCGCTCTGTG
TTACCTTAAATTGTACTAATGCTGTCAATGCCACTAATGCTACTGAAGCCACTGGTACCCTGAAGGAAGACTC
AGGGGCAATACAAAACTGTTCTTTCAATATGACCTCAGAAGTAAGAGATAAGCAGAAGAAAGTAAATGCACTT
TTTTATAAACTTGATATAGTACCACTTAGTAATAATGGTACATACAGACTAATAAATTGTAATGCCTCAACCA
TTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCTATACACTATTGTGCTCCAGCTGGTTTTGCAAT
TCTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGACCATGCAAAAATGTCAGCACAGTACAATGTACACAT
GGAATTAAGCCAGTGGTATCAACTCAATTATTGTTAAATGGCAGTCTAGCAGAAGAAGATATAATAATAAGAT
CTCAAAATATATCAGATAATACAAAAAACATAATAGTACATCTTAATGAATCTGTACAGATTAATTGTTCAAG
ACCCAACAACAATACAAGAAAGAGTATACATATAGGACCAGGACAAGCATTTTATGCAACAGGAGACATAATA
GGAGACATCAGAAAGGCACATTGTAACATTAGTGAAGAACAATGGAATAAAACAGTAACACGAGTAAAGGAAA
AGTTAAAGTCTTATTTTAAGAATGCAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAAT
GCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAG
GATCGACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTA
GTTGGAGTAATAGATCTCTTGATGACATTTGGCACAATATGACCTGGATACAGTGGGAGAGAGAAATTAGCAA
TTACACACAAGAAATATACAATTTAATTGAAATAGCACAGATCCAACAGGAAAAGAATGAAGAAGAATTATTA
AAATTAGACAATTGGGCAAGTCTGTGGAGTTGGTTTGGCATATCAAAGTGGCTGTGGTATATACAGATATTCA
TGATGGTAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTGTGCTGTATTTTCTATAGTGAATAGAGTTAGGCA
GGGATACTCACCATTATCATTCGCTGTTAATTTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGGACAGAT
AGGATTGTAGAATTTTTGCAAAGAGCTGGTAGAGCTATTCTTCACATACCTACAAGAATAAGACAGGGCTTAG
AAAGGGCTTTGCAATAA 
>KT427828 
GCTGCAGAACAATTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACTACTTTATTTT
GTGCATCAGATGCTAAAGCAGTTGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAATTAGAATTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTCTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TGGCTTTAAATTGCACTGATTTAAAAAATAGCACTAATAGCACTACGGAACCAAAGGTTAGTGTGGAAAAACA
GATGGAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCTCAAATATAGGAAATAGGAAGCATAAAGAGTAT
GCACTCTTTTATAGACTTGATGTAACCCCAATACCTGGAGATAATACAAGCTATATACTGATAGCTTGTAACA
CCTCAGTCATTACACAGGCCTGTCCAAAGATGTCCTTTGAACCAATTCCCATACATTATTGTGCCCCAGCTGG
TTTTGCACTTCTAAAATGTAATGATAAGAAATTCAATGGATCCGGACCATGTAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTATTAAATGGCAGTCTAGCAGAAGAAGATATAG
TAATTAGATCGCAAAATTTCACAGACAATGCTAAAACCATAATAGTACAGCTAAATGAAACTGTAGAGATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAGGTATACATCTAGGATGGGGGAGAGCATTTTATGCAGCAGGA
GAAATAATAGGAGATATAAGACAAGCATATTGTAACATTAGTAAAGACAAATGGGACAACACTTTAAAAAGGA
TAGCTATAAAATTAGAAGAACAATTTAAGAACAAAACAATAGTATTTAGTCAATCTACAGGAGGAGACCCAGA
AATTGTATTGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAAAGA
TTCCTACAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAACAGATCTTATAATCAGATTTGGGATAACATGACCTGGATGGAGTGGGAAAAAGA
AATTGATAAATACACAGACACCATATACAACTTACTTGAAATATCACAAAACCAACAAGAAAAGAATGAACAA
GAATTATTAGAGTTAGATAAATGGGCAAGTTTGTGGAATTGGTTTAACATATCAAACTGGCTGTGGTACATAA
AGATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTATTTTCATTAGTAAACAG
AGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGCTTGTTTGATGCTATAGCTATAGCAGTAGCTGAA
GGGACAGATAGGGTTATAGAAATAGTACAAGGAATTGGTAGAGCTATCCTCCACATACCTAGAAGAATAAGAC
AGGGCTTAGAAAGGGCTTTGCTATAA 
>KT427823 



GCTACAGAAAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCGTCCACCACTCTATTTT
GTGCATCAGATGCTAGAGCAATTGACAAAGAGGCGCATAACATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAATAGTATTAGAGAATGTGACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAGAATTAACCCCACTCTGTG
TTACTTTAAATTGCACCAATGTGAGTAATGAAACTTTGAGGAATGCTACTATTAATAGTAATGCTGGGAATGC
TACTAATGCTACTGTGTACAAAGAGATGGAGGGAGAAATAAAAAACTGCTCTTTTAATACCACCACAAGCAGA
AGAGATAAGATGCAGAAAGAATATGCACTTTTCTATAAATCTGATGTAAGTTCAATAGATAATAAAACTTATA
CATTGATAAGCTGTAACACATCAGTCATTACACAGGCTTGTCCAAAGATAAATTTTGAACCAATTCCAATACA
TTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGATAAGAGGTTCAATGGAACAGGACAATGTAAA
AATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTC
TAGCAGAAGAAGAAATAATAATTAGATCTGAAAATTTAACGGATAATGCTAAAACCATAATAATACAACTGAA
CAAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGAATAACTATGGGACCAGGCAGA
GTATTGTATACAACAGGAGAAATAATAGGGGATATAAGACGAGCACATTGTACCCTTAATAGAGAGAAATGGG
AGAATACTTTAAAACAGATAGCTAGCAAATTAAGCGAACAATTTAAAGGTAAAAATATAACCTTTAAACAATC
CTCAGGAGGGGACTCAGAAGTTACAACACACAGTTTTAATTGTGCAGGGGAATTCAAGCAGCTCCAGGCAAGA
GTTCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGTGCTGGAAAGCTCATTT
GCACCACTAATGTGCCTTGGAATGTTAGTTGGAGTAATAAATCTCTAAACAAGATTTGGGATAACATGACCTG
GATGGAATGGGAGAGGGAAATTGACAATTACACAGGCTTAATATACACCCTAATTGAACAATCACAGAACCAG
CAAGAAAAGAATGAACAAGAATTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTAACATAACAA
ATTGGCTGTGGTATATAAAAATATTCATAATAATAGTAGGAAGCTTAATAGGATTAAGAATAGTTTTTGCTGT
GCTTTCTATAGTGAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTGGCTATTAGCTTGCTTGATGCCACA
GCAATAGTAGTAGCTGAGGGGACAGATAGAATTATAATAGCCTTACAAAGAGTAGGTAGAGCTATTCTCAACA
TACCTAGAAGAATAAGACAAGGAGCAGAAAGGTGTCTTGTATAA 
>KT427820 
GCTGCAGGAAAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAAGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAACCCACAGGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGAAGACATAATAAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAGTTGCACTAATAATATTACTAAAATGAATAATACTGGGGTGGATAATAGTAATACCACAGGTAA
TGATACTGCCAAAGGTAATAATAATAGTACTACCAATAGTAGTTTGGATGATATGCCCCAGGGAGAAATAAAG
AACTGCTCTTTCAATGTCACCACAAGCATAGGAAATAAGATGCATAAAGAGTATGCACTTTTTTATAAGCTTG
ATGTAGTACCAATAGCTAATGATAATACAAGCTATATGTTGATACATTGTAACACCTCAGTCCTTACACAAGC
CTGTCCAAAGGTATCCTTTGATCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCTAAAGTGT
AATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACATGGAATTAAGC
CAGTAGTGTCAACTCAACTGCTGCTAAATGGCAGTTTAGCAGAAGAAGAGGTAATAATTAGATCTGAAAATTT
CACGAACAATGCTAAAACCATAATAGTACAGCTGAAGGAAGCTGTAAGAATTAATTGTACAAGACCCAACAAC
AATACAAGAAAAAGTATACATATAGCACCGGGGAGAGCATTTTATGCAACAGGAGGAATAGTAGGAGATATAA
GAAAAGCACATTGTACCCTTAATGGGGCAGAATGGAACAACGCTTTAAAACAGATAGTTAACAAATTAAGAGA
GCCATTTGGGAATAAAACAATAATCTTTAAGCAATCAGCAGGAGGGGACCCAGAAATCACAATGCATAGTTTT
AATTGTAGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGC
TCCTAGGAATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTACCTTGGAATGATAGTTGGAGTAA
TAAATCTCTGAAAACGATTTGGGATAACATGACTTGGATGGAATGGGAGAGGGAAATTGACAATTACACAGGC
TTGATATACAACTTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGAATTATTGGAATTGGATA
AGTGGGCAAATTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATAAGAATATTCATAATAATAGT
AGGAGGCTTAGTAGGTTTAAGAATAGTTTGTGCTATACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCA
CCATTATCGTTCGCTATTAGTTTGCTTAATGCCACAGCTATCGCAGTAGCTGAGGGGACAGATAGGATTATAG
AAGTAATACAGAGAGCTTGTAGAGCTATCCTCCACATACCTAGAAGAGTAAGACAGGGCTTAGAAAGGGCTTT
GCTATAA 
>KT427809 
GCTGAAGACAAGTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAGAGAAGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATAAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAATCCACATGAAATGATACTAGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TAACTTTAAATTGTAGTAATTATAGGGACAATACAACCAATAGTAGTAATTATAGGGACAATACTACCAATAG
TACCTCTGCCCCACCCAATAGTACTGCTAACCTCTTGAAGGAAGATACAGGGGCACTACAAAATTGTTCTTTC
AATGTGACCACAGAAGTAAGAGATAAGCAGCGAAAAGAATATGCACTTTTTTATAAACTTGATATAGTATCAA
TCAGTGGCCAAAATGACACAGGCACATACAGGTTAATAAATTGTAATGCCTCAACCATTAAACAGGCTTGTCC
AAAGGTATCTTGGGATCCAATCCCCATACATTATTGTGCTCCAGCTGGTTATGCGATCCTAAGATGTAATGAA
AAAGGGTTCAATGGGACGGGGCCATGCACGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTAG
TATCAACTCAGTTGTTGTTAAATGGTAGCCTAGCAGAAGAAGACATAGTAATTAGATCTCAAAATATCTCAGA



TAATGCAAAAACCATAATAGTACATTTCAATGAGTCTGTACAGATTAATTGTACAAGACCCAACAACAATACA
AGAAAAAGTATACATATAGGACCAGGACAAGCATTCTATGCAACAGGAGAAATAATAGGAGACATCAGAAAGG
CACATTGTAATATTAGTGCAATGCAATGGAACACAACATTAGAAAAGGTAAGGAACAAGTTAGAAGCTCTTTT
CCCTAATAAGACAATAACATATGACCAACACTCAGGAGGGGACCTAGAAGTTACAACGCATAGTTTTAATTGT
GCAGGAGAATTTAAGCAGCTCCGGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAG
GATTTTGGGGTTGCTCTGGAAAACTTATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATC
TCTGAATGATATTTGGCAAAACATGACCTGGATGCAGTGGGACAAAGAGATTAGCAAGCACTCAAATGAAATA
TATAGTTTAATTGAAGAATCGCAGATCCAGCAGGAAAAGAATGAAAAAGAGTTATTAGAGTTGGACAAATGGG
CAAGTCTGTGGAATTGGTTTGACATAACAAAATGGATATGGTATATAAAAATATTCATAATGATAGTAGGAGG
CTTAGTAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTA
CCGTTCGCTATCAGCTTGCTTAATGCCACAGCTATTGCAGTAGCTGAGGGGACAGATAGAGTTATAGAAACTT
TGCAAAGAGTTGGTAGAGCTTTGCTCCACATACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATA
A 
>KJ849810 
GCTCAAAAACAAGAACAATTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCGACCACCACTC
TATTTTGTGCATCAGATGCTAAAGCATATAAGACAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACC
CACAGACCCCGACCCACAAGAAATACCATTAAAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATG
GTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGTCTAAAGCCATGTGTAAAATTAACCCCAC
TCTGTGTTACTTTAAATTGCACTAATGTACAGAACAGTACTAATAGTAATGATACCACCAGTGGTGGTCACAA
TAGGACTGTGTCGTACGAGATGAGAGAAGAAATAAAAAACTGCTCTTTCAATGTTACCACAGGCATAGGAAAT
GAAAAGCAGAAAGACTATGCACTTTTTTATAACCTTGATTTAATACACAGATACAATGATACATATGTATTAA
AAAGTTGTAACACCACAACCATTACACAGGCCTGTCCTAAGGTATCCTTTGAACCAATTCCCATACATTATTG
TGCCCCGGCTGGTTTTGCGCTTCTGAAGTGTAGAGATCCGAAGTTCAATGGAACAGGACCATGTAAAAATGTC
AGTACAGTACAATGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTACTGCTAAATGGCAGTCTAGCAA
AAGAAGAGGTAGTAATTAGATCTGAAAATCTTACGGACAATGCTAAAACCATAATAGTACAGCTGAAGGAACC
TGTAAACATTACTTGTATAAGACCCAACAACAATACAAAAAAAAGTGTGCATTTTGGACCTGGGGGGGCAATG
TATGCAACGGGAGACATAATAGGAAATATAAGACAAGCACATTGCAACCTTAGTAGAACAGAATGGAACCAAA
CTTTAGGACAGATAGCTATAAAACTAAGTAAAAAATTTGGGAATAAAACAATAATCTTTAAAAACTCCTCAGG
AGGGGACCCAGAAATTGTAAGGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCA
CTACTGTGCCTTGGAATACTAGTTGGAGTAATAAAACTGAGAACCAAATTTGGAACAACATGACCTGGATGGA
GTGGGAGAGGGAAATTGACAATTACACAGACTTAATTTATAACTTAATAGAAGCATCGCAAAACCAGCAAGAA
AAGAATGAACAAGACTTATTGGCATTGGATACATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGC
TGTGGTACATAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTACTATATTTTC
TCTAGTGAATAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATACCATAGCTATA
GCAGTAGCTGAGGGGACAGATAGGATTATAGAAGTAGGACAAAGATTTTGTAGAGGTATCCTCCACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>KJ849816 
GCTAAAGAAGACTGGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAGGCATATGAAAAAGAGGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAGTAGATCTGGAAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGTTTAAAACCATGTGTGAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATGCCAAGGCCAATGGTACTGAAAACAGTACTACAAATAGCACCAAGGAAGACCG
AGGGGAAATAAAAAACTGTTCTTTCGAGATGACCACAGAAGTAAGAGATAAGAAGCGGCAAGTACAGGCACTT
TTTTATAGGCTTGATATAGTACCAATCAGCAATAGTAATAATAGTAGTGAAGACAGCAATAGCAGCAATAGTA
GTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAAGTATCTTGGGATCC
AATTCCCATACATTATTGTGCTCCAGCTGGCTATGCGATTCTAAAGTGTAAGGATAAACAGTTCAATGGGACG
GGGCCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGT
TAAATGGCAGCCTAGCAGAAGGAGATATAATAATCAGAAGTCAAAATATCACAGATAATGCAAAAACCATAAT
AGTGCACCTTAATGAATCAGTGCAGATTAGTTGTACAAGACCCAACAACAATACAAGAAAAGGCATACACATA
GGACCAGGGCAAGCATTTTATGCAACAGGAGATATAATAGGAGACATCAGAAAGGCACATTGTAACATTAGTA
AAACACAATGGAATCAAACGATAGAAAGGGTAAAGACAAAGTTAAAATCTCATTTCCCTAATGCTACAATACA
ATTTCAACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAG
CTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGATGCTCTG
GAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGTAGGAATAGGAATAGATCCAATGGCTA
TGACTACATTTGGGAGAATATGACCTGGATGCAGTGGGAAAAAGAGATTAGCAATTACTCAAATGAAATATAT
AATCTAATTACAAAGTCGCAAATCCAGCAGGAAGAAAATGAAAAAGAATTATTGGCATTGGACAAATGGGCAA
GTCTGTGGAATTGGTTTGACATATCAAAATGGCTGTGGTATATAAGACTGTTTATAATAATAGTAGGAGGCTT
GATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCA



TTAGCTATCAGCTTGTTTAATGCTACAGCAATAGTAGTAGCTGAGGGGACAGATAGAGTTATAGAAGCTGTGC
AAAGAGTGGGCAGAGGTGTTCTTAACGTACCTAGAAGAATAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>KX181924 
GCTGCTACAGAACCATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCAC
AGACCCTAACCCACAAGAAGTAGTATTAACAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTA
GAACAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTAACCCCACTCT
GTGTTACTTTAAATTGTACTAATGCCACTAGCACCAATGGCACTCAAAACAGAACCAATGACACTCAATACAA
CGCCACCCTGGAAGAGCCAGGGGAAATACAAAACTGTACTTTCAATGTGACCACAATAGTAAGAGATAAACAG
CAGAAGGTACATGCACTTTTTTACAGGCTTGATATAGTACCAATGAACAAAAGCAGTAATGAAAGTGGAAATT
ATTACAGACTAATAAATTGTAATGAATCAATCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCC
CATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAATGTAATAATAAAACGTTCAATGGGACAGGGCCA
TGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGTTGTTAAATG
GCAGCCTAGCAGAAGAAGATATAATAATCAGATCTCAAAATATCTCAGATAATGCAAAAACCATAATAGTACA
CCTTAATGAATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACCA
GGAAAAGCATTTTTTGCAACAGGAGAAATAGTAGGAGACATTAGAAAGGCACATTGTAATGTTAGCAGAACAC
AATGGAATACAACGTTAAACCGGGTAAAGGCAAAGTTAAAGGCTCATTTCCCTAATACAACAATAATAAAATT
TAACTCAGCCTCAGGAGGGGACCTGGAAGTAACAACGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAAACTCAGACGGAGATTTGGGGGAA
CATGACCTGGATGGAATGGGAAAAAGAGATTAGTAATTACTCAAAGGAAATATATAAGTTAATTGAAGAATCG
CAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTG
ACATAACAAACTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTGATAGGCTTAAGAATAGT
TTTTGCTGTGATTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCCATTAGCTTGCTT
AATACCATAGCAATAGTAGTAGCAGAGGGGACAGATAGAGTTATAGAAGCGTTGCAAAGAGCTGGTAGAGCTA
TTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGGAGCTTTGCTATAA 
>MK041577 
GCTACAGAAAAATTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACACGAAGTAGTATTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGCAAAATTAACCCCACTCTGTG
TTACTTTAAATTGTGCTGAATTGAATATTACTAGGAATGCTACTAGTAACAATAGTAGTGTTGTTAATACCAC
TAGTGCTCCCAGCAGTAATAGCAGTAATGTTGCTTATAATATTAGCGGGATAGAGAAAGAAATGACAAACTGC
TCTTTCAATGTCACCACAGGCATAAGAGATGATGTGCAGAAACAATATGCACTTTTTTATAAACTTGATGTAG
TATCAATAAAGAATGATAGTACTACCTTTAGGTTAATGAGTTGTAACACCTCAGTCATTACACAGGCCTGTCC
AAAGGTATCCTTTGAACCAATTCCCATACATTATTGCGCCCCAGCTGGTTTTGCAATTCTAAAGTGTAATGAT
AAAGAGTTCAATGGAAAAGGACCATGTAGAAATGTCAGCACAGTACAATGCACACATGGGATTAGACCAGTAG
TGTCAACCCAGTTGTTGTTAAATGGCAGTCTAGCAGAAAAAGAGGTAGTAATTAGATCTGACAATTTCTCGGA
CAATGCTAAAACCATAATAGTACAGCTGACAGAACATGTAAAAATTAATTGTACAAGGCCCAACAACAATACA
AGAAGAAGTATACCTATGGGACCAGGGGCAGCAATGTATGCAACAGGAGATATAATAGGAGATATAAGACAGG
CACATTGTAACATTAGTAGAGAAAGTTGGAATAAAACTTTAGTACAGGTAGCTGAAAAATTAAGAAAACAATT
TAATAAAACAATAGCTTTTGAGCAATCCTCAGGAGGGGACCTAGAAATTGTAACACACATTTTTAATTGTGGA
GGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGA
TTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAATAAATCTCA
GACGTATATTTGGGAGAACATGACCTGGATGGAGTGGGAAAAAGAGATTAGCAATTATTCAGATGAAATATAC
AGGTTACTTGGAGAGGCGCAGAACCAGCAGGACAAGAATGAACAAGAATTATTGGCATTGGACAAATGGGCAA
GTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGGGGCTT
GATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCA
TTAGCTATTAGCTTGCTTAATACTACAGCAATAGTAGTAGCTGAGTGGACAGATAGAGTTATAGAAGCTTTGC
AAAGAGCTGGTAGAGCTGTTCTCAACACACCTAGAAGAATAAGACAGGGCTTGGAAAGGGCTTTGCTATAA 
>MG572011 
GCAGAAAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACTACTACTCTATTCTGTG
CATCAGATGCTAAAGCATATGAAAGAGAGGCGCATAATGTATGGGCTACACATGCCTGTGTACCCACAGATCC
CAATCCACAAGAAGTAGTTCTGGAAAATGTAACAGAAGATTTTGATATGTGGAAAAATAACATGGTAGAACAA
ATGCATACAGATATAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTGAAGTTAACCCCGCTCTGTGTTA
CTTTAAATTGTACTGGTGTCAACACCACTAGCTACAATGGCACCCTGCAGGAAGAGCAAGGGGCAATACAAAA
CTGTTCTTTCAATATGACCACAGAGGTAAGGGATAAGAGGAAGAAAGTACATGCACTTTTTTATAGGCTTGAT
ATAGTACCAATCAGCAGTGGCAATGATAACAATAGTAGTAATGTAACATACAGGCTAATAAATTGTAATACCT
CAGCCATTACACAGGCTTGTCCAAAGGTGTCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTA
TGCAATTTTAAAGTGTAATGATAAAAAGTTCAATGGGACAGGGCCATGCAAGAATGTCAGCACAGTACAATGT



ACACATGGAATTAGGCCAGTGGTATCTACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGAGATAATAA
TAAGATCTCAAAATATCTCAGATAATGCAAAAACCATAATAGTACACCTTAATGAATCTATACAGATTAATTG
TACAAGACCCAACAACAATACCAGAAAAAGTATACATATAGGACCAGGACAAGCATTTTATGCAACAGGAGAC
ATAATAGGAGACATCAGAAAGGCACATTGTAACATTAGTGGAGCACAATGGAATAAAACATTAGTACATGTAA
AGGAAAAGTTAAAGTCTCATTTCCCTAATGCAACAATAAAATTTAACTCATCCTCAGGAGGGGACCTAGAAAT
TACAACGCATAGTTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTAGCTGTAGAAAGATAC
CTAAAGGACCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGA
ACTCTAGTTGGAGTAATAGATCTCAGAATGAGATTTGGGAGAACATGACATGGATGCAGTGGGAAAAAGAGAT
TAGCAATTACTCAGAAGGAATATACAGGTTAATTGAACAGTCTCAGATCCAGCAGGAGAAGAATGAACAAGAA
TTATTGGCATTGGACACATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAAATGGCTATGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTATACTTTCTATAGTGAATAGAGT
TAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGTCTGCTTAATGCCACAGCTATAGCAGTAGCTGAGGGA
ACAGATAGGATTATAGAAGTAGTACAAAGAGGTTGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAAG
GCTTAGAAAGGGCTTTACTATAA 
>MK041574 
GCTACAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGATGCATAATGTCTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAAAATTAGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAGGATATAATTAGTTTATGGGAACAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTGAATTGTACCAATGTGAATAATACTAACATCACTAATAGTAGTGAGGAAGTGTTGGAGGGAGGAGA
AATAAAAAATTGCTCTTTCAATATCACCTCAAGCATAAGAGATAAGGTGCAAAGAGAATATGCACTGTTTCAT
AAACTTGATGTAATACCAATAGGGGAAAATAATAGTAGTAGTAGTTATAGGATGATACATTGTAACACCTCAG
TCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATCAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACA
CATGGAATTAGACCAGTAGTATCAACTCAACTGCTATTAAATGGTAGTCTAGCAAAAGAAGAGGTAGTAATTA
GATCCAGCAATTTCTCAGACAATACTAAAGTCATAATAGTACAGCTGAATGACACTGTAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAGAGGTATACCTATAGGACCAGGCAGAGCATTTTATACAACAGAAATAATA
GGAAATATAAGACAAGCACATTGTAATGTTAGTAAAGACAAATGGGAAAACACTTTAGAACAAATAACTATAA
AATTAGGAGAAAAACTTAATGCTACAAAAATAGCCTTTAATCGATCCTCTGGAGGGGACCCAGAAATTATAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTACAG
GATCAACAGCGCCTGGGGATTTGGGGTTGCTCTGGCAAACTCATCTGCACCACTGCCGTGTCTTGGAATGCTA
GTTGGAGTAACAAAAATCTGACTCAGATTTGGGATAAAATGACCTGGATGCAGTGGGAAAAAGAAATTGATAA
TTATACAGACAAAATATACCAATTACTTGAAGAATCGCAAAACCAACAAGAAAAGAATGAACAAGACTTATTG
GAACTAGATAAATGGGCAAATTTGTGGAATTGGTTTACCATAACACACTGGCTGTGGTACATAAAAATATTCA
TAATGGTAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTTCTGTACTTTCTATAGTGAATAGAGTTAGGCA
GGGTTATTCACCACTATCGTTCGCCATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGGACAGAT
AGAGTTATACAAGCTTTGCAAAGAATTGGTAGAGCTATTTGCAATATACCTAGAAGAATAAGACAGGGCTTGG
AAAGAATTTTGATATAA 
>MK041585 
GCTACAGATCACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GCGCATCAGATGCTAAAGCATATGATACAGAGGTGCATAATGTTTGGGCCACACACGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAATATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCGCTCTGTG
TCACTTTAAATTGTACTGATTGGAGTAATAATACCAACAGTAGTAATAACACCACTAATAGCACCAATGGGAG
TGGAGACAGAACGTTGGAGGGAGGAGAAATAAAAAATTGCTCTTTCAATATCACCACAAGCATAAGAGATAGG
GTGCAGAAAGAATATGCACTATTTTATAGACTTGATGTAGTACCAATAGAAGAGAATAAGAATAATAATAGCT
ATAGGTTGATAAACTGTAACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCAT
ACATTATTGTGCCCCGGCTGGTTTTGCGCTTCTAAAGTGTAATGATCAGAAGTTCAATGGAACAGGACCATGT
ACAAATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAGTATCAACTCAACTGTTATTAAATGGTA
GCCTAGCAAAAGAAGAGGTAGTAATTAGATCCAGCAATTTGTCAGACAATGCTAAAGTCATAATAGTGCAGTT
GAATGAAACTGTACAAATTAATTGTACAAGACCTGGTAACAATACAAGAAGAGGTATACATATAGGACCAGGC
AGAGCATTTTATACAACAGGAATAATAGGAGATATAAGACAAGCACATTGTAATGTTAGTACAGAAAAATGGG
AAAACACTTTAAAACAAATAGTTATAAAATTAGGAGAAAAATTTAAGGCTACAAACATAACCTTTAGTCCATC
CTCTGGAGGGGACCCAGAAATTACAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGA
GTCCTGGCTGTGGAGAGATACCTACAGGATCAACAGCGCCTGGGGATTTGGGGTTGCTCTGGCAAACTCATCT
GCACCACTGCTGTGCCTTGGAACACTAGTTGGAGTAGCAAAAATCTGACTCAGATTTGGGATAACATGACCTG
GATGCAATGGGAAAGAGAAATTGATAATTACACAGACATAATATATGACTTACTTGAAAATTCGCAAAACCAA
CAAGAGAAAAATGAACAAGACTTATTGGCATTAGATAAATGGGCAAATTTGTGGAATTGGTTTAGCATAACAC
AATGGCTGTGGTACATAAAAATATTCATAATGATAATAGGAGGCTTGATAGGGATAAGAATAGTTTTTTCTGT
ACTTTCTATAGTGAATAGAGTTAGGCAGGGTTATTCACCACTATCGTTCGCCATTAGCTTGTTTAATACCACA



GCAATAGTAGTAGCTGAAGGGACAGATAGGATTATACAAGCTTTGCAAATAATTGTTAGAGCTATTCGCCATA
TACCTAGAAGAATAAGACAGGGCTTGGAAAGAACTTTGGCATAG 
>AY455781 
GCTGCAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAATCATATGAAAGAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAACCCACAAGAAGTAGTTCTGAAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGTTTAAAGCCATGTGTGAAGTTAACCCCACTCTGTG
TTACCTTACATTGTGATAATGCCAATGCCACCAATGGCACTCTAAACAGCGCAAACAGCACCCTGGAGGAAGA
GCCAGGGGCAATACAAAACTGTTCTTTCAACATGACCACAGAAGTAAGAGATAAGCAGATGAAAGTACATGCA
CTTTTTTATAGACTTGATATAGTGCAAATCAACAATGGCAGTAATAACAGGTACAGGCTAATAAATTGTAATA
CCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATGATAACAAGTTCAATGGGACGGGGCCATGCACGAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTAGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGGTATAA
TAATCAGATCTCAAAATATCTCAGATAATACAAAAACCATAATAGTACACCTTAATGAATCTGTACAGATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAAGTATACAATTAGGACCAGGACGAGCATTTTATACAACGGGA
GATATAATAGGAGACATCAGAAAGGCACACTGTAACGTTAGTGGAGGACAATGGAATAAAACGTTAAAACAGG
TAAAGGCAGAGTTACAGTCTCATTTCCCTAATGCAACAATAGAATTTAACTCATCCTCAGGAGGGGACCTAGA
AATTACAACGCATAGTTTTAATTGTAGAGGAGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCT
GGAACTCCAGTTGGAGTAATAAATCTCTGGAGAGGATTTGGGAGAACATGACCTGGATGGAGTGGGAAAAGGA
GATTAGCAATTACTCAGATGAAATATACAGGTTAATTGAAAAATCGCAGAACCAGCAGGAAAAGAATGAACAA
GAATTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAA
AAATATTCCTAATGGTAGTAAGAGGCTTGATAGGCTTAAAAATAGTTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAG
TGGACAGATAGAGTTATAGAAGCCTTGCAAAGAGCTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATA 
>AY455779 
GCTACAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
TCCCAATCCACAAGAAATGGATCTGGAAAATGTAACAGAAGATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAAGTTGACCCCACTCTGTG
TTACTTTAAATTGTACTGATGCCACTAATACCACTGCCACCAATAATGCCACTGCCACCAATAACACTCAAAA
CAGCGACCTGAAGGAAGATCCAGGGGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTAAGAGATAAG
CAGCTGAAAGTACATGCACTTTTTTATAAACTTGATATAGTACCAATTAGCAATAATAGTAGTGGAGGATACA
GGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACA
TTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTAAGGATAAAGAGTTCAATGGGACGGGGCCATGCAAG
AATGTCAGCACAGTACAATGTACACATGGAATTAAACCAGTGGTATCCACTCAATTGTTGTTAAATGGCAGTC
TAGCAGAAGAAGATATAATAATCAGGTCTCAAAATATCTCAGATAATGCAAAAACCATAATAGTACACCTTAA
TGAATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATTTAGGACCAGGACAA
GCATTTTATGCAACTGGAGACATAATAGGAGACATCAGAAAGGCACATTGTAACGTTAGTGGAGAACAATGGA
ATAAAACATTAGAACGGGTAAAGGCAAAGTTAAAGTCTTATTTCACTAATGCAACAATAAAATTTAACTCATC
CTCAGGAGGAGACCTAGAAGTTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAGCTCATCT
GCACCACTACTGTGCCCTGGAACTCTAGCTGGAGTAATAAATCTCTGGGGGATATTTGGGATAACATGACCTG
GATGCAGTGGGAAAAAGAGATTAGCAATTACTCAAATGAAATATACAGGTTAATTGCAGAGTCGCAGAGCCAG
CAGGAAAAGAATGAACAAGAGTTACTGGAATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAA
ACTGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTACTGT
GCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTAGCTATTAGCTTGCTTAATACCACA
GCAATAGTAGTAGCTGAAGGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTCAACA
TACCTAGAAGAATAAGACAAGGCTTGGAAAGGGCTTTGCTATAA 
>AY455783 
GCAGAACAGTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACCACTCTATTTTGTG
CATCAGATGCTAAAGCATATGATACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
CAATCCACAAGAAGTAAATCTGACAGGTGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAACAA
ATGCATACAGATGTAATTAGTTTATGGGATCAAAGCTTAAAACCTTGTGTGAAGTTAACCCCACTCTGTGTTA
CTTTAAACTGTACTAATGCCACTTCCTTCAATGCCACTTCCGTCAATGGCACCACTAGCCAAAATGACACCAC
TAGCCAAAATAGCACCCTGAAGGAAAATAGCACCCTGAAGGAAGACCCAGGGGAAATACAAGACTGTACTTTC
AATGTGACCACAGAAATAAGAGATAAGAAGCAGAAAGTACGGGCACTTTTTTATTTACTTGATATAGAGCCAA
TCAACAATAACAGTACAGAATATAGGGAATATAGGCTAATAAATTGTAATACCTCAACCATTACACAGGCTTG
TCCAAAGGTATCCTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTATGCGATTCTAAAGTGTATA



AATAAAGAGTTCAATGGGACGGGACCATGCAAGAATGTTAGTACAGTACGATGTACACATGGAATTAAACCAG
TGGTATCAACCCAATTGTTGTTAAATGGCAGCCTAGCAGAAGGAGATATAAGAATCAGATCTCAGAATATCTC
AGATAATACAAAAAACATAATAGTACACCTTAATGAATCTGTACAGATCAATTGTACAAGACCTAACAACAAT
ACAAGAAAAGGTATATATTTAGGACCAGGACGAGCAATTTATACAGCAGATAAAATAATAGGAGACATAAGAA
AGGCACATTGTAACATTAGTGTAATACAATGGAATAAAACTTTAGAGCAGGTAAGGGAAAAGTTAAAGTCTTA
TTTCCATAATAAAACAATACACTTTAACTCATCTTCAGGAGGGGACCTAGAAATTACAATGCATAGTTTTAAT
TGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGTTTGTAGAAAGATACCTAAAGGATCAACAGCTCC
TAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCTAGTTGGAGTAACAG
ATCTCAGGATGAGATTTGGAAAAATATGACCTGGATGCAGTGGGACAAAGAGATTAGCAATTACTCAGACACA
ATATACAGGTTAATTGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCATTGGACAAGT
GGGCAAGTCTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGG
AGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCT
TTGTCATTAGCTATTAGCTTGTTTAATACCACAGCAATAGTAGTAGCTGAAGGAACAGATAGGATTATAGAAG
CTTTGCAAAGAGCTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAAGACAGGGCTTGGAAGGGGCTTTGCT
ATAA 
>AY771588 
GCTGCAGATGATCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGCCCACAAGAAGTGCTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGACCAAAGTCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAGATTGCACTAATTATAAGAAAAATGATACAAATACCACCAGGACTAATAGTACTAGTATTGGGAA
AAACATGCAAGGAGAAATAAAAAACTGCTCTTTCAATATCACCACAGGCATAGGAGAGAAAATGAAGAAAGAA
TATGCACTTTTTAATAAACTTGATATAGTACAAACAGGTAATGGTAATACAAGCTATATGATAATAAATTGTA
ACACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGC
TGGTTTTGCGATTTTAAAGTGTAATGATAAAAAGTTCAATGGTACAGGACCATGTAAAAATGTCAGCACAGTA
CAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAATTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGA
TAGTAATTAGATCTGAAAATATCAAAAACAATGCTAAAACCATAATAGTACAGCTGAACAGCTCTGTAGAAAT
TAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATACATATGGGATTTGGGAGATCATTCTATGCAACA
GGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGAACAACACTTTAAAAC
AGATAGTTAAAAAATTAAAAGAACAATTTAATAAAACAATAATCTTTAATCAATCCTCAGGAGGGGACCCAGA
AATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTACAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTT
GGAATACTAGTTGGAGTAATAAGTCTATGACTGAGATTTGGGATAACATGACCTGGATGGAGTGGGAGAGAGA
AATAGACAATTACACAGGCATAATATACACATTGCTTGAAAAATCACAAAACCAGCAAGAAAAGAATGAACAA
GAATTATTGGAATTGGATAAGTGGGCAAATTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAAAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCGTTTGCTATTAGCTTGCTCAATACCACAGCAATAGTAGTAGCTGAG
GGGACAGATAGAATTATAGAAGCTTTGCAAAGAATTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGAC
AAGGCTTGGAAAGGGCTTTGCTATAA 
>AY771589 
GCTGAAGAAGACAAATTGTGGGTCACAGTCTATTACGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTAT
TTTGTGCATCAGATGCTAAGGCATATGATACGGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAAGAAGCCAAATTGGAGAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTA
GAACAGATGCATGAGGATGTAATCAGTTTATGGGAACAAAGCCTGAAGCCATGTGTAAAATTAACCCCACTCT
GCGTTACTTTAAATTGCACTAAGTATAATGCCACTAATATCAATAGTACTAGCACCAATAGTAGTAGTTTGGA
AGAGATGAAAAACTGCTCTTTCAATATCACCTCAAGCATAAGAAATGCAGTGCGAAAAGAATATGCAATTTTT
AATAGCCTTGATGTAGTACCAATAGATGATGATGATACTACCAGCTATATGTTGAGACATTGTAACACCTCAG
TCATTACTCAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCAATACATTATTGTGCCCCGGCTGGTTTTGC
GATTCTAAAGTGTAATGATATACAATTTAATGGATCAGGACCCTGTAGAAATGTCAGTACAGTACAATGTACA
CATGGAATTAGGCCAGTGGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGGAGAGATAATGATTA
GATCTGAAAATTTCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGAAACTATAGAAATTAATTGTAC
AAGACCCAACAACAATACAAGAAAAAGGATAACTATGGGACCAGGGAGAGTATTGTATACAACAGGAGAAATA
ATAGGAGATATAAGACGAGCACATTGTAACCTTAGTAGAGCAAAATGGAATACCACTTTAAAACAGATAGCTA
TAAAATTAAGGGAACAGTTTTATAATACAACAATAATCAAATTTAATCACTCCTCAGGAGGGGACCTAGAAAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTACAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGA
ATACTAGTTGGAGTAATAAATCTCAGGGAGAAATTTGGGAGAACATGACCTGGATGGAATGGGAGAGAGAAAT
TGACAATTACACAGATGAAATATACAACTTACTTGAAAAATCGCAGAACCAGCAAGAAAAGAATGAACAAGAC
TTATTGGCATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAACTGGCTGTGGTATATAAGAA
TATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGCAAATAGAGT



TAGGAAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTGTAGCAGTAGCTGAGGGG
ACAGATAGGATTATAGAATTAGGACAAAGATTTGGTAGGGCTATCCTCAACGTACCTGTACGAATAAGACAGG
GCTTAGAAAGGTGTTTGCTATAA 
>DQ085867 
GCTACAGAACAATTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCATCCACCACCCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACAAAGAGGCCCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACGTGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAAGTGCACTAATTTGAATGCCACTAAGTTAAACATTACTACTACTACCAATAATAGTAGTTGGGA
GGAGGAGTTAGGAATGACAAACTGCTCTTTCAATGCCACCACAAGCAGAGGAGACAAGAAGCAGCAAGAATAT
GCACTTTTCTATAAACTTGATGTAGTACAAATAGGTAATGATAATACAAGCTATACGCTGATAAATTGTAACA
CCTCAGTCATTACACAAGCCTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGG
TTTTGCGCTTCTAAAGTGTAATGATAAGAAATTCAATGGAAAAGGACCATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCACTCTAGCAGAAGAAGAGGCAG
TAATCAGATCTGAAAATTTCACAAACAATGCTAAAGTCATAATAGTCCAGCTGAACAAATCTGTAGAAATTAA
TTGCACAAGACCCAGCAACAATACAAGAAAAAGTATACATCTAGGATGGGGGAAAGCATTTTATGCAACAGGA
GAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAATGGAACAGAATGGGAAAACACTTTAAAACAGG
TAGTTACAAAATTAGGAGAACAATTTAACCTTACAGCAATAAACTTTACTCAACAGCCCCCAGGAGGGGACCC
AGAAATTGCACTGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAGCAGCTCCTAGGGATTTGGGGATGCTCTGGAAAGCTCATCTGCACCACTACTGTGC
CTTGGAATGCTACTTGGAGTAATAAATCTCTGGCTGATATTTGGGAAAACATGACCTGGATGCAGTGGGAGAA
AGAAATTGACAATTACACAGGCTTAATATACACCTTAATTGAAGAAGCGCAAAACCAACAAGAAAAGAATGAG
CAAGACTTATTGCAATTAGATTCGTGGGCAAGTTTGTGGAGTTGGTTCAGCATAACAAAATGGCTGTGGTATA
TAAAAATATTCATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAATAAA
TAGAGTTAGGCAGGGATACTCACCATTATCATTCGCTGTTAGTTTGCTTAATGCCACAGCTATAGCAGTAGCT
GAAGGGACAGATAGGGTTATAGAAGCAGTACAAAGAATTGGTAGAGCTATTCTCCACATTCCTACAAGAATAA
GACAGGGCCTGGAAAGGGCTTTGCTATAA 
>DQ085868 
GCTGGAGAACAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAGGCATATGATAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTATTAGCGAATGTGACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACCTTAAATTGCACTGATGTAAAGGAGAATGTCACTGTGTCAAGTAATGGTACTACTAACAATGGTAGTAG
TGGGAATACTACTATCGATAGTAGTGGTAGGGAGGAAATGAAAAATTGCTCTTTCAATATCACCCAAAACATA
GGAAATAAGATGCAGAAAGAATATGCACTTTTTTATAAACTTGATATAACACCAATAGACGGTGATAATACTA
GCTATAGGTTGATAAGTTGTAATACCTCAGTCCTTACACAAGCCTGTCCAAAGACATCCTTTGAGCCAATTCC
CATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACAACAAGACGTTCAGTGGAAAAGGACCA
TGTAAAAATGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTGTTGTTAAATG
GCAGTCTAGCAGAAGAAGAGATAGTAATCAGATCTGAAAATTTCACAAACAATGTTAAAAGTATAATAGTCCA
GCTGAACAAATCTGTAGAAATTAGTTGTATAAGACCCTACGAGACTAAAAGAAAAAGGATACGTCTAGGATTG
GGGAGATCATTTTGGGCAACAAATGTAGAAGGAAATATAAGAAAAGCACATTGTAAAATTAATAGAACAAAAT
GGGAAAATATTTTAAAACAGATAGTTCCAAAATTAGGAGAACAATATAATAACAAGACAATAGTCTTTAATCG
ATCCTCAGGAGGGGACCCAGAAATTGAGATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCA
AGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTACTGTGCCTTGGAATACTAGTTGGAGTAGTAAATCCTATGATGACATTTGGAAAAACATGAC
CTGGATGCAGTGGGAGAATGAAATAGATAATTACACAGACTTAATATACACCTTAATTGAAGAATCGCAAAAC
CAACAAGAAAAGAATGAACAAGAGTTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAA
CACAATGGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGCTTAGTAGGTTTAAGAATAGTTTTTGC
TGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCGTTCGCTGTTAGTTTGCTTAATGCC
ACAGCTATAGCAGTAGCTGAAGGGACAGATAGGGTTATAGAAGTAGTACAAAGAGCTTGTAGAGCTATTCTCC
ACATTCCTAGAAGAATAAGACAGGGTTTAGAAAGGAGCTTGCTATAA 
>AY771591 
GCTGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCATCCACCACTCTATTTT
GTGCATCAGATGCTAAAGCAGTTGACACAGAGGTGCATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAATCCACAAGAAATATTATTGGAAAATGTGACAGAAAGTTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTACATTGCACTGAATTGAAAAATGATAATACTACTATTAATAATAGTAGGGATTGGATTGAGATGAA
GAAAGTAATGAAAAACTGCTCTTTCAATATCGCCACAAGCATAAGAAATAAGATGCAAAGAGAATATGCACTT
CTTTCTAAACTCGATATAGTACCAATAGATAAGGATAATAATAGTACAAACTTTACATTGATACACTGTAACA
CCTCAACCATTACCCAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCCGGCTGG



TTTTGCGATTCTAAAGTGTAATGCTAAGAAGTTCAATGGAAAAGGAGAATGTACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATTTCACAAACAATGCTAAAACCATAATAGTACAGCTGAATAAATCGGTAGTAATTAA
TTGTACAAGACCCAACAACAATACAAGAAAAGGTATACGTATAGGACCGGGGAGAGCATTTATTGCAACAGAA
AAAATAATAGGAGACATAAGACAAGCACATTGTAACCTTAGCAGGGCAGAATGGAACAATACTTTAAAACAGA
TAGTTGAAAAATTAGGAGAACAATTTAACAAAACCAAAATAGACTTTAAGCCATCCTCAGGAGGGGACCCAGA
AATTGAAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTT
GGAATTCTAGTTGGAGTAATAAAACTCAGGAGGATATTTGGGACAAAATGACTTGGATGCAGTGGGAGAGAGA
AATTGACAATTACACAGATTTGATATACACCTTAATTGAAGAATCGCAGAACCAACAGGAAAAAAATGAAAAA
GACTTATTGGAATTGGATCAGTGGGCAAGTTTGTGGAATTGGTTTAGCATAACACAATGGCTGTGGTATATAA
AAATATTCATAATAATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCATTGTCATTCGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGGG
GGGACAGATAGAGTTATAGAAGCTTTGCAAAGAGTGGGTAGAGCTGTTCTTAACATACCTAGAAGAATAAGAC
AGGGCTTGGAAAGGGCTTTGCTATAA 
>GQ372989 
GCTGAAAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTCTGTG
CATCAGATGCTAAATCATATGATAAAGAGGCACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGATCC
CAATCCACAAGAGGAAGTTATGGGAAATGTAACAGAAAGTTTTGATATGTGGAAAAATGACATGGTASAACAA
ATGCATACAGATATAATCCCTTTATGGGATCCAAGTCTAAAGCCCTGTGTGAAGTTAACCCCACTCTGTGTTA
CTTTAAATTGTACTAATGCTACTGCCACTGCCACCGGCACTCAGAATAGCACCCTGAAGGAAGAGCCAGGGGC
AATACAAAACTGTTCTTTCAATATGATCACAGAAGTCAGAGATAAGCAGATGAAAGTACATGCACTTTTTTAT
AGCCTTGATATAGTACCAATCAGCAATGGCACTTATAGGCTAATAAATTGTAATACCTCAACCATTACACAGG
CTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTG
TAATGATAAGAAGTTCAATGGGACGGGGCCATGCACGAATGTCAGCACAGTACAATGTACACATGGAATTAAA
CCAGTGGTATCAACTCAATTGTTGCTAAATGGCAGCCTAGCAGAAGAAGATATAATAATCAGATCTCAAAATA
TCTCAGATAATGCAAAGACCATAATAGTACACCTTAATGAATCAGTACAAATTAATTGCACAAGACCCAATAA
TAATACAAGGAAAAGTATACAGTTAGGACCAGGACGAGCATTTTATGCAACAGGGGAAATAATAGGAGACATT
AGAAAGGCACATTGTAATATTAGTGGAGTACAATGGAATAAAACAATGCAACAGGTAAAGGCAAAGTTAGAGG
AGTATTTTAATGGAACAATAAAATTTAATTCATCATCAGGAGGGGATCCAGAAATTACAATGCATAATTTCAA
TTGTAGAGGAGAATTTAAACAACTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAGGATCAACAGCTC
CTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCCTGGAACTCCAGTTGGAGTAACA
AATCTTACGATCAAATATGGGATAACATGACCTGGATGCAGTGGGAAAAAGAGATTAGTAATTACTCAGATGA
AATCTACAGGTTAATTGAAAAATCGCAGAACCAGCAGGAGAAGAATGAACAAGAATTATTGGCATTAGATAAA
TGGGCAAGTCTGTGGAATTGGTTTACCATAACAAACTGGTTATGGTACATAAAAATATTCATAATGATAGTAG
GAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGAAGGGATACTCACC
TTTGTCGTTCGCTATTAGCTTGCTTAATACCATAGCAATAGTAGTAGCTGAAGGGACAGATAGAGTTATAGAA
GCTTTGCAAAGAATAGGAAGAGCTTTTCTCCACATACCTAGAAGAATAAGACAGGGCCTTGAAAGGTGTTTGC
TATAA 
>JX140660 
GCTACAGAAAAGTTGTGGGTCACAGTCTATTATGGAGTACCTGTGTGGAAGGAAGCAAACACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACGCATGCCTGCGTACCCACAGA
TCCCAATCCACAAGAAACACCTCTGGAAAATGTAACAGAAAAGTTTGATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGCAGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTGAGGCTAACCCCACTCTGTG
TTACTTTACATTGTAAGGATTACAATGCCACTGCCAATGGTACTCAAAGCAGCACCCTGAAGGAAGAGCAAGG
GGCAATACAAAACTGTTCTTTCAATATGACCACAGAAGTTACAGATAAACAACGGAAAGAAAATGCCCTTTTT
TATAGACTTGACATAGTACCAATCAGTGAGAATGATAGGAATGATAGTAGTGTAAATAAAGGTAGAGATTATA
GGCTGATAAATTGTAATACCTCAACCATGACACAGGCTTGTCCAAAAGTATCTTGGGATCCAATTCCCATACA
TTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAGTGTAAAGATAAGAATTTCAATGGGACGGGGCTATGCAAG
AATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAGTTGTTGCTAAATGGTAGCC
TAGCAGAAAAAGATATAGTAATCAGATCTCAAAATCTCTCAGATAATACAAAAAATATAATAGTACACCTTAA
TGAATCTGTACAGATTAATTGTACAAGACCCAACAACAACACAAGAAAAAGTATACAGTTAGGACCAGGACGA
GCATTTCATACAACAGGAGAGATAATAGGAGACATTAGGAAAGCACATTGTAACATTAGTGGCACACAATGGA
AGAAGACACTAGAACAGGTAAAGGCAGAGTTAAAGTCTCATTTCCCTAATAGAAATATAACATTTAACTCATC
CTCAGGAGGAGACTTAGAAGTTACAATGCATATTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAGCTCATCT
GCACCACTACTGTGCCCTGGAACGCTAGTTGGAGTAATAAAACTCAGAAGGATATATGGGAGAACATGACCTG
GATGCAGTGGGAACAAGAGATTAGCAATTACACAGGAGAAATATACAAGCTAATTTCAGACGCACAGAGCCAG
CAAGAAAGAAATGAAAAAGAATTATTGGAATTGGACACATGGGCAAGTCTGTGGAATTGGTTTGCCATATCAA
AATGGCTGTGGTACATAAAAATATTCATAATAATAGTAGGAGGCTTGGTAGGTTTAAGAATTGTTTTTTCTGT



ACTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCATTATCGTTCGCTGTTAGCTTGCTCAATACCATA
GCAATAGTAGTAGCTGAAGGAACAGATAGAGTTATAGAGGTTTTGCAAAGAATTGGTAGAGCTATCCGCAACG
TACCTAGAAGAATAAGACAGGGCTTTGAAAGAAGCTTGCTTTAA 
>KT276259 
GCTACAGAGAAATTGTGGGTAACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACTACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGATGCATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACAATTAGGGAATGTAACAGAAAATTTTAATGTGTGGAAAAATAGCATGGTAGAA
CAGATGCATGAGGATATAATTAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCTCTCTGTG
TCACTTTGAATTGCACTGATGCTAACACCACTACTAATAACACTGGCAATAGCTGGGGAAAGGTGATGGACAA
AGGAGAAATAAAAAATTGCTCTTTCAATGTGACCACAAACATAAGAGATAAGTGGCAGAAAGTATATGCACTT
TTTTATAAACTTGATGTAACACAAATAGATAATAACAATAATAGCTATAGGTTGATAAGTTGTAACACCTCAG
TCATTACACAAGCCTGTCCAAAGGTATCATTTGAGCCAATTCCCATACACCTTTGTGCCCCGGCTGGTTTTGC
GATTCTAAAATGTAATGATAAGAAGTTTGAAGGAAAAGGACAATGTAACAATGTCAGCACAGTACAATGTACA
CATGGAATTAAACCAGTAGTGTCAACTCAACTGCTTTTAAATGGCAGTCTAGCAAAAGAAGAGATAGTCATCA
GGTCTGAAAATATCTCGAACAATGCTAAAACCATAATAGTGCAGCTGAACAAAACTGTAACAATTAATTGTAC
AAGACCCAACAAAAATATAAGAAACAGGATACATATAGGGCCAGGCAGAGCATTTTACGCAACAAGGAAAATA
GGAGATATAAGACAAGCATACTGCAATGTTAGTAGACAAGAATGGAATAGCACTTTACTACTAATATATAACA
AACTAAAAGAAAAATTTCCAAATAAGACAATAAGCTTTAAAAACTCCTCAGGGGGGGACCCAGAGGTTACAAC
ACACAGTTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAGAGATACCTAAAG
GATCAACAGCTCCTGGGAATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTCTGGATCAGATTTGGAATAACATGACCTGGATGCAGTGGGAAACAGAAATTGACAA
TTACACAGGGTTAATATATTCCTTGATTGAAAAATCGCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTG
GAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTATAATAAATAGAGTTAGGAA
GGGATACTCACCCCTATCGTTCGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGGACAGAT
AGAATTATAGAAGTTTTGCAAAGATTTGGTGCAGCTCTTCTCCACATACCTAGAARAATAAGACAGGGCTTCG
AAAGGGCTTTGCTATAA 
>KT276269 
GCTGATGACAATTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACATTATTTT
GTGCATCAGATGCTAAATCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACCGA
CCCCAGCCCACAAGAAGTATTATTAAAAAATGTGACAGAGAGATTTAACATGTGGAAAAATAATATGGTAGAT
CAAATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTGAAGTTAACCCCACTCTGCG
TTACCTTACACTGTATGAATTACAATGCCACCAATGCCACCAATGATTATAGCACCCTAAAAGAAGAGTCAGG
AGCAATACAAAACTGTTCTTTCAATGCAACCACAAAAGTAAGAGATAAGAATCAKAAAGTAGTTGCACTTTTT
TCTAAACTTGATATAGTATCAATTAATACTAACAAAAGTGAATACAGGTTAATACATTGTAATACCTCAACCA
TTACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCACCTGGTTTTGCGAT
TTTAAAGTGTAATGATAAGAAGTTCAATGGAACAGGAGACTGCAATAATGTCGGCACAGTACAGTGTACACAT
GGAATTAGACCACTAGTGTCAACTCAACTGCTGTTAAATGGTAGTCTACCAGAAGAAGAAATAGTAATTAGAT
CTGAAAATTTCACGAACAATGCTAAAAACATAATAGTACATCTGAATAAATCAGTGCAAATTAATTGTTCAAG
ACCTAACAACAATACAAGAAAAAGGATAACCATGGGGCCAGGAAGAGTAKTCTATACAACAGGAGAAATAATA
GGAGACATTAGAAAGGCACACTGTAACATTAGTAGAACACAATGGAATGAAACATTGAAACAGGTAAAGGAAA
AGTTAAGGGATCAGTTTCCTAATAAAACAATACAATTTAACTCATCCTCAGGAGGGGACCTAGAAGTTACAAT
GCATAGTTTTAATTGTAGAGGAGAATTCAAGCAGCTCCAGGCAAGAGTGCTGGCTCTGGAAAGATACCTACAG
GATCAGCAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAATACTA
GTTGGAGCAATAAATCTATAGGAGACATTTGGAATAACATGACCTGGCAGCAGTGGGAAAAAGAGATTGACAA
TTATACAGACTTAATATACAAATTACTTGAAACTTCGCAGAACCAGCAAGAAATAAATGAACAAGAATTATTG
AAATTGGACACGTGGGCAAGTTTGTGGAGTTGGTTTGATATATCAAATTGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTACTGTGCTTTCTATAGTAAATAGAGTTAGGCA
GGGATATTCACCACTATCATTTGCTATCAGCTTGTTCAACGCCACAGCTGTAACAGTAGCTGAAGGGACAGAT
AGGATTCTAGAAGTAATACAAGTAGTTTTTAGAGCTATCCTCCACATACCTAGAAGAATAAGACAGGGCTTGG
AAAGGCTTTTGCTATAA 
>GU595151 
GCTGCAGAGCAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACGCTATTCT
GTGCATCAGATGCTAAGGCATATGAGACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAGCCCGCAGGAAATACATTTAGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTAATAGCACTAATAGCATTGTGTATAATACTACTAGCACTAGTAATACTAGCACAAT
AATAGTAGGGAATGAAGAAATGAAAAACTGCTCTTTCAATATCACCACAAGCATAAGAAATAAGATGCAGAGG
GAATATGCACTTTTCTATAAATTTGATATAGTACCAATAGATAATGATAGTACAAGCTATATGCTGATAAATT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTATCCTTTGAACCAATTCCCATACATTATTGTGCCCC



AGCTGGTTTTGCGATTCTAAAGTGTAACGMTAAGAAGTTCAATGGAACAGGACCATGTWAAAATGTCAGSMCA
GTACAATGTACACATGGRATTAGGSCMGTAGTGTCAACTCMACTGSTGKTAAWSGGCAGCCTMGCMGAAGAAG
RAGTGGTAATTAGATCTGCCAATTTCTCAGACAATGCTAAAAACATAATAGTACAGCTGAATGAAACTGTAGT
AATTAATTGTACAAGACCCAACAACAATACAAGCAAAAGTATACATATAGGACCGGGGAGAGCATTCTATGCA
ACAGAAAGAATAGTAGGAAATATAAGAGAAGCACATTGTAACCTTAGTAAAACAAAATGGGAAAGCACTTTAA
AAAAGATAGTTACAAAATTAGGAGAACAAGTTAACACCACAACAATAACCTTTAATAAATCATCGGGAGGAGA
CCTAGAAATTGTAATGCACACTTTTAATTGTGGAGGGGAATTTAAGCAGYTCCAGGCAAGAGTCCTAGCTGTA
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGTTGGAGTAATAAATCTATGAATGAGATTTGGAATAACATGACCTGGATGGAGTGGGA
AAGAGAAATTGACAATTACACACAATTAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAAT
GAACAAGAGTTATTGGAATTAGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGT
ATATAACCCTATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTATTGTCTTTAGT
GAATAGAGTTAGGCAGGGATACTCACCATTATCGTTCGCTGTTAGTTTGTTTAATGCAATAGCTATAGCAGTA
GCTGAGGGGACAGATAGGATTATAGAAGWAGCACAAAGAATTGGTAGAGCTTTTCTCCATATACCTAGAAGAA
TAAGACAGGGCTTCGAAAGGGCTTTGCTATAA 
>AB480299 
GCTACAGAAAAAATGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAGTGAGGTACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCGATCCACAAGAAATAAAGCTAAATGTAACAGAAAATTTTGATATGTGGAAAAATAACATGGTAGAACAA
ATGCATACGGATATAATTAGTTTATGGGATCAAAGCCTCAAGCCATGTGTGAAGTTAACCCCACTCTGTGTTA
CTTTGGATTGTACTGATGTCCCTGTCAATATAACCAACAGCACCCTGGATGAAGACAAAGGGGCAATAAAAAA
CTGCTCTTTCAATATGACCACAGAAGTAAGAGATAAACAGCAGAAAGTACAGGCACTTTTTTATAAACTTGAT
ATGGTACCAATCAGTGATGACAGTACTCGTGATAGCAATGTCAGTAGTAATGGCACTAGACAATACAGGCTCA
TACATTGTAATACTTCAACCATTACACAGGCTTGTCCAAAGATATCTTGGGATCCAATTCCCATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAGTGTTATGATACAGAATTCAATGGGACGGGGCCATGCAGGAATGTC
AGCACAGTGCAATGTACACATGGAATTAAACCAGTGGTATCCACTCAATTGTTGTTAAATGGCAGCCTAGCAG
GACCAGAGATAATAATCAGGTCTCAAAATATTTCAGATAATGCAAAAACCATAATAGTACATCTTAGTGAGTC
TGTATGGATTAATTGTACAAGACCCAATAACAATACAAGAAAAAGTATACATATAGGACCAGGACGTGCATTT
CATACAACAGACAGAATAGTAGGAGACATCAGAAAAGCACATTGTAACGTTAGTAGAGGAGAATGGAGTAAAA
CATTAGGACAGGTAAGGAAAGCGTTAGGGTCTCATTTCCCTAATGGAACAACAATAAAATTTAACTCATCCTC
AGGAGGGGACCCAGAAGTTACAATGCATATGTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTACAGGATCAACAGTTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTACTGTGCCCTGGAACTCTAGTTGGAGTAATAAAACTTATAATGAAATTTGGGATAAGATGACCTGGAT
GCAATGGGAAAAGGAGATTAGCAATTACTCAACAGAAATATACAGGTTAATTGAAGAATCGCAGTACCAGCAG
GAAAAGAATGAACAAGAATTACTGTCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATT
GGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTGCT
TTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATTTGCTATTAGCTTGCTTAACACCACAGCA
ATAGTAGTAGCTGAGGGGACAGATAGAATTATAGAAGCTTTGCAAAGAGCTGGTAGAGCTGTTCTCAACATAC
CTAGAAGAATAAGACAGGGCTTGGAAAGAGCTTTGCTTTAA 
>JN251900 
GCTACAAAAAAACTATGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAACACTACTTTATTCT
GTGCATCAGATGCTAAATTTTATGAAAAAGAGGCACATAATGTCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAAGCCACGAGAAGTACCTCTGGGAAATGTAACAGAAGAGTTTAATATGTGGAAAAATAATATGGTAGAA
CAAATGCATACAGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAGCTAACCCCACTCTGTG
TTACTTTAGAGTGTACTGATGCCAATGTCACTAATAATAGCACCATCAATAGCACCCTGAAGGAAGAGCCAGG
GGCAATACAAAACTGTACTTTCAATATGACCACAGAAATAAGAGATAAGGAGAAGAAAGTACATGCACTTTTT
TATAAAATTGATATGGTACAACTCAACAGCAACAATGGCAGTACAACATACAGGCTAATAAATTGTAATACCT
CAACCATCACACAGGCTTGTCCAAAGGTATCTTGGGATCCAATTCCCATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAGTGTAATGACAAAAAGTTCAATGGGACGGGGCCATGCAGTAATGTCAGCTCAGTGCAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAATTGTTGTTAAATGGCAGCCTAGCAGAAGAAGATATAATAA
TCAGATTTCAAAATATCTCAGATAATGCAAAAACCATAATAGTACAYCTTAATGAATCTRTACAGATTAATTG
TACAAGACCCAACAATAATACAAGAAAAAGYATACAGTTAGGACCAGGAAAAGCATTTTATGCAACAGGAGAC
ATAATAGGAGATATCAGAAAGGCACATTGTAACATTAGTGGAGCACAATGGAATAAAACAATAGAACAGATAA
AGGCAAAGTTAAGGTTGCATTTCCCTAATGCAACAATAAAATTTAACTCATCCTCAGGAGGGGACCCAGAAAT
TACAATGCATAGTTTCAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATAC
CTAGGGGATCAACAGCGCCTAGGGCTTTGGGGCTGCTCTGGAAGACTCATCTGCACCACTAATGTGCCCTGGA
ACTCTAGTTGGAGTAATAAATCTCAGGAAGAAATTTGGGAAAACATGACTTGGATGCAGTGGGAAAAGGAAAT
TAGCAATTACACACAAAAAATATACACGTTAATTGAAGAATCACAGAACCAGCAGGAAAAGAATGAACAAGAC
TTATTGGCATTGGACAAATGGGCAAGTCTGTGGAATTGGTTTAACATAACAAACTGGCTGTGGTATATAAAAA
TATTCATAATAATAGTAGGAGGCTTGATAGGCTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGT



TAGGAAGGGATACTCACCCCTGTCGTTTGCTATTAGCTTGCTTAATACCACAGCAATAGTAGTAGCTGAGGGG
ACAGATAGAATTATAGAAGCTTTGCGAAYAGCTGGTAGAGCTGTTCTCAACATACCTAGAAGAATAAGACAGG
GCTTGGAAAGGGCTTTGCTATAA 
>HQ236588 
GCTACAGCAAATCTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGAATTAAAAAATGTAACAGAACATTTTGACATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTACTAATGCCACTAAGACCGAGGTTGCTGCGAACGCAACGCAGAATACTACCCCCCAGAA
TACTACCCCCAGCACCCTGAAGGAAGAGGCAGGGGCAATACAAAACTGTTCTTTCAATATGACCACAGAATTA
AGAGATAAGCAGAAAAGAGAATACGCACTTTTTTATAGACTTGATATAGTACCAATTAGTGAGGGCAATAACA
GTAACAATAACAGTGGAGAATACAGGCTAATAAATTGTAATACCTCAACCATTACCCAGGCTTGTCCAAAGGG
TATCTTGGGATCCAATTCCCATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATGATAAAGA
GTTTAATGGGACAGGGCCATGCAGGAATGTCAGCACAGTACAGTGTACACATGGAATTAAACCAGTGGTATCA
ACTCAGCTATTGTTAAATGGCAGCCTAGCAGAACAAGATATAATAATTAGATCTCAAAATATCTCAGATAATG
CAAAAACCATAATAGTACACCTTAATTCCTCTGTACAGATTAATTGTACAAGACCCAATAACAATACAAGAAA
AAGTATACAGTTAGGACCAGGACGAGTACTTTATGCAACAGGGGAAATAATAGGGGATATCAGAAAGGCACAT
TGTAACCTTAGAGAAGAACAATGGTATGGCATGTTAAACAGGGTAAAGAGAAAGTTAGGGTCTTATTTCAATA
ATGCAACAATAGAGTTTAACTCATCCTCAGGAGGGGACCTAGAAATTACAATGCATAGTTTTAATTGTAGGGG
AGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCCCTGGAATTCTAGTTGGAGTAATAAATCTCATA
AGGAGATTTGGGATAACATGACCTGGATGCAGTGGGAAAAAGAGATTAGCAATTACTCAAATGAAATATACAG
GTTAATTGAACAGTCACAGAACCAGCAGGAAAAGAATGAACAAGAATTACTAGCATTGGACAAATGGGCAAGT
CTGTGGGATTGGTTTGAGATAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGCTTAAGAATAATTTTTGCTGTACTGTCTATAGTAAATAGAGTTAGGAAGGGATACTCACCTTTGTCATT
TGCTATTAGCTTGCTCGATACCATAGCCATAGCAGTAGCTGAGGGGACTGATAGAATTATAGAAGTACTACAG
AGAGTTTGTAGAAGAATAAGACAGGGCTTGGAAAGGGTTATATCATAA 
>MF373205 
GCTACAGACAAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAGGCAACCACTACTCTATTTT
GTGCATCAGAAGCTAAAGCATATAGTACAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
ACCCAAGCCACTGGAAATAGTTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAAATGCATGAAGATATAATCAGCTTATGGGATGAAAGCTTAAAGCCATGTGTAAAGTTAACTCCACTCTGCG
TTACCTTGCACTGTTCTAATGCGACTGGGAAAGGGAACCAGTCTACCGCCCAGATGGAAGAACCAGGGGCAAT
ACAAAATTGTTCTTTCAATATGACCCCCGAAAGAGAAGACAAGAGGGGAAAGTCCTCGGCCCTTTTTTTAAAA
CTTACTGGACTTCACCCCCAGGGGGATACTAGCCAGAGCTATAGAGAGATGAATTGTAATACCTGAACAATTA
CACAGGCTTGCGTAAGTGTTTCTTGAGTTCCAATCATCTTTCATTATTGTTATCCAGCTGAGTATGTTATGCT
AAAAAGTAGGGAGATAGAGTTCAGTGGGACTGGGGTGTGCAAGAAAATTAGCTCAGTACAGTGCACACAGGGA
ATTAAGCCAGTAATATGAATTCAGAAATTGTGAAATGGCAGCCTAGCAGAAGAGGAGATAAATATTAGATCTC
ACAATATCTCAGATAATACAAAGACAATAATAGTACACCTTAATCAATCTGTACAGATTAATTGTACAAGACC
CAACAACAATACAAGAAAGAGTATACATCTAGGACCAGGACAAGCATTCTATGCAACAGGAGACATAATAGGA
GACATAAGAAAGGCACATTGTAACATTAGTGGGACACAATGGAATGACACTTTAAAAAAGGTACGTACAAAGT
TACAGGAGTATTTCCCGAACACAACAATAAAATTTAACCAATCCTCAGGAGGGGACCCAGAAACTACAATGCA
CAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTTGCTGTGGAAAGATACCTAAAGGAT
CAACAGATCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCCTGGAACTCTAGTT
GGAGTAATAAATCCCAAGAGGAGATCTGGGAGAACATGACTTGGATGCAATGGGAAAAAGAGATTAGCAATTA
CTCAGACACAATATACATGTTAATTGAACAATCGCAGAACCAGCAGGAAAAGAATGAACAAGAATTATTGGCA
TTGGACAAATGGGCAAGTCTGTGGAATTGGTTTGACATATCGCGATGGCTGTGGTATATAAAAATATTCATAA
TGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGAAGGG
ATACTCACCTTTGTCATTGGCTATTAGCTTGCTCAACGCCACAGCAATAGTAGTAGCTGAGGGAACAGATAGG
ATTCTAGAAGTTTTGCAAAGAGCTGGTAGAGCTATTCTCAACATACCTAGAAGAATAAGACAGGGCGCTGAAA
GGGCTTTGATATAA 
>AY536236 
GCTGCAGACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACTCTATTTT
GTGCTTCAGATGCTAAAGCATATGATACAGAAGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTAAAATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTGATTGGAAAGCAAATAGCACTGGGAATAATGTTACTAGTACTACTAATGGTAGTTT
GGAAAAGCTGGAGGGAGAAATAAAAAACTGCTCTTTCAATGTCACCGCAAACATAAGAAATAAGATGCATAAA
GAATATGCACTTTTTTATAAACTTGATGTAATGCCAATAGATAACAGTAATACAAGCTATACACTGATAAATT
GTAATACCTCAGTCATTACACAGGCCTGTCCAAAGGTGACCTTTGAACCAATTCCCATACATTATTGTGCCCC



GGCTGGTTTTGCGCTTCTAAAGTGTAATAATAAGACATTCAATGGAACAGGACCATGTAAAAATGTCAGCACA
GTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAAG
AAATAGTAATTAGATCTGAAAATCTCACAGACAATACTAAAACCATAATAGTACAGCTGAATGAAACTGTAGA
AATTAATTGTACAAGACCCAGCAATAATACAAGAAAAAGTATACATATAGGACCGGGGAGAGCATTTTATGCA
ACAGGAGAAATAATAGGAGATATAAGACAAGCACATTGTAACCTTAGTAGAGAAAAATGGGAAAACACTTTAA
AACAGGTAGTTACAAAATTAGGAGACCAATTTGGCAACAAAACAATAGTCTTTAATCAATCTGCAGGAGGGGA
CCCAGAAATTATAATGCATAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTG
GAAAGATACACAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTG
TGCCTTGGAATACTAGTTGGAGTAATAAAACTCTGGATTATATTTGGAACAACATGACCTGGATGCAGTGGGA
AAAAGAAATTGATAATTACACAGACTTAATATACACCTTACTTGTAGAATCGCAAACCCAACAAGAAAAGAAT
GAACAAGAATTATTACAATTAGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAACAAATTGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTACTGTACTTTCTGTAGT
GAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTGCTGTTAGCTTGCTCAACGCCCTAGCCATAGCAGTA
GCTGAGGGAACTGATAGGATTATAGAAGTATTACAAATAATTGGTAGAGCTATTCTCCACATACCTAGAAGAA
TAAGACAGGGCTTTGAAAGGGCTTTGCTATAA 
>EU885760 
GCCTCAAATGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAGAGACGCAACCACCACTCTGTTTT
GTGCATCAGATGCTAAAGCACACGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTACCATTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAA
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACCCCTCTCTGTG
TTACTTTAAACTGTACTAATGTAAACAGTACTAATGTGACCAACAATAGTAGTGTAACCAACAATAACACTAT
AAAGTACAAAGAAGAACTAAGAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAAGAAGCAAGAA
TATGCGCTTTTCTATAAACTTGATATAGTACCAATTACTGATAATGATAATAGTAGTGATTATAGGCTAATAA
ATTGTAATGTCTCAACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTGC
TCCAGCTGGTTTTGCGATTCTAAAATGTAGGGATAAGAAGTTCAATGGAACAGGACCATGTAAAAATGTCAGT
ACAGTGCAATGTACACATGGAATTAGGCCAGTAGTATCAACTCAACTACTGTTAAATGGCAGCCTAGCAGAAG
AAGAGATAGTAATTAGATCTGAGAATTTTACAAACAATGCAAAAATCATAATAGTACATTTGAATGAATCTAT
AGAAATTAATTGTACAAGACCCAGCAACAATACAAGAAAAAGTATAAGCTTCGGACCAGGGCAAGCGTTCTAT
GCAACAGGCGAAATAACAGGAGATATAAGACAAGCACATTGTAATATTAGTGGAACAAAATGGAATAATACGA
TACATAATGTGTCTAAAAAACTAGAAAAAATCTTTAACAAAACCATAACCTTTAACCCATCCTCAGGAGGGGA
CTTAGAAATTACAACACATAGTTTTAATTGTAAAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTGGCTGTG
GAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATCTGCACCACTGCTG
TGCCTTGGAATACTAGGTGGAGTAATAAATCTATGGATGAAATTTGGGATAACATGACCTGGATGCAGTGGGA
AAGAGAAATTGACAATTACACAGAATTAATATACAACCTACTTGAAGAATCGCAGAACCAGCAGGAAAAGAAT
GAACAAGACTTATTGGCATTGGACAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATATCAAACTGGCTATGGT
ATATAAGAATATTTATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATAAT
AAATAGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGCTTGATACAATAGCAATAGCAGTA
GCTAACTGGACAGATAGAGCTATAGAAGAAGGGCAAAGAATTGGTAGGGCTTTTTTCAACATACCTAGAAGAA
TAAGACAAGGATTGGAAAGACTTTTACTATAA 
>MF614614 
GCTTCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGATGCAAATACCACGCTATTTT
GTGCATCTGATGCTAAAGCATACAGTACTGAAAGCCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCTGACCCACAAGAGATACGTTTAGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAATATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGCTAACTCCTCTCTGTG
TTACTTTACACTGTACTAATGTAAACAGAACTAAGGTAAACAATACTAATAGGACCAAATCCACCACTGCCAC
CACCACCACCAGCACCAGTGCCCCTACCTCTACCTCTACCCCTACCCCTACCACTGCAGGGGACAGAGGAGAA
CTAAAGAACTGCTCTTTCAATACAACCACAGAAATAAGAGATAAGGTGAAGAAAGACTATGCACTGTTCTATA
AACTTGATATAGAATCACTTGGTGATAAGRATAATAGTATTAGTAGTGATTATAGACTAATAAATTGTAATGT
CACAACCATTAAGCAGGCTTGTCCAAAGGTGTCATTTGACCCAATTCCCATACATTATTGTACCCCAGCTGGA
TATGCGCTTCTAAAGTGTAATGATACTAAGTTCAATGGAACAGGAAAATGTACAAATGTCACCACAGTGCAAT
GTACACATGGAATTAGGCCGGTAGTATCAACTCAACTGCTGCTAAATGGCAGTTTGGCAAAAGGAGACATAAT
AATTAGCTCTGAAAATGTCGCAAACAATGCTAAAACCATCATAGTACATCTGAATGAAACTATAGAAATCAAT
TGTACCAGACCCAACAACAATACAAGAAAAAGTATACACTTAGGACCAGGACGAGCGATCTATGCAACAGACA
TAATAGGAGATATAAGACAGGCATATTGTAATATTAGTGAAGTAAAATGGAAAGATATGATGAAAAAGGTAAA
GGAAAAACTAAAAGAAAGCTTTAACATTAGCGATCACAACATAACATTTAACTCATCCTCAGGAGGGGACGTA
GAAATAACAACACATAGTTTTAATTGTAGAGGAGAATTCAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAA
GATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAGTGTGCC
CTGGAATACTAGCTGGAGTAGTAGATCTCATGATGATATTTGGGAGAACCTAACATGGGTACAATGGGAAAGG
GAAATTGGCAATTATACAGAACAAATATATGACCTACTTGAAAAATCGCAGATCCAGCAGGAAAAGAATGAAC
AAGACTTATTATCATTAGACCAGTGGGCAAGTTTGTGGAATTGGTTTGACATCTCAAATTGGCTATGGTATAT



AAAAATATTCATAATGATAGTAGGAGGTTTAATAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAGTAAAT
AGAGTTAGGAAGGGATACTCACCATTGTCATTCGCCATTAATTTGTTTGATACAATAGCAATAGCAGTAGCTA
ACTGGACAGATAGAGTTATAGAAGTAGGGCAAAGACTTGGTAGAGCTTTTCTCAACGTACCTGTAAGAATAAG
ACAAGGTTTAGAAGCAGCTTTGCTATAA 
>AF457085 
GGGGTGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAACCCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATAGTCCAGAAGTGCATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGGCATGGTGGAT
CAGATGCATCAGGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTA
TTACTTTAAACTGTACTACTTTCAACGGTACTACTTTCAACAGTACTACTTTCAACAGTAGCGAGGCTAATGA
TACTGTTAATAATGAAATGAAGGAAGAAATAAAAAATTGTTCTTTCAACATAACCACAGAAATAAGAGATAAG
AAAAAGGGGGTACATGCACTCTTTTATAGACTTGATCTAGTACAACTTAATAATGACAGTGAATATACATTAA
TAAATTGTAATACCTCAGTCATAAAACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTG
TGCTCCAGCGGGTTATGCGATTCTAAAGTGTAATAACAAGACATTCAATGGAACAGGACCATGTAATAATGTT
AGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAGCAG
AAGAAGAGATAATAATTAGATCTGAAAATCTGACAAACAATGCTAAGACAATAATAGTACATCTCAAGAACCC
TGTTAAGATTAATTGTACGAGACCCAACAATAATACAAGAGAAAGTATAAGGATAGGACCAGGACAAACATTC
TATGCCACAGGAGACATAATAGGAAAGATAAGACAAGCACATTGTAACATTAGTGAAACAGAATGGAATGAGA
CTTTAAAAGAGGTAAGTGACAAATTAAAAAAGCACTTCCCTAATAAAACAATAATATTTGCACAACCCTCAGG
AGGGGACTTAGAAATTACAACACATAGCTTTAATTGTGGGGGAGAATTTAAGCAGCTTCGGACAAGAGTCCTG
GCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCA
CTGCTGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTACAAGAGATTTGGGAGAACATGACCTGGATGCA
GTGGGATAAAGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAAACCCAGCAGGAA
AAAAATGAAAATGAGTTACTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTAATATAACACAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTGCTTTC
TTTAGTAAAAAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATTAGCTTGTTTGATGCCACAGCAATA
GCAGTAGCTGAAGGGACAGATAGGGTTATAGAAATAGTACAGAGAATTGCTAGAGCTGTTCTTAACATACCCA
GACGAATAAGACAGGGCTTAGAAGGGGCTTTACTATAA 
>DQ208491 
GTGATGGGGGACTTGTGGGTCACAGTTTATTATGGGGTACCTGTGTGGAAAGAGGCAACCACTACTCTATTCT
GTGCATCAGATGCTAAATCATATAAAGAAGAGGCACATAATATCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAAGAAGTGGTTTTGGAAAATGTAACAGAAACTTTTAATATGTGGAAAAATGGCATGGTGGAT
CAAATGCATGAGGATATAATTAGTTTATGGGATCAAGGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGTAGTAACACAGGAGATGCCAATAGTAATAATACAGGTAGTAACACAGGAGATGCCAATAG
TAATAATACAGGAAATGGCACTATTGATGACACAGAAATGAAAAACTGCTCTTTCAACATAACCACAGAATTA
AGAGATAAGCAGAAGCAAGTATATGCACTTTTTTATAGACTTGATGTGGTACCAATGGACAAGAATGATACCA
GCTATAGATTAATAAATTGTAATACCTCAGCCATTACACAGGCATGCCCAAAGGTATCCTTTGAGCCAATTCC
CATACATTATTGTACCCCAGCTGGATTTGCGATTCTAAAATGTAACGATAAGAAGTTCAATGGGACGGGTCCA
TGCAAAAATGTCAGCACAGTACAATGCACACATGGAATCAAGCCAGTGGTATCAACTCAACTGCTGTTAAATG
GCAGTTTAGCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAATAATGCTAAAACTATAATAGTACA
ACTTAATGAGTCTGTACCAATTCATTGCGTGAGACCCAGCAATAATACAAGAAAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGCGAAGTAATAGGAGATATAAGACAGGCACATTGTAACATTAGTGAAGAAC
GCTGGAATAGAACTTTAAAACAGGTAGCTAAAAAATTAAAAGACCTTTTTAACCAAACAACAATAATTTTTAA
ACCATCCTCGGGAGGGGACCCAGAAATTACATCACACACTTTTAATTGTGGAGGAGAATTCAAACAGCTCCAG
GCAAGAGTCCTGGCTGTGGAAAGCTACCTAAGGGATCAACAGCTCCTAGGAGTTTGGGGTTGCTCTGGAAAAC
ACATTTGTACCACTACTGTGCCCTGGAACTCTAGCTGGAGTAATAAATCTCTAGGGGAGATTTGGGAGAACAT
GACCTGGATGCAGTGGGAAAGGGAAATTGGCAATTACACAGATATAGTATACAGATTACTTGAAGAATCGCAA
AACCAGCAAGAAAAGAATGAACAAGAACTATTGCAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTAGCA
TAACAAAATGGCTGTGGTATATAAGAATATTCATAATGATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTT
TGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATTAGCTTGCTTGAT
ACCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGGTTTTAGAAATATTACAAAGAGCGGGTAGAGCTGTAC
TTAACGTACCCAGACGAATAAGACAAGGCTTTGAAAGGGCATTACTATAA 
>KY112292 
GTGGTAGGGAACTTGTGGGTCACAGTATATTATGGGGTACCTGTATGGAGAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCACAGAAGAGAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAGATGATATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAAGACATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGACTGTACTAATGTTAATGTTACTACCAGAAATGGTACTAATGATACTGTCAGTACTGTCAACAA
TACCATGGAGGGAGAAATAAAAAACTGTTCTTTCAATGTAACCACAGAATTAAGAGATAAGAAAAAGATGGTA
TATGCACTTTTTTATAAACTCGATATAGTACCAATAAGTGAGGGGAGCAAAACTAATTCAAGTAACTATAGAT



TAATAAATTGTAATACCTCAGCCATAACACAGGCCTGTCCAAAGGTCACTTTTGACCCAATTCCTATACATTA
CTGTGCTCCAGCTGGTTTTGCGATTTTAAAGTGTAGAAATAAGACATTTAATGGAACAGGACCATGCAACAAT
GTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGTCTAG
CAGAAGAAGAGATAATAATTAGATCTGAAAATCTGATAGACAATGCCAAAACAATAATAGTGCAGCTTAAAAA
CCCTGTAACAATTGTGTGTATAAGGCCTAACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACA
TTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAATAAAGCAAACTGGACTA
ACACATTACAAGAGGTAAGCGAAAAATTAGCAAAGCACTTCCCTAATAGAACAAACATAAAATTTGCACCATC
CTCAGGAGGGGACCCAGAAATTACAATGCATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGA
GTCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCT
GCACTACTAATGTGCCTTGGAACCTTAGTTGGAGCGCTAATCGGAGTGAAGGAGCTCTTAGTGGAATATGGGA
TAACATGACTTGGATGCAGTGGGATAGAGAAATTAATAATTACACAAACACAATATACAAGTTGCTTGAAGAA
TCGCAAACCCAACAGGAACAAAATGAAAAAGATCTATTAGCATTGGACAAATGGAACAATCTATGGAATTGGT
TTGGCATAACAAAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAAT
AATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCGTTTGCTATTAGTCTG
CTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGAATTATAGAAGTAATACAAAGAATTTGTAGAG
CTATCTGCAACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>KU341727 
GGGGGAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAGCCACTCTATTTT
GTGCATCAGATGCCAAAGCATATGAGAGGGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGGAAATGTAACAGAAAACTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATGTAATCAGTCTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCGCTCTGTG
TCACATTAGAATGTAGAAATGTTAGCAGAAATGTTAGCAGTTATAATACCTACAATGGGAGCGTGGAGGAAAT
AAAAAATTGCTCTTTCAATGCAACCCCAGAAGTAAGAGATAGGAAGCAGAGAATGTATGCTCTCTTTTATGGA
CTTGATATAGTACCACTTAATAAGAAGAACTCTAGTGAGAACTCCAGTGAGTATAGATTAATAAATTGTAATA
CCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGTGCTCCGGCTGG
TTATGCGATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTTAGTACAGTACAA
TGTACACATGGAATTAAGCCAGTAGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAGGAGAGATAA
TAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGTAGAAATTGT
GTGTACAAGACCCAATAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GACATAATAGGAGACATAAGACAAGCACATTGTAACATTAGTAGAGATAAATGGAATGAAACTTTACAAAGGG
TAGGTAAAAAATTAGCAGAACACTTCCATAATAAGACAATAAAATTTGCATCATCCTCAGGAGGGGACCTAGA
AATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGACAAGAGTCCTGGCTATAGAGAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTT
GGAACTCCAGTTGGAGTAACAAAACTCAAAGTGAGATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGA
AGTTAGTAATTACACAAACATAATATACAGCTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAAAATGAAAAA
GATTTATTAGCATTGGACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTCTCTATAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGTTTGATAGCATAGCAATAGTAGTAGCTGAA
GGAACAGATAGGATTATAGAATTAGTACAAGGATTTTGTAGAGCTATCCGCAACATACCTACAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCAATAA 
>KF716473 
GTGATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCAAATGCTAAAGCATATGATACAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTGCCCACAGA
CCCCAGCCCACAAGAATTGGTTATGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTGGAT
CAAATGCATCAGGATATAATTAGTTTGTGGGATCAAAGCCTAAAGCCATGCGTAAAGTTGACCCCACTCTGTG
TTACTCTAAACTGTAGCAATGCTAAAATTAATAATACTGGTATCAATAATACCCTTGCCATAAGGGAGGGAGA
AATAAAAAATTGCTCCTTCAATATGACCACAGAACTAAGAGATAAGAAGGAAAAGGTATATGCACTATTTTAT
AAACTAGATGTAGTACCACTTAGCAACTCTATTAATGGGAATAATAGCAGTTCTGCTGAATATAGATTAATAA
ATTGTAATACCTCAGCCATTACACAAGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGC
TCCAGCTGGGTATGCGATTCTAAAGTGTAATAATAAGACATTCAGTGGAACAGGACCATGCACTAATGTCAGC
ACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAATTGCTATTAAATGGTAGTCTAGCAGAAG
AAGAGATAGTGATTAGATCAGAAAATCTGACAAATAATGTCAAAACAATACTAGTACAGCTTAAGAAACCTGT
TGAAATTGAGTGTACGAGACCCAGCAATAATACAAGAACAAGCGTAAGGATAGGACCAGGACAAACATTCTTT
GCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTGAAAAAGACTGGAATGAAGCTT
TACAAGAGGTAAGTAAACAATTAAAAAAGCACTTCCCTAATAAAACAATACAATATCAACCACATTCAGGAGG
GGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTTCAGGCAAGAGTCCTGGCT
CTAGAAAGATACCTACAGGATCAGCAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTA
ATGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTCTAAATAGTATTTGGGAAAACATGACCTGGATGCAGTG
GGATAAAGAAATTAGTAATTACACGGGAGCAATATATAAGCTGCTTGAAGACTCACAAATCCAGCAGGAGAAA
AATGAAAAGGATTTATTAGCATTGGACAAGTGGCAAAATCTGTGGAATTGGTTTGACATATCAAAATGGCTGT



GGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATATTTGCTGTGCTTTCTAT
AGTGAATAGAGTTAGGAAGGGATACTCACCCCTATCATTTGCTATTAATCTGCTTGATACCACAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATTATAGAAATACTCCAAAGATTTTGTAGAGCTATCTGGCACATACCTAGAA
GAATAAGACAGGGCTTTGAAGCAGCTTTGCAATA 
>MF373143 
ATGGTGGGAAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAAAAACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAAAAAGCAGGGCATAATGTTTGTGTTGCACCTGCTGCTGTAGCCTCGGA
CCCAAAGTCCCAAGAAATTGTGATGGAAAATGTTAAAAGAAACTTAAATATCTGGAATAATGACAAGGATGAT
CAGATGCATGAGGATCTAGTCAATATATGGAACCAATGCGTACAACTCTGTATAAAGTTGGTCACGTTGACTG
TCAGTGTCAAAAGTGTAAATGGTACTGATAATAGTACTACCAGTAATACTACTAGTACGGATAGTGAGACCTC
TAATAATACTACCAGTGGGAATAATGTTACCTATAATGATGCCATGGAAATGACAAATTGCTCTTTCAATGCA
ACCACAGAAATACAAGATAAGAAAAAGAAAGTGCATGCACTTTTTTATAGACTTGATGTAGTACCAATTGATG
GGAGTAATGAGAGCTATAGATTAATAAATTGTAATACATCAACCATAACACAAGCCTGTCCAAAGGTCTCTTT
TGATCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAGTGTAATAATAAGACATTCAAT
GGAACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAAC
TACTGTTAAATGGTAGTCTAGCAGAAGGAGAGATAATAATTAGATCTGAAAATATATCAAACAATATCAAAAC
AATAATGGTACAGCTTAATGAATCTATAGAAATTAATTGTACAAGACCCAACAACAATACAAGAAAAAGTATA
AGGATAGGACCAGGACAAGCATTCTATGCAACAGATGACATAATAGGAAATATAAGAATAGCACACTGTAATG
TTAGCAGAGAACAGTGGAAGAAAACTTTAAAAGGGGTAAGGGATAAATTAGCAAAATACTTCCCTAATACAAC
AATAAAATTTGAACCACATTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTT
AAGCAGCTCCAGGCAAGAGTCCTGGCTCTAGAAAGATACCTACAGGATCAACAGCTCCTAGGGCTTTGGGGCT
GCTCTGGAAAACTCATATGCACCACTGATGTGCCTTGGAACCTCAGTTGGAGTAATAGATCTTACAAAGATAT
TTGGGACAACATGACTTGGATGCAGTGGGATAGAGAAATTAGTAATTACACAGACACAATATACTGGTTGCTT
GAAAACTCGCAAAACCAGCAGGAGAAAAATGAACAGGATTTATTAGCATTGGACAAATGGCAAAATCTATGGA
ATTGGTTTAACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTT
AAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTGGCTATT
AGTCTGCTTGATACCCTAGCAATAATAGTAGCTGAAGGAACAGATAGAATTATAGAAGTAGTACAAGGAATTG
GTATAGCTATCCTCAACATCCCTAGAAGAATAAGACAGGGCTTAGAAGCAGGTTTGATATAA 
>HQ698001 
GTGGTGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCCGTGTGGAAAGAAGCAAAACCTACTCCTACTC
TCTTCTGTGCATCAGATGCTAAAGCATATGATAGAGAAGCGCATAATGTATGGGCTACACACGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATAGTGTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAACGGCATG
GTGGATCAGATGCATCAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCAC
TCTGTGTTACTTTAGACTGTACCAATGTTACTTTAAACCATACCCATAACGAAGAAGAAATGAAAAATTGTTC
TTTCAATGTAACCACAGAAATAAGAGATAAGAAAAGGAGGGTAAATGCACTTTTTTATAAACTTGATATAGTA
CCGCTTGAGGGGAATAACAGCTCTAGGGAGGGGAACTATATATTAATAAATTGTAATACCTCAGTCATAACAC
AAGCCTGTCCAAAGGTCACGTTTGAACCAATTCCTATATATTATTGTGCTCCAGCGGGTTATGCGATTCTAAA
ATGTAATAATAAGACATTCAATGGAACAGGACCATGCAATAATGTCAGCACCGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTATTGAATGGTAGTCTAGCAGAAAATATAATAATTAGATCTGAAAATC
TGACAAATAATGCTAAAACAATAATAGTGCATCTTAAAGACCCTGTAGAAATTAACTGTACAAGACCCAGTAA
TAATACAAGAACAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGAGATAACAGGAGATATA
AGACAAGCACATTGTAACATTAGTAGAAAAGCATGGAATAACACTTTACAAGAGATAAGGAAAAAATTACAAG
AGCACTTCCCTAATAAAACAATAAACTTTACACAATCCTCAGGAGGAGACCTAGAAATTACAACACATAGTTT
TAACTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAACTACCTAAAGGATCAACAG
CTCCTAGGAATTTGGGGATGCTCTGGAAAACAAATTTGTACCACTAGGGTGCCTTGGAATTCTAGCTGGAGTA
ATAAATCTCTAGAGGACATTTGGAATAACATGACCTGGATGGAGTGGGAAAAGGAAATTGACAATTACACAGG
TTTAATATACAGCTTAATTGAAGAATCACAAACCCAGCAAGAGAAAAATGAACAAGAATTATTGCAATTGGAC
AAATGGGCAAGTTTGTGGAATTGGTTTAGCATAACAAACTGGCTGTGGTATATACAAATATTTATAATAATAG
TAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGTTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTC
ACCTCTGTCATTTGCTATCAGCTTGTTTGATACCATAGCAATAGTAGTAGCTGAGGGGACAGATAGGGTTATA
GGAATAGTACAAAGAGCTGTTAGAGCTGTTCTTAACATACCCAGACGAATAAGACAGGGCTTAGAAACTACTT
TAATATAA 
>KX907371 
GTGATGGGAAATGGGAACTTGTGGGTCACCGTATATTATGGGGTACCTGTGTGGAAAGAGGCAACCACTACTC
TATTTTGTGCATCAGATGCTAAAGCATATATAAAAGAGGCACATAATATTTGGGCCACACATGCCTGTGTACC
CACAGACCCCAACCCACAAGAAATAGCTTTGGAAAATGTAACAGAAAAATTTAATATGTGGAAAAATGGCATG
GTGGATCAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAATTAACCCCAC
TCTGCGTCACTTTAAACTGCACTAATGCTACTAATGATAAGGTCAGTAGTGAATTGGAAATGAAAAACTGCTC
TTTCTATATAACCACAGAAATAAGAGACAGGAGGAAGCAAGAATATGCACTTTTTTATAGATCTGATGTGGTA
CAAATAAATGGTAATAATATCAGCTATAGATTAATAAATTGTAATACCTCAGCCATTAAACAGGCGTGTCCAA



AGGTAAACTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATATGCGATTCTAAAATGTAACGGAGA
AAATTTCAATGGGACGGGTCTATGCGAAAACGTCAGTACAGTACAGTGTACACATGGGATTAGACCAGTAGTG
TCAACTCAACTGTTACTAAATGGCAGTCTAGCAGAAAAAGAGATAGTAATTAGATCTGAAAATATCACAAATA
ATGCCAAAACTATAATAGTACAGCTTAATGAGACTGTAATAATTAATTGCACGAGACCCAGCAATAATACAAG
GAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGACATAACAGGAGATATAAGACAAGCA
CATTGTAACATTAGTGCAACAAAATGGATTAACACTCTACAACAGGTAGCTAATAAATTAAGAGACCATTTTA
ATAAAACAATAGAGTTTCAACCATCCTCGGGAGGGGACCCAGAAATTACAGAACACACCTTTAATTGTGGAGG
GGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGCTACCTAAAGGATCAACAGCTCCTAGGAATT
TGGGGTTGCTCTGGAAAACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAATAGATCTCTAA
AGACAATTTGGGAGAACATGACCTGGATGCAGTGGGAAAAGGAAATTGAAAATTACACAGATTTAATATACAG
CTTAATTGAAGAATCGCAAACCCAGCAAGAACAGAATGAACAAGAACTATTGCAATTGGATAAATGGGCAAGT
TTGTGGAATTGGTTTAACATAACACAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTTA
TAGGTTTAAGAATAGTTTTTGTTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTT
TGCTATTAGCTTGCTTGATACCACGGCGATAGCAGTAGCTGAGGGGACAGATAGGGCTATAGAAATAATACAA
AGAGTTGGTAGAGCCGTGATTAACATACCCACACGAATAAGACAGGGTGCGGAAAGGGCTTTCCTATAA 
>KX907408 
GTGAGGGGAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAGAAGGAAGTACATAATATCTGGGCTTCACATGCCTGTGTGCCCACAGA
CCCCAACCCACAAGAACTGGTTTTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAT
CAAATGCATGAGGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTGACCCCACTCTGTG
TCGCTATGAACTGTACCGATGTTAACAATACTAATAGTAATAATGATACCTCCTATAAAGAACTAACAAAATG
CTCTTTCGTGGTAAACACAGGAATAAAAGGTAAGAAAAAGAATGAATCTGCACTCTTTTATACACTTGATATA
GTAAAAATTGATGGGAATCAGTCCAGATTAATAAGTTGTAATACCTCAACCATAACACAAGCCTGTCCAAAGG
TCAGTTTTGACCCAATTCCTATACATTATTGTACTCCAGCTGGTTATGCGATTCTAAAATGTAATGACAAGAC
ATTCAATGGAACAGGACCATGCAATAATGTAAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCA
ACTCAACTGCTGCTAAATGGCAGCCTAGCAGAAGGAGAGATAATAATCAGATCTGAAAATCTGACAAACAATG
TCAAGACAATAATAGTACATCTTAATGAATCTGTACAAATTAATTGTACAAGACCCAACAATAATACAAGACA
AAGTATAAGGATAGGACCAGGGCAAACATTCTATGCAACAAAAGATATAATAGGAGATATAAGAAAAGCACAT
TGTAACATTAGTAAAGATGTATGGAGTAAAACCTTACAAGGGGTAGTTAAAAAATTAGGGGAACACTTCCCTA
ATAAAACAATAGAATTCAAACCACCCTCAGGAGGGGACCTAGAAATTACAATGCATAGCTTTAATTGTAGAGG
AGAATTTAAACAGCTCCAAGCAAGAGTCCTGGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGAATT
TGGGGTTGCTCTGGAAGACACATTTGCACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAACAGATCTGTAA
ATGAGATTTGGAATAACATGACCTGGATGGAGTGGGAAAGGGAAATTGATAATTATACAGACTTAATATATAG
CTTAATTCAAGAATCGCAAACCCAGCAAGAAAAGAATGAACAAGAACTATTGCAATTGGACAAATGGGCAAGC
TTATGGAATTGGTTCAGCATAACACAGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGA
TAGGCTTAAGAATAATTTTTGCTGTGCTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATT
TGCTATTAGCCTGTTTGATGCCACAGCAGTAGCAGTAGCTGACTGGACAGATAGAATTATTRAATTAGGGCAA
AGATTTGGTAGAGCTATCCTTCACATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCTATAA 
>HQ615978 
GTGATGGGGAACTTGTGGGTCACAGTATATTATGGGGTACCAGTATGGAGAGAAGCAAATACTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAATATTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGGCATGGTGGAG
CAGATGCATCAGGATATAATTAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TTACCTTAAACTGTACAGAGACTAATATTAACTGTACGAGGAATAATACCAACTGTAAGGGGGATAATATTAC
CAATGGTACTCTCCATCACAATCAGACCATGAGGGAAGAAATGAAAAATTGTTCTTTCAACACAACCACAGAA
CTAAGAGATAAAAAACAGAAAGAATATGCACTTTTTTATAAAATAGATCTAGTACCAACTGGAAAAGGGAATA
ACAATACTAACTATATATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGA
ACCAATTCCTATACATTATTGTGCTCCAGCAGGGTATGCGATTCTAAAGTGTAATGATAAGACATTCAGTGGA
ACAGGACCATGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTAC
TGTTGAATGGTAGTCTAGCAGAAAACAGAACAATAATCAGATCTAAAACTCTGACAAACAATGCTGAAACAAT
AATAGTACAGCTTAATAAATCTGTAAGCATTGTTTGTACGAGACCAGGCAATAATACAAGAAAAAGTATAGGG
ATAGGACCAGGACAAGCATTCTATGCAACAGGAGACGTAATAGGAAATATAAGACGAGCATATTGTAGCATTA
ATGGAGAAGAATGGAATAAAACTTTACAAGAGGTAAGGGAAGAATTAAAAAAGCACTTCAATAAAACAGAAAT
AAAATTTGCACCATCCTCAGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTCAAGGAGAATTTAAG
CAGCTCCAGGCAAGAGTCCTGGCGATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCT
CTGGAAAACTCATCTGCACCACTAATGTGCCTTGGAACTCTAGTTGGAGTCATAAAACTCAAGAAGATATTTG
GAATAACATGACCTGGATGCAATGGGATAAAGAAATTAATAATTACACAAACACAATATACAAGTTGCTTGAA
GAATCGCAAACCCAGCAGGAACAAAATGAAAAGGATTTGCTAGCATTGGACAAATGGCAAAATCTGTGGAGTT
GGTTTAGCATAACAAATTGGCTGTGGTATATAAGACTATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAG
AATAGTTTTTGCTGTGCTTTCTTTAGTAAATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATTAGC



TTGTTTGATACCATAGCAATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAATTGGTACAAAGAGCTGTTA
GAGCTTTGCTTAACATACCTGCACGCATAAGACAAGGCTTAGAAAGGGCATTACTATAA 
>AF361877 
GTAGCAGGGAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAGTCATATGAACCAGAGGCACATAATATCTGGGCTACTCATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAT
CAGATGCATGGGGATATAATCAGCTTATGGGATCAAAGCCTAAAACCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTATACTGCACTGAATATAAAGGCAATAATACAAATAGCAATGATACAAATGTCAATAATACAATTGA
GGACATAGGAATGAAAAACTGCTCTTTCAATACAACCACAGAAGTAAGGGATAAGAAGAAGCAAATGCATGCA
CTTTTTTATAAACTTGATGTAGTACAAATAGATGATAATAATAAAGCTAATACCAGTTATAGATTAATAAATT
GTAATACCTCAGCCATTACACAGGCGTGTCCAAAGATATCCTTTGAGCCAATTCCTATACATTATTGTGCCCC
AGCTGGGTTTGCAATTCTAAAATGTAATGATAAGAGGTTCAATGGGACAGGTCCATGCACAAACGTCAGCACA
GTACAGTGTACACATGGAATTAAGCCAGTAGTGTCAACTCAACTGTTGTTGAATGGCAGTCTAGCAGAAGAAG
AAATAATGATTAGATCTGAAAACTTCACAAATAATGCTAAAATCATAATAGTACAGCTTAATGAGTCTGTAAC
AATTAATTGCTCAAGGCCCTACAAAAGGGTAAGACAAAGGACATCTATAGGACAAGGGCAAGCACTCTATACA
ACACGTTCAACAAGCATAATAGGACAAGCACATTGTAATATTAGTAGAGCAGATTGGAATAATACTTTACAAA
GGATAGCTAATAAATTAAGAGCACAGAATGTAACTTCCAAGAATGTGACTTTTAAACCATCCTCGGGAGGGGA
CCCGGAAATTACAACCCACAGCTTTAATTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTGTG
GAAAGTTACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGTTGCTCTGGAAGACATATTTGCACCACTAATG
TGCCCTGGAACTCTAGCTGGAGTAATAGATCTTTAGATGAGATTTGGCAAAACATGACCTGGATAGAGTGGGA
AAGAGAAATTGACAATTACACACAAGTAATATACAGCTTAATTGAAGAATCGCAAACTCAGCAAGAAAAGAAT
GAACAAGAATTATTGCAATTGGACAAATGGGCAAGTTTATGGAATTGGTTTAGCATAACACAATGGCTGTGGT
ATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTGCTGTGCTTTCTTTAGTA
AATAGAGTTAGGCAGGGATATTCACCTCTGTCGTTTGCTATTAGCTTGTTCGATACAGTAGCAATAGCAGTAG
CTGAGGGAACAGATAGAATTATAGAAGTAGTACAAGGAATTTGTAGAGATATCCGCAACGTACCTAGAAGAAT
AAGACAGGGCTTTGAGGTAGCTTTGCTATAA 
>KU749418 
GTGTTGGGGAACTTGTGGGTCACAGTCTACTATGGGGTACCTGTGTGGCAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATATCTGGGCCACACATGCCTGTGTACCCACAGA
TCCCAGCCCACAAGAAATAGTTTTGGAAAATGTAACAGAAAATTTCAACATGTGGAAAAATGACATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTAATGTTACCAACTGTGAAAATGTTACCCTCAACATGAAGGAAGAAATAAA
AAATTGCTCTTTCAATATAACCACAGAATTAAGAGATAAGAAGAAAAAAGAAAGTGCACTTTTTTATAGAATT
GATATAGTACCACTTAATGAAAAGAGTAATAACTCTAATGGCTCTAGCGAGTATAGATTAATAAATTGTAATA
CCTCAACCATAACACAAGCCTGTCCAAAGGTCTCTTTTGACCCAATTCCTATACATTATTGTGCTCCAGCTGG
TTATGCGATTCTAAAGTGTAATGATAAGACATTCAATGGAATAGGACCATGCACAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTGGTATCAACTCAACTATTGTTAAATGGTAGCCTAGCAGAAGAAGAGATAG
TAATTAGATCTGAAAATCTGACAAACAATGCCAAAACAATAATAGTACATCTTAATAAGTCTATAGCAATTAT
GTGTACAAGACCCGGCAATAATACAAGAAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GGTGTAATAGGAGATATAAGACAAGCATTTTGTATCATTAATGGAAGTAACTGGAATAAAACTTTACAAGAGG
TAGAGGAAAAATTAAAAAGACACTTTCCCAATGCAACAGAAATAAAATTTGAACCATCTTCAGGAGGGGATCT
AGAAGTTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTATAGAA
AGATACCTAAAGGATCAACAGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTGCTGTGC
CTTGGAACTCCAGTTGGAGCAATAAATCTTACGCAGATATTTGGAGTAACATGACCTGGATGCAGTGGGATAG
AGAAATTAATAATTACACAAACACAATATACAGGTTGCTTGAAGAATCGCAGAGCCAGCAGGAGAAAAATGAA
AAGGATTTATTAGCATTGGACAGTTGGCAAAATCTATGGAATTGGTTTGACATAACACATTGGCTGTGGTATA
TAAAAATATTCATCATGATAATAGGAGGCTTAATAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTTTAGTGAA
TAGAGTTAGGCAGGGATACTCACCTTTGTCGTTCGCTATTAGTCTACTTGATACCCTAGCAATAACAGTAGCT
GAAGGAACAGATAGGATTATAGAATTAGTACAAAGAATTTGTAGAGCTATATATAACATACCTACAAGAATAA
GACAGGGCTTCGAAGCAGCTTTGCTATAA 
>KT427818 
GTGAAGRGGAACTTGTRGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGAAGCAAAAACTACTCTATTTT
GTGCATCTGACGCTAAGGCATATGATCCAGAAGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAGTCCACAAGAATTGAAGTTGGAAAATGTAACAGAAAATTTTAACATGTGGGAAAATGACATGGTGGAT
CAGATGCATCAGGATATAATCAGTTTATGGGATCAAAGCCTAAAACCATGTGTAAAGTTGACCCCACTCTGTG
TTACTCTAAATTGCACGAATGCTAACATCACGAATGCTAACAGCACGAATGCTAACAGAACGAATATCCACAA
TGATACCATAGAGATGAGGGAAGAAATAAAAAATTGCTCTTTCAATATAACTACAGAAATAAAAGATAAGAAA
AGGAAGGTACATGCACTTTTTTATAGACTTGATATAGTACCACTTGAAGGGGATAGTAATAATACTTTTAATG
ATTATAGATTAATAAATTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCTCGTTTGACCCAATTCC
TCTACATTATTGTGCTCCAGCGGGATATGCGATTCTAAAGTGTAATGATAATACATTCAATGGAACAGGGCCA



TGCAGTAATGTCAGCACAGTACAATGTACACATGGGATTAAGCCAGTAGTATCAACTCAACTACTGCTAAATG
GTAGTCTAGCAGAAGGAGGGATAATAATTAGATCTAAAAATCTAACAGACAATGCCAAAACAATAATAGTACA
GCTTAATGAAACTGTAGAAATTACTTGTACAAGACCCAACAATAATACAAGAGAAAGTATAAGGATAGGACCA
GGACAAACATTCTATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAACATTAATGGAACAA
AATGGAATAAAACTTTACAAAGAGTAGGAGAAAAATTAGCACAGCTCTTCCCTAATAGAACAATAAAATTTGC
AAACCACACGGGAGGGGACCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTTCGG
GCAAGAGTCCTGGCTATAGAAAGATACCTACAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAGC
TCATCTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAGTCTCTAGATCAGATTTGGAACGGAAT
GACCTGGATGCAGTGGGATAAAGAAATTGAGAATTACACAGACACAATATACAATTTGCTTGAAGTCTCGCAA
ATCCAGCAGGAGAAAAATGAACAGGAGTTATTAGCATTGGACAAATGGAAAAATCTGTGGAATTGGTTTGACA
TAACACAATGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTT
TGCTATGTTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTTTGTCATTCGCTATTAATCTGCTTGAT
ACCACAGCAATAGCAGTAGCTGAAGGAACAGATAGAATAATAGAAGCAGTACGGAGAATTTGGAGAGCTATAC
TCAGCATACCTAGAAGAATAAGACAGGGCTTTGAAGCAGCTTTGCAATAA 
>MF381270 
GCTAAAGAAAACTTGTGGGTTACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAACCACTACTCTATTTT
GTGCATCAGATGCTAAAGGATATGACAAAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGTTGTTGAACAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTAGAA
CAAATGCATACCGATATAATCAGCTTATGGGATGAAAGTCTAAAGCCATGTGTAAAGATAACCCCACTTTGTG
TTACTCTAAACTGTAGTAATGCCAAGGTCAGCAACGCTTCTGCCAATGTCAGCAGCGCTTCTGCCAATGACAA
CAATACTCTGGAGGAACCGGGGACAGTGCAAAATTGTTCTTTCAATATGACCACAGAATTACGAGACAAAAAG
AAGAAAGTATATGCACTTTTTTATAGACTTGATCTATTACCACTCAATGGGAACAATGACAGTAAGGAATACA
GACTAATAAATTGTAATACCTCAACCATTAAACAGGCTTGTCCAAAAGTATCTTGGGATCCAATTCCCATACA
TTATTGTGCTCCAGCTGGTTATGCGATTTTAAAGTGTAGGGAAAAAAATTTTAATGGGAAAGGGCCATGCGAC
AATGTCAGCACAGTACAATGCACACATGGAATTAAACCAGTGGTATCAACTCAATTACTGTTAAATGGCAGCC
TAGCAGAAGAAGATATAGTAATCAGGTCTGAAAATATCTCAGATAATACAAAAACTATAATAGTAAGCCTCAA
TGAATCTGTACAGATTAATTGTACAAGACCCAACAACAATACAAGAAGAGGTATACACTTAGGACCAGGACAA
ACATTTTATGCAACAGGTGAAATAATAGGAGATATAAGAAAGGCATATTGTAACATTAATAGAACACAATGGA
ATAAAACTTTAACACAGGTACGTACAAAATTAGAGTCACTCCCTAATATAACAGTAATATTTAATGCATCCGC
AGGAGGGGACCTAGAAGTTACAATGCATAGTTTCAATTGCAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTC
CTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCA
CCACTAGTGTGCCCTGGAACTCTAGTTGGAGTAATAAATCCTACAATGAGATTTGGGACAACATGACCTGGAT
GGAATGGGAAAGAGAGATTAGCAATTACTCACAAGAAATATACAGGTTAATTGAGCAATCGCAAAACCAGCAG
GAAAAGAATGAACAAGAATTATTGGCATTGGACAAGTGGGCAAGTCTGTGGAATTGGTTTGACATAACAAACT
GGCTGTGGTATATAAAAATATTTATAATGATAGTAGGAGGTTTAATAGGCTTAAGAATAGTCTTTGCTGTGCT
TGCTATAGTAAATAGAGTTAGGGAGGGATACTCACCTTTGTCCTTAGCTATTAGCTTGTTTAATTCCACAGCA
ATAGCAGTAGCTGAGGGGACAGATAGAATTATAGAAGCTTTGCAAACAGTTATTAGAGCTATCCTCCACATAC
CTAGAAGAATAAGACAGAGCTTGGAAAGGGCTTTGATATAA 
>HM204593 
GGGATGGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAAAAACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAGAAAGAGGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAATTGGTTTTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAAATGCATGAGGATAATCAGTTTATGGGACCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCGCTCTGTGTC
ACTTTAGATTGTAGCAATGTTAGTAAGAATAGGAGTGACAACAGTAATGATGCCTGGGAACAAAAAAATTGCT
CTTTCAATGCAACCACAGAAATTAGAGATAGGAAACATAAGGAGTATGCACTTTTTTATAGACTTGATATAGT
GCCATTGGGTAGTAACAACAGCTCTAGTAATTATAGTAGTTATAGATTAATAAATTGTAATACCTCAACCCTA
ACACAGGCCTGTCCAAAGGTCACTTTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGTTATGCGATTC
TAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCAATAATGTCAGCACAGTACAATGTACACATGG
AATTAAGCCAGTGGTAACAACTCAACTACTGTTAAATGGTAGTCTAGCAGAAGAAGAGATAGTGATTAGATCT
GAAAATCTGAAAAACAATGCTAAAACAATAATAGTACATCTTAATGAATCTGTAGAAATTAATTGTACAAGGC
CAAACAACAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTTCGCAAACGGTGACATAATAGG
AAACATAAGACAAGCACATTGTAACATTAGTGAAGATAAATGGAACAAAACTTTACAACAGGTAGAGAAAAAA
TTAGCAGAACACTTCCCTAATAAAACAATACGATTTGAGCCTCCAATCCCAGGAGGGGATCTAGAAATTATAA
CACATAGCTTTAATTGTGGAGGAGAATTCAAACAGCTCCAGGCAAGAGTCCTAGCTCTGGAAAGATATCTACA
GGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAATGTGCCATGGAATAGT
ACTTGGAGTAATAAATCTTTTAATAATATTTGGGGAAACATGACCTGGATGGAGTGGGATAGAGAGATTGACA
ATTACACAAATACAATATACAGGTTGCTTGAGGAATCACAGATCCAGCAGGAGAGCAATGAACATGAATTATT
GAAATTGGACAAGTGGGCAAATCTGTGGAATTGGTTTGACATATCAAGGTGGTTGTGGTATATAAAAATATTC
ATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTGTACTTTCAGTAGTGAATAGAGTTAGGC
AGGGATACTCACCTTTGTCGTTTGCTATTAGTCTGCTTGATACCACAGCAATAGCAGTAGCTGAGGGAACAGA



TAGGATTATAGAAATAATACAAGGCATTTGTAGAGCTATCCGCAACATACCTAGAAGAATAAGACAGGGCGCT
GAAACAGCTTTGCTATAA 
>HM036960 
GTGGTGGCGGGGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAAGACTACTCTAT
TTTGTGCATCAGATGCTAAAGCATATGATAAAGAAGTGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAACCCACAGGAGATGGCCCTAGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATGACATGGTA
GAACAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAACTAACCCCTCTCT
GTGTTACTTTAAACTGTGTAAACGTAACCACTAATGGAACCAACACTACTGTACCTAACAACGATACCCTTGT
GACTAACATAGAAATGACAAACTGCTCTTTCAATATAACCACAGAAATAAGAGATAAGAGGAGACGAGAATAC
GCGCTTTTCTATAAACTTGATGTAATACCAATTGAGAAAGAGAGTACAAGTTATAGGCTAATAAATTGTAATG
ACTCAACAATTAAACAAGCTTGTCCAAAAGTGACTTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTTTGCGATTTTAAAGTGTAATGATAAAAGGTTCAATGGAACAGGACCATGTACGAATGTCAGCACAGTACAA
TGTACACATGGAATTAAGCCAGTGGTGTCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAGGGGATAA
TAATTAGATCTGAAAATCTGACAAACAATGTCAAAACAATAATAGTACATCTTAATGAATCTATAGAAATTAA
TTGTACAAGAACCGGCAATAATACAAGAAGAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGA
GGAATAATAGGAAACATAAGAAAAGCATATTGTAACATTAGCAGGGAAAGATGGAATAACACTTTAGAAAAGG
TAAAGGAAAAATTAAGAGAACACTTTAATAATAAAACAATAGAATTTGAACCATCCTCAGGAGGGGACCTAGA
AATTGTAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTCTGGAAAGA
TATCTAAAGGATCAACAGCTCCTAGGACTTTGGGGCTGCTCTGGAAAACTCATTTGCACCACTAATGTGCCCT
GGAACAATAGTTGGAGTAATAAAACTTATAGTGAGATTTGGGATAACATGACCTGGATGCAATGGGACAGGGA
GGTTAGCAATTACACACAACAAATATACGACCTAATTGAAGAATCGCAGAACCAGCAAGAAAAAAATGAACAA
GACTTATTAGCCTTGGACAAATGGGCAAGCTTGTGGAATTGGTTTGACATATCAAGTTGGCTGTGGTACATAA
AAATATTCATAATGATAGTAGGAGGCTTGATAGGCTTAAGAATAATTTTTGCTGTGCTTTCTGTAGTGAATAG
AGTTAGGCAGGGATACTCACCTTTATCGTTTGCTGTTAGTCTGCTTGATACCATAGCAATAGCAGTAGCTGAG
GGAACAGATAGGATTATAGAATTGATACAAAGAATTTGTAGAGCTATCTGCAACATACCTACAAGAATAAGAC
AGGGCTTTGAAGCAGCTTTGCCATAA 
>HM068596 
GGGGTGGGGAGCTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAAAAGCTACTCTATTCT
GTGCATCAGATGCTAAAGCATATGAGAGAGAAGTGCATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGAAAATGTGACAGAAAATTTTAACATGTGGAAAAATGATATGGTGGAT
CAGATGCATGAGGATATAATCAGCTTATGGGATCAAAGCTTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAAATTGTAATAAAGCTAAATATAACAGTACCTTCTCTAATGAGACCTCAGAGCATGATAATAATAC
CATACCGGAAATGAAAAATTGCTCTTTCAATGCAACCCCAGAACTAACAGACAAAAGACGGAAAGAATATGCA
TTATTTCATAGTCTTGATATAGTACCACTTAATAACAATTCTAGTGAGTATAGATTGATAAGTTGTAATACCT
CAACCATAACACAAGCCTGCCCAAAGGTCTCTTTTGACCCAATGCCTATACATTATTGTGCTCCAGCTGGTTA
TGCGATTCTAAAATGCAATAATAAGACATTCAATGGGTCAGGACCATGTAATAATGTCAGCACAGTACAATGT
ACACATGGAATAAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAAAGATATAATAA
TTAGATCTGAAAATCTGACAAACAATGCCAAAATAATAATAGTACATCTTAACGACTCTGTAGAAATTGAGTG
TGTAAGACCAAACAATAATACAAGGAAAAGTGTGAGGATAGGACCAGGACAAACATTCTATGCAACAGGAGCC
ATAATAGGAGATATAAGAAAAGCACATTGTACCATTGATGGAGGGAAATGGAATACAACTTTACAAGGGGTAA
TAAGAAAATTAGAGGAACACTTCCCTGGTAAAACAATAAAATTTGAGCCATCCTCAGGAGGGGACCTAGAAAT
TACAACACATAGCTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGACAAGAGTCCTGGCTCTGGAAAGATAC
CTACAGGATCAACAGTTCCTAGGAATTTGGGGCTGCTCTGGAAAACTTATCTGCACCACTAATGTGCCTTGGA
ACTCTAGTTGGAGTAATAAATCTCAAGAAGATATTTGGAATAACATGACCTGGATGCAGTGGGATAGAGAAAT
TAGTAATTACACAGACACAATATTCAAATTGCTTGAGGACTCGCAAAACCAGCAGGAAAGGAATGAAAAGGAT
TTGCTAGCATTGGACCGTTGGCAAAATTTGTGGAGTTGGTTTAACATAACAAACTGGTTGTGGTATATAAAAA
TATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGT
TAGGCAGGGATACTCACCTTTGTCATTTGCTATTAGTTTGCTTAATGCCACAGCAATAGCAGTAGCTGAAGGA
ACAGATAGAATAATAGAAATAGGACAGAGAGCTTTCAGAGCTATCCTCCACATACCTAGAAGAATCAGACAGG
GCCTTGAAAGAGCTTTGCTATAA 
>KP718916 
GCAGATGATAACTTGTGGGTCACAGTGTATTATGGGGTGCCTGTATGGAAAGAAGCAAAAACCACTCTATTTT
GTGCATCAGATGCCAAATCACATAGCACAGAAGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCGCTCCACAAGAAATAGAACTGAAAAATGTCACAGAAACTTTTAACATGTGGAAAAATGACATGGTGGAG
CAGATGCATGAGGATGTAATCAATTTATGGGATCAAAGTCTGAAACCATGTGTAAAATTAACCCCACTCTGTG
TCACTTTAAACTGCACTGATGTTAATGTTACCTCAGTGAACAACACCAGCTCAGGAAACGACATGAAAAACTG
CTCTTTCAATATAACCACAGTAGTAAGGGATAAGAAGAAGCTAGAATATGCACTTTTTTATAACCTTGATATA
GTACAAATAGATAATAATAACAATAATGATAGTTATAGGTTAATAAGTTGTAACACCTCAGCCATTACACAGG
CTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTTTTGTGCCCCAGCTGGATTTGCAATTCTAAAATG
TAATGATAAGCAGTTCAATGGAACAGGCCTATGCACAAATGTCAGCACAGTACAATGTACTCATGGAATCAAG



CCAGTGGTGTCAACTCAATTGCTGTTGAATGGCAGTCTAGCAGAAGAAGAGATCATGATTAGATCTGAAAATC
TCACAAATAATATTAAAAACATAATAGTGCAGTTTAATGCATCTGTAGAAATTAAGTGTACAAGGCCTAGCAA
CAATACAAGAAAAGGTATACATCTAGGACCAGGGCAGGCATTTTATGCAACAGGTGGCATAATAGGAAACATA
AGACAAGCATCTTGTACTATTAATGAAACAAGATGGAATAACACTCTACAACAGGTAGCTAAAAAATTAGGGA
AACTTCTGAACAAAACAAAAATAGATTTTAAGTCACCCTCAGGAGGGGACCCAGAAATTATAACACACACTTT
TAACTGTGGAGGGGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAG
CTCCTAGGAATTTGGGGTTGCTCTGGAAAACACATTTGCACCACTACTGTGCCCTGGAATTCTAGTTGGAGTA
ATAAATCTCTAGATCATATTTGGCAGAACATGACCTGGATGCAATGGGAGAAAGAAATTGAAAATTACACAGG
GTTAATATACAACTTAATTGAAGAATCACAAATCCAGCAAGAAAAAAATGAAAAAGAATTATTAGAATTGGAC
AAGTGGGCAAGTCTGTGGAATTGGTTTAACATAAGTAACTGGCTGTGGTATATAAAAATATTCATCATGGTAG
TAGGAGGCTTAATAGGATTAAGAATAGTTTTTGCCGTGCTTTCTATGGTAAATAGAGTTAGGCAGGGATACTC
ACCTCTATCGTTTGCTGTTAGCTTGCTTGACACAACAGCAATAGCAGTAGCTGAGAGGACAGATAGGATTTTA
GAATTAGTACAAAGAGTCTTTAGAGCTGTTCTTCACATACCCAGAAGAGTAAGACAGGGTTTAGAAAGGGCTT
TGCTATAA 
>FJ623495 
TCCTCAAACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGGAAGAGGCAAAGACCACTCTGTTTT
GTGCATCTGATGCTAAAGCATATAGTACTGAAAGCCATAATGTTTGGGCTACACATGCCTGTGTACCTACAGA
CCCCAACCCACAAGAGATGGTTCTGGAAAATGTAACAGAAAATTTCAACATGTGGGAAAATAACATGGTAAAA
CAGATGCATGAGGATATAATCAGCTTATGGGATGAAAGCCTAAAACCCTGTGTAAAGTTAACCCCACTCTGTG
TTACCTTAAACTGTACTAACATTAATAAAACTGCAAATCATAATGAAACTACAAATGTTACTGTGAACAATGA
AGAAGAAATAAAAAACTGCTCTTTTAATATAACCACAGAAATAAGAGATAAGAGAAGGAAAGAATACGCGCTT
TTCTATAAACTTGATGTAGTATCAATTGATGGTAAAAAGAATAGTACTGATTATAGGCTAATAAATTGTAATG
TCTCAACCATTAAACAGGCTTGTCCAAAGGTAAATTTTGACCCAATTCCCATACATTATTGTGCTCCAGCTGG
TTTTGCAATTCTAAAGTGTAGGGATGCGAACTTCAGTGGAATAGGGTCATGTAAAAATGTCAGTACGGTACAA
TGCACACATGGAATTAAGCCAGTAATATCAACTCAATTACTTTTGAATGGCAGTTTAGCAGAAAGAGAAATAA
TGATTAGATCTAAAAATATCACAGACAATACCAAAATCATAATAGTGCAACTTAAAGAACCTATAAATATTAC
ATGTGTCAGACCCAGCAACAATACAAGAAAAAGTGTAGGAATCGGTCCAGGACAAACATTTTATGCAACAGGT
GACATAATAGGAAATATAAGACAGGCATATTGTAATGTTAATAAAACACAATGGGAAAACATGGTAAGAGAGG
TAAAGGGAAAACTACAAAAAATTTTTAATACAACAAACATAATCTTTAACAAATCTGCAGGAGGGGACCTAGA
AATTACAATGCATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTCCAGGCAAGACTCCTGGCTGTAGAAAGA
TACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCCT
GGAATAATAGTTGGAGTAATAGATCATATGATGAGATTTGGGATAACATGACCTGGATACAATGGGAAAGGGA
AATTGGCAATTACACACAACAAATATATAAACTAATTGAAGAATCGCAGAACCAGCAGGAAAAGAATGAACAA
GACTTATTAGCATTGGACAAGTGGACAAGTCTGTGGAGTTGGTTTGACATATCAAACTGGTTATGGTATATAA
GAATATTTATAATGATAGTAGGAGGTTTAATAGGATTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCTTTGTCATTTGCTATTAATTTGCTTGATATAGTAGCAATAGCAGTAGCTAAC
TGGACAGATAGAGTTATAGAAGTAGCACAAAGAGCTTGTAGAGCTATTCTCAACATACCTAGAAGGATAAGAC
AGGGCTTGGAAAGAGCATTGATATAA 
>EU683891 
GCAGCAAATAATTTGTGGGTTACAGTATATTATGGGGTGCCTGTGTGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATAAAGCAGAGGCACATAATATCTGGGCTACACATGCCTGTGTACCCACGGA
CCCCAATCCACAAGAAATAGAACTAAAAAATGTCACAGAAAACTTTAACATGTGGAGAAATAACATGGTGGAA
CAGATGCATGAGGATATAATCAGTTTATGGGATCAGAGCCTAAAACCATGTGTAAAATTAACCCCACTATGTG
TCACTTTAAACTGCACTAATGTTACATCGAGCAATAATGGTACAGTGGGCAACACTGAAGACATGAAAAACTG
CTCTTTCAATATAACCACAATAGTAAGAGATAAGAAAAAGCAAGAATATGCACTTTTTTATAGACTTGATATA
GTAGAAATAAATCCTAATGATACTTCTTATAGGTTAATAAATTGTAATACCTCAGCCATTACACAGGCTTGCC
CAAAGATGTCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGATTTGCAATTCTAAAATGTAATGA
TAAAAAGTTCAAGGGAACAGGCCCATGCTCAAATGTTAGCACAGTACAATGTACACATGGAATCAGGCCAGTA
GTATCAACTCAATTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATCATGATTAGATCTGAAGATTTCACAA
ACAATGTTAAAAACATAATAGTGCAATTTAACAAATCTGTAGAGATTGTTTGTATAAGGCCTGGCAACAATAC
AAAAAGAAGTATACATTTCGGACCCGGGCAGGCACTCTATGCCTATAGCATAATAGGAGACATAAGAAACGCA
AATTGTACTATTAATAAAACAAGCTGGCATGACACTCTACAAAAAGTAGAAAAAGAATTAGAAAAAATCTATA
ACAAAAAAATAAATTTTGAACCATCCTCAGGAGGGGACCTAGAAATTACAACACACAGTTTTAATTGTGGAGG
GGAATTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATT
TGGGGTTGCTCTGGAAAACACATTTGCACCACCACTGTACCCTGGAACTCTAGTTGGAGCAATAAATCTCTAG
ACGATATTTGGCAGAACATGACCTGGATGCAATGGGAAAAGGAAATTGAAAACTACACAGGTGTAATATACAA
TTTAATTGAGGATTCACAAATCCAGCAAGAAAAAAATGAAAAGGAATTATTAGAATTGGACAAATGGGCAAGT
TTGTGGAATTGGTTTGACATAACTAACTGGCTGTGGTATATAAAAATATTCATCATGATAGTAGGAGGCTTAA
TAGGTTTAAGAATAGTTTTTGCTGTGCTTTCTATGGTAAATAGAGTTAGGCAGGGGTACTCACCTCTATCCTT



TGCTATTAGTTTGTATAACGCCACAGCAATAGCAGTGGCTGAGGGGACAGATAGGGTTATAGAACTAGTACAA
AGAGCTTTTAGGGCTGTTCTTAATATACCCAGAAGAATAAGACAAGGTTTAGAAAGGGCTTTGCTATAA 
>KY392770 
GCTAAAGATAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAACACCACCCTATTTT
GTGCATCAGATGCTAAAGCATATGACACAGAGGTACATAATGTCTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAAGTAGTTCTGGAAAATGTAACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAA
CAGATGCATGCAGATATAATCAGCTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTAACCCCCCTCTGTG
TTACTTTAAATTGCACTGATACTTGTGAAAACAATACAAAATGCAATAGTAATAGTAGTGAAGCTTCTAATGG
CACTAACCTGAGGGAAGATAAGGGGGTAATACAAAACTGCTCTTTCAAGGTGAACACAGCAGTAACAGATAAG
CAGAAGATAGTACATGCACTTTTCTATAATCTTGATACAGTACAAATCAATGAAAGTGGAGAATATAGGCTAA
TAAATTGTAATACCTCAACCATTACACAGGCTTGTCCAAAGGTAACTTTTGAGCCAATTCCCATACATTATTG
TGCTCCAGCTGGTTATGCGATTCTAAAATGTAATGAGGAAAAGTTCAATGGGACAGGACCATGTAAGAATGTC
AGTACAGTACAATGCACACATGGAATTAAACCAGTAGTATCAACTCAATTATTGTTAAATGGCAGCCTAGCAG
AAAAAGATATAATAATCAGGCCTGAAAATATCACAGAAAATGCAAAAAACATAATAGTACACCTTAATGAGTC
TATATGGATTAATTGTACAAGACCTAATAACAATACAAGACAAAGTATACGTTTTGGACCAGGACAAGCATTC
TATGCAACGGGTGCTATAATAGGAGATATAAGAAAGGCACATTGTAACATTAGTACAAAACAATGGAACAAAA
CTTTAGAACGGGTAAAGGAAAAGTTAAGGCTTCATTTCCCTAATAGAACAATAAGTTTTAACTCATCTGCAGG
AGGGGACTTAGAAATTACAAGGCATATGTTCAATTGTAAAGGAGAATTTAAACAGCTCCAGGCAAGAGTCCTG
GCTGTAGAAAGATACCTACAGGATCAACGGCTCCTAGGGCTTTGGGGCTGCTCTGGAAAACACATCTGCACCA
CTAATGTGCCCTGGAATTCTAGTTGGAGTAATAAATCTATGAATGAAATTTGGGAAAACATGACCTGGATGCA
GTGGGAAAAGGAGATTAGCAATTACTCAAACACAATATACATGTTAATTGAACAATCACAGATCCAGCAGGAG
CAGAATGAAAAAGAATTATTGGAGTTGGACAAGTGGACAAATCTGTGGAATTGGTTTGCCATATCAAAATGGC
TGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAAGAATAGTTTTTGCTGTACTTTC
CATAATAAATAGAGTTAGGAAGGGATACTCACCTGTGTCATTAGCTGTTAGCTTGCTTGATACCACAGCAATA
GTAGTAGCTGAGGGAACAGATAGAATTATAGAAGCTTTGCAAAGAATTGGTAGAGCTATTTTCAACATACCTA
GAAGAATAAGACAGGGCTTAGAAAGGGCTTTGCTATAA 
>AF076475 
GCTGCAGAAGATTTGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAAATACCACTCTATTCT
GTGCATCAGATGCTAAACCATATGATACAGAAGTACATAATGTCTGGGTTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTCTTTTTGCAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAGAG
CAGATGCATGCAGATATAATTAGTTTATGGGATCAAGGGCTACAACCATGTGTAAAGTTAACCCCACTCTGTG
TTACTTTAAATTGTAGTGAAAAAATCAATATCAATAGCACAGATCTCACCAACTGGGCAAATAAAACCAACAA
CTGGGCAAATGAAACCACCCTACTTAATATTACCACAGGGATGAGAAATTGCTCTTTCAATATAACCACAATG
CTAAAAGATAAGAAAAAGAAACAGTATGCACTTTTCTATAGAGAAGATATAGTGCCAATTAACATTAAGAAGA
ATAATAAGACTAATAGTAATAGTAAGAAGAATAATAATACTAGTAATAATAGTATTGAGAATAGTAAGTATAG
ATTAATAAATTGTAATACCTCTGCCATTACACAGGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCTATACAT
TATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGAAAAAGAGTTCAATGGAACAGGGCCATGCAAAA
ATGTCAGCACAGTACAATGTACACATGGAATTAGACCAGTAATATCAACCCAACTATTGCTAAATGGCAGCCT
AGCAGAAAAAGAGATAATAATTAGATCTGGAAATATCTCAGACAATACAAAGAACATAATAGTACAGCTTAAT
GAAACTGTAGAAATTGTGTGTATAAGACCAGGCAACAACACAAGAAAAAGTATTCGTATAGGACCAGGACAGA
CATTTTATGCAACAGGTGATATAATAGGAGATATAAGACAGGCGCATTGTAATATTACTGGAGAAAACTGGAA
TAAGACTTTAGAAGGAGTAAAGGCAAAATTACATGGATTCTTTACTAATAAAACAATAATATTTAAACCACAC
TCAGGAGGGGACCCAGAAGTTGTAATGCATACCTTTAATTGTGGAGGAGAATTTAAACAGCTCCAGGCAAGAG
TCCTGGCTATAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTG
CACCACTAATGTGCCCTGGAACTCTAGCTGGAGTAATAGATCTCAGGATGAGATTTGGAACAACATGACCTGG
ATGGAGTGGGAGAATGAGATTAACAATTACACAGGAATAATATATCAATTGATTGAACAGTCACAAAATCAGC
AGGAAAAGAATGAACAAGATTTATTAGCATTGGACCAATGGGCAAGTCTGTGGAGTTGGTTTAACATAACGCA
ATGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTG
CTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCTCTGTCATTTGCTATTAACTTGCTTAATACCACAG
CAATAGCAGTAGCCGAGGGGACAGATAGGATTATAGAAGTTTTCCAAAGGGCTGGTAGAGCTGTTCTCAACAT
ACCTAGAAGAATAAGGCAGGGCTTCGAAAGGGCGTTACTATAA 
>GU329344 
GCTACAGGAAACTTGTGGGTCACAGTATATTATGGGGTACCTGTGTGGAAAGATGCAAAGACCACTTTATTTT
GCGCATCTGATGCTAAATCATATAGTACTGAAGCCCATAATGTCTGGGCTACACATACTTGTGTACCTACAGA
CCCAAGCCCGCAAGAAATGTTTCTAAAAAATGTAACAGAAAACTTTAACATATGGGAAAATGATATGGTAGAA
CAGATGCATGAGGATATAATCAGTGTATGGGATGAAAGCTTAAAGCCATGTGTGAAGATAACCCCGCTCTGTG
TTACTTTAGACTGTACAAAGGCAAATTTAACAAATGCAAATGTAACTAATATTGAATATAGAAATGTAACTTT
AAATAGTACTATTGAGATAAAAAACTGCTCTTTCAATATAAAAGATGATAATAAAAATAAGAAGTCAGAATAC
GCGCTTTTCCATGAAACAGATCTAATAGCAAGTAATACAAGTAATAATAAATCTTATATTCTAAAACATTGTA
ATGCCTCAGTCATTAAACAGGCGTGTCCAAAGGTGTCTTTTGAACCAATCCCCATACATTATTGTGCCCCAGC



TGGTTTTGCGATTCTTCAATGTAATGATAAAAAGTTCAATGGGACAGGACCATGTGGAAATGTCAGTACAGTA
CAATGTACACATGGAATTAAGCCAGTGGTATCAACTCAACTGCTGTTAAATGGTAGTATAGCAGAAGAAGAAA
TAATAATTAGATCTAGAAATATCACAAACAATGCTAAGACTATAACAGTACAACTTAATGAAACTGTAGAAAT
TAAGTGTATCAGACCTGGCAACAATACAAGAAGAAGTATACGCATAGGACCAGGGCAAGTGTTCTATGCAACA
AATGATATAATAGGAAACATAAGACAAGCACATTGCACCATTAATGAAACAAAATGGAAGAACACACTAAGAA
AGGTAGCTGAAGAACTAGGAAAATACTTTACTAATGCAAAAACAATAAGATTTGAACCAGCAAGCCCAGGGGG
GGACCCAGAAATTACAACACATACTTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTGGAAAGATACCTACAGGATCAACAGCTCCTAGGAATTTGGGGATGCTCTGGGAAATTTATCTGCACCACTA
CAGTGCCTTGGAACTCTAGTTGGAGTAATAAATCTTATGAGGACATTTGGGGGAACATGACCTGGAGGGAATG
GGAGAAGGAAATTGACAATTATACAGGAATAATATACAGTCTAATTGGAGAAGCACAAAACCAGCAGGACAAG
AATGAACAAGAACTATTGGCTTTGGATAAGTGGGCAAGTCTGTGGAATTGGTTTGACATATCAAATTGGCTGT
GGTATATAAGAATATTCATAATAATAGTAGGGGGCTTAATAGGTTTAAGAATAATTTTTGCTGTGCTTGCTAT
AGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTGGCTATTAGTCTGCTTGATGCCACAGCAATAGCA
GTAGCTGAAGGAACAGATAGGATCATAGAAATAGCACAAAGAGCTTTTAGGGCAATTCTTCATATACCTGTAA
GAATAAGACAGGGTTTGGAAAGGGCTTTGCTATAA 
>KX389638 
ACTGCAAATAACTTAAATAAATTGTGGGTCACAGTCTATTATGGGGTACCAGTGTGGGAAGATGCAGATGCCC
CTCTATTCTGTGCATCTGATGCTAAGGCATATAGTACTGAAGAACATAATGTCTGGGCCACACATGCTTGTGT
ACCCACAGACCCCAACCCACAAGAGATACCTCTGGAGAATGTAACAGAAACTTTTAACATGTGGAAAAATAAC
ATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAGTTAACCC
CTCTTTGTGTTACCTTGAACTGTAGCAATGCCACTTGTACTACTCAGAACAGTAATACTCAGAACAATAATAC
TCAGAACAGTACATGTGAACCAGAAGAAGTAAGCAACTTAAAAAACTGCTCTTTCAATATAACCACTGAAATA
AGAGATAGGATAAAGAAAGAATATGCGCTTTTCTATAAATCTGATGTAGTGCCAATTGATGGGGATAAAAATA
CAACTTATAGGCTAATAAATTGTAATGTCTCAACCATTAAACAGGCTTGTCCAAAGGTAAATTTTGATCCAAT
TCCCATACATTATTGTGCTCCAGCTGGGTTTGCGATTCTAAAGTGTAACAATAAGACTTTCAATGGAACAGGA
CAATGTACAAATGTCAGTTCAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACACAATTACTCTTAA
ATGGTAGTTTAGCAGAAGAACGAATAGTAATTAGAACTGAAAACATTACAAAAAATACCAAAGTCATAATAGT
GCAGCTTAACAACTCTGTAGCAATTAATTGTACCAGACCCAACAACAATACAAGAAAAAGTATAAGAATAGGA
CCAGGACAAGCGTTCTATGCAACAGGTGCCATAATAGGAGATATAAGACAAGCACATTGTAATGTAAGTAGAG
AAGAATGGAATAAGACATTAGAACAGGTGAAGGGGCAACTAAAAGAGGTCTTTAATAAAAGTAATATAATCTT
CAATTCACCTGCAGGAGGGGACCTAGAAATTACAACACATAGTTTTAATTGTAGAGGAGAATTTAAACAGCTC
CAGGCAAGAGTCCTGGCTCTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAA
AAATCATCTGCACCACTAATGTGCCCTGGAACAGTAGTTGGAATAATAAAACTTATGAGGAAATTTGGGATAA
CATGACCTGGATACAATGGGATAGGGAAATTAACAATTACACACAGCTAATATACAGCCTAATTGAAGAATCG
CAGACCCAGCAGGAAAAGAATGAACAAGACTTATTGGCATTAGACAAATGGACAAGCTTGTGGGACTGGTTTA
ACATATCAAACTGGCTATGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAGTAGGTTTAAGAATAGT
TTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATTCGCTRTTAGTTTATTT
GATGCAATAACAATACAAGTAGCTAACTGGACAGATAGGGTTATAGAAGTAGCACAAAGAGCTGGTAGAGCTA
TTTGGCACATACCTAGAAGAATAAGACAGGGCTTTGAAAGAGCTTTGCTATAA 
>MN271384 
GCAGCTCCACAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGATGCAGAAACCACCCTAT
TTTGTGCATCAGATGCTAAGGCATATGAGAAAGAAAAGCATAATGTCTGGGCTACACATGCCTGTGTACCCAC
AGACCCCAGCCCACAAGAATTAGTTCTGACAAATGTAACAGAAAATTTTAACATGTGGAAAAATAAAATGGTG
GAGCAGATGCATGAGGATATAATCAGTCTATGGGATGAAAGTCTCAAGCCATGTGTACAGTTAACCTTTCTTT
GTGTTACTTTAAACTGTACTAATGGAACAACTAGGAATAACACAGGAATGACAAATTGTTCTTTTAAAGCAAC
CACAGAACTACGAGATAGGAAAGAGAACAGACATGCACTTTTTTATAAACAGGGTGTAGTACCACTTGATGAG
AAGAATAATACTTACAGGCTAATAAATTGTAATACCTCAACCCTCACACAGGCTTGTCCAAAGGTATCCTTTG
AGCCAATTCCTATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAATGAGAAGCAGTTCAATGG
AACAGGAACATGCAAAAATGTCAGCACAGTACAATGCACACATGGAATTAAGCCAGTAGTGTCAACTCAGTTA
CTATTAAATGGTAGTATATCAGAAGAAGAGATAATAATTAGATCTGAAAATCTCACAAATAATGCTAAAACCA
TAATAGTACAGTTTAATGAGACTGTAGAAATGATTTGTGCCAGACCCAACAATAATACAAGAAAAGGTATACA
TGTGGGACCAGGACGAACATTCTATGCAACAGGGGACATAATAGGAGACATAAGACAAGCACATTGTAACCTT
AGTGAGACAAAATGGAATGAAACTTTAAACAGGGTAGCTTCAGCATTAAGAAAACACTTTAATAATAACACAA
TAGAATTTAGACCATCCTCAGGAGGGGACCTAGAGATTACATCACTCAGTCTCAATTGTGCAGGAGAGTTTAA
ACAGCTCCGGGCAAGAATCCTGGCTGTGGAAAGATACCTAGAGGGTCAACAGCTCCTAGGACTTTGGGGCTGC
TCTGGAAAACTCATCTGCACCACTACTGTGCCTTGGAATTCTAGCTGGAGTAATAAAACTCAGGAAGAAATTT
GGGAAAACATGACTTGGATGCAGTGGGATAAAGAAATTAGCAATTACACAAACATAATATATGGGTTAATTGA
AGACTCGCAAAGACAGCAGGAACAGAATGAAAAAGAATTATTAGAATTGGATAAGTGGACAAATCTGTGGAAC
TGGTTTGACATATCAAGGTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGCTTAATAGGCTTAA
GAATAATTTTTGCTGTGCTTAATATAGTAAGGAGAGTTAGGCAGGGATACTCACCTTTGTCTTTCGCTGTTAG



TTTGCTTAATACCATAGCAATAGTAGTAGCTGAGGGAACAGATAGGATTATAGAAATAGGACAAAGAATTTGC
AGAGCTATCCGCCATATACCTAGAAGAATAAGACAGGGTTTTGAAAGGGCTTTGCTGTAA 
>AF457101 
GGTGAAGAACAATCGTGGGTTACAGTCTATTATGGGGTACCTGTGTGGAAAGATGCAGACACCACTCTATTTT
GTGCATCAGATGCTAAAGGATATGAAAAAGAAGCACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTAGTTTTGGTAAATGTAACAGAAAACTTTAACATGTGGAAAAATAACATGGTGGAG
CAGATGCATGAGGATATAATTAGTTTATGGGATCAAAGCCTTAAGCCATGTGTAAAGTTATCTTCTCTTTGTG
TCACTTTAAACTGTACTGATGTAGGGACTAACAACACAGCTGCCAACGAACTAACAAATTGCTCCTTCGCAGT
AACCACAGAACTAAAAGATAAGAAGAAGAATGTACATGCACTTTTTTATAAACTGGATGTAGTGCCACTTAAT
GAGACAAATAGTAGCTATGGGACCTATAGGCTAATAAATTGTAATACCTCAACCATCACACAGGCTTGTCCAA
AGGTATCCTTTGAGCCAATTCCTATACATTATTGTGCCCCAGCTGGTTTTGCGATTCTAAAATGTAATGATAA
GGAGTTTAATGGAACAGGACCATGCAGAAATGTCAGCACAGTACAATGCACACATGGAATTAGGCCAGTGGTG
TCAACTCAATTACTATTAAATGGCAGTTTATCAGAAAAAGAGGTAATAATTAGATCTGAAAATATCACAAACA
ATGCCAAAACCATAATAGTACAGTTTAATGAGACTGTAAAAATTAATTGTAGCAGACCCAATAATAATACAAG
GCAAGGTATACATATAGGACCAGGACGAGTATTCTATGCAACAAGTAACATAATAGGAGATATAAGACAAGCA
CATTGTAACCTTACAAAATGGCAATGGAAGAGAGCTTTACAACAGGTAGCTGATGCATTAAGAAGACACTTTA
ATAAAACAATAGTATTTAACTCATCCTCAGGAGGGGACTTAGAAATTACAACACATAGCTTTAACTGTGGAGG
AGAGTTTAAACAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAGAGGGTCAACAGCTCCTAGGGCTT
TGGGGCTGCTCTGGAAAACTCATCTGCACCACTACTGTGCCCTGGAACTCTAGCTGGAGTAATAGATCCTTAA
ATGACATTTGGGACAATATGACCTGGATGGAGTGGGATAAAGAAATTAGCAATTACACACAAATAATATATGG
GTTAATTGAAGACTCGCAAAAACAGCAGGAAAAGAATGAACAAGAATTACTGGAATTGGATAAGTGGGCAAGT
CTGTGGAATTGGTTTGACATATCAAATTGGTTGTGGTATATAAAAATATTTATAATAATAGTAGGAGGCTTGA
TAGGTTTAAGAATAGTTTTTACTGTGCTTTCTATAATAAATAGAGTTAGGCAGGGATACTCACCTTTGTCTTT
CGCTATTAGTTTGCTTAATGCTACAGCAATAGTAGTAGCTGAGGGGACAGATAGGATTATAGAATTAGTACAA
AGAGTTGGTAGGGCTATCCTCCATATACCTAGGAGAATAAGACAGGGTTTCGAAAGGGCTTTACTGTAA 
>MN617378 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTGTTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAATCTTGGGAAATGTGACAGAAAACTTTAACATGTGGAAAAATAACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAACTAACCCCACTCTGTG
TCACTCTAAATTGCTCTAAGTTGGAGAAACCTACTAATACCAGTAATAGTACCAGTAGTACTACTAGTCCCAG
TACTACTAGTAGACCGACAGAGGGAGGAGAAATGACAAACTGCTCTTTCAATATCACCACAAGCATAAGAACT
AAGGTGAAAGACTATGCACTTTTTTATAAACTTGATCTAGTACCAATAAATGATGATAATCCAATAGGTGATA
ATAATACAACAGGTGGTAGTAATACTACCTATAGGCTGATAAGTTGTAACACCTCAGTCATTACACAAGCTTG
TCCAAAGATATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTTTAAAGTGTAAC
AATAAAACATTCAATGGAACAGGACCATGTACAAATGTTAGTACAGTACAATGTACACATGGAATTAGGCCAG
TAGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAGAAGAGATAGTAATTAGATCTAGCAATTTCTC
AGACAATACTAAAGTCATAATAGTACAGCTGAATGCATCTGTAGAAATTAATTGTACAAGACCCAACAACAAT
ACAAGAAAAAGTATACATATAGGACCAGGGCAAGCATGGTATGCAACAGGAGAAATAATAGGAGATATAAGAC
AAGCATATTGTAACATTAGTAGAACTACATGGAATAACACTCTAGAACAGATATACAAAAAATTAAGAGAATT
ATACAACAAAACAATAATCTTTGATCGACCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGT
GGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAG
GGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGTTAGTTGGAGTAATAAATC
TCTGAGTGAGATTTGGGATAACATGACTTGGATGGAATGGGAAAGAGAAATTGAAAATTATACAGGAGAAATA
TACAACTTAATTGAAAAATCGCAGAACCAACAAGAAAAAAATGAACTAGAACTATTGGAATTGGATAAATGGG
CAAGTTTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGG
CTTGGTAGGTTTAAGAATAATTTTTGCTGTGCTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCCTTG
TCATTAGCTATTAGCTTGCTTAACACCACTGCCATAGCAGTAGCTGAGGGGACAGATAGGATTATAGAAGCAG
CACGAAGAGCTTTTTGGGCTCTTATCCACATACCTACACGAATCAGACAGGGTCTCGAAAGGGCTTTGCTATA
A 
>MN617379 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGAAACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGGAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAC
CAGATGCATGAAGATATCATCAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTCTAAATTGCACTGATTTGAGGAATACTACTAATACCAGTAGTAATACCAGTAGTATGGCAGAGGGAGG
AGAAATGAAAAACTGCTCTTTCAATATCACCACAAGTATAGGAACTAAGGTGACAGACTATGCACTTTTTTAT
AAACTTGATATAGTACCAATAGATGAAGGTAATACCAGCTTTAGGTTGATAACTTGTAACACCTCAGTCATTA
CACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTACCCCGGCTGGTTTTGCGATTCT
GAAGTGTAACAATAAAACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGA



ATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGCTTAGCAGAAGAAGAGGTAGTAATTAGATCTA
GCAATTTCTCGGACAATACTAAAGTCATAATAATACAGCTGAATGAAACTGTAGAAATTAATTGCACAAGACC
CAACAACAATACAAGAAAAAGTATACATCTAGGACAAGGACGATCATGGTATACAACAGGACAAATAATAGGA
GATATAAGACAAGCACATTGTAACATTAGTAGAGCAAAATGGGAGAACACCTTAAAACAGATAACTGAAAAAT
TAAGAGAACAATTTGGGAACAAAGCAATAATCTTTACTCAATCTTCAGGAGGGGACCCAGAGGTTGTAATGCA
CAACTTTAATTGTGGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGAT
CAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCCCCACTGCTGTGCCTTGGAATGTTAGTT
GGAGTAATAAATCTCTGAGTGAGATTTGGGATAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTA
CACAAAAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAAAATGAACTAGAACTATTGGAA
TTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATCAGAATATTCATAA
TGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTATTTTCTATAGTAAATAGAGTTAGGCAGGG
TTACTCACCATTGTCGTTGGCTATTAGCTTGCTTAACGCCACAGCCATAGCAGTAGCTGAGGGGACAGATAGG
GTTATAGAAGGAGTACAAAGAGCTTGTAGGGCTATTCGCAACATACCTAGAAGAATCAGACAGGGCCTTGAAA
GGTCTTTGCTATAA 
>MN617380 
GCTGTAGAGAACTTGTGGGTCACAGTTTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATATTTGGGCCACACATGCCTGTGTACCCACGGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAATATGTGGAAAAATGACATGGTAGAA
CAGATGCAGGAAGATATAATCAGTTTATGGGATCAAAGCTTAAAGCCATGTATAAAATTAACCCCACTCTGTG
TTACTTTAAACTGCACTAATGTGAATACTACTGATACCAGTGATAATACCAGTAGTACGACCAGTAGTACGAT
AGAGGGAGGAGAAATAAAGAACTGCTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAGAGACTATGCA
TTGTTTTATGAACTTGATGTAGTGCCAATAGATAATACCAGCTATAGGTTGATAAATTGTAACACCTCAGTCA
TTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGAT
TCTAAAGTGTAACAATAAAAAGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACAT
GGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAATTAGAT
CTAGCAATTTCACGGACAATACTAGGATCATAATAGTACAGCTGAATGAATCTGTAGAAATTAATTGTATAAG
ACCCAACAACAACACAAGAAAAAGTATACATATGGGACCAGGGAAAGTATGGTATACAACAGGAGGAATCATA
GGGAAGATAAGACAAGCATATTGTACCCTTAATAGCACAAAATGGACTAACACTTTAAAACAGATAACTGAAA
AATTAAAAGAACAATTTGGGAACAAAACAATAATCTTTAATCAATCCGCAGGAGGGGACCCAGAGATTGTAAT
GCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTTATCTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCCCACGATGAGATTTGGAAGAACATGACTTGGATGGAGTGGGAAAGAGAAATTAACAA
TTACACAAGAGAAATATACACCTTAATTGAAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTG
GAATTGGATAAGTGGGCAAGTTTGTGGAGTTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCA
TAATGATAGTAGGAGGCTTGATAGGTTTAAGAATAGTTTTTGCTATCCTTTCTATAGTAAATAGAGTTAGGCA
GGGATACTCACCATTGTCATTAGCTATTAGCTTGCTTAACGCCACAGCTGTAGCAGTAGCTGAGGGGACAGAT
AGGGTTATAGAAGTAGCACAAAGAGCTTATAGGGCTATTCTCAACATACCTACAAGAATCAGACAGGGCCTCG
AAAGGGCTTTGCTATAA 
>MN617381 
GCTGCAGAAAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAACAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATGCAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAAGTAACCCCACTCTGTG
TTATTTTACATTGCACTAATTTGACCAGTAGTAATACCAATAGGACGACAGAGGGAGGAGAAATAAAAAACTG
CTCTTTCAATATCACCACAAGCATAAAAACTAAGGTGAAAGACTATGCACTTTTTAATGAACTTGATGTAATG
CCAATAGATAATAGTACTACCAGCTATAGATTGATAAATTGTAACACCTCAGTCATTACACAAGCTTGTCCAA
AGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTAAAGTGTAACGATAA
AACATTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTA
TCAACTCAACTACTGTTAAATGGCAGTTTAGCAGAAGAAGAAGTAGTAATTAGATCTAGCAATTTCACGGACA
ATGTTAAAGTCATAATAGTACAGCTGAATGAATCTGTACAAATTAATTGTACAAGGCCCAACAACAATACAAG
AAAAAGTATACATCTAGGACCAGGGAAAGCATGGTATACAACAGGACAAATAATAGGAGATATAAGAAAAGCA
CATTGTAACCTTAATAGAACACAATGGAATAATACTCTAGAACAGATAACTAAAAAATTAAAAGAACAATTTG
GGAATAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGATTGTAATGCACAGTTTTAATTGTGG
AGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGG
ATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAGAACTC
TGGAAGAGATTTGGGGTAACATGACTTGGATGGAGTGGGAAAGAGAAATTGACAATTACACAGGAGAAATATA
CACCTTAATTGCAGAATCGCAGAACCAACAAGAAAAGAATGAACTAGAACTATTGGAATTGGATAAGTGGGCA
AGTTTGTGGAACTGGTTTGACATAACAAAATGGCTGTGGTATATCAAAATATTCATAATGATAGTAGGAGGCT
TGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGTTAGGCAGGGATACTCACCATTGTC



ATTAGCTATTAGCTTGCTTAACGCCACAGCCATAGCAACAGCTGAGGGGACAGATAGGGTTATAGAAGTAGCA
CAAAGGGCTTTTAGGGCTATCCTCAACATACCTACAAGAATCAGACAGGGCCTTGAAAGAATTTTGGTATAA 
>MN617361 
GCTGCAGAGAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAAGCAACTACCACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAGTAGTCTTGGAAAATGTGACAGAAAACTTTAACATGTGGAAAAATGACATGGTAGAA
CAGATGCATGAAGATATAATCAGTCTATGGGATCAAAGCCTCAAGCCATGTGTAAAATTAACCCCACTCTGTG
TTACTTTAAATTGCACTAATTTGAAGAATACTACTGATACCAGTAGTAATACCAGTAGTGTGACAGAGGGAGG
AGAAATAAAAAACTGCTCTTTCAATATCACCACAAACATGAGAGGTAAGGTAAAAGACTATGCACTTTTTTAT
AAACTTGATATAGTACCAATAGATGAGAATAAGAATGATAGTACCAGCTATAGGTTGATAAGTTGTAACACCT
CAGTCATTACACAAGCTTGTCCAAAGGTATCCTTTGAGCCAATTCCCATACATTATTGTGCCCCAGCTGGTTT
TGCGATTCTAAAGTGTAACAATAAAACGTTCAATGGAACAGGACCATGTACAAATGTCAGTACAGTACAATGT
ACACATGGAATTAGGCCAGTAGTATCAACTCAACTGCTGTTAAATGGCAGTTTAGCAGAAGAAGAGGTAGTAA
TTAGATCTATCAATTTCACAGACAATACTAAAGTCATAATAGTACAGCTGAATGAATCTGTAGGAATTAATTG
TATAAGACCCAACAACAATACAAGGAAAAGTATACCTCTAGGACCAGGGCAAGCATGGTATACAACAGGACAA
ATAATAGGAGATATAAGACAAGCACATTGTAACATTAGTAAAACAGAATGGAATAACACTTTAAAAAAGATAA
CTGAAAAATTAAGAGAACAATATAGGAACAAAACAATAATCTTTAATCAATCTTCAGGAGGGGACCCAGAGAT
TGTAATGCACAGTTTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCTTGGCTGTGGAAAGATAC
CTAAAGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCATTTGCACCACTGCTGTGCCTTGGA
ATGCTAGTTGGAGTAATAAAACTCTGGGTGATATTTGGAATAACATGACTTGGATGGAGTGGGAAAGAGAAAT
TGAAAATTACACAAAAGAAATATACACCTTAATTGAAAAATCGCAGAACCAACAAGAAAAGAATGAATTAGAA
CTATTGGAATTGGATAAGTGGGCAAGTTTGTGGAATTGGTTTGACATAACAAACTGGCTGTGGTATATCAGAA
TATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTATAGTAAATAGAGC
TAGGCAGGGATACTCACCATTGTCATTAGCTGTTAGCTTGCTTGACGCCATAGCCATAGCAGTAGCTGAGGGG
ACAGACAGGGTTATAGAAGTAGCACGAAGAGCTTGTAGGGCTATTCTCAACATACCTACAAGAATCAGACAGG
GCCTCGAAAGGGCTTTGCTATAA 
>MN617385 
GCTGAAGATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAACACCACCTTATTTTGTG
CATCAGAGGCTAAAGCATATAGCACAGAGAAACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGACCC
TAACCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAATATGTGGAAAAATAACATGGTAGAACAG
ATGCAGGAGGATGTAATCAGTTTATGGGATGAAAGCCTAAAGCCATGTGCAAAATTAACCCCACTCTGTGTTA
CTTTAGATTGCACTAATTGGAAATCTAATACTACCAATAATAGTACCAGTCCAGGTACTACCAATACTAATAC
CAGTCAAATTAGTGGGGAAAATATGGAGGGAGAAATAAAAAACTGCTCTTTCAATGTAACCACACAAATAAGA
AATAAAGTGCGAAAAGAACAGGCATTTTTTAATAGTCTTGATGTAGTACCAATAGATAATAGTAACTCTACAT
ATATGTTGGTAAATTGTAATACCTCAGTCATTACACAGGCCTGTCCAAAGATATCCTTTGAACCAATTCCCAT
ACATTATTGTACCCCGGCTGGTTTTGCGATTATAAAGTGTAATGATAAGACATTCAATGGAACAGGACCATGT
ACAAATGTCAGTACAGTACAATGTACACATGGAATTAGGCCAGTAGTGTCAACTCAACTGCTGTTAAATGGCA
GTCTAGCAGAGGAAGATATAATAATTAGATCTGAAAATTTCACGAACAATGCAAAAAACATAATAGTACAGCT
GAATGACACTGTAGAAATTAAGTGTATAAGACCCAACAACAATACAAGAAAGAGTATATCATTTGCAGGGGGG
GGAACATTATATGCAACAGGAGACATAATAGGAGATATAAGACAAGCACATTGTAATGTTACTGTAGAAAAGT
GGAATAATACTTTAAAACAGGTAGCTATGAAATTAAGAGACCAATTTAAAAATAAGACAATAGTCTTTAGGCC
ACCATCAGGAGGGGATCCAGAAATTGTAATGCTCACACTTAATTGTGGAGGGGAGTTTAAGCAGCTCCAGGCA
AGAGTCCTCGCTGTGGAAAGATACCTAAGGGATCAACAGCTCCTAGGGATTTGGGGTTGCTCTGGAAAACTCA
TCTGCACCACTGCTGTGCCTTGGAATATTAGTTGGAGTAATAAATCCATGGATGAGATTTGGAAAAACATGAC
CTGGATGCAGTGGGAGAGAGAAATTGACAATTACACAGGGTTAATATACACTTTACTTGAAAATTCGCAGAAC
CAGCAAGAAAAGAATGAGCAAGAATTATTGGAATTGGATAAATGGGCAAGTTTGTGGAATTGGTTTGACATAT
CAAACTGGCTGTGGTATATAAGAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTAC
TGTATTTTCTATAGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAACGCC
ACAGCTATAGCAGTAGCTGAGGGAACAGATAGAATTATAGAAGTAGCACAAGCAATTGGTAGGGCTATTCTCC
ACATACCTAGAAGAATAAGACAGGGCGCAGAAAGAGCTTTGCTATAA 
>MN617387 
GCTGATAACAATTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGACGCAAACACCACTTTATTTT
GTACATCAGATGCTAAAACATATGACAAAGAGGCACATAATGTTTGGGCCACACATGCCTGTGTACCCACAGA
CCCTAGTCCACAAGAAGTAGTATTGGAAAATGTGACAGAAAATTTTAACATGTGGGAAAATAACATGGTAGAA
CAGATGCATGAGGATATAAAAAGTTTATGGGATGAAAGCCTAAAGCCATGTGTAAAATTAGCCCCACTCTGTG
TTACTTTAAATTGCACTAATAGGAATACTAGTATTACCAATAGCAGTTTGACAACGGCGGAGGGAGACATAAA
AAACTGCTCTTTCAATATCACCACAGGAATAAAAAAGAAGGTGCAACGAGAATATGCACTCTTTAATACACTT
GATATAGTAAAAATAGATAATGCTACAAATAGTACTGATAACTATATGTTAGTAAATTGTGACACCACAACCA
TTACGCAGGCTTGTCCAAAGGTATCTTTTGAACCAATTCCCATACATTATTGTACCCCTGCTGGTTTTGCGAT
TATAAAGTGTAATGATAAGAAGTTCAATGGAACAGGACCATGTACAAATGTCAGCACAGTACAATGTACACAT



GGAATTAGGCCAGTAGTGTCAACTCAATTACTGTTAAATGGCAGTCTAGCAGAAGAGGACATAATAATTAGAT
CTGCAAATATCACGAACAATGCTAAAACCATAATAGTACAGCTGAATGACACTATAAAAATTAATTGTTCAAG
ACCAAACAACAATACAAGAAAGAGTATACATACGGGATGGGGGAGATCATTATATGTAACAGGAGAAATAATA
GGAGATATAAGACAAGCACATTGTAACATTAGTATGAAACAATGGAATGACACCTTAAGATGGGTAGCTATAA
AATTACAAGAAGAATTCGCAAATAGATCAATAAAATTTAATCACTCCTCAGGAGGGGACCCAGAAATTGTAAT
GCACACATTTAATTGTGGAGGGGAATTTAAGCAGCTCCAGGCAAGAGTCCTAGCTGTGGAAAGATACCTAAAG
GATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGGAAACTCATCTGCACCACTGCTGTGCCTTGGAATGCTA
GTTGGAGTAATAAATCTGAGAATGAGATTTGGAACAACATGACCTGGATGGAGTGGGAAAGAGAAATTGACAA
TTACACAGAGTTAATATACATATTACTTGAAAAATCGCAGATCCAGCAAGATAAAAATGAAGAAGAATTATTA
AAATTGGATCATTGGGCAAATTTGTGGAATTGGTTTGACATAACAAAATGGCTGTGGTATATAAAAATATTCA
TAATGATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTATAGTAAATAGAGTTAGGCA
GGGTTACTCACCATTGTCATTCGCTATTAGTTTACTTAATGCTACAGCTATAACAGTAGCTGAGGGGACAGAT
AGAATTATAGAGGCAGCACAAAGAATTGGTAGAGCTATTCTCCACATACCTAGAAGAATAAGACAAGGCTTAG
AAAGGGCTTTGCTATAA 
>MN617371 
GTTGTAGGAAGCTTATGGGTCACAGTCTATTATGGGGTACCTGTATGGAAAGAGGCAACCACCACTTTATTTT
GTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTTTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATGGTTTTGGGAAATGTAACAGAAAATTTTAACATGTGGAAAAATGAAATGGTAAAT
CAGATGCATGAAGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGCTGACCCCACTCTGTG
TAACTTTAGAATGTGGAAATGTTAGCAGTAATAGCAGTAATAATACTAACAATCAGACCTCCGAGGAGGGCGA
GGAAATGAAAAATTGCTCTTTCAATGCAACTACAGTAGTAAGAGATAGGAAGCAGAAAGTGCATGCACTTTTT
TATAGACTTGATATAGTACCACTCACTGAGAAGAACTCTAGTAAAAACTCTAGTGAGTATTATAGATTAATAA
ACTGTAATACCTCAGCCATAACACAAGCCTGTCCAAAGGTCACTTTTGATCCAATTCCTATACACTATTGCAC
TCCAGCTGGTTATGCAATTCTAAAGTGTAATAATAAGACATTCAATGGGACAGGACCATGCTCTAATGTTAGC
ACAGTACAATGTACACATGGGATTAAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAG
AAGAAATAATAATTAGATCTGAAAATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATCAATCTGT
AGAAATTGTATGTACAAGACCTGACAATAATACAAGGAAAAGTATAAGGATAGGACCAGGACAAACATTCTAT
GCAACAGGAGACATAATAGGAAATATAAGAAAAGCATATTGTAACATTAGTGAAGAGAATTGGAATGAAATTT
TACAAATGGTAAGTAAAAAATTAGCAGAACACTTCCCTAATAAAACAATAAAATTTGCGCCATCCTCAGGAGG
GGATCTAGAAATTACAACACATAGCTTTAATTGTAGAGGAGAATTTAAGCAGCTCCAGGCAAGAGTCCTGGCT
GTAGAAAGATACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTA
ATGTACCTTGGAACTCCAGTTGGAGTAACAAAACTCACGATGAGATTTGGGATAACATGACCTGGATGCAGTG
GGATAGAGAAATTAGTAATTACACAACCACAATATACAGGTTGCTTGAAGAATCGCAAAACCAGCAGGAAAAG
AATGAAAAAGATCTCTTAGAATTGGACAGTTGGAACCATCTCTGGAATTGGTTTAACATAACAAATTGGCTGT
GGTACATAAAAATATTCATAATAATAGTAGGAGGCTTAATAGGTTTAAGAATAGTTTTTACTGTATTTTCTAT
AGTGAATAGAGTTAGGCAGGGATACTCACCATTGTCATTCGCTGTTAGTTTGCTTAACGCCACAGCTATAGCA
GTAGCTGAGGGAACAGATAGAATTATAGAAGTAGCACAAGCAATTGGTAGGGCTATTCTCCACATACCTAGAA
GAATAAGACAGGGCGCAGAAAGAGCTTTGCTATAA 
>MN617367 
GTGGGAGGAAACTTGTGGGTCACAGTTTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTACTTTATTCT
GTGCATCAGATGCTAAAGCATATGACACAGAAGTGCATAATATCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTATAGAAAATGTAACAGAAAATTTTAACATGTGGAATAATGATATGGTGAAT
CAGATGCATGAGGATGTAATCAGTTTATGGGATCAAAGCCTAAAGCCATGTGTAAAGTTGACCCCACTCTGTG
TCACTTTAGAATGTAGAAATGTTACCTACAATGACACTGAGGGGATAAAAAATTGCTCTTTCAATGCAACCAC
ATTATTAAGAGACAGGAAGAAGACAGTGTATGCACTTTTTTATAGACTTGATATAGTACCACTTAATGATAAG
AACGATGGTAAGAATAGTGAGAACTCTAGTGAGTATTATAGATTAATAAATTGTAATACCTCAGTCATAACCC
AAGCCTGTCCAAAGGTCAATTTTGATCCAATTCCTATACACTATTGCACTCCAGCTGGTTATGCGATTCTAAA
GTGTAATGATAAGACATTCAATGGGACAGGACAATGCCATAATGTTAGCACGGTACAATGTACACATGGAATT
AAGCCAGTGGTATCAACTCAACTACTGTTAAATGGTAGCCTAGCAGAAAGAGAGATAGTAATTAGCTCTGAAA
ATCTGACAGACAATGTCAAAACAATAATAGTACATCTTAATAAATCTGTGGAGATTGTATGTACAAGACCCAA
CAATAATACAAGAAAAAGTATAAGGATAGGACCAGGACAAACATTCTATGCAACAGGAAACATCATAGGAGAC
ATAAGACAAGCACATTGTAACATTAATAGAACTGAATGGAATGAAACTTTATGGATGGTAAGTAAAAAATTAG
CAGAACAATTCCCTAATAAAACAATAAAATTTGCATCATCCTCAGGAGGAGACCTAGAAATTACAACACATAG
CTTTAATTGTAGAGGAGAATTTAAGCAGCTACAGACAAGAGTCCTGGCTATAGAAAGATACCTAAAGGATCAA
CAGCTTCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCACTACTGCTGTACCTTGGAACTCCAGTTGGA
GTAACAAATCTCAACAAGAAATTTGGGAAAACATGACCTGGATGCAGTGGAATAAGGAAATTAGTAATTACAC
AAACACGATATACAGGTTGCTTGAAGACTCGCAAAACCAGCAGGAAAGAAATGAAAAAGATTTATTAGCATTG
GACAGTTGGAAAAATCTATGGAGTTGGTTTGACATAACAAATTGGCTGTGGTATATAAAAATATTCATAATAA
TAGTAGGAGACTTGATGGGGTTAAAAATAATTTTTGCTGTGCTCTCTGTAGTAAATAGAGTTAGGCAGGGATA
CTCACCTTTGTCGTTTACTATTAGTCTGTTTGATACCATAGCAATAGCAGTAGCTGAAGGAACAGATAGGATT



ATAAACACAGTACAAGGAATTTGCAGAGCTATCCGCAACGCACCTAGAAGAATAAGACAGGGCTTTGAAGCAG
CTTTACAATAA 
>KY392775 
GCTAAAGAAGACCTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAGAGAAGCAACAACCACTCTATTCT
GTGCCTCAGATGCTAAGGCATATGACACAGAAGTACATAATGTCTGGGCTACACATGCCTGCGTACCCACAGA
CCCCAACCCACAGGAAATAGTTTTGGTAAACGTAACAGAAAATTTTAACATGTGGAAAGAGCAGAAGGTAGAA
CAGATGCATAAAGATATAATCAGCTTATGGGATGAAAGCTTAAAACCATGTGTAAAGTTAACCCCTCTCTGTG
TCACTTTAGACTGTACTGATGCTAATGTAACCAACGTAACTACTACCCCGGAACTTAGCATGAAAGGAGAATT
AAAAAATTGCTCTTTCAACACAACCGCAGAAACAAATGATAGGAAAAAGAAAGCATTTGCCCTTTTCTACAAA
CTCGATGTAGTGCCAATTGATGACAATAATAATAGCAGTAGCAGTAACTTTAGGCTAATAAGTTGTAATACCT
CAACCATTACACAGGCTTGTCCAAAGGTGTCCTTTGAGCCAATTCCCATACATTATTGTGCTCCAGCTGGCTT
TGCGATTCTAAAGTGTAATGATAAAAAGTTCAATGGATCAGGGCCATGCAAAAATGTCAGCACAGTACAATGT
ACACATGGAATTAAACCAGTGGTATCAACTCAACTGCTGTTAAATGGCAGTCTAGCAGAAAATGGGGTGATAC
TTAGATCTGAAAATTTCACAGACAATGCAAAAAACATAATAGTACAGCTTAATGAAACTGTACAAATTAATTG
TACAAGACCAGGCAACAATACAAGAAAAAGTATCCCTGTGGGAACAGGAAGGATATTGTATGCAACAGGTGCT
ATAATAGGGGATATAAGACGGGCACATTGTAACATTAGTAGGAACCAATGGAATAGGACTTTAGAAATAGTAA
AGGAAAAGTTAAGAGAACAATTTAATAATAGTAAGACAATAAAATTTAATCACTCCTCAGGAGGGGACCCAGA
AATTACAATGCATACTTTTATTTGTGGAGGTGAATTTAAACAGCTCCAGGCAAGAATCCTGGCTATAGAAAGA
TACCTAAAGGATCAACAGCTCCTAGGGATTTGGGGCTGCTCTGGAAAACTCATCTGCGCCACTAATGTGCCCT
GGAACACTAGCTGGAGTAATAAATCCAAGGATGAGATTTGGAATAACATGACCTGGCAGCAGTGGGAACAAGA
GATTAGCAATTACACAGGCACAATATATAGGTTGCTTGAAGACTCACAAAACCAGCAGGAAAAGAATGAACAA
GACTTATTGGCATTGGACAAGTGGGCAAGTCTGTGGACTTGGTTTGACATCACAAATTGGCTATGGTATATAA
GAATATTCATAATGGTAGTAGGAGGCTTGATAGGTTTAAGAATAATTTTTGCTGTGCTTGCTATAGTAAATAG
AGTTAGGCAGGGATACTCACCNNNNNNNNNNGCTATTAACCTGCTTAATACCACAGCAATAGCAGTAGCTGAA
GGAACAGATAGAATTATAGAAGGCTTGCAAAGAGCTGTTAGAGCTGTCCTCCACGTACCCAGAAGAATAAGAC
AGGGTTTCGAAAGGGCATTACTATAA 
>AJ401039 
GCTGCAGACAACTTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAAGAAGCAACAACCACTCTATTCT
GTGCATCAGATGCCAAAGCATATAACACAGAGGTACATAATGTCTGGGCTACACATGCCTGTGTACCCACAGA
CCCCAACCCACAAGAAATAGTTCTGGAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAACATGGTAAAG
CAAATGCATGAGGATATAATCAGTTTATGGGATGAAAGCCTAAAACCATGTGTAAAGTTAACCCCTCTCTGTG
TCACTTTAGAGTGTACTAATGCTAATGCTAATGCTAGTTTAGAAAACAAGGAAGAAATGAAAAACTGCTCTTT
CAATATAACCACAGCAATAAGAGATAAGAAGACAAAGGAATATGCACTTTTTTATAGACTTGATATAGTACCA
ATTGGTAATAATAATACAGATGGATATAGGTTAATAAATTGTAATACCTCAACCATTAAACAGGCTTGTCCAA
AGGTGAGTTTTGAACCAATTCCCATACATTATTGTGCTCCAGCTGGTTTTGCGATTCTAAAGTGTAATGATAA
GGAGTTCAATGGAACAGGACCATGCAAAAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTA
TCAACTCAATTACTGTTAAATGGCAGTTTAGCAGAAAAAGAAATAATGATTAGATCTAAAAATATCACAGACA
ATACCAAGACCATAATAGTACAGTTTAATAAATCTGTGGAAATCAATTGTACCAGACCAAGCAACAATACAAG
AAAAAGTATACACATAGGACCAGGACAAGTATTATATGCAACAGGTGCCATAATAGGAGATATAAGACAAGCA
CATTGTAATGTTAGTAGAACAGCATGGAATGATGCTTTAAGTCAGGTAGCTGGAAAACTAAGGGAGCAGTTTA
ATAAAACAATAATCTTTAATTCATCTACAGGAGGGGACATAGAAATCACAACACATAGTTTTAATTGTAGAGG
AGAATTTAAACAGCTTCAGGCTAGAGTCCTGGCTGTGGAAAGATACCTACAAGATCAACAGCTCTTGGGGATT
TGGGGCTGCTCTGGAAAGCTCATCTGCACCACTAATGTGCCTTGGAACACTAGTTGGAGTAATAAATCTTTTA
AGGAGATTTGGGATAACATGACATGGATGGAGTGGGATAGGGAAGTTAGAAATTACACAGAACAAATATATCA
GTTAATTGAGGAATCGCAGAACCAACAGGAAAAGAATGAACAAGACTTATTGGCATTAGACAAGTGGACAAGT
CTGTGGAATTGGTTTGACATATCAAACTGGCTGTGGTATATAAAAATATTCATAATGATAGTAGGAGGTTTAA
TAGGTTTAAGAATAATTTTTGCTGTGCTATCTATAATAAATAGAGTTAGGCAGGGATACTCACCCTTGTCATT
TGCTATTAGCTTGCTTAATACCACTGCAATAGTAGTAGCTGAGGGGACAGATAGAGTTATAGAAGTTTTGCAA
AGAGTTGTCAGAGCTATCCTTCATATACCTAGAAGAATAAGACAGGGCCTTGAAAGAGCATTACTATAA 
>FJ388921 
ACTGCAGAAAAAGCAGAAAATTTGTGGGTCACAGTCTATTATGGGGTGCCTGTGTGGAAAGAAGCAAAAACTA
CTCTATTCTGTGCATCAGATGCTAAAGCATATAGCCCAGAGGCACATAATGTCTGGGCTACACATGCCTGTGT
ACCTACAGACCCCAACCCACAAGAAATAGTTTTAGAAAATGTAACAGAATATTTTAACATGTGGAAAAATGAT
ATGGTAGAGCAAATGCATAAGGATGTAATTAGTTTATGGGATCAAAGCTTAAAGCCATGTGTAAAATTAACCC
CACTCTGTGTTACTTTAGACTGTGTCAATATAACTGCTAATATAACTAGAGATAAGAATATTACCATAGAGGA
TAAAGATGAAATGACAAACTGCTCTTTCAATACGACCACAATATTAAGGGATGAGAAACAGAAAGTACATGCA
CTTTTCTATAGACTTGATGTAGTACAAATTAGTGATAAGAGTAATACACTGTATAGACTAATAAACTGTAATA
CCTCAGCCATTACACAGGCTTGTCCAAAAGTATCCTTTGAACCAATCCCCATACATTTTTGTGCTCCAGCTGG
TTATGCGATTCTAAAATGTAGGGATGTAAACTTCAATGGGACAGGGCCATGCAAAAATGTCAGCACAGTACAA
TGTACACATGGAATTAAACCAGTGGTATCAACCCAATTGCTGCTAAATGGCAGCCTATCAGAAGGAGATGTAA



TAATTAGATCTGAAAATATTTCAGATAATACAAAAAACATAATAGTGCAACTTAATGTATCTGTACCAATTAA
TTGTATGAGAGTCAACAACAATACAAGAAAGAGCATACGCATAGGACCAGGACAGACATTCTTTGCAACAGGT
GAAATAATAGGAGATATAAGACAGGCACATTGTAATATTAGTAGAGAAGCATGGAATAAAACTTTACAACAGA
TAACTGAAAAGTTAGAAGTCCACTTCAATAACATAACATTTCAACCATCCTCAGGAGGGGACATAGAAATTAC
CACACATAGCTTTAATTGTGGAGGAGAATTTAAACAGCTCCGAGCAAGAGTCCTGGCTCTGGAAAGATACCTG
CAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAAAACTCATCTGCACCACTAACGTGCCTTGGAACT
CTAGTTGGAGTAATAAAACTTATAATGACATTTGGGAAAACCTGACCTGGATGCAGTGGGATAAAGAGATTAG
CAATTATACAGGTATAATATATGGATTAATTGAAGAATCGCAAATTCAGCAGGAAAAGAATGAAAAGGACTTA
TTAGAATTAAGCAATTGGGCAAGCCTGTGGAATTGGTTCGATATCTCAAACTGGTTGTGGTATATAAAAATAT
TCATAATGATAGTAGGGGGCTTAATAGGTTTAAGAATAGTTTTTTCTGTGCTTTCTATAGTGAAAAGAGTTAG
GCAGGGATACTCACCTTTGTCGTTCGCTATTAGCTTGCTCGATACCACAGCAATAGTAGTAGCTGAAGGAACA
GATAGAATTATAGAAATAGGACAAAGAATTTTTAGAGCTTTTATTAACATACCTAGAAGAATAAGACAGGGCT
TAGAAAGAGCTTTGCTATAA 
>KC187234 
GGTACAGGAAACTTATGGGTCACAGTATATTATGGGGTACCGGTGTGGAAAGAAGCAAAGACTACTCTATTTT
GTGCATCAGATGCTAAAGCATATGATAAAGAAAGTCATAATGTTTGGGCTACGCATGCCTGTGTACCCACAGA
CCCCAGCCCACAAGAATTAGAATTGAAAAATGTAACAGAAAATTTTAACATGTGGAAAAATAGTATGGTGGAG
CAGATGCACACAGATATAATTAGTTTATGGGATGAAAGCCTAAAGCCATGTGTACAGTTAACCCCACTCTGTG
TCACTTTGAACTGTACTGATAAATTAACCCTACACAATGCCACAAACTGTACTAGTACTGATGACACAAAATG
TATAGATATGCCGCAAGGGGAAATAAAAAACTGCTCCTTCAATCAGACCACAGAAGTAAGAGATAAGACAAAG
AAAGCATATGCACTTTTTTATAGGCTTGATGTAGTACAACTTGATAATAATAGTAGCAATAGCAATTATAGCG
ACTATATGTTAATACACTGTAACACCTCAACCATTTCACAGGCCTGTCCAAAGGTATCCTTTGAACCAATCCC
GATACATTATTGTGCTCCAGCTGGTTATGCAATTCTAAAATGCAATGATGAGAAGTTCAATGGAACAGGGCTA
TGCAAGAATGTCAGCACAGTACAATGTACACATGGAATTAAGCCAGTGGTATCAACCCAACTGCTCTTGAATG
GTAGCCTAGCAGTAAAAGATATAATAATTAGGTCTGAAAATCTGACAGATAATGCCAAAACTATAATAGTACA
GTTTAATGACTCTGTAGAAATTGATTGTACAAGACCCAATAATAATACAAGAAAAAGTATACGTATAGGGCCA
GGACAGACATTCTATGCAACAGGTGACATAATAGGAGACATAAGACAAGCATTCTGTACAGTTAATAAAACAA
AATGGCAGACAATTTTAGGTCAGGTAGCAAAGGAACTACAAAAACATTACCCTAACACAACAACCATGTACTT
TAATGCATCCTCAGGAGGGGACCCAGAAATTACAACACATAGTTTTAATTGTGGAGGAGAATTCAAACAGCTC
CAGGCAAGAGTCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGGAATTTGGGGCTGCTCTGGAA
AACTCATCTGCACCACTACTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCAAGAAGAAATATGGGAAAA
TATGACCTGGATGCAGTGGGACAGAGAAGTTAGCAATTACACAAGGATAATATATAACTTACTTGAAATTTCA
CAAAACCAGCAAGAAAAGAATGAGCAAGACTTATTGGCATTGGATAGTTGGGCAAGCCTGTGGTCTTGGTTTG
ACATAACAAGTTGGCTATGGTACATAAAAATATTCATCATGATAGTAGGAGGCTTGATAGGGTTAAGAATAGT
TTTTGCTGTGCTTTCTGTAGTAAATAGAGTTAGGCAGGGATACTCACCTCTATCGTTGGCTATTAGCTTGCTT
GATACTGTTGCAATAGCAGTAGGTTCAGGGACAGATAGGGTTATAGAAATAATACAAAGAGGCTTTAGAGGTG
TCCTCCACATACCTAGAAGAATAAGACAGGGCCTGGAAAGAGCTTTACTATAA 
>DQ373063 
GATAACATGTGGGTGACAGTTTACTATGGAGTACCTGTCTGGAGAGAGGCAGACACAACTCTGTTTTGTGCAT
CAGATGCAAAAGCACAGAACCCAGAAGTGCACAATGTATGGGCTTCTCAAGCTTGTGTATCCACAAACCCTAA
CCCAGAGGAGATAGAACTAACAAATGTAACTGAATACTTCAATGCATGGGAAAACAATATGGTAGAGCAAATG
CATGAGGATATAGTCAATCTTTGGGACCAGAGTGTAAAACCATGTGTAAAATTAATTCCTTTGTGTGTTACTT
TAAACTGTTCACTGTTTAAATGCATTAAAGAAAATGGCAACACCACCAACTGCACTGTTCAAATTAGCACTGG
TAATGATAGCACTGCTAACAACATTACGGTTGGCACAATAGACATGTACAACTGTTCTTTCAATGCAACCACA
GAATTAAGAGACAGAAAGAAACAGGTGTATTCATTGTTTTATAGGCAAGATCTTGAGCCACTAGAAGGAAATA
AGCCACCAGAAGGAGATAAGAACGCCTTATATAGATTATATAATTGTAACACCACAGCCATGACTCAAGCTTG
CTCAAAAGTCTCTCTTGAACCAATTCCTATACATTATTGTGCTCCAGCTGGATTTGCCCTCTTGAAGTGTAAT
GATAAAAATTTTACTGGGATAGGACAGTGTAAAAATGTTAGTACTGTGCATTGTACACATGGCATCAGACCTG
TAGTCTCAACTCAGTTTCTTTTAAATGGAACCTTAGAAGAAAAGGTGACAGTCCTAGATAGGAATGTCTCAAA
TGATATGGACACTATAATAGTGAAATTAAACGAAACTGTACGTCTCAATTGCACTAGAACAGGAAATAACACA
ATAAAAGGTATACCTATAGGACCAAGTCAGATATTTTATGGAATAGAAACTGTAATAGGAGACACAAGGCAGG
CCTTTTGCCAGTTGAACAAAACAGTATGGACTAATACATTTAAAAAAGTAAGGCACGCCTTAAATGAAACATA
TAAGGGCTATCTCGGAAATGAAACTATCACATTTGGACCAAGCACGGGAGGTGACTTAGAGGTAACAAACCTT
CACCTCATCTGTGGAGGAGAGTTCAAACAGCTTCAGGCACGGGTTCTTGCTGTGGAGAGATACCTAAAGGATC
AACAGCTCTTAGGACTATGGGGCTGCTCTGGAAAACTCATTTGCACCACTTCTGTGCCTTGGAACACTACCTG
GACTAATAAATCTTATGATGATATTTGGTATAACATGACATGGATGCAATGGGACAAAGAAGTTAGCAATTAC
ACAGATGTTATCTATAATCTATTAGAAAAGGCACAAACCCAGCAGGAAAATAATGAAAAAGAACTCCTAGAAT
TAGACAAGTGGGCGAGCCTCTGGAATTGGTTTGACATAACATCATGGCTGTGGTATATAAAAATATTTATCAT
AATAGTAGGAGGATTAATAGGTTTAAGAATAGTTTTTGCTTTGCTTTCAATAGTAAATAGAGTTAGGCAGGGA
TATTCACCTCTGTCATTTGCCATAAGCTTGCTTGACACAACAGCTATAGCAGTAGCAGAAGGAACAGATAGAA



TTATAGAAATAGCACAGAGATTTGGTAGAGGCATACTGAACATCCCTAGAAGAATCAGACAAGGCCTTGAAAG
AGCATTATTATAA 


